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Genetics_N2014_Ned_Needdhkgk 6 18

336 ZincNfingerNtranscriptionNfactorsNdisplacedNSRyvβNproteinsNasNtheNmajorNSterolNregulatorsNduringN
SaccharomycotinaNevolutionbNPLoSiGenetics_N2014_Ned_Needdhdkj 6 42
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313 wandidaNalbicansnNwlinicalNRelevance_Nβathogenesis_NandN}ostNImmunitybN2015_Nmfmamif 1
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311 wonvergentNRegulationNofNwandidaNalbicansNuftfNandNwzfeNinNInvasiveNandNαpaqueNzilamentationbN
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306 wharacterisationNofNtheNwandidaNalbicansNβhosphopantetheinylNTransferaseNβptfNasNaNβotentialN
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305 TheNzincafingerNtranscriptionNfactor_Nαfie_NregulatesNwhiteaopaqueNswitchingNandNfilamentationNinN
theNyeastNwandidaNalbicansbN2015_Nhk_Nggiahe 9

304 unNexpandedNregulatoryNnetworkNtemporallyNcontrolsNwandidaNalbicansNbiofilmNformationbN
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303 TheNWαReNiUNuntranslatedNregionNregulatesNwhiteaopaqueNswitchingNinNwandidaNalbicansNbyN
reducingNtranslationalNefficiencybNMoleculariMicrobiology_N2015_Nmk_Nefiagl 4.1 14
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302 TheNtranscriptionalNstressNresponseNofNwandidaNalbicansNtoNweakNorganicNacidsbN2015_Ni_Nhmkaidi 28

301 αverlappingNzunctionsNbetweenNSWReNxeletionNandN}g“ijNucetylationNinNwandidaNalbicansbN
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298 TheNRoleNofN msffpNinNx∆uNxamageNResponseNinNwandidaNalbicansbN2015_Ni_Nfijkakl 3
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andNvirulenceNinNwandidaNalbicansbNFungaliGeneticsiandiBiology_N2015_Nle_Neidam 3.9 17

296 voricNacidNdestabilizesNtheNhyphalNcytoskeletonNandNinhibitsNinvasiveNgrowthNofNwandidaNalbicansbN
2015_Ngf_Nglmaml 18

295 IdentificationNandNcharacterizationNofNRvsejfcRvsejkag_NaNnovelN∆avuRNheterodimerNinNtheNhumanN
fungalNpathogenNwandidaNalbicansbNEukaryoticiCell_N2015_Neh_Nelfamg 6

294 zunctionNandNsubcellularNlocalizationNofN{cni_NaNhistoneNacetyltransferaseNinNwandidaNalbicansbN
FungaliGeneticsiandiBiology_N2015_Nle_Negfahe 3.9 47

293 whemicalNTransformationNofNwandidaNalbicansbN2015_Nleali 1

292 uNzuwSaoptimizedNscreenNidentifiesNregulatorsNofNgenomeNstabilityNinNwandidaNalbicansbNEukaryotici
Cell_N2015_Neh_Ngeeaff 9

291 wandidaNalbicansNmutantNconstructionNandNcharacterizationNofNselectedNvirulenceNdeterminantsbN
2015_Neei_Neigaji 7

290 xeletionNofNtheNx∆uN”igaseNIVN{eneNinNwandidaNglabrataNSignificantlyNIncreasesN{eneaTargetingN
yfficiencybNEukaryoticiCell_N2015_Neh_Nklgame 7

289 wellNWallNRemodelingNynzymesN odulateNzungalNwellNWallNylasticityNandNαsmoticNStressNResistancebN
MBio_N2015_Nj_Neddmlj 7.8 111

288 ubolishingNwellNWallN{lycosylphosphatidylinositolaunchoredNβroteinsNinNwandidaNalbicansNynhancesN
RecognitionNbyN}ostNxectinaebN2015_Nlg_Nfjmhakdh 16

287 wandidaNparapsilosisnNanNemergingNpathogenNdevelopingNitsNownNidentitybN2015_Nj_Nedmaee 7

286 TrisomyNofNchromosomeNRNconfersNresistanceNtoNtriazolesNinNwandidaNalbicansbN2015_Nig_Ngdfam 14

285 wommunityNparticipationNinNbiofilmNmatrixNassemblyNandNfunctionbN2015_Neef_Nhdmfak 103
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284 wellNwallNprotectionNbyNtheNwandidaNalbicansNclassNINchitinNsynthasesbNFungaliGeneticsiandiBiology_N
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279  utationsNinNtranscriptionNfactorN rrfpNcontributeNtoNfluconazoleNresistanceNinNclinicalNisolatesNofN
wandidaNalbicansbN2015_Nhj_Niifam 11
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277 uNwandidaNalbicansNStrainNyxpressingN ammalianNInterleukinaekuNResultsNinNyarlyNwontrolNofNzungalN
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276 ∆aucetylglucosamineaInducedNwellNxeathNinNwandidaNalbicansNandNItsNImplicationsNforNudaptiveN
 echanismsNofN∆utrientNSensingNinNYeastsbNMBio_N2015_Nj_Nedegkjaei 7.8 27

275 TheNwandidaNalbicansNuTαN{eneNzamilyNβromotesN∆eutralizationNofNtheN acrophageN
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morphogenesisNinNwandidaNalbicansbNFungaliGeneticsiandiBiology_N2015_Nlg_Nhiaik 3.9 18
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271 RoleNofNβroteinN{lycosylationNinNwandidaNparapsilosisNwellNWallNIntegrityNandN}ostNInteractionbN
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263 βhohNmediatesNphosphateNacquisitionNinNwandidaNalbicansNandNisNvitalNforNstressNresistanceNandNmetalN
homeostasisbN2016_Nfk_Nfklhalde 35
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