
Citation Report
Listiofiarticlesiciting

DNAdCommissiondofdthedInternationaldSocietydofd
ForensicdGeneticsdnISFGo:dandupdatedofdthed
recommendationsdondthedusedofdYtSTRsdindforensicdanalysis

DOI:d10u1016yjuforsciintu2005u04u002
dForensicdSciencedInternationalsd2006sd157sd187t97u

Source:ihttps://exalyycom/paperxpdf/40714696/citationxreportypdf

Version:i2024x04x28i

ThisireportihasibeenigeneratedibasedionitheicitationsirecordedibyiexalyycomiforitheiaboveiarticleyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley



l Paper IF Citations

339 zetterHtoHtheHeditorUUnomenclatureHandHalleleHrepeatHstructureHupdateHforHtheHñUÃÜRHlocusHuoÜoHvbVH
2006THcYTHdgb 21

338 PopulationHgeneticHstudyHinHtwoHÜransylvanianHpopulationsHusingHforensicallyHinformativeH
autosomalHandHñUchromosomalHÃÜRHmarkersVHForensicoScienceoInternationalTH2006THYdbTHZceUdc 2.6 12

337 rataHforHñUchromosomeHhaplotypesHdefinedHbyHYeHÃÜRsHPomptzÃÜRHñfilerQHinHtwoHÜunisianHperberH
communitiesVHForensicoScienceoInternationalTH2006THYdXTHfXUa 2.6 31

336 ZdUzocusHñUÃÜRHtypingHinHaHphutaneseHpopulationHsampleVHForensicoScienceoInternationalTH2006THYdYTHYUe 2.6 31

335 ñHchromosomeHhaplotypeHreferenceHdatabaseHPñvRrQhHupdateVHForensicoScienceoInternational:o
GeneticsTH2007THYTHfaUe 4.3 263

334 olleleHfrequenciesHandHpopulationHdataHforHYeHñUÃÜRHlociHPomptlÃÜRHñUfilerQHinHaHNorthernH
PortugueseHpopulationHsampleVHForensicoScienceoInternationalTH2007THYeXTHdZUe 2.6 26

333 olleleHfrequenciesHandHhaplotypesHofHeightHñUshortHtandemHrepeatsHinHpantuHpopulationHlivingHinH
qentralHofricaVHForensicoScienceoInternationalTH2007THYeYTHZYZUc 2.6 5

332 ñHchromosomeHÃÜRHhaplotypesHofHÜibetanHzivingHÜibetHzassaVHForensicoScienceoInternationalTH2007TH
YeZTHegUfa 2.6 21

331 PopulationHdataHforHñUchromosomeHhaplotypesHdefinedHbyHYeHÃÜRsHPomptlÃÜRHñtilerQHinHPortugalVH
ForensicoScienceoInternationalTH2007THYeYTHZcXUc 2.6 35

330 rataHforHñUchromosomeHhaplotypesHinHtangHandHpubiHpopulationsHfromHpiokoHPsquatorialHuuineaQVH
ForensicoScienceoInternationalTH2007THYdfTHeYXUZ 2.6 4

329 vaplotypesHforHYZHñUchromosomalHÃÜRHlociHinHaHyoreanHpopulationHPtheHcentralHregionQVHForensico
ScienceoInternationalTH2007THYdfTHeaUfb 2.6 7

328 riversityHofHZdUlocusHñUÃÜRHhaplotypesHinHaHNepaleseHpopulationHsamplehHisolationHandHdriftHinHtheH
vimalayasVHForensicoScienceoInternationalTH2007THYddTHYedUfY 2.6 44

327 ÃcientificHstandardsHforHstudiesHinHforensicHgeneticsVHForensicoScienceoInternationalTH2007THYdcTHZafUba 2.6 137

326 ñHchromosomeHhaplotypesHinHqentralUÃouthHwtalyhHimplicationHforHreferenceHdatabaseVHForensico
ScienceoInternationalTH2007THYeZTHdeUeY 2.6 4

325 ÃearchingHforHtheHoriginHofHRomanieshHÃlovakianHRomaniTHxatsHofHvaryanaHandHxatHÃikhsHñUÃÜRHdataHinH
comparisonHwithHdifferentHRomaniHpopulationsVHForensicoScienceoInternationalTH2007THYdgTHYgUZd 2.6 31

324 vaplotypeHanalysisHofHYeHñUÃÜRHlociHinHaHxapaneseHpopulationVHForensicoScienceoInternationalTH2007TH
YeZTHeZUf 2.6 4

323 PopulationHdataHforHYcHñUchromosomeHÃÜRsHinHaHpopulationHsampleHfromH®uitoHPscuadorQVHForensico
ScienceoInternationalTH2007THYeaTHZYbUg 2.6 9
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322 vaplotypeHfrequenciesHofHYdHñUchromosomeHÃÜRHlociHinHtheHparcelonaHmetropolitanHareaHpopulationH
usingHñUtilerHkitVHForensicoScienceoInternationalTH2007THYeZTHZYYUe 2.6 20

321 ñUchromosomeHshortHtandemHrepeatsHanalysisHtoHcomplementHpaternalHlineageHstudyhHaHsingleH
institutionalHexperienceHinHÜaiwanVH2007THbeTHgYfUZd 1

320 ÃouthwestHqhinaHvanHPopulationHdataHforHnineHñUÃÜRHlociHbyHmultiplexHpolymeraseHchainHreactionVH
2007THcZTHZZfUaX

319 ñUÃÜRsHinHforensicHmedicinehHrNoHanalysisHinHsemenHsamplesHofHazoospermicHindividualsVH2007THcZTHddbUeX 13

318 qombiningHautosomalHandHñUchromosomalHshortHtandemHrepeatHdataHinHpaternityHtestingHwithHmaleH
childhHmethodsHandHapplicationVH2007THcZTHYXdfUeZ 12

317 qharacterizingHpartialHoótcHdeletionsHofHtheHñHchromosomeHwithHampliconUspecificHsequenceH
markersVH2007THfTHabZ 25

316 tirstHsuccessfulHassayHofHñUÃNPHtypingHbyHÃNaPshotHminisequencingHonHancientHrNoVH2007THYZYTHbgaUg 45

315 vumanHñUspecificHÃÜRHhaplotypesHinHpopulationHofHÃerbiaHandH–ontenegroVHForensicoScienceo
InternationalTH2007THYeYTHZYdUZY 2.6 6

314 PropertiesHofHnovelHandHwidelyHstudiedHñUÃÜRHlociHinHthreeHÃouthHofricanHpopulationsVHForensico
ScienceoInternationalTH2007THYdfTHYcbUdY 2.6 24

313 PopulationHgeneticsHforHñUchromosomalHÃÜRsHhaplotypesHofHqhineseHyoreanHethnicHgroupHinH
northeasternHqhinaVHForensicoScienceoInternationalTH2007THYeaTHYgeUZXa 2.6 10

312 ueneticHpolymorphismHofHñUchromosomalHÃÜRHlociHinHÃouthHyoreanHpopulationVHForensicoScienceo
InternationalTH2007THYeaTHZZcUaX 2.6 1

311 vaplotypeHofHYZHñUÃÜRHlociHofHtheHPowerPlexHñUsystemHinHÃichuanHvanHethnicHgroupHinHwestHqhinaVH
ForensicoScienceoInternationalTH2008THYecTHZbbUg 2.6 10

310 rynamicHnatureHofHtheHproximalHoótcHregionHofHtheHhumanHñHchromosomehHmultipleHindependentH
deletionHandHduplicationHeventsHrevealedHbyHmicrosatelliteHanalysisVH2008THZgTHYYeYUfX 52

309 ãsefulnessHofHYZHñUÃÜRsHforHforensicHgeneticsHevaluationHinHtwoHpopulationsHfromHçenezuelaVHLegalo
MedicineTH2008THYXTHYXeUYZ 1.9 10

308 ñUÃNPHandHñUÃÜRHanalysisHinHaHxapaneseHpopulationVHLegaloMedicineTH2008THYXTHZbaUcZ 1.9 6

307 ueneticHanalysisHofHYeHñUchromosomalHÃÜRsHhaplotypesHofHqhineseHÜibetanHethnicHgroupHresidingHinH
®inghaiHprovinceHofHqhinaVHForensicoScienceoInternationalTH2008THYecTHZafUba 2.6 52

306 ueneticHpopulationHdataHofHYZHÃÜRHlociHofHtheHPowerPlexHñHsystemHinHtheHstateHofHÃˆ£oHPauloH
populationHPÃoutheastHofHprazilQVHForensicoScienceoInternationalTH2008THYebTHfYUd 2.6 9

305 YZHñUÃÜRsHhaplotypesHinHqhineseHNaxiHethnicHminorityHgroupVHForensicoScienceoInternationalTH2008TH
YebTHZbbUf 2.6 11
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304 olleleHfrequenciesHandHpopulationHdataHforHYeHñUchromosomeHÃÜRHlociHinHaHÃerbianHpopulationH
sampleHfromHçojvodinaHprovinceVHForensicoScienceoInternationalTH2008THYedTHeZaUf 2.6 28

303 svaluationHofHhaplotypeHdiscriminationHcapacityHofHacHñUchromosomalHshortHtandemHrepeatHlociVH
ForensicoScienceoInternationalTH2008THYebTHYfZUf 2.6 38

302 PolymorphismHofHYeHñUÃÜRHlociHinHÜaiwanHpopulationVHForensicoScienceoInternationalTH2008THYebTHZbgUcb 2.6 25

301 qharacterizationHofHdeletionsHinHtheHrñÃafcHflankingHregionHandHnullHallelesHassociatedHwithHoótcH
microdeletionsHinHyoreansVH2008THcaTHaaYUb 19

300 oHperspectiveHonHtheHhistoryHofHtheHwberianHgypsiesHprovidedHbyHphylogeographicHanalysisHofH
ñUchromosomeHlineagesVH2008THeZTHZYcUZe 39

299 oHforensicHÃÜRHprofilingHsystemHforHtheHsurasianHbadgerhHaHframeworkHforHdevelopingHprofilingH
systemsHforHwildlifeHspeciesVHForensicoScienceoInternational:oGeneticsTH2008THZTHbeUca 4.3 51

298 vaplotypeHfrequenciesHofHtheHPowerPlexHñHsystemHinHaH–exicanU–estizoHpopulationHsampleHfromH
–exicoHqityVHForensicoScienceoInternational:oGeneticsTH2008THZTHeYYUa 4.3 14

297 oHqolombianHqaribbeanHpopulationHstudyHofHYdHñUchromosomeHÃÜRHlociVHForensicoScienceo
International:oGeneticsTH2008THZTHecUf 4.3 14

296 ueneticHpolymorphismsHofHYdHñHchromosomalHÃÜRHlociHinHyoreanHpopulationVHForensicoScienceo
International:oGeneticsTH2008THZTHegUYX 4.3 28

295 ñUÃÜRHgeneticHdiversityHofHqroatianHPpayashQHRomaVHForensicoScienceoInternational:oGeneticsTH2008THZTHeYYUa4.3 8

294 PopulationHgeneticsHforHñUchromosomalHÃÜRsHhaplotypesHofHqhineseHÜujiaHethnicHgroupVHForensico
ScienceoInternational:oGeneticsTH2008THZTHedcUf 4.3 9

293 PopulationHgeneticsHofHYeHñUchromosomalHÃÜRHlociHinHxapaneseVHForensicoScienceoInternational:o
GeneticsTH2008THZTHedgUeX 4.3 18

292 ñHchromosomeHmicrosatelliteHgeneticHvariationHinHtwoHNativeHomericanHpopulationsHfromHorgentinahH
populationHstratificationHandHmutationHdataVHForensicoScienceoInternational:oGeneticsTH2008THZTHZebUfX 4.3 28

291 ñUchromosomalHÃÜRsHhaplotypesHinHqhineseH–anchuHethnicHgroupVHForensicoScienceoInternational:o
GeneticsTH2008THaTHeYaUc 4.3 8

290 ResultsHofHtheHusPUwÃtuHcollaborativeHstudyHonHanHíUÃÜRHrecaplexVHForensicoScienceoInternational:o
GeneticsoSupplementoSeriesTH2008THYTHdeeUdeg 0.5 19

289 PopulationHdataHforHñUchromosomeHhaplotypesHdefinedHbyHYeHÃÜRsHPomptlÃÜRHñtilerQHinHqentralH
PortugalVHForensicoScienceoInternational:oGeneticsoSupplementoSeriesTH2008THYTHYegUYfX 0.5 3

288 ñUchromosomalHÃÜRHhaplotypesHinHaHuypsyHpopulationHfromHPortugalVHForensicoScienceoInternational:o
GeneticsoSupplementoSeriesTH2008THYTHZYZUZYa 0.5 1

287 ueneticHprofileHinHonnobˆ‡nHpopulationHPsquatorialHuuineaQVHForensicoScienceoInternational:oGeneticso
SupplementoSeriesTH2008THYTHadbUadd 0.5
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286 ñUchromosomalHshortHtandemHrepeatHhaplotypesHinHsouthernHqroatianHmaleHpopulationHdefinedHbyH
YeHlociVHCroatianoMedicaloJournalTH2008THbgTHZXYUd 1.6 20

285 ueneticHpolymorphismsHofHYeHñUchromosomalHshortHtandemHrepeatHlociHinHotayalHpopulationHofH
ÜaiwanVHCroatianoMedicaloJournalTH2009THcXTHaYaUZX 1.6 10

284 uenomicHcomplexityHofHtheHñUÃÜRHrñÃYghHinversionsTHdeletionsHandHfounderHlineagesHcarryingH
duplicationsVH2009THYZaTHYcUZa 26

283 qomprehensiveHmutationHanalysisHofHYeHñUchromosomalHshortHtandemHrepeatHpolymorphismsH
includedHinHtheHomptlÃÜRHñfilerHPqRHamplificationHkitVH2009THYZaTHbeYUfZ 108

282 wnvestigativeHstrategyHforHtheHforensicHdetectionHofHspermHtracesVH2009THcTHYfZUf 17

281 ñUchromosomeHhaplotypesHdefinedHbyHYeHÃÜRsHincludedHinHomptlÃÜRHñfilerHPqRHomplificationHyitHinH
aHmultiHethnicalHpopulationHfromHslHpeniHrepartmentHPNorthHpoliviaQVHLegaloMedicineTH2009THYYTHYXYUa 1.9 12

280 ÜheHñUchromosomalHÃÜRsHrñÃbfYTHrñÃceXTHrñÃcedHandHrñÃdbaVHLegaloMedicineTH2009THYYHÃupplHYTHÃYXgUYX1.9 19

279 PopulationHdataHforHYZHñUchromosomeHÃÜRHlociHinHaHsampleHfromHvondurasVHLegaloMedicineTH2009TH
YYTHZcYUc 1.9 7

278 wnferentialHgenotypingHofHñHchromosomesHinHzatterUrayHÃaintsHfoundersHandHcomparisonHtoHãtahH
samplesHinHtheHvap–apHprojectVH2009THfbTHZcYUf 38

277 ueneticHpopulationHanalysisHofHYeHñUchromosomalHÃÜRsHinHthreeHstatesHPçalleHdelHqaucaTHqaucaHandH
Nariˆ–oQHfromHÃouthwesternHqolombiaVH2009THYdTHZXbUYY 5

276
ñUchromosomeHshortHtandemHrepeatHintermediateHvariantHallelesHrñÃagZVZTHrñÃbbgVZTHandH
rñÃafcVZHdelineateHnewHphylogeneticHsubstructureHinHhumanHñUchromosomeHhaplogroupHtreeVH
CroatianoMedicaloJournalTH2009THcXTHZagUbg

1.6 21

275 vaplotypeHdiversityHofHZZHñUchromosomalHÃÜRsHinHaHsoutheastHqhinaHpopulationHsampleHPqhaoshanH
areaQVHForensicoScienceoInternational:oGeneticsTH2009THaTHebcUe 4.3 12

274 ueneticHdataHfromHZfHÃÜRHlociHforHforensicHindividualHidentificationHandHparentageHanalysesHinHdHbirdH
ofHpreyHspeciesVHForensicoScienceoInternational:oGeneticsTH2009THaTHedaUg 4.3 28

273 vaplotypeHdiversityHofHYeHñUchromosomalHÃÜRsHinHthreeHnativeHÃarawakHpopulationsHPwbanTHpidayuhH
andH–elanauQHinHsastH–alaysiaVHForensicoScienceoInternational:oGeneticsTH2009THaTHeeeUfX 4.3 14

272 ñUÃÜRHvariationHamongHethnicHgroupsHfromHscuadorhH–estizosTHyichwasTHofroUscuadoriansHandH
éaoranisVHForensicoScienceoInternational:oGeneticsTH2009THaTHefaUgY 4.3 23

271 svaluationHofHpopulationHvariationHatHYeHautosomalHÃÜRHandHYdHñUÃÜRHhaplotypeHlociHinHqroatiansVH
ForensicoScienceoInternational:oGeneticsTH2009THaTHeYaeUf 4.3 18

270 ñUchromosomeHÃÜRHhaplotypesHinHmalesHfromHureenlandVHForensicoScienceoInternational:oGeneticsTH
2009THaTHeYbcUd 4.3 9

269 PopulationHgeneticsHofHñUchromosomeHÃÜRsHinHaHpopulationHofHNorthernHureeksVHForensicoScienceo
International:oGeneticsTH2009THbTHeZYUZ 4.3 24

(2009-2008)
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268 PopulationHdataHofHYeHñUÃÜRHlociHfromHRioHurandeHdoHÃulHstateHPÃouthHprazilQVHForensicoScienceo
International:oGeneticsTH2009THbTHeaYUa 4.3 14

267 ristributionHofHñUchromosomalHhaplotypesHinHtheHqentralHPortugueseHpopulationHusingHYeUÃÜRsVH
ForensicoScienceoInternational:oGeneticsTH2009THbTHeacUd 4.3 10

266 oHpopulationHdataHforHYeHñUchromosomeHÃÜRHlociHinHÃouthHPolandHpopulationHsampleUUsomeH
rñÃbcfVZHvariantsHuncoveredHandHsequencedVHForensicoScienceoInternational:oGeneticsTH2009THbTHebaUb 4.3 8

265 oHñUÃÜRHdatabaseHofHwranianHandHozerbaijanianHminorityHpopulationsVHForensicoScienceoInternational:o
GeneticsTH2009THbTHecaUc 4.3 27

264 ñUÃÜRHmutationalHratesHdeterminationHinHÃouthHPortugalHqaucasianHpopulationVHForensicoScienceo
International:oGeneticsoSupplementoSeriesTH2009THZTHdXUdY 0.5 4

263 ñUÃÜRHvariationHinHolbanianHpopulationshHimplicationsHonHtheHmatchHprobabilitiesHandHtheHgeneticH
legacyHofHtheHminorityHclaimingHanHsgyptianHdescentVH2010THYZbTHadaUeX 12

262 PhylogeographicHanalysisHofHpaternalHlineagesHinHNsHPortugueseHxewishHcommunitiesVH2010THYbYTHaeaUfY 20

261 vumanHñUchromosomeHshortHtandemHrepeatshHaHtaleHofHacculturationHandHmigrationsHasHmechanismsH
forHtheHdiffusionHofHagricultureHinHtheHpalkanHPeninsulaVH2010THYbZTHafXUgX 25

260 onalysisHofHseventeenHñUchromosomeHÃÜRHlociHinHtheHqapeH–uslimHpopulationHofHÃouthHofricaVHLegalo
MedicineTH2010THYZTHbZUc 1.9 6

259 PopulationHdataHforHYZHñUchromosomeHÃÜRHlociHinHaHsampleHfromHslHÃalvadorVHLegaloMedicineTH2010TH
YZTHbdUcY 1.9 3

258 wnterpretingHñHchromosomeHÃÜRHhaplotypeHmixtureVHLegaloMedicineTH2010THYZTHYaeUba 1.9 19

257 ®ualityHossuranceVH2010THZgYUaYa

256 onalysisHofHpaternalHlineagesHinHprazilianHandHofricanHpopulationsVH2010THaaTHbZZUe 12

255 PopulationHgeneticHanalysisHofHhaplotypesHbasedHonHYeHshortHtandemHrepeatHlociHonHñHchromosomeH
inHpopulationHsampleHfromHeasternHqroatiaVHCroatianoMedicaloJournalTH2010THcYTHZXZUf 1.6 8

254 ÃÜRHgeneticHdiversityHinHaH–editerraneanHpopulationHfromHtheHsouthHofHtheHwberianHPeninsulaVHAnnalso
ofoHumanoBiologyTH2010THaeTHZcaUdd 1.7 16

253 svaluationHofHYbHñUchromosomalHshortHtandemHrepeatHhaplotypeHwithHfocusHonHrñÃbbgTHrñÃbcdTH
andHrñÃbcfhHqzechHpopulationHsampleVHCroatianoMedicaloJournalTH2010THcYTHcbUdX 1.6 11

252 ñUchromosomalHÃÜRHhaplotypeHdiversityHinHmalesHfromHÃantaHqatarinaTHprazilVH2010THYeTHgZUc 3

251 ñUÃÜRHhaplotypesHofHNativeHomericanHpopulationsHfromHtheHprazilianHomazonHregionVHForensico
ScienceoInternational:oGeneticsTH2010THbTHeYZYUa 4.3 8
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250 vaplotypeHdiversityHofHYeHñUchromosomalHÃÜRHlociHinHtheHpangladeshiHpopulationVHForensicoScienceo
International:oGeneticsTH2010THbTHecgUdX 4.3 24

249 ueneticHpolymorphismHofHYYHñUchromosomalHÃÜRHlociHinHñunnanHvanHqhineseVHForensicoScienceo
International:oGeneticsTH2010THbTHedeUg 4.3 12

248 vaplotypeHfrequenciesHforHYeHñUÃÜRHlociHPomptlÃÜRñUfilerQHinHaH–oroccanHpopulationHsampleVH
ForensicoScienceoInternational:oGeneticsTH2010THbTHeeaUb 4.3 15

247 ossemblyHofHaHlargeHñUÃÜRHhaplotypeHdatabaseHforHtheHqzechHpopulationHandHinvestigationHofHitsH
substructureVHForensicoScienceoInternational:oGeneticsTH2010THbTHeecUf 4.3 16

246 ñUchromosomalHÃÜRHhaplotypesHinHqentralHÜhaiHpopulationVHForensicoScienceoInternational:oGeneticsTH
2010THbTHeeYUZ 4.3 8

245 qharacterizationHofHtheHhighlyHdiscriminatoryHlociHrñÃbbgTHrñÃbfYTHrñÃcYfTHrñÃdYZTHrñÃdZdTH
rñÃdbbHandHrñÃeYXVHForensicoScienceoInternational:oGeneticsTH2010THbTHYXbUYX 4.3 29

244 NilotesHfromHyaramojaTHãgandahHhaplotypeHdataHdefinedHbyHYeHñUchromosomeHÃÜRsVHForensicoScienceo
International:oGeneticsTH2010THbTHefaUd 4.3 10

243 wcelandicHpopulationHdataHforHtheHÃÜRHlociHinHtheHo–PtlÃÜRHÃu–HPlusHsystemHandHtheHPowerPlexH
ñUsystemVHForensicoScienceoInternational:oGeneticsTH2010THbTHeYXYUa 4.3 5

242 vaplotypeHdataHforHYZHñUchromosomeHÃÜRHlociHofHÃriHzankansVHForensicoScienceoInternational:o
GeneticsTH2010THbTHeYYgUZX 4.3 5

241 ñUchromosomeHandHautosomalHÃÜRHdiversityHinHfourHproximateHsettlementsHinHqentralHonatoliaVH
ForensicoScienceoInternational:oGeneticsTH2010THbTHeYacUe 4.3 11

240 PopulationHgeneticsHofHYeHñUchromosomalHÃÜRHlociHinHñakutiaVHForensicoScienceoInternational:o
GeneticsTH2010THbTHeYZgUaX 4.3 6

239 ñUÃÜRHgeneticHdiversityHinH–oroccansHfromHtheHtiguigHoasisVHForensicoScienceoInternational:oGeneticsTH
2010THbTHeYagUbY 4.3 9

238 ueneticHdifferencesHamongHNorthHofricanHperberHandHorabUspeakingHpopulationsHrevealedHbyHñUÃÜRH
diversityVHAnnalsoofoHumanoBiologyTH2011THafTHZZfUad 1.7 5

237 PartialHrecessiveHwtNU˛‡RYHdeficiencyhHgeneticTHimmunologicalHandHclinicalHfeaturesHofHYbHpatientsH
fromHYYHkindredsVH2011THZXTHYcXgUZa 75

236 ÜheHñUÃÜRHgeneticHdiversityHofHanHwdahoHpasqueHpopulationTHwithHcomparisonHtoHsuropeanHpasquesH
andHãÃHqaucasiansVH2011THfaTHdfcUgb 1

235 rNoHprofilingHandHforensicHdentistryUUaHreviewHofHtheHrecentHconceptsHandHtrendsVH2011THYfTHYgYUe 24

234 –itochondrialHrNoHandHñUchromosomeHmicrostructureHinHÜunisiaVH2011THcdTHeabUbY 24

233 ÃÜRHsequenceHanalysisHforHcharacterizingHnormalTHvariantTHandHnullHallelesVHForensicoScienceo
International:oGeneticsTH2011THcTHaZgUaZ 4.3 63

(2011-2010)
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232 PopulationHgeneticsHofHYeHñUÃÜRHlociHinHaHlargeHqhineseHvanHpopulationHfromHóhejiangHProvinceTH
sasternHqhinaVHForensicoScienceoInternational:oGeneticsTH2011THcTHeYYUa 4.3 30

231 ueneticHanalysisHofHYcHautosomalHandHYZHñUÃÜRHlociHinHtheHsspiritoHÃantoHÃtateHpopulationTHprazilVH
ForensicoScienceoInternational:oGeneticsTH2011THcTHebYUa 4.3 7

230 ñUÃÜRHhaplotypesHinHthreeHethnicHlinguisticHgroupsHofHongolaHpopulationVHForensicoScienceo
International:oGeneticsTH2011THcTHefaUf 4.3 4

229 PopulationHgeneticsHforHñUchromosomalHÃÜRsHhaplotypesHofHqhineseHíibeHethnicHgroupVHForensico
ScienceoInternational:oGeneticsTH2011THcTHeYYgUZY 4.3 9

228 ñUchromosomalHÃÜRsHinHtwoHpopulationsHfromHwsraelHandHtheHPalestinianHouthorityHoreahHqhristianH
andH–uslimHorabsVHForensicoScienceoInternational:oGeneticsTH2011THcTHcdYUZ 4.3 7

227 PopulationHgeneticHpolymorphismsHofHYeHñUchromosomalHÃÜRHlociHinHÃouthHyoreansVHForensicoScienceo
International:oGeneticsTH2011THcTHeYZZUa 4.3 8

226 vaplotypeHdiversityHofHYeHñUchromosomalHÃÜRsHinHÃaraswatHprahminHqommunityHofHNorthHwndiaVH
ForensicoScienceoInternational:oGeneticsTH2011THcTHedaUeX 4.3 14

225 olleleHfrequenciesHandHpopulationHdataHforHYeHñUÃÜRHlociHPÜheHomptlÃÜR´fiHñUfilerâ�¢QHinHqasablancaH
residentHpopulationVHForensicoScienceoInternational:oGeneticsTH2011THcTHeYUa 4.3 14

224 ñUchromosomeHÃÜRHhaplotypeHdiversityHinHthreeHethnicallyHisolatedHpopulationHfromHNorthUéesternH
RomaniaVHForensicoScienceoInternational:oGeneticsTH2011THcTHeggUYXX 4.3 6

223 ueneticHdiversityHofHYeHñUshortHtandemHrepeatsHinHwndianHpopulationVHForensicoScienceoInternational:o
GeneticsTH2011THcTHadaUe 4.3 17

222 ueneticHdataHforHYeHñUchromosomalHÃÜRHlociHinH–acedoniansHinHtheHRepublicHofH–acedoniaVHForensico
ScienceoInternational:oGeneticsTH2011THcTHeYXfUYY 4.3 7

221 PolimorfismosHdeHYeHmarcadoresHÃÜRHdelHcromosomaUñHenHunaHmuestraHpoblacionalHdelHaltiplanoH
cundiboyacenseRVH2011THffUge 4

220 ÜheHpantuHexpansionHrevisitedhHaHnewHanalysisHofHñHchromosomeHvariationHinHqentralHéesternHofricaVH
2011THZXTHZdgaUeXf 38

219 qhoosingHrelativesHforHrNoHidentificationHofHmissingHpersonsVH2011THcdHÃupplHYTHÃZaUf 41

218 –utationHrateHestimatesHforHYYXHñUchromosomeHÃÜRsHcombiningHpopulationHandHfatherUsonHpairH
dataVH2011THYgTHeXUc 55

217 PopulationHdataHforHYeHshortHtandemHrepeatHlociHonHñHchromosomeHinHnorthernHqroatiaVH2011THafTHZZXaUg 9

216 ñUchromosomalHÃÜRsHhaplotypesHinHtheHÜaiwaneseHPaiwanHpopulationVH2011THYZcTHagUba 18

215 ñUÃÜRHdiversityHinHtheHvimalayasVH2011THYZcTHadeUec 13
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214 PedigreeHlikelihoodHratioHforHlineageHmarkersVH2011THYZcTHcYgUZc 5

213 ueneticHpolymorphismsHofHYeHshortHtandemHrepeatHlociHonHñHchromosomeHinHcentralHqroatianH
populationVH2011THeTHYccUdY 2

212 vighHfrequenciesHofHñUchromosomeHhaplogroupH™ZbUÃRñbdcHlineagesHinHyoreahHaHgeneticH
perspectiveHonHtheHpeoplingHofHyoreaVH2011THZTHYX 28

211 rivergentHpatrilinealHsignalsHinHthreeHRomaHpopulationsVH2011THYbbTHfXUgY 10

210 –aleHancestryHstructureHandHinterethnicHadmixtureHinHofricanUdescentHcommunitiesHfromHtheH
omazonHasHrevealedHbyHñUchromosomeHÃtrsVH2011THYbbTHbeYUf 20

209 ueneticHancestryHandHindigenousHheritageHinHaHNativeHomericanHdescendantHcommunityHinHpermudaVH
2011THYbdTHagZUbXc 16

208 wdentificationHofHdualHfalseHindirectHexclusionsHonHtheHrcÃfYfHandHtuoHlociVHLegaloMedicineTH2011THYaTHaXUb1.9 9

207 ñUÃÜRHprofilingHinHtwoHofghanistanHpopulationsVHLegaloMedicineTH2011THYaTHYXaUf 1.9 20

206 smpiricalHevaluationHrevealsHbestHfitHofHaHlogisticHmutationHmodelHforHhumanHñUchromosomalH
microsatellitesVH2011THYfgTHYbXaUYY 8

205 ñUqhromosomeHrNoHÜestingVH2012THaeYUbXa 3

204 ÃhortHÜandemHRepeatHPÃÜRQHzociHandHyitsVH2012THggUYag 9

203 ueneticHanalysisHofHYeHñUchromosomalHÃÜRsHhaplotypesHofHthreeHethnicHgroupsHresidingHinHéestH
pengalTHwndiaVHForensicoScienceoInternational:oGeneticsTH2012THdTHecUe 4.3 6

202 torensicHgeneticHdataHofHdHñUÃÜRHlocihHanHexpandedHyoreanHpopulationHdatabaseVHForensicoScienceo
International:oGeneticsTH2012THdTHeacUd 4.3 2

201 ristributionHofHñHchromosomalHÃÜRsHlociHinH–ayanHandH–estizoHpopulationsHfromHuuatemalaVH
ForensicoScienceoInternational:oGeneticsTH2012THdTHYadUbZ 4.3 9

200 wnterpretingHlineageHmarkersHinHviewHofHsubpopulationHeffectsVHForensicoScienceoInternational:o
GeneticsTH2012THdTHagaUe 4.3 5

199 PopulationHgeneticHdataHforHYeHñHÃÜRHmarkersHfromHpenghaziHPsastHzibyaQVHForensicoScienceo
International:oGeneticsTH2012THdTHZZbUe 4.3 12

198 tourteenHshortHtandemHrepeatHlociHñHchromosomeHhaplotypeshHueneticHanalysisHinHpopulationsHfromH
northernHprazilVHForensicoScienceoInternational:oGeneticsTH2012THdTHbYaUf 4.3 7

197 ñUchromosomalHmicrosatelliteHdiversityHinHthreeHculturallyHdefinedHregionsHofHhistoricalHÜibetVH
ForensicoScienceoInternational:oGeneticsTH2012THdTHbaeUbd 4.3 19

(2012-2011)
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196 YeHñUÃÜRHhaplotypeHdataHforHaHpopulationHsampleHofHResidentsHinHtheHpasqueHqountryVHForensico
ScienceoInternational:oGeneticsTH2012THdTHeYXgUYY 4.3 13

195 vaplotypeHdataHforHYdHñUchromosomeHÃÜRHlociHinHoboriginalHandHqaucasianHpopulationsHinHÃouthH
oustraliaVHForensicoScienceoInternational:oGeneticsTH2012THdTHeYfeUf 4.3 10

194 ñUchromosomalHÃÜRHanalysisHinHtheHPashtunHpopulationHofHÃouthernHofghanistanVHForensicoScienceo
International:oGeneticsTH2012THdTHeYXaUc 4.3 13

193 ®ualityHossuranceHandHçalidationVH2012THYdeUZYY

192
ñUchromosomalHhaplotypesHforHtheHomptlÃÜRHñfilerHPqRHamplificationHkitHinHaHpopulationHsampleHofH
pedouinsHresidingHinHtheHareaHofHtheHtourthHNileHqataractVHForensicoScienceoInternational:oGeneticsTH
2012THdTHeYedUe

4.3 2

191 trequencyHdataHforHYeHñUchromosomalHÃÜRsHandHYgHñUchromosomalHÃNPsHinHtheHÜyroleanHdistrictHofH
ReutteTHoustriaVH2012THYZdTHgeeUf 7

190 ReportedHÃizesHandHÃequencesHofHÃÜRHollelesVH2012THcbgUdXZ

189 qroatianHnationalHreferenceHñUÃÜRHhaplotypeHdatabaseVH2012THagTHeeZeUbY 9

188 ÃurnameHandHñHchromosomeHinHÃouthernHsuropehHaHcaseHstudyHwithHqolomWqolomboVH2012THZXTHZYYUd 18

187 –itochondrialHrNoHandHñHchromosomeHvariationHprovidesHevidenceHforHaHrecentHcommonHancestryH
betweenHNativeHomericansHandHwndigenousHoltaiansVH2012THgXTHZZgUbd 104

186 –igrationHdistanceHratherHthanHmigrationHrateHexplainsHgeneticHdiversityHinHhumanHpatrilocalHgroupsVH
2012THZYTHbgcfUdg 25

185 ueneticHpolymorphismsHofHYXHíUÃÜRHamongHfourHethnicHpopulationsHinHnorthwestHofHqhinaVH2012THagTHbXeeUfY 5

184 ñUÃÜRHvariationHinHtheHpasqueHdiasporaHinHtheHéesternHãÃohHevolutionaryHandHforensicHperspectivesVH
2012THYZdTHZgaUf 10

183 ueneticHdataHfromHñHchromosomeHÃÜRHandHÃNPHlociHinHãkrainianHpopulationVHForensicoScienceo
International:oGeneticsTH2013THeTHZXXUa 4.3 17

182 ÃignificanceVH2013THZgcUZgg

181 wnternetHoccessibleHPopulationHratabaseshHñvRrHandHs–P™PVH2013THaceUadb 5

180 vistoryHofHtheHwnternationalHÃocietyHforHtorensicHueneticsHâ��HwÃtuVH2013THadcUadf

179 ueneticHpopulationHstudyHofHYYHñHchromosomeHÃÜRHlociHinHureeceVHForensicoScienceoInternational:o
GeneticsTH2013THeTHecdUf 4.3 5
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178 ueneticHpolymorphismHofHYeHñUÃÜRHlociHinHvanHqhineseHlivingHinHzanzhouVH2013THaaTHgXZUgXb 2

177 PopulationHdataHforHYeHñUchromosomeHÃÜRsHinHaHsampleHfromHopuliaHPÃouthernHwtalyQVHForensico
ScienceoInternational:oGeneticsTH2013THeTHeaUb 4.3 7

176 vaplotypeHdiversityHofHYeHñUÃÜRHlociHinHaHqhineseHvanHpopulationHsampleHfromHÃhanxiHProvinceTH
NorthernHqhinaVHForensicoScienceoInternational:oGeneticsTH2013THeTHZYbUd 4.3 26

175 olleleHfrequenciesHofHYZHñUchromosomalHÃÜRsHinHqhineseHÜuvansHinHtheHoltayHregionVHForensicoScienceo
International:oGeneticsTH2013THeTHeeUf 4.3 1

174 ñUchromosomeHandHsurnameHanalysisHofHtheHnativeHislandersHofHÃanHondrˆ'sHandHProvidenciaH
PqolombiaQVH2013THdbTHeYUfb 5

173 ÃubUpopulationHstructureHevidentHinHforensicHñUÃÜRHprofilesHfromHormenianHgeographicalHgroupsVH
LegaloMedicineTH2013THYcTHfcUgX 1.9 4

172 ñUchromosomeHvariationHinHÜajiksHandHwraniansVHAnnalsoofoHumanoBiologyTH2013THbXTHbfUcb 1.7 3

171 ÜheHueVtVwVHrNoHProficiencyHÜesthHñearUoneHexperienceVHForensicoScienceoInternational:oGeneticso
SupplementoSeriesTH2013THbTHeZeUeZf 0.5 1

170 PopulationHgeneticsHforHYeHñUÃÜRHlociPomptwÃÜR´fiñUfilerÜ–QHinHzuzhouHvanHethnicHgroupVHForensico
ScienceoInternational:oGeneticsTH2013THeTHeZaUd 4.3 22

169 sstimatingHñUÃÜRHallelicHdropUoutHratesHandHadjustingHforHinterlocusHbalancesVHForensicoScienceo
International:oGeneticsTH2013THeTHaZeUad 4.3 7

168
onnouncementHofHpopulationHdatahHgeneticHdataHforHYeHñUÃÜRHomptâ��ÃÜR´fiHñfilerâ�¢HmarkersHfromHanH
immigrantHPakistaniHpopulationHinHtheHãyHPpritishHPakistanisQVHForensicoScienceoInternational:oGenetics
TH2013THeTHebXUZ

4.3 3

167 PopulationHgeneticsHofHYeHñUÃÜRHmarkersHinHéestHzibyaHPÜripoliHregionQVHForensicoScienceo
International:oGeneticsTH2013THeTHecgUdY 4.3 11

166
ÃtudyHonHtheHgeneticHpolymorphismsHofHñHchromosomalHrNoHshortHtandemHrepeatHlociHappliedHtoH
analyzingHtheHrelativeHaffinitiesHamongHethnicHgroupsHinHÜaiwanVHForensicoScienceoInternational:o
GeneticsoSupplementoSeriesTH2013THbTHedgUeeX

0.5 2

165 qontinentUwideHdecouplingHofHñUchromosomalHgeneticHvariationHfromHlanguageHandHgeographyHinH
nativeHÃouthHomericansVH2013THgTHeYXXabdX 75

164 ãniparentalHmarkersHinHwtalyHrevealHaHsexUbiasedHgeneticHstructureHandHdifferentHhistoricalHstrataVH
PLoSoONETH2013THfTHedcbbY 3.7 54

163 onHancientH–editerraneanHmeltingHpothHinvestigatingHtheHuniparentalHgeneticHstructureHandH
populationHhistoryHofHsicilyHandHsouthernHwtalyVHPLoSoONETH2014THgTHegdXeb 3.7 31

162 ueneticHpolymorphismHofHYcHñHchromosomalHÃÜRHlociHandHhaplotypesHofHvenanHvanHpopulationVH
2014THYcYTHZXYUf 2

161 ueneHconversionHviolatesHtheHstepwiseHmutationHmodelHforHmicrosatellitesHinHyUchromosomalH
palindromicHrepeatsVH2014THacTHdXgUYe 22

(2014-2013)

11



160 RoleHofHoralHfluidsHinHrNoHinvestigationsVH2014THZZTHbcUcX 10

159 torensicHrNoHonalysisVH2014THYYbYUYYfa 2

158 PopulationHgeneticsHofHYeHñUÃÜRHmarkersHinHÜurkishHqypriotsHfromHqyprusVHForensicoScienceo
International:oGeneticsTH2014THYXTHeYUea 4.3 12

157 onalysisHofHZZHñHchromosomalHÃÜRHhaplotypesHandHñHhaplogroupHdistributionHinHPathansHofHPakistanVH
ForensicoScienceoInternational:oGeneticsTH2014THYYTHYYYUd 4.3 18

156 ÜheHfirstHsuccessfulHuseHofHaHlowHstringencyHfamilialHmatchHinHaHtrenchHcriminalHinvestigationVH2014TH
cgTHfYdUg 7

155 çalidationHofHtwoHcanineHÃÜRHmultiplexUassaysHfollowingHtheHwÃtuHrecommendationsHforHnonUhumanH
rNoHanalysisVHForensicoScienceoInternational:oGeneticsTH2014THfTHgXUYXX 4.3 20

154 ñUÃÜRHhaplotypeHdiversityHinHPunjabiHpopulationHofHPakistanVHForensicoScienceoInternational:oGeneticsTH
2014THgTHeZXUY 4.3 8

153 ñUchromosomalHÃÜRHhaplotypesHinHaHsampleHfromHprasˆ›liaTHtederalHristrictTHprazilVHForensicoScienceo
International:oGeneticsTH2014THgTHeaUb 4.3 7

152 olleleHfrequenciesHandHpopulationHdataHforHYeHñUÃÜRHlociHinHParaibaHpopulationTHprazilVHForensico
ScienceoInternational:oGeneticsTH2014THYaTHeYfUg 4.3 1

151 NomenclatureHupdateHandHalleleHrepeatHstructureHforHtheHmarkersHrñÃcYfHandHrñÃbbgVHForensico
ScienceoInternational:oGeneticsTH2014THYaTHea 4.3 3

150 PopulationHgeneticsHforHYeHñUÃÜRHlociHinHaHqhineseHvanHpopulationHsampleHfromH–udanjiangHcityTH
NortheastHqhinaVHForensicoScienceoInternational:oGeneticsTH2014THYaTHeYdUe 4.3 20

149 ueneticHpolymorphismHofHYeHñHchromosomalHÃÜRsHinHtheHRusynHpopulationHsampleHfromHçojvodinaH
ProvinceTHÃerbiaVH2014THYZfTHZeaUb 2

148 ollelicHfrequenciesHforHtheHseventeenHñUÃÜRHlociHobservedHinHwraqiHmaleHpatientsHwithHprostateH
cancerVH2015THYbTHYZcZUYZdX 1

147 wdentificationHandHcharacterizationHofHtheHhighlyHpolymorphicHlocusHrYbÃeagHinHtheHvanHqhineseH
populationVHCroatianoMedicaloJournalTH2015THcdTHbfZUg 1.6 7

146 torensicHandHpopulationHgeneticHanalysesHofHranesTHureenlandersHandHÃomalisHtypedHwithHtheH
ñfiler´fiHPlusHPqRHamplificationHkitVHForensicoScienceoInternational:oGeneticsTH2015THYdTHZaZUZad 4.3 43

145 PopulationHgeneticsHforHZaHñUÃÜRHlociHinHÜibetanHinHqhinaHandHconfirmationHofHrñÃbbfHnullHalleleVH
ForensicoScienceoInternational:oGeneticsTH2015THYdTHeeUeYX 4.3 35

144 tetalHmaleHlineageHdeterminationHbyHanalysisHofHñUchromosomeHÃÜRHhaplotypeHinHmaternalHplasmaVH
ForensicoScienceoInternational:oGeneticsTH2015THYcTHYXcUYX 4.3 20

143 PopulationHgeneticsHofHZaHñUÃÜRHmarkersHinHyuwaitiHpopulationVHForensicoScienceoInternational:o
GeneticsTH2015THYdTHZXaUZXb 4.3 5
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142 ueneticHpopulationHstudyHofHñUchromosomeHmarkersHinHpeninHandHwvoryHqoastHethnicHgroupsVH
ForensicoScienceoInternational:oGeneticsTH2015THYgTHZaZUZae 4.3 4

141 –ultiplexHñUÃÜRsHanalysisHusingHtheHionHtorrentHpersonalHgenomeHmachineHPPu–QVHForensicoScienceo
International:oGeneticsTH2015THYgTHYgZUYgd 4.3 24

140 uenotypingHandHinterpretationHofHÃÜRUrNohHzowUtemplateTHmixturesHandHdatabaseHmatchesUÜwentyH
yearsHofHresearchHandHdevelopmentVHForensicoScienceoInternational:oGeneticsTH2015THYfTHYXXUYe 4.3 90

139 PolymorphismsHatHYeHñUÃÜRHlociHinHpotswanaHpopulationsVHForensicoScienceoInternational:oGeneticsTH
2015THYeTHbeUcZ 4.3 3

138 vighlyHdiscriminatoryHcapacityHofHtheHPowerPlexP´fiQHñZaHÃystemHforHtheHstudyHofHisolatedH
populationsVHForensicoScienceoInternational:oGeneticsTH2015THYeTHYXbUYXe 4.3 16

137 ãVÃVHinitiativesHtoHstrengthenHforensicHscienceHNHinternationalHstandardsHinHforensicHrNoVHForensico
ScienceoInternational:oGeneticsTH2015THYfTHbUZX 4.3 32

136 vaplotypeHanalysisHofHtheHpolymorphicHbXHñUÃÜRHmarkersHinHqhineseHpopulationsVHForensicoScienceo
International:oGeneticsTH2015THYgTHZccUZdZ 4.3 30

135 PopulationHgeneticsHofHYeHñUchromosomalHÃÜRsHlociHinHuaroHandHÃantalHtribalHpopulationsHinH
pangladeshVH2015THYZgTHZcYUZ 3

134 oHnovelHmultiplexHassayHamplifyingHYaHñUÃÜRsHcharacterizedHbyHrapidHandHmoderateHmutationHrateVH
ForensicoScienceoInternational:oGeneticsTH2015THYcTHbgUcc 4.3 17

133 ÜheHmultiethnicHancestryHofHpoliviansHasHrevealedHbyHtheHanalysisHofHñUchromosomeHmarkersVH
ForensicoScienceoInternational:oGeneticsTH2015THYbTHZYXUf 4.3 15

132 ÃÜRHollelesHandHomplificationHortifactsVH2015THbeUfd 3

131 zineageH–arkerHÃtatisticsVH2015THbXaUbbb

130 ossociationHbetweenHñHhaplogroupsHandHautosomalHow–sHrevealsHintraUpopulationHsubstructureHinH
polivianHpopulationsVH2015THYZgTHdeaUfX 19

129 –odelsHforHpedigreeHinferenceVH2016THYbeUYfe 0

128 ñHchromosomeHdiversityHinHaHlinguisticHisolateHP–irandeseTHNsHPortugalQVH2016THZfTHdeYUfX 2

127 NewHnativeHÃouthHomericanHñHchromosomeHlineagesVH2016THdYTHcgaUdXa 20

126 ñHhaplotypeHvariabilityHinHaHpopulationHofHÃˆ�™HPauloHstateTHprazilVHForensicoScienceoInternational:o
GeneticsTH2016THZaTHeZZUeZa 4.3 2

125 olleleHrepeatHstructureHandHdesignationHupdateHforHtheHñUÃÜRHlociHrñtaggÃYTHrñÃcZdbHandHrñÃdZdVH
ForensicoScienceoInternational:oGeneticsTH2016THZXTHYbeUYbf 4.3 2

(2016-2015)
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124 PhylogeneticHandHforensicHstudiesHofHtheHpangladeshiHpopulationHusingHnextUgenerationH
PowerPlex´fiHñZaHÃÜRHmarkerHsystemVH2016THYaXTHYbgaUYbgc 3

123 vaplotypeHdiversityHofHYaHR–HñUÃÜRsHinHqhineseHvanHpopulationHandHanHupdateHonHtheHalleleH
designationHofHrñtbXaÃYVHForensicoScienceoInternational:oGeneticsTH2016THZaTHeYUeg 4.3 6

122 onalysisHofHñUchromosomeHshortHtandemHrepeatHlociHonHYXfZHNantongHvanHindividualsHinHeasternH
qhinaVHForensicoScienceoInternational:oGeneticsTH2016THZaTHeYfUeYg 4.3 2

121 ÜypingHconcordanceHbetweenHPowerPlexHtusionHandHulobaltilerHbasedHonHYcXYHxapaneseH
individualsHandHtheHcausesHofHtypingHdiscrepanciesVHForensicoScienceoInternational:oGeneticsTH2016THZcTHeYZUeYa4.3 6

120 PopulationHgeneticsHofHZaHñUÃÜRHlociHinHtheH–ongolianHminorityHpopulationHinHwnnerH–ongoliaHofH
qhinaVH2016THYaXTHYcXgUYcYY 16

119 NovelHñUchromosomeHshortHtandemHrepeatsHinHÃusHscrofaHandHtheirHvariationHinHsuropeanHwildHboarH
andHdomesticHpigHpopulationsVH2016THbeTHdfZUdgX 5

118 vumanHq™rwÃHÃÜRHlociHprofilingHfromHvÜÃHdataVH2016TH 1

117
rcÃfYfHÜypingHriscrepancyHpetweenHPowerPlexP´fiQHtusionHandH™therHÃÜRHyitsHwncludingH
ulobaltilerP´fiQHqausedHbyHaH™neUbaseHreletionHinHaYHNucleotidesHãpstreamHofHtheHRepeatHRegionVH
2016THdYTHecZUf

3

116 ueneticHanalysisHofHYeHñUÃÜRHlociHinHvanHandHyoreanHpopulationsHfromHxilinHProvinceTHNortheastH
qhinaVHForensicoScienceoInternational:oGeneticsTH2016THZZTHfUYX 4.3 19

115 NewHsequenceHvariantsHdetectedHatHríÃYXYbfTHríÃYXXebHandHríÃYXYabHlociVHForensicoScienceo
International:oGeneticsTH2016THZXTHYYZUYYd 4.3 10

114 ueneticHpopulationHdataHofHñfilerHPlusHkitHfromHYbabHunrelatedHvansHinHvenanHProvinceHPqentralH
qhinaQVHForensicoScienceoInternational:oGeneticsTH2016THZZTHeZcUeZe 4.3 14

113 ñUchromosomeHphylogeographicHanalysisHofHtheHureekUqypriotHpopulationHrevealsHelementsH
consistentHwithHNeolithicHandHpronzeHogeHsettlementsVH2016THeTHY 14

112 torensicH–olecularHpiologyVH2016THeZYUebc

111 ñfilerP´fiQHPlusHamplificationHkitHvalidationHandHcalculationHofHforensicHparametersHforHtwoHoustrianH
populationsVHForensicoScienceoInternational:oGeneticsTH2016THZYTHgXUb 4.3 33

110 rataHforHZeHñUchromosomeHÃÜRHlociHinHtheHpasqueHqountryHautochthonousHpopulationVHForensico
ScienceoInternational:oGeneticsTH2016THZXTHeYXUeYZ 4.3 18

109 ueneticHanalysisHofHYeHñUÃÜRHlociHfromHYXYgHindividualsHofHsixHvanHpopulationsHinHsastHqhinaVHForensico
ScienceoInternational:oGeneticsTH2016THZXTHYXYUYXZ 4.3 30

108 ueneticHpolymorphismsHandHmutationHratesHofHZeHñUchromosomalHÃÜRsHinHaHvanHpopulationHfromH
uuangdongHProvinceTHÃouthernHqhinaVHForensicoScienceoInternational:oGeneticsTH2016THZYTHcUg 4.3 66

107 torensicHzociHolleleHratabaseHPtzorQhHoutomaticallyHgeneratedTHpermanentHidentifiersHforH
sequencedHforensicHallelesVHForensicoScienceoInternational:oGeneticsTH2016THZXTHeYUea 4.3 6
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106 –assivelyHparallelHsequencingHforHtheHforensicHscientistHâ��HsequencingHarchivedHamplifiedHproductsHofH
omptlÃÜRHwdentifilerHandHPowerPlexHñHmultiplexHkitsHtoHcaptureHadditionalHinformationVH2017THbgTHaXfUaZc 2

105 ueneticHpolymorphismHofHfHñUÃÜRHlociHinHnativeHpopulationHofHwsfahanHprovinceHinHcentralHpartHofH
wranVHAnnalsoofoHumanoBiologyTH2017THbbTHYecUYeg 1.7 3

104 PopulationHgeneticsHstudyHusingHZdHñUchromosomalHÃÜRHlociHinHtheHvuiHethnicHgroupHinHqhinaVH
ForensicoScienceoInternational:oGeneticsTH2017THZfTHeZdUeZe 4.3 17

103 ueneticHpolymorphismHinvestigationHofHtheHqhineseHñiHminorityHusingHPowerPlex´fiHñZaHÃÜRH
amplificationHsystemVH2017THYaYTHddaUddd 31

102 RevisitingHtheHmaleHgeneticHlandscapeHofHqhinahHaHmultiUcenterHstudyHofHalmostHafTXXXHñUÃÜRH
haplotypesVH2017THYadTHbfcUbge 51

101 torensicHcharacteristicsHandHphylogeneticHanalysesHofHtheHqhineseHñiHpopulationHviaHYgH
íUchromosomalHÃÜRHlociVH2017THYaYTHYZbaUYZbd 29

100 torensicHcharacteristicsHandHphylogeneticHanalysisHofHvubeiHvanHpopulationHinHcentralHqhinaHusingHYeH
ñUÃÜRHlociVHForensicoScienceoInternational:oGeneticsTH2017THZgTHebUef 4.3 9

99 rNoHqommissionHofHtheHwnternationalHÃocietyHforHtorensicHueneticsHPwÃtuQhHuuidelinesHonHtheHuseHofH
íUÃÜRsHinHkinshipHanalysisVHForensicoScienceoInternational:oGeneticsTH2017THZgTHZdgUZec 4.3 49

98 –icroHandHmacroHgeographicalHanalysisHofHñUchromosomeHlineagesHinHÃouthHwberiaVHForensicoScienceo
International:oGeneticsTH2017THZgTHegUeYc 4.3 3

97 vaplotypeHdiversityHofHYeHñUchromosomeHÃÜRHlociHinHvanHpopulationHfromHdifferentHareasHofHÃichuanH
ProvinceTHÃouthwestHqhinaVHLegaloMedicineTH2017THZdTHeaUec 1.9 2

96 torensicHuseHofHñUchromosomeHrNohHaHgeneralHoverviewVH2017THYadTHdZYUdac 161

95 torensicHevaluationHofHZeHyUstrHhaplotypesHinHaHpopulationHsampleHfromHnigeriaVHForensicoScienceo
International:oGeneticsoSupplementoSeriesTH2017THdTHeZfgUeZgY 0.5 3

94 PopulationHdataHandHforensicHgeneticHevaluationHwithHtheHñfilerâ�¢HPlusHPqRHomplificationHkitHinHtheH
zithuanianHpopulationVHForensicoScienceoInternational:oGeneticsoSupplementoSeriesTH2017THdTHedXdUedXe 0.5 2

93 ueneticHpolymorphismsHforHYgHíUÃÜRHlociHofHÃichuanHvanHethnicityHandHitsHcomparisonHwithHqhineseH
populationsVHLegaloMedicineTH2017THZgTHdUYZ 1.9 22

92 ueneticHcharacterizationHofHZeHñUÃÜRHlociHwithHtheHñfilerHPlusHkitHinHtheHpopulationHofHÃerbiaVHForensico
ScienceoInternational:oGeneticsTH2017THaYTHebfUebg 4.3 10

91 qaseHreporthHqoincidentalHinclusionHinHaHYeUlocusHñUÃÜRHmixtureTHwrongfulHconvictionHandH
exonerationVHForensicoScienceoInternational:oGeneticsTH2017THaYTHYUb 4.3 3

90 vaplotypeHdataHforHZeHñUchromosomalHÃÜRHlociHinHtheHqhaoshanHvanHpopulationTHÃouthHqhinaVH
ForensicoScienceoInternational:oGeneticsTH2017THaYTHecbUecd 4.3 10

89 –ultiplexHassayHdevelopmentHandHmutationHrateHanalysisHforHYaHR–HñUÃÜRsHinHqhineseHvanH
populationVH2017THYaYTHabcUacX 16

(2017-2017)
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88 vaplotypeHdataHforHYeHñUÃÜRHlociHinHtheHpopulationHofH–adhyaHPradeshTHwndiaVHForensicoScienceo
International:oGeneticsTH2017THZdTHeaYUeaZ 4.3 8

87 oHglimpseHatHtheHintricateHmosaicHofHethnicitiesHfromH–esopotamiahHPaternalHlineagesHofHtheH
NorthernHwraqiHorabsTHyurdsTHÃyriacsTHÜurkmensHandHñazidisVHPLoSoONETH2017THYZTHeXYfebXf 3.7 8

86 PopulationHdataHandHphylogeneticHstructureHofHvanHpopulationHfromHxiangsuHprovinceHofHqhinaHonH
ulobaltilerHÃÜRHlociVH2018THYaZTHYaXYUYaXb 13

85 vaplotypeHdataHofHZeHñUÃÜRsHanalyzedHinHtheHvuiHandHÜujiaHethnicHminoritiesHfromHqhinaVHForensico
ScienceoInternational:oGeneticsTH2018THacTHeeUeg 4.3 16

84 ueneticHportraitHofHZeHñUÃÜRHlociHinHtheHÜibetanHethnicHpopulationHofHtheH®inghaiHprovinceHofHqhinaVH
ForensicoScienceoInternational:oGeneticsTH2018THabTHeYfUeYg 4.3 21

83 PopulationHanalysisHofHZeHñUchromosomalHÃÜRsHinHtheHziHethnicHminorityHfromHvainanHprovinceTH
southernmostHqhinaVHForensicoScienceoInternational:oGeneticsTH2018THabTHeZXUeZZ 4.3 29

82 sstimationHofHtheHñUchromosomalHshortHtandemHrepeatHPñUÃÜRQHmutationHratesHinHÜurkeyVH2018THbaTHYbZUYcX 2

81 ueneticHanalysisHofHZeHñUÃÜRHlociHinHvanHpopulationHfromHvainanHprovinceTHsouthernmostHqhinaVH
ForensicoScienceoInternational:oGeneticsTH2018THaaTHegUeYX 4.3 22

80 olleleHfrequenciesHofHYcHÃÜRHlociHPwdentifilerâ�¢HkitQHinHpasqueUomericansVHLegaloMedicineTH2018THaYTHYeUYg 1.9 7

79 vaplotypeHstructureHofHZeHñfilerPlusHlociHinHqhineseHrongxiangHethnicHgroupHandHitsHgeneticH
relationshipsHwithHotherHpopulationsVHForensicoScienceoInternational:oGeneticsTH2018THaaTHeYaUeYd 4.3 16

78 PhylogeneticHanalysisHamongHZeHqhineseHpopulationsHandHgeneticHpolymorphismsHofHZXHautosomalH
ÃÜRHlociHinHaHqhineseHãyghurHethnicHminorityHgroupVH2018THcXTHbgaUcXZ 8

77 wnferringHqhineseHsurnamesHwithHñUÃÜRHprofilesVHForensicoScienceoInternational:oGeneticsTH2018THaaTHddUeY 4.3 9

76 ueneticHdiversityHandHphylogeneticHstudyHofHtheHqhineseHuelaoHethnicHminorityHviaHZaHñUÃÜRHlociVH
2018THYaZTHYXgaUYXgd 14

75
PaternalHportraitHofHpopulationsHofHtheHmiddleH–agdalenaHRiverHregionHPÜolimaHandHvuilaTH
qolombiaQhHNewHinsightsHonHtheHpeoplingHofHqentralHomericaHandHnorthernmostHÃouthHomericaVHPLoSo
ONETH2018THYaTHeXZXeYaX

3.7 6

74 ÜheHevaluationHofHforensicHcharacteristicsHandHtheHphylogeneticHanalysisHofHtheH™ngHpeH
languageUspeakingHpopulationHbasedHonHñUÃÜRVHForensicoScienceoInternational:oGeneticsTH2018THaeTHedUeYY 4.3 19

73 ueneticHdiversitiesHandHphylogeneticHanalysesHofHthreeHqhineseHmainHethnicHgroupsHinHsouthwestH
qhinahHoHñUqhromosomalHÃÜRHstudyVHScientificoReportsTH2018THfTHYcaag 4.9 19

72 uvsPUwÃtuHcollaborativeHexerciseHonHmixtureHprofilesHPuvsPU–wíXdQVHReportingHconclusionshHResultsH
andHevaluationVHForensicoScienceoInternational:oGeneticsTH2018THacTHYcdUYda 4.3 18

71 PhylogeneticHanalysisHandHforensicHevaluationHamongHRakhineTH–armaTHvajongTHandH–anipuriHtribesH
fromHfourHculturallyHdefinedHregionsHofHpangladeshHusingHYeHñUchromosomalHÃÜRsVH2018THYaZTHYdbYUYdbb
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70 onalysisHofHZaHñUÃÜRsHinHaHpopulationHsampleHfromHeasternHParaguayVHForensicoScienceoInternational:o
GeneticsTH2018THaeTHeZXUeZZ 4.3 4

69 RapidlyHmutatingHñUÃÜRsHstudyHinHqhineseHñiHpopulationVH2019THYaaTHbcUcX 5

68 PopulationHgeneticsHofHZbHñUÃÜRHlociHinHqhineseHvanHpopulationHfromHxilinHProvinceTHNortheastH
qhinaVH2019THeTHegfb 4

67 ProfilingHofHYeHñUÃÜRHlociHinH–azandaranHandHuilanHprovincesHofHwranVH2019THbgTHYZeeUYZfd 1

66 ueneticHdiversityHandHhaplotypeHstructureHofHZeHñUÃÜRHlociHinHaHñanbianHyoreanHpopulationHfromHxilinH
ProvinceTHNortheastHqhinaVHLegaloMedicineTH2019THadTHYYXUYYZ 1.9 3

65 ueneticHdiversityHandHhaplotypeHstructureHofHZeHñUÃÜRHlociHinHaHvanHpopulationHfromHxiningTH
ÃhandongHprovinceTHeasternHqhinaVHForensicoScienceoInternational:oGeneticsTH2019THbZTHeZcUeZd 4.3 2

64 vaplotypeHdataHforHYeHñUÃÜRHlociHinHtheHpopulationHofHvimachalHPradeshTHwndiaVH2019THYaaTHYbXYUYbXZ 5

63 NovelHñUchromosomeHshortHtandemHrepeatHsequenceHvariationHforHlociHrñÃeYXTHrñÃcYfTHrñÃafcTH
rñÃdbbTHrñÃdYZTHrñÃdZdTHrñÃcXbTHrñÃbfYTHrñÃbbeHandHrñÃbbgVH2019THYaaTHYdfYUYdfg 4

62 vaplotypeHanalysisHofHadHñUÃÜRHlociHinHtheHqhineseHvanHpopulationHfromHqhangzhouTHqhinaVHForensico
ScienceoInternational:oGeneticsTH2019THbXTHeZeYUeZea 4.3

61 vaplotypesHofHZeHñUÃÜRsHanalyzedHinHuelaoHandH–iaoHethnicHminoritiesHfromHuuizhouHProvinceTH
ÃouthwestHqhinaVHForensicoScienceoInternational:oGeneticsTH2019THbXTHeZdbUeZde 4.3 8

60 ueneticHsubstructureHandHforensicHcharacteristicsHofHqhineseHvuiHpopulationsHusingHYceHñUÃNPsHandH
ZeHñUÃÜRsVHForensicoScienceoInternational:oGeneticsTH2019THbYTHYYUYf 4.3 33

59 torensicHcharacteristicsHandHphylogeneticHanalysisHofHZaHñUÃÜRHlociHinHtheH–iaoHpopulationHfromH
uuizhouHprovinceTHsouthwestHqhinaVHAnnalsoofoHumanoBiologyTH2019THbdTHfbUfe 1.7 6

58
ueneticHpolymorphismsHofHZeHñfilerHPlusHlociHinHtheHraurHandH–ongolianHethnicHminoritiesHfromH
vulunbuirHofHwnnerH–ongoliaHoutonomousHRegionTHqhinaVHForensicoScienceoInternational:oGeneticsTH
2019THbXTHeZcZUeZcc

4.3 19

57 ProbabilisticHgenotypingHsoftwarehHonHoverviewVHForensicoScienceoInternational:oGeneticsTH2019THafTHZYgUZZb4.3 70

56 ueneticHanalysisHofHYZHíUÃÜRsHforHforensicHpurposesHinHziaoningH–anchuHpopulationHfromHqhinaVH
GeneTH2019THdfaTHYcaUYcf 3.8 6

55 ñUÃÜRsOHgeneticHprofilingHofHYgcaHindividualsHfromHtwoHqhineseHvanHpopulationsHPuuizhouHandH
ÃhanxiQVHForensicoScienceoInternational:oGeneticsTH2019THafTHefUeYX 4.3 10

54 torensicHcharacteristicsHandHphylogeneticHanalysisHofHbothHñUÃÜRHandHñUÃNPHinHtheHziHandHvanHethnicH
groupsHfromHvainanHwslandHofHqhinaVHForensicoScienceoInternational:oGeneticsTH2019THagTHeYbUeZX 4.3 31

53 vaplotypeHanalysisHforHwrishHancestryVH2019THcTHZfdUZgY 3
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52 vowHdoesHqhinaHappraiseHselfHandHothersmHoHcorpusUbasedHanalysisHofHqhineseHpoliticalHdiscourseVH
2020THaYTHYcaUYeY 6

51 onHunpunctualHpreventiveHmaintenanceHpolicyHunderHtwoUdimensionalHwarrantyVH2020THZfZTHaXbUaYf 37

50 revelopmentHandHvalidationHofHaHnovelHZgUplexHñUÃÜRHtypingHsystemHforHforensicHapplicationVH
ForensicoScienceoInternational:oGeneticsTH2020THbbTHYXZYdg 4.3 7

49 sthnicHfragmentationHandHdegreeHofHurbanizationHstronglyHaffectHtheHdiscriminationHpowerHofHñUÃÜRH
haplotypesHinHcentralHÃahelVHForensicoScienceoInternational:oGeneticsTH2020THbgTHYXZaeb 4.3 3

48 éwÜvrRoéNhHueneticHcharacterizationHandHforensicHimportanceHofHZXHñUÃÜRsHinHhanHpopulationH
fromHonshanTHNortheastHofHqhinaVHLegaloMedicineTH2020THYXYfXc 1.9

47 ueneticHpolymorphismsHandHphylogeneticHanalysesHofHtheHˆ�UÜsangHÜibetanHfromHzhasaHbasedHonHaXH
slowlyHandHmoderatelyHmutatedHñUÃÜRHlociVH2020THYUf 5

46 RecommendationsHofHtheHPolishHÃpeakingHéorkingHuroupHofHtheHwnternationalHÃocietyHforHtorensicH
ueneticsHonHforensicHñHchromosomeHtypingVH2020THeXTHYUYf 2

45 PopulationUgeneticHandHcomparativeHinterpopulationHstudiesHofHozerbaijanHpopulationHbasedHonHtheH
YcHautosomalHÃÜRHmarkersVHGeneTH2020THecaTHYbbfXb 3.8 1

44 rNoHcommissionHofHtheHwnternationalHÃocietyHofHtorensicHueneticsHPwÃtuQhHRecommendationsHonHtheH
interpretationHofHñUÃÜRHresultsHinHforensicHanalysisVHForensicoScienceoInternational:oGeneticsTH2020THbfTHYXZaXf4.3 21

43 vaplotypeHdiversityHandHphylogeneticHcharacteristicsHforHuuanzhongHvanHpopulationHfromH
NorthwestHqhinaHviaHafHñUÃÜRsHusingHñfilerâ�¢HPlatinumHomplificationHÃystemVH2020THfTHeYYfe 5

42 ueneticHcharacterisationHandHforensicHimportanceHofHZXHñUÃÜRsHinHvanHpopulationHfromHonshanTH
NortheastHofHqhinaVHAnnalsoofoHumanoBiologyTH2020THbeTHbefUbfZ 1.7

41 oHNovelHÃNPUÃÜRHÃystemHpasedHonHaHqapillaryHslectrophoresisHPlatformVHFrontiersoinoGeneticsTH2021TH
YZTHdadfZY 4.5 7

40 PopulationHdataHandHgeneticHstructureHanalysisHbasedHonHZgHñUÃÜRHlociHamongHtheHethnolinguisticH
groupsHinHpurkinaHtasoVH2021THYacTHYedeUYedg 1

39 ueneticHevidenceHofHsharedHancestryHamongHdiverseHethnoUlinguisticHhumanHpopulationsHofH
vimachalHPradeshVHGeneTH2021THeeZTHYbcaea 3.8

38
ÃequenceHReadHrepthHonalysisHofHaH–onophyleticHqlusterHofHñHqhromosomesHqharacterizedHbyH
ÃtructuralHRearrangementsHinHtheHoótcHRegionHResultingHinHrñÃbbfHreletionHandHrñtafeÃYH
ruplicationVHFrontiersoinoGeneticsTH2021THYZTHddgbXc

4.5 3

37 vaplotypeHdiversityHandHphylogeneticHrelationshipHanalysisHofHqhineseHñulinHvanHpopulationHusingH
cgHñUÃÜRHlociHofHtwoHnovelHñUÃÜRHtypingHsystemsVHLegaloMedicineTH2021THcXTHYXYfeY 1.9 2

36 ueneticHcharacterisationHforHñanOanHvanHpopulationHinHNorthernHÃhaanxiHProvinceTHqhinaTHviaH
afñUÃÜRsHusingHñfilerâ�¢HPlatinumVHAnnalsoofoHumanoBiologyTH2021THbfTHaZeUaab 1.7 1

35 ™piumPlexHisHaHnovelHmicrosatelliteHsystemHforHprofilingHopiumHpoppyHPPapaverHsomniferumHzVQVH
ScientificoReportsTH2021THYYTHYZegg 4.9 0
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34 R–plexhHonHefficientHmethodHforHanalyzingHaXHñUÃÜRsHwithHhighHmutationHratesVHForensicoScienceo
International:oGeneticsTH2021THccTHYXZcgc 4.3 3

33 sxploitationHofHaHnovelHslowlyHmutatingHñUÃÜRsHsetHandHevaluationHofHslowlyHmutatingHñUÃÜRsHplusH
ñUÃNPsHtypingHstrategyHinHforensicHgeneticsHandHevolutionaryHresearchVHElectrophoresisTH2021THbZTHeebUefc3.6 2

32 ÜurkishHqypriotHpaternalHlineagesHbearHanHautochthonousHcharacterHandHclosestHresemblanceHtoH
thoseHfromHneighbouringHNearHsasternHpopulationsVHAnnalsoofoHumanoBiologyTH2017THbbTHYdbUYeb 1.7 6

31 ÜwoHÃidesHofHtheHÃameHqoinhH–issingHandHãnidentifiedHPeopleVH2014THZgUbd 4

30 ñHqhromosomeHinHtorensicHÃcienceVH2014THYXcUYab 1

29 oHcomparisonHofHñUchromosomeHvariationHinHÃardiniaHandHonatoliaHisHmoreHconsistentHwithHculturalH
ratherHthanHdemicHdiffusionHofHagricultureVHPLoSoONETH2010THcTHeYXbYg 3.7 32

28 ofghanistanOsHethnicHgroupsHshareHaHñUchromosomalHheritageHstructuredHbyHhistoricalHeventsVHPLoSo
ONETH2012THeTHeabZff 3.7 35

27 risclosingHtheHgeneticHstructureHofHprazilHthroughHanalysisHofHmaleHlineagesHwithHhighlyH
discriminatingHhaplotypesVHPLoSoONETH2012THeTHebXXXe 3.7 25

26 ueneticHçariationHofHZcHñUqhromosomalHandHYcHoutosomalHÃÜRHzociHinHtheHvanHqhineseHPopulationH
ofHziaoningHProvinceTHNortheastHqhinaVHPLoSoONETH2016THYYTHeXYdXbYc 3.7 23

25 ñUchromosomeHhaplotypesHandHclanHstructureHofHtheHÃherpaHofHtheHÃolukhumbuHPNepalQhHpreliminaryH
ethnogeneticHconsiderationsVHAnthropologicaloScienceTH2013THYZYTHecUfa 1.3 2

24 –icrosatelliteHlociHdevelopmentHforHthreeHcatfishHspeciesHfromHnorthwesternHÃouthHomericaVH
NeotropicaloIchthyologyTH2020THYfTH 1.3 2

23 ÃtructureHandHpolymorphismHofHYdHnovelHñUÃÜRsHinHqhineseHvanHpopulationVHGeneticsoandoMolecularo
ResearchTH2012THYYTHbbfeUcXX 1.2 7

22 torensischeH–olekularbiologieVH2009THdYaUdZf

21 ueneticHÃtructureHofHqartagenaHdeHwndiasHPopulationHãsingHvypervariableH–arkersHofHñH
qhromosomeVHOpenoJournaloofoGeneticsTH2015THXcTHZeUbY 0.2

20 pibliographyVH2016THZaaUZaf

19 vumanHq™rwÃHÃÜRHzociHProfilingHfromHvÜÃHrataVH

18 PopulationHgeneticsHofHZcHñUÃÜRHlociHinHqhineseHvanHpopulationHfromHziaoningHProvinceTHNortheastH
qhinaVHForensicoScienceoInternational:oGeneticsoSupplementoSeriesTH2019THeTHYbbUYbd 0.5

17 ãni®UÜyperHâ�¢HñUYXHgenotypingHinHÃouthHofricanHpopulationshHnovelHallelesTHsequenceHvariationHandH
allelicHladderHupdatesVHForensicoScienceoInternational:oGeneticsoSupplementoSeriesTH2019THeTHbeaUbec 0.5 0
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16 ñHqhromosomeHÃhortHÜandemHRepeatsHÜypingVH2020THZeeUaXX

15 PÃoHpositivoTHespermatozoidesHausenteshHvaleHaHtentativaHdeHobtenˆ§ˆ£oHdeHperfilHgenˆ'ticoH
masculinomVHRevistaoBrasileiraoDeoCriminalˆ›sticaTH2020THfTHcYUce 0

14 ñUchromosomeHshortHtandemHrepeatHrñÃbcfVZHnonUconsensusHallelesHoccurHindependentlyHinHbothH
binaryHhaplogroupsHxYU–ZdeHandHRYbaU–bXcVHCroatianoMedicaloJournalTH2007THbfTHbcXUg 1.6 33

13 qontrastingHmaternalHandHpaternalHgeneticHhistoriesHamongHfiveHethnicHgroupsHfromHyhyberH
PakhtunkhwaTHPakistanVVHScientificoReportsTH2022THYZTHYXZe 4.9

12 ÜheHveartHofHÃilkHRoadHJíinjiangTJHwtsHueneticHPortrayTHandHtorensicHParametersHwnferredHtromH
outosomalHÃÜRsVVHFrontiersoinoGeneticsTH2021THYZTHedXedX 4.5

11 smpiricalHsvidenceHonHsnhancedH–utationHRatesHofHYgHR–UñÃÜRsHforHrifferentiatingHPaternalH
zineagesVHGenesTH2022THYaTHgbd 4.2

10 resignHandHdevelopmentHofHnovelHsingleHmultiplexHsystemHincorporatingHZdHrapidlyHmutatingH
ñUÃÜRsiHZdHR–HñplexVHElectrophoresisTH 3.6 0

9 torensicHrNoHonalysisVH2022THYbgcUYccg

8 ueneticHcharacterizationHofHtheHhighlanderHÜibetanHpopulationHfromH®inghaiUÜibetHPlateauHrevealedH
byHíHchromosomalHÃÜRsVH2022THYeTHeXZeYedg 0

7 wmprovingHdiscriminationHcapacityHthroughHrapidlyHmutatingHñUÃÜRsHinHstructuredHpopulationsHfromH
theHofricanHcontinentVH2022THdYTHYXZecc 0

6 svaluationHofHgeneticHpolymorphismsHatHZYHautosomalHÃÜRHlociHinHRamghariaHÃikhHpopulationHofH
PunjabTHwndiaVHYUd 0

5 wnternetHoccessibleHPopulationHratabaseshHñvRrHandHs–P™PVH2013THZeeUZfc 0

4 ñHqhromosomeHratabasesVH2023THfaeUfbX 0

3 tortyHyearsHofHresearchHandHdevelopmentHonHforensicHgeneticshHoHbibliometricHanalysisVH2023THdaTHYXZfZd 1

2 ñUchromosomeHanalysisHforHunidentifiedHhumanHremainsHPãvRQHinvestigationsVH2023THYggUZYY 0

1 –PyinUñÃÜRhHwnterpretationHofHñHchromosomeHÃÜRHhaplotypesHforHmissingHpersonsHcasesVH 0
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