
Citation Report
Listjofjarticlesjciting

DistinctnpatternsnofnDNAncopynnumbernalterationnaren
associatednwithndifferentnclinicopathologicalnfeaturesn
andngene-expressionnsubtypesnofnbreastncancer

DOI:n10.1002/gcc.20366
nGenesnChromosomesnandnCancer,n2006,n45,n1033-40.

Source:jhttps://exaly.com/paperypdf/40855643/citationyreport.pdf

Version:j2024y04y28j

Thisjreportjhasjbeenjgeneratedjbasedjonjthejcitationsjrecordedjbyjexaly.comjforjthejabovejarticle.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.



m Paper IF Citations

445 zegularizedFuultivariateFzegressionFforFqdentifyingFuasterFxredictorsFwithFipplicationFtoF
qntegrativeFoenomicsF{tudyFofFjreastFkancerTF2010RF[RF]YS__ 82

444 qnternationalFigencyFforFzesearchFonFkancerFworkshopFonFMmxpressionFarrayFanalysesFinFbreastF
cancerFtaxonomyMTF2006RF8RFYVY 6

443 oenomicFandFtranscriptionalFaberrationsFlinkedFtoFbreastFcancerFpathophysiologiesTF2006RFWVRF]XaS[W 998

442 qntegratedFbreastFcancerFgenomicsTF2006RFWVRF[]YS[ 3

441 lemystifyingFbasalSlikeFbreastFcarcinomasTF2007RF^VRFWYX8SYX 41

440 }heFcollagenFreceptorFmndoW8VFNklX8VOFqsFexpressedFonFbasalSlikeFbreastFtumorFcellsFandFpromotesF
tumorFgrowthFinFvivoTF2007RF^_RFWVXYVS[V 68

439 nlexibleFandFaccurateFdetectionFofFgenomicFcopySnumberFchangesFfromFakopTF2007RFYRFeWXX 39

438 ipplicationFofFoenomicsFinFklinicalFwncologyTF2007RFX^RF_aSaY 1

437 mstrogenFreceptorFstatusFcouldFmodulateFtheFgenomicFpatternFinFfamilialFandFsporadicFbreastF
cancerTF2007RFWYRF_YV]SWY 28

436 qntegratedFprofilingFofFbasalFandFluminalFbreastFcancersTF2007RF^_RFWW]^]S_] 232

435 }heFcomplexityFofFgenotypicFalterationsFunderlyingFpmzXSpositiveFbreastFcancerbFanFexplanationFforF
itsFclinicalFheterogeneityTF2007RFWaRF]]XS_ 40

434 iFperspectiveFonFlviFmicroarraysFinFpathologyFresearchFandFpracticeTF2007RFW_WRFY_]S8] 42

433 }ripleSnegativeFbreastFcancerbFtherapeuticFoptionsTF2007RF8RFXY]S[[ 664

432 igingFimpactsFtranscriptomesFbutFnotFgenomesFofFhormoneSdependentFbreastFcancersTF2007RFaRFz]a 53

431 pighSresolutionFakopFandFexpressionFprofilingFidentifiesFaFnovelFgenomicFsubtypeFofFmzFnegativeF
breastFcancerTF2007RF8RFzXW] 230

430 oenomicFprofilingFrevealsFalternativeFgeneticFpathwaysFofFprostateFtumorigenesisTF2007RF^_RF8]V[SWV 221

429 kancerFgenomicsbFintegratingFformFandFfunctionTF2007RFX8RFWY8_SaX 14

Citation Report

2



428 wriginsFofFbreastFcancerFsubtypesFandFtherapeuticFimplicationsTF2007RF[RF]W^SX] 126

427 kancerFgenomeFanalysisbFaFlandscapeFseenFfromFmanyFanglesTF2007RF[RFX^aSX_^

426 liagnosticFsignificanceFofFallelicFimbalanceFinFcancerTF2007RFWRFW]aS^8 1

425 [}owardsFanFintegratedFcellularFandFmolecularbFdefinitionFofFbreastFcancers]TF2007RFXYRF^X^SYX 1

424 }argetsFofFgenomeFcopyFnumberFreductionFinFprimaryFbreastFcancersFidentifiedFbyFintegrativeF
genomicsTFGenessChromosomessandsCancerRF2007RF[^RFX88SYVW 5 33

423 pighSresolutionFgenomicFprofilesFofFbreastFcancerFcellFlinesFassessedFbyFtilingFjikFarrayF
comparativeFgenomicFhybridizationTFGenessChromosomessandsCancerRF2007RF[^RF][YS]8 5 162

422
uolecularFclassificationFsystemFidentifiesFinvasiveFbreastFcarcinomaFpatientsFwhoFareFmostFlikelyF
andFthoseFwhoFareFleastFlikelyFtoFachieveFaFcompleteFpathologicFresponseFafterFneoadjuvantF
chemotherapyTF2007RFWWVRFW^8_Sa^

73

421 }ripleFnegativeFtumoursbFaFcriticalFreviewTF2008RF]XRFWV8SW8 640

420 oettingFitFrightbFdesigningFmicroarrayFNandFnotFMmicroawryMOFcomparativeFgenomicFhybridizationF
studiesFforFcancerFresearchTF2007RF8_RF_Y_S][ 62

419 {oxXbFaFpossibleFdriverFofFtheFbasalSlikeFphenotypeFinFsporadicFbreastFcancerTF2007RFXVRF[_[S8W 179

418 {qzikbF{upervisedFqdentificationFofFzegionsFofFiberrationFinFakopFdatasetsTF2007RF8RF[XX 9

417 khromosomeFalterationsFassociatedFwithFpositiveFandFnegativeFlymphFnodeFinvolvementFinFbreastF
cancerTF2007RFW_YRFWW[SXW 7

416 uolecularFprofilingFofFbreastFcancerbFtranscriptomicFstudiesFandFbeyondTF2007RF^[RFYW8]SXVV 11

415 uolecularFsubtypingFofFbreastFcancerbFopportunitiesFforFnewFtherapeuticFapproachesTF2007RF^[RFYXWaSYX 20

414 jasalSlikeFsubtypeFofFbreastFcancerbFaFreviewFofFitsFuniqueFcharacteristicsFandFtheirFclinicalF
significanceTF2008RFW]RFW]YS8 29

413 }heFremovalFofFmultiplicativeRFsystematicFbiasFallowsFintegrationFofFbreastFcancerFgeneFexpressionF
datasetsFSFimprovingFmetaSanalysisFandFpredictionFofFprognosisTF2008RFWRF[X 95

412 oenomicFandFimmunophenotypicalFcharacterizationFofFpureFmicropapillaryFcarcinomasFofFtheF
breastTF2008RFXW]RFYa8S[WV 116

411 ibsenceFofFm{zWFamplificationFinFaFseriesFofFbreastFcancersTF2008RFWXYRFXa_VSX 23

(2008-2007)

3



410 icquiredFgenomicFaberrationsFassociatedFwithFmethotrexateFresistanceFvaryFwithFbackgroundF
genomicFinstabilityTFGenessChromosomessandsCancerRF2008RF[_RF_WS8Y 5 13

409 issociationFofFchromosomeFbandF8qXXFcopyFnumberFgainFwithFhighFgradeFinvasiveFbreastF
carcinomasFbyFassessmentFofFcoreFneedleFbiopsiesTFGenessChromosomessandsCancerRF2008RF[_RF[V]SW_ 5 9

408 lviFcopyFnumberFalterationsFandFexpressionFofFrelevantFgenesFinFtripleSnegativeFbreastFcancerTF
GenessChromosomessandsCancerRF2008RF[_RF[aVSa 5 79

407 pighSresolutionFgenomicFandFexpressionFanalysesFofFcopyFnumberFalterationsFinFbreastFtumorsTF
GenessChromosomessandsCancerRF2008RF[_RF]YVS[X 5 123

406
oenomeSwideFanalysisFidentifiesFW^qFdeletionFassociatedFwithFsurvivalRFmolecularFsubtypesRFmzviF
expressionRFandFgermlineFhaplotypesFinFbreastFcancerFpatientsTFGenessChromosomessandsCancerRF
2008RF[_RF^8VSa^

5 73

405 kopFmicroarraysFandFcancerTF2008RFWaRFY^S[V 91

404 xrognosticFvalueFofFtripleSnegativeFphenotypeFatFtheFtimeFofFlocallyFrecurrentRFconservativelyF
treatedFbreastFcancerTF2008RF_XRFWV]^S^Y 33

403 uolecularFdiagnosisFinFbreastFcancerTF2008RFW[RFXVXSXWY 8

402 pereditaryFbreastFcancerbFfromFmolecularFpathologyFtoFtailoredFtherapiesTF2008RF^WRFWV_YS8X 35

401 γesSassociatedFproteinFNγixOFfunctionsFasFaFtumorFsuppressorFinFbreastTF2008RFW]RFW_]XSa 236

400 listinctFgenomicFaberrationFpatternsFareFfoundFinFfamilialFbreastFcancerFassociatedFwithFdifferentF
immunohistochemicalFsubtypesTF2008RFX_RFYW^]S_] 68

399 oenomicFprofilingFidentifiesF}q}nWFasFaFlineageSspecificFoncogeneFamplifiedFinFlungFcancerTF2008RFX_RFY^Y]S[V 168

398 m{zWFgeneFamplificationFinFbreastFcancerbFaFcommonFphenomenongTF2008RF[VRF8V_S8cFauthorFreplyF8WVSX 46

397 jasalFandFtripleSnegativeFbreastFcancersbFimpactFonFclinicalFdecisionSmakingFandFnovelFtherapeuticF
optionsTF2008RF8F{upplF[RF{W_WS8 13

396 irrayFcomparativeFgenomicFhybridizationFcopyFnumberFprofilingbFaFnewFtoolFforFtranslationalF
researchFinFsolidFmalignanciesTF2008RFW8RFa8SWV[ 40

395 kiusWlFamplificationFimplicatedFinFepithelialSmesenchymalFtransitionFinFbasalSlikeFbreastFcancerTF
2008RFXRFYX_SYa 45

394 komparisonFofFtheFigilentRFzwuiUvimbleoenFandFqlluminaFplatformsFforFclassificationFofFcopyF
numberFalterationsFinFhumanFbreastFtumorsTF2008RFaRFY_a 49

393 ’nlockingFtheFpowerFofFcrossSspeciesFgenomicFanalysesbFidentificationFofFevolutionarilyFconservedF
breastFcancerFnetworksFandFvalidationFofFpreclinicalFmodelsTF2008RFWVRFXWY 19

Citation Report

4



392 [irraySkopFforFroutineFdiagnosisFofFcrypticFchromosomalFimbalances]TF2008RF]^RFY^8S_[ 3

391 éhatFisFtripleSnegativeFbreastFcancergTF2008RF[[RFX_aaS8V] 230

390 jasalSlikeFbreastFcancerbFaFcriticalFreviewTF2008RFX^RFX]^8S8W 657

389 }ripleSnegativeFbreastFcancerbFriskFfactorsFtoFpotentialFtargetsTF2008RFW[RF8VWVS8 336

388 inFintegrativeFhypothesisFaboutFtheForiginFandFdevelopmentFofFsporadicFandFfamilialFbreastFcancerF
subtypesTF2008RFXaRFW[_]S8X 43

387 jreastFkancerTF2008RF 3

386 }heFpolarityFproteinFxar^FinducesFcellFproliferationFandFisFoverexpressedFinFbreastFcancerTF2008RF^8RF8XVWSa 110

385 komparativeFgenomicFhybridisationFarraysbFhighSthroughputFtoolsFtoFdetermineFtargetedFtherapyFinF
breastFcancerTF2008RF_]RF^YS_[ 15

384 qdentificationFofFcancerFgenesFusingFaFstatisticalFframeworkFforFmultiexperimentFanalysisFofF
nondiscretizedFarrayFkopFdataTF2008RFY^RFeWY 59

383 oenomicFprofilingFidentifiesFoi}i^FasFaFcandidateFoncogeneFamplifiedFinFpancreatobiliaryFcancerTF
2008RF[RFeWVVVV8W 82

382 qmpactFofFbasalSlikeFbreastFcarcinomaFdeterminationFforFaFmoreFspecificFtherapyTF2008RF_]RFa]SWVY 25

381 kontributionsFofFuicroarrayFinalysisFtoF{oftF}issueF}umorFliagnosisTF2008RFWYRF_8S8[ 1

380 }ripleFnegativeFbreastFcancerbFcurrentFunderstandingFofFbiologyFandFtreatmentFoptionsTF2008RFXVRF[VS^ 50

379 jibliographyTFkurrentFworldFliteratureTFmndocrineFtumorsFandFcancerFbiologyTF2008RFXVRFWXXS[Y

378 TF2009RF 2

377 }ilingFpathFgenomicFprofilingFofFgradeFYFinvasiveFductalFbreastFcancersTF2009RFW]RFX_WWSXX 138

376 uolecularFcharacterizationFofFbreastFcancerFwithFhighSresolutionFoligonucleotideFcomparativeF
genomicFhybridizationFarrayTF2009RFW]RF[[WS]W 265

375 }heFmultifacetedFroleFofFu}lpUimoSWFinFcancerFprogressionTF2009RFW]RF]^W]SXV 215

(2009-2008)

5



374 iFsystemsFapproachFtoFanalysisFofFmolecularFcomplexityFinFbreastFcancerTF2009RFW]RF[W_Sa 15

373 oenomicsFandFxharmacogenomicsFinFinticancerFlrugFlevelopmentFandFklinicalFzesponseTF2009RF 2

372 oenomicFcharacterizationFofFesophagealFsquamousFcellFcarcinomaFfromFaFhighSriskFpopulationFinF
khinaTF2009RF^aRF]aV8SW_ 46

371 uolecularFevidenceFforFprogressionFofFmicroglandularFadenosisFNuoiOFtoFinvasiveFcarcinomaTF2009RF
YYRF[a^S]V[ 66

370 xleomorphicFlobularFcarcinomaFofFtheFbreastbFmolecularFpathologyFandFclinicalFimpactTF2009RF]RFXYYS[Y 41

369 qntroducingFmolecularFsubtypingFofFbreastFcancerFintoFtheFclinicgTF2009RFX_RFWW]YS[ 39

368 {ignificantlyFhigherFlevelsFofFvascularFendothelialFgrowthFfactorFNVmonOFandFshorterFsurvivalFtimesF
forFpatientsFwithFprimaryFoperableFtripleSnegativeFbreastFcancerTF2009RFXVRFW^YaS[^ 216

367 pighFfrequencyFofF}x]YFmutationFinFjzkiWFandFsporadicFbasalSlikeFcarcinomasFbutFnotFinFjzkiWF
luminalFbreastFtumorsTF2009RF^aRF^^YS_W 119

366 uicroalterationsFofFinherentlyFunstableFgenomicFregionsFinFratFmammaryFcarcinomasFasFrevealedFbyF
longFoligonucleotideFarraySbasedFcomparativeFgenomicFhybridizationTF2009RF^aRF]W]aS^_ 12

365 klinicalFapplicationFofFmicroarraySbasedFmolecularFcytogeneticsbFanFemergingFnewFeraFofFgenomicF
medicineTF2009RFW]]RFYWWS_ 27

364 oeneticFcharacterizationFofFbreastFcancerFandFimplicationsFforFclinicalFmanagementTF2009RFWYRF[VaVSWVY 31

363 }herapeuticFoptionsFforFtripleSnegativeFbreastFcancersFwithFdefectiveFhomologousFrecombinationTF
2009RFW_a^RFX^^S8V 22

362 khromosomalFchangesFinFaggressiveFbreastFcancersFwithFbasalSlikeFfeaturesTF2009RFWaYRFXaSY_ 36

361 u}lpFactivationFbyF8qXXFgenomicFgainFpromotesFchemoresistanceFandFmetastasisFofF
poorSprognosisFbreastFcancerTF2009RFW]RFaSXV 329

360 mvidenceFthatFinositolFpolyphosphateF[SphosphataseFtypeFqqFisFaFtumorFsuppressorFthatFinhibitsFxqYsF
signalingTF2009RFW^RFWW]SX] 366

359 }heFgeneFexpressionFsignatureFofFgenomicFinstabilityFinFbreastFcancerFisFanFindependentFpredictorF
ofFclinicalFoutcomeTF2009RFWX[RFW]]XS^[ 82

358 tossFofFW^qFinFhighFgradeFbreastFcancerFisFassociatedFwithFestrogenFreceptorFstatusbFmvidenceFforF
progressionFinFtumorsFwithFaFluminalFphenotypegTFGenessChromosomessandsCancerRF2009RF[8RFY]WS^] 5 74

357 listinctFpatternsFofFlviFcopyFnumberFalterationsFassociateFwithFjzinFmutationsFinFmelanomasF
andFmelanomaSderivedFcellFlinesTFGenessChromosomessandsCancerRF2009RF[8RF[WaSX8 5 21

Citation Report

6



356 mxpressionFprofilingFofFfamilialFbreastFcancersFdemonstratesFhigherFexpressionFofFnonzXFinF
jzkiXSassociatedFtumorsTF2009RFWW_RFW8YSaW 43

355 xredictionFofFjzkiWSassociationFinFhereditaryFnonSjzkiWUXFbreastFcarcinomasFwithFarraySkopTF
2009RFWW^RF[_aS8a 112

354 iFhighSresolutionFintegratedFanalysisFofFgeneticFandFexpressionFprofilesFofFbreastFcancerFcellFlinesTF
2009RFWW8RF[8WSa8 55

353 xathoSbiologicalFaspectsFofFbasalSlikeFbreastFcancerTF2009RFWWYRF[WWSXX 61

352 {ystemsFbiologyFofFbreastFcancerTF2009RFWRFXY8SX[] 2

351 uixedFmicropapillarySductalFcarcinomasFofFtheFbreastbFaFgenomicFandFimmunohistochemicalFanalysisF
ofFmorphologicallyFdistinctFcomponentsTF2009RFXW8RFYVWSW] 65

350 komplexFlandscapesFofFsomaticFrearrangementFinFhumanFbreastFcancerFgenomesTF2009RF[^XRFWVV]SWV 684

349 oeneSexpressionFsignaturesFinFbreastFcancerTF2009RFY^VRF_aVS8VV 1095

348 }heFroleFofFmolecularFanalysisFinFbreastFcancerTF2009RF[WRF__S88 41

347 qntegrativeFgenomicFapproachesFtoFunderstandingFcancerTF2009RFW_aVRF[_8S8[ 6

346 uolecularFprofilingFandFcharacterizationFofFluminalSlikeFandFbasalSlikeFinFvivoFbreastFcancerF
xenograftFmodelsTF2009RFYRF[^aS8X 84

345 komprehensiveFcharacterizationFofFtheFlviFamplificationFatFWYqY[FinFhumanFbreastFcancerFrevealsF
}nlxWFandFk’t[iFasFlikelyFcandidateFtargetFgenesTF2009RFWWRFz8^ 68

344 oenomicFprofilingFofFbreastFtumoursFinFrelationFtoFjzkiFabnormalitiesFandFphenotypesTF2009RFWWRFz[_ 106

343 iFdecadeFofFcancerFgeneFprofilingbFfromFmolecularFportraitsFtoFmolecularFfunctionTF2010RF]_^RF^WS8_ 9

342 }ripleSnegativeFbreastFcancerSScurrentFstatusFandFfutureFdirectionsTF2009RFXVRFWaWYSX_ 416

341 uolecularFmarkersFofFbreastFaxillaryFlymphFnodeFmetastasisTF2009RFaRF[[WS][ 15

340 qnFvitroFandFinFvivoFanalysisFofFjSuybFinFbasalSlikeFbreastFcancerTF2009RFX8RF_[XS]W 74

339 jreastFcancerFandFaneusomyFW_bFimplicationsFforFcarcinogenesisFandFtherapeuticFresponseTF2009RF
WVRFX^_S__ 78

(2009-2009)

7



338 klinicalFrelevanceFofFtheFtripleSnegativeFbreastFcancerFconceptbFgeneticFbasisFandFclinicalFutilityFofF
theFconceptTF2009RF[]F{upplFWRFWWSX^ 50

337 }ripleFnegativeFbreastFcancersbFclinicalFandFprognosticFimplicationsTF2009RF[]F{upplFWRFX_S[V 173

336 oenomicFprofilingFofFprostateFcancersFfromFifricanFimericanFmenTF2009RFWWRFYV]SWX 32

335 oeneticFalterationsFandFoncogenicFpathwaysFassociatedFwithFbreastFcancerFsubtypesTF2009RF_RF]WWSXX 171

334 uicroarraySjasedFkomparativeFoenomicFpybridizationTFWY]SW^W

333 éhatFisFtheFdifferenceFbetweenFtripleSnegativeFandFbasalFbreastFcancersgTF2010RFW^RFWXS^ 30

332 zegularizedFmultivariateFregressionFforFidentifyingFmasterFpredictorsFwithFapplicationFtoF
integrativeFgenomicsFstudyFofFbreastFcancerTF2010RF[RF 159

331 xrofilingFtheFcancerFgenomeTF2010RFWWRFWYYS]a 36

330 klinicopathologicalFfeaturesFandFtreatmentFstrategyFforFtripleSnegativeFbreastFcancerTF2010RFW]RFY[WS]W 36

329 inFintegrativeFgenomicFandFtranscriptomicFanalysisFrevealsFmolecularFpathwaysFandFnetworksF
regulatedFbyFcopyFnumberFaberrationsFinFbasalSlikeRFpmzXFandFluminalFcancersTF2010RFWXWRF]_]S8a 132

328 {ubtypesFofFfamilialFbreastFtumoursFrevealedFbyFexpressionFandFcopyFnumberFprofilingTF2010RFWXYRF^^WS__ 81

327 mfficacyFofFixabepiloneFinFmzUxzUpmzXSnegativeFNtripleSnegativeOFbreastFcancerTF2010RFWXWRFX^WS_W 67

326 zegulatoryF}FcellsFandFbreastFcancerbFimplicationsFforFimmunopathogenesisTF2010RFXaRF]^aS_a 90

325
jreastFcancerFcellFlinesFcarryFcellFlineSspecificFgenomicFalterationsFthatFareFdistinctFfromFaberrationsF
inFbreastFcancerFtissuesbFcomparisonFofFtheFkopFprofilesFbetweenFcancerFcellFlinesFandFprimaryF
cancerFtissuesTF2010RFWVRFW]

28

324 qmprovedFprognosticFclassificationFofFbreastFcancerFdefinedFbyFantagonisticFactivationFpatternsFofF
immuneFresponseFpathwayFmodulesTF2010RFWVRF^V[ 104

323 jzkiWSmutatedFandFbasalSlikeFbreastFcancersFhaveFsimilarFakopFprofilesFandFaFhighFincidenceFofF
proteinFtruncatingF}x]YFmutationsTF2010RFWVRF^][ 46

322 oenomicFdistanceFentrainedFclusteringFandFregressionFmodellingFhighlightsFinteractingFgenomicF
regionsFcontributingFtoFproliferationFinFbreastFcancerTF2010RF[RFWX_ 9

321 xrognosticFandFpredictiveFvalueFofFW^pWXTWFandFW^qXXTWFcopyFnumberFchangesFinFhumanFbreastF
cancerTF2010RFWa8RF]XS^W 13

Citation Report

8



320 pighSresolutionFgenomicFprofilingFtoFpredictFWVSyearFoverallFsurvivalFinFnodeSnegativeFbreastF
cancerTF2010RFWa8RF_aS8a 9

319 oenomicFprofileFofFendometrialFtumorsFdependsFonFmorphologicalFsubtypeRFnotFonFtamoxifenF
exposureTFGenessChromosomessandsCancerRF2010RF[aRF^aaS_WV 5 15

318 iFprognosticFlviFsignatureFforF}W}XFnodeSnegativeFbreastFcancerFpatientsTFGenessChromosomess
andsCancerRF2010RF[aRFWWX]SY[ 5 49

317 iberrantFexpressionFofFtuw[FinducesFcentrosomeFamplificationFandFmitoticFspindleFabnormalitiesF
inFbreastFcancerFcellsTF2010RFXXXRFX_WS8W 17

316 jreastFcancerFprecursorsFrevisitedbFmolecularFfeaturesFandFprogressionFpathwaysTF2010RF]_RFW_WSaX 232

315 oenomicFandFfunctionalFanalysisFidentifiesFkzstFasFanFoncogeneFamplifiedFinFlungFcancerTF2010RFXaRFW[XWSYV 58

314 xhosphoinositideFsignallingFinFcancerbFbeyondFxqYsFandFx}mvTF2010RFWVRFY[XS]X 316

313 lviFrepairFproteinFbiomarkersFassociatedFwithFtimeFtoFrecurrenceFinFtripleSnegativeFbreastFcancerTF
2010RFW^RF]_a^S8V[ 26

312 qnferringFtumorFprogressionFfromFgenomicFheterogeneityTF2010RFXVRF^8S8V 371

311 ilteredSfunctionFp]YFmissenseFmutationsFidentifiedFinFbreastFcancersFcanFhaveFsubtleFeffectsFonF
transactivationTF2010RF8RF_VWSW^ 44

310 oenomicFanalysesFasFaFguideFtoFtargetFidentificationFandFpreclinicalFtestingFofFmouseFmodelsFofF
breastFcancerTF2010RFY8RF88Sa] 13

309 iFrandomFcoefficientsFmodelFforFregionalFcoSexpressionFassociatedFwithFlviFcopyFnumberTF2010RFaRFirticleX] 7

308 qntegrationFofFlviFcopyFnumberFalterationsFandFprognosticFgeneFexpressionFsignaturesFinFbreastF
cancerFpatientsTF2010RFW^RF^]WS^Y 52

307 illeleSspecificFcopyFnumberFanalysisFofFtumorsTF2010RFWV_RFW^aWVS] 699

306 }argetedFchemotherapygFxlatinumFinFjzkiWSdysfunctionalFbreastFcancerTF2010RFX8RFY^WSY 33

305 qdentifyingFfunctionalFmizviSmzviFregulatoryFmodulesFwithFcorrespondenceFlatentFdirichletF
allocationTF2010RFX^RFYWV]SWW 76

304 oenomicFarchitectureFcharacterizesFtumorFprogressionFpathsFandFfateFinFbreastFcancerFpatientsTF
2010RFXRFY8ra[_ 122

303 [qdentificationFofFbasalSlikeFcarcinomasFinFclinicalFpracticebFHtripleFzeroUjzkiWSlikeHFcarcinomas]TF
2010RFa_RFY]_S^Y 6

(2010-2010)

9



302 uicroarraySjasedFoeneFmxpressionFxrofilingFforFuolecularFklassificationFofFjreastFkancerFandF
qdentificationFofFvewF}argetsFforF}herapyTF2010RF[WRFY^[SY_X 23

301 lviFamplificationsFinFbreastFcancerbFgenotypicSphenotypicFcorrelationsTF2010RF^RFa^_S8[ 18

300 juildingFnetworksFwithFmicroarrayFdataTF2010RF^XVRFYW]S[Y 5

299 pighSresolutionFgenomicFandFexpressionFanalysesFofFcopyFnumberFalterationsFinFpmzXSamplifiedF
breastFcancerTF2010RFWXRFzX] 103

298 }umorsFofFtheFjreastTF2010RF[aYS]W^

297 oenomicFinstabilityFinFbreastFcancerbFpathogenesisFandFclinicalFimplicationsTF2010RF[RFX]]S^^ 91

296 }ripleSnegativeFbreastFcancerbFpresentFchallengesFandFnewFperspectivesTF2010RF[RFXVaSXa 212

295 }racingFtheFtumorFlineageTF2010RF[RFX^_S8Y 96

294 lviFmethylationFprofilingFinFdoxorubicinFtreatedFprimaryFlocallyFadvancedFbreastFtumoursF
identifiesFnovelFgenesFassociatedFwithFsurvivalFandFtreatmentFresponseTF2010RFaRF^8 109

293 }hroughFaFglassFdarklybFadvancesFinFunderstandingFbreastFcancerFbiologyRFXVVVSXVWVTF2010RFWVRFW88Sa] 32

292 nutureFofFpersonalizedFmedicineFinFoncologybFaFsystemsFbiologyFapproachTF2010RFX8RFX___S8Y 195

291 jreastFcancerFgenomesSSformFandFfunctionTF2010RFXVRF[SW[ 43

290 jreastFkancerFjiologyFandFklinicalFkharacteristicsTF2010RFXWS[^ 9

289 nrequentFaberrantFlviFmethylationFofFijkjWRFnwùkWRFxxxXzXjFandFx}mvFinFductalFcarcinomaFinF
situFandFearlyFinvasiveFbreastFcancerTF2010RFWXRFzY 113

288 {yntheticFlethalFapproachesFtoFbreastFcancerFtherapyTF2010RF_RF_W8SX[ 75

287 zviFinterferenceFNzviiOFscreeningFapproachFidentifiesFagentsFthatFenhanceFpaclitaxelFactivityFinF
breastFcancerFcellsTF2010RFWXRFz[W 58

286 oenomicFsubtypesFofFbreastFcancerFidentifiedFbyFarrayScomparativeFgenomicFhybridizationFdisplayF
distinctFmolecularFandFclinicalFcharacteristicsTF2010RFWXRFz[X 141

285 iFpathwaySbasedFclassificationFofFhumanFbreastFcancerTF2010RFWV_RF^aa[Sa 258

Citation Report

10



284 iFmethodFforFfindingFnovelFassociationsFbetweenFgenomeSwideFcopyFnumberFandFdnaFmethylationF
patternsTF2011RF

283 jasalSlikeFandFtripleSnegativeFbreastFcancersbFaFcriticalFreviewFwithFanFemphasisFonFtheFimplicationsF
forFpathologistsFandFoncologistsTF2011RFX[RFW]_S^_ 447

282 lviFmethylationFpatternsFinFluminalFbreastFcancersFdifferFfromFnonSluminalFsubtypesFandFcanF
identifyFrelapseFriskFindependentFofFotherFclinicalFvariablesTF2011RF]RF__SaX 97

281 qmplicationsFofFgenomicFinstabilityFinFtheFdiagnosisFandFtreatmentFofFbreastFcancerTF2011RFWWRF[[]S]Y 26

280 zeversalFofFendocrineFresistanceFinFbreastFcancerbFinterrelationshipsFamongFW[SYSY˛¶RFnwùuWRFandFaF
geneFsignatureFassociatedFwithFmitosisTF2011RFWYRFz_V 64

279 oenomicFandFphenotypicFanalysisFofFjzkiXFmutatedFbreastFcancersFrevealsFcoSoccurringFchangesF
linkedFtoFprogressionTF2011RFWYRFza] 19

278 tandscapeFofFsomaticFallelicFimbalancesFandFcopyFnumberFalterationsFinFpmzXSamplifiedFbreastF
cancerTF2011RFWYRFzWXa 19

277 irraySbasedFkomparativeFoenomicFpybridizationFandFqtsFipplicationFtoFkancerFoenomesFandF
pumanFoeneticsTF2011RFWVRF__ 2

276 W_pWXFdeletionFinFbreastFcancerFpredictsFresistanceFtoFneoadjuvantFchemotherapyTF2011RFXRF_aaS8V[ 3

275 }heFexpressionFofFmzkkWRFzzuWRFandFjzkiWFinFbreastFcancerFaccordingFtoFtheF
immunohistochemicalFphenotypesTF2011RFX^RFY]XSa 26

274 uolecularFprofilingFofFtripleFnegativeFbreastFcancerTF2010RFYXRF_YS8[ 19

273 {electiveFgenomicFcopyFnumberFimbalancesFandFprobabilityFofFrecurrenceFinFearlySstageFbreastF
cancerTFPLoSsONERF2011RF^RFeXY][Y 3.7 36

272 mpidermalFgrowthFfactorFreceptorFgeneFamplificationFandFproteinFoverexpressionFinFbasalSlikeF
carcinomaFofFtheFbreastTF2011RF]aRFX^[S_Y 14

271 iFnewFtreasureFinFtheFbreastFcancerFgeneFhuntTF2011RFW_RF[XXSY 14

270 istrocyteFelevatedFgeneSWFNimoSWObFiFmultifunctionalFregulatorFofFnormalFandFabnormalFphysiologyTF
2011RFWYVRFWS8 91

269 illeleSspecificFdisparityFinFbreastFcancerTF2011RF[RF8] 1

268 uetastaticFtripleSnegativeFbreastFcancerTF2011RFXYRF]8_S^VV 81

267 xatternsFandFincidenceFofFchromosomalFinstabilityFandFtheirFprognosticFrelevanceFinFbreastFcancerF
subtypesTF2011RFWX8RFXYSYV 67

(2011-2011)

11



266 pighSresolutionFanalysesFofFgeneFcopyFnumberFrevealFnewFinsightsFintoFtheFprognosisFandF
progressionFofFbreastFcancersTF2011RFWX8RF[WSY

265 oenomeSwideFcopyFnumberFalterationsFinFsubtypesFofFinvasiveFbreastFcancersFinFyoungFwhiteFandF
ifricanFimericanFwomenTF2011RFWX_RFXa_SYV8 37

264 qdentificationFofFmetastasisSassociatedFbreastFcancerFgenesFusingFaFhighSresolutionFwholeFgenomeF
profilingFapproachTF2011RFWY_RF_a]S8Va 22

263 towSgradeFandFhighSgradeFinvasiveFductalFcarcinomasFofFtheFbreastFfollowFdivergentFroutesFofF
progressionTF2011RF8RFWXYSWX_

262 mxpressionFofFtheFembryonicFstemFcellFmarkerF{wùXFinFearlySstageFbreastFcarcinomaTF2011RFWWRF[X 145

261 }heFbreastFcancerFgenomeSSaFkeyFforFbetterFoncologyTF2011RFWWRF]VW 6

260 nunctionalFproteomicsFcanFdefineFprognosisFandFpredictFpathologicFcompleteFresponseFinFpatientsF
withFbreastFcancerTF2011RF8RFWW 79

259 qnferringFcausalFgenomicFalterationsFinFbreastFcancerFusingFgeneFexpressionFdataTF2011RF]RFWXW 46

258 oenomicFsignatureFofFjzkiWFdeficiencyFinFsporadicFbasalSlikeFbreastFtumorsTFGenessChromosomess
andsCancerRF2011RF]VRF_WS8W 5 47

257 yuantitativeFstructureSactivityFrelationshipsFforFanticancerFactivityFofFXSphenylindolesFusingF
mathematicalFmolecularFdescriptorsTF2011RF_RFa8SWV8 2

256 W8nSfluorodeoxySglucoseFpositronFemissionFtomographyFmarksFuγkSoverexpressingFhumanF
basalSlikeFbreastFcancersTF2011RF_WRF]W^[S_[ 101

255 istrocyteFelevatedFgeneSWFandFbreastFcancerFNzeviewOTF2011RFXRFYaaS[V] 11

254 {yndecanSWFandFsyndecanS[FareFindependentFindicatorsFinFbreastFcarcinomaTF2011RF]aRF^W]SXa 93

253 kopyFnumberFimbalancesFbetweenFscreenSFandFsymptomSdetectedFbreastFcancersFandFimpactFonF
diseaseSfreeFsurvivalTF2011RF[RFW^VaSW^ 15

252 uinireviewbFjasalSlikeFbreastFcancerbFfromFmolecularFprofilesFtoFtargetedFtherapiesTF2011RFX]RFWaaSXWW 118

251 }oFlviForFnotFtoFlvigF}hatFisFtheFquestionRFwhenFitFcomesFtoFmolecularFsubtypingFforFtheFclinicGTF
2011RFW_RF[a]aS^[ 19

250 xlatinumSbasedFchemotherapyFinFmetastaticFtripleSnegativeFbreastFcancerbFtheFqnstitutFkurieF
experienceTF2011RFXXRF8[8S8]^ 69

249 mxploratoryFfactorFanalysisFofFpathwayFcopyFnumberFdataFwithFanFapplicationFtowardsFtheF
integrationFwithFgeneFexpressionFdataTF2011RFW8RF_XaS[W 1

Citation Report

12



248 jasalFphenotypeFbreastFcancerbFimplicationsFforFtreatmentFandFprognosisTF2011RF_RFW8WSXVX 19

247 {ystemsFbiologyFandFgenomicsFofFbreastFcancerTF2011RFYRF 127

246 }heFroleFofFbiomarkersFinFtheFdevelopmentFofFnovelFcancerFtherapiesTF2012RFX_RF8aSaa 1

245 n{zbFfeatureFsetFreductionFforFscalableFandFaccurateFmultiSclassFcancerFsubtypeFclassificationFbasedF
onFcopyFnumberTF2012RFX8RFW]WSa 12

244 uolecularFclassificationFofFestrogenFreceptorSpositiveUluminalFbreastFcancersTF2012RFWaRFYaS]Y 53

243 komparativeFoncogenomicsFidentifiesFbreastFtumorsFenrichedFinFfunctionalFtumorSinitiatingFcellsTF
2012RFWVaRFX__8S8Y 154

242 kancersFduFseinFtriplesFnˆ'gatifsbFrusquâ��oˆ„FdoitSonFallerFdansFleFbilanFhistologiquegTF2012RF]^]S]_V

241 iFnetworkSbasedRFintegrativeFstudyFtoFidentifyFcoreFbiologicalFpathwaysFthatFdriveFbreastFcancerF
clinicalFsubtypesTF2012RFWV^RFWWV_SW^ 35

240 xloidyFandFlargeSscaleFgenomicFinstabilityFconsistentlyFidentifyFbasalSlikeFbreastFcarcinomasFwithF
jzkiWUXFinactivationTF2012RF_XRF][][S^X 340

239 kancerFduFseinTF2012RF

238 uajorFchromosomalFbreakpointFintervalsFinFbreastFcancerFcoSlocalizeFwithFdifferentiallyFmethylatedF
regionsTF2012RFXRFWa_ 26

237 xhosphatasesbFtheFnewFbrakesFforFcancerFdevelopmentgTF2012RFXVWXRF^]a^[a 46

236 }jkzkFVVWbFrandomizedFphaseFqqFstudyFofFcetuximabFinFcombinationFwithFcarboplatinFinFstageFqVF
tripleSnegativeFbreastFcancerTF2012RFYVRFX^W]SXY 359

235 jasalFbreastFcancerbFaFcomplexFandFdeadlyFmolecularFsubtypeTFCurrentsMolecularsMedicineRF2012RFWXRFa^SWWV2.5 139

234 qntegratedFgenomicFanalysisFofFbreastFcancersTF2012RFW]RF_WS[ 2

233 zelevanceFofFx}mvFlossFinFbrainFmetastasisFformationFinFbreastFcancerFpatientsTF2012RFW[RFz[a 64

232 }heFgeneFexpressionFlandscapeFofFbreastFcancerFisFshapedFbyFtumorFproteinFp]YFstatusFandF
epithelialSmesenchymalFtransitionTF2012RFW[RFzWWY 36

231 nonzWFisFamplifiedFduringFtheFprogressionFofFinFsituFtoFinvasiveFbreastFcarcinomaTF2012RFW[RFzWW] 60

(2012-2011)

13



230 oermlineFcopyFnumberFvariantsFareFnotFassociatedFwithFgloballyFacquiredFcopyFnumberFchangesFinF
familialFbreastFtumoursTF2012RFWY[RFWVV]SWW 5

229 oenomeSwideFcopyFnumberFanalysisFinFprimaryFbreastFcancerTF2012RFW^F{upplFWRF{YWS] 19

228 lownSregulationFofFivixkWYFandFkt}ktWbFmarlyFmventsFinFtheFxrogressionFofFxreinvasiveFluctalF
karcinomaFofFtheFjreastTF2012RF]RFWWYSXY 10

227 }heFconsequencesFofFchromosomalFaneuploidyFonFtheFtranscriptomeFofFcancerFcellsTF2012RFW8WaRF_8[SaY 54

226 listinctFpatternsFofFpromoterFkpoFislandFmethylationFofFbreastFcancerFsubtypesFareFassociatedFwithF
stemFcellFphenotypesTF2012RFX]RFW8]Sa^ 44

225 {vxFmicroarrayFanalysesFrevealFcopyFnumberFalterationsFandFprogressiveFgenomeFreorganizationF
duringFtumorFdevelopmentFinF{V}UtFdrivenFmiceFbreastFcancerTF2012RFWXRFY8V 6

224 inFarrayFkopFbasedFgenomicFinstabilityFindexFNoXqOFisFpredictiveFofFclinicalFoutcomeFinFbreastFcancerF
andFrevealsFaFsubsetFofFtumorsFwithoutFlymphFnodeFinvolvementFbutFwithFpoorFprognosisTF2012RF]RF][ 10

223 komprehensiveFmolecularFportraitsFofFhumanFbreastFtumoursTF2012RF[aVRF^WS_V 8025

222
{ingleScellFgeneticFanalysisFofFductalFcarcinomaFinFsituFandFinvasiveFbreastFcancerFrevealsFenormousF
tumorFheterogeneityFyetFconservedFgenomicFimbalancesFandFgainFofFuγkFduringFprogressionTF2012RF
W8WRFW8V_SXX

88

221 uicroarrayFinalysisFqdentifiesFanFmxpressionF{ignatureFforFqnflammatoryFjreastFkancerTF2012RFX[YSX]8

220 veurofibromatosisF}ypeFWTF2012RF 16

219 klinicalFipplicationsFofFuicroarraysFinFkancerTF2012RFYV_SYXX

218 qnflammatoryFjreastFkancerbFinF’pdateTF2012RF

217 klinicalFrelevanceFofFlossFofFWWpW]FinFprimaryFandFmetastaticFbreastFcancerbFassociationFwithFlossFofF
xzskljxFexpressionFinFbrainFmetastasesTFPLoSsONERF2012RF_RFe[_]Y_ 3.7 15

216 uicroSscaleFgenomicFlviFcopyFnumberFaberrationsFasFanotherFmeansFofFmutagenesisFinFbreastF
cancerTFPLoSsONERF2012RF_RFe]W_Wa 3.7 12

215 jreastFandFovarianFcancersbFaFsurveyFandFpossibleFrolesFforFtheFcellFsurfaceFheparanFsulfateF
proteoglycansTF2012RF^VRFaSXW 75

214 jzikkingFnewsFonFtripleSnegativeUbasalSlikeFbreastFcancersbFhowFjzkiWFdeficiencyFmayFresultFinF
theFdevelopmentFofFaFselectiveFtumorFsubtypeTF2012RFYWRFWYWS[X 9

213 pighFincidenceFandFfrequencyFofFtwpFareFassociatedFwithFaggressiveFfeaturesFofFhighSgradeFpmzXF
andFtripleSnegativeFbreastFcancersTF2012RFWaRFW^WSa 8

Citation Report

14



212 mradicationFofFbreastFcancerFcellsFinFpatientsFwithFdistantFmetastasisbFtheFfinishingFtouchesgTF2012RF
WaRFXV^SWW 9

211 }heFliagnosisFofFxleomorphicFtobularFkarcinomaFqnF{ituFéarrantsFkompleteFmxcisionFwithFvegativeF
uarginsTF2012RF[RFa^SWVW 3

210 xredictionFofFjzkiXSassociationFinFhereditaryFbreastFcarcinomasFusingFarraySkopTF2012RFWYXRFY_aS8a 41

209 jasalSlikeFjreastFcancerFlviFcopyFnumberFlossesFidentifyFgenesFinvolvedFinFgenomicFinstabilityRF
responseFtoFtherapyRFandFpatientFsurvivalTF2012RFWYYRF8^]S8V 87

208 uolecularFinsightsFonFbasalSlikeFbreastFcancerTF2012RFWY[RFXWSYV 64

207 iFreviewFofFtheFbiologicalFandFclinicalFcharacteristicsFofFluminalSlikeFoestrogenFreceptorSpositiveF
breastFcancerTF2012RF^VRF8][S^Y 18

206 oenomicFanalysisbFtowardFaFnewFapproachFinFbreastFcancerFmanagementTF2012RF8WRFXV_SXY 20

205
uicroarraySbasedFcopyFnumberFanalysisFofFneurofibromatosisFtypeSWFNvnWOSassociatedFmalignantF
peripheralFnerveFsheathFtumorsFrevealsFaFroleFforFzhoSo}xaseFpathwayFgenesFinFvnWFtumorigenesisTF
2012RFYYRF_^YS_^

40

204 oenomicFinstabilityFinFbreastFandFovarianFcancersbFtranslationFintoFclinicalFpredictiveFbiomarkersTF
2012RF^aRFXXYS[] 51

203 mnhancementFofFchemotherapeuticFefficacyFinFhypermethylatorFbreastFcancerFcellsFthroughF
targetedFandFpharmacologicFinhibitionFofFlvu}YbTF2012RFWYWRFY8]Saa 34

202 lysfunctionalFtelomeresFpromoteFgenomicFinstabilityFandFmetastasisFinFtheFabsenceFofFtelomeraseF
activityFinFoncogeneFinducedFmammaryFcancerTF2013RF]XRFWVYSW_ 8

201 kancerFoenomicsTF2013RF 4

200 iFsurveyFofFimmunohistochemicalFbiomarkersFforFbasalSlikeFbreastFcancerFagainstFaFgeneFexpressionF
profileFgoldFstandardTF2013RFX^RFW[Y8S]V 47

199 uicrozviFkancerFzegulationTF2013RF 17

198 xleiotropicFrolesFofFimoSWUu}lpUtγzqkFinFbreastFcancerTF2013RFWXVRFWWYSY[ 25

197 lrugFresistanceFmediatedFbyFimoSWUu}lpUtγzqkTF2013RFWXVRFWY]S]_ 44

196 }heFcomplexFgeneticFlandscapeFofFfamilialFbreastFcancerTF2013RFWYXRF8[]S^Y 94

195 jreastFkancerFuetastasisFandFlrugFzesistanceTF2013RF 5

(2013-2012)

15



194 liscoveringFfunctionalFmicrozviSmzviFregulatoryFmodulesFinFheterogeneousFdataTF2013RF__[RFX^_SaV 2

193 jreastFkancerFpeterogeneityFinFxrimaryFandFuetastaticFliseaseTF2013RF^]Sa] 1

192 }ripleSnegativeFbreastFcancerFandFtheFneedFforFnewFtherapeuticFtargetsTF2013RFW8YRFWV^[SWV_[ 110

191 p]YFinFtheFklinicsTF2013RF

190 kùktWXRFkùkz[FandFqnv˛‡FgenesFexpressionbFimplicationsFforFproinflammatoryFmicroenvironmentFofF
breastFcancerTF2013RFWYRFXWWSa 19

189 jreastFkancerTF2013RF_V_S_WY

188 kellularFheterogeneityFandFmolecularFevolutionFinFcancerTF2013RF8RFX__SYVX 340

187 jreastFcancerFbiomarkerFmeasurementsFandFstandardsTF2013RF_RFW_SXa 30

186 letailedFgenomeSwideF{vxFanalysisFofFmajorFsalivaryFcarcinomasFlocalizesFsubtypeSspecificF
chromosomeFsitesFandFoncogenesFofFpotentialFclinicalFsignificanceTF2013RFW8XRFXV[8S]_ 21

185 nunctionalFanalysisSmakeForFbreakFforFcancerFpredictabilityTF2013RF_[YS_[[RFWYXSW[W 4

184 vonfamilialFbreastFcancerFsubtypesTF2013RFa_YRFX_aSa] 5

183 lviFcopyFnumberFprofilingFrevealsFextensiveFgenomicFlossFinFhereditaryFjzkiWFandFjzkiXFovarianF
carcinomasTF2013RFWV8RFW_YXS[X 13

182 bcSoenmxuinerFYTVbFnewFminingFmoduleFcomputesFbreastFcancerFgeneFexpressionFcorrelationF
analysesTF2013RFXVWYRFbasV^V 152

181 komparativeFstudyFofFexomeFcopyFnumberFvariationFestimationFtoolsFusingFarrayFcomparativeF
genomicFhybridizationFasFcontrolTF2013RFXVWYRFaW]^Y^ 36

180 }heFgeneFdesertFmammaryFcarcinomaFsusceptibilityFlocusFucsWaFregulatesFvrXfWFmodifyingF
mammaryFepithelialFcellFdifferentiationFandFproliferationTF2013RFaRFeWVVY][a 17

179 jreastFkancerFoenomicsbFnromFxortraitsFtoFtandscapesTF2013RFX]]SXa[

178 }ripleSnegativeFbreastFcancerbFmolecularFcharacterizationFandFtargetedFtherapiesTF2013RFXRF[W_S[YV 1

177 qndividualFandFcombinedFeffectsFofFlviFmethylationFandFcopyFnumberFalterationsFonFmizviF
expressionFinFbreastFtumorsTF2013RFW[RFzWX^ 65

Citation Report

16



176 }heFpotentialFroleFofFnanotechnologyFinFtherapeuticFapproachesFforFtripleFnegativeFbreastFcancerTF
2013RF]RFY]YS_V 24

175 oeneFmxpressionFuetaSinalysisFqdentifiesFkytokineFxathwaysFandF]qFiberrationsFqnvolvedFinF
uetastasisFofFmzjjXFimplifiedFandFjasalFjreastFkancerTF2013RFWXRFXVYSWa 2

174 }ripleFnegativeFbreastFcancersFhaveFaFreducedFexpressionFofFlviFrepairFgenesTFPLoSsONERF2013RF8RFe^^X[Y3.7 27

173 lualScolorFfluorescenceFinFsituFhybridizationFrevealsFanFassociationFofFchromosomeF8qXXFbutFnotF
8pXWFimbalanceFwithFhighFgradeFinvasiveFbreastFcarcinomaTFPLoSsONERF2013RF8RFe_V_aV 3.7 9

172 klassificationsFwithinFmolecularFsubtypesFenablesFidentificationFofFjzkiWUjzkiXFmutationFcarriersF
byFzviFtumorFprofilingTFPLoSsONERF2013RF8RFe^[X^8 3.7 71

171 {erialFkhangesFinFmxpressionFofFxroteinsFinFzesponseFtoFveoadjuvantFkhemotherapyFinFjreastF
kancerTF2013RF 2

170 kandidateFluminalFjFbreastFcancerFgenesFidentifiedFbyFgenomeRFgeneFexpressionFandFlviF
methylationFprofilingTFPLoSsONERF2014RFaRFe8W8[Y 3.7 42

169 qntegratedFanalysisFofFcopyFnumberFvariationFandFgenomeSwideFexpressionFprofilingFinFcolorectalF
cancerFtissuesTFPLoSsONERF2014RFaRFeaX]]Y 3.7 35

168 qntegrationFofFmzviFexpressionFprofileRFcopyFnumberFalterationsRFandFmicrozviFexpressionFlevelsF
inFbreastFcancerFtoFimproveFgradeFdefinitionTFPLoSsONERF2014RFaRFea_^8W 3.7 46

167 zemodelingFofFtheFmethylationFlandscapeFinFbreastFcancerFmetastasisTFPLoSsONERF2014RFaRFeWVY8a^ 3.7 25

166 xrogenetixbFWXFyearsFofFoncogenomicFdataFcurationTF2014RF[XRFlWV]]S^X 28

165 {tandardFofFcareFandFpromisingFnewFagentsFforFtripleFnegativeFmetastaticFbreastFcancerTF2014RF^RFXW8_SXXY 32

164 xroteomicFcharacterizationFofFbreastFcancerFxenograftsFidentifiesFearlyFandFlateF
bevacizumabSinducedFresponsesFandFpredictsFeffectiveFdrugFcombinationsTF2014RFXVRF[V[SWX 27

163 jasalSlikeFbreastFcancerbFupdateFonFclinicopathologicRFimmunohistochemicalRFandFmolecularF
featuresTFArchivessofsPathologysandsLaboratorysMedicineRF2014RFWY8RFY_S[Y 5 34

162 wmicsFipproachesFinFjreastFkancerTF2014RF 8

161 jreastFkancerFoenomicsTF2014RF]YSWVY

160 iFsparseFqsingFmodelFwithFcovariatesTF2014RF_VRFa[YS]Y 27

159
korrelationFbetweenFmzRFxzRFpmzSXRFjclSXRFp]YRFproliferativeFandFapoptoticFindexesFwithFpmzSXFgeneF
amplificationFandF}wxXiFgeneFamplificationFandFdeletionFinFfourFmolecularFsubtypesFofFbreastF
cancerTF2014RFaRFY^_S_a

11

(2014-2013)

17



158 nluorescenceFinFsituFhybridizationFNnq{pObFanFincreasinglyFdemandedFtoolFforFbiomarkerFresearchFandF
personalizedFmedicineTF2014RFXRFY 50

157 issociationFofFnovelFgeneFpolymorphismsFzzuWFS_]^}fkFandFSX^aFkfiFwithFbreastFcancerTF2014RF
X8RFX8_SaY 1

156 tuminalFjFbreastFcancerbFmolecularFcharacterizationRFclinicalFmanagementRFandFfutureFperspectivesTF
2014RFYXRFX_a[S8VY 197

155 vicotinamideFphosphoribosyltransferaseFcanFaffectFmetastaticFactivityFandFcellFadhesiveFfunctionsF
byFregulatingFintegrinsFinFbreastFcancerTF2014RFXYRF_aS8_ 33

154 }heFomicsFofFtripleSnegativeFbreastFcancersTF2014RF^VRFWXXSYY 44

153 xrimaryFrelapseFsiteFpatternFinFwomenFwithFtripleSnegativeFbreastFcancerTF2014RFXWVRF]_WS] 10

152 yuantitativeFmultigeneFnq{pFonFbreastFcarcinomasFidentifiesFderNWcW^ONqWVcpWVOFasFanFearlyFeventFinF
luminalFiFtumorsTFGenessChromosomessandsCancerRF2015RF][RFXY]S[8 5 6

151 inFintegratedFapproachFtoFrevealFmizvisMFimpactsFonFtheFfunctionalFconsequenceFofFcopyFnumberF
alterationsFinFcancerTF2015RF]RFWW]^_ 5

150 illelicFimbalanceFatFtheFpmzXU}wxXiFlocusFinFbreastFcancerTF2015RFWVRF]^ 6

149 oenomicFprofilingFofFkpmsXPWWVVdelkSmutatedFbreastFcarcinomasTF2015RFW]RF8__ 30

148 qntegratingFgeneticsFandFepigeneticsFinFbreastFcancerbFbiologicalFinsightsRFexperimentalRF
computationalFmethodsFandFtherapeuticFpotentialTF2015RFaRF^X 34

147 klinicalF}rialsFofFxrecisionFuedicineFthroughFuolecularFxrofilingbFnocusFonFjreastFkancerTF2015RFeW8YSaV 15

146 oeneticFalterationsFinFglioblastomaFmultiformeTFYXYSY[[

145 qdentificationFofFkopyFvumberFiberrationsFinFjreastFkancerF{ubtypesF’singFxersistenceF}opologyTF
2015RF[RFYYaS^a 12

144
qdentificationFofFvovelFjreastFkancerF{ubtypeS{pecificFjiomarkersFbyFqntegratingFoenomicsF
inalysisFofFlviFkopyFvumberFiberrationsFandFmizviSmzviFlualFmxpressionFxrofilingTF2015RF
XVW]RF_[^a_V

14

143 jreastFcancerTFY[]SY^V 1

142 xersonalizedF}herapiesFforFkancerF}reatmentTF2015RFYW_SY[^

141 mxpressionFofFpolarityFgenesFinFhumanFcancerTF2015RFW[RFW]SX8 15

Citation Report

18



140 uultipleFgenesFidentifiedFasFtargetsFforFXVqWYTWXSWYTYYFgainFcontributingFtoFunfavorableFclinicalF
outcomesFinFpatientsFwithFhepatocellularFcarcinomaTF2015RFaRF[Y8S[^ 17

139 wbesityFandFgenomicsbFroleFofFtechnologyFinFunravelingFtheFcomplexFgeneticFarchitectureFofF
obesityTF2015RFWY[RFY^WS_[ 21

138 iFphaseFqqFtrialFofFbiweeklyFvinorelbineFandFoxaliplatinFinFsecondSForFthirdSlineFmetastaticF
tripleSnegativeFbreastFcancerTF2015RFW^RFXX]SYX 17

137 towSgradeFfibromatosisSlikeFspindleFcellFcarcinomasFofFtheFbreastFareFmolecularlyFexiguousTF2015RF
^8RFY^XS_ 15

136 xroperFgenomicFprofilingFofFNjzkiWSmutatedOFbasalSlikeFbreastFcarcinomasFrequiresFpriorFremovalF
ofFtumorFinfiltratingFlymphocytesTF2015RFaRF8__S88 14

135 qvxx[jFandFzil]VFhaveFanFinteractiveFeffectFonFsurvivalFafterFbreastFcancerTF2015RFW[aRFY^YS_W 8

134 tymphovascularFinvasionFandFhistologicFgradeFareFassociatedFwithFspecificFgenomicFprofilesFinF
invasiveFcarcinomasFofFtheFbreastTF2015RFY^RFW8Y]S[8 19

133
kisplatinFplusFgemcitabineFversusFpaclitaxelFplusFgemcitabineFasFfirstSlineFtherapyFforFmetastaticF
tripleSnegativeFbreastFcancerFNkjk{oVV^ObFaFrandomisedRFopenSlabelRFmulticentreRFphaseFYFtrialTF
2015RFW^RF[Y^S[^

175

132 xrecisionFuolecularFxathologyFofFjreastFkancerTF2015RF 3

131 krossSspeciesFlviFcopyFnumberFanalysesFidentifiesFmultipleFWqXWSqXYFsubtypeSspecificFdriverF
genesFforFbreastFcancerTF2015RFW]XRFY[_S]^ 37

130 uolecularFklassificationFofFjreastFkancerTF2015RFWY_SW]]

129 ipplicationFofFkhromosomalFuicroarrayTF2015RFW8WSXW_

128
kontralateralFbreastFcancerFcanFrepresentFaFmetastaticFspreadFofFtheFfirstFprimaryFtumorbF
determinationFofFclonalFrelationshipFbetweenFcontralateralFbreastFcancersFusingFnextSgenerationF
wholeFgenomeFsequencingTF2015RFW_RFWVX

23

127 kisplatinFandFgemcitabineFasFtheFfirstFlineFtherapyFinFmetastaticFtripleFnegativeFbreastFcancerTF2015RF
WY^RFXV[SWW 48

126 éipWFphosphataseFinFbreastFcancerTF2015RFY[RF[[XaSY8 34

125 vewFgenerationFofFbreastFcancerFclinicalFtrialsFimplementingFmolecularFprofilingTF2016RFWYRFXX^SY] 3

124 katFuammaryF}umorsbFoeneticFuodelsFforFtheFpumanFkounterpartTF2016RFYRF 14

123 khromosomalFbreakpointsFinFbreastFcancerFcoSlocalizeFwithFdifferentiallyFmethylatedFregionsTFX]]SX^8

(-2015)

19



122 {ubtypeSspecificFmicroSzviFexpressionFsignaturesFinFbreastFcancerFprogressionTF2016RFWYaRFWWW_SX8 42

121 wverSexpressionFofFx}mvFonFproliferationFandFapoptosisFinFcanineFmammaryFtumorsFcellsTF2016RFXVRFYX]SYY[ 1

120 lecipheringFandF}argetingFwncogenicFuutationsFandFxathwaysFinFjreastFkancerTF2016RFXWRFWV^YS_8 35

119 nullyFautomaticFclassificationFofFbreastFcancerFmicroarrayFimagesTF2016RFYRFY[8SY]a 3

118 kertifiedFlviFzeferenceFuaterialsFtoFkompareFpmzXFoeneFimplificationFueasurementsF’singF
vextSoenerationF{equencingFuethodsTF2016RFW8RF_]YS_^W 13

117 xquWFkinaseFregulatesFcellFdeathRFtumorFgrowthFandFchemotherapyFresponseFinFtripleSnegativeF
breastFcancerTF2016RFXXRFWYVYSWYWY 127

116 mmergingFzoleFofFoenomicFzearrangementsFinFjreastFkancerbFipplyingFsnowledgeFfromFwtherF
kancersTF2016RF8RFWSW[ 25

115 iFsystematicFcomparisonFofFcopyFnumberFalterationsFinFfourFtypesFofFfemaleFcancerTF2016RFW^RFaWY 7

114 levelopmentFofFvq{}FstandardFreferenceFmaterialFXY_YbFoenomicFlviFstandardsFforFpmzXF
measurementsTF2016RF8RFWS8 14

113 inFintegratedFgenomicsFanalysisFofFepigeneticFsubtypesFinFhumanFbreastFtumorsFlinksFlviF
methylationFpatternsFtoFchromatinFstatesFinFnormalFmammaryFcellsTF2016RFW8RFX_ 51

112 xersonalisedFcancerFcarebFpromisesFandFchallengesFofFtargetedFtherapyTF2016RFWVaRFa8SWV] 12

111 nwùwFfactorsFandFbreastFcancerbFoutfoxingFendocrineFresistanceTF2016RFXYRFzWWYSYV 34

110 leregulatedFitoSXUpmjxXFaxisFaltersFmicrotubuleFdynamicsFandFmitoticFspindleFbehaviorFtoF
stimulateFcancerFdevelopmentTF2017RFXYXRFYV^_SYV_^ 5

109 zecurrentFpatternsFofFlviFcopyFnumberFalterationsFinFtumorsFreflectFmetabolicFselectionF
pressuresTF2017RFWYRFaW[ 44

108 uutationalF{ignaturesFinFjreastFkancerbF}heFxroblemFatFtheFlviFtevelTF2017RFXYRFX^W_SX^Xa 73

107 towFzecombinationFxroficiencyF{coreFNzx{OFxredictsFpeightenedF{ensitivityFtoFlviSlamagingF
khemotherapyFinFjreastFkancerTF2017RFXYRF[[aYS[]VV 12

106 mmployingFimageFprocessingFtechniquesFforFcancerFdetectionFusingFmicroarrayFimagesTF2017RF8WRFWYaSW[_ 14

105 xquWbFaFpromisingFtargetFinFpatientsFwithFtripleSnegativeFbreastFcancerTF2017RFY[RFW[X 20

Citation Report

20



104 kopyFnumberFaberrationsFlandscapeFofFaFbreastFtumorRFconnectionFwithFtheFefficiencyFofF
neoadjuvantFchemotherapyTF2017RF 1

103 qdentificationFofFqnteractingF{tromalFixesFinF}ripleSvegativeFjreastFkancerTF2017RF__RF[^_YS[^8Y 21

102 kancerFoenomicsTF2017RF[YS^Y

101 {parseFmultivariateFfactorFanalysisFregressionFmodelsFandFitsFapplicationsFtoFintegrativeFgenomicsF
analysisTF2017RF[WRF_VS8V 5

100 }argetedFdrugsFandFdiagnosticFassaysbFkompanionsFinFtheFraceFtoFcombatFethnicFdisparityTF2017RFXXRFWaYSXWW 5

99 pomologousFzecombinationFleficiencyFinFjreastFkancerbFiFklinicalFzeviewTTF2017RFWRFWSWY 11

98 iFgenomicFcopyFnumberFsignatureFpredictsFradiationFexposureFinFpostSkhernobylFbreastFcancerTF
2018RFW[YRFW]V]SW]W] 9

97 uicrozviFvetworksFinFjreastFkancerFkellsTF2018RFW_WWRF]]S8W 13

96 qmpactFofFoenomicsFonFxersonalizationFofFjreastFkancerFkareTF2018RFYYWSY_X 1

95 qnferringFlysregulatedFxathwaysFofFlrivingFkancerF{ubtypesF}hroughFuultiSomicsFqntegrationTF
2018RFWVWSWWX

94 lownSregulationFofFviux}FexpressionFbyFmirSXV^FreducesFcellFsurvivalFofFbreastFcancerFcellsTF2018RF
^_YRFW[aSW]8 29

93 komprehensiveFxrofilingFofFoeneFkopyFvumberFilterationsFxredictsFxatientFxrognosisFinFzesectedF
{tagesFqSqqqFtungFidenocarcinomaTF2019RFaRF]]^ 10

92 qntegrativeFxroteoSgenomicFinalysisFtoFkonstructFkviSproteinFzegulatoryFuapFinFjreastFandF
wvarianF}umorsTF2019RFW8RF{^^S{8W 2

91 }heFphosphataseFxxuWiFinhibitsFtripleFnegativeFbreastFcancerFgrowthFbyFblockingFcellFcycleF
progressionTF2019RF]RFXX 13

90 {ingleSkellFinalysisFofFkirculatingF}umorFkellsbFéhyFpeterogeneityFuattersTF2019RFWWRF 34

89 jreastFkancerFuetastasisFandFlrugFzesistanceTF2019RF 13

88 jreastFkancerFpeterogeneityFinFxrimaryFandFuetastaticFliseaseTF2019RFWW]XRF_]SWV[ 13

87 uetadherinFenhancesFvulnerabilityFofFcancerFcellsFtoFferroptosisTF2019RFWVRF^8X 18

(2019-2017)

21



86 qnsightsFintoFqmpactFofFlviFkopyFvumberFilterationFandFuethylationFonFtheFxroteogenomicF
tandscapeFofFpumanFwvarianFkancerFviaFaFuultiSomicsFqntegrativeFinalysisTF2019RFW8RF{]XS{^] 15

85 issociationFinalysisFofFleepFoenomicFneaturesFmxtractedFbyFlenoisingFiutoencodersFinFjreastF
kancerTF2019RFWWRF 11

84 xizxFqnhibitorsFasFaF}herapeuticFigentFforFpomologousFzecombinationFleficiencyFinFjreastF
kancersTF2019RF8RF 65

83 uultiSomicsFinalysisFofFxrimaryFkellFkultureFuodelsFzevealsFoeneticFandFmpigeneticFjasisFofF
qntratumoralFxhenotypicFliversityTF2019RFW_RF]_^S]8a 6

82 i}uSdependentFactivationFofF{quXsFregulatesFhomologousFrecombinationFandF
epithelialSmesenchymalFtransitionTF2019RFY8RFX^WWSX^X^ 10

81 stxSxqbFaFnewFprognosticFindexFforFluminalFjFpmzSXSnegativeFbreastFcancerTF2019RFYXRFW_XSW8[ 2

80 }heFmxpressionFinalysisFofFqntestinalFkancerF{temFkellFuarkerFtgr]FinFkolorectalFkancerFxatientsF
andFtheFkorrelationFwithFpistopathologicalFuarkersTF2020RF]WRF]aWS]aa 3

79 uatchuixezbFaFcrossSplatformFnormalizationFmethodFforFgeneFexpressionFdataFintegrationTF2020RF
Y^RFX[8^SX[aW 3

78 qnFsilicoFpathwayFanalysisFbasedFonFchromosomalFinstabilityFinFbreastFcancerFpatientsTF2020RFWYRFW^8 1

77 oenomicF{ignaturesFinFtuminalFjreastFkancerTF2020RFW]RFY]]SY^] 5

76 kyclinFmFexpressionFisFassociatedFwithFhighFlevelsFofFreplicationFstressFinFtripleSnegativeFbreastF
cancerTF2020RF^RF[V 5

75 psaSmizSW]]S]pF’pSzegulationFinFjreastFkancerFandFqtsFzelevanceFforF}reatmentFéithF
xoly[ilxSzibose]FxolymeraseFWFNxizxSWOFqnhibitorsTF2020RFWVRFW[W] 8

74 pighFtevelsFofFkhromosomalFkopyFvumberFilterationsFandF}x]YFuutationsFkorrelateFwithFxoorF
wutcomeFinFγoungerFjreastFkancerFxatientsTF2020RFWaVRFW^[YSW^]^ 4

73 uagnetoSuediatedFmlectrochemicalF{ensorFforF{imultaneousFinalysisFofFjreastFkancerFmxosomalF
xroteinsTF2020RFaXRF][V[S][WV 45

72 kontrastingFlkq{FandFinvasiveFbreastFcancerFbyFsubtypeFsuggestsFbasalSlikeFlkq{FasFdistinctFlesionsTF
2020RF^RFX^ 6

71 inalysisFofFkopySvumberFVariationsFandFnelineFuammaryFkarcinomaF{urvivalTF2020RFWVRFWVVY 3

70 zeciprocalFexpressionFofFinnexinFi^FandFzasoznXFdiscriminatesFrapidlyFgrowingFfromFinvasiveF
tripleFnegativeFbreastFcancerFsubsetsTFPLoSsONERF2020RFW]RFeVXYW_WW 3.7 5

69 xharmacogeneticsFofFjreastFkancerTF2020RF

Citation Report

22



68 }umorF{uppressorFmffectFofFzju{YFinFjreastFkancerTF2021RFXVRFW]YYVYY8XWWVV[aXW 1

67 inFmzviFexpressionSbasedFsignatureFforFoncogeneSinducedFreplicationSstressTF

66 leexavbFdeepFpatientFgraphFconvolutionalFnetworkFintegratingFclinicoSgenomicFevidenceFtoFstratifyF
lungFcancersFforFimmunotherapyTF2021RF[RFW[ 9

65 khaperoninSkontainingF}kxWFkomplexFNkk}OFxromotesFjreastFkancerForowthF}hroughFkorrelationsF
éithFseyFkellFkycleFzegulatorsTF2021RFWWRF^^Y8__ 4

64 mnhancedF}hermogenesisFinF}ripleSvegativeFjreastFkancerFqsFissociatedFwithFxroS}umorFqmmuneF
uicroenvironmentTF2021RFWYRF 7

63 {temFcellFtherapybFiFparadigmFshiftFinFbreastFcancerFtreatmentTF2021RFWYRF8[WS8^V 1

62 }umorFelastographyFandFitsFassociationFwithFcellSfreeFtumorFlviFinFtheFplasmaFofFbreastFtumorF
patientsbFaFpilotFstudyTF2021RFWWRFY]W8SY]Y[ 0

61 qdentificationFofFputativeFactionableFalterationsFinFclinicallyFrelevantFgenesFinFbreastFcancerTF2021RF
WX]RFWX_VSWX8[

60 {omaticFilterationsFandFqmplicationsFinFjreastFkancerTF2009RFW8YSXWY 1

59 issessingF}x]YF{tatusFinFpumanF}umorsbFtessonsFfromFjreastFkancerTF2013RFW[_SW^] 1

58 jiologyFandF}reatmentFofFjasalStikeFjreastFkancerTF2013RFaWSWVa 2

57 oeneticFilterationsFinFvormalFandFualignantFjreastF}issueTF2010RF]YS^^ 1

56 kanineFandFnelineF{pontaneousFuammaryF}umoursFasFuodelsFofFpumanFjreastFkancerTF2020RFW_YSXV_ 2

55 xathologyFofFjzkiF}umorsTF2017RF8aSWW_ 1

54 {ystemsFjiologyFandFqntegrativeFwmicsFinFjreastFkancerTF2014RFYYYSY]X 2

53 }heFuolecularFmvolutionFofFjreastFkancerFxrecursorsFandFziskFqndicatorsTF2011RF8aSWW_ 3

52 uolecularFwncologyFofFjreastFkancerTF2009RF]VWS]YW 1

51 }ripleSvegativeFandFjasalSlikeFkarcinomaTF2012RF[[^S[_8 1

(2012-2021)

23



50 jreastFkancerTF2011RFY]XSY]a 1

49 zkxFisFaFhumanFbreastFcancerSpromotingFgeneFwithFzasSactivatingFfunctionTF2009RFWWaRFXW_WS8Y 89

48 jreastFcancerFSFoneFtermRFmanyFentitiesgTF2011RFWXWRFY_8aSa^ 152

47 inFadaptableFgeneralizationFofFpotellingâ��sFJ}^{X}JFtestFinFhighFdimensionTF2020RF[8RF 6

46 uetaSanalysisFandFgeneFsetFenrichmentFrelativeFtoFerFstatusFrevealFelevatedFactivityFofFuγkFandFmXnF
inFtheFHbasalHFbreastFcancerFsubgroupTFPLoSsONERF2009RF[RFe[_WV 3.7 74

45 uolecularFprofilingFofFbreastFcancerFcellFlinesFdefinesFrelevantFtumorFmodelsFandFprovidesFaF
resourceFforFcancerFgeneFdiscoveryTFPLoSsONERF2009RF[RFe^W[^ 3.7 537

44 8pXXFu}’{WFgeneFproductFi}qxYFisFaFnovelFantiSmitoticFproteinFunderexpressedFinFinvasiveFbreastF
carcinomaFofFpoorFprognosisTFPLoSsONERF2009RF[RFe_XYa 3.7 64

43 pighSresolutionFcomparativeFgenomicFhybridizationFofFinflammatoryFbreastFcancerFandF
identificationFofFcandidateFgenesTFPLoSsONERF2011RF^RFeW^a]V 3.7 50

42 arrayuapbFaFreferenceFresourceFforFgenomicFcopyFnumberFimbalancesFinFhumanFmalignanciesTFPLoSs
ONERF2012RF_RFeY^a[[ 3.7 27

41 mxpressionFandFfunctionFofFtheFproteinFtyrosineFphosphataseFreceptorFrFNx}xzrOFinFnormalF
mammaryFepithelialFcellsFandFbreastFtumorsTFPLoSsONERF2012RF_RFe[V_[X 3.7 14

40 qdentifyingFinStransFprocessFassociatedFgenesFinFbreastFcancerFbyFintegratedFanalysisFofFcopyF
numberFandFexpressionFdataTFPLoSsONERF2013RF8RFe]YVW[ 3.7 41

39 koncurrentFgeneFsignaturesFforFhanFchineseFbreastFcancersTFPLoSsONERF2013RF8RFe_^[XW 3.7 40

38
tongFnonScodingFzvisFdifferentiallyFexpressedFbetweenFnormalFversusFprimaryFbreastFtumorF
tissuesFdiscloseFconverseFchangesFtoFbreastFcancerSrelatedFproteinScodingFgenesTFPLoSsONERF2014RF
aRFeWV^V_^

3.7 29

37 kanineFuammaryF}umoursFireFiffectedFbyFnrequentFkopyFvumberFiberrationsRFincludingF
implificationFofFuγkFandFtossFofFx}mvTFPLoSsONERF2015RFWVRFeVWX^Y_W 3.7 18

36 mxtensiveF}ranscriptomicFandFoenomicFinalysisFxrovidesFvewFqnsightsFaboutFtuminalFjreastF
kancersTFPLoSsONERF2016RFWWRFeVW]8X]a 3.7 12

35 qntegratedFlandscapeFofFcopyFnumberFvariationFandFzviFexpressionFassociatedFwithFnodalF
metastasisFinFinvasiveFductalFbreastFcarcinomaTFOncotargetRF2018RFaRFY^8Y^SY^8[8 3.3 7

34 khemotherapyFofFmetastaticFtripleFnegativeFbreastFcancerbFmxperienceFofFusingFplatinumSbasedF
chemotherapyTFOncotargetRF2015RF^RF[YWY]S[Y 3.3 25

33 zemarkableFsimilaritiesFofFchromosomalFrearrangementsFbetweenFprimaryFhumanFbreastFcancersF
andFmatchedFdistantFmetastasesFasFrevealedFbyFwholeSgenomeFsequencingTFOncotargetRF2015RF^RFY_W^aS8[3.3 19

Citation Report

24



32 jreastFkancerF}argetedF}reatmentF{trategiesbFxromisingFvanocarrierFipproachesTFAnti-Cancers
AgentssinsMedicinalsChemistryRF2020RFXVRFWYVVSWYWV 2.2 2

31 jasalSlikeFbreastFcarcinomabFfromFexpressionFprofilingFtoFroutineFpracticeTFArchivessofsPathologysands
LaboratorysMedicineRF2009RFWYYRF8^VS8 5 58

30 ’seFofF{ingleSvucleotideFxolymorphismFirrayFforF}umorFiberrationsFinFoeneFkopyFvumbersTF2008RF_]S88

29 kancerFoenesRFoenomesRFandFtheFmnvironmentTF2009RF8V8S8W_

28 tearningFvetworkFfromFpighSlimensionalFirrayFlataTFComputationalsBiologyRF2010RFWYYSW]^ 0.7

27 ibstractFxtWSWbFoenomicFarchitectureFcharacterizesFtumorFprogressionFpathsFandFfateFinFbreastF
cancerFpatientsTF2010RF

26 {omaticFkopyFvumberFilterationsbFoeneFandFxroteinFmxpressionFkorrelatesFinFvnWSissociatedF
ualignantFxeripheralFverveF{heathF}umorsTF2012RF[V]S[X8

25 uolecularF}estingFinFjreastFkancerTF2014RFW^aSW88

24 }umorsFofFtheFbreastTF[X^S[[^

23 kyclinFmFexpressionFisFassociatedFwithFhighFlevelsFofFreplicationFstressFinFtripleSnegativeFbreastF
cancerTF

22 uolecularFxathwayFandFnluorescenceFqnF{ituFpybridizationF}estingFofFmzjjXFNpmzXOFoeneF
implificationFinFqnvasiveFluctalFkarcinomaFofFjreastTF2019RFXY_SX^8

21 implificationFofFgenomicFregionsFharbouringFgenesFwithFdoseSlimitingFeffectsFprovidesFselectionF
pressureFforFacquiringFaberrantFepigeneticFsilencingFinFovarianFcancerTF

20 leexavbFiFdeepFpatientFgraphFconvolutionalFnetworkFintegratingclinicoSgenomicFevidenceFtoF
stratifyFlungFcancersFbenefitingFfromFimmunotherapyTF 1

19 kontributionFofF{temnessSlinkedF}ranscriptionFzegulatorsFtoFtheFxrogressionFofFjreastFkancerTF
CurrentsMolecularsMedicineRF2021RF 2.5

18 kopyFnumberFamplificationFofFmv{iFpromotesFtheFprogressionFofFtripleSnegativeFbreastFcancerFviaF
cholesterolFbiosynthesisTTFNaturesCommunicationsRF2022RFWYRF_aW 17.4 2

17 marlyFjreastFkancerFmvolutionFbyFiutosomalFjroadFkopyFvumberFilterationsTTFInternationalsJournals
ofsGenomicsRF2022RFXVXXRFaYYXaXX 2.5 0

16 }heFextendedFconcurrentFgenesFsignatureFforFdiseaseSfreeFsurvivalFinFbreastFcancerTTFJournalsofsthes
FormosansMedicalsAssociationRF2022RF 3.2 0

15 qmage_WT}qnTF2020RF

(2020-2020)

25



14 }able_WTxlsxTF2020RF

13 qmage_WT}qnTF2019RF

12 qmage_XT}qnTF2019RF

11 qmage_YT}qnTF2019RF

10 qmage_[T}qnTF2019RF

9 qmage_]T}qnTF2019RF

8 qmage_^T}qnTF2019RF

7 qmage__T}qnTF2019RF

6 }able_WTùt{ùTF2019RF

5 bFiFcopyFnumberFclusteringFtoolFdesignedFtoFrefitFandFrecalibrateFtheFbaselineFregionFofFtumorsâ��F
profilesTFComputationalsandsStructuralsBiotechnologysJournalRF2022RFXVRFY_W8SY_X8 6.8

4 komparativeFinalysisFofFoeneFkorrelationFvetworksFofFjreastFkancerFxatientsFjasedFonFuutationsF
inF}x]YTFBiomoleculesRF2022RFWXRFa_a 5.9

3
iFrandomizedFphaseFYFtrialFofFoemcitabineForFvabSpaclitaxelFcombinedFwithFcisxlatinFasFfirstSlineF
treatmentFinFpatientsFwithFmetastaticFtripleSnegativeFbreastFcancerTFNaturesCommunicationsRF2022RF
WYRF

17.4 1

2 xroteolysisF}argetingFkhimeraFNxzw}ikOFasFaFpromisingFnovelFtherapeuticFmodalityFforFtheF
treatmentFofFtripleSnegativeFbreastFcancerFN}vjkOTF 0

1 ùiqSkvVuarkerbFmxplainableFiqSbasedFcopyFnumberFvariantFbiomarkerFdiscoveryFforFbreastFcancerF
subtypesTF2023RF8[RFWV[a_a 0

Citation Report

26


