Citation Report



11

13

15

17

19

ARTICLE IF CITATIONS

Specific capture of phosphopeptides by Zr<sup>4+<[sup>a€modified monolithic capillary column. 05 33
Journal of Separation Science, 2007, 30, 2917-2923. :

Technologies and methods for sample pretreatment in efficient proteome and peptidome analysis.

Proteomics, 2008, 8, 686-705.

Chemical proteomic study of isoprenoid chain interactome with a synthetic photoaffinity probe. 99 15
Proteomics, 2008, 8, 3094-3104. :

Polymethacrylate monolithic columns for capillary liquid chromatography. Journal of Separation
Science, 2008, 31, 2521-2540.

Automation of nanoflow liquid chromatographya€tandem mass spectrometry for proteome and peptide
profiling analysis by using a monolithic analytical capillary column. Electrophoresis, 2008, 29, 2.4 9
1612-1618.

Recent development of monolithic stationary phases with emphasis on microscale chromatographic
separation. Journal of Chromatography A, 2008, 1184, 369-392.

Online Multidimensional Separation with Biphasic Monolithic Capillary Column for Shotgun

Proteome Analysis. Journal of Proteome Research, 2008, 7, 306-310. 3.7 35

Recent Applications of Organic Monoliths in Capillary Liquid Chromatographic Separation of
Biomolecules. Journal of Chromatographic Science, 2009, 47, 418-431.

Recent progress of polar stationary phases in CEC and capillary liquid chromatography. 9.4 54
Electrophoresis, 2009, 30, 141-154. ’

Recent advances in polymer monoliths for ion-exchange chromatography. Analytical and Bioanalytical
Chemistry, 2009, 394, 71-84.

Comparative proteomic analysis of <i>Rhodosporidium toruloides</i> during lipid accumulation. 17 79
Yeast, 2009, 26, 553-566. :

Highly efficient peptide separations in proteomicsPart 2: Bi- and multidimensional liquid-based
separation techniques. Journal of Chromatography B: Analytical Technologies in the Biomedical and
Life Sciences, 2009, 877, 1019-1039.

Selective enrichment of endogenous peptides by chemically modified porous nanoparticles for

peptidome analysis. Journal of Chromatography A, 2009, 1216, 1270-1278. 3.7 59

Improvement of proteome coveraEe using hydrophobic monolithic columns in shotgun proteome
analysis. Journal of Chromatography A, 2009, 1216, 3887-3894.

Synthesis and characterization of a new boronate affinity monolithic capillary for specific capture of

cis-diol-containing compounds. Journal of Chromatography A, 2009, 1216, 4768-4774. 3.7 132

Synthesis of hydrophilic boronate affinity monolithic capillary for specific capture of glycoproteins
by capillary liquid chromatography. Journal of Chromatography A, 2009, 1216, 8421-8425.

Integration of monolithic frit into the particulate capillary (IMFPC) column in shotgun proteome 5.4 12
analysis. Analytica Chimica Acta, 2009, 652, 324-330. :

Proteomics: From Technology Developments to Biological Applications. Analytical Chemistry, 2009, 81,

4585-4599.




21

23

25

27

29

31

33

35

37

CITATION REPORT

ARTICLE IF CITATIONS

a€oeOne-Potd€Process for Fabrication of Organic-Silica Hybrid Monolithic Capillary Columns Using

Organic Monomer and Alkoxysilane. Analytical Chemistry, 2009, 81, 3529-3536. 6.5 126

Glycoproteomics Analysis of Human Liver Tissue by Combination of Multiple Enzyme Digestion and

Hydrazide Chemistry. Journal of Proteome Research, 2009, 8, 651-661.

Polymeric Monolith 4€”New Fabrication Methods and Applications&€”. Kobunshi Ronbunshu, 2010, 67,

489-496, 0.2 14

Integration of normal phase liquid chromatography with supercritical fluid chromatography for
analysis of fruiting bodies of <i>Ganoderma lucidumc</i>. Journal of Separation Science, 2010, 33,
3817-3821.

Polymeric cation-exchange monolithic columns containing ph05|i)horic acid functional groups for
capillary liquid chromatography of peptides and proteins. Journal of Chromatography A, 2010, 1217, 3.7 42
3844-3854.

Intact-protein trapping columns for proteomic analysis in capillary high-performance liquid
chromatography. Journal of Chromatography A, 2010, 1217, 6875-6881.

Preparation and Evaluation of Novel Iron Immobilized Metal Affinity Chromatography Monolithic

Column. Chinese Journal of Analytical Chemistry, 2010, 38, 659-662. L7 6

Shotgun approach based comparative proteomic analysis of levo-tetrahydropalmatine-induced
apoptosis in hepatocytes. Toxicology Letters, 2010, 194, 8-15.

Integrated Device for Online Sample Buffer Exchange, Protein Enrichment, and Digestion. Analytical

Chemistry, 2010, 82, 2574-2579. 65 36

Combined Comparative and Chemical Proteomics on the Mechanisms of
levo-Tetrahydropalmatine-Induced Antinociception in the Formalin Test. Journal of Proteome
Research, 2010, 9, 3225-3234.

A Fully Automated System with Online Sample Loading, Isotope Dimethyl Labeling and
Multidimensional Separation for High-Throughput Quantitative Proteome Analysis. Analytical 6.5 66
Chemistry, 2010, 82, 3007-3015.

Development of multidimensional liquid chromatography and application in proteomic analysis.
Expert Review of Proteomics, 2010, 7, 665-678.

Recent advances in on-line multidimensional liquid chromatography. Analytical Methods, 2010, 2, 07 79
110-122. :

Development of a Highly Efficient 2-D System with a Serially Coupled Long Column and Its Application
in Identification of Rat Brain Integral Membrane Proteins with lonic Liquids-Assisted Solubilization
and Digestion. Journal of Proteome Research, 2011, 10, 732-738.

Monolithic Phases for lon Chromatography. Annual Review of Analytical Chemistry, 2011, 4, 197-226. 5.4 32

High throughput discovery of new fouling-resistant surfaces. Journal of Materials Chemistry, 2011, 21,
693-704.

Proteomic reactors and their applications in biology. FEBS Journal, 2011, 278, 3796-3806. 4.7 33

The proteome analysis of oleaginous yeast Lipomyces starkeyi. FEMS Yeast Research, 2011, 11, 42-51.




39

41

43

45

47

49

51

53

55

CITATION REPORT

ARTICLE IF CITATIONS

Recent advances in micro-scale and nano-scale high-performance liquid-phase chromatography for

proteome research. Analytical and Bioanalytical Chemistry, 2011, 399, 229-241. 3.7 87

lonic liquid 1-butyl-3-methyl imidazolium tetrafluoroborate for shotgun membrane proteomics.

Analytical and Bioanalytical Chemistry, 2011, 399, 3387-3397.

A proteomic analysis of engineered tendon formation under dynamic mechanical loading in vitro.

Biomaterials, 2011, 32, 4085-4095. 114 40

Weak cationid€exchange monolithic column for capillary liquid chromatography of peptides and
proteins. Journal of Separation Science, 2011, 34, 2063-2071.

Facile preparation of monolithic immobilized metal affinity chromatography capillary columns for

selective enrichment of phosphopeptides. Journal of Separation Science, 2011, 34, 2122-2130. 2.5 15

Monolithic capillary columns synthesized from a single phosphate-containing dimethacrylate
monomer for cation-exchange chromatography of peptides and proteins. Journal of Chromatography
A, 2011, 1218, 4322-4331.

Rare Cell Proteomic Reactor Applied to Stable Isotope Labeling by Amino Acids in Cell Culture
(SILAC)-based Quantitative Proteomics Study of Human Embryonic Stem Cell Differentiation. 3.8 52
Molecular and Cellular Proteomics, 2011, 10, S1-S10.

Development of Glycoprotein Capture-Based Label-Free Method for the High-throughput Screening of
Differential Glycoproteins in Hepatocellular Carcinoma. Molecular and Cellular Proteomics, 2011, 10,
M110.006445.

Capture and Dimethyl Labeling of Glycopeptides on Hydrazide Beads for Quantitative Glycoproteomics

Analysis. Analytical Chemistry, 2012, 84, 8452-8456. 65 40

Preparation of capillary hybrid monolithic column with sulfonate strong cation exchanger for
proteome analysis. Journal of Chromatography A, 2012, 1256, 136-143.

Centrifugation Assisted Microreactor Enables Facile Integration of Trypsin Digestion, Hydrophilic
Interaction Chromato%raphy Enrichment, and On-Column Deglycosylation for Rapid and Sensitive 6.5 95
N-Glycoproteome Analysis. Analytical Chemistry, 2012, 84, 5146-5153.

A novel whole-cell lysate Rinase assay identifies substrates of the p38 MAPK in differentiating
myoblasts. Skeletal Muscle, 2012, 2, 5.

Highly Efficient Extraction of Cellular Nucleic Acid Associated Proteins in Vitro with Magnetic

Oxidized Carbon Nanotubes. Analytical Chemistry, 2012, 84, 10454-10462. 65 22

Selective Enrichment of Phosphopeptides Using Nanomaterials and Monolithic Materials for the
Analysis of Protein Phosphorylation. , 2012, , 291-306.

Nano&€flow multidimensional liquid chromatography platform integrated with combination of protein

and peptide separation for proteome analysis. Journal of Separation Science, 2012, 35, 1764-1770. 2.5 17

Development of a combined chemical and enzymatic approach for the mass spectrometric
identification and quantification of aberrant N-glycosylation. Journal of Proteomics, 2012, 75,
1666-1674.

Synthesis of boronate-silica hybrid affinity monolith via a one-pot process for specific capture of

glycoproteins at neutral conditions. Analytical and Bioanalytical Chemistry, 2013, 405, 6639-6648. 3.7 27

Preparation of a boronate-functionalized affinity hybrid monolith for specific capture of

glycoproteins. Analytical and Bioanalytical Chemistry, 2013, 405, 5321-5331.




57

59

61

63

65

67

69

71

73

CITATION REPORT

ARTICLE IF CITATIONS

Recent advances in monolithic columns for protein and peptide separation by capillary liquid

chromatography. Analytical and Bioanalytical Chemistry, 2013, 405, 2095-2106. 3.7 40

Cell Nucleus Targeting for Living Cell Extraction of Nucleic Acid Associated Proteins with

Intracellular Nanoprobes of Magnetic Carbon Nanotubes. Analytical Chemistry, 2013, 85, 7038-7043.

Biphasic Microreactor for Efficient Membrane Protein Pretreatment with a Combination of Formic
Acid Assisted Solubilization, On-Column pH Adjustment, Reduction, Alkylation, and Tryptic Digestion. 6.5 30
Analytical Chemistry, 2013, 85, 8507-8512.

A simple integrated system for rapid analysis of sialici€acida€eontaining <i><scp>N</[scp> <[i>a€glycopeptides
from human serum. Proteomics, 2013, 13, 1306-1313.

Analysis of human serum phosphopeptidome by a focused database searching strategy. Journal of 04 10
Proteomics, 2013, 78, 389-397. .

Phosphoproteome analysis of an early onset mouse model (<scp>T</scp (§< scp>CRND</scp>8) of
<scp>Ac</scp>lzheimer's disease reveals temporal changes in neuronal and glia signaling pathways.
Proteomics, 2013, 13, 1292-1305.

A six-plex proteome quantification strategy reveals the dynamics of protein turnover. Scientific 3.3 11
Reports, 2013, 3, 1827. :

Stable isotope dimethyl labeling combined with LTQ mass spectrometric detection, a quantitative
proteomics technology used in liver cancer research. Biomedical Reports, 2013, 1, 549-554.

Decrease of dynamic range of proteins in human plasma by ampholine immobilized polymer 5.4 ;
microspheres. Analytica Chimica Acta, 2014, 826, 43-50. )

High-Throughput Determination of the Site-Specific N-Sialoglycan Occupancy Rates by Differential
Oxidation of Glycoproteins Followed with Quantitative Glycoproteomics Analysis. Analytical
Chemistry, 2014, 86, 9830-9837.

Differential analysis of N-glycoproteome between hepatocellular carcinoma and normal human liver
tissues by combination of multiple protease digestion and solid phase based labeling. Clinical 2.1 7
Proteomics, 2014, 11, 26.

Comprehensive Mapping of Protein N-Glycosylation in Human Liver by Combining Hydrophilic
Interaction Chromatography and Hydrazide Chemistry. Journal of Proteome Research, 2014, 13, 1713-1721.

On-line solid phase extractiona€"“liquid chromatography, with emphasis on modern bioanalysis and

miniaturized systems. Journal of Pharmaceutical and Biomedical Analysis, 2014, 87, 120-129. 28 18

Functional and structural properties of a novel cellulosome-like multienzyme complex: efficient
glycoside hydrolysis of water-insoluble 7-xylosyl-10-deacetylpaclitaxel. Scientific Reports, 2015, 5,
13768.

A new strategy for simultaneous synthesis and efficient anchorage ofApolymer monoliths in native 3.8 15
PDMS microchips. Polymer, 2015, 66, 249-258. :

Screening and identification of DPP-IV inhibitory peptides from deer skin hydrolysates by an integrated
approach of LC&€“MS/MS and in silico analysis. Journal of Functional Foods, 2015, 18, 344-357.

Investigating Cellular Responses During Photohydrogen Production by the Marine Microalga
Tetraselmis subcordiformis by Quantitative Proteome Analysis. Applied Biochemistry and 2.9 7
Biotechnology, 2015, 177, 649-661.

Particulate capillary precolumns with double-end polymer monolithic frits for on-line peptide

trapping and preconcentration. Chinese Chemical Letters, 2015, 26, 1068-1072.




75

77

79

81

83

85

87

90

92

CITATION REPORT

ARTICLE IF CITATIONS

Proteomic analysis of protein methylation in the yeast Saccharomyces cerevisiae. Journal of 0.4 35
Proteomics, 2015, 114, 226-233. .

Comprehensive proteome quantification reveals NgBR as a new regulator for epitheliala€“mesenchymal

transition of breast tumor cells. Journal of Proteomics, 2015, 112, 38-52.

Preparation of Polypropylene Spin Tips Filled with Immobilized Titanium(IV) lon Monolithic Adsorbent

for Robust Phosphoproteome Analysis. Analytical Chemistry, 2016, 88, 5058-5064. 6.5 36

Phosphatidic acid-functionalized monolithic stationary phase for reversed-phase/cation-exchange
mixed mode chromatography. RSC Advances, 2016, 6, 100891-100898.

Polyoxometalate incorporated porous polymer monoliths, a versatile separation media for nano

liquid chromatography. Journal of Chromatography A, 2016, 1453, 71-77. 3.7 1

Preparation of Ti4+-immobilized modified silica capillary trapping column for on-line selective
enrichment of phosphopeptides. Talanta, 2016, 153, 285-294.

Induction of predominant tenogenic phenotype in human dermal fibroblasts via synergistic effect of 46 31
TGF-12 and elongated cell shape. American Journal of Physiology - Cell Physiology, 2016, 310, C357-C372. ’

Attapulgite Nanoparticles-Modified Monolithic Column for Hydrophilic In-Tube Solid-Phase
Microextraction of Cyromazine and Melamine. Analytical Chemistry, 2016, 88, 1535-1541.

A lab-on-a-chip for monolith-based preconcentration and electrophoresis separation of 35 19
phosphopeptides. Analyst, The, 2017, 142, 485-494. )

Microscope-assisted UV-initiated preparation of well-defined porous polymer monolithic plugs in
glass microchips for peptide preconcentration. Analytical and Bioanalytical Chemistry, 2017, 409,
2155-2162.

Functionalization of hybrid monolithic columns via thiol-ene click reaction for proteomics analysis. a7 23
Journal of Chromatography A, 2017, 1498, 29-36. :

Capillary zone electrophoresisa€“mass spectrometry with microliter-scale loading capacity, 140 min
separation window and high peak capacity for bottom-up proteomics. Analyst, The, 2017, 142, 2118-2127.

High-throughput Screening of Potential Allergens from Complex Proteins of Large Yellow Croaker
(Larimichthys crocea) by Mass Spectrometry. Chinese Journal of Analytical Chemistry, 2017, 45, 17 3
el713-e1718.

Silicad€supported polymeric monolithic column with a mixed mode of hydrophilic and strong
cationa€exchange interactions for microcolumn liquid chromatography. Journal of Separation Science,
2017, 40, 826-833.

Facile preparation of multi-functionalized hybrid monoliths via two-step photo-initiated reactions
for two-dimensional liquid chromatographya€“mass spectrometry. Journal of Chromatography A, 2017, 3.7 21
1524, 135-142.

Use of monolithic supports for highd€throughput protein and peptide separation in proteomics.
Electrophoresis, 2017, 38, 2851-28609.

Enhancing the Mass Spectrometry Sensitivity for Oligonucleotide Detection by Organic Vapor 6.5 10
Assisted Electrospray. Analytical Chemistry, 2017, 89, 10256-10263. )

Sodium hyaluronate-functionalized urea-formaldehyde monolithic column for hydrophilic in-tube

solid-phase microextraction of melamine. Journal of Chromatography A, 2017, 1515, 54-61.




94

96

98

100

102

104

106

109

113

CITATION REPORT

ARTICLE IF CITATIONS

Salinity-Induced Palmella Formation Mechanism in Halotolerant Algae Dunaliella salina Revealed by

Quantitative Proteomics and Phosphoproteomics. Frontiers in Plant Science, 2017, 8, 810. 3.6 41

Amino Acid Changes during Energy Storage Compounds Accumulation of Microalgae under the

Nitrogen Depletion. , 2017, , .

Integrated platform with combination of on-line protein digestion, isotope dimethyl labeling and
multidimensional peptide separation for high-throughput proteome quantification. Analytica Chimica 5.4 8
Acta, 2018, 1000, 172-179.

Preparation and application of a molecularly imprinted monolith for specific recognition of domoic
acid. Analytical and Bioanalytical Chemistry, 2018, 410, 1845-1854.

Multi-hierarchical profiling the structure-activity relationships of engineered nanomaterials at

nano-bio interfaces. Nature Communications, 2018, 9, 4416. 12.8 61

Hydroxyapatite-embedded monolithic column for selective on-line solid-phase extraction of adenosine
triphosphate and its phosphorylated metabolites. Journal of Chromatography B: Analytical
Technologies in the Biomedical and Life Sciences, 2019, 1128, 121769.

Challenges and Advances in the Fabrication of Monolithic Bioseparation Materials and their

Applications in Proteomics Research. Advanced Materials, 2019, 31, e1902023. 21.0 52

Analysis of oligonucleotides by ion-pair reversed-phase liquid chromatography coupled with positive
mode electrospray ionization mass spectrometry. Analytical and Bioanalytical Chemistry, 2019, 411,
4167-4173.

Poly (Octadecyl Methacrylate-Co-Trimethylolpropane Trimethacrylate) Monolithic Column for
Hydrophobic in-Tube Solid-Phase Microextraction of Chlorophenoxy Acid Herbicides. Molecules, 2019, 3.8 12
24,1678.

Proteomic Analysis of the Xanthan-Degrading Pathway of <i>Microbacterium</i> sp. XT11. ACS Omega,
2019, 4, 19096-19105.

Preparation of a Boronated€Functionalized Affinity Silica Hybrid Monolith Column for the Specific 15
Capture of Nucleosides. ChemistrySelect, 2019, 4, 623-628. :

Microfluidic Shrinking Droplet Concentrator for Analyte Detection and Phase Separation of Protein
Solutions. Analytical Chemistry, 2020, 92, 5803-5812.

Ampholine immobilized polymer microspheres for increasing coverage of human urinary proteome. 5.5
Talanta, 2020, 215, 120931. )

Preparation and Evaluation of Novel Iron Immobilized Metal Affinity Chromatography Monolith
Column. Chinese Journal of Analytical Chemistry, 2010, 38, 659-662.

Sequential extraction leading to improved proteomic analysis of the oleaginous yeast <I>Lipomyces

starkeyi</l>. Chinese Journal of Chromatography (Se Pu), 2011, 29, 382-388. 08 0

Zwitter-ionic Monolith-based Spintip Column Coupled with Evosep One Liquid Chromatography for

High-throughput Proteomic Analysis. Journal of Chromatography A, 2022, , 463122.

Immobilization of controlled Pu:Am ratio on actinide-specific affinity monolith support developed in

capillary and coupled to inductively coupled plasma mass spectrometry. Mikrochimica Acta, 2024, 191, . 5.0 0



