Citation Report



11

13

15

17

19

ARTICLE IF CITATIONS

The drifting human genome. Proceedings of the National Academy of Sciences of the United States of

America, 2007, 104, 20147-20148. 71 12

A portrait of copy-number polymorphism in <i>Drosophila melanogaster</i>. Proceedings of the

National Academy of Sciences of the United States of America, 2007, 104, 19920-19925.

An evolution revolution provides further revelation. BioEssays, 2007, 29, 1182-1184. 2.5 21

So similar, yet so different. Nature, 2007, 449, 762-763.

Rescuing distal crossovers. Nature Genetics, 2007, 39, 1187-1188. 21.4 8

Adaptive drool in the gene pool. Nature Genetics, 2007, 39, 1188-1190.

Evolution of Protein Expression: New Genes for a New Diet. Current Biology, 2007, 17, R1014-R1016. 3.9 16

Mechanical Properties of Plant Underground Storage Organs and Implications for Dietary Models of
Early Hominins. Evolutionary Biology, 2008, 35, 159-175.

The Evolution of Complex Organs. Evolution: Education and Outreach, 2008, 1, 358-389. 0.8 46

Hereditary pancreatitis caused by a double gain-of-function trypsinogen mutation. Human Genetics,
2008, 123, 521-529.

Improved detection of global copy number variation using high density, non-polymorphic

oligonucleotide probes. BMC Genetics, 2008, 9, 27. 27 27

A large-scale survey of genetic copy number variations among Han Chinese residing in Taiwan. BMC
Genetics, 2008, 9, 92.

Searching the genome for our adaptations. Evolutionary Anthropology, 2008, 17, 146-157. 3.4 8

New applications and developments in the use of multiplex ligationa€dependent probe amplification.
Electrophoresis, 2008, 29, 4627-4636.

Nutrigenomics research for personalized nutrition and medicine. Current Opinion in Biotechnology,

2008, 19, 110-120. 6.6 118

Copy Number Variant Analysis of Human Embryonic Stem Cells. Stem Cells, 2008, 26, 1484-1489.

The Fine-Scale and Complex Architecture of Human Copy-Number Variation. American Journal of Human 6.2 315
Genetics, 2008, 82, 685-695. )

Extensive Copy-Number Variation of the Human Olfactory Receptor Gene Family. American Journal of

Human Genetics, 2008, 83, 228-242.




21

23

25

27

29

31

33

35

37

CITATION REPORT

ARTICLE IF CITATIONS

Adaptive Evolution of UGT2B17 Copy-Number Variation. American Journal of Human Genetics, 2008, 83, 6.2 137
337-346. :

THE LOCI OF EVOLUTION: HOW PREDICTABLE IS GENETIC EVOLUTION?. Evolution; International Journal of

Organic Evolution, 2008, 62, 2155-2177.

The Genome The genome: you gain some, you lose some. European Journal of Human Genetics, 2008, 16,

663-663. 2.8 0

Systematic assessment of copy number variant detection via genome-wide SNP genotyping. Nature
Genetics, 2008, 40, 1199-1203.

Integrated detection and population-genetic analysis of SNPs and copy number variation. Nature

Genetics, 2008, 40, 1166-1174. 214 838

Copy-number analysis goes more than skin deep. Nature Genetics, 2008, 40, 5-6.

Genomic rearrangements in the spotlight. Nature Genetics, 2008, 40, 6-7. 21.4 10

Comparing whole genomes using DNA microarrays. Nature Reviews Genetics, 2008, 9, 291-302.

Human uniqueness: genome interactions with environment, behaviour and culture. Nature Reviews

Genetics, 2008, 9, 749-763. 16.3 149

The evolution of animal chemosensory receptor gene repertoires: roles of chance and necessity.
Nature Reviews Genetics, 2008, 9, 951-963.

Worlds within worlds: evolution of the vertebrate gut microbiota. Nature Reviews Microbiology, 98.6 1349
2008, 6, 776-788. . ,

Analysis of the largest tandemly repeated DNA families in the human genome. BMC Genomics, 2008, 9,
533.

The current excitement about copy-number variation: how it relates to gene duplications and protein

families. Current Opinion in Structural Biology, 2008, 18, 366-374. 5.7 92

Great apes prefer cooked food. Journal of Human Evolution, 2008, 55, 340-348.

The functional impact of structural variation in humans. Trends in Genetics, 2008, 24, 238-245. 6.7 163

Language as shaped by the brain. Behavioral and Brain Sciences, 2008, 31, 489-5009.

Genetic determinants of phenotypic diversity in humans. Genome Biology, 2008, 9, 215. 9.6 31

Positive Selection in the Human Genome: From Genome Scans to Biological Significance. Annual

Review of Genomics and Human Genetics, 2008, 9, 143-160.




39

41

43

46

48

50

52

54

56

CITATION REPORT

ARTICLE IF CITATIONS

Demeter's legacy: rapid changes to our genome imposed by diet. Trends in Ecology and Evolution, 2008, 8.7
23,56-59. :

22

Methods to detect CNVs in the human genome. Cytogenetic and Genome Research, 2008, 123, 313-321.

Nutrition and cancer: Essential elements for a roadmap. Cancer Letters, 2008, 269, 189-198. 7.2 54

Analysis of the multi-copy gene family FAM90A as a copy number variant in different ethnic
backgrounds. Gene, 2008, 420, 113-117.

Detecting the Genetic Signature of Natural Selection in Human Populations: Models, Methods, and

Data. Annual Review of Anthropology, 2008, 37, 197-217. L5 50

Defensins and the dynamic genome: What we can learn from structural variation at human
chromosome band 8p23.1. Genome Research, 2008, 18, 1686-1697.

Developmental Toxicology. , O, , . 0

Analysis of copy number variation in the rhesus macaque genome identifies candidate loci for
evolutionary and human disease studies. Human Molecular Genetics, 2008, 17, 1127-1136.

The origin of language as a product of the evolution of double-scope blending. Behavioral and Brain

Sciences, 2008, 31, 520-521. 0.7 15

A biological infrastructure for communication underlies the cultural evolution of languages.
Behavioral and Brain Sciences, 2008, 31, 518-518.

Brains, genes, and language evolution: A new synthesis. Behavioral and Brain Sciences, 2008, 31, 537-558. 0.7 7

Intersubjectivity evolved to fit the brain, but grammar co-evolved with the brain. Behavioral and Brain
Sciences, 2008, 31, 523-524.

Memes shape brains shape memes. Behavioral and Brain Sciences, 2008, 31, 513-513. 0.7 3

Convergent cultural evolution may explain linguistic universals. Behavioral and Brain Sciences, 2008,
31, 515-516.

Adaptation to moving targets: Culture/gene coevolution, not either/or. Behavioral and Brain

Sciences, 2008, 31, 511-512. 0.7 3

Languages as evolving organisms &€"“<i>The</[i>solution to the logical problem of language evolution?.
Behavioral and Brain Sciences, 2008, 31, 512-513.

Prolonged plasticity: Necessary and sufficient for language-ready brains. Behavioral and Brain o7 5
Sciences, 2008, 31, 514-515. :

Co-evolution of phylogeny and glossogeny: There is no &€celogical problem of language evolutiona€e

Behavioral and Brain Sciences, 2008, 31, 521-522.




58

60

62

64

66

68

70

72

74

CITATION REPORT

ARTICLE IF CITATIONS

Universal Grammar? Or prerequisites for natural language?. Behavioral and Brain Sciences, 2008, 31,
522-523. o7 2

Language as shaped by the brain; the brain as shaped by development. Behavioral and Brain Sciences,

2008, 31, 535-536.

Time on our hands: How gesture and the understanding of the past and future helped shape language. o7 o
Behavioral and Brain Sciences, 2008, 31, 517-517. :

Why is language well designed for communication?. Behavioral and Brain Sciences, 2008, 31, 518-519.

Language as shaped by social interaction. Behavioral and Brain Sciences, 2008, 31, 519-520. 0.7 8

Why and how the problem of the evolution of Universal Grammar (UG) is hard. Behavioral and Brain
Sciences, 2008, 31, 524-525.

Language enabled by Baldwinian evolution of memory capacity. Behavioral and Brain Sciences, 2008, 31, o7 o
526-527. ’

Cortical-striatal-cortical neural circuits, reiteration, and the &€cenarrow faculty of languagea€:
Behavioral and Brain Sciences, 2008, 31, 527-528.

Language as ergonomic perfection. Behavioral and Brain Sciences, 2008, 31, 530-531. 0.7 21

On language and evolution: Why neo-adaptationism fails. Behavioral and Brain Sciences, 2008, 31,
531-532.

Language acquisition recapitulates language evolution?. Behavioral and Brain Sciences, 2008, 31, o7 1
532-533. )

Case-marking systems evolve to be easy to learn and process. Behavioral and Brain Sciences, 2008, 31,
534-535.

Language is shaped for social interactions, as well as by the brain. Behavioral and Brain Sciences, o7 4
2008, 31, 536-537. ’

The brain plus the cultural transmission mechanism determine the nature of language. Behavioral and
Brain Sciences, 2008, 31, 533-534.

The potential for genetic adaptations to language. Behavioral and Brain Sciences, 2008, 31, 529-530. 0.7 2

Niche-construction, co-evolution, and domain-specificity. Behavioral and Brain Sciences, 2008, 31,
526-526.

Perceptual-motor constraints on sound-to-meaning correspondence in language. Behavioral and o7 ;
Brain Sciences, 2008, 31, 528-529. :

Putatively benign copy number variants in subjects with idiopathic autism spectrum disorder and/or

intellectual disability. Cytogenetic and Genome Research, 2008, 123, 79-87.




76

78

80

82

84

86

88

90

92

CITATION REPORT

ARTICLE IF CITATIONS

Expression divergence and copy number variation in the human genome. Cytogenetic and Genome 11 3
Research, 2008, 123, 278-282. :

The evolutionary significance of copy number variation in the human genome. Cytogenetic and Genome

Research, 2008, 123, 283-287.

Comparative analysis of copy number variation in primate genomes. Cytogenetic and Genome Research, 11 5
2008, 123, 288-296. '

Human genes involved in copy number variation: mechanisms of origin, functional effects and
implications for disease. Cytogenetic and Genome Research, 2008, 123, 17-26.

The emerging role of structural variations in common disorders: initial findings and discovery

challenges. Cytogenetic and Genome Research, 2008, 123, 108-117. 11 5

African Genetic Diversity: Implications for Human Demographic History, Modern Human Origins, and
Complex Disease Mapping. Annual Review of Genomics and Human Genetics, 2008, 9, 403-433.

Complex Genetics of Obesity in Mouse Models. Annual Review of Nutrition, 2008, 28, 331-345. 10.1 36

Small-scale copy number variation and large-scale changes in gene expression. Proceedings of the
National Academy of Sciences of the United States of America, 2008, 105, 16659-16664.

Gene Dosage and Gene Duplicability. Genetics, 2008, 179, 2319-2324. 2.9 72

A novel mechanistic spectrum underlies glaucoma-associated chromosome 6p25 copy number
variation. Human Molecular Genetics, 2008, 17, 3446-3458.

Adaptive Copy Number Evolution in Malaria Parasites. PLoS Genetics, 2008, 4, e1000243. 3.5 170

Reduced purifying selection prevails over positive selection in human copy number variant evolution.
Genome Research, 2008, 18, 1711-1723.

THE APPLICATION OF MICROARRAY BASED COMPARATIVE GENOMIC HYBRIDIZATION IN PRENATAL DIAGNOSIS. 0.3 4
Fetal and Maternal Medicine Review, 2008, 19, 119-133. :

Brain and behavior: Which way does the shaping go?. Behavioral and Brain Sciences, 2008, 31, 516-517.

Language is shaped by the body. Behavioral and Brain Sciences, 2008, 31, 509-511. 0.7 17

Contemplating effects of genomic structural variation. Genetics in Medicine, 2008, 10, 639-647.

Multiple Advantageous Amino Acid Variants in the NAT2 Gene in Human Populations. PLoS ONE, 2008, 3, 05 50
e3136. )

Patterns of Positive Selection in Six Mammalian Genomes. PLoS Genetics, 2008, 4, e1000144.




94

98

100

102

104

106

108

110

112

CITATION REPORT

ARTICLE IF CITATIONS

Human and Chimpanzee Gene Expression Differences Replicated in Mice Fed Different Diets. PLoS ONE,

2008, 3, e1504. 2.5 41

Genomic Analysis of Differentiation between Soil Types Reveals Candidate Genes for Local Adaptation

in Arabidopsis lyrata. PLoS ONE, 2008, 3, e3183.

Evolutionary History Reconstruction for Mammalian Complex Gene Clusters. Journal of

Computational Biology, 2009, 16, 1051-1070. L6 7

Allelic recombination between distinct genomic locations generates copy number diversity in human
[2-defensins. Proceedings of the National Academy of Sciences of the United States of America, 2009, 106,
853-858.

Copy number variants, diseases and gene expression. Human Molecular Genetics, 2009, 18, R1-R8. 2.9 370

Better Outcome of Schizophrenia in India: A Natural Selection Against Severe Forms?. Schizophrenia
Bulletin, 2009, 35, 655-657.

Amylase. British Journal of Hospital Medicine (London, England: 2005), 2009, 70, M8-M9. 0.5 3

Industrial fuel ethanol yeasts contain adaptive copy number changes in genes involved in vitamin B1
and B6 biosynthesis. Genome Research, 2009, 19, 2271-2278.

Scanning for the Signatures of Positive Selection for Human-Specific Insertions and Deletions.

Genome Biology and Evolution, 2009, 1, 415-419. 2:5 18

A Profound Role for the Expansion of Trypsin-Like Serine Protease Family in the Evolution of
Hematophagy in Mosquito. Molecular Biology and Evolution, 2009, 26, 2333-2341.

Distinguishing Among Evolutionary Models for the Maintenance of Gene Duplicates. Journal of 04 350
Heredity, 2009, 100, 605-617. ’

Determinants of salivary I+-amylase in humans and methodological considerations.
Psychoneuroendocrinology, 2009, 34, 469-485.

Gene copy number and malaria biology. Trends in Parasitology, 2009, 25, 336-343. 3.3 34

PERSPECTIVE: Evolutionary genetics as a tool to target genes involved in phenotypes of medical
relevance. Evolutionary Applications, 2009, 2, 71-80.

Form and functionality of starch. Food Hydrocolloids, 2009, 23, 1527-1534. 10.7 694

Genomea€wide association studies and the genetic dissection of complex traits. American Journal of
Hematology, 2009, 84, 504-515.

Plant foods consumed by <i>Pan</i>: Exploring the variation of nutritional ecology across Africa.

American Journal of Physical Anthropology, 2010, 141, 476-485. 2.1 50

Glycoprofiling of the Human Salivary Proteome. Clinical Proteomics, 2009, 5, 52-68.




115

117

119

121

123

125

127

129

131

CITATION REPORT

ARTICLE IF CITATIONS

The importance of a genetic component in longitudinal birth cohorts. Paediatric and Perinatal 17 8
Epidemiology, 2009, 23, 174-184. )

Copy number variation in the human genome and its implication in autoimmunity. Clinical and

Experimental Immunology, 2009, 156, 12-16.

Linking genotypes to phenotypes and fitness: how mechanistic biology can inform molecular ecology. 3.9 158
Molecular Ecology, 2009, 18, 4997-5017. :

The glycaemic index values of foods containing fructose are affected by metabolic differences
between subjects. European Journal of Clinical Nutrition, 2009, 63, 1106-1114.

Mapping duplicated sequences. Nature Biotechnology, 2009, 27, 1001-1002. 17.5 5

Segmental copy number variation shapes tissue transcriptomes. Nature Genetics, 2009, 41, 424-429.

Mechanisms of change in gene copy number. Nature Reviews Genetics, 2009, 10, 551-564. 16.3 1,066

Spatial patterns of variation due to natural selection in humans. Nature Reviews Genetics, 2009, 10,
745-755.

The Year in Human and Medical Genetics. Annals of the New York Academy of Sciences, 2009, 1151, 1-21. 3.8 8

Inter-individual variability of protein patterns in saliva of healthy adults. Journal of Proteomics, 2009,
72, 822-830.

Intraspecific variation of the crotamine and crotasin genes in Crotalus durissus rattlesnakes. Gene, 9.9 39
2009, 446, 35-40. )

Genetic association analysis of copy-number variation (CNV) in human disease pathogenesis. Genomics,
20009, 93, 22-26.

A genome-wide survey of copy number variations in Han Chinese residing in Taiwan. Genomics, 2009, 94, 2.9 24
241-246. :

Copy number variants (CNVs) in primate species using array-based comparative genomic hybridization.
Methods, 2009, 49, 18-25.

Great genotypic and phenotypic diversities associated with copy-number variations of complement C4
and RP-C4-CYP21-TNX (RCCX) modules: A comparison of Asian-Indian and European American 2.2 43
populations. Molecular Immunology, 2009, 46, 1289-1303.

Copy Number Variation in Human Health, Disease, and Evolution. Annual Review of Genomics and
Human Genetics, 2009, 10, 451-481.

Challenges for CNV interpretation in clinical molecular karyotyping: Lessons learned from a 1001

sample experience. European Journal of Medical Genetics, 2009, 52, 398-403. 1.3 20

The second green revolution? Production of plant-based biodegradable plastics. Biochemical Journal,

2009, 418, 219-232.




133

136

138

140

143

146

148

150

152

CITATION REPORT

ARTICLE IF CITATIONS

Nature versus Nurture in Determining Athletic Ability. Medicine and Sport Science, 2009, 54, 11-27. 1.4 8

PEMer: a computational framework with simulation-based error models for inferring genomic

structural variants from massive paired-end sequencing data. Genome Biology, 2009, 10, R23.

Signals of recent positive selection in a worldwide sample of human populations. Genome Research,

2009, 19, 826-837. 5.5 658

Genomic copy number variation, human health, and disease. Lancet, The, 2009, 374, 340-350.

Nutrigenetics in the Light of Human Evolution. Journal of Nutrigenetics and Nutrigenomics, 2009, 2,

91-102. 1.3 10

The Role of Geography in Human Adaptation. PLoS Genetics, 2009, 5, e1000500.

Microarray-Based Comparative Genomic Hybridization Using Sex-Matched Reference DNA Provides
Greater Sensitivity for Detection of Sex Chromosome Imbalances than Array-Comparative Genomic 2.8 1
Hybridization with Sex-Mismatched Reference DNA. Journal of Molecular Diagnostics, 2009, 11, 226-237.

Modern Human Physiology with Respect to Evolutionary Adaptations that Relate to Diet in the Past.
Vertebrate Paleobiology and Paleoanthropology, 2009, , 43-57.

Are we Genomic Mosaics? Variations of the Genome of Somatic Cells can Contribute to Diversify our

Phenotypes. Current Genomics, 2010, 11, 379-386. L6 24

Evolution of detoxifying systems: the role of environment and population history in shaping genetic
diversity at human CYP2D6 locus. Pharmacogenetics and Genomics, 2010, 20, 485-499.

Seasonal Variation in Amount of Unabsorbed Dietary Carbohydrate from the Intestine after Breakfast
in Young Female Thai Subjects:Comparison with that of Japanese Subjects. Journal of Physiological 2.6 6
Anthropology, 2010, 29, 141-147.

Carbohydrate metabolic pathway genes associated with quantitative trait loci (QTL) for obesity and
type 2 diabetes: Identification by data mining. Biotechnology Journal, 2010, 5, 942-949.

Chemical ecology in coupled human and natural systems: people, manioc, multitrophic interactions

and global change. Chemoecology, 2010, 20, 109-133. 11 2

Allelic genome structural variations in maize detected by array comparative genome hybridization.
Theoretical and Applied Genetics, 2010, 120, 355-367.

CBF gene copy number variation at Frost Resistance-2 is associated with levels of freezing tolerance in

temperate-climate cereals. Theoretical and Applied Genetics, 2010, 121, 21-35. 3.6 151

Lineage-Specific Duplication and Loss of Pepsinogen Genes in Hominoid Evolution. Journal of
Molecular Evolution, 2010, 70, 313-324.

Nutritional genomics era: opportunities toward a genome-tailored nutritional regimen. Journal of

Nutritional Biochemistry, 2010, 21, 457-467. 42 28

Using oral microbial DNA analysis to identify expirated bloodspatter. International Journal of Legal

Medicine, 2010, 124, 569-576.




154

156

158

160

162

164

166

168

170

10

CITATION REPORT

ARTICLE IF CITATIONS

Change in diet and oral hygiene over an 8-week period: effects on oral health and oral biofilm. 3.0 29
Clinical Oral Investigations, 2010, 14, 391-396. ’

Connecting the Human Variome Project to nutrigenomics. Genes and Nutrition, 2010, 5, 275-283.

Niche Construction Theory and Archaeology. Journal of Archaeological Method and Theory, 2010, 17,
303-322. 3.0 265

Encephalization and division of labor by early humans. Journal of Bioeconomics, 2010, 12, 77-100.

Mutational bias shaping fly copy number variation: implications for genome evolution. Trends in 6.7 20
Genetics, 2010, 26, 243-247. )

The ADH1B Arg47His polymorphism in East Asian populations and expansion of rice domestication in
history. BMC Evolutionary Biology, 2010, 10, 15.

Copy number variation in the bovine genome. BMC Genomics, 2010, 11, 284. 2.8 145

A critical assessment of cross-species detection of gene duplicates using comparative genomic
hybridization. BMC Genomics, 2010, 11, 304.

An initial map of chromosomal segmental copy number variations in the chicken. BMC Genomics, 2010, 0.8 99
11, 351. ’

Dating and functional characterization of duplicated genes in the apple (Malus domestica Borkh.) by
analyzing EST data. BMC Plant Biology, 2010, 10, 87.

The Evolution of Human Genetic and Phenotypic Variation in Africa. Current Biology, 2010, 20,
R166-R173. 89 169

Human adaptation to the control of fire. Evolutionary Anthropology, 2010, 19, 187-199.

An expectation-maximization program for determining allelic spectrum from CNV data (CoNVEM):
insights into population allelic architecture and its mutational history. Human Mutation, 2010, 31, 2.5 8
414-420.

Nonadaptive processes in primate and human evolution. American Journal of Physical Anthropology,
2010, 143, 13-45.

Identification of novel gastric cancera€associated CNVs by integrated analysis of microarray. Journal of

Surgical Oncology, 2010, 102, 454-461. 17 1

Towards population genomics of effectord€“effector target interactions. New Phytologist, 2010, 187,
929-939.

Indication of higher salivary I+a€amylase expression in hamadryas baboons and geladas compared to

chimpanzees and humans. Journal of Medical Primatology, 2010, 39, 187-190. 0.6 16

Did gene family expansions during the Eocene-Oligocene boundary climate cooling play a role in

Pooideae adaptation to cool climates?. Molecular Ecology, 2010, 19, 2075-2088.




172

174

176

178

183

185

187

189

191

11

CITATION REPORT

ARTICLE IF CITATIONS

Copy number variation in chemokine superfamily: the complex scene of<i>CCL3L</[i>&€"<i>CCL4L<[i>genes
in health and disease. Clinical and Experimental Immunology, 2010, 162, 41-52.

Complete Khoisan and Bantu genomes from southern Africa. Nature, 2010, 463, 943-947.

Diversity: Of beans and genes. Nature, 2010, 468, S13-515. 27.8 2

The evolution of gene duplications: classifying and distinguishing between models. Nature Reviews
Genetics, 2010, 11, 97-108.

How culture shaped the human genome: bringing genetics and the human sciences together. Nature

Reviews Genetics, 2010, 11, 137-148. 16.3 648

Mutational effects and the evolution of new protein functions. Nature Reviews Genetics, 2010, 11,
572-582.

Measuring selection in contemporary human populations. Nature Reviews Genetics, 2010, 11, 611-622. 16.3 179

Individual Differences in AMY1 Gene Copy Number, Salivary I+-Amylase Levels, and the Perception of Oral
Starch. PLoS ONE, 2010, 5, e13352.

Intestinal fermentation in patients with self-reported food hypersensitivity: painful, but protective?.

Clinical and Experimental Gastroenterology, 2010, 3, 65. 23 10

Copy number variation, chromosome rearrangement, and their association with recombination during
avian evolution. Genome Research, 2010, 20, 503-511.

Copy number variation of FCGR3A rather than FCGR3B and FCGR2B is associated with susceptibility to

anti-GBM disease. International Immunology, 2010, 22, 45-51. 4.0 51

Detecting structural variations in the human genome using next generation sequencing. Briefings in
Functional Genomics, 2010, 9, 405-415.

Gene copy-number polymorphism in nature. Proceedings of the Royal Society B: Biological Sciences, 06 125
2010, 277,3213-3221. ’

Gene-culture coevolution in the age of genomics. Proceedings of the National Academy of Sciences of
the United States of America, 2010, 107, 8985-8992.

Population-genetic nature of copy number variations in the human genome. Human Molecular

Genetics, 2010, 19, 761-773. 29 39

The Paleoanthropology and Archaeology of Big-Game Hunting. Interdisciplinary Contributions To
Archaeology, 2010, , .

In-Mouth Mechanisms Leading to Flavor Release and Perception. Critical Reviews in Food Science and 103 175
Nutrition, 2010, 51, 67-90. )

Identification and Frequency Estimation of Inversion Polymorphisms from Haplotype Data. Journal of

Computational Biology, 2010, 17, 517-531.




CITATION REPORT

# ARTICLE IF CITATIONS

RNA-mediated epigenetic regulation of DNA copy number. Proceedings of the National Academy of

193 Sciences of the United States of America, 2010, 107, 22140-22144. 71

66

Lower Linkage Disequilibrium at CNVs is due to Both Recurrent Mutation and Transposing

Duplications. Molecular Biology and Evolution, 2010, 27, 103-111.

The Relationship among Gene Expression, the Evolution of Gene Dosage, and the Rate of Protein

195 Evolution. PLoS Genetics, 2010, 6, 1000944, 3.5 189

Phenotypic Consequences of Copy Number Variation: Insights from Smith-Magenis and Potocki-Lupski
Syndrome Mouse Models. PLoS Biology, 2010, 8, e1000543.

197  Contrasting Modes of Evolution of the Visual Pigments in Heliconius Butterflies. Molecular Biology 8.9 35
and Evolution, 2010, 27, 2392-2405. :

The Evolutionary Fate of the Genes Encoding the Purine Catabolic Enzymes in Hominoids, Birds, and
Reptiles. Molecular Biology and Evolution, 2010, 27, 1359-1369.

On the Origin of Species Through Heteropatric Differentiation: A Review and a Model of Speciation in

199 Migratory Animals. Ornithological Monographs, 2010, 69, 1-30.

1.3 41

Human Molecular Genetics: The DNA Revolution and Variation. , O, , 88-103.

Changes in mouse whole saliva soluble proteome induced by tannin-enriched diet. Proteome Science,
201 5010°8 65 1.7 48

Expression Pattern of Two Dehydroascorbate Reductase Genes from Tomato (Solanum lycopersicum) Tj ETQq1l 1 0.784314 rgBT [Ov
0.9 7

668-676.

203  Diet, disease and pigment variation in humans. Medical Hypotheses, 2010, 75, 363-367. 1.5 5

Our Unindicted Coconspirators: Human Metabolism from a Microbial Perspective. Cell Metabolism,
2010, 12,111-116.

Human adaptations to diet, subsistence, and ecoregion are due to subtle shifts in allele frequency.

205 Proceedings of the National Academy of Sciences of the United States of America, 2010, 107, 8924-8930.

7.1 223

Detecting simultaneous changepoints in multiple sequences. Biometrika, 2010, 97, 631-645.

Copy Number Changes of CNV Regions in Intersubspecific Crosses of the House Mouse. Molecular

207 Biology and Evolution, 2010, 27, 1845-1856. 8.9 32

Globalization of lifestyles: too fast for our genome?. ClAnica E InvestigaciA3n En Arteriosclerosis, 2010,
22,16-18.

Adaptations to new environments in humans: the role of subtle allele frequency shifts. Philosophical

209 Transactions of the Royal Society B: Biological Sciences, 2010, 365, 2459-2468.

4.0 123

Chromosomes. , 2010, , 55-138.

12



211

213

215

217

219

221

223

225

227

13

CITATION REPORT

ARTICLE IF CITATIONS

Evolutionary Adaptations to Dietary Changes. Annual Review of Nutrition, 2010, 30, 291-314. 10.1 175

Copy Number Variation and Human Health. , 2010, , 46-59.

Genomic disorders: A window into human gene and genome evolution. Proceedings of the National

Academy of Sciences of the United States of America, 2010, 107, 1765-1771. 71 60

Adaptation to diverse nitrogen-limited environments by deletion or extrachromosomal element
formation of the <i>GAP1<%> locus. Proceedings of the National Academy of Sciences of the United
States of America, 2010, 107, 18551-18556.

Two-Phase Resolution of Polyploidy in the<i>Arabidopsis</i>Metabolic Network Gives Rise to Relative 6.6 137
and Absolute Dosage Constraints. Plant Cell, 2011, 23, 1719-1728. :

Copy Number Variation Accuracy in Genome-Wide Association Studies. Human Heredity, 2011, 71, 141-147.

Drosophila Duplication Hotspots Are Associated with Late-Replicating Regions of the Genome. PLoS a5 31
Genetics, 2011, 7, e1002340. :

The Human Microbiota as a Marker for Migrations of Individuals and Populations. Annual Review of
Anthropology, 2011, 40, 451-474.

Nutrigenetics and Nutrigenomics: Viewpoints on the Current Status and Applications in Nutrition

Research and Practice. Journal of Nutrigenetics and Nutrigenomics, 2011, 4, 69-89. 1.3 240

Rapid Turnover of Functional Sequence in Human and Other Genomes. Annual Review of Genomics and
Human Genetics, 2011, 12, 275-299.

Detection of Copy Number Variation Using SNP Genotyping. Methods in Molecular Biology, 2011, 767,

243252, 0.9 14

Refinement of primate copy number variationhotspots identifies candidate genomic regions evolving
under positive selection. Genome Biology, 2011, 12, R52.

Human Pluripotent Stem Cells. Methods in Molecular Biology, 2011, , . 0.9 5

State and trait variance in salivary T+-amylase: A behavioral genetic study. Biological Psychology, 2011,
88, 147-154.

Independent duplications of I+-amylase in different strains of Aspergillus oryzae. Fungal Genetics and

Biology, 2011, 48, 438-444, 2.1 22

Cultural Niche Construction and Human Learning Environments: Investigating Sociocultural
Perspectives. Biological Theory, 2011, 6, 241-250.

American College of Medical Genetics standards and guidelines for interpretation and reporting of

postnatal constitutional copy number variants. Genetics in Medicine, 2011, 13, 680-685. 2.4 794

Data-driven approach to detect common copy-number variations and frequency profiles in a

population-based Korean cohort. European Journal of Human Genetics, 2011, 19, 1167-1172.




229

231

233

236

239

241

243

245

247

14

CITATION REPORT

ARTICLE IF CITATIONS

Inside the CBF locus in Poaceae. Plant Science, 2011, 180, 39-45. 3.6 60

Human nutrition, the gut microbiome and the immune system. Nature, 2011, 474, 327-336.

Ecological Physiology of Diet and Digestive Systems. Annual Review of Physiology, 2011, 73, 69-93. 13.1 256

Dietary analysis Il: food chemistry. , 0, , 255-270.

Gene Duplication and Ectopic Gene Conversion in Drosophila. Genes, 2011, 2, 131-151. 2.4 12

Copy Number Variation across European Populations. PLoS ONE, 2011, 6, e23087.

Microbial Metabolomics. Current Genomics, 2011, 12, 391-403. 1.6 142

PHENOLIC EXTRACTS FROM GRAPEFRUIT PEELS (CITRUS PARADISI) INHIBIT KEY ENZYMES LINKED WITH TYPE 2
DIABETES AND HYPERTENSION. Journal of Food Biochemistry, 2011, 35, 1703-17009.

Genome structural variation discovery and genotyping. Nature Reviews Genetics, 2011, 12, 363-376. 16.3 1,240

High Spontaneous Rate of Gene Duplication in Caenorhabditis elegans. Current Biology, 2011, 21,
306-310.

Natural alcohol exposure: Is ethanol the main substrate for alcohol dehydrogenases in animals?.

Chemico-Biological Interactions, 2011, 191, 14-25. 4.0 35

Classic Selective Sweeps Were Rare in Recent Human Evolution. Science, 2011, 331, 920-924.

The Human Gut Microbiome: Ecology and Recent Evolutionary Changes. Annual Review of 73 589
Microbiology, 2011, 65, 411-429. )

Investigating the role of food processing in human evolution: a niche construction approach.
Archaeological and Anthropological Sciences, 2011, 3, 141-150.

Mobile DNA and the TE-Thrust hypothesis: supporting evidence from the primates. Mobile DNA, 2011, 2,

8. 3.6 83

Copy number variation of microRNA genes in the human genome. BMC Genomics, 2011, 12, 183.

Human {+a€amylase and starch digestion: An interesting marriage. Starch/Staerke, 2011, 63, 395-405. 2.1 254

Variability in dental caries prevalence between male and female foragers from the Late/Final Jomon

period: Implications for dietary behavior and reproductive ecology. American Journal of Human
Biology, 2011, 23, 107-117.




249

253

255

258

260

262

265

267

269

15

CITATION REPORT

ARTICLE IF CITATIONS

Comparative genetic approaches to the evolution of human brain and behavior. American Journal of
Human Biology, 2011, 23, 53-64.

1.6 4

Copy number variation and susceptibility to complex traits. EMBO Molecular Medicine, 2011, 3, 1-4.

Linking genotypes, phenotypes, and fitness in wild primate populations. Evolutionary Anthropology,

2011, 20, 104-119. 3.4 47

A worldwide analysis of beta-defensin copy number variation suggests recent selection of a
high-expressing DEFB103 gene copy in East Asia. Human Mutation, 2011, 32, 743-750.

Identification of a Genomic Reservoir for New TRIM Genes in Primate Genomes. PLoS Genetics, 2011, 7,
1002388. 3.5 98

Review: Starch Matrices and the Glycemic Response. Food Science and Technology International, 2011,
17,187-204.

Genomic signatures of diet-related shifts during human origins. Proceedings of the Royal Society B: 06 48
Biological Sciences, 2011, 278, 961-969. ’

Runaway cultural niche construction. Philosophical Transactions of the Royal Society B: Biological
Sciences, 2011, 366, 823-835.

Darwin in Mind: New Opportunities for Evolutionary Psychology. PLoS Biology, 2011, 9, e10011009. 5.6 161

Recent Advances in Understanding the Role of Nutrition in Human Genome Evolution. Advances in
Nutrition, 2011, 2, 486-496.

Molecular Adaptation of Modern Human Populations. International Journal of Evolutionary Biology, 1.0 15
2011, 2011, 1-8. :

Copy Number Alterations among Mammalian Enzymes Cluster in the Metabolic Network. Molecular
Biology and Evolution, 2011, 28,1111-1121.

Cooking clue to human dietary diversity. Proceedings of the National Academy of Sciences of the 71
United States of America, 2011, 108, 19101-19102. :

Adaptive selection of an incretin gene in Eurasian populations. Genome Research, 2011, 21, 21-32.

To Lyse or Not to Lyse: Transient-Mediated Stochastic Fate Determination in Cells Infected by

Bacteriophages. PLoS Computational Biology, 2011, 7, e1002006. 3.2 36

Adaptations to Climate-Mediated Selective Pressures in Humans. PLoS Genetics, 2011, 7, e1001375.

Isolation of Antidiabetic Principle from Fruit Rinds of<i>Punica granatum</i>. Evidence-based

Complementary and Alternative Medicine, 2012, 2012, 1-11. 12 32

Identification of functional CNV region networks using a CNV-gene mapping algorithm in a

genome-wide scale. Bioinformatics, 2012, 28, 2045-2051.




271

273

275

277

279

281

285

287

289

16

CITATION REPORT

ARTICLE IF CITATIONS

Copy-Number Variations Observed in a Japanese Population by BAC Array CGH: Summary of Relatively 3.0
Rare CNVs. Journal of Biomedicine and Biotechnology, 2012, 2012, 1-10. ’

Genome Patterns of Selection and Introgression of Haplotypes in Natural Populations of the House

Mouse (Mus musculus). PLoS Genetics, 2012, 8, e1002891.

Development of multilocus putatively neutral DNA markers in the X-chromosome for population

genetic studies in humans. Annals of Human Biology, 2012, 39, 281-289. 1o 3

Determining the evolutionary history of gene families. Bioinformatics, 2012, 28, 48-55.

Gene duplication as a mechanism of genomic adaptation to a changing environment. Proceedings of 06 544
the Royal Society B: Biological Sciences, 2012, 279, 5048-5057. :

An Integrated Biochemistry and Genetics Outreach Program Designed for Elementary School
Students. Genetics, 2012, 190, 305-315.

Increased Genome Sampling Reveals a Dynamic Relationship between Gene Duplicability and the
Structure of the Primate Proteind€“Protein Interaction Network. Molecular Biology and Evolution, 8.9 7
2012, 29, 3563-3573.

CNVs leading to fusion transcripts in individuals with autism spectrum disorder. European Journal of
Human Genetics, 2012, 20, 1141-1147.

Cultural Evolutionary Tipping Points in the Storage and Transmission of Information. Frontiers in

Psychology, 2012, 3, 569. 2.1 19

Genomic Structure and Evolution of Multigene Families: 4€ceFlowersa€.on the Human Genome.
International Journal of Evolutionary Biology, 2012, 2012, 1-11.

Structural Variants in the Soybean Genome Localize to Clusters of Biotic Stress-Response Genes A A. 48 175
Plant Physiology, 2012, 159, 1295-1308. :

DETECTING HIGHLY DIFFERENTIATED COPY-NUMBER VARIANTS FROM POOLED POPULATION SEQUENCING. ,
2012,,.

High-resolution fish on DNA fibers for low-copy repeats genome architecture studies. Genomics, 2012, 9.9 1
100, 380-386. ’

Copy Number Variations in 6q14.1 and 5q13.2 are Associated with Alcohol Dependence. Alcoholism:
Clinical and Experimental Research, 2012, 36, 1512-1518.

High Endogenous Salivary Amylase Activity Is Associated with Improved Glycemic Homeostasis

following Starch Ingestion in Adults. Journal of Nutrition, 2012, 142, 853-858. 2.9 165

Reducing system noise in copy number data using principal components of self-self hybridizations.
Proceedings of the National Academy of Sciences of the United States of America, 2012, 109, E103-E110.

Manipulation of the Gut Microbiota as a Novel Treatment Strategy for Gastrointestinal Disorders.

American Journal of Gastroenterology Supplements (Print), 2012, 1, 41-46. 0.7 o4

Virus population bottlenecks during within-host progression and host-to-host transmission. Current

Opinion in Virology, 2012, 2, 546-555.




291

293

295

297

299

301

303

305

307

17

CITATION REPORT

ARTICLE IF CITATIONS

Genes, Culture, and Agriculture. Current Anthropology, 2012, 53, 434-470. 1.6 201

Copy Number Polymorphism of the Salivary Amylase Gene: Implications in Human Nutrition Research.

Journal of Nutrigenetics and Nutrigenomics, 2012, 5, 117-131.

Novel origins of copy number variation in the dog genome. Genome Biology, 2012, 13, R73. 9.6 86

The scientific exploration of saliva in the post-proteomic era: from database back to basic function.
Expert Review of Proteomics, 2012, 9, 85-96.

Genetic explorations of recent human metabolic adaptations: hypotheses and evidence. Biological

Reviews, 2012, 87, 838-855. 10.4 18

Dosage Compensation of the Sex Chromosomes. Annual Review of Genetics, 2012, 46, 537-560.

Saliva proteomics as an emerging, non-invasive tool to study livestock physiology, nutrition and

diseases. Journal of Proteomics, 2012, 75, 4251-4258. 24 88

Copy Number Variation of Multiple Genes at <i>Rhg1l<[i> Mediates Nematode Resistance in Soybean.
Science, 2012, 338, 1206-1209.

Fundamentals of Nutrigenetics and Nutrigenomics. Progress in Molecular Biology and Translational

Science, 2012, 108, 1-15. 17 33

Amylase gene expression patterns in Helicoverpa armigera upon feeding on a range of host plants.
Gene, 2012, 501, 1-7.

New genes expressed in human brains: Implications for annotating evolving genomes. BioEssays, 2012, 05 54
34,982-991. )

An ancient history of gene duplications, fusions and losses in the evolution of APOBEC3 mutators in
mammals. BMC Evolutionary Biology, 2012, 12, 71.

Gene copy number variation and its significance in cyanobacterial phylogeny. BMC Microbiology, 2012, 3.3 36
12,177. :

Developments in personalised nutrition. Nutrition Bulletin, 2012, 37, 380-383.

Genome-Wide Analysis of THz-Bio Interaction. , 2012, , 257-279. 0

Human Genome Sequencing in Health and Disease. Annual Review of Medicine, 2012, 63, 35-61.

Adaptive Genetic Variation and Population Differences. Progress in Molecular Biology and 17 8
Translational Science, 2012, 108, 461-489. :

Enzymatic conversions of starch. Advances in Carbohydrate Chemistry and Biochemistry, 2012, 68,

59-436.




309

312

314

317

319

321

324

326

328

18

CITATION REPORT

ARTICLE IF CITATIONS

The relationship between gut microbiota and weight gain in humans. Future Microbiology, 2012, 7, 9
91-109. 0 306

The Origin and Evolution of New Genes. Methods in Molecular Biology, 2012, 856, 161-186.

Neanderthal medics? Evidence for food, cooking, and medicinal plants entrapped in dental calculus. 16 315
Die Naturwissenschaften, 2012, 99, 617-626. ’

Attention-Deficit/Hyperactivity Disorder Genomics: Update for Clinicians. Current Psychiatry Reports,
2012, 14, 579-589.

Neurofibromatosis Type 1., 2012, , . 23

Carbohydrate Intake. Progress in Molecular Biology and Translational Science, 2012, 108, 113-127.

Implications of gene copy-number variation in health and diseases. Journal of Human Genetics, 2012, 57, 9.3 136
6-13. ’

Mutation spectrum of Drosophila CNVs revealed by breakpoint sequencing. Genome Biology, 2012, 13,
R1109.

Selection for Adaptation to Dietary Shifts: Towards Sustainable Breeding of Carnivorous Fish. PLoS 05 44
ONE, 2012, 7, e44898. ’

The Nutrigenome and Gut Microbiome: Chronic Disease Prevention with Crop Phytochemical Diversity.

»y My e

The biology of human migration: the ape that wona€™t commit?., 2012, , 21-44. 7

The role of diet and epigenetics in migration: molecular mechanisms underlying the consequences of
change., 2012, , 101-132.

Genome-wide copy number analysis of single cells. Nature Protocols, 2012, 7, 1024-1041. 12.0 332

Extensive and Continuous Duplication Facilitates Rapid Evolution and Diversification of Gene Families.
Molecular Biology and Evolution, 2012, 29, 2019-2029.

Population Genetic Nature of Copy Number Variation. Methods in Molecular Biology, 2012, 838, 0.9 21
209-223. '

The Coalescent with Selection on Copy Number Variants. Genetics, 2012, 190, 1077-1086.

Paleolithic diets as a model for prevention and treatment of western disease. American Journal of 16 a5
Human Biology, 2012, 24, 110-115. :

The Effect of Lowéa€-and Hl%ha€Flber Diets on the Population of Entodiniomorphid Ciliates
Abrassarti</i> in Captive Chimpanzees (<i><scp>P<[scp>an) Tj ETQql 1 0.784314 rgB¥ [Overlogk 10 Tf

<i><scp>T</[scp>roglodytel




330

332

334

336

338

340

342

344

346

19

CITATION REPORT

ARTICLE IF CITATIONS

Dental microwear and stable isotopes inform the paleoecology of extinct hominins. American Journal 01 119
of Physical Anthropology, 2012, 148, 285-317. :

Brains have a gut feeling about fat storage. BioEssays, 2012, 34, 275-276.

Characterization of the activity and stability of amylase from saliva and detergent: Laboratory
practicals for studying the activity and stability of amylase from saliva and various commercial 1.2 15
detergents. Biochemistry and Molecular Biology Education, 2012, 40, 254-265.

Nutrigenomics and Cancer Prevention. Current Nutrition Reports, 2012, 1, 37-43.

The Hypothesis on Function of Glycosphingolipids and ABO Blood Groups Revisited. Neurochemical 2.3 13
Research, 2012, 37, 1170-1184. :

Cutting-Edge Issues in Primary Biliary Cirrhosis. Clinical Reviews in Allergy and Immunology, 2012, 42,
342-354.

Evolutionary genetics of the human Rh blood group system. Human Genetics, 2012, 131, 1205-1216. 3.8 16

Variability of human saliva composition: Possible relationships with fat perception and liking.
Archives of Oral Biology, 2012, 57, 556-566.

Depression as a disease of modernity: Explanations for increasing prevalence. Journal of Affective a1 498
Disorders, 2012, 140, 205-214. :

INVASION OF GENE DUPLICATION THROUGH MASKING FOR MALADAPTIVE GENE FLOW. Evolution;
International Journal of Organic Evolution, 2012, 66, 1543-1555.

Exploring the role of copy number variants in human adaptation. Trends in Genetics, 2012, 28, 245-257. 6.7 126

Stress affects salivary alpha-Amylase activity in bonobos. Physiology and Behavior, 2012, 105, 476-482.

Copy number variation in the genomes of domestic animals. Animal Genetics, 2012, 43, 503-517. 1.7 116

Cultural traditions and the evolution of reproductive isolation: ecological speciation in Riller
whales?. Biological Journal of the Linnean Society, 2012, 106, 1-17.

Dental microwear texture and anthropoid diets. American Journal of Physical Anthropology, 2012, 147, 01 1
551-579. : 65

Surface thermodynamic homeostasis of salivary conditioning films through polard€“apolar layering.
Clinical Oral Investigations, 2012, 16, 109-115.

Sﬁectrum of large copy number variations in 26 diverse Indian populations: potential involvement in 2.8 17
b .

enotypic diversity. Human Genetics, 2012, 131, 131-143.

Genomea€wide patterns of standing genetic variation in a marine population of threea€spined sticklebacks.

Molecular Ecology, 2013, 22, 635-649.




CITATION REPORT

# ARTICLE IF CITATIONS

348  Turning over a new leaf in plant genomics. Genome Biology, 2013, 14, 403. 8.8 4

Genetics of Obesity. Current Obesity Reports, 2013, 2, 23-31.

Beyond the Paleolithic prescription: incorporating diversity and flexibility in the study of human diet

350 evolution. Nutrition Reviews, 2013, 71, 501-510.

5.8 53

Complete Haplotype Sequence of the Human Immunoglobulin Heavy-Chain Variable, Diversity, and
Joining Genes and Characterization of Allelic and Copy-Number Variation. American Journal of Human
Genetics, 2013, 92, 530-546.

352  Personality factors predict spicy food liking and intake. Food Quality and Preference, 2013, 28, 213-221. 4.6 187

Impact of constitutional copy number variants on biological pathway evolution. BMC Evolutionary
Biology, 2013, 13, 19.

354  Detecting negative selection on recurrent mutations using gene genealogy. BMC Genetics, 2013, 14, 37. 2.7 5

Evolutionary dynamics of copy number variation in pig genomes in the context of adaptation and
domestication. BMC Genomics, 2013, 14, 449.

Worldwide population distribution of the common LCE3C-LCE3B deletion associated with psoriasis

356 and other autoimmune disorders. BMC Genomics, 2013, 14, 261.

2.8 9

Continuing difficulties in interpreting CNV data: lessons from a genome-wide CNV association study
of Australian HNPCC/lynch syndrome patients. BMC Medical Genomics, 2013, 6, 10.

358 Glycaemic responses to glucose and rice in people of Chinese and European ethnicity. Diabetic 9.3 79
Medicine, 2013, 30, e101-7. :

Selection and Adaptation in the Human Genome. Annual Review of Genomics and Human Genetics, 2013,
14, 467-4809.

360 Comparative Digestive Physiology. , 2013, 3, 741-783. 230

An Evolutionary Perspective on Food and Human Taste. Current Biology, 2013, 23, R409-R418.

362  Impacts of Variation in the Human Genome on Gene Regulation. Journal of Molecular Biology, 2013, 49 195
425, 3970-3977. ’

Tunable growth factor release from nano-assembled starch multilayers. Chemical Engineering
Journal, 2013, 221, 32-36.

Primate genome architecture influences structural variation mechanisms and functional
364  consequences. Proceedings of the National Academy of Sciences of the United States of America, 2013, 7.1 80
110, 15764-15769.

Adaptation of the Osmotolerant Yeast <i>Zygosaccharomyces rouxii</i> to an Osmotic Environment

Through Copy Number Amplification of <i>FLO11D<[i>. Genetics, 2013, 195, 393-405.

20



366

368

370

372

374

376

378

380

382

21

CITATION REPORT

ARTICLE IF CITATIONS

Do Polymorphisms in the TAS1R1 Gene Contribute to Broader Differences in Human Taste Intensity?. 20 23
Chemical Senses, 2013, 38, 719-728. ’

Detecting Natural Selection in Genomic Data. Annual Review of Genetics, 2013, 47, 97-120.

The genetic causes of convergent evolution. Nature Reviews Genetics, 2013, 14, 751-764. 16.3 682

Copy number variations of MICAL-L2 shaping gene expression contribute to different phenotypes of
cattle. Mammalian Genome, 2013, 24, 508-516.

Differences in structures of starch hydrolysates using saliva from different individuals. 01 5
Starch/Staerke, 2013, 65, 709-713. :

Genomics and the Evolution of Phenotypic Traits. Annual Review of Ecology, Evolution, and
Systematics, 2013, 44, 51-72.

Identifying human-rhesus macaque gene orthologs using heterospecific SNP probes. Genomics, 2013, 9.9 15
101, 30-37. ’

Phenotypic impact of genomic structural variation: insights from and for human disease. Nature
Reviews Genetics, 2013, 14, 125-138.

Where Nutrigenetic Differences Come From., 2013,, 57-102. 0

Socio-cultural selection and the sculpting of the human genome: Culturesd€™ directional forces on
evolution and development. New Ideas in Psychology, 2013, 31, 390-406.

Relationships between the metabolome and the fatty acid composition of human saliva; effects of

stimulation. Metabolomics, 2013, 9, 213-222. 3.0 28

Molecular methods for genotyping complex copy number polymorphisms. Genomics, 2013, 101, 86-93.

Do polymorphisms in chemosensory genes matter for human ingestive behavior?. Food Quality and 46 137
Preference, 2013, 30, 202-216. :

THE LOCI OF REPEATED EVOLUTION: A CATALOG OF GENETIC HOTSPOTS OF PHENOTYPIC VARIATION.
Evolution; International Journal of Organic Evolution, 2013, 67, n/a-n/a.

Child Development and Structural Variation in the Human Genome. Child Development, 2013, 84, 34-48. 3.0 23

Detecting selection. Nature, 2013, 495, 325-326.

The genomic signature of dog domestication reveals adaptation to a starch-rich diet. Nature, 2013, 495,
360-364. 278 805

Peregrine and saker falcon genome sequences provide insights into evolution of a predatory lifestyle.

Nature Genetics, 2013, 45, 563-566.




384

386

388

390

392

394

396

398

400

22

CITATION REPORT

ARTICLE IF CITATIONS

Human social stratification and hypergyny: toward an understanding of male homosexual preference. 9.9 25
Evolution and Human Behavior, 2013, 34, 155-163. ’

The genome-wide landscape of copy number variations in the MUSGEN study provides evidence for a

founder effect in the isolated Finnish population. European Journal of Human Genetics, 2013, 21,
1411-1416.

The Gut Microbiota. , 2013, , 3-24. 18

Effects of learning on evolution: robustness, innovation and speciation. Animal Behaviour, 2013, 85,
1023-1030.

Nutrigenetik: Genetische Varianz und Effekte der ErnAhrung. Springer-Lehrbuch, 2013, , 7-16. 0.0 1

MiRa€23a in amplified 19p13.13 loci targets metallothionein 2A and promotes growth in gastric cancer
cells. Journal of Cellular Biochemistry, 2013, 114, 2160-2169.

Determination of genomic copy number alteration emphasizing a restriction site-based strategy of

genome re-sequencing. Bioinformatics, 2013, 29, 2813-2821. 41 >

Infrared Spectroscopy with Heated Attenuated Total Internal Reflectance Enabling Precise
Measurement of Thermally Induced Transitions in Complex Biological Polymers. Analytical Chemistry,
2013, 85, 3999-4006.

Rates and Genomic Consequences of Spontaneous Mutational Events in<i>Drosophila 9.9 210
melanogaster</i>. Genetics, 2013, 194, 937-954. ’

Correlating Multiallelic Copy Number Polymorphisms with Disease Susceptibility. Human Mutation,
2013, 34, 1-13.

ABCs of genomics. Hematology American Society of Hematology Education Program, 2013, 2013, 316-323. 2.5 7

Hard Selective Sweep and Ectopic Gene Conversion in a Gene Cluster Affording Environmental
Adaptation. PLoS Genetics, 2013, 9, e1003707.

Gesunde ErnAhrung. , 2013, , 113-138. 0

Possible Positive Selection for an Arsenic-Protective Haplotype in Humans. Environmental Health
Perspectives, 2013, 121, 53-58.

Population Genomics/Macro vs Microevolution., 2013, , 412-414. 0

Dual-Color High-Resolution Fiber-FISH Analysis on Lethal White Syndrome Carriers in Sheep.
Cytogenetic and Genome Research, 2013, 140, 46-54.

Prevalence of selected genomic deletions and duplications in a
<scp>F</scp>rencha€“<scp>C«/[scp>anadian populationd€based sample of newborns. Molecular Genetics 1.2 17
&amp; Genomic Medicine, 2013, 1, 87-97.

Time&€Resolved ind€8itu Observation of Starch Polysaccharide Degradation Pathways. ChemBioChem, 2013,

14,2506-2511.




CITATION REPORT

# ARTICLE IF CITATIONS

402 Neofunctionalization of young duplicate genes in <i>Drosophila</i>. Proceedings of the National 71 179
Academy of Sciences of the United States of America, 2013, 110, 17409-17414. )

- Choline., 2013, , 504-527.

Male infertility and copy number variants (CNVs) in the dog: a two-pronged approach using Computer
404  Assisted Sperm Analysis (CASA) and Fluorescent In Situ Hybridization (FISH). BMC Genomics, 2013, 14, 2.8 10
921.

Molecular Methods. , 2013, , 449-480.

The Role of Copy Number Variation in African Americans with Type 2 Diabetes-Associated End Stage
406  Renal Disease. Journal of Molecular and Genetic Medicine: an International Journal of Biomedical 0.1 4
Research, 2013, 07, 61.

Genetic and Fossil Evidence for Modern Human Origins. , 2013, , .

Preliminary Insights into the Impact of Dietary Starch on the Ciliate, Neobalantidium coli, in Captive

408 Chimpanzees. PLoS ONE, 2013, 8, e81374. 2.5 12

Both Positive and Negative Selection Pressures Contribute to the Polymorphism Pattern of the
Duplicated Human CYP21A2 Gene. PLoS ONE, 2013, 8, e81977.

Copy-number changes in evolution: rates, fitness effects and adaptive significance. Frontiers in

HO  Genetics, 2013, 4, 273.

2.3 126

Copy Number Variations Burden on miRNA Genes Reveals Layers of Complexities Involved in the
Regulation of Pathways and Phenotypic Expression. PLoS ONE, 2014, 9, e90391.

414 Reliable Quantification of Protein Expression and Cellular Localization in Histological Sections. PLoS 05 31
ONE, 2014, 9, e100822. )

Of Monkeys and Men: A Metabolomic Analysis of Static and Dynamic Urinary Metabolic Phenotypes in
Two Species. PLoS ONE, 2014, 9, e106077.

Future management of human obesity: understanding the meaning of genetic susceptibility. Advances

416 in Genomics and Genetics, 0, , 219.

0.8 4

<i>Drosophila</i>duplicate genes evolve new functions on the fly. Fly, 2014, 8, 91-94.

Extensive Copy Number Variations in Admixed Indian Population of African Ancestry: Potential

H8  |volvement in Adaptation. Genome Biology and Evolution, 2014, 6, 3171-3181.

2.5 23

Expansion of a 12-kb VNTR containing the REXO1L1 gene cluster underlies the microscopically visible
euchromatic variant of 8q21.2. European Journal of Human Genetics, 2014, 22, 458-463.

Compilation of copy number variants identified in phenotypically normal and parous Japanese women.

420 journal of Human Genetics, 2014, 59, 326-331.

2.3 4

Food and the Literary Imagination. , 2014, , .

23



422

424

426

428

430

432

434

436

438

24

CITATION REPORT

ARTICLE IF CITATIONS

The functional basis of adaptive evolution in chemostats. FEMS Microbiology Reviews, 2014, 39, n/a-n/a. 8.6 99

Genetics of Alcoholism. Current Psychiatry Reports, 2014, 16, 518.

Variation in Salivary and Pancreatic Alpha-Amylase Genes in Italian Horse Breeds. Journal of Heredity, 9.4 5
2014, 105, 429-435. ’

Digital Genotyping of Macrosatellites and Multicopy Genes Reveals Novel Biological Functions
Associated with Copy Number Variation of Large Tandem Repeats. PLoS Genetics, 2014, 10, e1004418.

Extensive Copy-Number Variation of Young Genes across Stickleback Populations. PLoS Genetics, 2014, a5 70
10, e1004830. )

Copy number variants and selective sweeps in natural populations of the house mouse (Mus musculus) Tj ETQq1 10784314 rgBT (@]

Tandem Amplification of a Chromosomal Segment Harboring 5-Enolpyruvylshikimate-3-Phosphate
Synthase Locus Confers Glyphosate Resistance in Kochia scoparia. Plant Physiology, 2014, 166, 4.8 103
1200-1207.

Extensive Error in the Number of Genes Inferred from Draft Genome Assemblies. PLoS Computational
Biology, 2014, 10, e1003998.

CNVnet., 2014,, . 1

Amylase activity is associated with <i><scp>AMY</[scp>2B«<[i> copy numbers in dog: implications for
dog domestication, diet and diabetes. Animal Genetics, 2014, 45, 716-722.

Blood, Bulbs, and Bunodonts: On Evolutionary Ecology and the Diets of <i>Ardipithecus</i>,

<i>Australopithecus<[i>, and Early <i>Homo</i>. Quarterly Review of Biology, 2014, 89, 319-357. 0-1 26

Private haplotypes can reveal local adaptation. BMC Genetics, 2014, 15, 61.

Salivary lipase and T-amylase activities are higher in overweight than in normal weight subjects:

Influences on dietary behavior. Food Research International, 2014, 66, 463-468. 6.2 39

Lactase persistence and augmented salivary alpha-amylase gene copy numbers might have been selected
by the combined toxic effects of gluten and (food born) pathogens. Medical Hypotheses, 2014, 82,
326-334.

Haptoglobin (HP) and Haptoglobin-related protein (HPR) copy number variation, natural selection, and

trypanosomiasis. Human Genetics, 2014, 133, 69-83. 3.8 72

Diet and Our Genetic Legacy in the Recent Anthropocene. Journal of Evidence-Based Complementary &
Alternative Medicine, 2014, 19, 68-83.

Seasonal variation of urinary microRNA expression in male goats (Capra hircus) as assessed by next

generation sequencing. General and Comparative Endocrinology, 2014, 199, 1-15. 1.8 10

Global patterns of apparent copy number variation in birds revealed by cross-species comparative

genomic hybridization. Chromosome Research, 2014, 22, 59-70.




440

442

444

446

449

451

453

455

457

25

CITATION REPORT

ARTICLE IF CITATIONS

Exome sequencing and arrayCGH detection of gene sequence and copy number variation between ILS 9.9 5
and ISS mouse strains. Mammalian Genome, 2014, 25, 235-243. ’

Sequence and expression of an T+-amylase gene in four related species of prickleback fishes (Teleostei:) Tj ETQq1 1 0.784314 rgBT |O

1.5 21

Biochemical, Systemic, and Environmental Physiology, 2014, 184, 221-234.

The Human Condition&€”A Molecular Approach. Cell, 2014, 157, 216-226. 28.9 175

Low copy number of the salivary amylase gene predisposes to obesity. Nature Genetics, 2014, 46, 492-497.

Applying evolutionary theory to human behaviour: past differences and current debates. Journal of 2.3 80
Bioeconomics, 2014, 16, 105-128. :

GENE-DOSAGE EFFECTS ON FITNESS IN RECENT ADAPTIVE DUPLICATIONS:<i>ace-1<[i>IN THE
MOSQUITO<i>CULEX PIPIENS</i>. Evolution; International Journal of Organic Evolution, 2014, 68,
2092-2101.

Derived immune and ancestral pigmentation alleles in a 7,000-year-old Mesolithic European. Nature, 97.8 398
2014, 507, 225-228. :

Impact of Diet on Human Intestinal Microbiota and Health. Annual Review of Food Science and
Technology, 2014, 5, 239-262.

New genes contribute to genetic and phenotypic novelties in human evolution. Current Opinion in 3.3 56
Genetics and Development, 2014, 29, 90-96. :

Retention effect of human saliva on aroma release and respective contribution of salivary mucin and
I+-amylase. Food Research International, 2014, 64, 424-431.

Detection of copy number variations and their effects in Chinese bulls. BMC Genomics, 2014, 15, 480. 2.8 76

Ancient human genomes suggest three ancestral populations for present-day Europeans. Nature, 2014,
513, 409-413.

Human gene copy number variation and infectious disease. Human Genetics, 2014, 133, 1217-1233. 3.8 63

Parallel developmental genetic features underlie stickleback gill raker evolution. EvoDevo, 2014, 5, 19.

Modeling discrete-variable stochastic dynamics: Ecological populations, gene networks, and a

nanotube ion channel. American Journal of Physics, 2014, 82, 466-475. 0.7 o

Transgenic expression of salmon delta-5 and delta-6 desaturase in zebrafish muscle inhibits the
growth of Vibrio alginolyticus and affects fish immunomodulatory activity. Fish and Shellfish
Immunology, 2014, 39, 223-230.

Assessing use and suitability of scanning electron microscopy in the analysis of micro remains in

dental calculus. Journal of Archaeological Science, 2014, 49, 160-169. 2.4 59

Effect of dietary fiber/starch balance on the cecal proteome of growing rabbits. Journal of

Proteomics, 2014, 103, 23-34.




459

464

466

470

477

479

481

483

486

26

CITATION REPORT

ARTICLE IF CITATIONS

The role of microhomology in genomic structural variation. Trends in Genetics, 2014, 30, 85-94. 6.7 148

Identification of structural variation in mouse genomes. Frontiers in Genetics, 2014, 5, 192.

Troublesome Reflection: Racism as the Blind Spot in the Scientific Critique of Race. Human Biology,

2014, 86, 233. 0.2 1

Geographic Distribution and Adaptive Significance of Genomic Structural Variants: An

Anthropological Genetics Perspective. Human Biology, 2014, 86, 260.

Influences of AMY1 gene copy number and protein exFression on salivary alpha—amzlase activity before
and after citric acid stimulation in splenic asthenia children. Journal of Traditional Chinese Medicine

= Chung | Tsa Chih Ying Wen Pan | Sponsored By All-China Association of Traditional Chinese Medicine,
demy of [radijtiona i icine, 20 66-

0.4 1

Structural variation mutagenesis of the human genome: Impact on disease and evolution.

Environmental and Molecular Mutagenesis, 2015, 56, 419-436.

Developmental genes significantly afflicted by aberrant promoter methylation and somatic mutation

predict overall survival of late-stage colorectal cancer. Scientific Reports, 2015, 5, 18616. 3.3 13

Dental calculus evidence of TaA™ Forest Chimpanzee plant consumption and life history transitions.

Scientific Reports, 2015, 5, 15161.

Estimating copy numbers of alleles from population-scale high-throughput sequencing data. BMC

Bioinformatics, 2015, 16, S4. 2.6 0

DNA Dispose, but Subjects Decide. Learning and the Extended Synthesis. Biosemiotics, 2015, 8, 443-461.

Inferring the genetic history of lactase persistence along the Italian peninsula from a large genomic
interval surrounding the <scp><i>LCT<[i><[scp> gene. American Journal of Physical Anthropology, 2.1 7
2015, 158, 708-718.

Association between salivary amylase (<i><scp>AMY</scp>1<[i>) gene copyAnumbers and insulin
resistance in asymptomatic Korean men. Diabetic Medicine, 2015, 32, 1588-1595.

Rapid Increase in frequency of gene copy-number variants during experimental evolution in 28 40
Caenorhabditis elegans. BMC Genomics, 2015, 16, 1044. ’

Assessing digestibility of Hadza tubers using a dynamic <i>ind€vitro</i> model. American Journal of
Physical Anthropology, 2015, 158, 371-385.

Pacific Populations, Metabolic Disease and 4€7Justd€60 Storiesa€™: A Critique of the 4€ Thrifty Genotypea€™

Hypothesis in Oceania. Annals of Human Genetics, 2015, 79, 470-480. 0.8 35

The Encultured Genome. , 0, , 315-336.

Haplotype Phasing and Inheritance of Copy Number Variants in Nuclear Families. PLoS ONE, 2015, 10, 05 °
e0122713. )

Salivary Composition Is Associated with Liking and Usual Nutrient Intake. PLoS ONE, 2015, 10, e0137473.




488

490

492

494

497

499

502

504

506

27

CITATION REPORT

ARTICLE IF CITATIONS

Age Differences of Salivary Alpha-Amylase Levels of Basal and Acute Responses to Citric Acid
Stimulation Between Chinese Children and Adults. Frontiers in Physiology, 2015, 6, 340.

2.8 16

Genetic Variations in the Macaca fascicularis Genome Related to Biomedical Research. , 2015, , 53-64.

Reception of Aversive Taste. Integrative and Comparative Biology, 2015, 55, 507-517. 2.0 12

Adaptive potential of genomic structural variation in human and mammalian evolution. Briefings in
Functional Genomics, 2015, 14, 358-368.

The Human Genome Project: Where Are We Now and Where Are We Going?., 2015, , 7-31. 0

Salivary amylase 4€“ The enzyme of unspecialized euryphagous animals. Archives of Oral Biology, 2015,
60, 1162-1176.

Copy number variation in the speciation of pigs: a possible prominent role for olfactory receptors. 0.8 85
BMC Genomics, 2015, 16, 330. :

A Companion to Biological Anthropology. Anthropological Review, 2015, 78, 107-108.

Hypothesis Generation in Biology. American Biology Teacher, 2015, 77, 500-506. 0.2 10

Natural Selection at the Brush-Border: Adaptations to Carbohydrate Diets in Humans and Other
Mammals. Genome Biology and Evolution, 2015, 7, 2569-2584.

Sociology in an Age of Genomic Instability: Copy Number Variation, Somatic Mosaicism, and the Fallen

Genome. Advances in Medical Sociology, 2015, , 157-186. 0.1 12

Insights into hominin phenotypic and dietary evolution from ancient DNA sequence data. Journal of
Human Evolution, 2015, 79, 55-63.

Baking Geophytes and Tracking Microfossils: Taphonomic Implications for Earth-Oven and

Paleodietary Research. Journal of Archaeological Method and Theory, 2015, 22, 1038-1070. 3.0 15

Dynamics of Copy Number Variation in Host Races of the Pea Aphid. Molecular Biology and Evolution,
2015, 32, 63-80.

More than one way to be an herbivore: convergent evolution of herbivory using different digestive

strategies in prickleback fishes (Stichaeidae). Zoology, 2015, 118, 161-170. 1.2 47

Discovery of copy number variants by multiplex amplifiable probe hybridization (MAPH) in candidate
pigmentation genes. Annals of Human Biology, 2015, 42, 485-493.

Large multiallelic copy number variations in humans. Nature Genetics, 2015, 47, 296-303. 21.4 357

A copy number variation map of the human genome. Nature Reviews Genetics, 2015, 16, 172-183.




508

510

513

515

517

519

521

523

525

28

CITATION REPORT

ARTICLE IF CITATIONS

Concerted copy number variation balances ribosomal DNA dosage in human and mouse genomes.

Proceedings of the National Academy of Sciences of the United States of America, 2015, 112, 2485-2490. 71 162

Cross-species comparison of mammalian saliva using an LC-MALDI based proteomic approach.

Proteomics, 2015, 15, 1598-1607.

Genetic Adaptation to Levels of Dietary Selenium in Recent Human History. Molecular Biology and

Evolution, 2015, 32, 1507-1518. 8.9 29

Counting copy number and calories. Nature Genetics, 2015, 47, 852-853.

Multi-omics profiling reveals that eating difficulties developed consecutively to artificial nutrition
in the neonatal period are associated to specific saliva composition. Journal of Proteomics, 2015, 128, 2.4 16
105-112.

Divergence patterns of genic copy number variation in natural populations of the house mouse (Mus) Tj ETQq1 1 0.784314 rgBT [Ov{
5.5 88

Genome Research, 2015, 25, 1114-1124.

Evidence for negative selection of gene variants that increase dependence on dietary choline in a

Gambian cohort, FASEB Journal, 2015, 29, 3426-3435. 0.5 16

Agriculturalism. , 2015, , 349-365.

Evolutionary and Developmental Origins of Chronic Disease. , 2015, , 369-381. 2

Modern Human Diet. , 2015, , 393-404.

Genotyping of common SIRPB1 copy number variant using Paralogue Ratio Test coupled to MALDI-MS

quantification. Molecular and Cellular Probes, 2015, 29, 517-521. 21 2

The Genetic Basis of Mendelian Phenotypes: Discoveries, Challenges, and Opportunities. American
Journal of Human Genetics, 2015, 97, 199-215.

Structural forms of the human amylase locus and their relationships to SNPs, haplotypes and obesity. 914 120
Nature Genetics, 2015, 47, 921-925. :

Humans as cucinivores: comparisons with other species. Journal of Comparative Physiology B:
Biochemical, Systemic, and Environmental Physiology, 2015, 185, 825-834.

Dissecting the Calcium-Induced Differentiation of Human Primary Keratinocytes Stem Cells by

Integrative and Structural Network Analyses. PLoS Computational Biology, 2015, 11, e1004256. 3.2 20

Rapid Evolution of Recombinant Saccharomyces cerevisiae for Xylose Fermentation through
Formation of Extra-chromosomal Circular DNA. PLoS Genetics, 2015, 11, e1005010.

The impact of human copy number variation on gene expression: Figure 1. Briefings in Functional 07 108
Genomics, 2015, 14, 352-357. :

Investigating the Mechanisms of Amylolysis of Starch Granules by Solution-State NMR.

Biomacromolecules, 2015, 16, 1614-1621.




527

529

532

534

536

538

540

542

544

29

CITATION REPORT

ARTICLE IF CITATIONS

Plant microremains in dental calculus as a record of plant consumption: A test with Twe

forager-horticulturalists. Journal of Archaeological Science: Reports, 2015, 2, 449-457. 0-5 39

A decade of structural variants: description, history and methods to detect structural variation.

Briefings in Functional Genomics, 2015, 14, 305-314.

Metagenome Sequencing of the Hadza Hunter-Gatherer Gut Microbiota. Current Biology, 2015, 25, 3.9 349
1682-1693. '

Combination of genetic and humanitarian (cross-cultural) methods for the identification of human
genes involved in the process of adaptation to evolutionary new environmental factors. Russian
Journal of Genetics, 2015, 51, 397-407.

Human Adaptation to Arsenic-Rich Environments. Molecular Biology and Evolution, 2015, 32, 1544-1555. 8.9 113

Expanding Duplication of Free Fatty Acid Receptor-2 (GPR43) Genes in the Chicken Genome. Genome
Biology and Evolution, 2015, 7, 1332-1348.

Genomic approaches to studying human-specific developmental traits. Development (Cambridge), 2015, 05 2
142,3100-3112. ’

Evolutionary impact of transposable elements on genomic diversity and lineage-specific innovation in
vertebrates. Chromosome Research, 2015, 23, 505-531.

Attenuated acute salivary {+-amylase responses to gustatory stimulation with citric acid in thin

children. British Journal of Nutrition, 2015, 113, 1078-1085. 23 12

Exploring the relationship between lifestyles, diets and genetic adaptations in humans. BMC Genetics,
2015, 16, 55.

A Relay Race on the Evolutionary Adaptation Spectrum. Cell, 2015, 163, 549-559. 28.9 73

Early evolutionary history and genomic features of gene duplicates in the human genome. BMC
Genomics, 2015, 16, 621.

The Importance of Dietary Carbohydrate in Human Evolution. Quarterly Review of Biology, 2015, 90, o1 168
251-268. ’

Obesity, starch digestion and amylase: association between copy number variants at human salivary
(AMY1) and pancreatic (AMY2) amylase genes. Human Molecular Genetics, 2015, 24, 3472-3480.

Hemochromatosis: Niche Construction and the Genetic Domino Effect in the European Neolithic.

Human Biology, 2015, 87, 39. 0-2 12

Natural selection on HFE in Asian populations contributes to enhanced non-heme iron absorption.
BMC Genetics, 2015, 16, 61.

Effect of ethnicity on glycaemic index: a systematic review and meta-analysis. Nutrition and Diabetes, 3.9 12
2015, 5, e170-e170. )

Complex and multi-allelic copy number variation in human disease. Briefings in Functional Genomics,

2015, 14, 329-338.




CITATION REPORT

# ARTICLE IF CITATIONS

54  Rarevariant discovery by deep whole-genome sequencing of 1,070 Japanese individuals. Nature 12.8 359
Communications, 2015, 6, 8018. :

Our landscapes, our livestock, ourselves: Restoring broken linkages among plants, herbivores, and

humans with diets that nourish and satiate. Appetite, 2015, 95, 500-519.

Evolution of the rapidly mutating human salivary agglutinin gene ( <i>DMBT1</i> ) and population
548  subsistence strategy. Proceedings of the National Academy of Sciences of the United States of 7.1 35
America, 2015, 112, 5105-5110.

The Pastoral Effect. Current Anthropology, 2015, 56, 901-910.

550 Do Salivary Proteins Play a Role in Tasting Bitter Substances?. ACS Symposium Series, 2015, , 183-195. 0.5 0

CNV and Structural Variation in Plants: Prospects of NGS Approaches. , 2015, ,211-232.

5562

DNA analysis of ancient do%s of the Americas: Identifying possible founding haplotypes and 06 a7

reconstructing population histories. Journal of Human Evolution, 2015, 79, 105-118.

Fluorescent proteind€mediated colour polymorphism in reef corals: multicopy genes extend the
adaptation/acclimatization potential to variable light environments. Molecular Ecology, 2015, 24,
453-465.

Isolation and characterization of starch from industrial fresh pasta by-product and its potential use

%4 in sugar-snap cookie making. Journal of Food Science and Technology, 2015, 52, 5754-5762.

2.8 8

The roles of AMY1 copies and protein expression in human salivary {+-amylase activity. Physiology and
Behavior, 2015, 138, 173-178.

Beneficial effect of a high number of copies of salivary amylase AMY1 gene on obesity risk in Mexican

336 Children. Diabetologia, 2015, 58, 290-294. 6.3 89

Trypsin isozymes in the lobster Panulirus argus (Latreille, 1804): from molecules to physiology.
Journal of Comparative Physiology B: Biochemical, Systemic, and Environmental Physiology, 2015, 185,
17-35.

s5g  Diversity and population-genetic properties of copy number variations and multicopy genes in cattle. 3.4 59
DNA Research, 2016, 23, 253-262. .

Arabidopsis thaliana population analysis reveals high plasticity of the genomic region spanning MSH2,
AT3G18530 and AT3G18535 genes and provides evidence for NAHR-driven recurrent CNV events
occurring in this location. BMC Genomics, 2016, 17, 893.

A Recipe for Democracy? The Spread of the European Diet and Political Change. SSRN Electronic

560 j5urnal, 2016, , .

0.4 (0]

Individual Differences in Multisensory Flavor Perception. , 2016, , 185-210.

Evidence for the Paleoethnobotany of the Neanderthal: A Review of the Literature. Scientifica, 2016,
562 2016. 1-12. 1.7 16

Copy number variation contributes to cryptic genetic variation in outbreak lineages of Cryptococcus

gattii from the North American Pacific Northwest. BMC Genomics, 2016, 17, 700.

30



564

566

568

570

573

575

577

579

583

31

CITATION REPORT

ARTICLE IF CITATIONS

Low serum amylase and obesity, diabetes and metabolic syndrome: A novel interpretation. World a5 45
Journal of Diabetes, 2016, 7, 112. ’

SRBreak: A Read-Depth and Split-Read Framework to Identify Breakpoints of Different Events Inside

Simple Copy-Number Variable Regions. Frontiers in Genetics, 2016, 7, 160.

Lactobacilli Dominance and Vaginal pH: Why Is the Human Vaginal Microbiome Unique?. Frontiers in 35 257
Microbiology, 2016, 7, 1936. ’

The ace-1 Locus Is Amplified in All Resistant Anopheles gambiae Mosquitoes: Fitness Consequences of
Homogeneous and Heterogeneous Duplications. PLoS Biology, 2016, 14, e2000618.

Dietary Variation and Evolution of Gene Copy Number among Dog Breeds. PLoS ONE, 2016, 11, e0148899. 2.5 28

Low AMY1 Gene Copy Number Is Associated with Increased Body Mass Index in Prepubertal Boys. PLoS
ONE, 2016, 11, e0154961.

The Adapting Mind in the Genomic Era. Frontiers in Psychology, 2016, 7, 78. 2.1 4

Structure, function, and genetics of lipoprotein (a). Journal of Lipid Research, 2016, 57, 1339-1359.

GWASé&€identified schizophrenia risk SNPs at <i>TSPAN18«</i> are highly diverged between Europeans and
East Asians. American Journal of Medical Genetics Part B: Neuropsychiatric Genetics, 2016, 171, 1.7 9
1032-1040.

Evolutionary Medicine: The Ongoing Evolution of Human Physiology and Metabolism. Physiology, 2016,
31, 392-397.

Effects of Linked Selective Sweeps on Demographic Inference and Model Selection. Genetics, 2016, 204,
1207-1223. 29 144

<i>Amy2B«<[i>copy number variation reveals starch diet adaptations in ancient European dogs. Royal
Society Open Science, 2016, 3, 160449.

Gestures from the past: Grinding stones and starchy food processing at the dawn of modern humans. 5
,2016,,.

Nature or Nurture &€ Will Epigenomics Solve the Dilemma?. Studia Humana, 2016, 5, 13-36.

Using Genotype-Based Recall to Estimate the Effects of <i>AMY1</i> Copy Number Variation in 0.6 3
Substrate Metabolism. Diabetes, 2016, 65, 3240-3242. :

Between-species differences in gene copy number are enriched among functions critical for adaptive
evolution in Arabidopsis halleri. BMC Genomics, 2016, 17, 1034.

Impact of Brief Roasting on Starch Gelatinization in Whole Foods and Implications for Plant Food

Nutritional Ecology in Human Evolution. Ethnoarchaeology, 2016, 8, 30-56. 14 14

Epic?enetic mechanisms as an archive of ancestral dietary history of populations: The premise, proposal
an

pilot. Journal of Archaeological Science: Reports, 2016, 5, 689-699.




585

587

589

591

593

595

597

599

602

32

CITATION REPORT

ARTICLE IF CITATIONS

Shared Genetic Signals of Hypoxia Adaptation in<i>Drosophila</i>and in High-Altitude Human

Populations. Molecular Biology and Evolution, 2016, 33, 501-517. 8.9 44

Evidence for the fixation of gene duplications by positive selection in <i>Drosophila</i>. Genome

Research, 2016, 26, 787-798.

Expression of tandem gene duplicates is often greater than twofold. Proceedings of the National

Academy of Sciences of the United States of America, 2016, 113, 5988-5992. 71 76

Human Phenotypic Diversity. Current Topics in Developmental Biology, 2016, 119, 349-390.

Transgenerational inheritance: Models and mechanisms of nond€“DNA sequence&€“based inheritance. 19.6 288
Science, 2016, 354, 59-63. :

Going global by adapting local: A review of recent human adaptation. Science, 2016, 354, 54-59.

Diet adaptation in dog reflects spread of prehistoric agriculture. Heredity, 2016, 117, 301-306. 2.6 70

Why are there apes? Evidence for the cod€evolution of ape and monkey ecomorphology. Journal of
Anatomy, 2016, 228, 630-685.

Human adaptation and evolution by segmental duplication. Current Opinion in Genetics and 3.3 157
Development, 2016, 41, 44-52. :

Finding the Genomic Basis of Local Adaptation: Pitfalls, Practical Solutions, and Future Directions.
American Naturalist, 2016, 188, 379-397.

Gene Duplication and Gene Expression Changes Play a Role in the Evolution of Candidate Pollen

Feeding Genes in<i>Heliconius</i>Butterflies. Genome Biology and Evolution, 2016, 8, 2581-2596. 2:5 21

Influence of gene copy number on self-regulated gene expression. Journal of Theoretical Biology, 2016,
408, 222-236.

Direct Characterization of the Maize Starch Synthase lla Product Shows Maltodextrin Elongation 3.4
Occurs at the Non-reducing End. Journal of Biological Chemistry, 2016, 291, 24951-24960. )

Foraging potential of underground storage organ plants in the southern Cape, South Africa. Journal
of Human Evolution, 2016, 101, 79-89.

Evolutionary change in physiological phenotypes along the human lineage. Evolution, Medicine and 05 9
Public Health, 2016, 2016, 312-324. ’

Robust Yet Fragile: Expression Noise, Protein Misfolding, and Gene Dosage in the Evolution of
Genomes. Annual Review of Genetics, 2016, 50, 113-131.

The African diaspora: history, adaptation and health. Current Opinion in Genetics and Development, 2.3 44
2016, 41, 77-84. )

Salivary Amylase: Digestion and Metabolic Syndrome. Current Diabetes Reports, 2016, 16, 102.




604

606

608

610

612

615

617

619

621

33

CITATION REPORT

ARTICLE IF CITATIONS

Relationships Between Fasting Serum Amylase and Ghrelin or Peptide YY3-36 Levels in Healthy Men. 11 3
Pancreas, 2016, 45, 376-380. :

Being Human in Cities: Phenotypic Bias from Urban Niche Construction. Current Anthropology, 2016,

57,S52-564.

Elevated Gene Copy Number Does Not Always Explain Elevated Amylase Activities in Fishes.

Physiological and Biochemical Zoology, 2016, 89, 277-293. L5 18

Metabolomic Profile of Low&€“Copy Number Carriers at the Salivary i+-Amylase Gene Suggests a Metabolic
Shift Toward Lipid-Based Energy Production. Diabetes, 2016, 65, 3362-3368.

Selective sweep on human amylase genes postdates the split with Neanderthals. Scientific Reports, 2.3 7
2016, 6, 37198. )

Evolution and Agriculture I. The Evolution of Domestication. , 2016, , 19-24.

Inferences of African evolutionary history from genomic data. Current Opinion in Genetics and 3.3 34
Development, 2016, 41, 159-166. ’

Digestive enzymes of human and nonhuman primates. Evolutionary Anthropology, 2016, 25, 253-266.

How to make stone soup: Is the &€cePaleo dietd€-a missed opportunity for anthropologists?. Evolutionary 3.4 14
Anthropology, 2016, 25, 228-231. :

Population Structure of UK Biobank and Ancient Eurasians Reveals Adaptation at Genes Influencing
Blood Pressure. American Journal of Human Genetics, 2016, 99, 1130-1139.

A Highly Polymorphic Copy Number Variant in the NSF Gene is Associated with Cocaine Dependence. 2.3 8
Scientific Reports, 2016, 6, 31033. ’

<b>Bifidobacteria and Lactobacilli isolated from various animals </b>. Japanese Journal of Lactic Acid
Bacteria, 2016, 27, 25-33.

Influences of the Control of Fire on the Energy Value and Composition of the Human Diet. , O, , . 0

Population-genetic properties of differentiated copy number variations in cattle. Scientific Reports,
2016, 6, 23161.

Anomalous association of salivary amylase secretion with the postprandial glycaemic response to 16 ;
starch. BMC Nutrition, 2016, 2, . :

The psoriasis-associated deletion of late cornified envelope genes LCE3B and LCE3C has been
maintained under balancing selection since Human Denisovan divergence. BMC Evolutionary Biology,
2016, 16, 265.

Complex Copy Number Variation of <i>AMY1</i> does not Associate with Obesity in two East Asian 95 48
Cohorts. Human Mutation, 2016, 37, 669-678. :

The Metabolic Plant Feedback Hypothesis: How Plant Secondary Metabolites Nonspecifically Impact

Human Health. Planta Medica, 2016, 82, 920-929.




623

625

627

629

631

633

635

637

639

34

CITATION REPORT

ARTICLE IF CITATIONS

Salivary Alpha-Amylase Correlates with Subjective Heat Pain Perception. Pain Medicine, 2016, 17, pnv085. 1.9 11

The Biology of Nutrients. , 2016, , 209-225.

Effect of four different nutrition regimes on the alpha-amylase gene expression in the Indian

moth,Plodia interpunctella. Annales De La Societe Entomologique De France, 2016, 52, 65-70. 0.9 1

Behavioral measures of risk tasking, sensation seeking and sensitivity to reward may reflect different
motivations for spicy food liking and consumption. Appetite, 2016, 103, 411-422.

Genes and Small RNA Transcripts Exhibit Dosage-Dependent Expression Pattern in Maize Copy-Number

Alterations. Genetics, 2016, 203, 1133-1147. 29 12

Different Facets of Copy Number Changes: Permanent, Transient, and Adaptive. Molecular and Cellular
Biology, 2016, 36, 1050-1063.

Genetic Evidence of Human Adaptation to a Cooked Diet. Genome Biology and Evolution, 2016, 8, 05 29
1091-1103. :

An introduction to niche construction theory. Evolutionary Ecology, 2016, 30, 191-202.

Fast Principal-Component Analysis Reveals Convergent Evolution of ADH1B in Europe and East Asia.

American Journal of Human Genetics, 2016, 98, 456-472. 6.2 335

Analysis on evolutionary relationship of amylases from archaea, bacteria and eukaryota. World
Journal of Microbiology and Biotechnology, 2016, 32, 24.

Population Structure Shapes Copy Number Variation in Malaria Parasites. Molecular Biology and 8.9 45
Evolution, 2016, 33, 603-620. )

The role of digestive factors in determining glycemic response in a multiethnic Asian population.
European Journal of Nutrition, 2016, 55, 1573-1581.

Parallelism and Epistasis in Skeletal Evolution Identified through Use of Phylogenomic Mapping

Strategies. Molecular Biology and Evolution, 2016, 33, 162-173. 8.9 32

Interactions between Starch, Lipids, and Proteins in Foods: Microstructure Control for Glycemic
Response Modulation. Critical Reviews in Food Science and Nutrition, 2016, 56, 2362-2369.

Recurrent Rearrangements of Human Amylase Genes Create Multiple Independent CNV Series. Human

Mutation, 2017, 38, 532-539. 2:5 29

Hosta€related factors explaining interindividual variability of carotenoid bioavailability and tissue
concentrations in humans. Molecular Nutrition and Food Research, 2017, 61, 1600685.

Impact of salivary enzyme activity on the oral perception of starch containing foods. Journal of 05 15
Texture Studies, 2017, 48, 288-293. :

Copy number variation of human AMY1 is a minor contributor to variation in salivary amylase

expression and activity. Human Genomics, 2017, 11, 2.




641

643

645

647

649

651

6563

655

658

35

CITATION REPORT

ARTICLE IF CITATIONS

Schizophrenia and the dynamic genome. Genome Medicine, 2017, 9, 22. 8.2 9

Susceptibility to type 2 diabetes may be modulated by haplotypes in G6PC2, a target of positive

selection. BMC Evolutionary Biology, 2017, 17, 43.

Associations between food consumption patterns and saliva composition: Specificities of eating

difficulties children. Physiology and Behavior, 2017, 173, 116-123. 21 23

Association study and expression analysis of CYP4A11 gene copy number variation in Chinese cattle.
Scientific Reports, 2017, 7, 46599.

Cannabimimetic phytochemicals in the diet &* an evolutionary link to food selection and metabolic

stress adaptation?. British Journal of Pharmacology, 2017, 174, 1464-1483. 5.4 30

Copy number variation of a protease gene of <i>Daphnia</i> : Its role in population tolerance. Journal
of Experimental Zoology Part A: Ecological and Integrative Physiology, 2017, 327, 119-126.

Correlates and catalysts of hominin evolution in Africa. Theory in Biosciences, 2017, 136, 123-140. 1.4 1

Analysis of Copy Number Variation in the Abp Gene Regions of Two House Mouse Subspecies Suggests
Divergence during the Gene Family Expansions. Genome Biology and Evolution, 2017, 9, .

Dietary starch intake modifies the relation between copy number variation in the salivary amylase gene

and BMI. American Journal of Clinical Nutrition, 2017, 106, 256-262. +7 51

Control of Fire in the Paleolithic. Current Anthropology, 2017, 58, S303-S313.

Rethinking the starch digestion hypothesis for <i>AMY1</[i> copy number variation in humans.

American Journal of Physical Anthropology, 2017, 163, 645-657. 2.1 45

A genomed€wide linkage and association analysis of imputed insertions and deletions with
cardiometabolic phenotypes in Mexican Americans: The Insulin Resistance Atherosclerosis Family
Study. Genetic Epidemiology, 2017, 41, 353-362.

Sensory Aspects of Bitter and Sweet Tastes During Early Childhood. Nutrition Today, 2017, 52, S41-S51. 1.0 15

Extensive Copy Number Variation in Fermentation-Related Genes Among<i>Saccharomyces
cerevisiae<[i>Wine Strains. G3: Genes, Genomes, Genetics, 2017, 7, 1475-1485.

Differences in nutritional quality between wild and domesticated forms of barley and emmer wheat.

Plant Science, 2017, 256, 1-4. 3.6 23

Health and environmental applications of gut microbiome: a review. Ecological Chemistry and
Engineering S, 2017, 24, 467-482.

Survival and divergence in a small group: The extraordinary genomic history of the endangered
Apennine brown bear stragglers. Proceedings of the National Academy of Sciences of the United 7.1 140
States of America, 2017, 114, E9589-E9597.

Gene copy number variations in adaptive evolution: The genomic distribution of gene copy number

variations revealed by genetic mapping and their adaptive role in an undomesticated species, white
spruce (<i>Picea glauca<[i>). Molecular Ecology, 2017, 26, 5989-6001.




660

662

664

666

668

670

672

674

676

36

CITATION REPORT

ARTICLE IF CITATIONS

Kiwifruit actinidin digests salivary amylase but not gastric lipase. Food and Function, 2017, 8, 3339-3345. 4.6 11

Benign, pathogenic and copy number variations of unknown clinical significance in patients with

congenital malformations and developmental delay. Balkan Journal of Medical Genetics, 2017, 20, 5-12.

Harnessing ancient genomes to study the history of human adaptation. Nature Reviews Genetics, 2017, 16.3 165
18, 659-674. )

Tooth Be Told, Genetics Influences Oral Microbiome. Cell Host and Microbe, 2017, 22, 251-253.

Cooking and Human Evolution. Studies in Applied Philosophy, Epistemology and Rational Ethics, 2017, , 0.3 5
147-161. )

Changes in human skull morphology across the agricultural transition are consistent with softer
diets in preindustrial farming groups. Proceedings of the National Academy of Sciences of the United
States of America, 2017, 114, 9050-9055.

Learning Objectives for Weaving Evolutionary Thinking into Medical Education. Medical Science 15 5
Educator, 2017, 27, 137-145. )

Polyploidy in Changing Environment. , 2017, , 89-99.

Assessing genome-wide copy number variation in the Han Chinese population. Journal of Medical 3.9 ;
Genetics, 2017, 54, 685-692. ’

Oral Digestion and Perception of Starch: Effects of Cooking, Tasting Time, and Salivary I+-Amylase
Activity. Chemical Senses, 2017, 42, 635-645.

CNVs into the wild: screening the genomes of conifer trees (Picea spp.) reveals fewer gene copy

number variations in hybrids and links to adaptation. BMC Genomics, 2017, 18, 97. 2.8 32

Relationship between salivary/pancreatic amylase and body mass index: a systems biology approach.
BMC Medicine, 2017, 15, 37.

Starch Digestiona€“Related Amylase Genetic Variant Affects 2-Year Changes in Adiposity in Response to 0.6 29
Weight-Loss Diets: The POUNDS Lost Trial. Diabetes, 2017, 66, 2416-2423. :

Opsins have evolved under the permanent heterozygote model: insights from phylotranscriptomics of
Odonata. Molecular Ecology, 2017, 26, 1306-1322.

Rapid Functional and Sequence Differentiation of a Tandemly Repeated Species-Specific Multigene

Family inDrosophila. Molecular Biology and Evolution, 2017, 34, 51-65. 8.9 1

Nutrigenomics in the modern era. Proceedings of the Nutrition Society, 2017, 76, 265-275.

Does diet influence salivary enzyme activities in elephant species?. Journal of Comparative Physiology

B: Biochemical, Systemic, and Environmental Physiology, 2017, 187, 213-226. L5 2

Diverse Cis-Regulatory Mechanisms Contribute to Expression Evolution of Tandem Gene Duplicates.

Molecular Biology and Evolution, 2017, 34, 3132-3147.




CITATION REPORT

# ARTICLE IF CITATIONS

Ancestorsd€™ dietary patterns and environments could drive positive selection in genes involved in
micronutrient metabolisma€”the case of cofactor transporters. Genes and Nutrition, 2017, 12, 28.

678 2.5 5

Dosage-sensitive genes in evolution and disease. BMC Biology, 2017, 15, 78.

The Multiple Histories of Western Asia: Perspectives from Ancient and Modern Genomes. Human

680 Biology, 2017, 89, 107. 0-2 6

Current research into the association between DNA copy number variation (CNV) and obesity.
Bioscience Horizons, 2017, 10, .

683  Are we Genetically Adapted to the Neolithic Diet?. Journal of Evolution and Health, 2017, 2, . 0.2 1

Tailoring Nutritional Advice for Mexicans Based on Prevalence Profiles of Diet-Related Adaptive Gene
Polymorphisms. Journal of Personalized Medicine, 2017, 7, 16.

685  Diversity and Hierarchy in the Evolution of Mental Mechanisms. , 2017, , 467-474. 3

Identifying genetic variants that affect viability in large cohorts. PLoS Biology, 2017, 15, e2002458.

Genome-wide analysis reveals differential selection involved with copy number variation in diverse

687 Chinese Cattle. Scientific Reports, 2017, 7, 14299. 3.3 30

Starch Polysaccharides in the Human Diet: Effect of the Different Source and Processing on its
Absorption. Natural Product Communications, 2017, 12, 1934578X1701200.

689 Interaction of Genetic Factors With Nutrition in Cancer., 2017, , 733-747. 2

A genome-wide characterization of copy number variations in native populations of Peninsular
Malaysia. European Journal of Human Genetics, 2018, 26, 886-897.

Genome plasticity in response to stress in <i>Tetrahymena thermophila</i>: selective and reversible
691  chromosome amplification and paralogous expansion of metallothionein genes. Environmental 3.8 25
Microbiology, 2018, 20, 2410-2421.

Reflections on nutrition in biological anthropology. American Journal of Physical Anthropology,
2018, 165, 855-364.

Main effects of human saliva on flavour perception and the potential contribution to food

693 consumption. Proceedings of the Nutrition Society, 2018, 77, 423-431.

1.0 44

KoVariome: Korean National Standard Reference Variome database of whole genomes with
comprehensive SNV, indel, CNV, and SV analyses. Scientific Reports, 2018, 8, 5677.

695 Age-associated microbiome shows the giant panda lives on hemicelluloses, not on cellulose. ISME 0.8 89
Journal, 2018, 12, 1319-1328. )

Huntera€“Gatherers. , 2018, , 65-82.

37



697

699

701

703

705

707

709

711

714

38

CITATION REPORT

ARTICLE IF CITATIONS

Rapid Gene Family Evolution of a Nematode Sperm Protein Despite Sequence Hyper-conservation. G3: 18 10
Genes, Genomes, Genetics, 2018, 8, 353-362. :

Role of cytochrome P450 2B sequence variation and gene copy number in facilitating dietary

specialization in mammalian herbivores. Molecular Ecology, 2018, 27, 723-736.

Associations of GBP2 gene copy number variations with growth traits and transcriptional expression

in Chinese cattle. Gene, 2018, 647, 101-106. 2.2 22

Evolution of Acidic Mammalian Chitinase Genes (CHIA) Is Related to Body Mass and Insectivory in
Primates. Molecular Biology and Evolution, 2018, 35, 607-622.

Tales of Human Migration, Admixture, and Selection in Africa. Annual Review of Genomics and Human 6.2 78
Genetics, 2018, 19, 405-428. )

The Neutral Theory in Light of Natural Selection. Molecular Biology and Evolution, 2018, 35, 1366-1371.

Adaptive deletion in resistance gene duplications in the malaria vector <i>Anopheles gambiae</i>. a1 15
Evolutionary Applications, 2018, 11, 1245-1256. )

Molecular cytogenetics to characterize mechanisms of gene duplication in pesticide resistance. Pest
Management Science, 2018, 74, 22-29.

A review of metabolic potential of human gut microbiome in human nutrition. Archives of 99 206
Microbiology, 2018, 200, 203-217. ’

Detecting differential copy number variation between groups of samples. Genome Research, 2018, 28,
256-265.

The evolutionary fate of heterogeneous gene duplications: A precarious overdominant equilibrium

between environment, sublethality and complementation. Molecular Ecology, 2018, 27, 493-507. 3.9 9

On the origin of obesity: identifying the biological, environmental and cultural drivers of genetic
risk among human populations. Obesity Reviews, 2018, 19, 121-149.

280-m.y.-old fossil starch reveals early plantd€“animal mutualism. Geology, 2018, 46, 423-426. 4.4 2

Accounting for tastes: do low-income populations have a higher preference for spicy foods?. Journal
of Chinese Sociology, 2018, 5, .

Population genetic copy number variation of CHKB, KLF6, GPC1 and CHRM3 genes in Chinese domestic

yak (Bos grunniens) breeds. Cogent Biology, 2018, 4, 1471779. L7 0

The genetic prehistory of the Andean highlands 7000 years BP though European contact. Science
Advances, 2018, 4, eaau4921.

Molecular Biology of ABC Transporters. , 2018, , 180-220. 0

Plant-based diets for dogs. Journal of the American Veterinary Medical Association, 2018, 253, 1425-1432.




716

718

720

722

724

726

728

730

732

39

CITATION REPORT

ARTICLE IF CITATIONS

Low Salivary Amylase Gene (AMY1) Copy Number Is Associated with Obesity and Gut Prevotella
Abundance in Mexican Chlldren and Adults. Nutrients, 2018, 10, 1607.

4.1 36

Comparative proteomic study of dog and human saliva. PLoS ONE, 2018, 13, e0208317.

<i>FADS1<[i>and the Timing of Human Adaptation to Agriculture. Molecular Biology and Evolution, 8.9 113
2018, 35, 2957-2970. )

Starch digestion in the upper gastrointestinal tract of humans. Starch/Staerke, 2018, 70, 1700111.

Evolution of the Human Brain: the key roles of DHA (omega-3 fatty acid) and 1”6-desaturase gene. OCL -

Oilseeds and Fats, Crops and Lipids, 2018, 25, A401. L4 8

Sequence Composition and Evolution of Mammalian B Chromosomes. Genes, 2018, 9, 490.

Pleistocene dental calculus: Recovering information on Paleolithic food items, medicines,

paleoenvironment and microbes. Evolutionary Anthropology, 2018, 27, 234-246. 3.4 22

Understanding Genomic Variations in the Context of Health and Disease: Annotation, Interpretation,
and Challenges., 2018, , 71-95.

The Amylases of Insects. International Journal of Insect Science, 2018, 10, 117954331880478. 1.7 50

Complex Haplotypes of <i>GSTM1<[i> Gene Deletions Harbor Signatures of a Selective Sweep in East
Asian Populations. G3: Genes, Genomes, Genetics, 2018, 8, 2953-2966.

The physiologic and phenotypic significance of variation in human amylase gene copy number. a7 37
American Journal of Clinical Nutrition, 2018, 108, 737-748. :

High <i>AMY1<[i> copy number protects against obesity in Portuguese young adults. Annals of Human
Biology, 2018, 45, 435-439.

Evolutionary and Medical Consequences of Archaic Introgression into Modern Human Genomes. 0.4 28
Genes, 2018, 9, 358. .

Divergent patterns of genic copy number variation in &It;i&gt;KCNIP1&It;/i&gt; gene reveal risk locus of
type 2 diabetes in Chinese population. Endocrine Journal, 2018, 65, 537-545.

Kin Selection and Male Homosexual Preference in Indonesia. Archives of Sexual Behavior, 2018, 47,

2455.2465. 1.9 21

Duplication of hsp-110 Is Implicated in Differential Success of Globodera Species under Climate Change.
Molecular Biology and Evolution, 2018, 35, 2401-2413.

Altered Salivary Alpha-Amylase Secretion in Patients with Ulcerative Colitis. Gastroenterology 15
Research and Practice, 2018, 2018, 1-6. :

Human amylase gene coEy number variation as a determinant of metabolic state. Expert Review of
olism, 2018, 13, 193-205.

Endocrinology and Meta




CITATION REPORT

# ARTICLE IF CITATIONS

794 Slgnatures of human-commensalism in the house sparrow genome. Proceedings of the Royal Society B: 06 58
Biological Sciences, 2018, 285, 20181246. ’

Copy Number Variants. Methods in Molecular Biology, 2018, , .

736  Evolutionary Perspectives on the Human Gut Microbiome. , 2018, , 67-78. 0

Analysis of Population-Genetic Properties of Copy Number Variations. Methods in Molecular Biology,
2018, 1833, 179-186.

A population genomic characterization of copy number variation in the opportunistic fungal

738 bathogen Aspergillus fumigatus. PLoS ONE, 2018, 13, e0201611. 2.5 26

Copy Number Variation in Fungi and Its Implications for Wine Yeast Genetic Diversity and Adaptation.
Frontiers in Microbiology, 2018, 9, 288.

Elevated salivary alpha-amylase levels at awakening in patients with depression.

740 Psychoneuroendocrinology, 2018, 97, 69-77.

2.7 19

Structural Variants in Ancient Genomes. Population Genomics, 2018, , 375-391.

Proteomic evidence of dietary sources in ancient dental calculus. Proceedings of the Royal Society B:

742 Biological Sciences, 2018, 285, 20180977.

2.6 97

No Evidence of Copy Number Variation in Acidic Mammalian Chitinase Genes (CHIA) in New World and
Old World Monkeys. International Journal of Primatology, 2018, 39, 269-284.

The evaluation and validation of PhadebasA® paper as a presumptive screening tool for saliva on

744 forensic exhibits. Forensic Science International, 2018, 288, 81-88.

2.2 24

The genomics of selenium: Its past, present and future. Biochimica Et Biophysica Acta - General
Subjects, 2018, 1862, 2427-2432.

4 Dietary carbohydrates: role of quality and quantity in chronic disease. BMJ: British Medical Journal, 9.3 184
2018, 361, k2340. ’

Starch granules: a data collection of 40 food species. Plant Biosystems, 2019, 153, 273-279.

748  Pathways to cognitive design. Behavioural Processes, 2019, 161, 73-86. 1.1 11

Association between salivary amylase enzyme activity and obesity in Saudi Arabia. Medicine (United) Tj ETQq1 1 0.784314 rgBT |Ove

Genome-Wide Genotype-Expression Relationships Reveal Both Copy Number and Single Nucleotide
750  Differentiation Contribute to Differential Gene Expression between Stickleback Ecotypes. Genome 2.5 16
Biology and Evolution, 2019, 11, 2344-2359.

Association of Salivary Amylase (AMY1) Gene Copy Number with Obesity in Alabama Elementary School

Children. Nutrients, 2019, 11, 1379.

40



752

754

756

759

761

763

766

768

770

41

CITATION REPORT

ARTICLE IF CITATIONS

No association between <i>AMY2B</[i> gene copy number and obesity risk in Labrador retriever dogs. 17 1
Animal Genetics, 2019, 50, 552-553. )

The Genetic Basis of Toxin Biosynthesis in Dinoflagellates. Microorganisms, 2019, 7, 222.

Genetics, ad:ij)tation to environmental changes and archaic admixture in the pathogenesis of diabetes 57 5

mellitus in Indigenous Australians. Reviews in Endocrine and Metabolic Disorders, 2019, 20, 321-332.

Shifting Climates, Foods, and Diseases: The Human Microbiome through Evolution. BioEssays, 2019, 41,
e1900034.

Adaptive archaic introgression of copy number variants and the discovery of previously unknown

human genes. Science, 2019, 366, . 12.6 65

Copy Number Variation Mapping and Genomic Variation of Autochthonous and Commercial Turkey
Populations. Frontiers in Genetics, 2019, 10, 982.

Oral lipolysis and its association with diet and the perception and digestion of lipids: A systematic L8 10
literature review. Archives of Oral Biology, 2019, 108, 104550. )

A Novel Gene Coding 13-Aminobutyric Acid Transporter May Improve the Tolerance of Populus
euphratica to Adverse Environments. Frontiers in Plant Science, 2019, 10, 1083.

Variation in pancreatic amylase gene copy number among Eurasian badgers (Carnivora, Mustelidae,) Tj ETQq0 0 0 rgBT /Overg)ch 10Tf!

Neurons with Complex Karyotypes Are Rare in Aged Human Neocortex. Cell Reports, 2019, 26, 825-835.e7.

Oral carbohydrate sensing: Beyond sweet taste. Physiology and Behavior, 2019, 202, 14-25. 2.1 35

Wholed€genome red€sequencing reveals the impact of the interaction of copy number variants of the
<i>rhgl <7gi> and <i>Rhg4<[i> genes on broada€based resistance to soybean cyst nematode. Plant
Biotechnology Journal, 2019, 17, 1595-1611.

Polar bear evolution is marked by rapid changes in gene copy number in response to dietary shift. 71 56
Proceedings of the National Academy of Sciences of the United States of America, 2019, 116, 13446-13451. )

Resolving the Insertion Sites of Polymorphic Duplications Reveals a HERC2 Haplotype under Selection.
Genome Biology and Evolution, 2019, 11, 1679-1690.

Mitochondrial DNA, a Powerful Tool to Decipher Ancient Human Civilization from Domestication to

Music, and to Uncover Historical Murder Cases. Cells, 2019, 8, 433. 41 23

Analysis of copy number variations induced by ultrashort electron beam radiation in human
leukocytes in vitro. Molecular Cytogenetics, 2019, 12, 18.

Domestication of Industrial Microbes. Current Biology, 2019, 29, R381-R393. 3.9 113

Cooked starchy food in hearths ca. 120 kya and 65 kya (MIS 5e and MIS 4) from Klasies River Cave, South

Africa. Journal of Human Evolution, 2019, 131, 210-227.




772

774

777

779

781

783

785

787

789

42

CITATION REPORT

ARTICLE IF CITATIONS

Host Genetics, Diet, and Microbiome: The Role of AMY1. Trends in Microbiology, 2019, 27, 473-475. 7.7 5

Salivary I+-amylase copy number is not associated with weight trajectories and glycemic improvements

following clinical weight loss: results from a 2-phase dietary intervention study. American Journal of
Clinical Nutrition, 2019, 109, 1029-1037.

Increased Inflammation and Cardiometabolic Risk in Individuals with Low AMY1 Copy Numbers. Journal 9.4 17
of Clinical Medicine, 2019, 8, 382. :

New insights into the origin and evolution of I+-amylase genes in green plants. Scientific Reports, 2019,
9, 4929.

Self-Assembled STrap for Global Proteomics and Salivary Biomarker Discovery. Journal of Proteome a7 36
Research, 2019, 18, 1907-1915. :

Examination of the temporal and spatial dynamics of the gut microbiome in newborn piglets reveals
distinct microbial communities in six intestinal segments. Scientific Reports, 2019, 9, 3453.

Human Salivary Amylase Gene Copy Number Impacts Oral and Gut Microbiomes. Cell Host and Microbe, 110 102
2019, 25, 553-564.e7. ’

Effect of Oral Physiology Parameters on In-Mouth Aroma Compound Release Using Lipoprotein
Matrices: An In Vitro Approach. Foods, 2019, 8, 106.

The Iceberg under Water: Unexplored Complexity of Chromoanagenesis in Congenital Disorders.

American Journal of Human Genetics, 2019, 104, 565-577. 6.2 46

Phenolic distribution, antioxidant activity, and enzyme inhibitory properties of eggplant ( <i>Solanum) Tj ETQq1 1 0.784314 rgBT |Ov
2.9 8

2019, 43, e12797.

Characterization and evolutionary dynamics of complex regions in eukaryotic genomes. Science China 4.9 10
Life Sciences, 2019, 62, 467-488. :

Genetics of human brain evolution. Progress in Brain Research, 2019, 250, 3-39.

Nutrition and its role in human evolution. Journal of Internal Medicine, 2019, 285, 533-549. 6.0 43

Genomic evidence for shared common ancestry of East African hunting-gathering populations and
insights into local adaptation. Proceedings of the National Academy of Sciences of the United States
of America, 2019, 116, 4166-4175.

Analysis of five deep-sequenced trio-genomes of the Peninsular Malaysia Orang Asli and North Borneo 0.8 3
populations. BMC Genomics, 2019, 20, 842. :

Structural variant calling: the long and the short of it. Genome Biology, 2019, 20, 246.

Regulation plays a multifaceted role in the retention of gene duplicates. PLoS Biology, 2019, 17, 5.6 19
e3000519. )

Expression Profile of the Digestive Enzymes of <i>Manis javanica</i> Reveals Its Adaptation to Diet

Specialization. ACS Omega, 2019, 4, 19925-19933.




791

793

795

797

799

801

803

805

807

43

CITATION REPORT

ARTICLE IF CITATIONS

Personalized Wellness Past and Future. Nutrition Today, 2019, 54, 174-181. 1.0 5

Evolutionary Dynamics of Structural Variation at a Key Locus for Color Pattern Diversification in

Cichlid Fishes. Genome Biology and Evolution, 2019, 11, 3452-3465.

How are macronutrient intake, BMI, ethnicity, age, and gender related to the composition of

unstimulated saliva? A case study. Journal of Texture Studies, 2019, 50, 53-61. 2:5 25

Oro-gastro-intestinal digestion of starch in white bread, wheat-based and gluten-free pasta: Unveiling
the contribution of human salivary I+-amylase. Food Chemistry, 2019, 274, 566-573.

Ethnicity, gender and physiological parameters: Their effect on in vivo flavour release and perception

during chewing gum consumption. Food Research International, 2019, 116, 57-70. 6.2 24

Cereal Starch Production for Food Applications. , 2019, , 71-102.

Increased salivary fluid flow in children with newly diagnosed allergic rhinitis. International Journal 1.0 1
of Pediatric Otorhinolaryngology, 2019, 117, 105-109. )

An Interrogation of Shared and Unique Copy Number Variants Across Genetically Distinct Zebrafish
Strains. Zebrafish, 2019, 16, 29-36.

Effect of Three-Component Interactions Among Starch, Lipids and Proteins onAthe Glycemic Response. ,
2019, , 681-686.

Aging properties and hydrophilicity of maize starch plasticized by hyperbranched poly(citrate) Tj ETQq1 1 0.784314 rgBT /Ov%loch 14

Taste responsiveness of Western chimpanzees (Pan troglodytes verus) to five food-associated 11 5
saccharides. Primates, 2019, 60, 29-39. :

You are what you eat: diet, health and the gut microbiota. Nature Reviews Gastroenterology and
Hepatology, 2019, 16, 35-56.

Gene copy number variations involved in balsam poplar (<i>Populus balsamifera</i> L.) adaptive

variations. Molecular Ecology, 2019, 28, 1476-1490. 3.9 31

Integrative analysis of<i>APOL3<[i>gene CNV for adult cattle stature. Animal Biotechnology, 2020, 31,
440-446.

Copy number variation detection in Chinese indigenous cattle by whole genome sequencing. Genomics,

2020, 112, 831-836. 2.9 39

An Evolutionary Perspective on the Impact of Genomic Copy Number Variation on Human Health.
Journal of Molecular Evolution, 2020, 88, 104-119.

Carbohydrates and Nutrigenetics. , 2020, , 203-209. 1

Emotion in Cultural Dynamics. Emotion Review, 2020, 12, 48-64.




809

811

813

816

818

820

822

824

826

44

CITATION REPORT

ARTICLE IF CITATIONS

Human and Nonhuman Primate Lineage-Specific Footprints in the Salivary Proteome. Molecular 8.9 19
Biology and Evolution, 2020, 37, 395-405. :

Variation of human salivary alpha-amylase proteoforms in three stimulation models. Clinical Oral

Investigations, 2020, 24, 475-486.

Animal learning as a source of developmental bias. Evolution & Development, 2020, 22, 126-142. 2.0 14

Genomic evidence sheds light on the genetic mechanisms of musk secretion in muskrats. International
Journal of Biological Macromolecules, 2020, 145, 1189-1198.

Diet and Adaptive Evolution of Alanine-Glyoxylate Aminotransferase Mitochondrial Targeting in Birds. 8.9 1
Molecular Biology and Evolution, 2020, 37, 786-798. :

Chapter 14: Impact of Oral Health on Diet/Nutrition. Monographs in Oral Science, 2020, 28, 134-147.

Evolutionary basis for the human diet: consequences for human health. Journal of Internal Medicine, 6.0 97
2020, 287, 226-237. :

The Epistemology of Evolutionary Psychology Offers a Rapprochement to Cultural Psychology.
Frontiers in Psychology, 2020, 11, 579578.

Salivary Biomarkers for Diagnosis of Inflammatory Bowel Diseases: A Systematic Review. International a1 36
Journal of Molecular Sciences, 2020, 21, 7477. :

The Impact of Ancient Genome Studies in Archaeology. Annual Review of Anthropology, 2020, 49,
277-298.

Identification of copy number variation and population analysis of the sacred lotus (Nelumbo) Tj ETQqO O O rgBT /Olvgrloch 1Q Tf 50 342

<i>AMY2B«<[i> Gene Copy-Number Variation Studied by Droplet Digital PCR (ddPCR) in Three Canids: Red
Fox, Arctic Fox, and Chinese Raccoon Dog. Folia Biologica, 2020, 68, 51-55.

Functional Specialization of Human Salivary Glands and Origins of Proteins Intrinsic to Human Saliva. 6.4 54
Cell Reports, 2020, 33, 108402. :

Alpha-amylase 1A copy number variants and the association with memory performance and Alzheimerd€™s
dementia. Alzheimer's Research and Therapy, 2020, 12, 158.

The role of the microbiota in human genetic adaptation. Science, 2020, 370, . 12.6 61

Hotspots of Human Mutation. Trends in Genetics, 2021, 37, 717-729.

<i>AMY1<[i> Gene Copy Number Correlates With Glucose Absorption and Visceral Fat Volume, but Not

with Insulin Resistance. Journal of Clinical Endocrinology and Metabolism, 2020, 105, e3586-e3596. 3.6 9

Microbial control of host gene regulation and the evolution of hosta€“microbiome interactions in

primates. Philosophical Transactions of the Royal Society B: Biological Sciences, 2020, 375, 20190598.




828

830

832

834

836

838

840

842

844

45

CITATION REPORT

ARTICLE IF CITATIONS

Genetics of Obesity in East Asians. Frontiers in Genetics, 2020, 11, 575049. 2.3 19

Of dogs and men. Science, 2020, 370, 522-523.

African Arowana Genome Provides Insights on Ancient Teleost Evolution. IScience, 2020, 23, 101662. 4.1 3

Origins and genetic legacy of prehistoric dogs. Science, 2020, 370, 557-564.

Unveiling Human Non-Random Genome Editing Mechanisms Activated in Response to Chronic
Environmental Changes: . Where Might These Mechanisms Come from and What Might They Have Led 4.1 7
To?. Cells, 2020, 9, 2362.

High plasma salivary I+-amylase, but not high AMY1 copy number, associated with low obesity rate in
Qatari adults: cross-sectional study. Scientific Reports, 2020, 10, 17918.

First echinoderm alpha-amylase from a tropical sea cucumber (Holothuria leucospilota): Molecular
cloning, tissue distribution, cellular localization and functional production in a heterogenous 2.5 4
E.coli system with codon optimization. PLoS ONE, 2020, 15, e0239044.

Optimal integration between host physiology and functions of the gut microbiome. Philosophical
Transactions of the Royal Society B: Biological Sciences, 2020, 375, 20190594.

Live biotherapeutic products: the importance of a defined regulatory framework. Experimental and

Molecular Medicine, 2020, 52, 1397-1406. 77 95

Identification and population genetic analyses of copy number variations in six domestic goat breeds
and Bezoar ibexes using next-generation sequencing. BMC Genomics, 2020, 21, 840.

Identification of a Candidate Starch Utilizing Strain of Prevotella albensis from Bovine Rumen.

Microorganisms, 2020, 8, 2005. 3.6 13

The amylase gene cluster in house mice (Mus musculus) was subject to repeated introgression
including the rescue of a pseudogene. BMC Evolutionary Biology, 2020, 20, 56.

LowAMY1Copy Number Is Crossa€&ectionally Associated to an Inflammation&€Related Lipidomics Signature
in Overweight and Obese Individuals. Molecular Nutrition and Food Research, 2020, 64, 1901151.

The origin and diversification of a novel protein family in venomous snakes. Proceedings of the
National Academy of Sciences of the United States of America, 2020, 117, 10911-10920.

AMY1 diploid copy number among end-stage renal disease patients. Hormones, 2020, 19, 369-376. 1.9 2

Rapid Dietary Shift in<i>Podarcis siculus</i>Resulted in Localized Changes in Gut Function.
Physiological and Biochemical Zoology, 2020, 93, 396-415.

3D printing of biomass-derived composites: application and characterization approaches. RSC N 7
Advances, 2020, 10, 21698-21723. )

Diet, Nutrition, and Foodways on the North Coast of Peru. Bioarchaeology and Social Theory, 2020, , .




CITATION REPORT

# ARTICLE IF CITATIONS

Starch Digestiond€“Related Amylase Genetic Variants, Diet, and Changes in Adiposity: Analyses in

846 Prospective Cohort Studies and a Randomized Dietary Intervention. Diabetes, 2020, 69, 1917-1926.

0.6 8

De novo duplication on Chromosome 19 observed in nuclear family displaying neurodevelopmental

disorders. Journal of Physical Education and Sports Management, 2020, 6, a004721.

Gene amplification as a form of population-level gene expression regulation. Nature Ecology and

848 Eolution, 2020, 4, 612-625. 8 27

Humanitya€™s Best Friend: A Dog-Centric Approach to Addressing Global Challenges. Animals, 2020, 10,
502.

Oral physiological and biochemical characteristics of different dietary habit groups Il: Comparison of
850  oral salivary biochemical properties of Chinese Mongolian and Han Young adults. Food Research 6.2 14
International, 2020, 136, 109465.

The chemical ecology approach to modern and early human use of medicinal plants. Chemoecology,
2020, 30, 89-102.

Genomic and biochemical evidence of dietary adaptation in a marine herbivorous fish. Proceedings of

852 the Royal Society B: Biological Sciences, 2020, 287, 20192327. 2.6 14

Pretreatment Prevotella-to-Bacteroides ratio and salivary amylase gene copy number as prognostic
markers for dietary weight loss. American Journal of Clinical Nutrition, 2020, 111, 1079-1086.

Genetic Differences in Taste Receptors: Implications for the Food Industry. Annual Review of Food

854 Science and Technology, 2020, 11, 183-204. 99 20

Salivary AMY1 Copy Number Variation Modifies Age-Related Type 2 Diabetes Risk. Clinical Chemistry,
2020, 66, 718-726.

ss6  COPY number variation in human genomes from three major ethno-linguistic groups in Africa. BMC 28 .
Genomics, 2020, 21, 289. :

A population-based approach for gene prioritization in understanding complex traits. Human Genetics,
2020, 139, 647-655.

gsg  Strategiesin herbivory by mammals revisited: The role of liver metabolism in a juniper specialist () Tj ETQq0 0 0 rgBT @verlocg 10Tf 50

Association of <scp> <i>AMY1A<[i><[scp>[<scp> <i>AMY2A<[i><[scp> copy numbers and
<scp>AMY1</[scp>[<scp>AMY2</[scp> serum enzymatic activity with obesity in Mexican children.
Pediatric Obesity, 2020, 15, e12641.

WEIRD bodies: mismatch, medicine and missing diversity. Evolution and Human Behavior, 2020, 41,

860 330-340. 2.2 54

The <scp>Anthropocene</scp>: Exploring its origins, biology, and future. American Journal of Human
Biology, 2021, 33, €23476.

Identifying adaptive alleles in the human genome: from selection mapping to functional validation.

862 Human Genetics, 2021, 140, 241-276. 3.8 13

Socio&€ecoa€evolutionary dynamics in cities. Evolutionary Applications, 2021, 14, 248-267.

46



864

866

869

871

874

877

880

882

885

47

CITATION REPORT

ARTICLE IF CITATIONS

Characterization and potential application of an I+-amylase (BmAmy1) selected during silkworm

domestication. International Journal of Biological Macromolecules, 2021, 167, 1102-1112. 75 7

Salivary markers of stress system activation and social withdrawal in humans. Journal of Psychiatric

Research, 2021, 136, 435-443.

Amylase Alpha 1 Gene (&lt;b& CFT ;&IGiIRgt; AMY1RIL [i&gt; &l [b&gt;) Copy Number Variation and Dental 20 5
Caries Experience: A Pllot Study among Adults in Lithuania. Caries Research, 2021, 55, 174-182. ’

Advancing and refining archaeological dental calculus research using multiomic frameworks.
Science and Technology of Archaeological Research, 2021, 7, 13-30.

OUP accepted manuscript. American Journal of Clinical Nutrition, 2021, 114, 1633-1645. 4.7 4

Operationalizing niche construction theory with stone tools. Evolutionary Anthropology, 2021, 30,
28-39.

Gene diversity explains variation in biological features of insect killing fungus, Beauveria bassiana. 3.3 9
Scientific Reports, 2021, 11, 91. :

Interaction Effect Between Copy Number Variation in Salivary Amylase Locus (AMY1) and Starch Intake
on Glucose Homeostasis in the MalmA¢q Diet and Cancer Cohort. Frontiers in Nutrition, 2020, 7, 598850.

Natural Selection, Genetic Variation, and Human Diversity. , 2021, , 205-234. 0

Ethnic-specific association of amylase gene copy number with adiposity traits in a large Middle Eastern
biobank. Npj Genomic Medicine, 2021, 6, 8

DNA copy number variation: Main characteristics, evolutionary significance, and pathological aspects. a1 89
Biomedical Journal, 2021, 44, 548-559. :

Paleolithic Dieta€”Effect on the Health Status and Performance of Athletes?. Nutrients, 2021, 13, 1019.

Detection of copy number variation of alpha amylase genes in domestic pigs (Sus scrofa domesticus) 13
and wild boars (Sus scrofa). Czech Journal of Animal Science, 2021, 66, 73-77. )

Dietary Diversification and Specialization in Neotropical Bats Facilitated by Early Molecular
Evolution. Molecular Biology and Evolution, 2021, 38, 3864-3883.

Understanding the Adaptive Evolutionary Histories of South American Ancient and Present-Day

Populations via Genomics. Genes, 2021, 12, 360. 24 3

Polymorphisms of AMY1A gene and their association with growth, carcass traits and feed intake
efficiency in chickens. Genomics, 2021, 113, 583-594.

Copy number variation of the HPGDS gene in the Ashidan yak and its associations with growth traits. 99 n
Gene, 2021, 772, 145382. )

Effect of amylase activity on mechanical properties of dental composite resin. Dental Materials

Journal, 2021, 40, 348-355.




887

889

891

894

896

898

900

902

904

48

CITATION REPORT

ARTICLE IF CITATIONS

Studies on Human Evolution in General Biology Classes. The Korean Association of General Education, 0.3 o
2021, 15, 133-144. ’

A genome-wide scan of copy number variants in three Iranian indigenous river buffaloes. BMC

Genomics, 2021, 22, 305.

Detection of homozygous and hemizygous complete or partial exon deletions by whole-exome

sequencing. NAR Genomics and Bioinformatics, 2021, 3, 1qab037. 3.2 7

Stability of EPSPS gene copy number in Hordeum glaucum Steud (barley grass) in the presence and
absence of glyphosate selection. Pest Management Science, 2021, 77, 3080-3087.

Establishment of reference intervals of biochemical analytes for South African adults: a study
conducted as part of the IFCC global multicentre study on reference values. The Journal of Medical 0.1 5
Laboratory Science & Technology of South Africa, 2021, 3, 8-23.

Diverse Molecular Mechanisms Contribute to Differential Expression of Human Duplicated Genes.
Molecular Biology and Evolution, 2021, 38, 3060-3077.

First come, first served for ancient crops. Nature Plants, 2021, 7, 542-543. 9.3 1

Pervasive cis effects of variation in copy number of large tandem repeats on local DNA methylation
and gene expression. American Journal of Human Genetics, 2021, 108, 809-824.

Role of dietary carbohydrates on risk of lung cancer. Lung Cancer, 2021, 155, 87-93. 2.0 16

Reduced odds of diabetes associated with high plasma salivary +-amylase activity in Qatari women: a
cross-sectional study. Scientific Reports, 2021, 11, 11495.

Novel impacts of saliva with regard to oral health. Journal of Prosthetic Dentistry, 2022, 127, 383-391. 2.8 19

Vaginal microbiome: normalcy vs dysbiosis. Archives of Microbiology, 2021, 203, 3793-3802.

Moringa oleifera Lam. in Diabetes Mellitus: A Systematic Review and Meta-Analysis. Molecules, 2021, 26, 2.8 12
3513. :

Consuming Different Structural Parts of Bamboo Induce Gut Microbiome Changes in Captive Giant
Pandas. Current Microbiology, 2021, 78, 2998-3009.

Nutritional influences on enzyme activities in saliva of Asian and African elephants. Journal of

Comparative Physiology B: Biochemical, Systemic, and Environmental Physiology, 2021, 191, 955-970. L5 0

Whole-Genome Sequencing Reveals Lactase Persistence Adaptation in European Dogs. Molecular
Biology and Evolution, 2021, 38, 4884-4890.

DNA transposons mediate duplications via transposition-independent and -dependent mechanisms in

metazoans. Nature Communications, 2021, 12, 4280. 12.8 9

Natural copy number variation of tandemly repeated regulatory SNORD RNAs leads to individual

phenotypic differences in mice. Molecular Ecology, 2021, 30, 4708-4722.




907

909

911

913

915

917

919

921

923

49

CITATION REPORT

ARTICLE IF CITATIONS

Murine Salivary Amylase Protects Against Streptococcus mutans-Induced Caries. Frontiers in 28 6
Physiology, 2021, 12, 699104, :

Genome structural variation in human evolution. Trends in Genetics, 2022, 38, 45-58.

Changes in salivary proteome before and after cigarette smoking in smokers compared to sham

smoking in non-smokers: A pilot study. Tobacco Induced Diseases, 2021, 19, 1-15. 0.6 6

Dietary carbohydrates interact with AMY1 polymorphisms to influence the incidence of type 2 diabetes
in Korean adults. Scientific Reports, 2021, 11, 16788.

Detecting Selection on Segregating Gene Duplicates in a Population. Journal of Molecular Evolution, 18 5
2021, 89, 554-564. :

RAle de la salive dans la perception sensorielle et introduction aux pratiques analytiques. Cahiers De
Nutrition Et De Dietetique, 2021, 56, 234-248.

Predigestion as an Evolutionary Impetus for Human Use of Fermented Food. Current Anthropology, 16 29
2021, 62,5207-S219. ’

Copy number variation and expression of exportin-4 associates with severity of fibrosis in metabolic
associated fatty liver disease. EBioMedicine, 2021, 70, 103521.

ER expression associates with poor prognosis in male lung squamous carcinoma after radical 06
resection. BMC Cancer, 2021, 21, 1043. :

Is it still still water? Relationships between sparkling sensitivity and consumption frequency of
carbonated waters. Food Research International, 2021, 147, 110584.

Toward a More Comprehensive View of I+-Amylase across Decapods Crustaceans. Biology, 2021, 10, 947. 2.8 3

Local adaptation and archaic introgression shape global diversity at human structural variant loci.
ELife, 2021, 10, .

Androgen-binding protein (Abp) evolutionary history: Has positive selection caused fixation of

different paralogs in different taxa of the genus Mus?. Genome Biology and Evolution, 2021, 13, . 2.5 1

Effects of oral lubrication on satiety, satiation and salivary biomarkers in model foods: A pilot study.
Appetite, 2021, 165, 105427.

Spectroscopic molecular-fingerprint profiling of saliva. Analytica Chimica Acta, 2021, 1185, 339074. 5.4 12

Dissecting Human Microbiome for Personalized Therapy. , 2022, , 274-285.

The biology of nutrients: genetic and molecular principles. , 2021, , 273-288. 0

Advancement in bioinformatics and microarray-based technologies for genome sequence analysis and

its application in bioremediation of soil and water pollutants. , 2021, , 209-225.




925

929

931

933

935

937

940

949

951

50

CITATION REPORT

ARTICLE IF CITATIONS

Influence of <i>AMY1A<[i> copy number variations on obesity and other cardiometabolic risk factors: 6.5
A review of the evidence. Obesity Reviews, 2021, 22, e13205. )

Anthropogeny. Evolutionary Studies, 2021, , 3-27.

Molecular Epidemiology. , 2014, ,1779-1811. 1

Comparative Genomic Hybridization: Microarray Design and Data Interpretation. Methods in
Molecular Biology, 2009, 529, 37-49.

Copy Number Variation. Methods in Molecular Biology, 2011, 713, 167-183. 0.9 3

Influence of Sensation and Liking on Eating and Drinking. , 2020, , 131-155.

Saliva Collection, Handling, Transport, and Storage: Special Considerations and Best Practices for

Interdisciplinary Salivary Bioscience Research. , 2020, , 21-47. 15

Saliva in Ingestive Behavior Research: Association with Oral Sensory Perception and Food Intake. ,
2020, , 23-48.

The Role of Selenium in Human Evolution. , 2016, , 59-71. 1

Identification and Frequency Estimation of Inversion Polymorphisms from Haplotype Data. Lecture
Notes in Computer Science, 2009, , 418-433.

Les gA'nes de 14€™obA©sitA© et leur contribution A la balance A©nergA©tique. Bulletin De L'Academie Nationalg
De Medecine, 2015, 199, 1269-1279. :

Precision behavioral medicine: Implications of genetic and genomic discoveries for behavioral weight
loss treatment.. American Psychologist, 2018, 73, 1045-1055.

DNA copy number and structural variation (CNV) contributions to adult and childhood obesity. 3.4
Biochemical Society Transactions, 2020, 48, 1819-1828. :

DNA methylation in satellite repeats disorders. Essays in Biochemistry, 2019, 63, 757-771.

The impact of natural selection on health and disease: uses of the population genetics approach in

humans. Evolutionary Applications, 2013, 6, 596-607. 3.1 35

Functional and population genetic features of copy number variations in two dairy cattle
populations. BMC Genomics, 2020, 21, 89.

Chapter 11 Starch: Nutritional and Health Aspects. , 2016, , 579-626. 2

Pathophysiology and Evolutionary Aspects of Dietary Fats and Long-Chain Polyunsaturated Fatty Acids

across the Life Cycle. Frontiers in Neuroscience, 2009, , 19-79.




954

956

958

960

962

964

966

968

970

51

CITATION REPORT

ARTICLE IF CITATIONS

Variation in Rural African Gut Microbiota Is Strongly Correlated with Colonization by Entamoeba and a5 171
Subsistence. PLoS Genetics, 2015, 11, e1005658. :

Arylamine N-Acetyltransferase 2 (NAT2) Genetic Diversity and Traditional Subsistence: A Worldwide

Population Survey. PLoS ONE, 2011, 6, e18507.

Positive Selection Shaped the Convergent Evolution of Independently Expanded Kallikrein Subfamilies

Expressed in Mouse and Rat Saliva Proteomes. PLoS ONE, 2011, 6, e20979. 2:5 17

Man the Fat Hunter: The Demise of Homo erectus and the Emergence of a New Hominin Lineage in the
Middle Pleistocene (ca. 400 kyr) Levant. PLoS ONE, 2011, 6, e28689.

Measurements of Salivary Alpha Amylase and Salivary Cortisol in Hominoid Primates Reveal

Within-Species Consistency and Between-Species Differences. PLoS ONE, 2013, 8, e60773. 2:5 37

Widespread Divergence of the CEACAM/PSG Genes in Vertebrates and Humans Suggests Sensitivity to
Selection. PLoS ONE, 2013, 8, e61701.

Baboon Feeding Ecology Informs the Dietary Niche of Paranthropus boisei. PLoS ONE, 2014, 9, e84942. 2.5 31

Gene Duplication and Phenotypic Changes in the Evolution of Mammalian Metabolic Networks. PLoS
ONE, 2014, 9, e87115.

Transient and Permanent Experience with Fatty Acids Changes Drosophila melanogaster Preference

and Fitness. PLoS ONE, 2014, 9, e92352. 2.5 17

Copy Number Variation at the APOL1 Locus. PLoS ONE, 2015, 10, e0125410.

Low Copy Number of the AMY1 Locus Is Associated with Early-Onset Female Obesity in Finland. PLoS 05 70
ONE, 2015, 10, e0131883. )

Molecular, Biochemical, and Dietary Regulation Features of I+-Amylase in a Carnivorous Crustacean, the
Spiny Lobster Panulirus argus. PLoS ONE, 2016, 11, e0158919.

Differences in AMY1 Gene Copy Numbers Derived from Blood, Buccal Cells and Saliva Using

Quantitative and Droplet Digital PCR Methods: Flagging the Pitfall. PLoS ONE, 2017, 12, e0170767. 2.5 14

AMYCNE: Confident copy number assessment using whole genome sequencing data. PLoS ONE, 2018, 13,
e0189710.

Gene-Culture Coevolution and Human Diet. American Scientist, 2010, 98, 140. 0.1 14

Microbiome and diversity indices during blood stem cells transplantation - new perspectives?. Central
European Journal of Public Health, 2019, 27, 335-339.

Nature and nurture in neuropsychiatric genetics: where do we stand?. Dialogues in Clinical a7 38
Neuroscience, 2010, 12, 7-23. :

Mechanisms underlying copy number variation in F-box genes: evidence from comparison of 12

&lt;1&gt;Drosophila&lt;/I1&gt; species. Biodiversity Science, 2011, 19, 3-16.




972

974

976

978

980

982

986

990

995

52

CITATION REPORT

ARTICLE IF CITATIONS

ON THE IMPORTANCE AND NEED OF FLEXIBILITY AND STRENGTH REFINEMENT AS AN ELEMENT OF DANCERSa€TM
TRAINING. Journal of Applied Sports Sciences, 2017, 1, 31-45.

Genome-based nutrition: An intervention strategy for the prevention and treatment of obesity and

nonalcoholic steatohepatitis. World Journal of Gastroenterology, 2015, 21, 3449.

Nutrition, Genes and Modern Disease: A Current Dilemma or a Legacy of our Past. Journal of Diabetes &

Metabolism, 2014, 05, . 0.2 1

Salivary Alpha-Amylase Activity, a New Biomarker in Heart Failure?. Journal of Clinical & Experimental
Cardiology, 2012, 01, .

A ProsFective Screening of Gene Copy Number Variation in Brazilian Admixed Population Sample.

Journal of Bone Marrow Research, 2014, 03, . 0.2 1

On the Time Scale of Human Evolution: Evidence for Recent Adaptive Evolution. Mankind Quarterly,
2008, 48, 407-443.

Gamma ray mediated mutagenesis of Phialoceghala humicola: Effect on kinetics and thermodynamics of 0.4
it-amylase production. African Journal of Microbiology Research, 2012, 6, . )

Archaeologies of Climate Change: Perceptions and Prospects. Etudes Inuit Studies, 0, 43, 265-287.

Evolved to Be Irrational?. , 0, , 361-380. 15

Independent amylase gene copy number bursts correlate with dietary preferences in mammals. ELife,
2019, 8, .

Of starch and spit. ELife, 2019, 8, . 6.0 3

Notes Toward an Evolutionary Biology of Nutrition. Healthy Ageing and Longevity, 2021, , 123-151.

The gene that makes your mouth water. Nature, O, , . 27.8 0

Copy Number Variations in the Human Genome: Potential Source for Individual Diversity and Disease
Association Studies. Genomics and Informatics, 2008, 6, 1-7.

The Eukaryotic Genome. , 2008, , 49-99. 1

Genetic Studies of Schizophrenia. Advances in Neurobiology, 2011, , 333-380.

Gene Duplication and Functional Consequences. Translational Bioinformatics, 2012, , 139-156. 0.0 0

Somatic Copy Number Alterations: Gene and Protein Expression Correlates in NF1-Associated

Malignant Peripheral Nerve Sheath Tumors. , 2012, , 405-428.




CITATION REPORT

# ARTICLE IF CITATIONS

997  Digestive Enzymes., 2012, , 334-341. 0

Population Genetics in the Genomic Era., 0, , .

1001 Nutrition and Genetic Factors in Carcinogenesis. , 2013, , 645-656. 0

Dog's dinner was key to domestication. Nature, O, , .

Shifts in Circulating Concentrations of Glucose in Domesticated Mammals: Is There a Consistent

1004 Adaptation to Domestication?. Food and Nutrition Sciences (Print), 2014, 05, 1652-1659.

0.4 1

Gene., 2014,, 5-61.

1006 The Understanding of Genodermatoses Based on the BiochemicalPathogenesis (1). Nishinihon Journal 0.0 o
of Dermatology, 2014, 76, 131-139. :

The Field in Time. , 2014, , 30-54.

1008 Die Struktur des Zufalls als Motor der VerAnderung. , 2014, , 75-96. 0

Starch: Introduction and Structure&€“Property Relationships. RSC Green Chemistry, 2015, , 17-59.

Does Milk Matter? Genetic Adaptation to Environment: The Effect of Lactase Persistence on Cultural

1011 Change. SSRN Electronic Journal, 0, , .

0.4 (0]

Aufrecht aus dem Wald. , 2015, , 143-154.

1014 Copy Number Variation in Human Health, Disease and Evolution. , 2015, , 129-154. 4

Gened€“Culture Coevolution. , 2015, , 813-818.

Genetic Determinants of Type 2 Diabetes in Asians. International Journal of Diabetology & Vascular

1016 pisease Research, 2015, 2015, 1-9.

0.2 11

Copy number variation in the cattle genome. Journal of Animal Genetics, 2016, 44, 59-68.

Determination of Molar Mass and Its Relationship with Free Energy of Activation: A Case Study on

1018 Himan Salivary Alpha Amylase. Journal of Scientific Research and Reports, 2016, 12, 1-11.

0.2 1

Measuring the Glycemic Index of Foods. , 2016, , 29-44.

53



1023

1036

1039

1043

1046

1049

1051

1055

10568

54

CITATION REPORT

ARTICLE IF CITATIONS

The evolution of human populations. The storytelling from the genome. Paradigmi, 2017, , 113-122. 0.0 0

Data Intensive Study of Accessibility of Edible Species and Healthcare Across the Globe. Japanese

Journal of Complementary and Alternative Medicine, 2018, 15, 37-60.

Carnivore (Diet)., 2019, , 1-7. 0

Unsere Evolution weist uns den Weg. , 2019, , 1-13.

Influence of Sensation and Liking on Eating and Drinking. , 2020, , 1-25. 2

Similarity-Based Analysis of Allele Frequency Distribution among Multiple Populations Identifies
Adaptive Genomic Structural Variants. Molecular Biology and Evolution, 2022, 39, .

The role of the gut microbiota in the dietary niche expansion of fishing bats. Animal Microbiome, 2021, 2.8 8
3,76. :

Theorizing Food and Power in the Ancient Andes. Bioarchaeology and Social Theory, 2020, , 11-28.

Databases for Natural Product Research. , 2020, , 222-238. 2

Domestication Syndrome in Plants. , 2020, , 3346-3348.

The drifting human genome. Proceedings of the National Academy of Sciences of the United States of

America, 2007, 104, 20147-20148. 71 7

Detecting highly differentiated copy-number variants from pooled population sequencing. Pacific

Symposium on Biocomputing Pacific Symposium on Biocomputing, 2013, , 344-55. 0.7 6

Copy number variation of amylase alpha 2B gene is associated with feed efficiency traits in Large White
pigs. Czech Journal of Animal Science, 2021, 66, 495-503.

Selection shapes the landscape of functional variation in wild house mice. BMC Biology, 2021, 19, 239. 3.8 8

Effect of AMY1 copy number variation and various doses of starch intake on glucose homeostasis:
data from a cross-sectional observational study and a crossover meal study. Genes and Nutrition,
2021, 16, 21.

Phytochemical profile and anti&€exidation activity changes during ginger (<i>ZinEiber officinale</i>)
harvest: Baby ginger attenuates lipid accumulation and ameliorates glucose uptake in HepG2 cells. 3.4 9
Food Science and Nutrition, 2022, 10, 133-144.

Association of Serum Amylase Activity and the Copy Number Variation of AMY1/2A/2B with Metabolic

Syndrome in Chinese Adults. Diabetes, Metabolic Syndrome and Obesity: Targets and Therapy, 2021,
Volume 14, 4705-4714.




1060

1063

1065

1067

1069

1071

1073

1075

1078

55

CITATION REPORT

ARTICLE IF CITATIONS

Reconstructing Neanderthal diet: The case for carbohydrates. Journal of Human Evolution, 2022, 162, 06 18
103105. :

Enzyme Rinetic approach for mechanistic insight and predictions of in vivo starch digestibility and the

glycaemic index of foods. Trends in Food Science and Technology, 2022, 120, 254-264.

Metabolic Impacts of Food Oral Processing. Food Chemistry, Function and Analysis, 2022, , 137-186. 0.2 5

The Importance of Gene Duplication and Domain Repeat Expansion for the Function and Evolution of
Fertilization Proteins. Frontiers in Cell and Developmental Biology, 2022, 10, 827454.

Duplication and Specialization of <i>NUDX1<[i> in <i>Rosaceae</i> Led to Geraniol Production in Rose

Petals. Molecular Biology and Evolution, 2022, 39, . 8.9 13

Identification of Copy Number Variations and Genetic Diversity in Italian Insular Sheep Breeds. Animals,
2022, 12, 217.

Human population genomics approach in food metabolism. , 2022, , 433-449. 0

Comparison of Karyotypes in Two Hybridizing Passerine Species: Conserved Chromosomal Structure
but Divergence in Centromeric Repeats. Frontiers in Genetics, 2021, 12, 768987.

Ethnicity impact on oral processing behaviour and glycemic response to noodles: Chinese (Asian)

<i>vs.<[i> New Zealander (Caucasian). Food and Function, 2022, 13, 3840-3852. 4.6 3

Effects of Nature-Based Intervention in Occupational Health Care on Stress 4€“ A Finnish Pilot Study
Comparing Stress Evaluation Methods. Journal of Multidisciplinary Healthcare, 2022, Volume 15,
577-593.

Population Genomic Sequencing Delineates Global Landscape of Copy Number Variations that Drive

Domestication and Breed Formation of in Chicken. Frontiers in Genetics, 2022, 13, 830393. 23 8

Toxicological Implications of Biological Heterogeneity. International Journal of Toxicology, 2022, 41,
132-142.

Physiological mechanisms of stress-induced evolution. Journal of Experimental Biology, 2022, 225, . 1.7 14

References, Chapter 14. , 2022, , 247-253.

Understanding signatures of positive natural selection in human zinc transporter genes. Scientific

Reports, 2022, 12, 4320. 3.3 2

Relationship between Salivary Alpha-Amylase Enzyme Activity, Anthropometric Indices, Dietary Habits,
and Early Childhood Dental Caries. International Journal of Dentistry, 2022, 2022, 1-7.

Elevated levels of salivary I+- amrlase activity in saliva associated with reduced odds of obesity in adult 05
Qatari citizens: A cross-sectional study. PLoS ONE, 2022, 17, e0264692. :

Olfactory receptor subgenome and expression in a highly olfactory procellariiform seabird. Genetics,

2022, 220, .




1080

1085

1101

1103

11056

1107

1109

1112

1115

56

CITATION REPORT

ARTICLE IF CITATIONS

The relative impact of evolving pleiotropy and mutational correlation on trait divergence. Genetics,
2022, 220, . 91

Accurate Prediction of Protein Sequences for Proteogenomics Data Integration. Methods in

Molecular Biology, 2022, 2420, 233-260.

CNVs with adaptive potential in <i>Rangifer tarandus</i>: genome architecture and new annotated

assembly. Life Science Alliance, 2022, 5, e202101207. 2.8 7

The Development of the Davis Food Glycopediad€”A Glycan Encyclopedia of Food. Nutrients, 2022, 14,
1639.

Comprehensive evaluation of structural variant genotyping methods based on long-read sequencing 0.8 6
data. BMC Genomics, 2022, 23, 324. :

Food made us human: Recent genetic variability and its relevance to the current distribution of
macronutrients. Nutrition, 2022, 101, 111702.

What is domestication?. Trends in Ecology and Evolution, 2022, 37, 663-671. 8.7 40

Eco-Evolutionary Dynamics of the Human-Gut Microbiota Symbiosis in a Changing Nutritional
Environment. Evolutionary Biology, 2022, 49, 255-264.

Impact of salivarg and pancreatic amylase gene copy numbers on diabetes, obesity, and functional

profiles of microbiome in Northern Japanese population. Scientific Reports, 2022, 12, 7628. 3.3 3

Wapato as an Important Staple Carbohydrate in the Northwest Coast Diet: A Response to Martin.
American Antiquity, O, , 1-3.

Diversification and Functional Evolution of HOX Proteins. Frontiers in Cell and Developmental a7 8
Biology, 2022, 10, . :

A two-step adaptive walk rewires nutrient transport in a challenging edaphic environment. Science
Advances, 2022, 8, eabm9385.

Carnivore (Diet)., 2022,, 1016-1022. 0

Human milk oligosaccharides and the infant gut microbiome from an eco-evolutionary perspective.
Current Opinion in Microbiology, 2022, 68, 102156.

A phenome-wide association study identifies effects of copy-number variation of VNTRs and multicopy

genes on multiple human traits. American Journal of Human Genetics, 2022, 109, 1065-1076. 6.2 12

The use of plants by Neanderthals as food, medicine, and raw materials. , 2022, , 145-161.

Thousands of human mutation clusters are explained by short-range template switching. Genome 5.5 3
Research, O, , gr.276478.121. :

Higha€frequency pulsed diode laser irradiation inhibits bone resorption in mice with ligatured€induced

periodontitis. Journal of Clinical Periodontology, 2022, 49, 1275-1288.




1118

1121

1124

1126

1128

1130

1132

1134

1136

57

CITATION REPORT

ARTICLE IF CITATIONS
Salivary T+-amylase activity and flow rate explain differences in temporal flavor perception in a chewing

gum matrix comprising starch-limonene inclusion complexes. Food Research International, 2022, 158, 6.2 4
111573.

Ortholog genes from cactophilic Drosophila provide insight into human adaptation to

hallucinogenic cacti. Scientific Reports, 2022, 12, .

Food as we knew it: Food processing as an evolutionary discourse. Trends in Food Science and

Technology, 2022, 128, 68-74. Bl

The gut microbiome, human nutrition, and immunity: visualizing the future. , 2022, , 41-51.

Uncovering the core principles of the gut-lung axis to enhance innate immunity in the chicken.

Frontiers in Immunology, 0, 13, . 4.8 2

Copy Number Variation. , 2022, , .

Year the World Became a Cognitive Historiographical Lab En Plein Air. Journal of Cognitive

Historiography, 2022, 6, . 0-1 0

Archaic Food Uses of Large Graminoids in Agro Peligno Wetlands (Abruzzo, Central Italy) Compared
With the European Ethnobotanical and Archaeological Literature. Wetlands, 2022, 42, .

Nutrigenomics and nutrigenetics: Importance in health and diseases. , 2023, , 19-34. 0

A haplotype-resolved genome assembly of the Nile rat facilitates exploration of the genetic basis of
diabetes. BMC Biology, 2022, 20, .

Genetic adaptations to potato starch digestion in the<scp>Peruvian Andes</scp>. American Journal of 11 4
Biological Anthropology, 2023, 180, 162-172. :

Recent advances and current challenges in population genomics of structural variation in animals
and plants. Frontiers in Genetics, O, 13, .

Farinaceous and starchy foods in the diet of the indigenous people of the high-latitude and Arctic
regions of Russia: tradition and modernity. Vestnik Archeologii, Antropologii | Etnografii, 2022, , 0.3 0
209-218.

The Evolution of tRNA Copy Number and Repertoire in Cellular Life. Genes, 2023, 14, 27.

Long-range regulatory effects of Neandertal DNA in modern humans. Genetics, 0, , . 2.9 0

CONGA: Copy number variation genotyping in ancient genomes and low-coverage sequencing data.
PLoS Computational Biology, 2022, 18, e1010788.

Comparative physiological anthropogeny: exploring molecular underpinnings of distinctly human 28.8 1
phenotypes. Physiological Reviews, 2023, 103, 2171-2229. :

Genetic factors associated with serum amylase in a Japanese population: combined analysis of

copy-number and single-nucleotide variants. Journal of Human Genetics, O, , .




1138

1140

1142

1146

1148

1153

1155

1157

1160

58

CITATION REPORT

ARTICLE IF CITATIONS

Micro and macroevolution of sea anemone venom phenotype. Nature Communications, 2023, 14, . 12.8 10

Racial differences in sympathetic nervous system indicators: Implications and challenges for

research. Biological Psychology, 2023, 177, 108496.

Is there still evolution in the human population?. Biologia Futura, 2022, 73, 359-374. 1.4 1

Starch intake, amylase gene copy number variation, plasma proteins, and risk of cardiovascular disease
and mortality. BMC Medicine, 2023, 21, .

COVID-19: The Ethno-Geographic Perspective of Differential Immunity. Vaccines, 2023, 11, 319. 4.4 0

Nutrigenomics in the context of evolution. Redox Biology, 2023, 62, 102656.

Human-specific genetics: new tools to explore the molecular and cellular basis of human evolution.

Nature Reviews Genetics, 2023, 24, 687-711. 163 21

Genomic structural variation: A complex but important driver of human evolution. American Journal
of Biological Anthropology, 2023, 181, 118-144.

Exploring the Impact of i+-Amylase Enzyme Activity and pH on Flavor Perception of Alcoholic Drinks.

Foods, 2023, 12, 1018. 4.3 4

Extensive sequence duplication in Arabidopsis revealed by pseudo-heterozygosity. Genome Biology,
2023, 24,.

Evolutionary Genetics and Admixture in African Populations. Genome Biology and Evolution, 2023, 15, . 2.5 7

Salivary amylase gene (AMY1) copy number variation has only a minor correlation with body
composition in Chinese adults. Genes and Genomics, O, , .

Alterations of the gut microbiota in type 2 diabetics with or without subclinical hypothyroidism. 20
Peer], 0,11, e15193. :

Social cognition and human aesthetic niche&€”the evolving human cognition as a participant of human
niche construction. F1000Research, 0, 12, 392.

Low copy repeats in the genome: from neglected to respected. Exploration of Medicine, 0, , 166-175. 1.5 2

Food System Transformation and Gut Microbiota Transition: Evidence on Advancing Obesity,
Cardiovascular Diseases, and Cancersa€”A Narrative Review. Foods, 2023, 12, 2286.

InovaA§A£o em alimentos funcionais: oportunidade para uma nova abordagem em pesquisa. , 2020, ,
613-639.

Genomic Landscape of Copy Number Variations and Their Associations with Climatic Variables in the

Worlda€™s Sheep. Genes, 2023, 14, 1256.




CITATION REPORT

# ARTICLE IF CITATIONS

Comparing measured dietary variation within and between tropical hunter-gatherer groups to the

1162 paleo Diet. American Journal of Clinical Nutrition, 2023, 118, 549-560.

4.7 2

Dosage balance acts as a time-dependent selective barrier to subfunctionalization. Bmc Ecology and

Evolution, 2023, 23, .

Estimating the way of deposition of saliva stains using quantitative analysis of forensic salivary

164 biomarkers. Legal Medicine, 2023, 64, 102277.

1.3 (0]

On the verge of domestication: Early use of C <sub>4</sub> plants in the Horn of Africa. Proceedings
of the National Academy of Sciences of the United States of America, 2023, 120, .

Human subsistence and signatures of selection on chemosensory genes. Communications Biology,

1166 5023, 6, .

4.4 1

Huntera€gatherer diets and activity as a model for health promotion: Challenges, responses, and
confirmations. Evolutionary Anthropology, 2023, 32, 206-222.

Genomic copy number variability at the genus, species and population levels impacts in situ ecological

1168 analyses of dinoflagellates and harmful algal blooms. ISME Communications, 2023, 3, .

4.2 7

Selection and adaptation in human migration. Evolutionary Anthropology, 2023, 32, 308-324.

1171 Nutrigenetic, nutrigenomic, and nutriepigenetic approaches for precision nutrition. , 2023, , 627-659. 0

Mass Spectrometry-Based Proteomics for Discovering Salivary Biomarkers in Periodontitis: A
Systematic Review. International Journal of Molecular Sciences, 2023, 24, 14599.

Emergence and influence of sequence bias in evolutionarily malleable, mammalian tandem arrays. BMC

174 Biology, 2023, 21, .

3.8 (0]

The genome of Anoplarchus purpurescens (Stichaeidae) reflects its carnivorous diet. Molecular
Genetics and Genomics, 2023, 298, 1419-1434.

117¢ Atype 2 immune circuit in the stomach controls mammalian adaptation to dietary chitin. Science, 2023, 12.6 4
381, 1092-1098. ’

A Catalog of Coding Sequence Variations in Salivary Proteins&€™ Genes Occurring during Recent Human
Evolution. International Journal of Molecular Sciences, 2023, 24, 15010.

Evolution of five environmentally responsive gene families in a pined€feeding sawfly, <i>Neodiprion

178 leconteic/i> (Hymenoptera: Diprionidae). Ecology and Evolution, 2023, 13, .

1.9 (0]

Genome annotation: From human genetics to biodiversity genomics. Cell Genomics, 2023, 3, 100375.

GeneToCN: an alignment-free method for gene copy number estimation directly from next-generation

1182 sequencing reads. Scientific Reports, 2023, 13, .

3.3 (0]

Models for the retention of duplicate genes and their biological underpinnings. F1000Research, 0, 12,

1400.

59



1184

1186

1189

1192

1196

1198

1201

60

CITATION REPORT

ARTICLE IF CITATIONS

Domestication shapes the pig gut microbiome and immune traits from the scale of lineage to

population. Journal of Evolutionary Biology, 2023, 36, 1695-1711. L7 1

Parallel Nonfunctionalization of CK117lu Kinase Ohnologs Following a Whole-Genome Duplication Event.

Molecular Biology and Evolution, 2023, 40, .

PhenoSV: interpretable phenotype-aware model for the prioritization of genes affected by structural

variants. Nature Communications, 2023, 14, . 12.8 0

Applications of advanced technologies for detecting genomic structural variation. Mutation
Research - Reviews in Mutation Research, 2023, 792, 108475.

Understanding the gut microbiota by considering human evolution: a story of fire, cereals, cooking,
molecular ingenuity, and functional cooperation. Microbiology and Molecular Biology Reviews, 2024, 6.6 0
88, .

Dental caries prevalence and severity positively associate with AMY1 gene copy number. Clinical Oral
Investigations, 2024, 28, .

Salivary alphad€emylase stress reactivity in advancedd€aged marmosets (<i>Callithrix jacchus</i>): Impacts

of cognitive function and oral health status. American Journal of Primatology, 2024, 86, . L7 0

Discovery and characterization of the I+-amylases cDNAs from Enchytraeus albidus shed light on the
evolution of 4€ceEnchytraeus-Eisenia typed€.Amy homologs in Annelida. Biochimie, 2024, 221, 38-59.

Models for the retention of duplicate genes and their biological underpinnings. F1000Research, 0, 12, 16 o
1400. .

Banana MabZIP21 positively regulates MaBAM4, MaBAM7 and MaAMY3 expression to mediate starch
degradation during postharvest ripening. Postharvest Biology and Technology, 2024, 211, 112835.

Detection and enzymatic characterization of human saliva amylase. Biochemistry and Molecular

Biology Education, 0, , . 12 0

Dendritic spines and their role in the pathogenesis of neurodevelopmental and neurological
disorders. Reviews in the Neurosciences, 2024, .

The role of animal hosts in shaping gut microbiome variation. Philosophical Transactions of the Royal

Society B: Biological Sciences, 2024, 379, . 4.0 o

Salivary I+-amylase activity is associated with cardiometabolic and inflammatory biomarkers in

overweight/obese, non-diabetic Qatari women. Frontiers in Endocrinology, O, 15, .




