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andKcarbonXsufficientKconditionsYKBiotechnologysJournalWK2014WKgWKdfbXg_ 5.6 61

313  pentzβX_hKS]aTqX–toKmodelingKsoftwareKpackageKadjustedKforKtheKcomprehensiveKanalysisKofK
singleKandKparallelKlabelingKexperimentsYKMicrobialsCellsFactoriesWK2014WK]aWK]c_ 6.4 18

312  pen–ebiushKanKopenKsourceKsoftwareKforKisotopicallyKnonstationaryK]aqXbasedKmetabolicKfluxK
analysisYK2014WK_[]bWKd_e[]b 72

311 –odulationKofKpolyamineKmetabolicKfluxKinKadiposeKtissueKaltersKtheKaccumulationKofKbodyKfatKbyK
affectingKglucoseKhomeostasisYK2014WKbdWKe[]X]c 12

310 qomparativeKevaluationKofKopenKsourceKsoftwareKforKmappingKbetweenKmetaboliteKidentifiersKinK
metabolicKnetworkKreconstructionshKapplicationKtoK∆econK_YK2014WKdWK_ 16

309 ∆ecentKadvancesKinKtheKreconstructionKofKmetabolicKmodelsKandKintegrationKofKomicsKdataYK2014WK_gWKagXbc 91

308 ]aKqXmetabolicKfluxKanalysisKinKheterologousKcellulaseKproductionKbyKpacillusKsubtilisK
genomeXreducedKstrainYK2014WK]egWKb_Xg 30

307 ³lantK–etabolismYKMethodssinsMolecularsBiologyWK2014WK 1.4 1

306 w—qohKaKcomputationalKplatformKforKisotopicallyKnonXstationaryKmetabolicKfluxKanalysisYK2014WKa[WK]aaaXc 228

305 –athematicalKmodelingKofKisotopeKlabelingKexperimentsKforKmetabolicKfluxKanalysisYKMethodssins
MolecularsBiologyWK2014WK][faWK][gXa] 1.4 3

304 oKΔystemsKpiologyKopproachKtoKΔtudyK–etabolicKΔyndromeYK2014WK 1

303 αheKpyruvateXtricarboxylicKacidKcycleKnodehKaKfocalKpointKofKvirulenceKcontrolKinKtheKentericK
pathogenKYersiniaKpseudotuberculosisYK2014WK_fgWKa[]]bXa_ 45

(2014-2014)

11



302 ³arallelKlabelingKexperimentsKvalidateKqlostridiumKacetobutylicumKmetabolicKnetworkKmodelKforK
S]aTqKmetabolicKfluxKanalysisYKMetabolicsEngineeringWK2014WK_dWK_aXaa 9.7 48

301 tragmentKformulaKcalculatorKSttqThKdeterminationKofKchemicalKformulasKforKfragmentKionsKinKmassK
spectrometricKdataYK2014WKfdWK___]Xf 20

300 wmpactsKofKhighK˛†XgalactosidaseKexpressionKonKcentralKmetabolismKofKrecombinantK³ichiaKpastorisK
uΔ]]cKusingKglucoseKasKsoleKcarbonKsourceKviaKS]aTqKmetabolicKfluxKanalysisYK2014WK]feWK]_bXab 22

299 tluxKprofilingKofKphotosyntheticKcarbonKmetabolismKinKintactKplantsYK2014WKgWK]f[aX_b 45

298 αheKimpactKofKantiXapoptoticKgeneKpclX_â��KexpressionKonKqv KcentralKmetabolismYKMetabolics
EngineeringWK2014WK_cWKg_X][_ 9.7 37

297 oKnovelKplatformKforKautomatedKhighXthroughputKfluxomeKprofilingKofKmetabolicKvariantsYKMetabolics
EngineeringWK2014WK_cWKfX]g 9.7 24

296 qentralKmetabolicKresponsesKtoKtheKoverproductionKofKfattyKacidsKinKsscherichiaKcoliKbasedKonK
]aqXmetabolicKfluxKanalysisYKBiotechnologysandsBioengineeringWK2014WK]]]WKcecXfc 4.9 99

295 wrv]KmutationsKalterKcitricKacidKcycleKmetabolismKandKincreaseKdependenceKonKoxidativeK
mitochondrialKmetabolismYK2014WKebWKaa]eXa] 169

294 ]aqKisotopeXassistedKmethodsKforKquantifyingKglutamineKmetabolismKinKcancerKcellsYK2014WKcb_WKadgXfg 28

293 wntegratedKmetabolicKfluxKandKomicsKanalysisKofKΔynechocystisKspYK³qqKdf[aKunderKmixotrophicKandK
photoheterotrophicKconditionsYK2014WKccWK]d[cX]_ 60

292
–etabolicKfluxKpatternKofKglucoseKutilizationKbyKXanthomonasKcampestrisKpvYKcampestrishKprevalentK
roleKofKtheKsntnerXroudoroffKpathwayKandKminorKfluxesKthroughKtheKpentoseKphosphateKpathwayK
andKglycolysisYK2014WK][WK_ddaXed

22

291 ¹uantitationKofKcellularKmetabolicKfluxesKofKmethionineYK2014WKfdWK]cfaXg] 36

290 ³almitateXinducedKactivationKofKmitochondrialKmetabolismKpromotesKoxidativeKstressKandKapoptosisK
inKvbwwsqaKratKhepatocytesYK2014WKdaWK_faXgc 99

289 slucidatingKtheKeffectsKofKpostinductionKglutamineKfeedingKonKtheKgrowthKandKproductivityKofKqv K
cellsYK2014WKa[WKcacXbd 28

288 –etabolicKnetworkKreconstructionWKgrowthKcharacterizationKandK]aqXmetabolicKfluxKanalysisKofKtheK
extremophileKαhermusKthermophilusKvpfYKMetabolicsEngineeringWK2014WK_bWK]eaXf[ 9.7 35

287 s∆KcalciumKreleaseKpromotesKmitochondrialKdysfunctionKandKhepaticKcellKlipotoxicityKinKresponseKtoK
palmitateKoverloadYK2014WKaWKcbbXca 112

286 –etabolicKnetworkKdiscoveryKbyKtopXdownKandKbottomXupKapproachesKandKpathsKforKreconciliationYK
2014WK_WKd_ 12

285 –assKspectrometryXbasedKmicroassayKofKS_TvKandKS]aTqKplasmaKglucoseKlabelingKtoKquantifyKliverK
metabolicKfluxesKinKvivoYK2015WKa[gWKs]g]X_[a 44
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284 oK³rimerKtoK]aqK–etabolicKtluxKonalysisYK2015WKgeX]b_ 7

283 ∆eferencesYKbf]Xc[g

282
wntegratedKisotopeXassistedKmetabolomicsKandKS]aTqKmetabolicKfluxKanalysisKrevealsKmetabolicKfluxK
redistributionKforKhighKglucoamylaseKproductionKbyKospergillusKnigerYKMicrobialsCellsFactoriesWK2015WK
]bWK]be

6.4 23

281 –etabolicKplasticityKmaintainsKproliferationKinKpyruvateKdehydrogenaseKdeficientKcellsYK2015WKaWKe 38

280 sffectiveKsstimationKofKrynamicK–etabolicKtluxesKβsingKS]aTqKzabelingKandK³iecewiseKoffineK
opproximationhKtromKαheoryKtoK³racticalKopplicabilityYK2015WKcWKdgeXe]g 10

279 wsotopomerKΔpectralKonalysishKβtilizingK—onlinearK–odelsKinKwsotopicKtluxKΔtudiesYK2015WKcd]WKa[aXa[ 16

278 ochievingK–etabolicKtluxKonalysisKforKΔYKcerevisiaeKatKaKuenomeXΔcalehKqhallengesWK∆equirementsWK
andKqonsiderationsYK2015WKcWKc_]Xac 12

277 αheoreticalKpasisKforKrynamicKzabelK³ropagationKinKΔtationaryK–etabolicK—etworksKunderKΔtepKandK
³eriodicKwnputsYKPLoSsONEWK2015WK][WKe[]bbdc_ 3.7 2

276 qatabolismKofKpranchedKqhainKominoKocidsKqontributesKΔignificantlyKtoKΔynthesisKofK ddXqhainKandK
svenXqhainKtattyKocidsKinKaαaXz]KodipocytesYKPLoSsONEWK2015WK][WKe[]bcfc[ 3.7 106

275 ³oolKsizeKmeasurementsKfacilitateKtheKdeterminationKofKfluxesKatKbranchingKpointsKinKnonXstationaryK
metabolicKfluxKanalysishKtheKcaseKofKorabidopsisKthalianaYK2015WKdWKafd 15

274 ]aKqKfluxKanalysisKofKcyanobacterialKmetabolismYK2015WK]_dWK]gXa_ 30

273 ∆edistributionKofKmetabolicKfluxesKinKbyKvariationKofKmediaKnitrogenKconcentrationYK2015WK_WK]_bX]a] 15

272 qomparativeKmetabolicKfluxKanalysisKofKanKoshbyaKgossypiiKwildKtypeKstrainKandKaKhighK
riboflavinXproducingKmutantKstrainYK2015WK]]gWK][]Xd 24

271 –ethodsKandKadvancesKinKmetabolicKfluxKanalysishKaKminiXreviewYK2015WKb_WKa]eX_c 139

270 ³hotoheterotrophicKfluxomeKinKΔynechocystisKspYKstrainK³qqKdf[aKandKitsKimplicationsKforK
cyanobacterialKbioenergeticsYK2015WK]geWKgbaXc[ 39

269 wntegratedK]aqXmetabolicKfluxKanalysisKofK]bKparallelKlabelingKexperimentsKinKsscherichiaKcoliYK
MetabolicsEngineeringWK2015WK_fWK]c]X]cf 9.7 76

268 S]aTqXmetabolicKfluxKanalysisKofKcoXcultureshKoKnovelKapproachYKMetabolicsEngineeringWK2015WKa]WK]a_Xg 9.7 60

267 qeqatrphKaKcuratedKdatabaseKforKtheKdocumentationWKvisualizationKandKcomparativeKanalysisKofK
centralKcarbonKmetabolicKfluxKdistributionsKexploredKbyK]aqXfluxomicsYK2015WKbaWKrcbgXce 28
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266 onalyticalKstrategiesKforKstudyingKstemKcellKmetabolismYK2015WK][WK]b]X]ca 11

265 –etabolicKtluxesKinKzacticKocidKpacteriaâ��oK∆eviewYK2015WK_gWK]fcX_]e 10

264 tattyKacidKcarbonKisKessentialKforKd—α³KsynthesisKinKendothelialKcellsYK2015WKc_[WK]g_X]ge 353

263 αrackingKtheKmetabolicKpulseKofKplantKlipidKproductionKwithKisotopicKlabelingKandKfluxKanalyseshK³astWK
presentKandKfutureYK2015WKcfWKgeX]_[ 63

262 αheKoxidativeKpentoseKphosphateKpathwayKisKtheKprimaryKsourceKofK—or³vKforKlipidKoverproductionK
fromKglucoseKinKYarrowiaKlipolyticaYKMetabolicsEngineeringWK2015WKa[WK_eXag 9.7 186

261 uenomeXbasedKmetabolicKmappingKandK]aqKfluxKanalysisKrevealKsystematicKpropertiesKofKanK
oleaginousKmicroalgaKqhlorellaKprotothecoidesYK2015WK]deWKcfdXgg 66

260 convwΔohKoKsimpleWKconvolutedKmethodKforKisotopomerKspectralKanalysisKofKfattyKacidsKandK
cholesterolYKMetabolicsEngineeringWK2015WKa_WK]_cX]a_ 9.7 14

259 WhiteKbiotechnologyhKΔtateKofKtheKartKstrategiesKforKtheKdevelopmentKofKbiocatalystsKforK
biorefiningYK2015WKaaWK]dcaXe[ 63

258 ]aqKmetabolicKfluxKanalysisKatKaKgenomeXscaleYKMetabolicsEngineeringWK2015WKa_WK]_X__ 9.7 58

257 ³arallelKlabelingKexperimentsKforKpathwayKelucidationKandKS]aTqKmetabolicKfluxKanalysisYK2015WKadWKg]Xe 45

256 –etabolomicKandKS]aTqXmetabolicKfluxKanalysisKofKaKxyloseXconsumingKΔaccharomycesKcerevisiaeK
strainKexpressingKxyloseKisomeraseYKBiotechnologysandsBioengineeringWK2015WK]]_WKbe[Xfa 4.9 59

255 –assKisotopomerKanalysisKofKnucleosidesKisolatedKfromK∆—oKandKr—oKusingKuqZ–ΔYK2015WKfeWKd]eX_a 13

254 ³yruvateKkinaseKisoformKexpressionKaltersKnucleotideKsynthesisKtoKimpactKcellKproliferationYK2015WK
ceWKgcX][e 164

253 wsotopeKlabelingKpatternKstudyKofKcentralKcarbonKmetabolitesKusingKuqZ–ΔYK2015WKgebWK][]Xf 13

252 γisualKworkflowsKforK]aqXmetabolicKfluxKanalysisYK2015WKa]WKabdXcb 23

251 qX–etabolicKtluxKonalysishKonKoccurateKopproachKtoKremystifyK–icrobialK–etabolismKforK
piochemicalK³roductionYK2015WKaWK 11

250 S]aTqK–∆ΔKandKzqX–ΔKtluxKonalysisKofKαumorKwntermediaryK–etabolismYK2016WKdWK]ac 19

249 ¹uantificationKofK–icrobialK³henotypesYK2016WKdWK 2
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248 wdentificationKofKqonservedK–oietiesKinK–etabolicK—etworksKbyKuraphKαheoreticalKonalysisKofKotomK
αransitionK—etworksYKPLoSsComputationalsBiologyWK2016WK]_WKe][[bggg 5 16

247
uqX–ΔZ–ΔKsurveyKofKcollisionXinducedKdissociationKofKtertXbutyldimethylsilylXderivatizedKaminoK
acidsKandKitsKapplicationKtoKS]aTqXmetabolicKfluxKanalysisKofKsscherichiaKcoliKcentralKmetabolismYK
2016WKb[fWKd]aaXb[

10

246 qK–etabolicKtluxKonalysisKofKacetateKconversionKtoKlipidsKbyKYarrowiaKlipolyticaYKMetabolics
EngineeringWK2016WKafWKfdXge 9.7 43

245 WβtluxhKanKopenXsourceKplatformKforKqKmetabolicKfluxKanalysisKofKbacterialKmetabolismYK2016WK]eWKbbb 25

244 YK2016WK_]WKf]bXf__ 3

243 –etabolicKfluxKprofilingKofK–rqyKcellsKduringKgrowthKandKcanineKadenovirusKvectorKproductionYK
2016WKdWK_ac_g 10

242 qomprehensiveKmetabolicKmodelingKofKmultipleK]aqXisotopomerKdataKsetsKtoKstudyKmetabolismKinK
perfusedKworkingKheartsYK2016WKa]]WKvff]Xvfg] 16

241 ∆eductiveKcarboxylationKsupportsKredoxKhomeostasisKduringKanchorageXindependentKgrowthYK2016WK
ca_WK_ccXf 332

240 ΔimultaneousKtracingKofKcarbonKandKnitrogenKisotopesKinKhumanKcellsYK2016WK]_WK]g_gXae 17

239 qoXutilizationKofKglucoseKandKxyloseKbyKevolvedKαhermusKthermophilusKzq]]aKstrainKelucidatedKbyK
S]aTqKmetabolicKfluxKanalysisKandKwholeKgenomeKsequencingYKMetabolicsEngineeringWK2016WKaeWKdaXe] 9.7 21

238 preastKqancerXrerivedKzungK–etastasesKΔhowKwncreasedK³yruvateKqarboxylaseXrependentK
onaplerosisYK2016WK]eWKfaeXfbf 140

237 wnvestigationKofKusefulKcarbonKtracersKforKqXmetabolicKfluxKanalysisKofKbyKconsideringKfiveK
experimentallyKdeterminedKfluxKdistributionsYK2016WKaWK]feX]gc 12

236 —z³KopplicationsKinK–etabolicK—etworksYK2016WK]ggX___

235 recodingKhowKaKsoilKbacteriumKextractsKbuildingKblocksKandKmetabolicKenergyKfromKligninolysisK
providesKroadKmapKforKligninKvalorizationYK2016WK]]aWKscf[_Xscf]] 60

234 ³hosphoketolaseKpathwayKcontributesKtoKcarbonKmetabolismKinKcyanobacteriaYKNaturesPlantsWK2015WK
_WK]c]fe 11.5 58

233 zyp]KlossKlinksKserineKmetabolismKtoKr—oKmethylationKandKtumorigenesisYK2016WKcagWKag[Xagc 173

232 quttingKtheKuordianKynothKwdentifiabilityKofKanapleroticKreactionsKinKqorynebacteriumKglutamicumKbyK
meansKofKS]aTKqXmetabolicKfluxKanalysisYKBiotechnologysandsBioengineeringWK2016WK]]aWKdd]Xeb 4.9 16

231 pridgingKtheKgapKbetweenKnonXtargetedKstableKisotopeKlabelingKandKmetabolicKfluxKanalysisYK2016WK
bWK][ 20
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230 svidenceKforKtransketolaseXlikeKαyαz]KfluxKinKqv KcellsKbasedKonKparallelKlabelingKexperimentsKandK
S]aTqXmetabolicKfluxKanalysisYKMetabolicsEngineeringWK2016WKaeWKe_Xef 9.7 30

229  ptimalKtracersKforKparallelKlabelingKexperimentsKandKqKmetabolicKfluxKanalysishKoKnewKprecisionKandK
synergyKscoringKsystemYKMetabolicsEngineeringWK2016WKafWK][X]f 9.7 54

228 qKmetabolicKfluxKanalysisKofKmicrobialKandKmammalianKsystemsKisKenhancedKwithKuqX–ΔK
measurementsKofKglycogenKandK∆—oKlabelingYKMetabolicsEngineeringWK2016WKafWKdcXe_ 9.7 39

227 –annoseKmetabolismKinKrecombinantKqv KcellsKandKitsKeffectKonKwguKglycosylationYKBiotechnologys
andsBioengineeringWK2016WK]]aWK]bdfXf[ 4.9 26

226 ossessingKcompartmentalizedKfluxKinKlipidKmetabolismKwithKisotopesYK2016WK]fd]WK]__dX]_b_ 17

225 wdentificationKofKaKsmallKmoleculeKinhibitorKofKaXphosphoglycerateKdehydrogenaseKtoKtargetKserineK
biosynthesisKinKcancersYK2016WK]]aWK]eefXfa 166

224 ureenKpathwayshK–etabolicKnetworkKanalysisKofKplantKsystemsYKMetabolicsEngineeringWK2016WKabWK]X_b 9.7 19

223 S]aTqKmetabolicKfluxKanalysisKofKtheKextremelyKthermophilicWKfastKgrowingWKxyloseXutilizingK
ueobacillusKstrainKzqa[[YKMetabolicsEngineeringWK2016WKaaWK]bfX]ce 9.7 34

222 –etabolicKtluxKonalysisKinKwsotopeKzabelingKsxperimentsKβsingKtheKodjointKopproachYK2017WK]bWKbg]Xbge 4

221 sxoX–toKXKoK]aqKmetabolicKfluxKanalysisKframeworkKtoKdissectKtumorKmicroenvironmentXsecretedK
exosomeKcontributionsKtowardsKcancerKcellKmetabolismYKMetabolicsEngineeringWK2017WKbaWK]cdX]e_ 9.7 42

220  micsXwntegratedKopproachKforK–etabolicKΔtateKonalysisKofK–icrobialK³rocessesYK2017WK_]aX_ad

219 αheKimportanceKofKaccuratelyKcorrectingKforKtheKnaturalKabundanceKofKstableKisotopesYK2017WKc_[WK_eXba 30

218 sstimationKofKfluxKratiosKwithoutKuptakeKorKreleaseKdatahKopplicationKtoKserineKandKmethionineK
metabolismYKMetabolicsEngineeringWK2017WKbaWK]aeX]bd 9.7 4

217 ΔynergizingKqK–etabolicKtluxKonalysisKandK–etabolicKsngineeringKforKpiochemicalK³roductionYK2018WK
]d_WK_dcX_gg 5

216 –etabolicKimpactKofKnutrientKstarvationKinKmevalonateXproducingKsscherichiaKcoliYK2017WK_bcWK]dabX]db[ 11

215 tluxomicsKlinksKcellularKfunctionalKanalysesKtoKwholeXplantKphenotypingYK2017WKdfWK_[faX_[gf 25

214 –etaboliteKΔpectralKoccuracyKonK rbitrapsYK2017WKfgWKcgb[Xcgbf 117

213 αheKmetabolicKfunctionKofKcyclinKraXqrydKkinaseKinKcancerKcellKsurvivalYK2017WKcbdWKb_dXba[ 189
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212 ∆eroutingKofKcarbonKfluxKinKaKglycogenKmutantKofKcyanobacteriaKassessedKviaKisotopicallyK
nonXstationaryKqKmetabolicKfluxKanalysisYKBiotechnologysandsBioengineeringWK2017WK]]bWK__gfX_a[f 4.9 51

211 ]aqKtluxKonalysisKinKpiotechnologyKandK–edicineYK2017WK_cXe[ 3

210 recipheringKfluxKadjustmentsKofKengineeredKsYKcoliKcellsKduringKfermentationKwithKchangingKgrowthK
conditionsYKMetabolicsEngineeringWK2017WKagWK_beX_cd 9.7 27

209 tastKgrowthKphenotypeKofKsYKcoliKyX]_KfromKadaptiveKlaboratoryKevolutionKdoesKnotKrequireK
intracellularKfluxKrewiringYKMetabolicsEngineeringWK2017WKbbWK][[X][e 9.7 45

208 –etabolismKofKtheKfastXgrowingKbacteriumKγibrioKnatriegensKelucidatedKbyKqKmetabolicKfluxK
analysisYKMetabolicsEngineeringWK2017WKbbWK]g]X]ge 9.7 45

207
qKmetabolicKfluxKanalysisKofKthreeKdivergentKextremelyKthermophilicKbacteriahKueobacillusKspYKzqa[[WK
αhermusKthermophilusKvpfWKandK∆hodothermusKmarinusKrΔ–Kb_c_YKMetabolicsEngineeringWK2017WK
bbWK]f_X]g[

9.7 21

206 zossKofKhepaticKo–³XactivatedKproteinKkinaseKimpedesKtheKrateKofKglycogenolysisKbutKnotK
gluconeogenicKfluxesKinKexercisingKmiceYK2017WK_g_WK_[]_cX_[]b[ 32

205 wsotopicallyK—onstationaryK–etabolicKtluxKonalysisKSw—ΔαX–toTKofK³hotosynthesisKandK
³hotorespirationKinK³lantsYKMethodssinsMolecularsBiologyWK2017WK]dcaWK]deX]gb 1.4 14

204 zearningKfromKquantitativeKdataKtoKunderstandKcentralKcarbonKmetabolismYK2017WKacWKge]Xgf[ 18

203 αoKbeKcertainKaboutKtheKuncertaintyhKpayesianKstatisticsKforKqKmetabolicKfluxKanalysisYKBiotechnologys
andsBioengineeringWK2017WK]]bWK_ddfX_dfb 4.9 14

202 –etabolicKengineeringKofKisopropylKalcoholXproducingKsscherichiaKcoliKstrainsKwithKqXmetabolicKfluxK
analysisYKBiotechnologysandsBioengineeringWK2017WK]]bWK_ef_X_ega 4.9 15

201 –etabolicKtluxKonalysisKofKtheKΔynechocystisKspYK³qqKdf[aK˛�nrtopqrK–utantK∆evealsKaK–echanismK
forK–etabolicKodaptationKtoK—itrogenXzimitedKqonditionsYK2017WKcfWKcaeXcbc 14

200 sscherichiaKcoliKasKaKmodelKorganismKforKsystemsKmetabolicKengineeringYK2017WKdWKf[Xff 7

199 αheKxpswKquantitativeKmetabolicKmodelingKlibraryKSj¹––ThKaKpythonKlibraryKforKmodelingKmicrobialK
metabolismYK2017WK]fWK_[c 12

198 –odelingKframeworkKforKisotopicKlabelingKofKheteronuclearKmoietiesYK2017WKgWK]b 1

197 qomprehensiveKanalysisKofKglucoseKandKxyloseKmetabolismKinKsscherichiaKcoliKunderKaerobicKandK
anaerobicKconditionsKbyKqKmetabolicKfluxKanalysisYKMetabolicsEngineeringWK2017WKagWKgX]f 9.7 73

196 ∆ecentKadvancesKinKhighXthroughputKqXfluxomicsYK2017WKbaWK][bX][g 41

195
¹uantitativeKmetabolicKfluxKanalysisKrevealsKanKunconventionalKpathwayKofKfattyKacidKsynthesisKinK
cancerKcellsKdeficientKforKtheKmitochondrialKcitrateKtransportKproteinYKMetabolicsEngineeringWK2017WK
baWK]gfX_[e

9.7 52
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194 rualKlossKofKsuccinateKdehydrogenaseKSΔrvTKandKcomplexKwKactivityKisKnecessaryKtoKrecapitulateKtheK
metabolicKphenotypeKofKΔrvKmutantKtumorsYKMetabolicsEngineeringWK2017WKbaWK]feX]ge 9.7 43

193 qXmetabolicKfluxKanalysisKofKhumanKadenovirusKinfectionhKwmplicationsKforKviralKvectorKproductionYK
BiotechnologysandsBioengineeringWK2017WK]]bWK]gcX_[e 4.9 10

192 qXmetabolicKfluxKanalysisKforKmevalonateXproducingKstrainKofKsscherichiaKcoliYK2017WK]_aWK]eeX]f_ 35

191 βnderstandingKmetabolismKwithKfluxKanalysishKtromKtheoryKtoKapplicationYKMetabolicsEngineeringWK
2017WKbaWKgbX][_ 9.7 47

190 tastK–ultidimensionalK—–∆KforK]aqK–etabolicKtluxKonalysisYK2017WKb]gXb_d 1

189 ∆espiratoryK–etabolismKinKveterotrophicK³lantKqellsKasK∆evealedKbyKwsotopicKzabelingKandK
–etabolicKtluxKonalysisYK2017WK_beX_d[

188 YK2017WK 3

187 –etabolicKfluxKofKtheKoxidativeKpentoseKphosphateKpathwayKunderKlowKlightKconditionsKinK
ΔynechocystisKspYK³qqKdf[aYK2018WK]_dWKafXba 14

186 αheKαz∆bKogonistK–onophosphorylKzipidKoKrrivesKproadK∆esistanceKtoKwnfectionKviaKrynamicK
∆eprogrammingKofK–acrophageK–etabolismYK2018WK_[[WKaeeeXaefg 42

185 oKguideKtoKqKmetabolicKfluxKanalysisKforKtheKcancerKbiologistYK2018WKc[WK]X]a 96

184 slucidationKofKphotoautotrophicKcarbonKfluxKtopologyKinKΔynechocystisK³qqKdf[aKusingK
genomeXscaleKcarbonKmappingKmodelsYKMetabolicsEngineeringWK2018WKbeWK]g[X]gg 9.7 32

183 ∆eroutingKofK–etabolismKintoKresiredKqellularK³roductsKbyK—utrientKΔtresshKtluxesK∆evealKtheK
ΔelectedK³athwaysKinKqyanobacterialK³hotosynthesisYKACSsSyntheticsBiologyWK2018WKeWK]bdcX]bed 5.7 19

182
qKtluxKonalysisK∆evealsKthatK∆ebalancingK–ediumKominoKocidKqompositionKcanK∆educeKommoniaK
³roductionKwhileK³reservingKqentralKqarbonK–etabolismKofKqv KqellKqulturesYKBiotechnologys
JournalWK2018WK]aWKe]e[[c]f

5.6 15

181 ΔWoαvKαandemK–assKΔpectrometryKWorkflowKforK¹uantificationKofK–assKwsotopologueKristributionK
ofKwntracellularK–etabolitesKandKtragmentsKzabeledKwithKwsotopicKqKqarbonYK2018WKg[WKdbfdXdbga 25

180 ΔyntheticKpiologyKâ��K–etabolicKsngineeringYK2018WK 1

179 ΔyntheticK–etabolicK³athwaysYKMethodssinsMolecularsBiologyWK2018WK 1.4 2

178 αwoXΔcaleKqK–etabolicKtluxKonalysisKforK–etabolicKsngineeringYKMethodssinsMolecularsBiologyWK2018WK
]de]WKaaaXac_ 1.4 6

177 ∆everseKengineeringKtheKcancerKmetabolicKnetworkKusingKfluxKanalysisKtoKunderstandKdriversKofK
humanKdiseaseYKMetabolicsEngineeringWK2018WKbcWKgcX][f 9.7 27
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176
sxpressionKofKheterologousKnonXoxidativeKpentoseKphosphateKpathwayKfromKpacillusKmethanolicusK
andKphosphoglucoseKisomeraseKdeletionKimprovesKmethanolKassimilationKandKmetaboliteK
productionKbyKaKsyntheticKsscherichiaKcoliKmethylotrophYKMetabolicsEngineeringWK2018WKbcWKecXfc

9.7 53

175  ptimalKqXlabelingKofKglycerolKcarbonKsourceKforKpreciseKfluxKestimationKinKsscherichiaKcoliYK2018WK
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