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185 The evolution of phenylpropanoid metabolism in the green lineage. Critical Reviews in Biochemistry
and Molecular Biology, 2013, 48, 123-152. 5.2 228

186 Transformation of apple (Malus Ã— domestica) using mutants of apple acetolactate synthase as a
selectable marker and analysis of the T-DNA integration sites. Plant Cell Reports, 2013, 32, 703-714. 5.6 26

187 Identification of key amino acids for the evolution of promoter target specificity of anthocyanin and
proanthocyanidin regulating MYB factors. Plant Molecular Biology, 2013, 82, 457-471. 3.9 109



12

Citation Report

# Article IF Citations

188
Molecular cloning and gene expression differences of the anthocyanin biosynthesis-related genes in
the red/green skin color mutant of pear (Pyrus communis L.). Tree Genetics and Genomes, 2013, 9,
1351-1360.

1.6 45
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