
Detecting the number of clusters of individuals using the software structure: a
simulation study

Molecular Ecology

14, 2611-2620

DOI: 10.1111/j.1365-294x.2005.02553.x

Citation Report



Citation Report

2

# Article IF Citations

1 Statistical methods for identifying hybrids and groups. , 2001, , 25-41. 8

2 Gene Flow in Complex Landscapes: Testing Multiple Hypotheses with Causal Modeling. American
Naturalist, 2006, 168, 486-499. 1.0 571

3 Spatial genetic pattern in the land mollusc Helix aspersa inferred from a â€˜centre-based clusteringâ€™
procedure. Genetical Research, 2006, 88, 27-44. 0.3 13

4 Isolation and genetic diversity of endangered grey nurse shark ( Carcharias taurus ) populations.
Biology Letters, 2006, 2, 308-311. 1.0 64

5
Discriminating the impact of recent human mediated stock transfer from historical gene flow on
genetic structure of European grayling Thymallus thymallus L.. Journal of Fish Biology, 2006, 69,
115-135.

0.7 40

6 aflpdat: a collection of r functions for convenient handling of AFLP data. Molecular Ecology Notes,
2006, 6, 603-604. 1.7 404

7 Characterization of 20 microsatellite marker loci in Coquerel's sifaka (Propithecus coquereli).
Molecular Ecology Notes, 2006, 6, 1119-1121. 1.7 7

8 Characterization of 11 microsatellite marker loci in the Malagasy big-headed turtle (Erymnochelys) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (madagascariensis). Molecular Ecology Notes, 2006, 6, 1228-1230.1.7 3

9 Fine-scale genetic structure, co-founding and multiple mating in the Australian allodapine bee
(Exoneura robusta). Journal of Zoology, 2006, 270, 687-691. 0.8 9

10 Genetic structure within and among regional populations of the Eurasian badger (Meles meles) from
Denmark and the Netherlands. Journal of Zoology, 2006, 271, 060818015547004-???. 0.8 9

11 Genetic structure is influenced by landscape features: empirical evidence from a roe deer population.
Molecular Ecology, 2006, 15, 1669-1679. 2.0 238

12 What is a population? An empirical evaluation of some genetic methods for identifying the number of
gene pools and their degree of connectivity. Molecular Ecology, 2006, 15, 1419-1439. 2.0 1,266

13 Genetic and karyotypic structure in the shrews of the Sorex araneus group: are they independent?.
Molecular Ecology, 2006, 15, 1577-1587. 2.0 30

14 Identifying units for conservation using molecular systematics: the cautionary tale of the Karner
blue butterfly. Molecular Ecology, 2006, 15, 1759-1768. 2.0 87

15
Chloroplast diversity in the genus Malus : new insights into the relationship between the European
wild apple ( Malus sylvestris (L.) Mill.) and the domesticated apple ( Malus domestica Borkh.).
Molecular Ecology, 2006, 15, 2171-2182.

2.0 104

16 Farmersâ€™ use of wild relative and sexual reproduction in a vegetatively propagated crop. The case of
yam in Benin. Molecular Ecology, 2006, 15, 2421-2431. 2.0 87

17 Population genetic structure of Arabidopsis lyrata in Europe. Molecular Ecology, 2006, 15, 2753-2766. 2.0 91

18 Comparative phylogeography of the Veronica alpina complex in Europe and North America. Molecular
Ecology, 2006, 15, 3269-3286. 2.0 114



3

Citation Report

# Article IF Citations

19 Population structure within and between subspecies of the Mediterranean triplefin fish Tripterygion
delaisi revealed by highly polymorphic microsatellite loci. Molecular Ecology, 2006, 15, 3527-3539. 2.0 59

20 Genetic structure and assignment tests demonstrate illegal translocation of red deer (Cervus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (elaphus) into a continuous population. Molecular Ecology, 2006, 15, 3191-3203.2.0 98

21 Blind population genetics survey of tropical rainforest trees. Molecular Ecology, 2006, 15, 3505-3513. 2.0 63

22 Comprehensive genetic analyses reveal evolutionary distinction of a mouse (Zapus hudsonius preblei)
proposed for delisting from the US Endangered Species Act. Molecular Ecology, 2006, 15, 4331-4359. 2.0 46

23 Genetic divergence in the small Indian mongoose (Herpestes auropunctatus), a widely distributed
invasive species. Molecular Ecology, 2006, 15, 3947-3956. 2.0 45

24 Detecting female precise natal philopatry in green turtles using assignment methods. Molecular
Ecology, 2006, 16, 61-74. 2.0 84

25 High levels of variation despite genetic fragmentation in populations of the endangered mountain
pygmy-possum, Burramys parvus, in alpine Australia. Molecular Ecology, 2006, 16, 75-87. 2.0 46

26 Fine-scale spatial genetic structure and dispersal among spotted salamander (Ambystoma maculatum)
breeding populations. Molecular Ecology, 2006, 16, 257-274. 2.0 90

27 Reproductive strategy, clonal structure and genetic diversity in populations of the aquatic
macrophyte Sparganium emersum in river systems. Molecular Ecology, 2006, 16, 313-325. 2.0 71

28 Genetic analysis reveals population structure and recent migration within the highly fragmented
range of the Cross River gorilla (Gorilla gorilla diehli). Molecular Ecology, 2006, 16, 501-516. 2.0 150

29 Hierarchical components of genetic variation at a species boundary: population structure in two
sympatric varieties of Lupinus microcarpus (Leguminosae). Molecular Ecology, 2006, 16, 753-769. 2.0 26

30 Computer programs for population genetics data analysis: a survival guide. Nature Reviews Genetics,
2006, 7, 745-758. 7.7 316

31
Relative performance of Bayesian clustering software for inferring population substructure and
individual assignment at low levels of population differentiation. Conservation Genetics, 2006, 7,
295-302.

0.8 540

32
Significant patterns of population genetic structure and limited gene flow in a threatened
macropodid marsupial despite continuous habitat in southeast Queensland, Australia. Conservation
Genetics, 2006, 7, 675-689.

0.8 32

33 Evidence for a large-scale population structure of Arabidopsis thaliana from genome-wide single
nucleotide polymorphism markers. Theoretical and Applied Genetics, 2006, 112, 1104-1114. 1.8 109

34 Diversity of wild and cultivated pearl millet accessions (Pennisetum glaucum [L.] R. Br.) in Niger
assessed by microsatellite markers. Theoretical and Applied Genetics, 2006, 114, 49-58. 1.8 125

35
Asexual genetic variability inAgavaceae determined with inverse sequence-tagged repeats and
amplification fragment length polymorphism analysis. Plant Molecular Biology Reporter, 2006, 24,
205-217.

1.0 18

36
Microsatellite diversity and broad scale geographic structure in a model legume: building a set of
nested core collection for studying naturally occurring variation in Medicago truncatula. BMC
Plant Biology, 2006, 6, 28.

1.6 107



4

Citation Report

# Article IF Citations

37 Measuring the Demographic and Genetic Effects of Pest Control in a Highly Persecuted Feral Pig
Population. Journal of Wildlife Management, 2006, 70, 1690-1697. 0.7 28

38 PSMIX: an R package for population structure inference via maximum likelihood method. BMC
Bioinformatics, 2006, 7, 317. 1.2 42

39 Population Genetics of the Invasive Fire Ant <I>Solenopsis invicta</I> (Hymenoptera: Formicidae) in the
United States. Annals of the Entomological Society of America, 2006, 99, 1213-1233. 1.3 40

40 Genetic Structure of Wild and Cultivated Olives in the Central Mediterranean Basin. Annals of
Botany, 2006, 98, 935-942. 1.4 174

41 Marker Genotypes and Population Admixture and Their Association With Body Weight, Height and
Relative Body Mass in United States Federal Bison Herds. Genetics, 2006, 174, 775-783. 1.2 7

42 Microsatellites reveal extensive geographical, ecological and genetic contacts between invasive and
indigenous whitefly biotypes in an insular environment. Genetical Research, 2006, 87, 109-124. 0.3 67

43 Population genetics of the frog-killing fungus <i>Batrachochytrium dendrobatidis</i>. Proceedings
of the National Academy of Sciences of the United States of America, 2007, 104, 13845-13850. 3.3 156

44 Large-Scale SNP Genotyping with Canine Buccal Swab DNA. Journal of Heredity, 2007, 98, 428-437. 1.0 10

45 Biotype status and genetic polymorphism of the whitefly Bemisia tabaci (Hemiptera: Aleyrodidae) in
Greece: mitochondrial DNA and microsatellites. Bulletin of Entomological Research, 2007, 97, 29-40. 0.5 87

46 Inference of Population Structure Under a Dirichlet Process Model. Genetics, 2007, 175, 1787-1802. 1.2 246

47
Genetic Structure and Gene Flow among South Florida Populations of<i>Iris hexagona</i>Walt.
(Iridaceae) Assessed with 19 Microsatellite DNA Loci. International Journal of Plant Sciences, 2007, 168,
1291-1309.

0.6 14

48 Genetic Considerations for the Captive Breeding of Tortoises and Freshwater Turtles. Chelonian
Conservation and Biology, 2007, 6, 302. 0.1 12

49 Hybridization and morphogenetic variation in the invasive alien <i>Fallopia</i> (Polygonaceae)
complex in Belgium. American Journal of Botany, 2007, 94, 1900-1910. 0.8 65

50 Microsatellite Analysis of Three Subspecies of Elk (Cervus elaphus) in California. Journal of
Mammalogy, 2007, 88, 801-808. 0.6 22

51 Population genetic structure of Biomphalaria glabrata in a schistosomiasis-endemic region in Brazil.
Journal of Molluscan Studies, 2007, 73, 45-52. 0.4 14

52 Ecological Zones Rather Than Molecular Forms Predict Genetic Differentiation in the Malaria Vector
Anopheles gambiae s.s. in Ghana. Genetics, 2007, 175, 751-761. 1.2 46

53 Disentangling hybridization and host colonization in parasitic roundworms of humans and pigs.
Proceedings of the Royal Society B: Biological Sciences, 2007, 274, 2669-2677. 1.2 102

54 Some Options to Induce Oviposition in Turtles. Chelonian Conservation and Biology, 2007, 6, 313. 0.1 13



5

Citation Report

# Article IF Citations

55 Genetic Viability and Population History of the Giant Panda, Putting an End to the â€œEvolutionary Dead
Endâ€•?. Molecular Biology and Evolution, 2007, 24, 1801-1810. 3.5 122

56 Genetic Diversity and Population Structure of Wild Olives from the North-western Mediterranean
Assessed by SSR Markers. Annals of Botany, 2007, 100, 449-458. 1.4 149

57 Population Genetic Structure and Hybridization Patterns in the Mediterranean Endemics Phlomis
lychnitis and P. crinita (Lamiaceae). Annals of Botany, 2007, 100, 735-746. 1.4 22

58 Breed relationships facilitate fine-mapping studies: A 7.8-kb deletion cosegregates with Collie eye
anomaly across multiple dog breeds. Genome Research, 2007, 17, 1562-1571. 2.4 133

59
Close genetic relationship between cultivated and natural populations of common buckwheat in the
Sanjiang area is not due to recent gene flow between them-An analysis using microsatellite markers.
Genes and Genetic Systems, 2007, 82, 53-64.

0.2 14

60 Genetic population structure of Anopheles gambiae in Equatorial Guinea. Malaria Journal, 2007, 6, 137. 0.8 37

61 Molecular Phylogeography of Domesticated Barley Traces Expansion of Agriculture in the Old World.
Genetics, 2007, 177, 1765-1776. 1.2 104

62 Genetic divergence and connectivity among river and reef spawning groups of walleye (Sander vitreus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (vitreus) in Lake Erie. Canadian Journal of Fisheries and Aquatic Sciences, 2007, 64, 437-448.0.7 66

63 CLUMPP: a cluster matching and permutation program for dealing with label switching and
multimodality in analysis of population structure. Bioinformatics, 2007, 23, 1801-1806. 1.8 5,408

64 Evaluating Population Structure of Black Bears on the Kenai Peninsula using Mitochondrial and
Nuclear DNA Analyses. Journal of Mammalogy, 2007, 88, 1288-1299. 0.6 14

65 Recent postglacial range expansion drives the rapid diversification of a songbird lineage in the
genus<i>Junco</i>. Proceedings of the Royal Society B: Biological Sciences, 2007, 274, 2653-2660. 1.2 141

66 Evaluating the Reliability of <i>Structure</i> Outputs in Case of Relatedness between Individuals.
Crop Science, 2007, 47, 887-890. 0.8 23

67 Genetic diversity of the rare Asian plant, Trigonobalanus doichangensis (Fagaceae). Australian Journal
of Botany, 2007, 55, 10. 0.3 11

68 The comparative study of range-wide genetic structure across related, co-distributed rainforest trees
reveals contrasting evolutionary histories. Australian Journal of Botany, 2007, 55, 416. 0.3 31

69 Bridging Genomics and Genetic Diversity: Linkage Disequilibrium Structure and Association Mapping in
Maize and Other Cereals. Crop Science, 2007, 47, S-60. 0.8 19

70 Characterizing Safflower Germplasm with AFLP Molecular Markers. Crop Science, 2007, 47, 1728-1736. 0.8 72

71 Evaluation of Genetic Diversity and Genomeâ€•wide Linkage Disequilibrium among U.S. Wheat ( Triticum) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (aestivum L.) Germplasm Representing Different Market Classes. Crop Science, 2007, 47, 1018-1030.0.8 167

72 Multilocus microsatellite typing (MLMT) reveals genetically isolated populations between and within
the main endemic regions of visceral leishmaniasis. Microbes and Infection, 2007, 9, 334-343. 1.0 142



6

Citation Report

# Article IF Citations

73 Population structure of poplar rust Melampsora larici-populina in the UK inferred from AFLP. Plant
Pathology, 2007, 56, 472-479. 1.2 12

74 Detecting population structure using STRUCTURE software: effect of background linkage
disequilibrium. Heredity, 2007, 99, 374-380. 1.2 100

75 Applying new inter-individual approaches to assess fine-scale population genetic diversity in a
neotropical frog, Eleutherodactylus ockendeni. Heredity, 2007, 99, 506-515. 1.2 19

76 Spatial genetic structure in the Laperrine's olive (Olea europaea subsp. laperrinei), a long-living tree
from the central Saharan mountains. Heredity, 2007, 99, 649-657. 1.2 34

77 Labile associations between fungus-growing ant cultivars and their garden pathogens. ISME Journal,
2007, 1, 373-384. 4.4 25

78
Comparing patterns of nuclear and mitochondrial divergence in a cryptic species complex: the case of
Iberian and North African wall lizards (Podarcis, Lacertidae). Biological Journal of the Linnean
Society, 2007, 91, 121-133.

0.7 67

79 Species-richness of the Anopheles annulipes complex (Diptera: Culicidae) revealed by tree and
model-based allozyme clustering analyses. Biological Journal of the Linnean Society, 0, 91, 523-539. 0.7 2

80 Genetic variation and structure in native populations of the fire ant Solenopsis invicta: evolutionary
and demographic implications. Biological Journal of the Linnean Society, 2007, 92, 541-560. 0.7 36

81
Infraspecific variation and phylogeography of the high-polyploid Iberian endemic Anthoxanthum
amarum Brot. (Poaceae; Pooideae) assessed by random amplified polymorphic DNA markers (RAPDs) and
morphology. Botanical Journal of the Linnean Society, 2007, 155, 179-192.

0.8 11

82 Genetic differentiation amongst fragrant orchids (Gymnadenia conopsea s.l.) in the British Isles.
Botanical Journal of the Linnean Society, 2007, 155, 349-360. 0.8 11

83 Genetic variation among trout in the River Neretva basin, Bosnia and Herzegovina. Journal of Fish
Biology, 2007, 70, 94-110. 0.7 35

84 Microsatellite variation in cod Gadus morhua throughout its geographic range. Journal of Fish
Biology, 2007, 70, 310-335. 0.7 73

85 Secondary contact between two divergent lineages of grayling <i>Thymallus</i> in the lower Enisey
basin and its taxonomic implications. Journal of Fish Biology, 2007, 71, 371-386. 0.7 26

86
Microsatellite variation among River Sturgeons of the genus Scaphirhynchus (Actinopterygii:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 227 Td (Acipenseridae): a preliminary assessment of hybridization. Journal of Applied Ichthyology, 2007, 23,

304-312.
0.3 14

87
Microsatellite and morphometric variation in Drosophila gouveai: the relative importance of
historical and current factors in shaping the genetic population structure. Journal of Zoological
Systematics and Evolutionary Research, 2007, 45, 336-344.

0.6 8

88 Postglacial intraâ€•lacustrine divergence of Icelandic threespine stickleback morphs in three
neovolcanic lakes. Journal of Evolutionary Biology, 2007, 20, 1870-1881. 0.8 33

89 Ecological selection against hybrids in natural populations of sympatric threespine sticklebacks.
Journal of Evolutionary Biology, 2007, 20, 2173-2180. 0.8 100

90 Distribution of sibling species of the Anopheles annulipes complex (Diptera: Culicidae) in the
Townsville region of Australia. Australian Journal of Entomology, 2007, 46, 133-139. 1.1 0



7

Citation Report

# Article IF Citations

91 Population structure and its implications for conservation of the great silver beetle Hydrophilus
piceus in Britain. Freshwater Biology, 2007, 52, 2101-2111. 1.2 12

92 Defining population boundaries: use of three Bayesian approaches with microsatellite data from
British natterjack toads (Bufo calamita). Molecular Ecology, 2007, 16, 785-796. 2.0 60

93 The influence of altitude and topography on genetic structure in the long-toed
salamander(Ambystoma macrodactulym). Molecular Ecology, 2007, 16, 1625-1637. 2.0 133

94 Evaluating the performance of a multilocus Bayesian method for the estimation of migration rates.
Molecular Ecology, 2007, 16, 1149-1166. 2.0 324

95 A comparison of AFLPs and microsatellites to identify the population structure of brown trout
(Salmo trutta L.) populations from Hardangervidda, Norway. Molecular Ecology, 2007, 16, 1427-1438. 2.0 27

96 Ecology matters: Atlantic?Mediterranean disjunction in the sand-dune shrub Armeria pungens
(Plumbaginaceae). Molecular Ecology, 2007, 16, 2155-2171. 2.0 71

97 Remnants of ancient genetic diversity preserved within captive groups of scimitar-horned oryx (Oryx) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 502 Td (dammah). Molecular Ecology, 2007, 16, 2436-2449.2.0 36

98 A new individual-based spatial approach for identifying genetic discontinuities in natural populations.
Molecular Ecology, 2007, 16, 2031-2043. 2.0 72

99 Population structure and genetic diversity in tristylous Narcissus triandrus: insights from
microsatellite and chloroplast DNA variation. Molecular Ecology, 2007, 16, 2317-2332. 2.0 38

100 Phylogeography of spruce beetles (Dendroctonus rufipennis Kirby) (Curculionidae: Scolytinae) in
North America. Molecular Ecology, 2007, 16, 2560-2573. 2.0 56

101 Life-history and habitat features influence the within-river genetic structure of Atlantic salmon.
Molecular Ecology, 2007, 16, 2638-2654. 2.0 278

102 Unexpected persistence on habitat islands: genetic signatures reveal dispersal of a eucalypt-dependent
marsupial through a hostile pine matrix. Molecular Ecology, 2007, 16, 2655-2666. 2.0 34

103 Landscape-level gene flow in Lobaria pulmonaria, an epiphytic lichen. Molecular Ecology, 2007, 16,
2807-2815. 2.0 63

104 Phylogeography, hybridization and Pleistocene refugia of the kob antelope (<i>Kobus kob</i>).
Molecular Ecology, 2007, 16, 3241-3252. 2.0 31

105
Genetic variation and population structure in blackâ€•grass (<i>Alopecurus myosuroides</i> Huds.), a
successful, herbicideâ€•resistant, annual grass weed of winter cereal fields. Molecular Ecology, 2007,
16, 3161-3172.

2.0 67

106 Contrasting patterns of mitochondrial and microsatellite genetic structure among Western
European populations of tawny owls (Strix aluco). Molecular Ecology, 2007, 16, 3423-3437. 2.0 69

107 Identifying the early genetic consequences of habitat degradation in a highly threatened tropical
conifer, <i>Araucaria nemorosa</i> Laubenfels. Molecular Ecology, 2007, 16, 3581-3591. 2.0 86

108 Nuclear vs. plastid data: complex Pleistocene history of a circumpolar key species. Molecular Ecology,
2007, 16, 3902-3925. 2.0 243



8

Citation Report

# Article IF Citations

109 Molecular analysis of dispersal in giant pandas. Molecular Ecology, 2007, 16, 3792-3800. 2.0 81

110
Nonâ€•gradual variation in colour morphs of the strawberry poison frog <i>Dendrobates pumilio</i>:
genetic and geographical isolation suggest a role for selection in maintaining polymorphism.
Molecular Ecology, 2007, 16, 4284-4294.

2.0 70

111 Contrasting population genetic structure for workers and queens in the putatively unicolonial ant
<i>Formica exsecta</i>. Molecular Ecology, 2007, 16, 4493-4503. 2.0 20

112 Population history of Berthelot's pipit: colonization, gene flow and morphological divergence in
Macaronesia. Molecular Ecology, 2007, 16, 4599-4612. 2.0 51

113 Rangewide phylogeography in the greater horseshoe bat inferred from microsatellites: implications
for population history, taxonomy and conservation. Molecular Ecology, 2007, 16, 4699-4714. 2.0 86

114 The population genomics of hepatitis B virus. Molecular Ecology, 2007, 16, 4747-4758. 2.0 26

115 Microsatellite variation points to local landscape plantings as sources of invasive pampas grass
(Cortaderia selloana) in California. Molecular Ecology, 2007, 16, 4956-4971. 2.0 30

116
Genetic structuring of the temperate gorgonian coral (<i>Corallium rubrum</i>) across the western
Mediterranean Sea revealed by microsatellites and nuclear sequences. Molecular Ecology, 2007, 16,
5168-5182.

2.0 55

117 Population structure of an endemic vulnerable species, the Jamaican boa (<i>Epicrates subflavus</i>).
Molecular Ecology, 2008, 17, 533-544. 2.0 29

118 Integrating individual behaviour and landscape genetics: the population structure of timber
rattlesnake hibernacula. Molecular Ecology, 2008, 17, 719-730. 2.0 93

119 Native range genetic variation in <i>Arabidopsis thaliana</i> is strongly geographically structured
and reflects Pleistocene glacial dynamics. Molecular Ecology, 2008, 17, 902-915. 2.0 148

120 Can microsatellite data allow identification of oleaster Plio-Pleistocene refuge zones in the
Mediterranean Basin?. Journal of Biogeography, 2007, 34, 559-560. 1.4 3

121 The distribution of genetic variation in Norway spruce (Picea abiesKarst.) populations in the western
Alps. Journal of Biogeography, 2007, 34, 929-938. 1.4 27

122 Repeatedly out of Beringia: Cassiope tetragona embraces the Arctic. Journal of Biogeography, 2007, 34,
1559-1574. 1.4 74

123 Nunatak survival vs. tabula rasa in the Central Pyrenees: a study on the endemic plant species Borderea
pyrenaica (Dioscoreaceae). Journal of Biogeography, 2007, 34, 1893-1906. 1.4 33

124 Geographic structure, genetic diversity and source tracking of <i>Spartina alterniflora</i>. Journal
of Biogeography, 2007, 34, 2055-2069. 1.4 91

125 Differentiation of European cattle by AFLP fingerprinting. Animal Genetics, 2007, 38, 60-66. 0.6 44

126 Bayesian clustering algorithms ascertaining spatial population structure: a new computer program
and a comparison study. Molecular Ecology Notes, 2007, 7, 747-756. 1.7 640



9

Citation Report

# Article IF Citations

127
GENETIC EVIDENCE FROM MITOCHONDRIAL, NUCLEAR, AND ENDOSYMBIONT MARKERS FOR THE EVOLUTION
OF HOST PLANT ASSOCIATED SPECIES IN THE APHID GENUS HYALOPTERUS (HEMIPTERA: APHIDIDAE).
Evolution; International Journal of Organic Evolution, 2007, 61, 1353-1367.

1.1 43

128
QUANTIFYING THE CONSTRAINING INFLUENCE OF GENE FLOW ON ADAPTIVE DIVERGENCE IN THE
LAKE-STREAM THREESPINE STICKLEBACK SYSTEM. Evolution; International Journal of Organic Evolution,
2007, 61, 2015-2026.

1.1 98

129 A set of multiplex panels of microsatellite markers for rapid molecular characterization of rice
accessions. BMC Plant Biology, 2007, 7, 23. 1.6 29

130 Impact of Natural and Artificial Barriers to Dispersal on the Population Structure of Bobcats. Journal
of Wildlife Management, 2007, 71, 96-102. 0.7 38

131 Rapid Homogenization of Multiple Sources: Genetic Structure of a Recolonizing Population of
Fishers. Journal of Wildlife Management, 2007, 71, 1853-1861. 0.7 19

132 Relative role of life-history traits and historical factors in shaping genetic population structure of
sardines (Sardina pilchardus). BMC Evolutionary Biology, 2007, 7, 197. 3.2 52

133 Sampling genetic diversity in the sympatrically and allopatrically speciating Midas cichlid species
complex over a 16 year time series. BMC Evolutionary Biology, 2007, 7, 25. 3.2 30

134 Genetic Structure of <i>Araucaria angustifolia</i> (Araucariaceae) Populations in Brazil: Implications
for the <i>in situ</i> Conservation of Genetic Resources. Plant Biology, 2007, 9, 516-525. 1.8 44

135 Hierarchical population genetic structure in the commercially exploited shrimp Crangon crangon
identified by AFLP analysis. Marine Biology, 2007, 151, 565-575. 0.7 21

136
Hybridization and phylogeography of the Mozambique tilapia Oreochromis mossambicus in southern
Africa evidenced by mitochondrial and microsatellite DNA genotyping. Conservation Genetics, 2007, 8,
475-488.

0.8 103

137 Genetic discrimination of middle Mississippi River Scaphirhynchus sturgeon into pallid, shovelnose,
and putative hybrids with multiple microsatellite loci. Conservation Genetics, 2007, 8, 683-693. 0.8 34

138
The genetic structure of the loggerhead sea turtle (Caretta caretta) in the Mediterranean as revealed
by nuclear and mitochondrial DNA and its conservation implications. Conservation Genetics, 2007, 8,
761-775.

0.8 87

139 Conservation unit status inferred for plants by combining interspecific crosses and AFLP.
Conservation Genetics, 2007, 8, 1273-1285. 0.8 14

140 Estimation of introgression in cutthroat trout populations using microsatellites. Conservation
Genetics, 2007, 8, 1311-1329. 0.8 34

141 A rangewide population genetic study of trumpeter swans. Conservation Genetics, 2007, 8, 1339-1353. 0.8 11

142 Population genetics and conservation of the threatened southeastern beach mouse (Peromyscus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 142 Td (polionotus niveiventris): subspecies and evolutionary units. Conservation Genetics, 2007, 8, 1441-1452.0.8 30

143 Putative native source of the invasive fire ant Solenopsis invicta in the USA. Biological Invasions,
2008, 10, 1457-1479. 1.2 55

144 Genetic variation and population structure of the endangered Hyacinth Macaw (Anodorhynchus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (hyacinthinus): implications for conservation. Biodiversity and Conservation, 2008, 17, 765-779.1.2 33



10

Citation Report

# Article IF Citations

145 Patterns of genetic diversity in Great Lakes bloaters (Coregonus hoyi) with a view to future
reintroduction in Lake Ontario. Conservation Genetics, 2008, 9, 281-293. 0.8 28

146 Population structure and genetic diversity in Swainsonâ€™s Hawks (Buteo swainsoni): implications for
conservation. Conservation Genetics, 2008, 9, 305-316. 0.8 30

147 Population structure and genetic diversity of black redhorse (Moxostoma duquesnei) in a highly
fragmented watershed. Conservation Genetics, 2008, 9, 531-546. 0.8 46

148
A non-invasive genetic evaluation of population size, natal philopatry, and roosting behavior of
non-breeding eastern imperial eagles (Aquila heliaca) in central Asia. Conservation Genetics, 2008, 9,
667-676.

0.8 47

149 Genetic structure and signature of population decrease in the critically endangered freshwater
cyprinid Chondrostoma lusitanicum. Conservation Genetics, 2008, 9, 791-805. 0.8 29

150
Disentangling the role of hybridization in the evolution of the endangered Arizona cliffrose (Purshia) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 547 Td (subintegra; Rosaceae): a molecular and morphological analysis. Conservation Genetics, 2008, 9,

1183-1194.
0.8 9

151
Microsatellite diversity and genetic structure of the commercially important tropical tree species
Eucalyptus urophylla, endemic to seven islands in eastern Indonesia. Tree Genetics and Genomes, 2008,
4, 519-530.

0.6 41

152 A rapid PCR-based diagnostic test for the identification of subspecies of Acacia saligna. Tree Genetics
and Genomes, 2008, 4, 625-635. 0.6 14

153 Genetic structure and differentiation in hop (Humulus lupulus L.) as inferred from microsatellites.
Euphytica, 2008, 161, 301-311. 0.6 37

154 Strong genetic divergence indicates that congeneric damselflies Coenagrion puella and C. pulchellum
(Odonata: Zygoptera: Coenagrionidae) do not hybridise. Hydrobiologia, 2008, 605, 55-63. 1.0 10

155 Subtle population structure and male-biased dispersal in two Copadichromis species (Teleostei,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 342 Td (Cichlidae) from Lake Malawi, East Africa. Hydrobiologia, 2008, 615, 69-79.1.0 12

156 Population genetic structure of the red imported fire ant, Solenopsis invicta, in Taiwan. Insectes
Sociaux, 2008, 55, 54-65. 0.7 24

157 Incipient speciation within a subgenus of rockfish (Sebastosomus) provides evidence of recent
radiations within an ancient species flock. Marine Biology, 2008, 154, 701-717. 0.7 34

158 Do anthropogenic transports facilitate stored-product pest moth dispersal? A molecular approach.
Die Naturwissenschaften, 2008, 95, 155-159. 0.6 7

159 Genetic diversity, structure and marker-trait associations in a collection of Italian tomato (Solanum) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (lycopersicum L.) landraces. Theoretical and Applied Genetics, 2008, 116, 657-669.1.8 150

160 Phylogeny and origin of pearl millet (Pennisetum glaucum [L.] R. Br) as revealed by microsatellite loci.
Theoretical and Applied Genetics, 2008, 117, 489-497. 1.8 124

161 Winter Flounder Larval Genetic Population Structure in Narragansett Bay, RI: Recruitment to Juvenile
Young-of-the-Year. Estuaries and Coasts, 2008, 31, 745-754. 1.0 16

162
Genetic relationships among three native North-American Mahonia species, invasive Mahonia
populations from Europe, and commercial cultivars. Plant Systematics and Evolution, 2008, 275,
219-229.

0.3 11



11

Citation Report

# Article IF Citations

163 An assessment of population structure in eight breeds of cattle using a whole genome SNP panel. BMC
Genetics, 2008, 9, 37. 2.7 95

164 Hybridization between <i>Crocodylus acutus</i> and <i>Crocodylus moreletii</i> in the Yucatan
Peninsula: II. evidence from microsatellites. Journal of Experimental Zoology, 2008, 309A, 674-686. 1.2 53

165
Natural and anthropogenic determinants of genetic structure in the largest remaining population of
the endangered goldenâ€•brown mouse lemur, <i>Microcebus ravelobensis</i>. American Journal of
Primatology, 2008, 70, 860-870.

0.8 40

167 Conservation Genetics. , 2008, , 1021-1066. 5

168 Human Genetic Diversity and its History. , 2008, , 1067-1108. 0

169
Single nucleotide polymorphisms reveal multiple introductions into France of Plasmopara halstedii,
the plant pathogen causing sunflower downy mildew. Infection, Genetics and Evolution, 2008, 8,
534-540.

1.0 85

170 Genetic polymorphism of Algerian Leishmania infantum strains revealed by multilocus microsatellite
analysis. Microbes and Infection, 2008, 10, 1309-1315. 1.0 49

171
Phylogeography of a living fossil: Pleistocene glaciations forced Ginkgo biloba L. (Ginkgoaceae) into
two refuge areas in China with limited subsequent postglacial expansion. Molecular Phylogenetics
and Evolution, 2008, 48, 1094-1105.

1.2 159

172 Phylogeography of two East Asian species in Croomia (Stemonaceae) inferred from chloroplast DNA
and ISSR fingerprinting variation. Molecular Phylogenetics and Evolution, 2008, 49, 702-714. 1.2 77

173 NATURAL SELECTION ALONG AN ENVIRONMENTAL GRADIENT: A CLASSIC CLINE IN MOUSE PIGMENTATION.
Evolution; International Journal of Organic Evolution, 2008, 62, 1555-1570. 1.1 144

174
TOXIC HYDROGEN SULFIDE AND DARK CAVES: PHENOTYPIC AND GENETIC DIVERGENCE ACROSS TWO
ABIOTIC ENVIRONMENTAL GRADIENTS IN<i>POECILIA MEXICANA</i>. Evolution; International Journal of
Organic Evolution, 2008, 62, 2643-2659.

1.1 122

175 THE COMPLEX BIOGEOGRAPHIC HISTORY OF A WIDESPREAD TROPICAL TREE SPECIES. Evolution;
International Journal of Organic Evolution, 2008, 62, 2760-2774. 1.1 82

176

Documenting the advantages and limitations of different classes of molecular markers in a
well-established phylogeographic context: lessons from the Iberian endemic Golden-striped
salamander, Chioglossa lusitanica (Caudata: Salamandridae). Biological Journal of the Linnean
Society, 0, 95, 371-387.

0.7 25

177 Patterns of gene flow and source-sink dynamics in high altitude populations of the common toad
Bufo bufo (Anura: Bufonidae). Biological Journal of the Linnean Society, 0, 95, 824-839. 0.7 28

178
Population structure, diversity, and phylogeography in the near-threatened Eurasian black vultures
Aegypius monachus (Falconiformes; Accipitridae) in Europe: insights from microsatellite and
mitochondrial DNA variation. Biological Journal of the Linnean Society, 0, 95, 859-872.

0.7 42

179 Genetic structure in alpine brown trout <i>Salmo trutta </i>L. shows that indirect stocking affects
native lake populations. Journal of Fish Biology, 2008, 72, 1990-2001. 0.7 9

180 Inference of hazel grouse population structure using multilocus data: a landscape genetic approach.
Heredity, 2008, 101, 475-482. 1.2 19

181 Gene flow among native bush rat,<i>Rattus fuscipes</i>(Rodentia: Muridae), populations in the
fragmented subtropical forests of southâ€•east Queensland. Austral Ecology, 2008, 33, 585-593. 0.7 10



12

Citation Report

# Article IF Citations

182 Representing genetic variation as continuous surfaces: an approach for identifying spatial dependency
in landscape genetic studies. Ecography, 2008, 31, 685-697. 2.1 89

183 Genetic structure of the invasive pest Bemisia tabaci: evidence of limited but persistent genetic
differentiation in glasshouse populations. Heredity, 2008, 100, 316-325. 1.2 71

184 Competing hypotheses for the etiology of cryptorchidism in Sitka black-tailed deer: an evaluation of
evolutionary alternatives. Animal Conservation, 2008, 11, 234-246. 1.5 20

185 Genetic diversity in the North American captive African elephant collection. Journal of Zoology, 2008,
275, 252-267. 0.8 22

186 Genetic races associated with the genera and sections of host species in the holoparasitic plant
<i>Cytinus</i> (Cytinaceae) in the Western Mediterranean basin. New Phytologist, 2008, 178, 875-887. 3.5 32

187 Intraspecific competition reveals conditional fitness effects of single gene polymorphism at the
<i>Arabidopsis</i> root growth regulator <i>BRX</i>. New Phytologist, 2008, 180, 71-80. 3.5 22

188 Genetic diversity and structure of the invasive tree <i>Miconia calvescens</i> in Pacific islands.
Diversity and Distributions, 2008, 14, 935-948. 1.9 45

189
Genetic differentiation among populations of an oceanic island: The case of <i>Metrosideros
boninensis</i>, an endangered endemic tree species in the Bonin Islands. Plant Species Biology, 2008, 23,
119-128.

0.6 19

190 Microsatellite DNA polymorphism of Japanese sea bass (Laterolabrax japonicus) inhabiting Chinese and
Japanese coasts. Journal of Applied Ichthyology, 2008, 24, 180-186. 0.3 7

191
Reproductive isolation between chromosomal races of the house mouse <i>Mus musculus
domesticus</i> in a parapatric contact area revealed by an analysis of multiple unlinked loci. Journal
of Evolutionary Biology, 2008, 21, 502-513.

0.8 25

192 Assessing the longâ€•term genetic impact of historical stocking events on contemporary populations of
Atlantic salmon, <i>Salmo salar</i>. Fisheries Management and Ecology, 2008, 15, 315-326. 1.0 43

193 Population structure in the highly fragmented range of <i>Tor douronensis</i> (Cyprinidae) in
Sarawak, Malaysia revealed by microsatellite DNA markers. Freshwater Biology, 2008, 53, 924-934. 1.2 19

194 Evolutionary consequences of human disturbance in a rainforest bird species from Central Africa.
Molecular Ecology, 2008, 17, 58-71. 2.0 42

195 Colonization genetics of an animalâ€•dispersed plant (<i>Vaccinium membranaceum</i>) at Mount St
Helens, Washington. Molecular Ecology, 2008, 17, 731-740. 2.0 41

196 Landscape characteristics influence morphological and genetic differentiation in a widespread raptor
(<i>Buteo jamaicensis</i>). Molecular Ecology, 2008, 17, 810-824. 2.0 53

197
Population genetic analyses of<i>Hypoplectrus</i>coral reef fishes provide evidence that local
processes are operating during the early stages of marine adaptive radiations. Molecular Ecology,
2008, 17, 1405-1415.

2.0 47

198 Estimating contemporary early lifeâ€•history dispersal in an estuarine fish: integrating molecular and
otolith elemental approaches. Molecular Ecology, 2008, 17, 1438-1450. 2.0 69

199 The seabird paradox: dispersal, genetic structure and population dynamics in a highly mobile, but
philopatric albatross species. Molecular Ecology, 2008, 17, 1658-1673. 2.0 90



13

Citation Report

# Article IF Citations

200 Ancient vs. recent processes as factors shaping the genetic variation of the European wild boar: are
the effects of the last glaciation still detectable?. Molecular Ecology, 2008, 17, 1745-1762. 2.0 129

201
Congruent population structure inferred from dispersal behaviour and intensive genetic surveys of
the threatened Florida scrubâ€•jay (<i>Aphelocoma cÅ“rulescens</i>). Molecular Ecology, 2008, 17,
1685-1701.

2.0 169

202 Genetic impoverishment of the last black grouse (<i>Tetrao tetrix</i>) population in the Netherlands:
detectable only with a reference from the past. Molecular Ecology, 2008, 17, 1897-1904. 2.0 38

203 Population genetic structure across dissolved oxygen regimes in an African cichlid fish. Molecular
Ecology, 2008, 17, 2134-2148. 2.0 64

204 Genetic discontinuity, breedingâ€•system change and population history of <i>Arabis alpina</i> in the
Italian Peninsula and adjacent Alps. Molecular Ecology, 2008, 17, 2245-2257. 2.0 68

205 Postglacial recolonization at a snail's pace (<i>Trochulus villosus</i>): confronting competing
refugia hypotheses using model selection. Molecular Ecology, 2008, 17, 2449-2462. 2.0 72

206 Genetic diversity enhanced by ancient introgression and secondary contact in East Pacific black
mangroves. Molecular Ecology, 2008, 17, 2680-2690. 2.0 44

207 Cryptic speciation in a Holarctic passerine revealed by genetic and bioacoustic analyses. Molecular
Ecology, 2008, 17, 2691-2705. 2.0 109

208 Speciation in the highlands of Mexico: genetic and phenotypic divergence in the Mexican jay
(<i>Aphelocoma ultramarina</i>). Molecular Ecology, 2008, 17, 2505-2521. 2.0 95

209 Reproductive protein evolution within and between species: maintenance of divergent ZP3 alleles
in<i> Peromyscus</i>. Molecular Ecology, 2008, 17, 2616-2628. 2.0 22

210 High variation and very low differentiation in wide ranging plains zebra (Equus quagga): insights
from mtDNA and microsatellites. Molecular Ecology, 2008, 17, 2812-2824. 2.0 49

211
Population genetic structure of <i>Chilo suppressalis</i> (Walker) (Lepidoptera: Crambidae): strong
subdivision in China inferred from microsatellite markers and mtDNA gene sequences. Molecular
Ecology, 2008, 17, 2880-2897.

2.0 69

212 Fineâ€•scale population genetic structure in a fissionâ€“fusion society. Molecular Ecology, 2008, 17,
2666-2679. 2.0 59

213
Relative information content of polymorphic microsatellites and mitochondrial DNA for inferring
dispersal and population genetic structure in the olive sea snake, <i>Aipysurus laevis</i>. Molecular
Ecology, 2008, 17, 3062-3077.

2.0 57

214
The history of Seasonally Dry Tropical Forests in eastern South America: inferences from the genetic
structure of the tree <i>Astronium urundeuva</i> (Anacardiaceae). Molecular Ecology, 2008, 17,
3147-3159.

2.0 119

215 Population structure of iceâ€•breeding seals. Molecular Ecology, 2008, 17, 3078-3094. 2.0 55

216 Multiple population structure of the giant mottled eel, <i>Anguilla marmorata</i>. Molecular
Ecology, 2008, 17, 3109-3122. 2.0 97

217 Evidence for multiple sources of invasion and intraspecific hybridization in <i>Brachypodium
sylvaticum</i> (Hudson) Beauv. in North America. Molecular Ecology, 2008, 17, 4657-4669. 2.0 137



14

Citation Report

# Article IF Citations

218 Landscape genetics, historical isolation and crossâ€•Andean gene flow in the wax palm, <i>Ceroxylon
echinulatum</i> (Arecaceae). Molecular Ecology, 2008, 17, 3528-3540. 2.0 45

219 Population structure of the parasitic nematode<i>Anguillicola crassus</i>, an invader of declining
North Atlantic eel stocks. Molecular Ecology, 2008, 17, 3478-3495. 2.0 55

220 Inâ€•stream and overland dispersal across a river network influences gene flow in a freshwater insect,
<i>Calopteryx splendens</i>. Molecular Ecology, 2008, 17, 3496-3505. 2.0 70

221 The influence of multiple dispersal mechanisms and landscape structure on population clustering and
connectivity in fragmented artesian spring snail populations. Molecular Ecology, 2008, 17, 3733-3751. 2.0 58

222 Phylogeography and recolonization of the Swiss Alps by the Valais shrew (<i>Sorex antinorii</i>),
inferred with autosomal and sexâ€•specific markers. Molecular Ecology, 2008, 17, 4118-4133. 2.0 17

223 Isolated remnant or recent introduction? Estimating the provenance of Yellingbo Leadbeater's
possums by genetic analysis and bottleneck simulation. Molecular Ecology, 2008, 17, 4039-4052. 2.0 17

224 Genetic differentiation, hybridization and adaptive divergence in two subspecies of the acorn barnacle
<i> Tetraclita japonica</i> in the northwestern Pacific. Molecular Ecology, 2008, 17, 4151-4163. 2.0 47

225 Opening a can of worms: unprecedented sympatric cryptic diversity within British lumbricid
earthworms. Molecular Ecology, 2008, 17, 4684-4698. 2.0 194

226 A hybrid zone provides evidence for incipient ecological speciation in<i>Heliconius</i>butterflies.
Molecular Ecology, 2008, 17, 4699-4712. 2.0 57

227 Population genetics of GalÃ¡pagos land iguana (genus <i>Conolophus</i>) remnant populations.
Molecular Ecology, 2008, 17, 4943-4952. 2.0 44

228 Patterns of genetic variation in US federal bison herds. Molecular Ecology, 2008, 17, 4963-4977. 2.0 18

229 Population genetic structure in Atlantic and Pacific Ocean common murres (<i>Uria aalge</i>):
natural replicate tests of postâ€•Pleistocene evolution. Molecular Ecology, 2008, 17, 4859-4873. 2.0 43

230 Genetic patterns across multiple introductions of the globally invasive crab genus <i>Carcinus</i>.
Molecular Ecology, 2008, 17, 4992-5007. 2.0 214

231 Differential permeability of rivers to raccoon gene flow corresponds to rabies incidence in Ontario,
Canada. Molecular Ecology, 2009, 18, 43-53. 2.0 100

232 Populationâ€•genomic approach reveals adaptive floral divergence in discrete populations of a hawk
mothâ€•pollinated violet. Molecular Ecology, 2008, 17, 5378-5390. 2.0 71

233
Postâ€•glacial range fragmentation is responsible for the current distribution of <i>Potentilla
matsumurae</i> Th. Wolf (Rosaceae) in the Japanese archipelago. Journal of Biogeography, 2008, 35,
791-800.

1.4 30

234 Genotypic diversity and migration of clonal lineages of <i>Botrytis cinerea</i> from chickpea fields of
Bangladesh inferred by microsatellite markers. Plant Pathology, 2008, 57, 967-973. 1.2 29

235
Reproductive isolation, evolutionary distinctiveness and setting conservation priorities: The case of
European lake whitefish and the endangered North Sea houting (Coregonus spp.). BMC Evolutionary
Biology, 2008, 8, 137.

3.2 20



15

Citation Report

# Article IF Citations

236 Tracing early stages of species differentiation: Ecological, morphological and genetic divergence of
GalÃ¡pagos sea lion populations. BMC Evolutionary Biology, 2008, 8, 150. 3.2 73

237
Evolutionary history of the endangered fish Zoogoneticus quitzeoensis (Bean, 1898)
(Cyprinodontiformes: Goodeidae) using a sequential approach to phylogeography based on
mitochondrial and nuclear DNA data. BMC Evolutionary Biology, 2008, 8, 161.

3.2 36

238 Identification of geographically distributed sub-populations of Leishmania (Leishmania) majorby
microsatellite analysis. BMC Evolutionary Biology, 2008, 8, 183. 3.2 60

239 Tracing the first steps of American sturgeon pioneers in Europe. BMC Evolutionary Biology, 2008, 8,
221. 3.2 68

240 Assortative mating and fragmentation within dog breeds. BMC Evolutionary Biology, 2008, 8, 28. 3.2 43

241 Genetic structure along an elevational gradient in Hawaiian honeycreepers reveals contrasting
evolutionary responses to avian malaria. BMC Evolutionary Biology, 2008, 8, 315. 3.2 27

242 Two sisters in the same dress: Heliconius cryptic species. BMC Evolutionary Biology, 2008, 8, 324. 3.2 54

243
Distinct migratory and non-migratory ecotypes of an endemic New Zealand eleotrid (Gobiomorphus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 467 Td (cotidianus) â€“ implications for incipient speciation in island freshwater fish species. BMC Evolutionary

Biology, 2008, 8, 49.
3.2 34

244 A clarified position for solanum lycopersicum var. cerasiformein the evolutionary history of
tomatoes (solanaceae). BMC Plant Biology, 2008, 8, 130. 1.6 130

245 Genetic Structure and Evidence of a Local Bottleneck in Moose in Sweden. Journal of Wildlife
Management, 2008, 72, 411-415. 0.7 18

246 Genetic diversity and population structuring of Schistosoma mansoni in a Brazilian village.
International Journal for Parasitology, 2008, 38, 389-399. 1.3 42

247 Females Shape the Genetic Structure of a Gorilla Population. Current Biology, 2008, 18, 1809-1814. 1.8 39

248 Introgression and dispersal among spotted owl (<i>Strix occidentalis</i>) subspecies. Evolutionary
Applications, 2008, 1, 161-171. 1.5 21

249 Temporally stable genetic structure and low migration in an Atlantic salmon population complex:
implications for conservation and management. Evolutionary Applications, 2008, 1, 137-154. 1.5 66

250 Assessing familial aggregation of paratuberculosis in beef cattle of unknown pedigree. Preventive
Veterinary Medicine, 2008, 84, 121-134. 0.7 2

251
Genetic variability and structure of Gomortega keule (Molina) Baillon (Gomortegaceae) relict
populations: geographical and genetic fragmentation and its implications for conservation. Botany,
2008, 86, 1299-1310.

0.5 12

252 Genetic Diversity and Core Collection of Alien Pisum sativum L. Germplasm. Acta Agronomica Sinica,
2008, 34, 1518-1528. 0.3 18

253 Genetic Diversity and Population Structure in Lentil (Lens culinaris Medik.) Germplasm Detected by SSR
Markers. Acta Agronomica Sinica, 2008, 34, 1901-1909. 0.3 28



16

Citation Report

# Article IF Citations

254 Population structure of the malaria vector Anopheles moucheti in the equatorial forest region of
Africa. Malaria Journal, 2008, 7, 120. 0.8 26

255
Strait of Gibraltar: an effective geneâ€•flow barrier for windâ€•pollinated <i>Carex helodes</i>
(Cyperaceae) as revealed by DNA sequences, AFLP, and cytogenetic variation. American Journal of
Botany, 2008, 95, 745-755.

0.8 45

256 Comparison between classical and Bayesian methods to investigate the history of olive cultivars
using SSR-polymorphisms. Plant Science, 2008, 175, 524-532. 1.7 82

257 Deciphering Ecological Barriers to North American River Otter (Lontra canadensis) Gene Flow in the
Louisiana Landscape. Journal of Heredity, 2008, 99, 265-274. 1.0 46

258 From genetic diversity and structure to conservation: Genetic signature of recent population
declines in three mouse lemur species (Microcebus spp.). Biological Conservation, 2008, 141, 1257-1271. 1.9 82

259 Population genetic structure in polar bears (Ursus maritimus) from Hudson Bay, Canada: Implications
of future climate change. Biological Conservation, 2008, 141, 2528-2539. 1.9 71

260 Genetic diversity and differentiation of Quercus semiserrata Roxb. in northern Thailand revealed by
nuclear and chloroplast microsatellite markers. Forest Ecology and Management, 2008, 255, 1067-1077. 1.4 32

261
The selection of the â€˜wildâ€™: A combined molecular approach for the identification of pure indigenous
fish from hybridised populations. Comparative Biochemistry and Physiology Part D: Genomics and
Proteomics, 2008, 3, 36-42.

0.4 4

262 Oscheius tipulae, a widespread hermaphroditic soil nematode, displays a higher genetic diversity and
geographical structure than Caenorhabditis elegans. Molecular Ecology, 2008, 17, 1523-1534. 2.0 35

263 Demographics and landscape features determine intrariver population structure in Atlantic salmon
(<i>Salmo salar </i>L.): the case of the River Moy in Ireland. Molecular Ecology, 2008, 17, 4786-4800. 2.0 38

264 Genetic structure of Oryza rufipogon Griff. in China. Heredity, 2008, 101, 527-535. 1.2 44

265
Population Structure of Deepâ€•Sea and Oceanic Phenotypes of Deepwater Redfish in the Irminger Sea and
Icelandic Continental Slope: Are They Cryptic Species?. Transactions of the American Fisheries Society,
2008, 137, 1723-1740.

0.6 14

266 The influence of family groups on inferences made with the program Structure. Molecular Ecology
Resources, 2008, 8, 1219-1229. 2.2 167

267 World Distribution of Female Flight and Genetic Variation in &lt;I&gt;Lymantria dispar&lt;/I&gt;
(Lepidoptera: Lymantriidae). Environmental Entomology, 2008, 37, 636-649. 0.7 87

268 Gene Flow Between Domestic and Sylvan Populations of &lt;I&gt;Aedes aegypti&lt;/I&gt; (Diptera:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (Culicidae) in North Cameroon. Journal of Medical Entomology, 2008, 45, 391-400.0.9 31

269 Genetic diversity and structure in Canadian northern leopard frog (<i>Rana pipiens</i>) populations:
implications for reintroduction programs. Canadian Journal of Zoology, 2008, 86, 863-874. 0.4 14

270 Population genetic structure of the snow crab (<i>Chionoecetes opilio</i>) at the Northwest
Atlantic scale. Canadian Journal of Fisheries and Aquatic Sciences, 2008, 65, 425-436. 0.7 35

271 Identification of a minimal microsatellite marker panel for the fingerprinting of peach and nectarine
cultivars. Electronic Journal of Biotechnology, 2008, 11, 0-0. 1.2 16



17

Citation Report

# Article IF Citations

272 Ecological predictions lead to the discovery of a benthicâ€“limnetic sympatric species pair of threespine
stickleback in Little Quarry Lake, British Columbia. Canadian Journal of Zoology, 2008, 86, 564-571. 0.4 45

273 Genetic structure of breeding and wintering populations of Swainson's Warbler. Wilson Journal of
Ornithology, 2008, 120, 433-445. 0.1 1

274 CONCORDANT AND DISCORDANT SIGNALS BETWEEN GENETIC DATA AND DESCRIBED SUBSPECIES OF PACIFIC
COAST SONG SPARROWS. Condor, 2008, 110, 359-364. 0.7 20

275 AFLP Analysis of Intraspecific Variation Between <i>Monilinia laxa</i> Isolates from Different Hosts.
Plant Disease, 2008, 92, 1616-1624. 0.7 27

276 Hybridization between Springâ€• and Fallâ€•Run Chinook Salmon Returning to the Trinity River, California.
North American Journal of Fisheries Management, 2008, 28, 1426-1438. 0.5 13

277 Spawning groups of European anchovy: population structure and management implications. ICES
Journal of Marine Science, 2008, 65, 1635-1644. 1.2 27

278 Genetic Assessment of Lake Sturgeon Population Structure in the Laurentian Great Lakes. North
American Journal of Fisheries Management, 2008, 28, 572-591. 0.5 62

279 Status and Prospects of Association Mapping in Plants. Plant Genome, 2008, 1, . 1.6 1,118

280 Comparison of Mixed-Model Approaches for Association Mapping. Genetics, 2008, 178, 1745-1754. 1.2 273

281 Phylogeography of a Widespread North American Migratory Songbird (Setophaga ruticilla). Journal of
Heredity, 2008, 99, 453-463. 1.0 33

282 Nucleotide Polymorphism and Phenotypic Associations Within and Around the <i>phytochrome B2</i>
Locus in European Aspen (<i>Populus tremula</i>, Salicaceae). Genetics, 2008, 178, 2217-2226. 1.2 151

283 Phylogeography of North African Atlas cedar (Cedrus atlantica, Pinaceae): Combined molecular and
fossil data reveal a complex Quaternary history. American Journal of Botany, 2008, 95, 1262-1269. 0.8 29

284 The relative importance of ecology and geographic isolation for speciation in anoles. Philosophical
Transactions of the Royal Society B: Biological Sciences, 2008, 363, 3071-3081. 1.8 70

285
An introduced and a native vertebrate hybridize to form a genetic bridge to a second native species.
Proceedings of the National Academy of Sciences of the United States of America, 2008, 105,
10837-10842.

3.3 90

286 Population structure and genetic diversity of New World maize races assessed by DNA microsatellites.
American Journal of Botany, 2008, 95, 1240-1253. 0.8 251

287
Multiple Colonizations, In Situ Speciation, and Volcanism-Associated Stepping-Stone Dispersals Shaped
the Phylogeography of the Macaronesian Red Fescues (Festuca L., Gramineae). Systematic Biology, 2008,
57, 732-749.

2.7 50

288 Dispersal limitations, rather than bottlenecks or habitat specificity, can restrict the distribution of
rare and endemic rainforest trees. American Journal of Botany, 2008, 95, 321-329. 0.8 66

289 Geographic and Genetic Population Differentiation of the Amazonian Chocolate Tree (Theobroma) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (cacao L). PLoS ONE, 2008, 3, e3311.1.1 364



18

Citation Report

# Article IF Citations

290 Tree-guided Bayesian inference of population structures. Bioinformatics, 2008, 24, 965-971. 1.8 7

291 Geographical Structuring of Genetic Diversity Across the Whole Distribution Range of Narcissus
longispathus, a Habitat-specialist, Mediterranean Narrow Endemic. Annals of Botany, 2008, 102, 183-194. 1.4 62

292 The Genetic Structure of the Remnant Populations of Centaurea horrida in Sardinia and Associated
Islands. Annals of Botany, 2008, 101, 633-640. 1.4 33

293 Morphological and AFLP-based Differentiation within the Taxonomical Complex Section Caninae
(subgenus Rosa). Annals of Botany, 2008, 102, 685-697. 1.4 42

294 Two distinct AFLP types in three populations of marram grass (<i>Ammophila arenaria</i>) in Wales.
Plant Genetic Resources: Characterisation and Utilisation, 2008, 6, 201-207. 0.4 7

295 <i>Ustilago maydis</i>populations tracked maize through domestication and cultivation in the
Americas. Proceedings of the Royal Society B: Biological Sciences, 2008, 275, 1037-1046. 1.2 54

296 Genetic analyses reveal independent domestication origins of Eurasian reindeer. Proceedings of the
Royal Society B: Biological Sciences, 2008, 275, 1849-1855. 1.2 99

297
Detecting the influence of ornamental <i>Berberis thunbergii</i> var. <i>atropurpurea</i> in invasive
populations of <i>Berberis thunbergii</i> (Berberidaceae) using AFLP<sup>1</sup>. American Journal
of Botany, 2008, 95, 700-705.

0.8 17

298 Intraspecific Variation in Viola suavis in Europe: Parallel Evolution of White-flowered Morphotypes.
Annals of Botany, 2008, 102, 443-462. 1.4 22

299 Genetic Structure and Biology of <i>Xylella fastidiosa</i> Strains Causing Disease in Citrus and
Coffee in Brazil. Applied and Environmental Microbiology, 2008, 74, 3690-3701. 1.4 94

300 Local Adaptation and Vector-Mediated Population Structure in Plasmodium vivax Malaria. Molecular
Biology and Evolution, 2008, 25, 1245-1252. 3.5 115

301 Gene Flow Between Domestic and Sylvan Populations of Aedes aegypti (Diptera: Culicidae) in North
Cameroon. Journal of Medical Entomology, 2008, 45, 391-400. 0.9 34

302 Morphological Differentiation and Genetic Structure in Island Lizard Populations. Zoological
Science, 2008, 25, 465-474. 0.3 8

303
Population structure of the genes encoding the polymorphic <i>Plasmodium falciparum</i> apical
membrane antigen 1: Implications for vaccine design. Proceedings of the National Academy of Sciences
of the United States of America, 2008, 105, 7857-7862.

3.3 83

304 Patterns of Diversity in Populations of the Turfgrass Pathogen as Revealed by Transposon Fingerprint
Profiles. Crop Science, 2008, 48, 1203. 0.8 7

305 Conserving Alfalfa Wild Relatives: Is Past Introgression with Russian Varieties Evident Today?. Crop
Science, 2008, 48, 1853-1864. 0.8 18

306 Genetic Traces of Recent Long-Distance Dispersal in a Predominantly Self-Recruiting Coral. PLoS ONE,
2008, 3, e3401. 1.1 73

307 Genetic structuring in the spotted gum complex (genus Corymbia, section Politaria). Australian
Systematic Botany, 2008, 21, 15. 0.3 34



19

Citation Report

# Article IF Citations

308 Genetic Variability of a Forage Bermudagrass Core Collection. Crop Science, 2009, 49, 1347-1358. 0.8 26

309 Impact of Genetic Divergence on the Ratio of Variance Due to Specific vs. General Combining Ability in
Winter Triticale. Crop Science, 2009, 49, 2119-2122. 0.8 14

310 Patterns of genetic diversity in southern and southeastern Araucaria angustifolia (Bert.) O. Kuntze
relict populations. Genetics and Molecular Biology, 2009, 32, 546-556. 0.6 30

311 Genetic Structure of the Polymorphic Metrosideros (Myrtaceae) Complex in the Hawaiian Islands
Using Nuclear Microsatellite Data. PLoS ONE, 2009, 4, e4698. 1.1 22

312 Discovery of Mating in the Major African Livestock Pathogen Trypanosoma congolense. PLoS ONE,
2009, 4, e5564. 1.1 59

313 Effects of Pleistocene glaciations on the genetic structure of <i>Saxifraga florulenta</i>
(Saxifragaceae), a rare endemic of the Maritime Alps. Taxon, 2009, 58, 532-543. 0.4 20

314 Historical biogeography of a disjunctly distributed, Spanish alpine plant, <i>Senecio boissieri</i>
(Asteraceae). Taxon, 2009, 58, 883-892. 0.4 21

315 An overlooked pink species of land iguana in the GalÃ¡pagos. Proceedings of the National Academy of
Sciences of the United States of America, 2009, 106, 507-511. 3.3 48

316 Genetic Population Structure Within and Between Beaver (Castor canadensis) Populations in Illinois.
Journal of Mammalogy, 2009, 90, 373-379. 0.6 12

317
Polyploid microsatellite data reveal stock complexity among estuarine North American green
sturgeon (Acipenser medirostris). Canadian Journal of Fisheries and Aquatic Sciences, 2009, 66,
1491-1504.

0.7 31

318
Multilocus Patterns of Nucleotide Diversity and Divergence Reveal Positive Selection at Candidate
Genes Related to Cold Hardiness in Coastal Douglas Fir (<i>Pseudotsuga menziesii</i> var.) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 337 Td (<i>menziesii</i>). Genetics, 2009, 183, 289-298.1.2 91

319 Genetic structure of lake whitefish (Coregonus clupeaformis) in Lake Michigan. Canadian Journal of
Fisheries and Aquatic Sciences, 2009, 66, 382-393. 0.7 34

320 Microsatellite analysis of red mullet Mullus barbatus (Perciformes, Mullidae) reveals the isolation of
the Adriatic Basin in the Mediterranean Sea. ICES Journal of Marine Science, 2009, 66, 1883-1891. 1.2 33

321
Landscape composition modulates population genetic structure of<i>Eriosoma
lanigerum</i>(Hausmann) on<i>Malus domestica</i>Borkh in central Chile. Bulletin of Entomological
Research, 2009, 99, 97-105.

0.5 21

322 Development of EST-SSR Markers for the Study of Population Structure in Lettuce (Lactuca sativa L.).
Journal of Heredity, 2009, 100, 256-262. 1.0 88

323 The Interplay of Morphology, Habitat, Resource Use, and Genetic Relationships in Young Yellow Perch.
Transactions of the American Fisheries Society, 2009, 138, 899-914. 0.6 30

324 Genetic variation in<i>Heritiera littoralis</i>(Malvaceae) from east and south Asia revealed by AFLP
markers. Plant Biosystems, 2009, 143, S56-S62. 0.8 6

325
Genetic diversity, structure, and demographic change in tanoak, <i>Lithocarpus densiflorus</i>
(Fagaceae), the most susceptible species to sudden oak death in California. American Journal of Botany,
2009, 96, 2224-2233.

0.8 25



20

Citation Report

# Article IF Citations

326
Quantitative Genetic Bases of Anthocyanin Variation in Grape (<i>Vitis vinifera</i>L. ssp.<i>sativa</i>)
Berry: A Quantitative Trait Locus to Quantitative Trait Nucleotide Integrated Study. Genetics, 2009, 183,
1127-1139.

1.2 181

327 Independent colonization of multiple urban centres by a formerly forest specialist bird species.
Proceedings of the Royal Society B: Biological Sciences, 2009, 276, 2403-2410. 1.2 116

328 Patterns of Genetic Variation Among Populations of the Asian Longhorned Beetle (Coleoptera:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (Cerambycidae) in China and Korea. Annals of the Entomological Society of America, 2009, 102, 895-905.1.3 18

329 Genetic differentiation in two European tree frog (Hyla arborea) metapopulations in contrasted
landscapes of western Switzerland. Amphibia - Reptilia, 2009, 30, 127-133. 0.1 9

330 Isolated populations of a rare alpine plant show high genetic diversity and considerable population
differentiation. Annals of Botany, 2009, 104, 1313-1322. 1.4 71

331 Relevance of genetics for conservation policies: the case of Minorcan cork oaks. Annals of Botany,
2009, 104, 1069-1076. 1.4 16

332 Genetic Characterization of Hybrid Wolves across Ontario. Journal of Heredity, 2009, 100, S80-S89. 1.0 55

333 A continuum of genetic divergence from sympatric host races to species in the pea aphid complex.
Proceedings of the National Academy of Sciences of the United States of America, 2009, 106, 7495-7500. 3.3 358

334
Application of the Isolation with Migration Model Demonstrates the Pleistocene Origin of
Geographic Differentiation in Cardamine nipponica (Brassicaceae), an Endemic Japanese Alpine Plant.
Molecular Biology and Evolution, 2009, 26, 2207-2216.

3.5 28

335 Invasion Success by Plant Breeding. , 2009, , . 2

336 Restricted gene flow in the endangered pygmy bluetongue lizard (Tiliqua adelaidensis) in a fragmented
agricultural landscape. Wildlife Research, 2009, 36, 466. 0.7 23

337
Genetic Structure of<i>Aedes aegypti</i>in Australia and Vietnam Revealed by Microsatellite and Exon
Primed Intron Crossing Markers Suggests Feasibility of Local Control Options. Journal of Medical
Entomology, 2009, 46, 1074-1083.

0.9 42

338 Genetic Diversity in Six<i>Govenia</i>(Orchidaceae) Species with Different Pollinator Attraction
Strategies. International Journal of Plant Sciences, 2009, 170, 894-905. 0.6 4

339 Why the Indian Subcontinent Holds the Key to Global Tiger Recovery. PLoS Genetics, 2009, 5, e1000585. 1.5 62

340
Has Herbivory Negatively Impacted Genetic Variability in the Flora of the California Channel Islands?
Insights from Crossosoma californicum (Crossosomataceae). International Journal of Plant Sciences,
2009, 170, 311-322.

0.6 11

341 Subtle Edge-of-Range Genetic Structuring in Transcontinentally Distributed North American Tree
Swallows. Condor, 2009, 111, 470-478. 0.7 11

342 Comment on â€˜On the inference of spatial structure from population genetics dataâ€™. Bioinformatics,
2009, 25, 1802-1804. 1.8 10

343
Small effect of fragmentation on the genetic diversity of Dalbergia monticola, an endangered tree
species of the eastern forest of Madagascar, detected by chloroplast and nuclear microsatellites.
Annals of Botany, 2009, 104, 1231-1242.

1.4 28



21

Citation Report

# Article IF Citations

344 Intrabreed Stratification Related to Divergent Selection Regimes in Purebred Dogs May Affect the
Interpretation of Genetic Association Studies. Journal of Heredity, 2009, 100, S28-S36. 1.0 12

345
From Local Surveys to Global Surveillance: Three High-Throughput Genotyping Methods for
Epidemiological Monitoring of <i>Xanthomonas citri</i> pv. citri Pathotypes. Applied and
Environmental Microbiology, 2009, 75, 1173-1184.

1.4 50

346 Identification of the agent causing visceral leishmaniasis in Uzbeki and Tajiki foci by analysing parasite
DNA extracted from patients' Giemsa-stained tissue preparations. Parasitology, 2009, 136, 981-986. 0.7 17

347 Population Genetics of Astragalus bibullatus (Fabaceae) Using AFLPs. Journal of Heredity, 2009, 100,
424-431. 1.0 19

348 Tangled trios?: Characterizing a hybrid zone inCastilleja(Orobanchaceae). American Journal of Botany,
2009, 96, 1519-1531. 0.8 21

349
Shaping of genetic structure along Pleistocene and modern river systems in the hydrochorous
riparian azalea, <i>Rhododendron ripense</i> (Ericaceae). American Journal of Botany, 2009, 96,
1532-1543.

0.8 39

350 Admixture analysis of stocked brown trout populations using mapped microsatellite DNA markers:
indigenous trout persist in introgressed populations. Biology Letters, 2009, 5, 656-659. 1.0 52

351 Adaptive basis of geographic variation: genetic, phenotypic and environmental differences among
beach mouse populations. Proceedings of the Royal Society B: Biological Sciences, 2009, 276, 3809-3818. 1.2 69

352 Landscape modelling spatial bottlenecks: implications for raccoon rabies disease spread. Biology
Letters, 2009, 5, 387-390. 1.0 29

353 Geographically extensive hybridization between the forest trees American butternut and Japanese
walnut. Biology Letters, 2009, 5, 324-327. 1.0 46

354
Determinants of echolocation call frequency variation in the Formosan lesser horseshoe bat
(<i>Rhinolophus monoceros</i>). Proceedings of the Royal Society B: Biological Sciences, 2009, 276,
3901-3909.

1.2 53

355 Genetic diversity and connectivity in a brooding reef coral at the limit of its distribution. Proceedings
of the Royal Society B: Biological Sciences, 2009, 276, 3927-3935. 1.2 59

356 Population genetic structure of two Medicago species shaped by distinct life form, mating system and
seed dispersal. Annals of Botany, 2009, 103, 825-834. 1.4 40

357 Spatial genetic structuring of baobab (<i>Adansonia digitata</i>, Malvaceae) in the traditional
agroforestry systems of West Africa. American Journal of Botany, 2009, 96, 950-957. 0.8 45

358 Species-Wide Genetic Variation and Demographic History of <i>Drosophila sechellia</i>, a Species
Lacking Population Structure. Genetics, 2009, 182, 1197-1206. 1.2 54

359 Integrating Y-Chromosome, Mitochondrial, and Autosomal Data to Analyze the Origin of Pig Breeds.
Molecular Biology and Evolution, 2009, 26, 2061-2072. 3.5 103

360
Identification of Mediterranean Diplodus spp. and Dentex dentex (Sparidae) by means of DNA
Inter-Simple Sequence Repeat (ISSR) markers. Journal of Experimental Marine Biology and Ecology,
2009, 368, 147-152.

0.7 14

361 Assessing population genetic structure via the maximisation of genetic distance. Genetics Selection
Evolution, 2009, 41, 49. 1.2 22



22

Citation Report

# Article IF Citations

362 Species delimitation and phylogeny of a New Zealand plant species radiation. BMC Evolutionary
Biology, 2009, 9, 111. 3.2 47

363 Asymmetric introgression between sympatric molestus and pipiens forms of Culex pipiens (Diptera:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (Culicidae) in the Comporta region, Portugal. BMC Evolutionary Biology, 2009, 9, 262.3.2 96

364 Progressive colonization and restricted gene flow shape island-dependent population structure in
GalÃ¡pagos marine iguanas (Amblyrhynchus cristatus). BMC Evolutionary Biology, 2009, 9, 297. 3.2 25

365 Species delimitation in lemurs: multiple genetic loci reveal low levels of species diversity in the genus
Cheirogaleus. BMC Evolutionary Biology, 2009, 9, 30. 3.2 51

366 Comparison of mixed-model approaches for association mapping in rapeseed, potato, sugar beet, maize,
and Arabidopsis. BMC Genomics, 2009, 10, 94. 1.2 79

367 Association mapping and marker-assisted selection of the lettuce dieback resistance gene Tvr1. BMC
Plant Biology, 2009, 9, 135. 1.6 47

368 Linkage disequilibrium and population structure in wild and domesticated populations of
<i>Phaseolus vulgaris</i> L.. Evolutionary Applications, 2009, 2, 504-522. 1.5 139

369
Population structure of Tunisian Leishmania infantum and evidence for the existence of hybrids and
gene flow between genetically different populations. International Journal for Parasitology, 2009, 39,
801-811.

1.3 73

370 Genetic structure among and within populations of the serpentine endemic Heteropappus hispidus ssp.
leptocladus (Compositae). Biochemical Systematics and Ecology, 2009, 37, 275-284. 0.6 9

371 Preâ€•Hispanic Mesoamerican demography approximates the presentâ€•day ancestry of Mestizos throughout
the territory of Mexico. American Journal of Physical Anthropology, 2009, 139, 284-294. 2.1 158

372 Spatial genetic structure and restricted gene flow in a functionally dioecious fig, <i>Ficus pumila</i>
L. var. <i>pumila</i> (Moraceae). Population Ecology, 2009, 51, 307-315. 0.7 38

373
The homogenous genetic structure and inferred unique history of range shifts during the
Pleistocene climatic oscillations of Arcterica nana (Maxim.) Makino (Ericaceae). Journal of Plant
Research, 2009, 122, 141-151.

1.2 14

374 Genetic divergence in nuclear genomes between populations of Fagus crenata along the Japan Sea and
Pacific sides of Japan. Journal of Plant Research, 2009, 122, 269-282. 1.2 72

375 Genetic structure of Cerasus jamasakura, a Japanese flowering cherry, revealed by nuclear SSRs:
implications for conservation. Journal of Plant Research, 2009, 122, 367-375. 1.2 26

376 Comparative phylogeography of two closely related Viola species occurring in contrasting habitats in
the Japanese archipelago. Journal of Plant Research, 2009, 122, 389-401. 1.2 15

377 Low levels of genetic differentiation between Opuntia echios varieties on Santa Cruz (Galapagos).
Plant Systematics and Evolution, 2009, 279, 1-10. 0.3 36

378 Genetic diversity and structure among Iranian tall fescue populations based on genomic-SSR and
EST-SSR marker analysis. Plant Systematics and Evolution, 2009, 282, 57-70. 0.3 36

379
Genetic Variability, Differentiation, and Founder Effect in Golden Jackals (Canis aureus) from Serbia as
Revealed by Mitochondrial DNA and Nuclear Microsatellite Loci. Biochemical Genetics, 2009, 47,
241-250.

0.8 43



23

Citation Report

# Article IF Citations

380 Gene flow in admixed populations and implications for the conservation of the Western honeybee,
Apis mellifera. Journal of Insect Conservation, 2009, 13, 317-328. 0.8 56

381 Association of haplotype diversity in the Î±-amylase gene amy1 with malting quality parameters in barley.
Molecular Breeding, 2009, 23, 139-152. 1.0 26

382 Nuclear and chloroplast microsatellite diversity in Phaseolus vulgaris L. from Sardinia (Italy).
Molecular Breeding, 2009, 23, 413-429. 1.0 25

383 A consensus list of microsatellite markers for olive genotyping. Molecular Breeding, 2009, 24, 213-231. 1.0 188

384 Diversity and genetic structure of teak (Tectona grandis L.f) in its natural range using DNA
microsatellite markers. New Forests, 2009, 37, 175-195. 0.7 58

385 Human-mediated introgression of exotic chukar (Alectoris chukar, Galliformes) genes from East Asia
into native Mediterranean partridges. Biological Invasions, 2009, 11, 333-348. 1.2 39

386 Evidence of wolf dispersal in anthropogenic habitats of the Polish Carpathian Mountains.
Biodiversity and Conservation, 2009, 18, 2173-2184. 1.2 25

387
Preserving genetic integrity in a hybridising world: are European Wildcats (Felis silvestris silvestris)
in eastern France distinct from sympatric feral domestic cats?. Biodiversity and Conservation, 2009,
18, 2351-2360.

1.2 41

388 Management units of the endangered herb Primula sieboldii based on microsatellite variation among
and within populations throughout Japan. Conservation Genetics, 2009, 10, 257-267. 0.8 25

389 Microsatellite analysis of the natterjack toad (Bufo calamita) in Denmark: populations are islands in a
fragmented landscape. Conservation Genetics, 2009, 10, 15-28. 0.8 33

390 High genetic divergence characterizes populations of the endemic plant Lithophragma maximum
(Saxifragaceae) on San Clemente Island. Conservation Genetics, 2009, 10, 115-126. 0.8 20

391 The scale of genetic differentiation in the Dunes Sagebrush-Lizard (Sceloporus arenicolus), an
endemic habitat specialist. Conservation Genetics, 2009, 10, 131-142. 0.8 17

392 Non-invasive genetic study of the endangered Cantabrian brown bear (Ursus arctos). Conservation
Genetics, 2009, 10, 291-301. 0.8 44

393 Why sampling scheme matters: the effect of sampling scheme on landscape genetic results.
Conservation Genetics, 2009, 10, 441-452. 0.8 334

394 Microsatellite variation, population structure, and bottlenecks in the threatened copperbelly water
snake. Conservation Genetics, 2009, 10, 465-476. 0.8 30

395 Evidence of recent population bottlenecks and inbreeding in British populations of Bechsteinâ€™s bat,
Myotis bechsteinii. Conservation Genetics, 2009, 10, 489-496. 0.8 15

396 Genetic structure of refugial populations of the temperate plant Shortia rotundifolia (Diapensiaceae)
on a subtropical island. Conservation Genetics, 2009, 10, 859-867. 0.8 10

397
Molecular and morphological evidence of natural interspecific hybridization between the uncommon
Eucalyptus aggregata and the widespread E.Â rubida and E.Â viminalis. Conservation Genetics, 2009, 10,
881-896.

0.8 34



24

Citation Report

# Article IF Citations

398 Population structure and genetic management of Rio Grande cutthroat trout (Oncorhynchus clarkii) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (virginalis). Conservation Genetics, 2009, 10, 1209-1221.0.8 20

399 Isolation and characterization of 13 microsatellite loci in the plateau pika (Ochotona curzoniae).
Conservation Genetics, 2009, 10, 785-787. 0.8 6

400 The influence of historical landscape change on genetic variation and population structure of a
terrestrial salamander (Plethodon cinereus). Conservation Genetics, 2009, 10, 1647-1658. 0.8 17

401 Population genetics of the endangered South American freshwater turtle, Podocnemis unifilis,
inferred from microsatellite DNA data. Conservation Genetics, 2009, 10, 1683-1696. 0.8 34

402 Effects of founder events on the genetic variation of translocated island populations: implications
for conservation management of the northern quoll. Conservation Genetics, 2009, 10, 1719-1733. 0.8 47

403 Genetic impacts of habitat loss on the rare ironstone endemic Tetratheca paynterae subsp. paynterae.
Conservation Genetics, 2009, 10, 1735-1746. 0.8 31

404
Patterns of within and between-colony microsatellite variation in the endangered Vancouver Island
marmot (Marmota vancouverensis): implications for conservation. Conservation Genetics, 2009, 10,
1759-1772.

0.8 10

405
Association mapping and marker development of the candidate genes
(1Â â†’Â 3),(1Â â†’Â 4)-Î²-d-Glucan-4-glucanohydrolase and (1Â â†’Â 4)-Î²-Xylan-endohydrolase 1 for malting quality in barley.
Euphytica, 2009, 170, 109-122.

0.6 14

406 Genetic diversity and gene flow in a Caribbean tree Pterocarpus officinalis Jacq.: a study based on
chloroplast and nuclear microsatellites. Genetica, 2009, 135, 185-198. 0.5 27

407 High genetic diversity revealed in barley (Hordeum vulgare) collected from small-scale farmerâ€™s fields
in Eritrea. Genetic Resources and Crop Evolution, 2009, 56, 85-97. 0.8 19

408 Spontaneous gene flow and population structure in wild and cultivated chicory, Cichorium intybus
L.. Genetic Resources and Crop Evolution, 2009, 56, 405-419. 0.8 15

409 Genetic diversity and population structure in Malus sieversii, a wild progenitor species of
domesticated apple. Tree Genetics and Genomes, 2009, 5, 339-347. 0.6 117

410 Geographic and genetic structure of African oil palm diversity suggests new approaches to breeding.
Tree Genetics and Genomes, 2009, 5, 493-504. 0.6 59

411 Estimation of population structure in coastal Douglas-fir [Pseudotsuga menziesii (Mirb.) Franco var.
menziesii] using allozyme and microsatellite markers. Tree Genetics and Genomes, 2009, 5, 641-658. 0.6 39

412 Genetic structure of Amazonian populations of Hevea brasiliensis is shaped by hydrographical
network and isolation by distance. Tree Genetics and Genomes, 2009, 5, 673-683. 0.6 40

413 The Science of Nature. Die Naturwissenschaften, 2009, 96, 421-422. 0.6 6

414 Genetic structure of Mediterranean chukar (Alectoris chukar, Galliformes) populations:
conservation and management implications. Die Naturwissenschaften, 2009, 96, 1203-1212. 0.6 14

415 Association mapping reveals gene action and interactions in the determination of flowering time in
barley. Theoretical and Applied Genetics, 2009, 118, 259-273. 1.8 96



25

Citation Report

# Article IF Citations

416 Structure of genetic diversity in the two major gene pools of common bean (Phaseolus vulgaris L.,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (Fabaceae). Theoretical and Applied Genetics, 2009, 118, 979-992.1.8 280

417 Microsatellite variation in maize landraces from Northwestern Argentina: genetic diversity,
population structure and racial affiliations. Theoretical and Applied Genetics, 2009, 119, 1053-1067. 1.8 40

418 Genetic structure and differentiation of Oryza sativa L. in China revealed by microsatellites.
Theoretical and Applied Genetics, 2009, 119, 1105-1117. 1.8 76

419 Analysis of diversity and linkage disequilibrium along chromosome 3B of bread wheat (Triticum) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (aestivum L.). Theoretical and Applied Genetics, 2009, 119, 1523-1537.1.8 42

420 Analysis of genetic diversity and population structure of rice cultivars from Korea, China and Japan
using SSR markers. Genes and Genomics, 2009, 31, 283-292. 0.5 37

421 Genetic variability of feral and ranch American minkNeovison vison in Poland. Mammal Research, 2009,
54, 1-10. 0.6 15

422 Species identification in the trematomid family using nuclear genetic markers. Polar Biology, 2009, 32,
1731-1741. 0.5 9

423 Population structure of Symbiodinium sp. associated with the common sea fan, Gorgonia ventalina, in
the Florida Keys across distance, depth, and time. Marine Biology, 2009, 156, 1609-1623. 0.7 50

424
Population differentiation in megrim (Lepidorhombus whiffiagonis) and four spotted megrim
(Lepidorhombus boscii) across Atlantic and Mediterranean waters and implications for wild stock
management. Marine Biology, 2009, 156, 1869-1880.

0.7 5

425 Genetic analysis of local Vietnamese chickens provides evidence of gene flow from wild to domestic
populations. BMC Genetics, 2009, 10, 1. 2.7 93

426 Population genetics of the understory fishtail palm Chamaedorea ernesti-augusti in Belize: high
genetic connectivity with local differentiation. BMC Genetics, 2009, 10, 65. 2.7 18

427 Unanticipated population structure of European grayling in its northern distribution: implications
for conservation prioritization. Frontiers in Zoology, 2009, 6, 6. 0.9 19

428 Molecular identification of weedy glyphosateâ€•resistant <i>Lolium</i> (Poaceae) in California. Weed
Research, 2009, 49, 354-364. 0.8 10

429 Gene flow and genetic structure of the aquatic macrophyte <i>Sparganium emersum</i> in a linear
unidirectional river. Freshwater Biology, 2009, 54, 64-76. 1.2 73

430 Genetic diversity and population structure of the threatened Bliss Rapids snail (<i>Taylorconcha) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (serpenticola</i>). Freshwater Biology, 2009, 54, 1285-1299.1.2 11

431 Using spatial Bayesian methods to determine the genetic structure of a continuously distributed
population: clusters or isolation by distance?. Journal of Applied Ecology, 2009, 46, 493-505. 1.9 355

432 Rangeâ€•wide genetic structure in a northâ€•east Asian spruce (<i>Picea jezoensis</i>) determined using
nuclear microsatellite markers. Journal of Biogeography, 2009, 36, 996-1007. 1.4 43

433
Rangeâ€•wide phylogeography of the European temperateâ€•montane herbaceous plant <i>Meum
athamanticum</i> Jacq.: evidence for periglacial persistence. Journal of Biogeography, 2009, 36,
1588-1599.

1.4 43



26

Citation Report

# Article IF Citations

434 Phylogeography and genetic structure of the orchid <i>Himantoglossum hircinum</i> (L.) Spreng.
across its European centralâ€“marginal gradient. Journal of Biogeography, 2009, 36, 2353-2365. 1.4 46

435
Population structure and geographical subdivision of the<i>Leishmania
major</i>vector<i>Phlebotomus papatasi</i>as revealed by microsatellite variation. Medical and
Veterinary Entomology, 2009, 23, 69-77.

0.7 39

436
An analysis of population genetic differentiation and genotypeâ€“phenotype association across the
hybrid zone of carrion and hooded crows using microsatellites and<i>MC1R</i>. Molecular Ecology,
2009, 18, 294-305.

2.0 48

437
High genetic diversity and connectivity in the polyploid invasive seaweed<i>Asparagopsis
taxiformis</i>(Bonnemaisoniales) in the Mediterranean, explored with microsatellite alleles and
multilocus genotypes. Molecular Ecology, 2009, 18, 212-226.

2.0 76

438 IUCN classification zones concord with, but underestimate, the population genetic structure of the
zebra shark <i>Stegostoma fasciatum</i> in the Indoâ€•West Pacific. Molecular Ecology, 2009, 18, 248-261. 2.0 74

439 Hybridization between mouse lemurs in an ecological transition zone in southern Madagascar.
Molecular Ecology, 2009, 18, 520-533. 2.0 61

440 Effects of dynamic landscape elements on fish dispersal: the example of creek chub (<i>Semotilus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 502 Td (atromaculatus</i>). Molecular Ecology, 2009, 18, 430-441.2.0 29

441 Fineâ€• and regionalâ€•scale genetic structure of the exotic ascidian <i>Styela clava</i> (Tunicata) in
southwest England, 50Â years after its introduction. Molecular Ecology, 2009, 18, 442-453. 2.0 55

442 The phylogeographical history of the Iberian steppe plant <i>Ferula loscosii</i> (Apiaceae): a test of
the abundantâ€•centre hypothesis. Molecular Ecology, 2009, 18, 848-861. 2.0 46

443 Introgression from modern hybrid varieties into landrace populations of maize (<i>Zea mays</i> ssp.) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 382 Td (<i>mays </i>L.) in central Italy. Molecular Ecology, 2009, 18, 603-621.2.0 55

444
Interplay of host specificity and biogeography in the population structure of a cosmopolitan
endoparasite: microsatellite study of<i>Ligula intestinalis</i>(Cestoda). Molecular Ecology, 2009, 18,
1187-1206.

2.0 51

445 Conservation of the introgressed European water frog complex using molecular tools. Molecular
Ecology, 2009, 18, 1071-1087. 2.0 19

446 Population genetic structure of diploid sexual and polyploid apomictic hawthorns (<i>Crataegus</i>;) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (Rosaceae) in the Pacific Northwest. Molecular Ecology, 2009, 18, 1145-1160.2.0 75

447 Isolation by distance among California sea lion populations in Mexico: redefining management stocks.
Molecular Ecology, 2009, 18, 1088-1099. 2.0 43

448 Strong correlation of wild barley (<i>Hordeum spontaneum</i>) population structure with
temperature and precipitation variation. Molecular Ecology, 2009, 18, 1523-1536. 2.0 99

449 The influence of environment and lifeâ€•history traits on the distribution of genes and individuals: a
comparative study of 11 rainforest trees. Molecular Ecology, 2009, 18, 1422-1438. 2.0 49

450 Landscape genetics of California mule deer (<i>Odocoileus hemionus</i>): the roles of ecological and
historical factors in generating differentiation. Molecular Ecology, 2009, 18, 1848-1862. 2.0 76

451 Discordant patterns of evolutionary differentiation in two Neotropical treefrogs. Molecular
Ecology, 2009, 18, 1375-1395. 2.0 44



27

Citation Report

# Article IF Citations

452 Landscape barriers reduce gene flow in an invasive carnivore: geographical and local genetic
structure of American mink in Scotland. Molecular Ecology, 2009, 18, 1601-1615. 2.0 77

453 Invasive species can't cover their tracks: using microsatellites to assist management of starling
(<i>Sturnus vulgaris</i>) populations in Western Australia. Molecular Ecology, 2009, 18, 1560-1573. 2.0 120

454 Gene flow of <i>Acanthaster planci</i> (L.) in relation to ocean currents revealed by microsatellite
analysis. Molecular Ecology, 2009, 18, 1574-1590. 2.0 98

455 Influence of lifeâ€•history variation on the genetic structure of two sympatric salamander taxa.
Molecular Ecology, 2009, 18, 1629-1639. 2.0 53

456 Species relative abundance and direction of introgression in oaks. Molecular Ecology, 2009, 18,
2228-2242. 2.0 296

457 Ecological context shapes hybridization dynamics. Molecular Ecology, 2009, 18, 2077-2079. 2.0 9

458 Origin and status of the Great Lakes wolf. Molecular Ecology, 2009, 18, 2313-2326. 2.0 84

459 Genetic structure within and between island populations of the flightless cormorant
(<i>Phalacrocorax harrisi</i>). Molecular Ecology, 2009, 18, 2103-2111. 2.0 26

460
Parasite genetic differentiation by habitat type and host species: molecular epidemiology of
<i>Schistosoma japonicum</i> in hilly and marshland areas of Anhui Province, China. Molecular
Ecology, 2009, 18, 2134-2147.

2.0 65

461 Is <i>Cupressus sempervirens</i> native in Italy? An answer from genetic and palaeobotanical data.
Molecular Ecology, 2009, 18, 2276-2286. 2.0 65

462 Transalpine colonisation and partial phylogeographic erosion by dispersal in the common vole
(<i>Microtus arvalis</i>). Molecular Ecology, 2009, 18, 2518-2531. 2.0 58

463 Genetic structuring and transfer of marine dinoflagellate <i>Cochlodinium polykrikoides</i> in
Japanese and Korean coastal waters revealed by microsatellites. Molecular Ecology, 2009, 18, 2337-2352. 2.0 59

464 Assessment of gene flow across a hybrid zone in redâ€•tailed chipmunks (<i>Tamias ruficaudus</i>).
Molecular Ecology, 2009, 18, 3097-3109. 2.0 42

465 Sixty years of anthropogenic pressure: a spatioâ€•temporal genetic analysis of brown trout populations
subject to stocking and population declines. Molecular Ecology, 2009, 18, 2549-2562. 2.0 129

466 Multilocus assignment analyses reveal multiple units and rare migration events in the recently
expanded yellowâ€•eyed penguin (<i>Megadyptes antipodes</i>). Molecular Ecology, 2009, 18, 2390-2400. 2.0 42

467 Genetic, morphological, and feather isotope variation of migratory willow warblers show gradual
divergence in a ring. Molecular Ecology, 2009, 18, 3087-3096. 2.0 97

468
Genetic differentiation and reproductive isolation of a naturally occurring floral homeotic mutant
within a wildâ€•type population of <i>Capsella bursaâ€•pastoris</i> (Brassicaceae). Molecular Ecology,
2009, 18, 2659-2667.

2.0 14

469 Unexpected panmixia in a longâ€•lived, deepâ€•sea fish with wellâ€•defined spawning habitat and relatively low
fecundity. Molecular Ecology, 2009, 18, 2563-2573. 2.0 51



28

Citation Report

# Article IF Citations

470 Strong population structure characterizes weediness gene evolution in the invasive grass species
<i>Brachypodium distachyon</i>. Molecular Ecology, 2009, 18, 2588-2601. 2.0 37

471
Population genetics of <i>Manihot esculenta</i> ssp. <i>flabellifolia</i> gives insight into past
distribution of xeric vegetation in a postulated forest refugium area in northern Amazonia.
Molecular Ecology, 2009, 18, 2897-2907.

2.0 14

472 Commensal ecology, urban landscapes, and their influence on the genetic characteristics of
cityâ€•dwelling Norway rats (<i>Rattus norvegicus</i>). Molecular Ecology, 2009, 18, 2766-2778. 2.0 119

473 Seed banks cause elevated generation times and effective population sizes of <i>Arabidopsis
thaliana</i> in northern Europe. Molecular Ecology, 2009, 18, 2798-2811. 2.0 64

474 Contrasting patterns of genetic diversity at three different genetic markers in a marine mammal
metapopulation. Molecular Ecology, 2009, 18, 2961-2978. 2.0 40

475 Evidence for divergent natural selection of a Lake Tanganyika cichlid inferred from repeated
radiations in body size. Molecular Ecology, 2009, 18, 3110-3119. 2.0 33

476 Climate and agricultural context shape reproductive mode variation in an aphid crop pest. Molecular
Ecology, 2009, 18, 3050-3061. 2.0 41

477
Divergence with gene flow and fineâ€•scale phylogeographical structure in the wedgeâ€•billed
woodcreeper,<i>Glyphorynchus spirurus</i>, a Neotropical rainforest bird. Molecular Ecology, 2009,
18, 2979-2995.

2.0 97

478 Genetic structure and population dynamics of a heteroecious plant pathogen <i>Melampsora
lariciâ€•epitea</i> in shortâ€•rotation coppice willow plantations. Molecular Ecology, 2009, 18, 3006-3019. 2.0 12

479 Response of a southern temperate marsupial, the Tasmanian pademelon (<i>Thylogale billardierii</i>),
to historical and contemporary forest fragmentation. Molecular Ecology, 2009, 18, 3291-3306. 2.0 17

480 Evidence for a discrete evolutionary lineage within Equatorial Guinea suggests that the tsetse
fly<i>Glossina palpalis palpalis</i>exists as a species complex. Molecular Ecology, 2009, 18, 3268-3282. 2.0 31

481 <i>In situ</i>population structure and<i>ex situ</i>representation of the endangered Amur tiger.
Molecular Ecology, 2009, 18, 3173-3184. 2.0 92

482 Population genetic analysis reveals a longâ€•term decline of a threatened endemic Australian marsupial.
Molecular Ecology, 2009, 18, 3346-3362. 2.0 24

483
Reâ€•examination of a proposed case of stasipatric speciation: phylogeography of the Australian
morabine grasshoppers (<i>Vandiemenella viatica</i> species group). Molecular Ecology, 2009, 18,
3429-3442.

2.0 23

484 Molecular evidence of hybridization in Floridaâ€™s sheoak (<i>Casuarina</i> spp.) invasion. Molecular
Ecology, 2009, 18, 3216-3226. 2.0 30

485 Genetic diversity of European cattle breeds highlights the conservation value of traditional
unselected breeds with high effective population size. Molecular Ecology, 2009, 18, 3394-3410. 2.0 83

486 Signatures of vicariance, postglacial dispersal and spawning philopatry: population genetics of the
walleye<i>Sander vitreus</i>. Molecular Ecology, 2009, 18, 3411-3428. 2.0 77

487 Landscape discontinuities influence gene flow and genetic structure in a large, vagile Australian
mammal,<i>Macropus fuliginosus</i>. Molecular Ecology, 2009, 18, 3363-3378. 2.0 56



29

Citation Report

# Article IF Citations

488 How sympatric is speciation in the <i>Howea</i> palms of Lord Howe Island?. Molecular Ecology, 2009,
18, 3629-3638. 2.0 33

489 Strong founder effects and low genetic diversity in introduced populations of Coqui frogs.
Molecular Ecology, 2009, 18, 3603-3615. 2.0 38

490 The allopolyploid<i>Arabidopsis kamchatica</i>originated from multiple individuals of<i>Arabidopsis
lyrata</i>and<i>Arabidopsis halleri</i>. Molecular Ecology, 2009, 18, 4024-4048. 2.0 109

491
The effect of landscape features on population genetic structure in Yunnan snubâ€•nosed monkeys
(<i>Rhinopithecus bieti</i>) implies an anthropogenic genetic discontinuity. Molecular Ecology, 2009,
18, 3831-3846.

2.0 91

492 How does farmer connectivity influence livestock genetic structure? A caseâ€•study in a Vietnamese goat
population. Molecular Ecology, 2009, 18, 3980-3991. 2.0 28

493 Conservation genetics of<i>Amorpha georgiana</i>(Fabaceae), an endangered legume of the
Southeastern United States. Molecular Ecology, 2009, 18, 4349-4365. 2.0 17

494 Concordant genetic breaks, identified by combining clustering and tessellation methods, in two
coâ€•distributed alpine plant species. Molecular Ecology, 2009, 18, 4495-4507. 2.0 34

495 Femaleâ€•biased dispersal under conditions of low male mating competition in a polygynous mammal.
Molecular Ecology, 2009, 18, 4617-4630. 2.0 51

496 Uncovering the tracks of a recent and rapid invasion: the case of the fruit fly pest <i>Bactrocera
invadens</i> (Diptera: Tephritidae) in Africa. Molecular Ecology, 2009, 18, 4798-4810. 2.0 64

497 Nuclear and mitochondrial DNA reveal contrasting evolutionary processes in populations of deer
mice (<i>Peromyscus maniculatus</i>). Molecular Ecology, 2009, 18, 5115-5125. 2.0 47

498 Multiple losses of selfâ€•incompatibility in Northâ€•American <i>Arabidopsis lyrata</i>?: Phylogeographic
context and population genetic consequences. Molecular Ecology, 2009, 18, 4924-4939. 2.0 30

499
Genetic diversity and phylogeography in two diploid ferns, <i>Asplenium fontanum</i> subsp.
<i>fontanum</i> and <i>A. petrarchae</i> subsp. <i>bivalens</i>, in the western Mediterranean.
Molecular Ecology, 2009, 18, 4940-4954.

2.0 24

500 Statistical methods in spatial genetics. Molecular Ecology, 2009, 18, 4734-4756. 2.0 319

501 Characterizing dispersal patterns in a threatened seabird with limited genetic structure. Molecular
Ecology, 2009, 18, 5074-5085. 2.0 29

502 A strong genetic footprint of the reâ€•introduction history of Alpine ibex (<i>Capra ibex ibex</i>).
Molecular Ecology, 2009, 18, 5046-5058. 2.0 79

503
High levels of population subdivision in a morphologically conserved Mediterranean toad (<i>Alytes) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 147 Td (cisternasii</i>) result from recent, multiple refugia: evidence from mtDNA, microsatellites and

nuclear genealogies. Molecular Ecology, 2009, 18, 5143-5160.
2.0 51

504
Host specificity and reproductive success of yucca moths (<i>Tegeticula</i> spp. Lepidoptera:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 107 Td (Prodoxidae) mirror patterns of gene flow between host plant varieties of the Joshua tree (<i>Yucca) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 97 Td (brevifolia</i>: Agavaceae). Molecular Ecology, 2009, 18, 5218-5229.

2.0 45

505 Genetic diversity of dog breeds: betweenâ€•breed diversity, breed assignation and conservation
approaches. Animal Genetics, 2009, 40, 333-343. 0.6 41



30

Citation Report

# Article IF Citations

506 Molecular structure in peripheral dog breeds: Portuguese native breeds as a case study. Animal
Genetics, 2009, 40, 383-392. 0.6 13

507 The population genetic effects of ancestry and admixture in a subdivided cattle breed. Animal Genetics,
2009, 40, 393-400. 0.6 24

508
Genetic structure and differentiation of the Japanese extremely longâ€•tailed chicken breed (Onagadori),
associated with plumage colour variation: suggestions for its management and conservation. Animal
Genetics, 2009, 40, 989-992.

0.6 7

509 Comparing population structure as inferred from genealogical versus genetic information. European
Journal of Human Genetics, 2009, 17, 1635-1641. 1.4 31

510 Admixture in Hispanic Americans: its impact on ITGAM association and implications for admixture
mapping in SLE. Genes and Immunity, 2009, 10, 539-545. 2.2 23

511 Genetic structuring in three closely related circumpolar plant species: AFLP versus microsatellite
markers and high-arctic versus arcticâ€“alpine distributions. Heredity, 2009, 102, 293-302. 1.2 48

512 Analysis of olive fly invasion in California based on microsatellite markers. Heredity, 2009, 102,
402-412. 1.2 64

513 Pleistocene genetic legacy suggests incipient species of Sebastes mentella in the Irminger Sea. Heredity,
2009, 102, 514-524. 1.2 33

514 Range-wide patterns of nuclear and chloroplast DNA diversity in Vriesea gigantea (Bromeliaceae), a
neotropical forest species. Heredity, 2009, 103, 503-512. 1.2 99

515 Joint analysis of spatial genetic structure and inbreeding in a managed population of Scots pine.
Heredity, 2009, 103, 90-96. 1.2 15

516 Association Analysis of the Amino Acid Contents in Rice. Journal of Integrative Plant Biology, 2009, 51,
1126-1137. 4.1 26

517 The genetic status of the violet copper <i>Lycaena helle</i>â€“ a relict of the cold past in times of
global warming. Ecography, 2009, 32, 382-390. 2.1 29

518 CONTRASTING PATTERNS OF SPATIAL GENETIC STRUCTURE IN SYMPATRIC ROCK-DWELLING CICHLID FISHES.
Evolution; International Journal of Organic Evolution, 2009, 63, 1312-1326. 1.1 47

519 VARIABLE PROGRESS TOWARD ECOLOGICAL SPECIATION IN PARAPATRY: STICKLEBACK ACROSS EIGHT
LAKE-STREAM TRANSITIONS. Evolution; International Journal of Organic Evolution, 2009, 63, 1740-1753. 1.1 180

520 DISCORDANT DISTRIBUTION OF POPULATIONS AND GENETIC VARIATION IN A SEA STAR WITH HIGH DISPERSAL
POTENTIAL. Evolution; International Journal of Organic Evolution, 2009, 63, 3214-3227. 1.1 55

521
A VERTEBRATE REPRODUCTIVE SYSTEM INVOLVING THREE PLOIDY LEVELS: HYBRID ORIGIN OF TRIPLOIDS IN A
CONTACT ZONE OF DIPLOID AND TETRAPLOID PALEARCTIC GREEN TOADS (BUFO VIRIDIS SUBGROUP)*.
Evolution; International Journal of Organic Evolution, 2010, 64, 944-959.

1.1 63

522 Spatio-temporal genetic variation in sympatric and allopatric Mediterranean Cicada species (Hemiptera,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (Cicadidae). Biological Journal of the Linnean Society, 2009, 96, 249-265.0.7 8

523 Population structure in the catfish Trichogenes longipinnis: drift offset by asymmetrical migration in
a tiny geographic range. Biological Journal of the Linnean Society, 0, 97, 259-274. 0.7 13



31

Citation Report

# Article IF Citations

524 An integrative approach to the taxonomy of the pigmented European Pseudomonocelis Meixner, 1943
(Platyhelminthes: Proseriata). Biological Journal of the Linnean Society, 2009, 98, 907-922. 0.7 26

525 Parallels, nonparallels, and plasticity in population differentiation of threespine stickleback within a
lake. Biological Journal of the Linnean Society, 0, 98, 803-813. 0.7 18

526 Genetic differentiation in the urban habitat: the great tits (Parus major) of the parks of Barcelona
city. Biological Journal of the Linnean Society, 0, 99, 9-19. 0.7 76

527 A molecular study of hybridization and homoploid hybrid speciation inArgyranthemum(Asteraceae) on
Tenerife, the Canary Islands. Botanical Journal of the Linnean Society, 2009, 159, 19-31. 0.8 32

528 Phylogeography of palo santo trees (Bursera graveolensandBursera malacophylla; Burseraceae) in the
GalÃƒÂ¡pagos archipelago. Botanical Journal of the Linnean Society, 2009, 161, 396-410. 0.8 13

529 Population genetics and management units of invasive common carp <i>Cyprinus carpio</i> in the
Murrayâ€“Darling Basin, Australia. Journal of Fish Biology, 2009, 75, 295-320. 0.7 22

530
The importance of genetic cluster recognition for the conservation of migratory fish species: the
example of the endangered European huchen <i>Hucho hucho</i> (L.). Journal of Fish Biology, 2009, 75,
1063-1078.

0.7 31

531
Landscape genetic patterns of the rainbow darter<i>Etheostoma caeruleum</i>: a catchment analysis
of mitochondrial DNA sequences and nuclear microsatellites. Journal of Fish Biology, 2009, 75,
2244-2268.

0.7 26

532 Stock structure of shovelnose sturgeon analyzed with microsatellite DNA and morphological
characters. Journal of Applied Ichthyology, 2009, 25, 625-631. 0.3 6

533 Genetic diversity and population structure of wild and cultivated barley from West Asia and North
Africa. Plant Breeding, 2009, 128, 606-614. 1.0 17

534 Molecular variation among Chinese and global germplasm in spring faba bean areas. Plant Breeding,
2009, 129, 508. 1.0 16

535 Population structure and phenotypic variation of a spring barley world collection set up for
association studies. Plant Breeding, 2010, 129, 271-279. 1.0 47

536 Dispersal and population genetic structure of Telmatherina antoniae, an endemic freshwater Sailfin
silverside from Sulawesi, Indonesia. Journal of Evolutionary Biology, 2009, 22, 314-323. 0.8 14

537
Demographic history, geographical distribution and reproductive isolation of distinct lineages of
blue rockfish (<i>Sebastes mystinus</i>), a marine fish with a high dispersal potential. Journal of
Evolutionary Biology, 2009, 22, 1471-1486.

0.8 21

538 Population genetic structure of rock ptarmigan in the â€˜sky islandsâ€™ of French Pyrenees: implications
for conservation. Animal Conservation, 2009, 12, 138-146. 1.5 36

539 Spatial genetic structuring in a vagile species, the European wood mouse. Journal of Zoology, 2009,
279, 219-228. 0.8 20

540
<i>Thlaspi caerulescens </i>(Brassicaceae) population genetics in western Switzerland: is the genetic
structure affected by natural variation of soil heavy metal concentrations?. New Phytologist, 2009,
181, 974-984.

3.5 30

541 Comparing the spatial genetic structures of the Flavescence dorÃ©e phytoplasma and its leafhopper
vector Scaphoideus titanus. Infection, Genetics and Evolution, 2009, 9, 867-876. 1.0 15



32

Citation Report

# Article IF Citations

542 Population genetics of Leishmania infantum in Israel and the Palestinian Authority through
microsatellite analysis. Microbes and Infection, 2009, 11, 484-492. 1.0 27

543 Population structure of Australian isolates of the cattle tick Rhipicephalus (Boophilus) microplus.
Veterinary Parasitology, 2009, 161, 283-291. 0.7 25

544
Molecular phylogeography of the asp viper Vipera aspis (Linnaeus, 1758) in Italy: Evidence for
introgressive hybridization and mitochondrial DNA capture. Molecular Phylogenetics and Evolution,
2009, 52, 103-114.

1.2 54

545 The use of plasmodes as a supplement to simulations: A simple example evaluating individual admixture
estimation methodologies. Computational Statistics and Data Analysis, 2009, 53, 1755-1766. 0.7 24

546 Population genetic structure of coastal Croatian honeybees (<i>Apis mellifera carnica</i>).
Apidologie, 2009, 40, 617-626. 0.9 57

547 Genetic variation of isolated Picea balfouriana populations from the southeast of the Qinghai-Tibet
Plateau. Annals of Forest Science, 2009, 66, 607-607. 0.8 5

548 High-Density Association Study of 383 Candidate Genes for Volumetric BMD at the Femoral Neck and
Lumbar Spine Among Older Men. Journal of Bone and Mineral Research, 2009, 24, 2039-2049. 3.1 57

549 <i>Review:</i>Sampling Weedy and Invasive Plant Populations for Genetic Diversity Analysis. Weed
Science, 2009, 57, 593-602. 0.8 30

550 Variable Introgression from Supplemental Stocking in Southern Ontario Populations of Lake Trout.
Transactions of the American Fisheries Society, 2009, 138, 699-719. 0.6 25

551 Exploring Genetic and Spatial Structure of U.S. Weedy Red Rice (<i>Oryza sativa</i>) in Relation to Rice
Relatives Worldwide. Weed Science, 2009, 57, 627-643. 0.8 42

552
Current genetic isolation and fragmentation contrasts with historical connectivity in an alpine
lizard (Cyclodomorphus praealtus) threatened by climate change. Biological Conservation, 2009, 142,
992-1002.

1.9 32

553 Inference of admixture in the endangered Blanca CacereÃ±a bovine breed by microsatellite analyses.
Livestock Science, 2009, 122, 314-322. 0.6 8

554 Genetic diversity of the black mangrove (Avicennia germinans L.) in Colombia. Aquatic Botany, 2009, 91,
187-193. 0.8 8

555
Microsatellites revealed no genetic differentiation between hatchery and contemporary wild
populations of striped catfish, Pangasianodon hypophthalmus (Sauvage 1878) in Vietnam. Aquaculture,
2009, 291, 154-160.

1.7 19

556 Population genetic structure of raccoons (ProcyonÂ lotor) inhabiting a highly fragmented landscape.
Canadian Journal of Zoology, 2009, 87, 814-824. 0.4 41

557 Revealing cryptic genetic structuring in an urban population of stray cats (Felis silvestris catus).
Mammalian Biology, 2009, 74, 59-71. 0.8 4

558 Molecular evidence of conspecificity of South African hares conventionally considered Lepus
capensis L., 1758. Mammalian Biology, 2009, 74, 325-343. 0.8 14

559
Microsatellite Characterization of Subspecies and Their Hybrids in<i>Culex pipiens</i>Complex
(Diptera: Culicidae) Mosquitoes Along a North-South Transect in the Central United States. Journal of
Medical Entomology, 2009, 46, 236-248.

0.9 69



33

Citation Report

# Article IF Citations

560 Genetic differentiation of wild and cultivated populations: diversity of<i>Coffea canephora</i>Pierre
in Uganda. Genome, 2009, 52, 634-646. 0.9 61

561 Wolverine Confirmation in California after Nearly a Century: Native or Long-Distance Immigrant?.
Northwest Science, 2009, 83, 154-162. 0.1 32

562 Landscape-Genetic Analysis of Population Structure in the Texas Gray Fox Oral Rabies Vaccination
Zone. Journal of Wildlife Management, 2009, 73, 1292-1299. 0.7 18

563 Population genetic structure of wild boar Sus scrofa in Bulgaria as revealed by microsatellite
analysis. Acta Theriologica, 2009, 54, 193-205. 1.1 29

564 Genetic analysis of historic western Great Lakes region wolf samples reveals early<i>Canis
lupus</i>/<i>lycaon</i>hybridization. Biology Letters, 2009, 5, 101-104. 1.0 57

565 Conservation Genetics of the Desert Massasauga Rattlesnake (Sistrurus catenatus edwardsii). Copeia,
2009, 2009, 740-747. 1.4 14

567 Genetic relationships among three native North-American Mahonia species, invasive Mahonia
populations from Europe, and commercial cultivars. , 2009, , 35-58. 0

568 Spatial Inference of Admixture Proportions and Secondary Contact Zones. Molecular Biology and
Evolution, 2009, 26, 1963-1973. 3.5 282

569 Genetic Variation of Four Gyps Species (Gyps bengalensis, G. AFRICANUS, G. indicus and G. fulvus) Based
on Microsatellite Analysis. Journal of Raptor Research, 2009, 43, 227-236. 0.2 16

570 Evidence for Cryptic Genetic Discontinuity in a Recently Expanded Sika Deer Population on the Boso
Peninsula, Central Japan. Zoological Science, 2009, 26, 48-53. 0.3 11

571 Population Structure and Genetic Diversity of Moose in Alaska. Journal of Heredity, 2009, 100, 170-180. 1.0 32

572 Asymmetrical male-mediated gene flow between harbor seal (<i>Phoca vitulina</i>) populations in
Alaska. Canadian Journal of Zoology, 2009, 87, 498-507. 0.4 20

573 Association Studies Identify Natural Variation at <i>PHYC</i> Linked to Flowering Time and
Morphological Variation in Pearl Millet. Genetics, 2009, 182, 899-910. 1.2 80

574 Differentiation of three closely related Japanese oak species and detection of interspecific hybrids
using AFLP markers. Botany, 2009, 87, 145-153. 0.5 15

575 <i>Prunus avium</i>: nuclear DNA study in wild populations and sweet cherry cultivars. Genome,
2009, 52, 320-337. 0.9 31

576 Genetic diversity and structure in semiwild and domesticated chiles (<i>Capsicum annuum</i>;) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 142 Td (Solanaceae) from Mexico. American Journal of Botany, 2009, 96, 1190-1202.0.8 163

577 Kentish versus Snowy Plover: Phenotypic and Genetic Analyses of<i>Charadrius
alexandrinus</i>Reveal Divergence of Eurasian and American Subspecies. Auk, 2009, 126, 839-852. 0.7 61

578 Inferring weak population structure with the assistance of sample group information. Molecular
Ecology Resources, 2009, 9, 1322-1332. 2.2 2,931



34

Citation Report

# Article IF Citations

579 Nuclear and Mitochondrial Patterns of Introgression between the Parapatric European
Treefrogs<i>Hyla arborea</i>and<i>H. intermedia</i>. Annales Zoologici Fennici, 2009, 46, 247-258. 0.2 19

580 Clonality and hybrid origin of the rare Eucalyptus bennettiae (Myrtaceae) in Western Australia.
Australian Journal of Botany, 2009, 57, 180. 0.3 17

581 Genetic analysis reveals Roe deer (Capreolus capreolus)population structure in North-Eastern Italian
Alps. Italian Journal of Animal Science, 2009, 8, 104-106. 0.8 2

582 Simulation Appraisal of the Adequacy of Number of Background Markers for Relationship Estimation
in Association Mapping. Plant Genome, 2009, 2, . 1.6 66

583 The Putative Mesoamerican Domestication Center of <i>Phaseolus vulgaris</i> Is Located in the
Lermaâ€“Santiago Basin of Mexico. Crop Science, 2009, 49, 554-563. 0.8 108

584 Genetic differentiation among and within three red mahoganies (series Annulares), Eucalyptus pellita,
E. resinifera and E. scias (Myrtaceae). Australian Systematic Botany, 2009, 22, 332. 0.3 11

585 Molecular characterisation of ancientPrunus aviumL. germplasm using sweet cherry SSR markers.
Journal of Horticultural Science and Biotechnology, 2010, 85, 295-305. 0.9 4

586 Defining spatial genetic structure and management units for vulnerable koala (Phascolarctos) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (cinereus) populations in the Sydney region, Australia. Wildlife Research, 2010, 37, 156.0.7 16

587
Genetic Structure and Diversity among Brook Trout from Isle Royale, Lake Nipigon, and Three
Minnesota Tributaries of Lake Superior. North American Journal of Fisheries Management, 2010, 30,
400-411.

0.5 12

588 Effect of SNP origin on analyses of genetic diversity in cattle. Animal Production Science, 2010, 50, 792. 0.6 15

589 Microsatellite Fingerprinting of the USDAâ€•ARS Tropical Agriculture Research Station Cacao
(<i>Theobroma cacao</i> L.) Germplasm Collection. Crop Science, 2010, 50, 656-667. 0.8 46

590 Population Structure and Linkage Disequilibrium in U.S. Barley Germplasm: Implications for
Association Mapping. Crop Science, 2010, 50, 556-566. 0.8 106

591 High genetic diversity in a clonal relict Alexgeorgea nitens (Restionaceae): implications for ecological
restoration. Australian Journal of Botany, 2010, 58, 206. 0.3 22

592 Conservation Genetics of Crested Newt Species Triturus cristatus and T. carnifex within a Contact
Zone in Central Europe: Impact of Interspecific Introgression and Gene Flow. Diversity, 2010, 2, 28-46. 0.7 10

593 Contrasting Patterns of Genetic Diversity and Population Structure of<i>Armillaria mellea</i>sensu
stricto in the Eastern and Western United States. Phytopathology, 2010, 100, 708-718. 1.1 44

594 Genetic differentiation of Sorbus torminalis in Eastern Europe as determined by microsatellite
markers. Biologia (Poland), 2010, 65, 817-821. 0.8 11

595 Genetic diversity in the<i>Eucalyptus</i>stem pathogen<i>Teratosphaeria zuluensis</i>. Australasian
Plant Pathology, 2010, 39, 383. 0.5 18

596
Genetic effects of chronic habitat fragmentation revisited: Strong genetic structure in a temperate
tree, <i>Taxus baccata</i> (Taxaceae), with great dispersal capability. American Journal of Botany, 2010,
97, 303-310.

0.8 94



35

Citation Report

# Article IF Citations

597 Reticulate evolution in stick insects: the case of Clonopsis (Insecta Phasmida). BMC Evolutionary
Biology, 2010, 10, 258. 3.2 16

598 Molecular marker assisted broadening of the Central European heterotic groups in rye with Eastern
European germplasm. Theoretical and Applied Genetics, 2010, 120, 291-299. 1.8 39

599 Population structure and genetic diversity in a commercial maize breeding program assessed with SSR
and SNP markers. Theoretical and Applied Genetics, 2010, 120, 1289-1299. 1.8 232

600 Spatio-temporal dynamics of genetic diversity in Sorghum bicolor in Niger. Theoretical and Applied
Genetics, 2010, 120, 1301-1313. 1.8 33

601
Integration of genome and phenotypic scanning gives evidence of genetic structure in Mesoamerican
common bean (Phaseolus vulgaris L.) landraces from the southwest of Europe. Theoretical and
Applied Genetics, 2010, 120, 1635-1651.

1.8 25

602 Inferring population structure and genetic diversity of broad range of wild diploid alfalfa (Medicago) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (sativa L.) accessions using SSR markers. Theoretical and Applied Genetics, 2010, 121, 403-415.1.8 60

603 Genetic analysis and characterization of a new maize association mapping panel for quantitative trait
loci dissection. Theoretical and Applied Genetics, 2010, 121, 417-431. 1.8 176

604 Carotenoid biosynthesis genes provide evidence of geographical subdivision and extensive linkage
disequilibrium in the carrot. Theoretical and Applied Genetics, 2010, 121, 659-672. 1.8 32

605 Microsatellite diversity and genetic structure among common bean (Phaseolus vulgaris L.) landraces
in Brazil, a secondary center of diversity. Theoretical and Applied Genetics, 2010, 121, 801-813. 1.8 131

606 Population structure and linkage disequilibrium unravelled in tetraploid potato. Theoretical and
Applied Genetics, 2010, 121, 1151-1170. 1.8 107

607 Variability of grain quality in sorghum: association with polymorphism in Sh2, Bt2, SssI, Ae1, Wx and
O2. Theoretical and Applied Genetics, 2010, 121, 1171-1185. 1.8 33

608
Genetic diversity and linkage disequilibrium studies on a 3.1-Mb genomic region of chromosome 3B in
European and Asian bread wheat (Triticum aestivum L.) populations. Theoretical and Applied Genetics,
2010, 121, 1209-1225.

1.8 11

609 Latitudinal variability in spatial genetic structure in the invasive ascidian, Styela plicata. Marine
Biology, 2010, 157, 1955-1965. 0.7 21

610 Molecular insight into the population structure of common and spotted dolphins inhabiting the
pelagic waters of the Northeast Atlantic. Marine Biology, 2010, 157, 2567-2580. 0.7 27

611
Population genetic structure and evolutionary history of North Atlantic beluga whales
(Delphinapterus leucas) from West Greenland, Svalbard and the White Sea. Polar Biology, 2010, 33,
1179-1194.

0.5 18

612 The population genetic structure of a common tropical damselfish on the Great Barrier Reef and
eastern Papua New Guinea. Coral Reefs, 2010, 29, 455-467. 0.9 19

613 Host population genetic structure and zooxanthellae diversity of two reef-building coral species
along the Florida Reef Tract and wider Caribbean. Coral Reefs, 2010, 29, 835-842. 0.9 93

614
The population genetic structure of North American Lucilia sericata (Diptera: Calliphoridae), and the
utility of genetic assignment methods for reconstruction of postmortem corpse relocation. Forensic
Science International, 2010, 195, 63-67.

1.3 42



36

Citation Report

# Article IF Citations

615 Spatial and Temporal Genetic Variation of Green Mussel, Perna viridis in the Gulf of Thailand and
Implication for Aquaculture. Marine Biotechnology, 2010, 12, 506-515. 1.1 16

616
Genetic variation and conservation assessment of Chinese populations of Magnolia cathcartii
(Magnoliaceae), a rare evergreen tree from the South-Central China hotspot in the Eastern Himalayas.
Journal of Plant Research, 2010, 123, 321-331.

1.2 15

617 Genetic structure and putative selective sweep in the pioneer tree, Zanthoxylum ailanthoides. Journal
of Plant Research, 2010, 123, 607-616. 1.2 13

618 Genetic diversity and structure of natural fragmented Chamaecyparis obtusa populations as revealed
by microsatellite markers. Journal of Plant Research, 2010, 123, 689-699. 1.2 20

619 Genetic architecture of two red ruffed lemur (Varecia rubra) populations of Masoala National Park.
Primates, 2010, 51, 53-61. 0.7 14

620
Genetic diversity in young and mature cohorts of cultivated and wild populations of Picea asperata
Mast (Pinaceae), a spruce endemic in western China. European Journal of Forest Research, 2010, 129,
719-728.

1.1 5

621 Population genetic structure of Alpine chamois (Rupicapra r. rupicapra) in the Italian Alps. European
Journal of Wildlife Research, 2010, 56, 845-854. 0.7 13

622 Microsatellite Polymorphisms in Cassava Landraces from the Cerrado Biome, Mato Grosso do Sul,
Brazil. Biochemical Genetics, 2010, 48, 879-895. 0.8 22

623 Genetic Structure of Brown Trout (Salmo trutta) Populations from Turkey Based on Microsatellite
Data. Biochemical Genetics, 2010, 48, 995-1014. 0.8 7

624 Population genetic structure of wild daffodils (Narcissus pseudonarcissus L.) at different spatial
scales. Plant Systematics and Evolution, 2010, 287, 99-111. 0.3 15

625 Hybridization and introgression in Carex aquatilis and C.Â paleacea. Plant Systematics and Evolution,
2010, 287, 141-151. 0.3 9

626 Genetic diversity and structure of the endangered species Megaleranthis saniculifolia in Korea as
revealed by allozyme and ISSR markers. Plant Systematics and Evolution, 2010, 289, 67-76. 0.3 26

627
Systematics and evolutionary history of the Asterotricha group of the genus Onosma (Boraginaceae)
in central and southern Europe inferred from AFLP and nrDNA ITS data. Plant Systematics and
Evolution, 2010, 290, 21-45.

0.3 44

628 Genetic diversity and population structure of the endangered alpine quillwort Isoetes hypsophila
Hand.-Mazz. revealed by AFLP markers. Plant Systematics and Evolution, 2010, 290, 127-139. 0.3 22

629
Genetic variation and evolutionary history of holly oak: a circum-Mediterranean species-complex
[Quercus coccifera L./Q. calliprinos (Webb) Holmboe, Fagaceae]. Plant Systematics and Evolution, 2010,
290, 159-171.

0.3 19

630 Assessment of genetic diversity and population structure in mungbean. Genes and Genomics, 2010, 32,
299-308. 0.5 41

631 DNA detective: a review of molecular approaches to wildlife forensics. Forensic Science, Medicine,
and Pathology, 2010, 6, 180-194. 0.6 148

632 Genetic Diversity and Population Structure of Acacia senegal (L) Willd. in Kenya. Tropical Plant
Biology, 2010, 3, 59-70. 1.0 53



37

Citation Report

# Article IF Citations

633 Genetic analyses of the Asian longhorned beetle (Coleoptera, Cerambycidae, Anoplophora) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (glabripennis), in North America, Europe and Asia. Biological Invasions, 2010, 12, 1165-1182.1.2 52

634 Disentangling the dynamics of invasive fireweed (Senecio madagascariensis Poir. species complex) in
the Hawaiian Islands. Biological Invasions, 2010, 12, 2251-2264. 1.2 30

635 Low diversity and high levels of population genetic structuring in introduced eastern mosquitofish
(Gambusia holbrooki) in the greater Melbourne area, Australia. Biological Invasions, 2010, 12, 3727-3744. 1.2 28

636
Patterns of spatial genetic structure and diversity at the onset of a rapid range expansion:
colonisation of the UK by the small red-eyed damselfly Erythromma viridulum. Biological Invasions,
2010, 12, 3887-3903.

1.2 30

637 Evidence of admixture between differentiated genetic pools at a regional scale in an invasive
carnivore. Conservation Genetics, 2010, 11, 1-9. 0.8 18

638 Genetic structure in an expanding cervid population after population reduction. Conservation
Genetics, 2010, 11, 11-20. 0.8 26

639 Genetic rescue of an inbred captive population of the critically endangered Puerto Rican crested toad
(Peltophryne lemur) by mixing lineages. Conservation Genetics, 2010, 11, 21-32. 0.8 27

640 Two sympatric spotted gum species are molecularly homogeneous. Conservation Genetics, 2010, 11,
45-56. 0.8 20

641
Species delimitation tests of endemic Lepidium papilliferum and identification of other possible
evolutionarily significant units in the Lepidium montanum complex (Brassicaceae) of western North
America. Conservation Genetics, 2010, 11, 57-76.

0.8 7

642
Rangewide microsatellite phylogeography of the endangered tidewater goby, Eucyclogobius
newberryi (Teleostei: Gobiidae), a genetically subdivided coastal fish with limited marine dispersal.
Conservation Genetics, 2010, 11, 103-114.

0.8 29

643 Introgression between native and prehistorically naturalized (archaeophytic) wild pear (Pyrus spp.)
populations in Northern Tohoku, Northeast Japan. Conservation Genetics, 2010, 11, 115-126. 0.8 29

644 The cryptic genetic structure of the North American captive gorilla population. Conservation
Genetics, 2010, 11, 161-172. 0.8 18

645 Genetic structure in peripheral populations of the natterjack toad, Bufo calamita, as revealed by AFLP.
Conservation Genetics, 2010, 11, 173-181. 0.8 13

646 Divergence in an archipelago and its conservation consequences in Aleutian Island rock ptarmigan.
Conservation Genetics, 2010, 11, 241-248. 0.8 20

647 Temporal changes in genetic diversity of isolated populations of perch and roach. Conservation
Genetics, 2010, 11, 249-255. 0.8 19

648
Using genetic and morphological analysis to distinguish endangered taxa from their hybrids with the
cultivated exotic pest plant Lantana strigocamara (syn: Lantana camara). Conservation Genetics, 2010,
11, 1607-1621.

0.8 12

649 A population genetic analysis of the midget faded rattlesnake in Wyoming. Conservation Genetics,
2010, 11, 1623-1629. 0.8 5

650 Recent introduction or ancient ancestry? Use of genetic evidence to investigate the origins of range
edge populations in natterjack toads (Bufo calamita). Conservation Genetics, 2010, 11, 293-300. 0.8 5



38

Citation Report

# Article IF Citations

651
Non-invasive conservation genetics of the critically endangered golden-crowned sifaka (Propithecus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 747 Td (tattersalli): high diversity and significant genetic differentiation over a small range. Conservation

Genetics, 2010, 11, 675-687.
0.8 28

652 Conserving the endangered Mexican fishing bat (Myotis vivesi): genetic variation indicates extensive
gene flow among islands in the Gulf of California. Conservation Genetics, 2010, 11, 813-822. 0.8 11

653 Genetic structure of the Black Bog Ant (Formica picea Nylander) in the United Kingdom. Conservation
Genetics, 2010, 11, 823-834. 0.8 6

654 Spatial patterns of hybridization between bull trout, Salvelinus confluentus, and brook trout,
Salvelinus fontinalis in an Oregon stream network. Conservation Genetics, 2010, 11, 935-949. 0.8 39

655 Genetic differences between continuous and disjunct populations: some insights from sal (Shorea) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 582 Td (robusta Roxb.) in Nepal. Conservation Genetics, 2010, 11, 977-984.0.8 8

656 Microsatellite DNA data point to extensive but incomplete admixture in a marble and brown trout
hybridisation zone. Conservation Genetics, 2010, 11, 985-998. 0.8 31

657 Evidence for introgressive hybridization of wild common quail (Coturnix coturnix) by domesticated
Japanese quail (Coturnix japonica) in France. Conservation Genetics, 2010, 11, 1051-1062. 0.8 32

658 Spatial genetic structure of Coccoloba cereifera (Polygonaceae), a critically endangered
microendemic species of Brazilian rupestrian fields. Conservation Genetics, 2010, 11, 1247-1255. 0.8 24

659 High population differentiation in the rock-dwelling land snail (Trochulus caelatus) endemic to the
Swiss Jura Mountains. Conservation Genetics, 2010, 11, 1265-1271. 0.8 21

660 Islands as refugia of Trifolium repens genetic diversity. Conservation Genetics, 2010, 11, 1317-1326. 0.8 39

661 Drainage-independent genetic structure and high genetic diversity of endangered freshwater pearl
mussels (Margaritifera margaritifera) in northern Europe. Conservation Genetics, 2010, 11, 1339-1350. 0.8 43

662 Genetic clustering methods reveal bull trout (Salvelinus confluentus) fine-scale population
structure as a spatially nested hierarchy. Conservation Genetics, 2010, 11, 1421-1433. 0.8 33

663 Molecular assessment of population differentiation and individual assignment potential of Nile
crocodile (Crocodylus niloticus) populations. Conservation Genetics, 2010, 11, 1435-1443. 0.8 36

664 Population genetics of the threatened tree daisy Olearia gardneri (Asteraceae), conservation of a
critically endangered species. Conservation Genetics, 2010, 11, 1515-1522. 0.8 16

665 Genetic variation and structuring in the threatened koala populations of Southeast Queensland.
Conservation Genetics, 2010, 11, 2091-2103. 0.8 61

666 Consequences for genetic diversity and population performance of introducing continental red deer
into the northern distribution range. Conservation Genetics, 2010, 11, 1653-1665. 0.8 24

667 Conservation genetics of a peripherally isolated population of the wood turtle (Glyptemys insculpta)
in Iowa. Conservation Genetics, 2010, 11, 1667-1677. 0.8 18

668 Genetic outcomes of wolf recovery in the western Great Lakes states. Conservation Genetics, 2010, 11,
1747-1765. 0.8 42



39

Citation Report

# Article IF Citations

669 Defining population structure for the Mojave desert tortoise. Conservation Genetics, 2010, 11,
1795-1807. 0.8 34

670 Cryptic diversity and conservation units in the Bahama parrot. Conservation Genetics, 2010, 11,
1809-1821. 0.8 19

671 Population structure and conservation implications for the loggerhead sea turtle of the Cape Verde
Islands. Conservation Genetics, 2010, 11, 1871-1884. 0.8 72

672 Species differentiation and gene flow in the Blackbutts (genus Eucalyptus subgenus Eucalyptus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (section Pseudophloius). Conservation Genetics, 2010, 11, 1965-1978.0.8 17

673 Genetic diversity following demographic recovery in the insular endemic plant Galium catalinense
subspecies acrispum. Conservation Genetics, 2010, 11, 2015-2025. 0.8 15

674 Conservation genetic inferences in the carnivorous pitcher plant Sarracenia alata (Sarraceniaceae).
Conservation Genetics, 2010, 11, 2027-2038. 0.8 32

675
Integrating multiple analytical approaches to spatially delineate and characterize genetic population
structure: an application to boreal caribou (Rangifer tarandus caribou) in central Canada.
Conservation Genetics, 2010, 11, 2131-2143.

0.8 51

676 Population structure and conservation genetics of the Oregon spotted frog, Rana pretiosa.
Conservation Genetics, 2010, 11, 2179-2194. 0.8 28

677 Impact of farmer selection on yam genetic diversity. Conservation Genetics, 2010, 11, 2255-2265. 0.8 28

678 Low genetic diversity and small long-term population sizes in the spring endemic watercress darter,
Etheostoma nuchale. Conservation Genetics, 2010, 11, 2267-2279. 0.8 31

679
Low genetic diversity and high genetic divergence caused by inbreeding and geographical isolation in
the populations of endangered species Loropetalum subcordatum (Hamamelidaceae) endemic to China.
Conservation Genetics, 2010, 11, 2281-2288.

0.8 25

680 Genetic population structure and management units of the endangered Tokyo bitterling, Tanakia
tanago (Cyprinidae). Conservation Genetics, 2010, 11, 2343-2355. 0.8 19

681 Conservation genetics of the endangered endemic Sambucus palmensis Link (Sambucaceae) from the
Canary Islands. Conservation Genetics, 2010, 11, 2357-2368. 0.8 28

682 Resolving taxonomic uncertainties using molecular systematics: Salmo dentex and the Balkan trout
community. Hydrobiologia, 2010, 651, 199-212. 1.0 32

683 Association mapping of late maturity Î±-amylase (LMA) activity in a collection of synthetic hexaploid
wheat. Molecular Breeding, 2010, 26, 39-49. 1.0 62

684 Landscape genetic structure of Betula maximowicziana in the Chichibu mountain range, central Japan.
Tree Genetics and Genomes, 2010, 6, 377-387. 0.6 16

685 Variation in grafted European chestnut and hybrids by microsatellites reveals two main origins in the
Iberian Peninsula. Tree Genetics and Genomes, 2010, 6, 701-715. 0.6 59

686 What is the genetic origin of teak (Tectona grandis L.) introduced in Africa and in Indonesia?. Tree
Genetics and Genomes, 2010, 6, 717-733. 0.6 52



40

Citation Report

# Article IF Citations

687 Population structure and genetic diversity in elite sugar beet germplasm investigated with SSR
markers. Euphytica, 2010, 175, 35-42. 0.6 33

688
Pre-zygotic factors best explain reproductive isolation between the hybridizing species of
brittle-stars Acrocnida brachiata and A. spatulispina (Echinodermata: Ophiuroidea). Genetica, 2010, 138,
667-679.

0.5 11

689 Genetic structure and differentiation in cultivated fig (Ficus carica L.). Genetica, 2010, 138, 681-694. 0.5 58

690 Introgression at differentially aged hybrid zones in red-tailed chipmunks. Genetica, 2010, 138, 869-883. 0.5 15

691 Grafting versus seed propagated apricot populations: two main gene pools in Tunisia evidenced by SSR
markers and model-based Bayesian clustering. Genetica, 2010, 138, 1023-1032. 0.5 18

692 Analysis of genetic diversity in flowering dogwood natural stands using microsatellites: the effects
of dogwood anthracnose. Genetica, 2010, 138, 1047-1057. 0.5 20

693 Genotypic and phenotypic characterization of genetic differentiation and diversity in the USDA rice
mini-core collection. Genetica, 2010, 138, 1221-1230. 0.5 76

694
Ambiguous genetic relationships among coconut (Cocos nucifera L.) cultivars: the effects of
outcrossing, sample source and size, and method of analysis. Genetic Resources and Crop Evolution,
2010, 57, 203-217.

0.8 6

695 The influence of European and American wild germplasm in hop (Humulus lupulus L.) cultivars.
Genetic Resources and Crop Evolution, 2010, 57, 575-586. 0.8 17

696 Microâ€•evolutionary change in relation to insecticide resistance in the peachâ€“potato aphid,<i>Myzus
persicae</i>. Ecological Entomology, 2010, 35, 131-146. 1.1 56

697
A multisource solution for a complex problem in biodiversity research: Description of the cryptic ant
species Tetramorium alpestre sp.n. (Hymenoptera: Formicidae). Zoologischer Anzeiger, 2010, 249,
223-254.

0.4 36

698 Connectivity patterns inferred from the genetic structure of white seabream (Diplodus sargus L.).
Journal of Experimental Marine Biology and Ecology, 2010, 383, 23-31. 0.7 33

699 Basin-scale population genetic structure of the planktonic copepod Calanus finmarchicus in the
North Atlantic Ocean. Progress in Oceanography, 2010, 87, 175-185. 1.5 40

700
Phylogeography of the Italian vairone (Telestes muticellus, Bonaparte 1837) inferred by microsatellite
markers: evolutionary history of a freshwater fish species with a restricted and fragmented
distribution. BMC Evolutionary Biology, 2010, 10, 111.

3.2 22

701 Population genetics at three spatial scales of a rare sponge living in fragmented habitats. BMC
Evolutionary Biology, 2010, 10, 13. 3.2 62

702 Ecological and genetic divergence between two lineages of Middle American tungara frogs
Physalaemus (=Engystomops) pustulosus. BMC Evolutionary Biology, 2010, 10, 146. 3.2 21

703
The geographic scale of diversification on islands: genetic and morphological divergence at a very
small spatial scale in the Mascarene grey white-eye (Aves: Zosterops borbonicus). BMC Evolutionary
Biology, 2010, 10, 158.

3.2 80

704 Integrating phylogeographic patterns of microsatellite and mtDNA divergence to infer the
evolutionary history of chamois (genus Rupicapra). BMC Evolutionary Biology, 2010, 10, 222. 3.2 47



41

Citation Report

# Article IF Citations

705 Strong reproductive barriers in a narrow hybrid zone of West-Mediterranean green toads (Bufo) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (viridissubgroup) with Plio-Pleistocene divergence. BMC Evolutionary Biology, 2010, 10, 232.3.2 53

706 Locally adapted fish populations maintain small-scale genetic differentiation despite perturbation by a
catastrophic flood event. BMC Evolutionary Biology, 2010, 10, 256. 3.2 48

707
Island biology and morphological divergence of the Skyros wall lizard Podarcis gaigeae: a combined
role for local selection and genetic drift on color morph frequency divergence?. BMC Evolutionary
Biology, 2010, 10, 269.

3.2 72

708 Reconstructing the evolutionary history of the radiation of the land snail genus Xerocrassa on Crete
based on mitochondrial sequences and AFLP markers. BMC Evolutionary Biology, 2010, 10, 299. 3.2 40

709 Phylogeography, colonization and population history of the Midas cichlid species complex
(Amphilophus spp.) in the Nicaraguan crater lakes. BMC Evolutionary Biology, 2010, 10, 326. 3.2 90

710 Introgressive hybridization and the evolutionary history of the herring gull complex revealed by
mitochondrial and nuclear DNA. BMC Evolutionary Biology, 2010, 10, 348. 3.2 30

711 The role of humans in the diversification of a threatened island raptor. BMC Evolutionary Biology,
2010, 10, 384. 3.2 21

712 The genetic diversity and evolution of field pea (Pisum) studied by high throughput retrotransposon
based insertion polymorphism (RBIP) marker analysis. BMC Evolutionary Biology, 2010, 10, 44. 3.2 169

713 Molecular differentiation of commercial varieties and feral populations of oilseed rape (Brassica) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 422 Td (napus L.). BMC Evolutionary Biology, 2010, 10, 63.3.2 42

714 Genetic Structure of the Spanish Population. BMC Genomics, 2010, 11, 326. 1.2 49

715 Using Genetic Tools to Track Desert Bighorn Sheep Colonizations. Journal of Wildlife Management,
2010, 74, 522-531. 0.7 28

716 Molecular markers allow sibling species identification in red wood ants (<i>Formica rufa</i>group).
Systematic Entomology, 2010, 35, 243-249. 1.7 16

717 Adaptation and diversity along an altitudinal gradient in Ethiopian barley (Hordeum vulgare L.)
landraces revealed by molecular analysis. BMC Plant Biology, 2010, 10, 121. 1.6 51

718 Extracting samples of high diversity from thematic collections of large gene banks using a
genetic-distance based approach. BMC Plant Biology, 2010, 10, 127. 1.6 21

719 Single nucleotide polymorphisms for assessing genetic diversity in castor bean (Ricinus communis).
BMC Plant Biology, 2010, 10, 13. 1.6 95

720
Patterns of molecular and phenotypic diversity in pearl millet [Pennisetum glaucum (L.) R. Br.] from
West and Central Africa and their relation to geographical and environmental parameters. BMC Plant
Biology, 2010, 10, 216.

1.6 55

721 A candidate gene association study on muscat flavor in grapevine (Vitis vinifera L.). BMC Plant Biology,
2010, 10, 241. 1.6 160

722 Genetic structure and ecogeographical adaptation in wild barley (Hordeum chilenseRoemer et) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (Schultes) as revealed by microsatellite markers. BMC Plant Biology, 2010, 10, 266.1.6 37



42

Citation Report

# Article IF Citations

723 Multilocus genotyping reveals high heterogeneity and strong local population structure of the
Plasmodium vivax population in the Peruvian Amazon. Malaria Journal, 2010, 9, 151. 0.8 67

724 Molecular genetic differentiation in earthworms inhabiting a heterogeneous Pb-polluted landscape.
Environmental Pollution, 2010, 158, 883-890. 3.7 58

725
Genetic diversity and structure of the critically endangered tree Dimorphandra wilsonii and of the
widespread in the Brazilian Cerrado Dimorphandra mollis: Implications for conservation. Biochemical
Systematics and Ecology, 2010, 38, 49-56.

0.6 30

726
Spatial and temporal factors affecting parasite genotypes encountered by hosts: Empirical data from
American dog ticks (Dermacentor variabilis) parasitising raccoons (Procyon lotor). International
Journal for Parasitology, 2010, 40, 787-795.

1.3 15

727
ORIGINAL ARTICLE: The extent of hybridization and its impact on the genetic diversity and population
structure of an invasive tree, <i>Ulmus pumila</i> (Ulmaceae). Evolutionary Applications, 2010, 3,
157-168.

1.5 65

728 CAPL: a novel association test using caseâ€•control and family data and accounting for population
stratification. Genetic Epidemiology, 2010, 34, 747-755. 0.6 15

729 Genetic structure of native circumpolar populations based on autosomal, mitochondrial, and Y
chromosome DNA markers. American Journal of Physical Anthropology, 2010, 143, 62-74. 2.1 36

730 Morphological and genetic variability within Aedes aegypti in Niakhar, Senegal. Infection, Genetics and
Evolution, 2010, 10, 473-480. 1.0 40

731 Pleistocene distribution range shifts were accompanied by breeding system divergence within
Hornungia alpina (Brassicaceae) in the Alps. Molecular Phylogenetics and Evolution, 2010, 54, 571-582. 1.2 26

732 Speciation and phylogeography of giant petrels Macronectes. Molecular Phylogenetics and Evolution,
2010, 54, 472-487. 1.2 36

733 Multiple Asian pig origins revealed through genomic analyses. Molecular Phylogenetics and
Evolution, 2010, 54, 680-686. 1.2 41

734
Spatial genetic structure of Taxus baccata L. in the western Mediterranean Basin: Past and present
limits to gene movement over a broad geographic scale. Molecular Phylogenetics and Evolution, 2010,
55, 805-815.

1.2 67

735
Not a simple case â€“ A first comprehensive phylogenetic hypothesis for the Midas cichlid complex in
Nicaragua (Teleostei: Cichlidae: Amphilophus). Molecular Phylogenetics and Evolution, 2010, 56,
1011-1024.

1.2 36

736
Detection of recent hybridization between sympatric Chilean Puya species (Bromeliaceae) using AFLP
markers and reconstruction of complex relationships. Molecular Phylogenetics and Evolution, 2010,
57, 1105-1119.

1.2 55

737 Additional data for nuclear DNA give new insights into the phylogenetic position of Sorex granarius
within the Sorex araneus group. Molecular Phylogenetics and Evolution, 2010, 57, 1062-1071. 1.2 33

738 Molecular genetic analysis of a cattle population to reconstitute the extinct Algarvia breed. Genetics
Selection Evolution, 2010, 42, 18. 1.2 7

739 Revealing fine scale subpopulation structure in the Vietnamese H'mong cattle breed for conservation
purposes. BMC Genetics, 2010, 11, 45. 2.7 17

740 Identification of population substructure among Jews using STR markers and dependence on reference
populations included. BMC Genetics, 2010, 11, 48. 2.7 12



43

Citation Report

# Article IF Citations

741 Population structure and genetic bottleneck in sweet cherry estimated with SSRs and the
gametophytic self-incompatibility locus. BMC Genetics, 2010, 11, 77. 2.7 102

742 Discriminant analysis of principal components: a new method for the analysis of genetically
structured populations. BMC Genetics, 2010, 11, 94. 2.7 3,853

743 Â±Genetic structure of the oak wilt vector beetle Platypus quercivorus: inferences toward the
process of damaged area expansion. BMC Ecology, 2010, 10, 21. 3.0 14

744 Low genetic variation and evidence of limited dispersal in the regionally important Belize manatee.
Animal Conservation, 2010, 13, 592-602. 1.5 40

745 Regional genetic<i>in situ</i>differentiation despite phylogenetic heterogeneity in Alpine mountain
hares. Journal of Zoology, 2010, 282, 47-53. 0.8 26

746 Gene flow and population admixture as the primary postâ€•invasion processes in common ragweed
(<i>Ambrosia artemisiifolia</i>) populations in France. New Phytologist, 2010, 185, 1100-1107. 3.5 86

747 Origin and expansion of the allotetraploid <i>Aegilopsâ€ƒgeniculata</i>, a wild relative of wheat. New
Phytologist, 2010, 187, 1170-1180. 3.5 58

748 Widespread, ecologically relevant genetic markers developed from association mapping of
climateâ€•related traits in Sitka spruce (<i>Picea sitchensis</i>). New Phytologist, 2010, 188, 501-514. 3.5 155

749 Enhancing the survival and expansion potential of a founder population through clonality. New
Phytologist, 2010, 188, 868-878. 3.5 25

750 Nuclear and chloroplast DNA phylogeography reveal two refuge areas with asymmetrical gene flow
in a temperate walnut tree from East Asia. New Phytologist, 2010, 188, 892-901. 3.5 213

751 Conservation Value of Sites of Hybridization in Peripheral Populations of Rare Plant Species.
Conservation Biology, 2010, 24, 236-245. 2.4 46

752 Unidirectional hybridization at a speciesâ€™ range boundary: implications for habitat tracking. Diversity
and Distributions, 2010, 16, 1-9. 1.9 32

753 The worldwide expansion of the Argentine ant. Diversity and Distributions, 2010, 16, 170-186. 1.9 82

754 A hitchhikerâ€™s guide to the Maritimes: anthropogenic transport facilitates longâ€•distance dispersal of
an invasive marine crab to Newfoundland. Diversity and Distributions, 2010, 16, 879-891. 1.9 90

755 DEMOGRAPHIC SOURCE-SINK DYNAMICS RESTRICT LOCAL ADAPTATION IN ELLIOTT'S BLUEBERRY
(<i>VACCINIUM ELLIOTTII</i>). Evolution; International Journal of Organic Evolution, 2010, 64, 370-384. 1.1 40

756
THE COMBINED EFFECTS OF RIVERS AND REFUGIA GENERATE EXTREME CRYPTIC FRAGMENTATION WITHIN
THE COMMON GROUND SKINK (<i>SCINCELLA LATERALIS</i>). Evolution; International Journal of
Organic Evolution, 2010, 64, 409-428.

1.1 49

757
REDUCED GENE FLOW AT PERICENTROMERIC LOCI IN A HYBRID ZONE INVOLVING CHROMOSOMAL RACES OF
THE HOUSE MOUSE<i>MUS MUSCULUS DOMESTICUS</i>. Evolution; International Journal of Organic
Evolution, 2010, 64, 2020-32.

1.1 48

758
DYNAMICS OF POLYPLOID FORMATION IN<i>TRAGOPOGON</i>(ASTERACEAE): RECURRENT FORMATION,
GENE FLOW, AND POPULATION STRUCTURE. Evolution; International Journal of Organic Evolution,
2010, 64, 1984-2003.

1.1 95



44

Citation Report

# Article IF Citations

759
POSTFIRE RESPONSE AND GENETIC DIVERSITY IN ERICA COCCINEA: CONNECTING POPULATION DYNAMICS
AND DIVERSIFICATION IN A BIODIVERSITY HOTSPOT. Evolution; International Journal of Organic
Evolution, 2010, 64, 3511-3524.

1.1 38

760
NUCLEAR AND MITOCHONDRIAL SEQUENCE DATA REVEAL AND CONCEAL DIFFERENT DEMOGRAPHIC
HISTORIES AND POPULATION GENETIC PROCESSES IN CARIBBEAN REEF FISHES. Evolution; International
Journal of Organic Evolution, 2010, 64, 3380-3397.

1.1 65

761 Hostâ€•associated differentiation and evidence for sexual reproduction in Iranian populations of the
cotton aphid, <i>Aphis gossypii</i>. Entomologia Experimentalis Et Applicata, 2010, 134, 191-199. 0.7 12

762 Searching for pheromone strains in the pecan nut casebearer. Entomologia Experimentalis Et
Applicata, 2010, 137, 11-18. 0.7 9

763 Geographic variation in male courtship acoustics and genetic divergence of populations of the
<i>Cotesia flavipes</i> species complex. Entomologia Experimentalis Et Applicata, 2010, 137, 153-164. 0.7 22

764 Genetic structure of Eurasian cattle (<i>Bos taurus</i>) based on microsatellites: clarification for
their breed classification<sup>1</sup>. Animal Genetics, 2010, 41, 150-158. 0.6 73

765 Assessing genetic diversity of Vietnamese local chicken breeds using microsatellites. Animal Genetics,
2010, 41, 545-547. 0.6 30

766 The evolution of tropical adaptation: comparing taurine and zebu cattle. Animal Genetics, 2010, 41,
467-477. 0.6 66

767
An investigation of the possible causes for the loss of productivity in genetically improved farmed
tilapia strain in Fiji: inbreeding versus wild stock introgression. Aquaculture Research, 2010, 41,
e730-e742.

0.9 15

768 Population structure of South African and Australian <i>Pyrenophora teres</i> isolates. Plant
Pathology, 2010, 59, 504-515. 1.2 44

769 Genetic structure of <i>Mycosphaerella graminicola</i> populations in Iran. Plant Pathology, 2010, 59,
829-838. 1.2 31

770 Alpine headwater streams as reservoirs of remnant populations of the Danubian clade of brown
trout. Freshwater Biology, 2010, 55, 866-880. 1.2 23

771
Disentangling stocking introgression and natural migration in brown trout: survival success and
recruitment failure in populations with semiâ€•supportive breeding. Freshwater Biology, 2010, 55,
2626-2638.

1.2 9

772 Genetic relationships among populations of Aedes aegypti from Uruguay and northeastern Argentina
inferred from ISSR-PCR data. Medical and Veterinary Entomology, 2010, 24, no-no. 0.7 12

773 Molecular biodiversity and population structure in common ash (Fraxinus excelsior L.) in Britain:
implications for conservation. Molecular Ecology, 2010, 19, 2196-2211. 2.0 35

774 Cryptic differences in dispersal lead to differential sensitivity to habitat fragmentation in two
bumblebee species. Molecular Ecology, 2010, 19, 53-63. 2.0 58

775 Relatedness of<i>Macrophomina phaseolina</i>isolates from tallgrass prairie, maize, soybean and
sorghum. Molecular Ecology, 2010, 19, 79-91. 2.0 60

776
Marked genetic structuring and extreme dispersal limitation in the Pyrenean brook
newt<i>Calotriton asper</i>(Amphibia: Salamandridae) revealed by genome-wide AFLP but not mtDNA.
Molecular Ecology, 2010, 19, 108-120.

2.0 49



45

Citation Report

# Article IF Citations

777 Effects of multiple founder populations on spatial genetic structure of reintroduced American
martens. Molecular Ecology, 2010, 19, 227-240. 2.0 29

778 Genetic structure in the Mediterranean seagrass<i>Posidonia oceanica</i>: disentangling past
vicariance events from contemporary patterns of gene flow. Molecular Ecology, 2010, 19, 557-568. 2.0 101

779 Genetic isolation among sympatric vegetative compatibility groups of the aflatoxin-producing fungus
Aspergillus flavus. Molecular Ecology, 2010, 19, 269-280. 2.0 81

780 Evolution of the population structure of<i>Venturia inaequalis</i>, the apple scab fungus, associated
with the domestication of its host. Molecular Ecology, 2010, 19, 658-674. 2.0 79

781 Genetic signature of amphimixis allows for the detection and fine scale localization of sexual
reproduction events in a mainly parthenogenetic nematode. Molecular Ecology, 2010, 19, 856-873. 2.0 36

782 Population genetics of<i>Mioscirtus wagneri</i>, a grasshopper showing a highly fragmented
distribution. Molecular Ecology, 2010, 19, 472-483. 2.0 42

783 Regional connectivity and coastal expansion: differentiating preâ€•border and postâ€•border vectors for
the invasive tunicate <i>Styela clava</i>. Molecular Ecology, 2010, 19, 874-885. 2.0 47

784 Geography disentangles introgression from ancestral polymorphism in Lake Malawi cichlids.
Molecular Ecology, 2010, 19, 940-951. 2.0 65

785
Population structure of wild wheat Dâ€•genome progenitor <i>Aegilops tauschii</i> Coss.: implications
for intraspecific lineage diversification and evolution of common wheat. Molecular Ecology, 2010, 19,
999-1013.

2.0 115

786 Restricted dispersal and genetic diversity in populations of an endangered montane lizard
(<i>Eulamprus leuraensis</i>, Scincidae). Molecular Ecology, 2010, 19, 886-897. 2.0 48

787 Genomic diversity, population structure, and migration following rapid range expansion in the Balsam
Poplar,<i>Populus balsamifera</i>. Molecular Ecology, 2010, 19, 1212-1226. 2.0 101

788 The â€˜New Waveâ€™ in plant demographic inference: more loci and more individuals. Molecular Ecology,
2010, 19, 1075-1078. 2.0 9

789 Spatial and temporal changes in genetic structure of greenhouse and field populations of cabbage
looper,Trichoplusia ni. Molecular Ecology, 2010, 19, 1122-1133. 2.0 20

790 History vs. habitat type: explaining the genetic structure of European nine-spined stickleback
(<i>Pungitius pungitius</i>) populations. Molecular Ecology, 2010, 19, 1147-1161. 2.0 102

791 Modern and ancient DNA reveal recent partial replacement of caribou in the southwest Yukon.
Molecular Ecology, 2010, 19, 1312-1323. 2.0 43

792 Fine-scale spatial and temporal population genetics of<i>Aedes japonicus</i>, a new US mosquito,
reveal multiple introductions. Molecular Ecology, 2010, 19, 1559-1572. 2.0 58

793 Population genetic data suggest a role for mosquito-mediated dispersal of West Nile virus across the
western United States. Molecular Ecology, 2010, 19, 1573-1584. 2.0 51

794 Landscape genetics of an endangered lemur (<i>Propithecus tattersalli</i>) within its entire
fragmented range. Molecular Ecology, 2010, 19, 1606-1621. 2.0 156



46

Citation Report

# Article IF Citations

795
Can small wildlife conservancies maintain genetically stable populations of large mammals? Evidence
for increased genetic drift in geographically restricted populations of Cape buffalo in East Africa.
Molecular Ecology, 2010, 19, 1324-1334.

2.0 29

796 Geographic and genetic boundaries of brown bear (<i>Ursus arctos</i>) population in the Caucasus.
Molecular Ecology, 2010, 19, 1829-1841. 2.0 73

797
Microsatellite markers reveal two admixed genetic groups and an ongoing displacement within the
French population of the invasive plant pathogen<i>Phytophthora infestans</i>. Molecular Ecology,
2010, 19, 1965-1977.

2.0 65

798 Patterns of morphological changes and hybridization between sympatric whitefish morphs
(Coregonus spp.) in a Swiss lake: a role for eutrophication?. Molecular Ecology, 2010, 19, 2152-2167. 2.0 39

799 Spatial and temporal dynamics of rabies virus variants in big brown bat populations across Canada:
footprints of an emerging zoonosis. Molecular Ecology, 2010, 19, 2120-2136. 2.0 36

800
The absence of concordant population genetic structure in the black-tailed prairie dog and the flea,
Oropsylla hirsuta, with implications for the spread of Yersinia pestis. Molecular Ecology, 2010, 19,
2038-2049.

2.0 33

801 When North and South donâ€™t mix: genetic connectivity of a recently endangered oceanic cycad, Cycas
micronesica, in Guam using EST-microsatellites. Molecular Ecology, 2010, 19, no-no. 2.0 36

802 When can ecological speciation be detected with neutral loci?. Molecular Ecology, 2010, 19, 2301-2314. 2.0 85

803 Inbreeding in a natural population of the gregarious parasitoid wasp Cotesia glomerata. Molecular
Ecology, 2010, 19, 2336-2345. 2.0 21

804 Genetic diversity and differentiation among Lagopus lagopus populations in Scandinavia and Scotland:
evolutionary significant units confirmed by SNP markers. Molecular Ecology, 2010, 19, 2380-2393. 2.0 17

805 <i>Ficus racemosa</i> is pollinated by a single population of a single agaonid wasp species in
continental Southâ€•East Asia. Molecular Ecology, 2010, 19, 2700-2712. 2.0 52

806 The divergence of two independent lineages of an endemic Chinese gecko, Gekko swinhonis, launched
by the Qinling orogenic belt. Molecular Ecology, 2010, 19, 2490-2500. 2.0 33

807 Fat frogs, mobile genes: unexpected phylogeographic patterns for the ornate chorus frog (Pseudacris) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (ornata). Molecular Ecology, 2010, 19, no-no.2.0 10

808 Macrogeographic population structuring in the cosmopolitan agricultural pest <i>Bactrocera
cucurbitae</i> (Diptera: Tephritidae<scp>)</scp>. Molecular Ecology, 2010, 19, 2713-2724. 2.0 63

809 Patterns of persistence and isolation indicate resilience to climate change in montane rainforest
lizards. Molecular Ecology, 2010, 19, no-no. 2.0 78

810 Genomic signals of diversification along ecological gradients in a tropical lizard. Molecular Ecology,
2010, 19, 3773-3788. 2.0 99

811 Tracking genes of ecological relevance using a genome scan in two independent regional population
samples of Arabis alpina. Molecular Ecology, 2010, 19, 2896-2907. 2.0 136

812
Microsatellites reveal origin and genetic diversity of Eurasian invasions by one of the worldâ€™s most
notorious marine invader, <i>Mnemiopsis leidyi</i> (Ctenophora). Molecular Ecology, 2010, 19,
2690-2699.

2.0 93



47

Citation Report

# Article IF Citations

813 Parallel polyploid speciation: distinct sympatric gene-pools of recurrently derived allo-octoploid
Asplenium ferns. Molecular Ecology, 2010, 19, 2916-2932. 2.0 45

814 Strong genetic differentiation and postglacial origin of populations in the marine midge Clunio
marinus (Chironomidae, Diptera). Molecular Ecology, 2010, 19, 2845-2857. 2.0 31

815 Landscape genetics of alpine Sierra Nevada salamanders reveal extreme population subdivision in space
and time. Molecular Ecology, 2010, 19, 3301-3314. 2.0 55

816 Landscape genetics of high mountain frog metapopulations. Molecular Ecology, 2010, 19, 3634-3649. 2.0 190

817 Secondary contact between Lycaeides idas and L.Â melissa in the Rocky Mountains: extensive admixture
and a patchy hybrid zone. Molecular Ecology, 2010, 19, 3171-3192. 2.0 102

818 Genetic differentiation across the social transition in a socially polymorphic sweat bee, Halictus
rubicundus. Molecular Ecology, 2010, 19, 3351-3363. 2.0 35

819 Rampant drift in artificially fragmented populations of the endangered tidewater goby (Eucyclogobius) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 502 Td (newberryi). Molecular Ecology, 2010, 19, 3315-3327.2.0 22

820 Population history in Arabidopsis halleri using multilocus analysis. Molecular Ecology, 2010, 19,
3364-3379. 2.0 11

821 A novel assessment of population structure and gene flow in grey wolf populations of the Northern
Rocky Mountains of the United States. Molecular Ecology, 2010, 19, 4412-4427. 2.0 80

822 Genetic discontinuities and disequilibria in recently established populations of the plant pathogenic
fungus <i>Mycosphaerella fijiensis</i>. Molecular Ecology, 2010, 19, 3909-3923. 2.0 33

823 Was it an explosion? Using population genetics to explore the dynamics of a recent radiation within
<i>Protea</i> (Proteaceae L.). Molecular Ecology, 2010, 19, 3968-3980. 2.0 39

824 Hybridization between distant lineages increases adaptive variation during a biological invasion:
stickleback in Switzerland. Molecular Ecology, 2010, 19, 3995-4011. 2.0 96

825 Origins and colonization history of pandemic <i>Vibrio parahaemolyticus</i> in South America.
Molecular Ecology, 2010, 19, 3924-3937. 2.0 20

826 Comparative genome scan detects hostâ€•related divergent selection in the grasshopper
<i>Hesperotettix viridis</i>. Molecular Ecology, 2010, 19, 4012-4028. 2.0 20

827 Evidence for range stasis during the latter Pleistocene for the Atlantic Coastal Plain endemic genus,
Pyxidanthera Michaux. Molecular Ecology, 2010, 19, 4302-4314. 2.0 13

828 Evidence of recent and continuous speciation in a biodiversity hotspot: a population genetic approach
in southern African gladioli (<i>Gladiolus</i>; Iridaceae). Molecular Ecology, 2010, 19, 4765-4782. 2.0 36

829 The making of a rapid plant invader: genetic diversity and differentiation in the native and invaded
range of <i>Senecio inaequidens</i>. Molecular Ecology, 2010, 19, 3952-3967. 2.0 100

830 Phylogeography of ninespine sticklebacks (<i>Pungitius pungitius</i>) in North America: glacial
refugia and the origins of adaptive traits. Molecular Ecology, 2010, 19, 4061-4076. 2.0 56



48

Citation Report

# Article IF Citations

831 Clonal diversity, clonal persistence and rapid taxon replacement in natural populations of species and
hybrids of the Daphnia longispina complex. Molecular Ecology, 2010, 19, 4168-4178. 2.0 44

832 Land clearing reduces gene flow in the granite outcrop-dwelling lizard, Ctenophorus ornatus.
Molecular Ecology, 2010, 19, 4192-4203. 2.0 23

833 Rapid, pervasive genetic differentiation of urban white-footed mouse (Peromyscus leucopus)
populations in New York City. Molecular Ecology, 2010, 19, 4242-4254. 2.0 90

834 Sympatric wolf and coyote populations of the western Great Lakes region are reproductively isolated.
Molecular Ecology, 2010, 19, 4428-4440. 2.0 33

835 Estimating population structure from AFLP amplification intensity. Molecular Ecology, 2010, 19,
4638-4647. 2.0 66

836 Bayesian statistical treatment of the fluorescence of AFLP bands leads to accurate genetic structure
inference. Molecular Ecology, 2010, 19, 4586-4588. 2.0 6

837 Landscape genetics of the key African acacia species <i>Senegalia mellifera</i> (Vahl)â€“ the importance
of the Kenyan Rift Valley. Molecular Ecology, 2010, 19, 5126-5139. 2.0 29

838
Rangeâ€•wide distribution of genetic diversity in the North American tree<i>Juglans cinerea</i>: a
product of range shifts, not ecological marginality or recent population decline. Molecular Ecology,
2010, 19, 4876-4891.

2.0 78

839 Isolation by distance across the Hawaiian Archipelago in the reefâ€•building coral<i>Porites lobata</i>.
Molecular Ecology, 2010, 19, 4661-4677. 2.0 54

840 Invasion genetics of the <i>Ciona intestinalis</i> species complex: from regional endemism to global
homogeneity. Molecular Ecology, 2010, 19, 4678-4694. 2.0 140

841 Adaptation of redband trout in desert and montane environments. Molecular Ecology, 2010, 19,
4622-4637. 2.0 75

842 Extremely low genetic variability and highly structured local populations of Arabidopsis thaliana at
higher latitudes. Molecular Ecology, 2010, 19, 4753-4764. 2.0 25

843 Seasonal effects and fine-scale population dynamics of Aedes taeniorhynchus, a major disease vector
in the Galapagos Islands. Molecular Ecology, 2010, 19, 4491-4504. 2.0 21

844 Rangeâ€•wide population genetic structure of the European bitterling (<i>Rhodeus amarus</i>) based on
microsatellite and mitochondrial DNA analysis. Molecular Ecology, 2010, 19, 4708-4722. 2.0 54

845 Migration, isolation and hybridization in island crop populations: the case of Madagascar rice.
Molecular Ecology, 2010, 19, 4892-4905. 2.0 47

846
Islands of water in a sea of dry land: hydrological regime predicts genetic diversity and dispersal in a
widespread fish from Australiaâ€™s arid zone, the golden perch (<i>Macquaria ambigua</i>). Molecular
Ecology, 2010, 19, 4723-4737.

2.0 67

847 The invasion route for an insect pest species: the tobacco aphid in the New World. Molecular Ecology,
2010, 19, 4738-4752. 2.0 58

848 Constraints on speciation suggested by comparing lakeâ€•stream stickleback divergence across two
continents. Molecular Ecology, 2010, 19, 4963-4978. 2.0 81



49

Citation Report

# Article IF Citations

849 Similarity of contemporary and historical gene flow among highly fragmented populations of an
endangered rattlesnake. Molecular Ecology, 2010, 19, 5345-5358. 2.0 111

850
Longâ€•distance seed and pollen dispersal inferred from spatial genetic structure in the very
lowâ€“density rainforest tree, <i>Baillonella toxisperma</i> Pierre, in Central Africa. Molecular
Ecology, 2010, 19, 4949-4962.

2.0 30

851 Genetic evidence for maleâ€•biased dispersal in the Siberian jay (<i>Perisoreus infaustus</i>) based on
autosomal and Zâ€•chromosomal markers. Molecular Ecology, 2010, 19, 5281-5295. 2.0 16

852 Differential threshold effects of habitat fragmentation on gene flow in two widespread species of
bush crickets. Molecular Ecology, 2010, 19, 4936-4948. 2.0 34

853 Genetic structure in large, continuous mammal populations: the example of brown bears in
northwestern Eurasia. Molecular Ecology, 2010, 19, 5359-5370. 2.0 88

854 Genetic analyses reveal hybridization but no hybrid swarm in one of the worldâ€™s rarest birds.
Molecular Ecology, 2010, 19, 5090-5100. 2.0 52

855
Contrasting patterns of nuclear microsatellite genetic structure of <i>Fraxinus mandshurica</i> var.
<i>japonica</i> between northern and southern populations in Japan. Journal of Biogeography, 2010,
37, 1131-1143.

1.4 17

856 The extreme Beringian/Atlantic disjunction in <i>Saxifraga rivularis</i> (Saxifragaceae) has formed at
least twice. Journal of Biogeography, 2010, 37, 1262-1276. 1.4 47

857
Population structure of the dusky pipefish (<i>Syngnathus floridae</i>) from the Atlantic and Gulf of
Mexico, as revealed by mitochondrial DNA and microsatellite analyses. Journal of Biogeography, 2010,
37, 1363-1377.

1.4 28

858 Population structure and historical biogeography of European Arabidopsis lyrata. Heredity, 2010, 105,
543-553. 1.2 21

859 Genetic differentiation of eastern wolves in Algonquin Park despite bridging gene flow between
coyotes and grey wolves. Heredity, 2010, 105, 520-531. 1.2 82

860 Population substructure in continuous and fragmented stands of Populus trichocarpa. Heredity,
2010, 105, 348-357. 1.2 26

861 Mito-nuclear discordance in the degree of population differentiation in a marine goby. Heredity, 2010,
105, 532-542. 1.2 51

862 Genetic differentiation, behavioural reproductive isolation and mixis cues in three sibling species of
Monogonont rotifers. Freshwater Biology, 2010, 55, 2570-2584. 1.2 26

863 Natural variation at Strubbelig Receptor Kinase 3 drives immune-triggered incompatibilities between
Arabidopsis thaliana accessions. Nature Genetics, 2010, 42, 1135-1139. 9.4 117

864 Introgressive hybridization in North American hakes after secondary contact. Molecular
Phylogenetics and Evolution, 2010, 55, 552-558. 1.2 24

865 Phylogeny and genetic structure of Erophaca (Leguminosae), a Eastâ€“West Mediterranean disjunct
genus from the Tertiary. Molecular Phylogenetics and Evolution, 2010, 56, 441-450. 1.2 32

866
Mitochondrial DNA and nuclear microsatellites reveal high diversity and genetic structure in an
avian top predator, the white-tailed sea eagle, in central Europe. Biological Journal of the Linnean
Society, 0, 99, 727-737.

0.7 18



50

Citation Report

# Article IF Citations

867
Morphological and molecular taxonomy of the annual diploids Anthoxanthum aristatum and A.
ovatum (Poaceae) in the Iberian Peninsula. Evidence of introgression in natural populations. Botanical
Journal of the Linnean Society, 0, 164, 53-71.

0.8 12

868 The molecular population structure of the tall forb Cicerbita alpina (Asteraceae) supports the idea of
cryptic glacial refugia in central Europe. Botanical Journal of the Linnean Society, 2010, 164, 142-154. 0.8 38

869 Population genetics of invasive common carp <i>Cyprinus carpio</i> L. in coastal drainages in eastern
Australia. Journal of Fish Biology, 2010, 77, 1150-1157. 0.7 8

870 Phylogeography and conservation genetics of Lake Qinghai scaleless carp <i>Gymnocypris
przewalskii</i>. Journal of Fish Biology, 2010, 77, 2072-2092. 0.7 7

871
Upslope movements and large scale expansions: the taxonomy and biogeography of the Coenonympha
arcania -C. d arwiniana -C. gardetta butterfly species complex. Zoological Journal of the Linnean
Society, 2010, 159, 890-904.

1.0 21

872 Taxa distribution and RAPD markers indicate different origin and regional differentiation of hybrids
in the invasive Fallopia complex in central-western Europe. Plant Biology, 2010, 12, 215-223. 1.8 37

873 Genetic and morphometric characterization of a local Vietnamese Swamp Buffalo population. Journal
of Animal Breeding and Genetics, 2010, 127, 74-84. 0.8 12

874 Relationships between Podolic cattle breeds assessed by single nucleotide polymorphisms (SNPs)
genotyping. Journal of Animal Breeding and Genetics, 2010, 127, 481-488. 0.8 24

875
Pleistocene glaciations and contemporary genetic diversity in a Beringian fish, the broad whitefish,
<i>Coregonus nasus</i> (Pallas): inferences from microsatellite DNA variation. Journal of
Evolutionary Biology, 2010, 23, 72-86.

0.8 37

876 Habitatâ€•specific population structure in native western flower thrips <i>Frankliniella occidentalis</i>
(Insecta, Thysanoptera). Journal of Evolutionary Biology, 2010, 23, 797-804. 0.8 36

877 Introgressive hybridization between two Iberian endemic cyprinid fish: a comparison between two
independent hybrid zones. Journal of Evolutionary Biology, 2010, 23, 817-828. 0.8 71

878 Does character displacement initiate speciation? Evidence of reduced gene flow between populations
experiencing divergent selection. Journal of Evolutionary Biology, 2010, 23, 854-865. 0.8 44

879 Testing hostâ€•associated differentiation in a quasiâ€•endophage and a parthenogen on native trees. Journal
of Evolutionary Biology, 2010, 23, 945-956. 0.8 30

880 Genomic admixture increases fitness during a biological invasion. Journal of Evolutionary Biology,
2010, 23, 1720-1731. 0.8 199

881 Evolutionary dynamics of mating system shifts in <i>Arabidopsis lyrata</i>. Journal of Evolutionary
Biology, 2010, 23, 2123-2131. 0.8 41

882 Testing hybridization hypotheses and evaluating the evolutionary potential of hybrids in mangrove
plant species. Journal of Evolutionary Biology, 2010, 23, 2249-2261. 0.8 31

883 Genetic Diversity of Andean Tuber Crop Species in the in situ Microcenter of Huanuco, Peru. Crop
Science, 2010, 50, 1915-1923. 0.8 12

884 Genetic Variability of Cultivated Rhizoma Peanut. Crop Science, 2010, 50, 1908-1914. 0.8 1



51

Citation Report

# Article IF Citations

885 Molecular characterization and genetic structure of the Nero Siciliano pig breed. Genetics and
Molecular Biology, 2010, 33, 650-656. 0.6 15

886 CoAIMs: A Cost-Effective Panel of Ancestry Informative Markers for Determining Continental Origins.
PLoS ONE, 2010, 5, e13443. 1.1 25

887 Delimiting Species without Nuclear Monophyly in Madagascar's Mouse Lemurs. PLoS ONE, 2010, 5,
e9883. 1.1 133

888 The Use of Genetics for the Management of a Recovering Population: Temporal Assessment of
Migratory Peregrine Falcons in North America. PLoS ONE, 2010, 5, e14042. 1.1 23

889 Exploring Species Limits in Two Closely Related Chinese Oaks. PLoS ONE, 2010, 5, e15529. 1.1 56

890 Genetic Evidence Highlights Potential Impacts of By-Catch to Cetaceans. PLoS ONE, 2010, 5, e15550. 1.1 19

891 High Genetic Diversity and Fine-Scale Spatial Structure in the Marine Flagellate Oxyrrhis marina
(Dinophyceae) Uncovered by Microsatellite Loci. PLoS ONE, 2010, 5, e15557. 1.1 21

892 Genetic variation in domesticated emmer wheat (Triticum turgidum L.) in and around Abyssinian
Highlands. Breeding Science, 2010, 60, 212-227. 0.9 8

893 Breeding potential and genetic diversity of "HÃ­brido do Timor" coffee evaluated by molecular markers.
Crop Breeding and Applied Biotechnology, 2010, 10, 298-304. 0.1 25

894 Out of China: Distribution history of <i>Ginkgo biloba</i> L.. Taxon, 2010, 59, 495-504. 0.4 33

895 Genetic divergence of rubber tree estimated by multivariate techniques and microsatellite markers.
Genetics and Molecular Biology, 2010, 33, 308-318. 0.6 27

896 Genetic diversity and population structure in the tomato-like nightshades Solanum lycopersicoides
and S. sitiens. Annals of Botany, 2010, 105, 535-554. 1.4 33

897
Expansion of Genetic Diversity in Randomly Mating Founder Populations of<i>Alternaria
brassicicola</i>Infecting<i>Cakile maritima</i>in Australia. Applied and Environmental Microbiology,
2010, 76, 1946-1954.

1.4 37

898 Role of Introduction History and Landscape in the Range Expansion of Brown Trout (Salmo trutta L.)
in the Kerguelen Islands. Journal of Heredity, 2010, 101, 270-283. 1.0 25

899
Genealogical Relationship among Members of Selection and Production Populations of Yellow Cedar
(Callitropsis nootkatensis [D. Don] Oerst.) in the Absence of Parental Information. Journal of
Heredity, 2010, 101, 154-163.

1.0 10

900 Morphologically cryptic biological species within the liverwortFrullania asagrayana. American
Journal of Botany, 2010, 97, 1707-1718. 0.8 57

901 Population genetic analysis of safflower (<i>Carthamus tinctorius</i>; Asteraceae) reveals a Near
Eastern origin and five centers of diversity. American Journal of Botany, 2010, 97, 831-840. 0.8 53

902 Inferring the Evolutionary History of the Plant Pathogen Pseudomonas syringae from Its
Biogeography in Headwaters of Rivers in North America, Europe, and New Zealand. MBio, 2010, 1, . 1.8 123



52

Citation Report

# Article IF Citations

903 Species Delimitation Using Dominant and Codominant Multilocus Markers. Systematic Biology, 2010,
59, 491-503. 2.7 110

904 Multiple spatial scale patterns of genetic diversity in riparian populations of<i>Ainsliaea
faurieana</i>(Asteraceae) on Yakushima Island, Japan. American Journal of Botany, 2010, 97, 101-110. 0.8 34

905 Evidence That the Erythrocyte Invasion Ligand PfRh2 is a Target of Protective Immunity against
<i>Plasmodium falciparum</i> Malaria. Journal of Immunology, 2010, 185, 6157-6167. 0.4 84

906
The influence of gene flow and drift on genetic and phenotypic divergence in two species
of<i>Zosterops</i>in Vanuatu. Philosophical Transactions of the Royal Society B: Biological Sciences,
2010, 365, 1077-1092.

1.8 45

907
Divergence with gene flow as facilitated by ecological differences: within-island variation in
Darwin's finches. Philosophical Transactions of the Royal Society B: Biological Sciences, 2010, 365,
1041-1052.

1.8 77

908
Taxonomic Revision of the Endangered Hawaiian Red-flowered Sandalwoods
(&lt;I&gt;Santalum&lt;/I&gt;) and Discovery of an Ancient Hybrid Species. Systematic Botany, 2010, 35,
827-838.

0.2 20

909 Impact of farmers' practices and seed systems on the genetic structure of common sorghum varieties
in Kenya and Sudan. Plant Genetic Resources: Characterisation and Utilisation, 2010, 8, 116-126. 0.4 12

910 Genetic Structure of an Endemic Japanese Conifer, Sciadopitys verticillata (Sciadopityaceae), by Using
Microsatellite Markers. Journal of Heredity, 2010, 101, 292-297. 1.0 12

911 Consequences of geographical habitats on population structure and genetic diversity in Campanula
spp.. International Journal of Plant Biology, 2010, 1, 5. 1.1 2

912 Determinants of Population Genetic Structure in Eastern Chipmunks (Tamias striatus): The Role of
Landscape Barriers and Sex-Biased Dispersal. Journal of Heredity, 2010, 101, 413-422. 1.0 45

913 Analysis of STR Markers Reveals High Genetic Structure in Portuguese Native Cattle. Journal of
Heredity, 2010, 101, 201-210. 1.0 36

914 Demographic histories of four spruce (Picea) species of the Qinghai-Tibetan Plateau and neighboring
areas inferred from multiple nuclear loci. Molecular Biology and Evolution, 2010, 27, 1001-1014. 3.5 113

915
Genetic structure and phylogeography of a temperateâ€•boreal herb, <i>Cardamine scutata</i>
(Brassicaceae), in northeast Asia inferred from AFLPs and cpDNA haplotypes. American Journal of
Botany, 2010, 97, 1058-1070.

0.8 25

916 AFLP reveals cryptic population structure in migratory European red admirals (<i>Vanessa) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 222 Td (atalanta</i>). Ecological Entomology, 2010, 35, 248-252.1.1 12

917 Ecological Genetic Divergence of the Fungal Pathogen<i>Didymella rabiei</i>on Sympatric Wild and
Domesticated<i>Cicer</i>spp. (Chickpea). Applied and Environmental Microbiology, 2010, 76, 30-39. 1.4 45

918 Species Delimitation: A Case Study in a Problematic Ant Taxon. Systematic Biology, 2010, 59, 162-184. 2.7 115

919
Genetic Population Structure of the Ground Beetle,<i>Pterostichus oblongopunctatus</i>, Inhabiting
a Fragmented and Polluted Landscape: Evidence for Sex-Biased Dispersal. Journal of Insect Science,
2010, 10, 1-20.

0.6 25

920 In Vivo Regulation of Bcl6 and T Follicular Helper Cell Development. Journal of Immunology, 2010, 185,
313-326. 0.4 243



53

Citation Report

# Article IF Citations

921 Population Structure of<i>Phthorimaea operculella</i>(Lepidoptera: Gelechiidae) in the United States.
Environmental Entomology, 2010, 39, 1037-1042. 0.7 13

922 Unusual patterns of hybridization involving a narrow endemic<i>Rhododendron</i>species
(Ericaceae) in Yunnan, China. American Journal of Botany, 2010, 97, 1749-1757. 0.8 41

923 Speciesâ€•specific SSR alleles for studies of hybrid cattails (<i>Typha latifolia</i>Ã—<i>T. angustifolia</i>;) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (Typhaceae) in North America. American Journal of Botany, 2010, 97, 2061-2067.0.8 41

924 A Selected Set of EST-Derived Microsatellites, Polymorphic and Transferable across 6 Species of
Eucalyptus. Journal of Heredity, 2010, 101, 512-520. 1.0 48

925 Genetic Differentiation Among<i>Maconellicoccus hirsutus</i>(Hemiptera: Pseudococcidae)
Populations Living on Different Host Plants. Environmental Entomology, 2010, 39, 1043-1050. 0.7 8

926
Segregation distortion causes large-scale differences between male and female genomes in hybrid
ants. Proceedings of the National Academy of Sciences of the United States of America, 2010, 107,
7371-7376.

3.3 55

927 Sex, Subdivision, and Domestic Dispersal of Trypanosoma cruzi Lineage I in Southern Ecuador. PLoS
Neglected Tropical Diseases, 2010, 4, e915. 1.3 96

928 Taxonomic status of the Davis Mountains cottontail, Sylvilagus robustus, revealed by amplified
fragment length polymorphism. Journal of Mammalogy, 2010, 91, 1473-1483. 0.6 6

929
Population genetic relationships between Casearia sylvestris (Salicaceae) varieties occurring
sympatrically and allopatrically in different ecosystems in south-east Brazil. Annals of Botany, 2010,
106, 627-636.

1.4 23

930 Additional Haplogroups of Toxoplasma gondii out of Africa: Population Structure and
Mouse-Virulence of Strains from Gabon. PLoS Neglected Tropical Diseases, 2010, 4, e876. 1.3 117

931 Variation, Sex, and Social Cooperation: Molecular Population Genetics of the Social Amoeba
Dictyostelium discoideum. PLoS Genetics, 2010, 6, e1001013. 1.5 67

932 DNA Markers and FCSS Analyses Shed Light on the Genetic Diversity and Reproductive Strategy of
Jatropha curcas L.. Diversity, 2010, 2, 810-836. 0.7 56

933 Phylogeography and Population Structure of Glossina fuscipes fuscipes in Uganda: Implications for
Control of Tsetse. PLoS Neglected Tropical Diseases, 2010, 4, e636. 1.3 44

934
Evolution under domestication: ongoing artificial selection and divergence of wild and managed
Stenocereus pruinosus (Cactaceae) populations in the TehuacÃ¡n Valley, Mexico. Annals of Botany,
2010, 106, 483-496.

1.4 89

935 Where to draw the line? A nuclear genetic perspective on proposed range boundaries of the crested
newts Triturus karelinii and T. arntzeni. Amphibia - Reptilia, 2010, 31, 311-322. 0.1 19

936 Inference of Population Structure of Leishmania donovani Strains Isolated from Different Ethiopian
Visceral Leishmaniasis Endemic Areas. PLoS Neglected Tropical Diseases, 2010, 4, e889. 1.3 70

937 Interspecific gene flow in a multispecies oak hybrid zone in the Sierra Tarahumara of Mexico. Annals
of Botany, 2010, 105, 389-399. 1.4 81

938 Genetic Characterization of Eastern â€œCoyotesâ€• in Eastern Massachusetts. Northeastern Naturalist,
2010, 17, 189-204. 0.1 53



54

Citation Report

# Article IF Citations

939 Population Genetic Structure of the German Cockroach (Blattodea: Blattellidae) in Apartment
Buildings. Journal of Medical Entomology, 2010, 47, 553-564. 0.9 41

940
A Comparison of Aboveground and Belowground Populations of<i>Culex pipien</i>s (Diptera:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 707 Td (Culicidae) Mosquitoes in Chicago, Illinois, and New York City, New York, Using Microsatellites.

Journal of Medical Entomology, 2010, 47, 805-813.
0.9 16

941 Examination of nuclear loci across a zone of mitochondrial introgression between Tamias ruficaudus
and T. amoenus. Journal of Mammalogy, 2010, 91, 1389-1400. 0.6 14

942
Genetic diversity and population structure analysis of the tropical pasture grass<i>Brachiaria
humidicola</i>based on microsatellites, cytogenetics, morphological traits, and geographical origin.
Genome, 2010, 53, 698-709.

0.9 46

943
A Comparison of Aboveground and Belowground Populations of &lt;I&gt;Culex pipien&lt;/I&gt;s
(Diptera: Culicidae) Mosquitoes in Chicago, Illinois, and New York City, New York, Using
Microsatellites. Journal of Medical Entomology, 2010, 47, 805-813.

0.9 47

944 Genetic diversity and integrity of German wildcat (Felis silvestris) populations as revealed by
microsatellites, allozymes, and mitochondrial DNA sequences. Mammalian Biology, 2010, 75, 160-174. 0.8 29

945 A single origin and moderate bottleneck during domestication of soybean (Glycine max): implications
from microsatellites and nucleotide sequences. Annals of Botany, 2010, 106, 505-514. 1.4 119

946 The population genomics of begomoviruses: global scale population structure and gene flow.
Virology Journal, 2010, 7, 220. 1.4 33

947 Analysis of Genetic Structure and Relationships of Maize Inbred Lines in China. Acta Agronomica
Sinica, 2010, 36, 1820-1831. 0.3 5

948 Birds of a Feather do not Always Lek Together: Genetic Diversity and Kinship Structure of Greater
Sage-Grouse (<i>Centrocercus urophasianus</i>) in Alberta. Auk, 2010, 127, 343-353. 0.7 25

949 Evidence of Recent Population Differentiation in Orange-crowned Warblers (Vermivora celata) in
Haida Gwaii. Auk, 2010, 127, 23-34. 0.7 12

950 Dispersal, gene flow, and population genetic structure in the pygmy rabbit (<i>Brachylagus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (idahoensis</i>). Journal of Mammalogy, 2010, 91, 208-219.0.6 33

951 Genetic Relationships among Populations of Florida Bass. Transactions of the American Fisheries
Society, 2010, 139, 1615-1641. 0.6 27

952 Spatial Ecology and Population Genetics of Northern Map Turtles (Graptemys geographica) in
Fragmented and Continuous Habitats in Canada. Chelonian Conservation and Biology, 2010, 9, 185-195. 0.1 30

953 Influence of quaternary sea-level variations on a land bird endemic to Pacific atolls. Proceedings of
the Royal Society B: Biological Sciences, 2010, 277, 3445-3451. 1.2 11

954 Genetic diversity of lake whitefish in lakes Michigan and Huron; sampling, standardization, and
research priorities. Journal of Great Lakes Research, 2010, 36, 59-65. 0.8 25

955 Microsatellite based genetic structuring reveals unique identity of Banni among river buffaloes of
Western India. Livestock Science, 2010, 127, 257-261. 0.6 7

956 Assessment and genetic characterisation of Australian camels using microsatellite polymorphisms.
Livestock Science, 2010, 129, 241-245. 0.6 31



55

Citation Report

# Article IF Citations

957
Detecting interspecific and geographic differentiation patterns in two interfertile oak species
(Quercus petraea (Matt.) Liebl. and Q. robur L.) using small sets of microsatellite markers. Forest
Ecology and Management, 2010, 259, 2026-2035.

1.4 68

958 Host taxon-derived Sarcoptes mite in European wild animals revealed by microsatellite markers.
Biological Conservation, 2010, 143, 1269-1277. 1.9 57

959 Multiple introductions determine the genetic structure of an invasive species population: American
mink Neovison vison in Poland. Biological Conservation, 2010, 143, 1355-1363. 1.9 70

960 Effective non-invasive genetic monitoring of multiple wild western gorilla groups. Biological
Conservation, 2010, 143, 1780-1791. 1.9 65

961 Population isolation exacerbates conservation genetic concerns in the endangered Amargosa vole,
Microtus californicus scirpensis. Biological Conservation, 2010, 143, 2028-2038. 1.9 21

962 Molecular genetic diversity and population structure in Lycium accessions using SSR markers.
Comptes Rendus - Biologies, 2010, 333, 793-800. 0.1 30

963 Population analyses of the vascular plant pathogen Verticillium dahliae detect recombination and
transcontinental gene flow. Fungal Genetics and Biology, 2010, 47, 416-422. 0.9 86

964 Reduction in the sex ability of worldwide clonal populations of Puccinia striiformis f.sp. tritici.
Fungal Genetics and Biology, 2010, 47, 828-838. 0.9 71

965 Genetic structure of Podocarpus nubigena (Podocarpaceae) provides evidence of Quaternary and
ancient historical events. Palaeogeography, Palaeoclimatology, Palaeoecology, 2010, 285, 186-193. 1.0 39

966
Southern-most Nothofagus trees enduring ice ages: Genetic evidence and ecological niche
retrodiction reveal high latitude (54Â°S) glacial refugia. Palaeogeography, Palaeoclimatology,
Palaeoecology, 2010, 298, 247-256.

1.0 59

967 Genetic diversity and relationships of wild and cultivated olives at regional level in Spain. Scientia
Horticulturae, 2010, 124, 323-330. 1.7 104

968 Confirmation of Clematis hybrids using molecular markers. Scientia Horticulturae, 2010, 125, 136-145. 1.7 16

969 Microsatellite DNA markers revealed genetic population structure among captive stocks and wild
populations of mrigal, Cirrhinus cirrhosus in Myanmar. Aquaculture, 2010, 299, 37-43. 1.7 19

970 Complex genetic population structure of the bivalve Cerastoderma glaucum in a highly fragmented
lagoon habitat. Marine Ecology - Progress Series, 2010, 406, 173-184. 0.9 36

971 Patterns of Population Structure and Environmental Associations to Aridity Across the Range of
Loblolly Pine (<i>Pinus taeda</i> L., Pinaceae). Genetics, 2010, 185, 969-982. 1.2 332

972 Cryptic population genetic structure: the number of inferred clusters depends on sample size.
Molecular Ecology Resources, 2010, 10, 314-323. 2.2 47

973 Mitochondrial DNA barcoding detects some species that are real, and some that are not. Molecular
Ecology Resources, 2010, 10, 264-273. 2.2 119

974 Spatially explicit Bayesian clustering models in population genetics. Molecular Ecology Resources,
2010, 10, 773-784. 2.2 249



56

Citation Report

# Article IF Citations

975 Population and species boundaries in the South American subterranean rodent Ctenomys in a dynamic
environment. Biological Journal of the Linnean Society, 0, 100, 368-383. 0.7 36

976
Leaf Fluctuating Asymmetry Increases with Hybridization and Introgression between<i>Quercus
magnoliifolia</i>and<i>Quercus resinosa</i>(Fagaceae) through an Altitudinal Gradient in Mexico.
International Journal of Plant Sciences, 2010, 171, 310-322.

0.6 52

977 Population differentiation of sessile oak at the altitudinal front of migration in the French Pyrenees.
Molecular Ecology, 2010, 19, 2626-2639. 2.0 68

978 Contrasting landscape epidemiology of two sympatric rabies virus strains. Molecular Ecology, 2010,
19, 2725-2738. 2.0 18

979 Population- and genome-specific patterns of linkage disequilibrium and SNP variation in spring and
winter wheat (Triticum aestivum L.). BMC Genomics, 2010, 11, 727. 1.2 234

980 Molecular Variation Among Isolates of <i>Verticillium dahliae</i> and Polymerase Chain
Reaction-Based Differentiation of Races. Phytopathology, 2010, 100, 1222-1230. 1.1 55

981 Analysis of Genetic Diversity and Trapping Elite Alleles for Plant Height in Drought-Tolerant Wheat
Cultivars. Acta Agronomica Sinica, 2010, 36, 895-904. 0.3 14

982 Analysis of SSRs Uncovers Hierarchical Structure and Genetic Diversity in Chinese Soybean Landraces.
Agricultural Sciences in China, 2010, 9, 1739-1748. 0.6 4

983 Hybridization, Isolation, and Low Genetic Diversity of Kirikuchi Char, the Southernmost Populations
of the Genus <i>Salvelinus</i>. Transactions of the American Fisheries Society, 2010, 139, 1758-1774. 0.6 9

984 Relict Species. , 2010, , . 42

985 Geographical and historical determinants of microsatellite variation in Eucalyptus pilularis.
Canadian Journal of Forest Research, 2010, 40, 1051-1063. 0.8 16

986 Unified Framework to Evaluate Panmixia and Migration Direction Among Multiple Sampling Locations.
Genetics, 2010, 185, 313-326. 1.2 583

987 Hybridization and introgression in New World red mangroves,<i>Rhizophora</i>(Rhizophoraceae).
American Journal of Botany, 2010, 97, 945-957. 0.8 52

988 Genetic association studies inEucalyptus pilularisSmith (blackbutt). Australian Forestry, 2010, 73,
254-258. 0.3 13

989
Multilocus haplotypes reveal variable levels of diversity and population structure of Plasmodium
falciparum in Papua New Guinea, a region of intense perennial transmission. Malaria Journal, 2010, 9,
336.

0.8 79

990 Population genetic structure of the malaria vector Anopheles nili in sub-Saharan Africa. Malaria
Journal, 2010, 9, 161. 0.8 34

992 Range-Wide Population Genetic Structure of the Pallid Bat (<i>Antrozous pallidus</i>) â€” Incongruent
Results from Nuclear and Mitochondrial DNA. Acta Chiropterologica, 2010, 12, 401-413. 0.2 12

993 Species Boundaries in Pyrrocoma liatriformis and Pyrrocoma scaberula (Asteraceae) Based on AFLP
Data. MadroÃ±o, 2010, 57, 95-105. 0.3 0



57

Citation Report

# Article IF Citations

994 Insular arctic ground squirrels (Spermophilus parryii) of the North Pacific: indigenous or exotic?.
Journal of Mammalogy, 2010, 91, 1401-1412. 0.6 12

995 Genetic Characterization of Indigenous Peoples from Oaxaca, Mexico, and Its Relation to Linguistic
and Geographic Isolation. Human Biology, 2010, 82, 409-432. 0.4 20

996
The Evolutionarily Significant Unit Concept and the Role of Translocated Populations in Preserving
the Genetic Legacy of Lahontan Cutthroat Trout. Transactions of the American Fisheries Society, 2010,
139, 382-395.

0.6 11

997 High Levels of Gene Flow in the California Vole (Microtus californicus) are Consistent Across Spatial
Scales. Western North American Naturalist, 2010, 70, 296-311. 0.2 8

998
Population structure of lake trout (Salvelinus namaycush) in a large glacial-fed lake inferred from
microsatellite DNA and morphological analysis. Canadian Journal of Fisheries and Aquatic Sciences,
2010, 67, 1171-1186.

0.7 22

999
Genetic population structure of broad whitefish, Coregonus nasus, from the Mackenzie River,
Northwest Territories: implications for subsistence fishery management. Canadian Journal of
Fisheries and Aquatic Sciences, 2010, 67, 905-918.

0.7 15

1000 Taking stock: defining populations of American shad (Alosa sapidissima) in Canada using neutral
genetic markers. Canadian Journal of Fisheries and Aquatic Sciences, 2010, 67, 1021-1039. 0.7 29

1001 Population structures of<i>Astragalus filipes</i>collections from western North America. Botany,
2010, 88, 565-574. 0.5 11

1002
The effect of a supplementation program on the genetic and life history characteristics of an
Oncorhynchus mykiss population. Canadian Journal of Fisheries and Aquatic Sciences, 2010, 67,
1449-1458.

0.7 14

1003 Introgressive Hybridization of Redband Trout in the Upper McCloud River Watershed. Transactions of
the American Fisheries Society, 2010, 139, 201-213. 0.6 19

1004 Fine-scale population structure and sex-biased dispersal in bobcats (Lynx rufus) from southern
Illinois. Canadian Journal of Zoology, 2010, 88, 536-545. 0.4 31

1005 Genetic Variation of 17 Wild Yellow Perch Populations from the Midwest and East Coast Analyzed via
Microsatellites. Transactions of the American Fisheries Society, 2010, 139, 270-287. 0.6 18

1006 No Evidence of Genetic Differentiation Between Anoles With Different Dewlap Color Patterns.
Journal of Heredity, 2011, 102, 118-124. 1.0 19

1007 Rangeâ€•wide genetic structure and diversity of the endemic tree line species <i>Polylepis australis</i>
(Rosaceae) in Argentina. American Journal of Botany, 2011, 98, 1825-1833. 0.8 19

1008 Patterns of Genetic Distribution of Sibbaldiopsis tridentata (Rosaceae) in the Eastern United States.
Castanea, 2011, 76, 210-221. 0.2 0

1009 Comparative Genetics of Sarcoid Tumour-Affected and Non-Affected Mountain Zebra (Equus zebra)
Populations. South African Journal of Wildlife Research, 2011, 41, 36-49. 1.4 9

1010 Lineage Divergence in Coast Redwood (Sequoia sempervirens), Detected by a New Set of Nuclear
Microsatellite Loci. American Midland Naturalist, 2011, 165, 22-37. 0.2 13

1011 Multiple elevational patterns of nuclear genetic variations in oak populations elucidated by grouping
populations with chloroplast markers. Scandinavian Journal of Forest Research, 2011, 26, 305-318. 0.5 1



58

Citation Report

# Article IF Citations

1012 Genetic diversity of the Bambara groundnut (<i>Vigna subterranea</i>(L.) Verdc.) as assessed by SSR
markers. Genome, 2011, 54, 898-910. 0.9 45

1013 Canada frostweed (<i>Helianthemum canadense</i>(L.) Michx.; Cistaceae) at the northeastern limit of
its range: implications for conservation. Botany, 2011, 89, 83-89. 0.5 4

1014
A steep genetic cline in yellowtail rockfish,<i>Sebastes flavidus</i>, suggests regional isolation
across the Cape Mendocino faunal break. Canadian Journal of Fisheries and Aquatic Sciences, 2011, 68,
89-104.

0.7 16

1015 Fine-scale population genetic structure of the yellow perch<i>Perca flavescens</i>in Lake Erie.
Canadian Journal of Fisheries and Aquatic Sciences, 2011, 68, 1435-1453. 0.7 36

1016

Application of a method for estimating effective population size and admixture using diagnostic single
nucleotide polymorphismsÂ (SNPs): implications for conservation of threatened Paiute cutthroat trout
(<i>Oncorhynchus clarkii seleniris</i>) in Silver King Creek, California. Canadian Journal of Fisheries
and Aquatic Sciences, 2011, 68, 1369-1386.

0.7 8

1017 Repeated Unidirectional Introgression of Nuclear and Mitochondrial DNA Between Four Congeneric
Tanganyikan Cichlids. Molecular Biology and Evolution, 2011, 28, 2253-2267. 3.5 70

1018
Multiscale population genetic analysis of mule deer (OdocoileusÂ hemionus hemionus) in western
Canada sheds new light on the spread of chronic wasting disease. Canadian Journal of Zoology, 2011,
89, 134-147.

0.4 33

1019 Distribution of<i>SUN, OVATE, LC</i>, and<i>FAS</i>in the Tomato Germplasm and the Relationship to
Fruit Shape Diversity Â  Â  Â . Plant Physiology, 2011, 156, 275-285. 2.3 293

1020 Genetic diversity, structure, and breed relationships in Iberian cattle1. Journal of Animal Science, 2011,
89, 893-906. 0.2 37

1021 Candidate Genetic Markers Associated with Anadromy in <i>Oncorhynchus mykiss</i> of the Klickitat
River. Transactions of the American Fisheries Society, 2011, 140, 843-854. 0.6 22

1022
Estimating Proportional Contributions of Migratory Bull Trout from Hierarchical Populations to
Mixed-Stock Recreational Fisheries Using Genetic and Trapping Data. Transactions of the American
Fisheries Society, 2011, 140, 345-355.

0.6 9

1023 Colonization of Ireland: revisiting â€˜the pygmy shrew syndromeâ€™ using mitochondrial, Y chromosomal
and microsatellite markers. Heredity, 2011, 107, 548-557. 1.2 37

1024 Genetic Population Structure of Olympic Peninsula Bull Trout Populations and Implications for
Elwha Dam Removal. Northwest Science, 2011, 85, 463-475. 0.1 8

1025 Prisoners in Their Habitat? Generalist Dispersal by Habitat Specialists: A Case Study in Southern Water
Vole (Arvicola sapidus). PLoS ONE, 2011, 6, e24613. 1.1 32

1026 Chestnut cultivar diversification process in the Iberian Peninsula, Canary Islands, and Azores.
Genome, 2011, 54, 301-315. 0.9 40

1027 Genetic structure and phenotypic variation in wild populations of the medicinal tetraploid species
<i>Bromelia antiacantha</i> (Bromeliaceae). American Journal of Botany, 2011, 98, 1511-1519. 0.8 29

1028 Genetic diversity and population structure in French populations ofMycosphaerella graminicola.
Mycologia, 2011, 103, 764-774. 0.8 24

1029
Assessing Genetic Structure and Relatedness of Jerusalem Artichoke (&amp;lt;i&amp;gt;Helianthus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 67 Td (tuberosus&amp;lt;/i&amp;gt; L.) Germplasm with RAPD, ISSR and SRAP Markers. American Journal of

Plant Sciences, 2011, 02, 753-764.
0.3 10



59

Citation Report

# Article IF Citations

1030 Persistence in Peripheral Refugia Promotes Phenotypic Divergence and Speciation in a Rainforest Frog.
American Naturalist, 2011, 178, 561-578. 1.0 46

1031
Amplified Fragment Length Polymorphism Data Reveal a History of Auto- and Allopolyploidy in New
Zealand Endemic Species of <i>Plantago</i> (Plantaginaceae): New Perspectives on a Taxonomically
Challenging Group. International Journal of Plant Sciences, 2011, 172, 220-237.

0.6 26

1032 Application of Molecular Genetics to Earthworm Ecology: Current Research and Promising Future
Directions. Soil Biology, 2011, , 279-297. 0.6 0

1033 Resolving Adaptive and Demographic Divergence among Chinook Salmon Populations in the Columbia
River Basin. Transactions of the American Fisheries Society, 2011, 140, 783-807. 0.6 27

1034 Epidemiology and Evolution of Fungal Pathogens in Plants and Animals. , 2011, , 59-132. 17

1035
Genetic mating system and population history of the endangered Western Yellow-breasted Chat
(<i>Icteria virens auricollis</i>) in British Columbia, Canada. Canadian Journal of Zoology, 2011, 89,
881-891.

0.4 3

1036 Identification of SSR markers associated with saccharification yield using pool-based genome-wide
association mapping in sorghum. Genome, 2011, 54, 883-889. 0.9 23

1037 Contrasting genetic structure of urban and rural populations of the wild rodent Calomys
musculinus (Cricetidae, Sigmodontinae). Mammalian Biology, 2011, 76, 41-50. 0.8 29

1038 Genetic diversity of Dinaric brown bears (Ursus arctos) in Croatia with implications for bear
conservation in Europe. Mammalian Biology, 2011, 76, 615-621. 0.8 18

1039 Population Genetic Structure of Aldabra Giant Tortoises. Journal of Heredity, 2011, 102, 29-37. 1.0 12

1040 Genetic Analysis Reveals Population Structuring and a Bottleneck in the Black-Faced Lion Tamarin
<i>(Leontopithecus caissara)</i>. Folia Primatologica, 2011, 82, 197-211. 0.3 7

1041 Characterization of a Bayesian genetic clustering algorithm based on a Dirichlet process prior and
comparison among Bayesian clustering methods. BMC Bioinformatics, 2011, 12, 263. 1.2 36

1042 Genetic continuity across a deeply divergent linguistic contact zone in North Maluku, Indonesia. BMC
Genetics, 2011, 12, 100. 2.7 5

1043 Spatial and temporal variation in population genetic structure of wild Nile tilapia (Oreochromis) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 222 Td (niloticus) across Africa. BMC Genetics, 2011, 12, 102.2.7 44

1044 Biology of Earthworms. Soil Biology, 2011, , . 0.6 20

1045 Consequences of long- and short-term fragmentation on the genetic diversity and differentiation of a
late successional rainforest conifer. Australian Journal of Botany, 2011, 59, 351. 0.3 20

1046 Defining entities in the Acacia saligna (Fabaceae) species complex using a population genetics approach.
Australian Journal of Botany, 2011, 59, 137. 0.3 32

1047
Microsatellite Markers Reveal Population Structure and Low Gene Flow Among Collections of
Bactrocera cucurbitae (Diptera: Tephritidae) in Asia. Journal of Economic Entomology, 2011, 104,
1065-1074.

0.8 15



60

Citation Report

# Article IF Citations

1048 Lesser Flamingo<i>Phoeniconaias minor</i>as a nomadic species in African shallow alkaline lakes and
pans: genetic structure and future perspectives. Ostrich, 2011, 82, 95-100. 0.4 16

1049 Population structure and genetic differentiation associated with breeding history and selection in
tomato (Solanum lycopersicum L.). Heredity, 2011, 106, 927-935. 1.2 68

1050 Population genetic structure of reared and wild gilthead sea bream (Sparus aurata) in the Adriatic Sea
inferred with microsatellite loci. Aquaculture, 2011, 318, 309-315. 1.7 43

1051 Analysis of genetic variability in AristaeomorphaÂ foliacea (Crustacea, Aristeidae) using DNA-ISSR (Inter) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (Simple Sequence Repeats) markers. Comptes Rendus - Biologies, 2011, 334, 705-712.0.1 11

1052 Connectivity of the Asiatic wild ass population in the Mongolian Gobi. Biological Conservation, 2011,
144, 920-929. 1.9 57

1053 Possible cryptic stock structure for minke whales in the North Atlantic: Implications for
conservation and management. Biological Conservation, 2011, 144, 2479-2489. 1.9 17

1054 Restricted gene flow and genetic drift in recently fragmented populations of an endangered steppe
bird. Biological Conservation, 2011, 144, 2615-2622. 1.9 40

1055 Modeling connectivity of black bears in a desert sky island archipelago. Biological Conservation, 2011,
144, 2851-2862. 1.9 73

1056 Genetic and morphological divergence in island and mainland birds: Informing conservation
priorities. Biological Conservation, 2011, 144, 2902-2912. 1.9 19

1057 Genetic Signature of Reproductive Manipulation in the Phylogeography of the Bat Fly, Trichobius
major. Journal of Heredity, 2011, 102, 705-718. 1.0 14

1058 Population genetics of walleye and yellow perch in the St. Marys River. Journal of Great Lakes
Research, 2011, 37, 28-34. 0.8 5

1059 Molecular phylogeny and systematics of the highly polymorphic Rumex bucephalophorus complex
(Polygonaceae). Molecular Phylogenetics and Evolution, 2011, 61, 659-670. 1.2 11

1060 Genetic variation, population structure, and linkage disequilibrium in European elite germplasm of
perennial ryegrass. Plant Science, 2011, 181, 412-420. 1.7 51

1061
Spatial genetic structure of Campanula thyrsoides across the European Alps: Indications for
glaciation-driven allopatric subspeciation. Perspectives in Plant Ecology, Evolution and Systematics,
2011, 13, 101-110.

1.1 12

1062 Phenotypic variability and genetic structure in plum (Prunus domestica L.), cherry plum (P. cerasifera) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (Ehrh.) and sloe (P. spinosa L.). Scientia Horticulturae, 2011, 129, 283-293.1.7 60

1063 Diversity, Structure, and Marker-Trait Association Analysis of the Maize Recombinant Inbred Line
Population. Agricultural Sciences in China, 2011, 10, 975-986. 0.6 3

1064 Strong Population Genetic Structure in a Broadcast-Spawning Antarctic Marine Invertebrate. Journal
of Heredity, 2011, 102, 55-66. 1.0 45

1065 <i>CorrSieve</i>: software for summarizing and evaluating Structure output. Molecular Ecology
Resources, 2011, 11, 349-352. 2.2 66



61

Citation Report

# Article IF Citations

1066
Fineâ€•scale spatial genetic structure and gene flow in a small, fragmented population of <i>Sinojackia
rehderiana</i> (Styracaceae), an endangered tree species endemic to China. Plant Biology, 2011, 13,
401-410.

1.8 17

1067 Wildlife forensics: â€œSupervisedâ€• assignment testing can complicate the association of suspect cases
to source populations. Forensic Science International: Genetics, 2011, 5, 50-56. 1.6 10

1068
Population genetic structure and landscape connectivity of the Eastern Yellowbelly Racer (Coluber) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 667 Td (constrictor flaviventris) in the contiguous tallgrass prairie of northeastern Kansas, USA. Landscape

Ecology, 2011, 26, 281-294.
1.9 19

1069 Genome scans reveal high levels of gene flow in Hawaiian <i>Pittosporum</i>. Taxon, 2011, 60, 733-741. 0.4 10

1070 Genetic diversity and population genetic structure in fragmented Allocasuarina verticillata
(Allocasuarinaceae) â€“ implications for restoration. Australian Journal of Botany, 2011, 59, 770. 0.3 22

1071 Association Mapping of Malting Quality Quantitative Trait Loci in Winter Barley: Positive Signals from
Small Germplasm Arrays. Plant Genome, 2011, 4, 256-272. 1.6 38

1072 Association Mapping of Biomass Yield and Stem Composition in a Tetraploid Alfalfa Breeding
Population. Plant Genome, 2011, 4, . 1.6 64

1074 Genetic diversity of worldwide Jerusalem artichoke (Helianthus tuberosus) germplasm as revealed by
RAPD markers. Genetics and Molecular Research, 2011, 10, 4012-4025. 0.3 9

1075 Genetic diversity and population structure of the Guinea pig (Cavia porcellus, Rodentia, caviidae) in
Colombia. Genetics and Molecular Biology, 2011, 34, 711-718. 0.6 7

1076 Genetic Differentiation between Quercus frainetto Ten. and Q. pubescens Willd. in Romania. Notulae
Botanicae Horti Agrobotanici Cluj-Napoca, 2011, 39, 275. 0.5 11

1077 Patterns of genetic diversity of local pig populations in the State of Pernambuco, Brazil. Revista
Brasileira De Zootecnia, 2011, 40, 1691-1699. 0.3 5

1078 Microsatellite variability reveals significant genetic differentiation of giant pandas (Ailuropoda) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (melanoleuca) in the Minshan A habitat. African Journal of Biotechnology, 2011, 10, 12804-12811.0.3 0

1079 Searls Prairie Clover (<i>Dalea searlsiae</i>) for Rangeland Revegetation: Phenotypic and Genetic
Evaluations. Crop Science, 2011, 51, 716-727. 0.8 9

1080 Study of closely related species within the Physalaemus cuvieri group (Anura): contribution of
microsatellite markers. Genetics and Molecular Research, 2011, 10, 1434-1444. 0.3 5

1081 Genetic diversity of turmeric germplasm (Curcuma longa; Zingiberaceae) identified by microsatellite
markers. Genetics and Molecular Research, 2011, 10, 419-428. 0.3 25

1082 Nuclear and Chloroplast Microsatellites Show Multiple Introductions in the Worldwide Invasion
History of Common Ragweed, Ambrosia artemisiifolia. PLoS ONE, 2011, 6, e17658. 1.1 105

1083 On Identifying the Optimal Number of Population Clusters via the Deviance Information Criterion.
PLoS ONE, 2011, 6, e21014. 1.1 55

1084 Comparative Microsatellite Typing of New World Leishmania infantum Reveals Low Heterogeneity
among Populations and Its Recent Old World Origin. PLoS Neglected Tropical Diseases, 2011, 5, e1155. 1.3 154



62

Citation Report

# Article IF Citations

1085 Swedish Population Substructure Revealed by Genome-Wide Single Nucleotide Polymorphism Data.
PLoS ONE, 2011, 6, e16747. 1.1 39

1086 A Novel Resource Polymorphism in Fish, Driven by Differential Bottom Environments: An Example from
an Ancient Lake in Japan. PLoS ONE, 2011, 6, e17430. 1.1 23

1087 Effect of Anthropogenic Landscape Features on Population Genetic Differentiation of Przewalski's
Gazelle: Main Role of Human Settlement. PLoS ONE, 2011, 6, e20144. 1.1 28

1088 Genetic Structure of the Tiger Mosquito, Aedes albopictus, in Cameroon (Central Africa). PLoS ONE,
2011, 6, e20257. 1.1 72

1089 Environmental and Climatic Determinants of Molecular Diversity and Genetic Population Structure in
a Coenagrionid Damselfly. PLoS ONE, 2011, 6, e20440. 1.1 45

1090 Reconciling Apparent Conflicts between Mitochondrial and Nuclear Phylogenies in African Elephants.
PLoS ONE, 2011, 6, e20642. 1.1 43

1091 Fine-Scale Genetic Structure Arises during Range Expansion of an Invasive Gecko. PLoS ONE, 2011, 6,
e26258. 1.1 30

1092 Multi-Locus Analysis Reveals A Different Pattern of Genetic Diversity for Mitochondrial and Nuclear
DNA between Wild and Domestic Pigs in East Asia. PLoS ONE, 2011, 6, e26416. 1.1 11

1093 Fine-Scale Analysis Reveals Cryptic Landscape Genetic Structure in Desert Tortoises. PLoS ONE, 2011, 6,
e27794. 1.1 34

1094 Species Discrimination, Population Structure and Linkage Disequilibrium in Eucalyptus camaldulensis
and Eucalyptus tereticornis Using SSR Markers. PLoS ONE, 2011, 6, e28252. 1.1 33

1095 Investigation of the domestication of common bean (Phaseolus vulgaris) using multilocus sequence
data. Functional Plant Biology, 2011, 38, 953. 1.1 75

1096 Microsatellite variability reveals high genetic diversity and low genetic differentiation in a critical
giant panda population. Environmental Epigenetics, 2011, 57, 717-724. 0.9 6

1097
Meso-scale genetic structure of the intertidal, crevice-dwelling, stalked barnacle<i>Ibla
cumingi</i>(Crustacea: Cirripedia): an interplay of life history and local hydrographic conditions.
Journal of the Marine Biological Association of the United Kingdom, 2011, 91, 173-180.

0.4 2

1098 Genetic structure and long-distance dispersal in populations of the wingless pest
springtail,<i>Sminthurus viridis</i>(Collembola: Sminthuridae). Genetical Research, 2011, 93, 1-12. 0.3 9

1099 Genetic structure and diversity of a collection of<i>Brassica rapa</i>subsp.<i>rapa</i>L. revealed by
simple sequence repeat markers. Journal of Agricultural Science, 2011, 149, 617-624. 0.6 20

1100 Population structure of two crayfish with diverse physiological requirements. Crustacean Issues,
2011, , 323-343. 0.9 3

1101 Analyzing intraspecific genetic variation. Crustacean Issues, 2011, , 3-30. 0.9 6

1102 Genetic Diversity and a PCR-Based Method for <i>Xanthomonas axonopodis</i> Detection in Passion
Fruit. Phytopathology, 2011, 101, 416-424. 1.1 15



63

Citation Report

# Article IF Citations

1103 Phylogeography and taxonomy of the Little Bronze-Cuckoo (Chalcites minutillus) in Australia's
monsoon tropics. Emu, 2011, 111, 113-119. 0.2 12

1104 Genetic Differentiation and Delimitation between Ecologically Diverged Populus euphratica and P.
pruinosa. PLoS ONE, 2011, 6, e26530. 1.1 56

1105 Analysis of genetic diversity, population structure and linkage disequilibrium in elite cotton
(Gossypium L.) germplasm in India. Crop and Pasture Science, 2011, 62, 859. 0.7 21

1106 Nivalenol-Type Populations of <i>Fusarium graminearum</i> and <i>F. asiaticum</i> Are Prevalent on
Wheat in Southern Louisiana. Phytopathology, 2011, 101, 124-134. 1.1 167

1107 OLIVE DIVERSIFICATION PROCESS IN SOUTHWESTERN MEDITERRANEAN TRADITIONAL AGRO-ECOSYSTEMS.
Acta Horticulturae, 2011, , 807-812. 0.1 5

1108 Similar evolutionary potentials in an obligate ant parasite and its two host species. Journal of
Evolutionary Biology, 2011, 24, 871-886. 0.8 27

1109 Characterization of a divergent chromosome region in the willow warbler Phylloscopus trochilus
using avian genomic resources. Journal of Evolutionary Biology, 2011, 24, 1241-1253. 0.8 8

1110 Wings or winds: inferring bat migration in a stepping-stone archipelago. Journal of Evolutionary
Biology, 2011, 24, 1298-1306. 0.8 12

1111 Cryptic diversity and species assignment of large lantern sharks of the <i>Etmopterus spinax</i> clade
from the Southern Hemisphere (Squaliformes, Etmopteridae). Zoologica Scripta, 2011, 40, 61-75. 0.7 28

1112 Genetic differentiation in the genus <i>Lithops</i> L. (Ruschioideae, Aizoaceae) reveals a high level of
convergent evolution and reflects geographic distribution. Plant Biology, 2011, 13, 368-380. 1.8 32

1113 Genetic diversity and geographic differentiation in the alternative legume <i>Tripodion
tetraphyllum</i> (L.) Fourr. in North African populations. Plant Biology, 2011, 13, 381-390. 1.8 6

1114 Genetic variation in Mediterranean <i>Helichrysum italicum</i> (Asteraceae; Gnaphalieae): do disjunct
populations of subsp. <i>microphyllum</i> have a common origin?. Plant Biology, 2011, 13, 678-687. 1.8 50

1115
Genetic population structure, fitness variation and the importance of population history in remnant
populations of the endangered plant <i>Silene chlorantha</i> (Willd.) E<scp>hrh.</scp>
(Caryophyllaceae). Plant Biology, 2011, 13, 667-777.

1.8 30

1116 Analysis of genetic and cultural conservation value of three indigenous Croatian cattle breeds in a
local and global context. Journal of Animal Breeding and Genetics, 2011, 128, 73-84. 0.8 19

1117
Quantifying historical, contemporary, and anthropogenic influences on the genetic structure and
diversity of lake sturgeon (Acipenser fulvescens) populations in northern Ontario. Journal of Applied
Ichthyology, 2011, 27, 12-23.

0.3 15

1118

Gene flow across secondary contact zones of the Emys orbicularis complex in the Western
Mediterranean and evidence for extinction and re-introduction of pond turtles on Corsica and
Sardinia (Testudines: Emydidae). Journal of Zoological Systematics and Evolutionary Research, 2011, 49,
44-57.

0.6 42

1119 Survival of the endangered butterfly Lycaena helle in a fragmented environment: Genetic analyses
over 15â€ƒyears. Journal of Zoological Systematics and Evolutionary Research, 2011, 49, 25-31. 0.6 18

1120
Genetic structure of Eurasian otter (Lutra lutra, Carnivora: Mustelidae) populations from the
western Baltic sea region and its implications for the recolonization of north-western Germany.
Journal of Zoological Systematics and Evolutionary Research, 2011, 49, 169-175.

0.6 18



64

Citation Report

# Article IF Citations

1121
Some butterflies do not care much about topography: a single genetic lineage of Erebia euryale
(Nymphalidae) along the northern Iberian mountains. Journal of Zoological Systematics and
Evolutionary Research, 2011, 49, 119-132.

0.6 23

1122 Molecular genetic diversity and population structure of a selected core set in garlic and its relatives
using novel SSR markers. Plant Breeding, 2011, 130, 46-54. 1.0 53

1123 Genetic relationship between cultivated and wild hazelnuts (<i>Corylus avellana</i> L.) collected in
northern Spain. Plant Breeding, 2011, 130, 360-366. 1.0 19

1124 Association analysis of vegetable soybean quality traits with SSR markers. Plant Breeding, 2011, 130,
444-449. 1.0 29

1125 Bayesian clustering techniques and progressive partitioning to identify population structuring
within a recovering otter population in the UK. Journal of Applied Ecology, 2011, 48, 1206-1217. 1.9 23

1126 The Pleistocene demography of an alpine juniper of the Qinghai-Tibetan Plateau: tabula rasa, cryptic
refugia or something else?. Journal of Biogeography, 2011, 38, 31-43. 1.4 27

1127 Widespread co-occurrence of divergent mitochondrial haplotype lineages in a Central American
species of poison frog (Oophaga pumilio). Journal of Biogeography, 2011, 38, 711-726. 1.4 38

1128
Could specialization to cold-water upwelling systems influence gene flow and population
differentiation in marine organisms? A case study using the blue-footed booby, Sula nebouxii. Journal
of Biogeography, 2011, 38, 883-893.

1.4 27

1129 Phylogeography and climatic niche evolution in live oaks (Quercus series Virentes) from the tropics
to the temperate zone. Journal of Biogeography, 2011, 38, 962-981. 1.4 107

1130
Discordant patterns of geographic variation between mitochondrial and microsatellite markers in
the Mexican black iguana (Ctenosaura pectinata) in a contact zone. Journal of Biogeography, 2011, 38,
1394-1405.

1.4 25

1131 Multilocus phylogeography and population structure of common eiders breeding in North America
and Scandinavia. Journal of Biogeography, 2011, 38, 1368-1380. 1.4 35

1132
Phylogeographic analysis of North American populations of the parasitic herbaceous plant
Monotropa hypopitys L. reveals a complex history of range expansion from multiple late glacial
refugia. Journal of Biogeography, 2011, 38, 1585-1599.

1.4 28

1133
Phylogeography and genetic differentiation along the distributional range of the orchid Epidendrum
fulgens: a Neotropical coastal species not restricted to glacial refugia. Journal of Biogeography, 2011,
38, 1923-1935.

1.4 72

1134 Microsatellite analysis revealed genetic diversity and population structure among Chinese cashmere
goats. Animal Genetics, 2011, 42, 428-431. 0.6 37

1135 Hierarchical structure of the Sicilian goats revealed by Bayesian analyses of microsatellite
information. Animal Genetics, 2011, 42, 93-95. 0.6 8

1136
Genetic differentiation of water buffalo (<i>Bubalus bubalis</i>) populations in China, Nepal and
southâ€•east Asia: inferences on the region of domestication of the swamp buffalo. Animal Genetics, 2011,
42, 366-377.

0.6 39

1137 Tracing genetic differentiation of Chinese Mongolian sheep using microsatellites. Animal Genetics,
2011, 42, 563-565. 0.6 15

1138 Population studies of 17 equine STR for forensic and phylogenetic analysis. Animal Genetics, 2011, 42,
627-633. 0.6 55



65

Citation Report

# Article IF Citations

1139 <i>MYH9</i> and <i>APOL1</i> are both associated with sickle cell disease nephropathy. British Journal
of Haematology, 2011, 155, 386-394. 1.2 139

1140 Population genetic structure of Atlantic salmon, Salmo salar L., in the River Tamar, southwest
England. Fisheries Management and Ecology, 2011, 18, 233-245. 1.0 3

1141
Landscape genetic analysis of the tropical freshwater fish Mogurnda mogurnda (Eleotridae) in a
monsoonal river basin: importance of hydrographic factors and population history. Freshwater
Biology, 2011, 56, 812-827.

1.2 39

1142 Impact of habitat fragmentation on the genetics of populations in dendritic landscapes. Freshwater
Biology, 2011, 56, 2567-2579. 1.2 58

1143 Global warming will affect the genetic diversity and uniqueness of Lycaena helle populations. Global
Change Biology, 2011, 17, 194-205. 4.2 68

1144 Species delimitation of common reef corals in the genus Pocillopora using nucleotide sequence
phylogenies, population genetics and symbiosis ecology. Molecular Ecology, 2011, 20, 311-325. 2.0 147

1145 The West Pacific diversity hotspot as a source or sink for new species? Population genetic insights
from the Indo-Pacific parrotfish Scarus rubroviolaceus. Molecular Ecology, 2011, 20, 219-234. 2.0 43

1146 Persistence of the single lineage of transmissible â€˜social cancerâ€™ in an asexual ant. Molecular Ecology,
2011, 20, 441-455. 2.0 19

1147 Genetic differentiation among North Atlantic killer whale populations. Molecular Ecology, 2011, 20,
629-641. 2.0 86

1148 Hybridization and restricted gene flow between native and introduced stocks of Alpine whitefish
(Coregonus sp.) across multiple environments. Molecular Ecology, 2011, 20, 456-472. 2.0 44

1149 Isolation and differentiation of Rivulus hartii across Trinidad and neighboring islands. Molecular
Ecology, 2011, 20, 601-618. 2.0 15

1150 Looking at both sides of the invasion: patterns of colonization in the violet tunicate Botrylloides
violaceus. Molecular Ecology, 2011, 20, 503-516. 2.0 49

1151 Estimation of mating systems in Short and Tall ecomorphs of the coral Favia fragum. Molecular
Ecology, 2011, 20, 812-828. 2.0 20

1152
Bayesian analysis of hybridization and introgression between the endangered european mink
(<i>Mustela lutreola</i>) and the polecat (<i>Mustela putorius</i>). Molecular Ecology, 2011, 20,
1176-1190.

2.0 45

1153 Significant genetic boundaries and spatial dynamics of giant pandas occupying fragmented habitat
across southwest China. Molecular Ecology, 2011, 20, 1122-1132. 2.0 59

1154 Broadâ€•scale latitudinal patterns of genetic diversity among native European and introduced house
sparrow (<i>Passer domesticus</i>) populations. Molecular Ecology, 2011, 20, 1133-1143. 2.0 92

1155 All roads lead to home: panmixia of European eel in the Sargasso Sea. Molecular Ecology, 2011, 20,
1333-1346. 2.0 176

1156 Microsatellite DNA analyses of a highly disjunct New Zealand tree reveal strong differentiation and
imply a formerly more continuous distribution. Molecular Ecology, 2011, 20, 1389-1400. 2.0 25



66

Citation Report

# Article IF Citations

1157 Genetic signature of population fragmentation varies with mobility in seven bird species of a
fragmented Kenyan cloud forest. Molecular Ecology, 2011, 20, 1829-1844. 2.0 88

1158 Scanning the European corn borer (<i>Ostrinia</i> spp.) genome for adaptive divergence between
hostâ€•affiliated sibling species. Molecular Ecology, 2011, 20, 1414-1430. 2.0 29

1159 Impact of past climatic and recent anthropogenic factors on wild yam genetic diversity. Molecular
Ecology, 2011, 20, 1612-1623. 2.0 10

1160 Bridging the gap: western rock skinks (Trachylepis sulcata) have a short history in South Africa.
Molecular Ecology, 2011, 20, 1744-1758. 2.0 36

1161 The role of deep reefs in shallow reef recovery: an assessment of vertical connectivity in a brooding
coral from west and east Australia. Molecular Ecology, 2011, 20, 1647-1660. 2.0 160

1162 Inferences on pathogenic fungus population structures from microsatellite data: new insights from
spatial genetics approaches. Molecular Ecology, 2011, 20, 1661-1674. 2.0 26

1163 Hybrid origin of Audubonâ€™s warbler. Molecular Ecology, 2011, 20, 2380-2389. 2.0 97

1164 Evidence of neutral and adaptive genetic divergence between European trout populations sampled
along altitudinal gradients. Molecular Ecology, 2011, 20, 1888-1904. 2.0 41

1165
Historical introgression and the role of selective vs. neutral processes in structuring nuclear
genetic variation (AFLP) in a circumpolar marine fish, the capelin (<i>Mallotus villosus</i>).
Molecular Ecology, 2011, 20, 1976-1987.

2.0 24

1166 Symbiont diversity and non-random hybridization among indigenous (Ms) and invasive (B) biotypes of
Bemisia tabaci. Molecular Ecology, 2011, 20, 2172-2187. 2.0 59

1167
Separated by sand, fused by dropping water: habitat barriers and fluctuating water levels steer the
evolution of rock-dwelling cichlid populations in Lake Tanganyika. Molecular Ecology, 2011, 20,
2272-2290.

2.0 68

1168 Phylogeography and genetic structure of the redâ€•legged partridge (<i>Alectoris rufa</i>): more
evidence for refugia within the Iberian glacial refugium. Molecular Ecology, 2011, 20, 2628-2642. 2.0 30

1169 Rangeâ€•wide population genetic structure of <i>Symbiodinium</i> associated with the Caribbean Sea fan
coral, <i>Gorgonia ventalina</i>. Molecular Ecology, 2011, 20, 2525-2542. 2.0 65

1170 An integrative approach to delimiting species in a rare but widespread mycoheterotrophic orchid.
Molecular Ecology, 2011, 20, 2771-2786. 2.0 75

1171 Genetic structuring and recent demographic history of red pandas (Ailurus fulgens) inferred from
microsatellite and mitochondrial DNA. Molecular Ecology, 2011, 20, 2662-2675. 2.0 41

1172 Inter-island divergence within Drosophila mauritiana, a species of the D.Â simulans complex: Past
history and/or speciation in progress?. Molecular Ecology, 2011, 20, 2787-2804. 2.0 18

1173 Genetic differentiation across North America in the generalist moth Heliothis virescens and the
specialist H. subflexa. Molecular Ecology, 2011, 20, 2676-2692. 2.0 39

1174
Mechanisms of global diversification in the brown booby (Sula leucogaster) revealed by uniting
statistical phylogeographic and multilocus phylogenetic methods. Molecular Ecology, 2011, 20,
2835-2850.

2.0 29



67

Citation Report

# Article IF Citations

1175 Temperature-related natural selection in a wind-pollinated tree across regional and continental
scales. Molecular Ecology, 2011, 20, 2724-2738. 2.0 28

1176 Sympatric bromeliad species (Pitcairnia spp.) facilitate tests of mechanisms involved in species
cohesion and reproductive isolation in Neotropical inselbergs. Molecular Ecology, 2011, 20, 3185-3201. 2.0 138

1177 Population differences in levels of linkage disequilibrium in the wild. Molecular Ecology, 2011, 20,
2916-2928. 2.0 16

1178
Genetic variation and seasonal migratory connectivity in Wilsonâ€™s warblers (Wilsonia pusilla):
species-level differences in nuclear DNA between western and eastern populations. Molecular
Ecology, 2011, 20, 3102-3115.

2.0 51

1179 Genetic impacts of Anacapa deer mice reintroductions following rat eradication. Molecular Ecology,
2011, 20, no-no. 2.0 13

1180 Interploidal hybridization and mating patterns in the Sphagnum subsecundum complex. Molecular
Ecology, 2011, 20, 3202-3218. 2.0 31

1181
From global to local genetic structuring in the red gorgonian <i>Paramuricea clavata</i>: the
interplay between oceanographic conditions and limited larval dispersal. Molecular Ecology, 2011, 20,
3291-3305.

2.0 110

1182 Hybrid speciation in sparrows I: phenotypic intermediacy, genetic admixture and barriers to gene flow.
Molecular Ecology, 2011, 20, 3812-3822. 2.0 145

1183 Genetic and phenotypic variation across a hybrid zone between ecologically divergent tree squirrels
(<i>Tamiasciurus</i>). Molecular Ecology, 2011, 20, 3350-3366. 2.0 38

1184
Contrasting demographic history and population structure in <i>Capsella rubella</i> and <i>Capsella
grandiflora</i>, two closely related species with different mating systems. Molecular Ecology, 2011,
20, 3306-3320.

2.0 63

1185 Landscape genetics highlights the role of bank vole metapopulation dynamics in the epidemiology of
Puumala hantavirus. Molecular Ecology, 2011, 20, no-no. 2.0 71

1186 Cytonuclear evidence for hybridogenetic reproduction in natural populations of the Australian carp
gudgeon (<i>Hypseleotris</i>: Eleotridae). Molecular Ecology, 2011, 20, 3367-3380. 2.0 43

1187 High gene flow across large geographic scales reduces extinction risk for a highly specialised coral
feeding butterflyfish. Molecular Ecology, 2011, 20, no-no. 2.0 30

1188 Species introduction promotes hybridization and introgression in <i>Coregonus</i>: is there sign of
selection against hybrids?. Molecular Ecology, 2011, 20, 3838-3855. 2.0 38

1189 Fineâ€•scale population structure and riverscape genetics of brook trout (<i>Salvelinus fontinalis</i>)
distributed continuously along headwater channel networks. Molecular Ecology, 2011, 20, 3711-3729. 2.0 103

1190 Clonality, genetic diversity and support for the diversifying selection hypothesis in natural
populations of a flower-living yeast. Molecular Ecology, 2011, 20, 4395-4407. 2.0 25

1191
Genetic diversity of the imperilled bath sponge <i>Spongia officinalis</i> Linnaeus, 1759 across the
Mediterranean Sea: patterns of population differentiation and implications for taxonomy and
conservation. Molecular Ecology, 2011, 20, 3757-3772.

2.0 72

1192 Back from the brink: potential for genetic rescue in a critically endangered tree. Molecular Ecology,
2011, 20, 3773-3784. 2.0 53



68

Citation Report

# Article IF Citations

1193 Climate effects on life cycle variation and population genetic architecture of the black bean aphid,
Aphis fabae. Molecular Ecology, 2011, 20, 4165-4181. 2.0 33

1194 Molecular data reveal isolation by distance and past population expansion for the shea tree
(Vitellaria paradoxa C.F. Gaertn) in West Africa. Molecular Ecology, 2011, 20, 4009-4027. 2.0 18

1195 Determinants of hierarchical genetic structure in Atlantic salmon populations: environmental
factors vs. anthropogenic influences. Molecular Ecology, 2011, 20, 4231-4245. 2.0 63

1196 Genetic differentiation among populations of a Hispaniolan trunk anole that exhibit geographical
variation in dewlap colour. Molecular Ecology, 2011, 20, 4302-4317. 2.0 40

1197 Isolation-driven divergence: speciation in a widespread North American songbird (Aves: Certhiidae).
Molecular Ecology, 2011, 20, 4371-4384. 2.0 29

1198 Fragmentation can increase spatial genetic structure without decreasing pollen-mediated gene flow
in a wind-pollinated tree. Molecular Ecology, 2011, 20, 4421-4432. 2.0 76

1199 Comparative population genetic structure in a plant-pollinator/seed predator system. Molecular
Ecology, 2011, 20, 4618-4630. 2.0 17

1200 Limited emigration from an outbreak of a forest pest insect. Molecular Ecology, 2011, 20, 4606-4617. 2.0 10

1201 Genetic diversity and phylogeography of broomcorn millet (<i>Panicum miliaceum</i>L.) across
Eurasia. Molecular Ecology, 2011, 20, 4756-4771. 2.0 111

1202 Historical and contemporary factors shape the population genetic structure of the broadcast
spawning coral, Acropora millepora, on the Great Barrier Reef. Molecular Ecology, 2011, 20, 4899-4914. 2.0 78

1203 Asymmetric introgression between the M and S forms of the malaria vector, Anopheles gambiae,
maintains divergence despite extensive hybridization. Molecular Ecology, 2011, 20, 4983-4994. 2.0 70

1204 Hybrid swarm between divergent lineages of mule deer (<i>Odocoileus hemionus</i>). Molecular
Ecology, 2011, 20, 5265-5279. 2.0 37

1205 Phylogeographic analyses of the southern leopard frog: the impact of geography and climate on the
distribution of genetic lineages vs. subspecies. Molecular Ecology, 2011, 20, 5295-5312. 2.0 20

1206 Geographic variation in the structure of oak hybrid zones provides insights into the dynamics of
speciation. Molecular Ecology, 2011, 20, 4995-5011. 2.0 114

1207 Matching genetics with oceanography: directional gene flow in a Mediterranean fish species.
Molecular Ecology, 2011, 20, 5167-5181. 2.0 121

1208 Reconstruction of a beech population bottleneck using archival demographic information and
Bayesian analysis of genetic data. Molecular Ecology, 2011, 20, 5182-5196. 2.0 27

1209 Evidence of connectivity between continental and differentiated insular populations in a highly
mobile species. Diversity and Distributions, 2011, 17, 1-12. 1.9 30

1210
Historic speciation and recent colonization of Eurasian monkey gobies (<i>Neogobius fluviatilis</i>) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 67 Td (and <i>N.Â pallasi</i>) revealed by DNA sequences, microsatellites, and morphology. Diversity and

Distributions, 2011, 17, 688-702.
1.9 29



69

Citation Report

# Article IF Citations

1211 Weak largeâ€•scale population genetic structure in a philopatric seabird, the European Shag
<i>Phalacrocorax aristotelis</i>. Ibis, 2011, 153, 768-778. 1.0 22

1212 Population genetics of the endangered Cantabrian capercaillie in northern Spain. Animal
Conservation, 2011, 14, 249-260. 1.5 14

1213 Regional genetic subdivision in the Mohave ground squirrel: evidence of historic isolation and
ongoing connectivity in a Mojave Desert endemic. Animal Conservation, 2011, 14, 371-381. 1.5 11

1214 Genetic structure among black grouse in Britain: implications for designing conservation units.
Animal Conservation, 2011, 14, 400-408. 1.5 22

1215 The history and management of black rhino in KwaZuluâ€•Natal: a population genetic approach to assess
the past and guide the future. Animal Conservation, 2011, 14, 363-370. 1.5 14

1216 Genetic evidence of contemporary hybridization in one of North America's rarest anurans, the Florida
bog frog. Animal Conservation, 2011, 14, 553-561. 1.5 17

1217 Reduced genetic diversity and isolation of remnant ocelot populations occupying a severely
fragmented landscape in southern Texas. Animal Conservation, 2011, 14, 608-619. 1.5 36

1218 Effects of habitat fragmentation on population structure and longâ€•distance gene flow in an
endangered marsupial: the woylie. Journal of Zoology, 2011, 283, 98-107. 0.8 29

1219 The molecular basis of quantitative variation in foliar secondary metabolites in <i>Eucalyptus
globulus</i>. New Phytologist, 2011, 191, 1041-1053. 3.5 82

1220 Structured diversity in octoploid strawberry cultivars: importance of the old European germplasm.
Annals of Applied Biology, 2011, 159, 358-371. 1.3 24

1221 Genetic diversity and differentiation of lotus (Nelumbo nucifera) accessions assessed by simple
sequence repeats. Annals of Applied Biology, 2011, 159, 428-441. 1.3 18

1222 Conservation Genetics of the Endemic Mexican Heliconia uxpanapensis in the Los Tuxtlas Tropical Rain
Forest. Biotropica, 2011, 43, 114-121. 0.8 10

1223 Evaluating Genetic Diversity for the Conservation of the Threatened Galapagos Endemic Calandrinia
galapagosa (Portulacaceae). Biotropica, 2011, 43, 386-392. 0.8 8

1224 Genetic relationships among pumpkinseed (<i>Lepomis gibbosus</i>) ecomorphs in freshwater
reservoirs of Portugal. Ecology of Freshwater Fish, 2011, 20, 287-298. 0.7 8

1225 Arctic fox <i>Vulpes lagopus</i> population structure: circumpolar patterns and processes. Oikos,
2011, 120, 873-885. 1.2 28

1226 HOT SPOTS OF GENETIC DIVERSITY DESCENDED FROM MULTIPLE PLEISTOCENE REFUGIA IN AN ALPINE
UNGULATE. Evolution; International Journal of Organic Evolution, 2011, 65, 125-138. 1.1 72

1227 GENE FLOW AND SELECTION ON PHENOTYPIC PLASTICITY IN AN ISLAND SYSTEM OF RANA TEMPORARIA.
Evolution; International Journal of Organic Evolution, 2011, 65, 684-697. 1.1 95

1228 â€œSAME SAME BUT DIFFERENTâ€•: REPLICATED ECOLOGICAL SPECIATION AT WHITE SANDS. Evolution;
International Journal of Organic Evolution, 2011, 65, 946-960. 1.1 106



70

Citation Report

# Article IF Citations

1229 NORTH AMERICAN ORIGIN AND RECENT EUROPEAN ESTABLISHMENTS OF THE AMPHI-ATLANTIC PEAT MOSS
SPHAGNUM ANGERMANICUM. Evolution; International Journal of Organic Evolution, 2011, 65, 1181-1194. 1.1 58

1230
CORRELATIONS BETWEEN HETEROZYGOSITY AND REPRODUCTIVE SUCCESS IN THE BLUE TIT (CYANISTES) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 707 Td (CAERULEUS): AN ANALYSIS OF INBREEDING AND SINGLE LOCUS EFFECTS. Evolution; International Journal

of Organic Evolution, 2011, 65, 3175-3194.
1.1 39

1231
WITHIN-POPULATION STRUCTURE HIGHLIGHTED BY DIFFERENTIAL INTROGRESSION ACROSS SEMIPERMEABLE
BARRIERS TO GENE FLOW IN ANGUILLA MARMORATA. Evolution; International Journal of Organic
Evolution, 2011, 65, 3413-3427.

1.1 45

1232 DOES LOCAL ADAPTATION CAUSE HIGH POPULATION DIFFERENTIATION OF SILENE LATIFOLIA Y
CHROMOSOMES?. Evolution; International Journal of Organic Evolution, 2011, 65, 3368-3380. 1.1 13

1233 Population genetic structure of the newly invasive Q biotype of Bemisia tabaci in Taiwan. Entomologia
Experimentalis Et Applicata, 2011, 138, 263-271. 0.7 13

1234 Lack of sequential radiation in a parasitoid of a host-associated aphid. Entomologia Experimentalis Et
Applicata, 2011, 139, 154-160. 0.7 10

1235 The utility of indels in population genetics: The Tpi intron for host race genealogy of Acrocercops
transecta (Insecta: Lepidoptera). Molecular Phylogenetics and Evolution, 2011, 59, 469-476. 1.2 3

1236 Past and present: Phylogeography of the Bufo gargarizans species complex inferred from multi-loci
allele sequence and frequency data. Molecular Phylogenetics and Evolution, 2011, 61, 136-148. 1.2 45

1237 Long-term isolation of the coastal plant Calystegia soldanella (Convolvulaceae) in ancient
freshwater Lake Biwa, Japan. Biological Journal of the Linnean Society, 2011, 102, 51-66. 0.7 13

1238
Effects of current and historic habitat fragmentation on the genetic structure of the sand goby
Pomatoschistus minutus (Osteichthys, Gobiidae). Biological Journal of the Linnean Society, 2011, 102,
175-198.

0.7 26

1239 Three fishes in one: cryptic species in an Amazonian floodplain forest specialist. Biological Journal of
the Linnean Society, 2011, 102, 391-403. 0.7 37

1240 Panmixia on a continental scale in a widely distributed colonial waterbird. Biological Journal of the
Linnean Society, 2011, 102, 583-592. 0.7 22

1241 Molecular phylogeography of the microturbellarian Monocelis lineata (Platyhelminthes: Proseriata)
in the North-East Atlantic. Biological Journal of the Linnean Society, 2011, 103, 117-135. 0.7 15

1242
Fine-scale patterns of genetic divergence within and between morphologically variable subspecies of
the sea urchin Heliocidaris erythrogramma (Echinometridae). Biological Journal of the Linnean
Society, 2011, 103, 578-592.

0.7 11

1243 Gene flow and range expansion in a mountain-dwelling passerine with a fragmented distribution.
Biological Journal of the Linnean Society, 2011, 103, 707-721. 0.7 3

1244
Plastid and nuclear DNA marker data support the recognition of four tetraploid marsh orchids
(Dactylorhiza majalis s.l., Orchidaceae) in Britain and Ireland, but require their recircumscription.
Biological Journal of the Linnean Society, 2011, 104, 107-128.

0.7 23

1245
Stay at home aphids: comparative spatial and seasonal metapopulation structure and dynamics of two
specialist tansy aphid species studied using microsatellite markers. Biological Journal of the Linnean
Society, 2011, 104, 838-865.

0.7 27

1246 Population structure, effective population size and adverse effects of stocking in the endangered
Australian eastern freshwater cod Maccullochella ikei. Journal of Fish Biology, 2011, 78, 303-321. 0.7 27



71

Citation Report

# Article IF Citations

1247 Variable stocking effect and endemic population genetic structure in Murray cod Maccullochella
peelii. Journal of Fish Biology, 2011, 79, 155-177. 0.7 18

1248 Evidence for multiple historical colonizations of an endoreic drainage basin by an Australian
freshwater fish. Journal of Fish Biology, 2011, 79, 1047-1067. 0.7 7

1249 Genetic structure and diversity of Japanese kokanee <i>Oncorhynchus nerka</i> stocks as revealed by
microsatellite and mitochondrial DNA markers. Journal of Fish Biology, 2011, 79, 1340-1349. 0.7 17

1250
Heterozygosityâ€“fitness correlations in the gilthead sea bream<i>Sparus aurata</i>using
microsatellite loci from unknown and geneâ€•rich genomic locations. Journal of Fish Biology, 2011, 79,
1111-1129.

0.7 12

1251 Hybridization between pallid sturgeon Scaphirhynchus albus and shovelnose sturgeon
Scaphirhynchus platorynchus. Journal of Fish Biology, 2011, 79, 1828-1850. 0.7 21

1252
Systematics and phylogeography of the Taiwanese endemic minnow Candidia barbatus (Pisces:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 547 Td (Cyprinidae) based on DNA sequence, allozymic, and morphological analyses. Zoological Journal of the

Linnean Society, 2011, 161, 613-632.
1.0 19

1253
Recent evolutionary history of the Iberian endemic lizards Podarcis bocagei (Seoane, 1884) and
Podarcis carbonelli PÃ©rez-Mellado, 1981 (Squamata: Lacertidae) revealed by allozyme and
microsatellite markers. Zoological Journal of the Linnean Society, 2011, 162, 184-200.

1.0 13

1254 Presence of natural genetic resistance in Fraxinus excelsior (Oleraceae) to Chalara fraxinea
(Ascomycota): an emerging infectious disease. Heredity, 2011, 106, 788-797. 1.2 127

1255 Patterns of hybridization and asymmetrical gene flow in hybrid zones of the rare Eucalyptus
aggregata and common E. rubida. Heredity, 2011, 106, 841-853. 1.2 72

1256 Molecular phylogeography of the Chagasâ€™ disease vector Triatoma infestans in Argentina. Heredity,
2011, 107, 71-79. 1.2 16

1257 Multi-locus inference of population structure: a comparison between single nucleotide
polymorphisms and microsatellites. Heredity, 2011, 106, 158-171. 1.2 155

1258 Population history and gene dispersal inferred from spatial genetic structure of a Central African
timber tree, Distemonanthus benthamianus (Caesalpinioideae). Heredity, 2011, 106, 88-99. 1.2 51

1259 Genetic diversity and structure in two species of Leavenworthia with self-incompatible and
self-compatible populations. Heredity, 2011, 106, 310-318. 1.2 37

1260 Spatial and temporal genetic structure in a hybrid cordgrass invasion. Heredity, 2011, 106, 547-556. 1.2 19

1261 The evolutionary history of the allopolyploid Squalius alburnoides (Cyprinidae) complex in the
northern Iberian Peninsula. Heredity, 2011, 106, 100-112. 1.2 22

1262 An empirical assessment of individual-based population genetic statistical techniques: application to
British pig breeds. Heredity, 2011, 106, 261-269. 1.2 38

1263 The computer program STRUCTURE does not reliably identify the main genetic clusters within species:
simulations and implications for human population structure. Heredity, 2011, 106, 625-632. 1.2 318

1264 The narrow endemic Norwegian peat moss Sphagnum troendelagicum originated before the last
glacial maximum. Heredity, 2011, 106, 370-382. 1.2 24



72

Citation Report

# Article IF Citations

1265 Metapopulation structure and fine-scaled genetic structuring in crop-wild hybrid weed beets.
Heredity, 2011, 107, 395-404. 1.2 16

1266 Past climate changes explain the phylogeography of Vitellaria paradoxa over Africa. Heredity, 2011, 107,
174-186. 1.2 49

1267 Fine-scale population genetic structure and sex-biased dispersal in the smooth snake (Coronella) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (austriaca) in southern England. Heredity, 2011, 107, 231-238.1.2 34

1268 Stratified dispersal and increasing genetic variation during the invasion of Central Europe by the
western corn rootworm,<i>Diabrotica virgifera virgifera</i>. Evolutionary Applications, 2011, 4, 54-70. 1.5 49

1269 Genetic analysis of cabbage loopers,<i>Trichoplusia ni</i>(Lepidoptera: Noctuidae), a seasonal migrant
in western North America. Evolutionary Applications, 2011, 4, 89-99. 1.5 20

1270 Broad and fine-scale genetic analysis of white-tailed deer populations: estimating the relative risk of
chronic wasting disease spread. Evolutionary Applications, 2011, 4, 116-131. 1.5 63

1271
The origin and evolution of a recent agricultural weed: population genetic diversity of weedy
populations of sunflower (<i>Helianthus annuus L.</i>) in Spain and France. Evolutionary
Applications, 2011, 4, 499-514.

1.5 54

1272 Ecoâ€•evolutionary effects on population recovery following catastrophic disturbance. Evolutionary
Applications, 2011, 4, 354-366. 1.5 31

1273 Winning the invasion roulette: escapes from fish farms increase admixture and facilitate
establishment of nonâ€•native rainbow trout. Evolutionary Applications, 2011, 4, 660-671. 1.5 75

1274
Adaptation, isolation by distance and human-mediated transport determine patterns of gene flow
among populations of the disease vector Aedes taeniorhynchus in the Galapagos Islands. Infection,
Genetics and Evolution, 2011, 11, 1996-2003.

1.0 10

1275 Genetic connectivity patterns in an endangered species: The dusky grouper (Epinephelus marginatus).
Journal of Experimental Marine Biology and Ecology, 2011, 401, 126-133. 0.7 40

1276
Evidence for genetic differentiation of Octopus vulgaris (Mollusca, Cephalopoda) fishery populations
from the southern coast of Brazil as revealed by microsatellites. Journal of Experimental Marine
Biology and Ecology, 2011, 407, 34-40.

0.7 22

1277 Genetic relationships and population structure in three Italian Merino-derived sheep breeds. Small
Ruminant Research, 2011, 96, 111-119. 0.6 22

1278
Lineage diversification and historical demography of a montane bird Garrulax elliotii - implications
for the Pleistocene evolutionary history of the eastern Himalayas. BMC Evolutionary Biology, 2011, 11,
174.

3.2 71

1279 Deep mitochondrial divergence within a Heliconius butterfly species is not explained by cryptic
speciation or endosymbiotic bacteria. BMC Evolutionary Biology, 2011, 11, 358. 3.2 23

1280 New microsatellite markers developed from Urochloa humidicola (Poaceae) and cross amplification
in different Urochloa species. BMC Research Notes, 2011, 4, 523. 0.6 14

1281
The butterfly subfamily Pseudopontiinae is not monobasic: marked genetic diversity and morphology
reveal three new species of <i>Pseudopontia</i> (Lepidoptera: Pieridae). Systematic Entomology, 2011,
36, 139-163.

1.7 19

1282 The effect of metal pollution on the population genetic structure of brown trout (Salmo trutta L.)
residing in the River Hayle, Cornwall, UK. Environmental Pollution, 2011, 159, 3595-3603. 3.7 42



73

Citation Report

# Article IF Citations

1283 Genetic structure reflects natal dispersal movements at different spatial scales in the blue tit,
Cyanistes caeruleus. Animal Behaviour, 2011, 82, 131-137. 0.8 26

1284 Reevaluating establishment and potential hybridization of different biotypes of the biological
control agent Longitarsus jacobaeae using molecular tools. Biological Control, 2011, 58, 44-52. 1.4 16

1285 Genetic diversity of the endangered Chinese endemic plant Monimopetalum chinense revealed by
amplified fragment length polymorphism (AFLP). Biochemical Systematics and Ecology, 2011, 39, 384-391. 0.6 4

1286 Population genetic structure of Sagittaria natans (Alismataceae), an endangered species in China,
revealed by nuclear SSR loci analyses. Biochemical Systematics and Ecology, 2011, 39, 412-418. 0.6 11

1287 Genetic diversity and differentiation of the extremely dwarf Ficus tikoua in Southwestern China.
Biochemical Systematics and Ecology, 2011, 39, 441-448. 0.6 30

1288 High genetic diversity in Taihangia rupestris Yu et Li, a rare cliff herb endemic to China, based on
inter-simple sequence repeat markers. Biochemical Systematics and Ecology, 2011, 39, 553-561. 0.6 12

1289 Developing EST-SSR markers to study molecular diversity in Liriope and Ophiopogon. Biochemical
Systematics and Ecology, 2011, 39, 241-252. 0.6 25

1290 Genetic structure of loggerhead turtle (Caretta caretta) populations in Turkey. Biochemical
Systematics and Ecology, 2011, 39, 266-276. 0.6 26

1291
Lifeâ€•history traits maintain the genomic integrity of sympatric species of the spruce budworm
(<i>Choristoneura fumiferana</i>) group on an isolated forest island. Ecology and Evolution, 2011, 1,
119-131.

0.8 12

1292 Genetic Connectivity among Populations of an Endangered Snake Species from Southeastern Australia
(<i>Hoplocephalus bungaroides</i>, Elapidae). Ecology and Evolution, 2011, 1, 218-227. 0.8 15

1293
Complex pattern of genetic structuring in the Atlantic salmon (<i>Salmo salar</i> L.) of the River
Foyle system in northwest Ireland: disentangling the evolutionary signal from population
stochasticity. Ecology and Evolution, 2011, 1, 359-372.

0.8 14

1294 Conservation priorities of genetic diversity in domesticated metapopulations: a study in taurine cattle
breeds. Ecology and Evolution, 2011, 1, 408-420. 0.8 38

1295 Strong spatial genetic structure in five tropicalâ€‚<i>Piper</i>â€‚species: should the Bakerâ€“Fedorov
hypothesis be revived for tropical shrubs?. Ecology and Evolution, 2011, 1, 502-516. 0.8 20

1296 Rangeâ€•wide genetic population structure of common pochard (<i>Aythya ferina</i>): a potentially
important vector of highly pathogenic avian influenza viruses. Ecology and Evolution, 2011, 1, 529-545. 0.8 18

1297 Small founding number and low genetic diversity in an introduced species exhibiting limited invasion
success (speckled dace, <i>Rhinichthys osculus</i>). Ecology and Evolution, 2011, 1, 73-84. 0.8 32

1298 Genetic differentiation and introgression amongst Thylogale (pademelons) taxa in eastern Australia.
Australian Journal of Zoology, 2011, 59, 103. 0.6 8

1299 Genetic assessment of the red squirrel in Illinois: Immigrants or Exotics?. Journal of Wildlife
Management, 2011, 75, 1236-1242. 0.7 1

1300 Population genetic structure and natal philopatry in the widespread North American bat<i>Myotis
lucifugus</i>. Journal of Mammalogy, 2011, 92, 1343-1351. 0.6 35



74

Citation Report

# Article IF Citations

1301 Population genetic structure and dispersal in white-lipped peccaries (Tayassu pecari) from the
Brazilian Pantanal. Journal of Mammalogy, 2011, 92, 267-274. 0.6 26

1302 Evolutionary dynamics of cycle length in pearl millet: the role of farmerâ€™s practices and gene flow.
Genetica, 2011, 139, 1367-1380. 0.5 16

1303 Genetic variation and association mapping of silica concentration in rice hulls using a germplasm
collection. Genetica, 2011, 139, 1383-1398. 0.5 33

1304 Historical process lead to false genetic signal of current connectivity among populations. Genetica,
2011, 139, 1417-1428. 0.5 12

1305 Genetic diversity and differentiation of Michelia maudiae (Magnoliaceae) revealed by nuclear and
chloroplast microsatellite markers. Genetica, 2011, 139, 1439-1447. 0.5 6

1306 Choosing the number of clusters. Wiley Interdisciplinary Reviews: Data Mining and Knowledge
Discovery, 2011, 1, 252-260. 4.6 56

1307 Directional genetic selection by pulp mill effluent on multiple natural populations of three-spined
stickleback (Gasterosteus aculeatus). Ecotoxicology, 2011, 20, 503-512. 1.1 30

1308 Genetic studies in Centrosema pubescens benth, a tropical forage legume: the mating system, genetic
variability and genetic relationships between Centrosema species. Euphytica, 2011, 181, 223-235. 0.6 6

1309 Parasite diversity, patterns of MHC II variation and olfactory based mate choice in diverging
three-spined stickleback ecotypes. Evolutionary Ecology, 2011, 25, 605-622. 0.5 110

1310 Fine-scale spatial genetic structure and within population male-biased gene-flow in the grasshopper
Mioscirtus wagneri. Evolutionary Ecology, 2011, 25, 1127-1144. 0.5 15

1311 Microsatellite analysis supports mitochondrial phylogeography of the hellbender (Cryptobranchus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 342 Td (alleganiensis). Genetica, 2011, 139, 209-219.0.5 14

1312 Genetic differentiation in natural populations of a Keystone Bunchgrass (Aristida stricta) across its
native range. Genetica, 2011, 139, 261-271. 0.5 6

1313 A first insight into population structure and linkage disequilibrium in the US peanut minicore
collection. Genetica, 2011, 139, 411-429. 0.5 57

1314
Genetic structure and variability of the endemic and vulnerable Vellozia gigantea (Velloziaceae)
associated with the landscape in the EspinhaÃ§o Range, in southeastern Brazil: implications for
conservation. Genetica, 2011, 139, 431-440.

0.5 44

1315 Population structure in sorghum accessions from West Africa differing in race and maturity class.
Genetica, 2011, 139, 453-463. 0.5 19

1316 Genetic diversity and population structure of two important medicinal plant species Schisandra
chinensis and Schisandra sphenanthera revealed by nuclear microsatellites. Genetica, 2011, 139, 497-503. 0.5 4

1317 Population genetic structure and phylogeographical pattern of rice grasshopper, Oxya hyla intricata,
across Southeast Asia. Genetica, 2011, 139, 511-524. 0.5 11

1318 Phylogeography of the red coral (Corallium rubrum): inferences on the evolutionary history of a
temperate gorgonian. Genetica, 2011, 139, 855-869. 0.5 44



75

Citation Report

# Article IF Citations

1319 Microsatellite variation suggests a recent fine-scale population structure of Drosophila sechellia, a
species endemic of the Seychelles archipelago. Genetica, 2011, 139, 909-919. 0.5 13

1320 Post-glacial evolution of Panicum virgatum: centers of diversity and gene pools revealed by SSR
markers and cpDNA sequences. Genetica, 2011, 139, 933-948. 0.5 85

1321 Comparison of SSRs and SNPs in assessment of genetic relatedness in maize. Genetica, 2011, 139,
1045-1054. 0.5 88

1322
Genetic structure and core collection of the World Olive Germplasm Bank of Marrakech: towards
the optimised management and use of Mediterranean olive genetic resources. Genetica, 2011, 139,
1083-1094.

0.5 132

1323 Diversity and genetic connectivity among populations of a threatened tree (Dalbergia nigra) in a
recently fragmented landscape of the Brazilian Atlantic Forest. Genetica, 2011, 139, 1159-1168. 0.5 16

1324 Genetic diversity of Ovis aries populations near domestication centers and in the New World.
Genetica, 2011, 139, 1169-1178. 0.5 22

1325 Patterns of spatial genetic structuring in the endangered limpet Patella ferruginea: implications for
the conservation of a Mediterranean endemic. Genetica, 2011, 139, 1293-1308. 0.5 29

1326 Polyploid origin, genetic diversity and population structure in the tetraploid sea lavender Limonium
narbonense Miller (Plumbaginaceae) from eastern Spain. Genetica, 2011, 139, 1309-1322. 0.5 29

1327 Development and use of microsatellite markers for genetic diversity analysis of caÃ±ahua
(Chenopodium pallidicaule Aellen). Genetic Resources and Crop Evolution, 2011, 58, 727-739. 0.8 10

1328
Single-locus EST-SSR markers for characterization of population genetic diversity and structure
across ploidy levels in switchgrass (Panicum virgatum L.). Genetic Resources and Crop Evolution, 2011,
58, 919-931.

0.8 10

1329 Identification and evaluation of Forsythia germplasm using molecular markers. Genetic Resources and
Crop Evolution, 2011, 58, 1225-1235. 0.8 5

1330 Population genetic structure of the round goby in Lake Michigan: implications for dispersal of
invasive species. Hydrobiologia, 2011, 663, 71-82. 1.0 36

1331 Dispersal and demography of brown trout, Salmo trutta, inferred from population and family
structure in unstable Mediterranean streams. Hydrobiologia, 2011, 671, 105-119. 1.0 12

1332 Invasion of Rhynchosporium commune onto wild barley in the Middle East. Biological Invasions, 2011,
13, 321-330. 1.2 6

1333 Distinct invasion sources of common ragweed (Ambrosia artemisiifolia) in Eastern and Western
Europe. Biological Invasions, 2011, 13, 933-944. 1.2 69

1334 Molecular markers reconstruct the invasion history of variable leaf watermilfoil (Myriophyllum) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 142 Td (heterophyllum) and distinguish it from closely related species. Biological Invasions, 2011, 13, 1687-1709.1.2 18

1335 Genetic assessment, illegal trafficking and management of the Mediterranean spur-thighed tortoise in
Southern Spain and Northern Africa. Conservation Genetics, 2011, 12, 1-13. 0.8 13

1336 Genetic structure in species with shallow evolutionary lineages: a case study of the rare flatfish
Verasper variegatus. Conservation Genetics, 2011, 12, 139-159. 0.8 18



76

Citation Report

# Article IF Citations

1337 The genetic consequences of a demographic bottleneck in an introduced biological control insect.
Conservation Genetics, 2011, 12, 201-211. 0.8 36

1338 Micro-spatial genetic structure in song sparrows (Melospiza melodia). Conservation Genetics, 2011, 12,
213-222. 0.8 17

1339 Genetic consequences of trumpeter swan (Cygnus buccinator) reintroductions. Conservation
Genetics, 2011, 12, 257-268. 0.8 7

1340 Conservation genetics of Butte County meadowfoam (Limnanthes floccosa ssp. californica Arroyo),
an endangered vernal pool endemic. Conservation Genetics, 2011, 12, 311-323. 0.8 8

1341 The genetic status of two subspecies of Rhodeus atremius, an endangered bitterling in Japan.
Conservation Genetics, 2011, 12, 383-400. 0.8 20

1342 Phylogeographic analysis of nuclear and mtDNA supports subspecies designations in the ostrich
(Struthio camelus). Conservation Genetics, 2011, 12, 423-431. 0.8 29

1343 Effect of human-mediated migration and hybridization on the recovery of the American crocodile in
Florida (USA). Conservation Genetics, 2011, 12, 449-459. 0.8 24

1344 Genetic structure of the critically endangered plant Tricyrtis ishiiana (Convallariaceae) in relict
populations of Japan. Conservation Genetics, 2011, 12, 491-501. 0.8 28

1345 Population structure and genetic diversity of greater sage-grouse (Centrocercus urophasianus) in
fragmented landscapes at the northern edge of their range. Conservation Genetics, 2011, 12, 527-542. 0.8 42

1346 Historical isolation and hydrodynamically constrained gene flow in declining populations of the
South-African abalone, Haliotis midae. Conservation Genetics, 2011, 12, 543-555. 0.8 31

1347 No evident spatial genetic structuring in the rapidly declining Black-tailed Godwit Limosa limosa
limosa in The Netherlands. Conservation Genetics, 2011, 12, 629-636. 0.8 9

1348
Genetic relationships of hellbenders in the Ozark highlands of Missouri and conservation
implications for the Ozark subspecies (Cryptobranchus alleganiensis bishopi). Conservation Genetics,
2011, 12, 637-646.

0.8 16

1349 Genetic structure of Brandtâ€™s vole (Lasiopodomys brandtii) populations in Inner Mongolia, China,
based on microsatellite analysis. Conservation Genetics, 2011, 12, 659-667. 0.8 4

1350 Signatures of demographic bottlenecks in European wolf populations. Conservation Genetics, 2011, 12,
701-712. 0.8 48

1351 Genetic discontinuity among regional populations of Lophelia pertusa in the North Atlantic Ocean.
Conservation Genetics, 2011, 12, 713-729. 0.8 68

1352 Substantial genetic structure among stocked and native populations of the European grayling
(Thymallus thymallus, Salmonidae) in the United Kingdom. Conservation Genetics, 2011, 12, 731-744. 0.8 19

1353 Genetic variation of wild litchi (Litchi chinensis Sonn. subsp. chinensis) revealed by microsatellites.
Conservation Genetics, 2011, 12, 753-760. 0.8 9

1354 Effective population size is strongly correlated with breeding pond size in the endangered California
tiger salamander, Ambystoma californiense. Conservation Genetics, 2011, 12, 911-920. 0.8 42



77

Citation Report

# Article IF Citations

1355 Genetic analysis of populations of the threatened bat Pteropus mariannus. Conservation Genetics,
2011, 12, 933-941. 0.8 30

1356 Population genetic structure and history of fragmented remnant populations of the New England
cottontail (Sylvilagus transitionalis). Conservation Genetics, 2011, 12, 943-958. 0.8 32

1357 Population genetic structure and conservation genetics of threatened Okaloosa darters (Etheostoma) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (okaloosae). Conservation Genetics, 2011, 12, 981-989.0.8 24

1358 Patterns of differentiation among endangered pondberry populations. Conservation Genetics, 2011, 12,
1015-1026. 0.8 10

1359 Remnant native Phragmites australis maintains genetic diversity despite multiple threats.
Conservation Genetics, 2011, 12, 1027-1033. 0.8 33

1360 Fine scale population genetic structure of pumas in the Intermountain West. Conservation Genetics,
2011, 12, 1049-1059. 0.8 29

1361
Depleted genetic variation of the European ground squirrel in Central Europe in both microsatellites
and the major histocompatibility complex gene: implications for conservation. Conservation Genetics,
2011, 12, 1115-1129.

0.8 35

1362 Genetic discontinuities in a continuously distributed and highly mobile ungulate, the Norwegian
moose. Conservation Genetics, 2011, 12, 1131-1143. 0.8 25

1363 Low effective population size and survivorship in a grassland grouse. Conservation Genetics, 2011, 12,
1205-1214. 0.8 11

1364 Empirical assessment of software efficiency and accuracy to detect introgression under variable
stocking scenarios in brook charr (Salvelinus fontinalis). Conservation Genetics, 2011, 12, 1215-1227. 0.8 25

1365 Genetic monitoring and effects of stocking practices on small Cyprinus carpio populations.
Conservation Genetics, 2011, 12, 1299-1311. 0.8 2

1366 Genetic structure and connectivity among lake populations of threatened Paratherina sailfin
silversides from Sulawesi, Indonesia. Conservation Genetics, 2011, 12, 1387-1393. 0.8 7

1367 Population genetics and conservation implications for the endangered delta smelt in the San
Francisco Bay-Delta. Conservation Genetics, 2011, 12, 1421-1434. 0.8 2

1368 Genetic diversity, population genetic structure and demographic history of Przewalskiâ€™s gazelle
(Procapra przewalskii): implications for conservation. Conservation Genetics, 2011, 12, 1457-1468. 0.8 22

1369 Genetic analysis of the endemic island loggerhead shrike, Lanius ludovicianus anthonyi. Conservation
Genetics, 2011, 12, 1485-1493. 0.8 17

1370 Substantial molecular variation and low genetic structure in Kenyaâ€™s black rhinoceros: implications
for conservation. Conservation Genetics, 2011, 12, 1575-1588. 0.8 18

1371 Genetic consequences of isolation: island tammar wallaby (Macropus eugenii) populations and the
conservation of threatened species. Conservation Genetics, 2011, 12, 1619-1631. 0.8 18

1372
Facts and uncertainties about the genetic population structure of Atlantic bluefin tuna (Thunnus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 67 Td (thynnus) in the Mediterranean. Implications for fishery management. Reviews in Fish Biology and

Fisheries, 2011, 21, 527-541.
2.4 29



78

Citation Report

# Article IF Citations

1373 Genome-wide association mapping: a case study in bread wheat (Triticum aestivum L.). Molecular
Breeding, 2011, 27, 37-58. 1.0 278

1374 Structure of genetic diversity in Olea europaea L. cultivars from central Italy. Molecular Breeding,
2011, 27, 533-547. 1.0 44

1375 Characterization of a global germplasm collection and its potential utilization for analysis of
complex quantitative traits in maize. Molecular Breeding, 2011, 28, 511-526. 1.0 324

1376
Genetic diversity and structure of western white pine (Pinus monticola) in North America: a baseline
study for conservation, restoration, and addressing impacts of climate change. Tree Genetics and
Genomes, 2011, 7, 11-21.

0.6 20

1377
Genotyping systems for Eucalyptus based on tetra-, penta-, and hexanucleotide repeat EST
microsatellites and their use for individual fingerprinting and assignment tests. Tree Genetics and
Genomes, 2011, 7, 63-77.

0.6 53

1378 Long-term human impacts on genetic structure of Italian walnut inferred by SSR markers. Tree
Genetics and Genomes, 2011, 7, 707-723. 0.6 68

1379 Genetic variability and diversification process in local pear cultivars from northwestern Spain using
microsatellites. Tree Genetics and Genomes, 2011, 7, 1041-1056. 0.6 47

1380 Molecular characterization and identification of a group of local Olea europaea L. varieties. Tree
Genetics and Genomes, 2011, 7, 1185-1198. 0.6 27

1381 Phenotypic and genetic differences in a perennial herb across a natural gradient of CO2
concentration. Oecologia, 2011, 165, 809-818. 0.9 33

1382
Genetic diversity and genetic structure of different populations of the endangered species Davidia
involucrata in China detected by inter-simple sequence repeat analysis. Trees - Structure and Function,
2011, 25, 1063-1071.

0.9 12

1383 Association mapping of dynamic developmental plant height in common wheat. Planta, 2011, 234,
891-902. 1.6 48

1384 Morphological, phytochemical and genetic variation in mixed stands and a hybrid swarm of Senecio
germanicus and S. ovatus (Compositae, Senecioneae). Plant Systematics and Evolution, 2011, 293, 177-191. 0.3 18

1385 Genetic and morphological variation in the diploidâ€“polyploid Alyssum montanum in Central Europe:
taxonomic and evolutionary considerations. Plant Systematics and Evolution, 2011, 294, 1-25. 0.3 56

1386 Population genetics of the invasive water weed Elodea canadensis in Finnish waterways. Plant
Systematics and Evolution, 2011, 294, 27-37. 0.3 9

1387 Genetic structure of Eurasian and North American Leymus (Triticeae) wildryes assessed by chloroplast
DNA sequences and AFLP profiles. Plant Systematics and Evolution, 2011, 294, 207-225. 0.3 21

1388 Genetic structure in peripheral Western European populations of the endangered species Cochlearia
pyrenaica (Brassicaceae). Plant Systematics and Evolution, 2011, 297, 75-85. 0.3 15

1389 Combined meta-genomics analyses unravel candidate genes for the grain dietary fiber content in bread
wheat (Triticum aestivum L.). Functional and Integrative Genomics, 2011, 11, 71-83. 1.4 76

1390 Genetic diversity and structure of a Mediterranean endemic plant in Corsica (<i>Mercurialis) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (corsica</i>, Euphorbiaceae). Population Ecology, 2011, 53, 573-586.0.7 10



79

Citation Report

# Article IF Citations

1391 Strong genetic differentiation among east Atlantic populations of the sword razor shell (Ensis) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (siliqua) assessed with mtDNA and RAPD markers. Helgoland Marine Research, 2011, 65, 81-89.1.3 10

1392 Genetic structure of island populations of Prunus lannesiana var. speciosa revealed by chloroplast
DNA, AFLP and nuclear SSR loci analyses. Journal of Plant Research, 2011, 124, 11-23. 1.2 35

1393 Phylogeographic structure of Terminalia franchetii (Combretaceae) in southwest China and its
implications for drainage geological history. Journal of Plant Research, 2011, 124, 63-73. 1.2 38

1394 The genetic structure of Quercus crispula in northeastern Japan as revealed by nuclear simple
sequence repeat loci. Journal of Plant Research, 2011, 124, 645-654. 1.2 25

1395 Process to extinction and genetic structure of a threatened Japanese conifer species,<i>Picea
koyamae</i>. Journal of Forest Research, 2011, 16, 292-301. 0.7 7

1396 Genetic variation in Black Grouse populations with different lekking systems in the Czech Republic.
Journal of Ornithology, 2011, 152, 37-44. 0.5 9

1397
Interfertile oaks in an island environment: I. High nuclear genetic differentiation and high degree of
chloroplast DNA sharing between Q. alnifolia and Q. coccifera in Cyprus. A multipopulation study.
European Journal of Forest Research, 2011, 130, 543-555.

1.1 20

1398 Low genetic variation support bottlenecks in Scandinavian red deer. European Journal of Wildlife
Research, 2011, 57, 1137-1150. 0.7 12

1399 Population structure of the predatory mite Neoseiulus womersleyi in a tea field based on an analysis
of microsatellite DNA markers. Experimental and Applied Acarology, 2011, 53, 1-15. 0.7 16

1400
Molecular characterization of Psyttalia lounsburyi, a candidate biocontrol agent of the olive fruit
fly, and its Wolbachia symbionts as a pre-requisite for future intraspecific hybridization. BioControl,
2011, 56, 713-724.

0.9 16

1401 Low connectivity and declining genetic variability along a depth gradient in Corallium rubrum
populations. Coral Reefs, 2011, 30, 991-1003. 0.9 75

1402 Hierarchical classification of switchgrass genotypes using SSR and chloroplast sequences: ecotypes,
ploidies, gene pools, and cultivars. Theoretical and Applied Genetics, 2011, 122, 805-817. 1.8 80

1403
Genetic structure and relationships within and between cultivated and wild sorghum (Sorghum) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 267 Td (bicolor (L.) Moench) in Kenya as revealed by microsatellite markers. Theoretical and Applied Genetics,

2011, 122, 989-1004.
1.8 48

1404 Effect of population structure corrections on the results of association mapping tests in complex
maize diversity panels. Theoretical and Applied Genetics, 2011, 122, 1149-1160. 1.8 63

1405 High-throughput genotyping of hop (Humulus lupulus L.) utilising diversity arrays technology (DArT).
Theoretical and Applied Genetics, 2011, 122, 1265-1280. 1.8 30

1406 Genetic diversity and structure of a worldwide collection of Phaseolus coccineus L.. Theoretical and
Applied Genetics, 2011, 122, 1281-1291. 1.8 54

1407 Determination of genetic structure of germplasm collections: are traditional hierarchical clustering
methods appropriate for molecular marker data?. Theoretical and Applied Genetics, 2011, 123, 195-205. 1.8 103

1408 Genetic structure and diversity of wild sorghum populations (Sorghum spp.) from different
eco-geographical regions of Kenya. Theoretical and Applied Genetics, 2011, 123, 571-583. 1.8 16



80

Citation Report

# Article IF Citations

1409 Genetic diversity and population structure in cultivated sunflower and a comparison to its wild
progenitor, Helianthus annuus L. Theoretical and Applied Genetics, 2011, 123, 693-704. 1.8 147

1410
Targeted association analysis identified japonica rice varieties achieving Na+/K+ homeostasis without
the allelic make-up of the salt tolerant indica variety Nona Bokra. Theoretical and Applied Genetics,
2011, 123, 881-895.

1.8 71

1411 Selection for low-temperature germinability on the short arm of chromosome 3 in rice cultivars
adapted to Hokkaido, Japan. Theoretical and Applied Genetics, 2011, 123, 1089-1097. 1.8 16

1412
Genetic diversity, structure, gene flow and evolutionary relationships within the Sorghum bicolor
wildâ€“weedyâ€“crop complex in a western African region. Theoretical and Applied Genetics, 2011, 123,
1231-1246.

1.8 59

1413 Population structure and markerâ€“trait association analysis of the US peanut (Arachis hypogaea L.)
mini-core collection. Theoretical and Applied Genetics, 2011, 123, 1307-1317. 1.8 128

1414 Patterns of molecular variation in a species-wide germplasm set of Brassica napus. Theoretical and
Applied Genetics, 2011, 123, 1413-1423. 1.8 171

1415 Population structure of Apis cerana in Thailand reflects biogeography and current gene flow rather
than Varroa mite association. Insectes Sociaux, 2011, 58, 445-452. 0.7 25

1416 Genetic structure and gene flow of eelgrass Zostera marina populations in Tokyo Bay, Japan:
implications for their restoration. Marine Biology, 2011, 158, 871-882. 0.7 34

1417 Microsatellite data reveal fine genetic structure in male Guiana dolphins (Sotalia guianesis) in two
geographically close embayments at south-eastern coast of Brazil. Marine Biology, 2011, 158, 927-933. 0.7 12

1418 Analysis of individual year-classes of a marine fish reveals little evidence of first-generation hybrids
between cryptic species in sympatric regions. Marine Biology, 2011, 158, 1815-1827. 0.7 13

1419
The Influence of Historical Geneflow, Bathymetry and Distribution Patterns on the Population
Genetics of Morphologically Diverse GalÃ¡pagosâ€™ Opuntia echios. Journal of Molecular Evolution, 2011,
72, 315-325.

0.8 7

1420 The Microbial Phyllogeography of the Carnivorous Plant Sarracenia alata. Microbial Ecology, 2011, 61,
750-758. 1.4 34

1421 Population genetic structure of Juniperus phoenicea (Cupressaceae) in the western Mediterranean
Basin: gradient of diversity on a broad geographical scale. Annals of Forest Science, 2011, 68, 1341-1350. 0.8 23

1422 Dissecting Genetic Structure in Farmer Selections of Theobroma Cacao in the Peruvian Amazon:
Implications for on Farm Conservation and Rehabilitation. Tropical Plant Biology, 2011, 4, 106-116. 1.0 18

1423 Genetic Diversity of a Parasitic Weed, Striga hermonthica, on Sorghum and Pearl Millet in Mali.
Tropical Plant Biology, 2011, 4, 91-98. 1.0 16

1424 Genetic Diversity and Population Structure of the Brachiaria brizantha Germplasm. Tropical Plant
Biology, 2011, 4, 157-169. 1.0 27

1425 Molecular Diversity and Genetic Structure of Guineagrass (Panicum maximum Jacq.), a Tropical
Pasture Grass. Tropical Plant Biology, 2011, 4, 185-202. 1.0 12

1426 A Natural Homoploid Hybrid between Centaurea horrida and Centaurea filiformis (Asteraceae) as
Revealed by Morphological and Genetic Traits. Folia Geobotanica, 2011, 46, 69-86. 0.4 23



81

Citation Report

# Article IF Citations

1427 Genetic Variation in the Common Reed, Phragmites australis, in the Mississippi River Delta Marshes:
Evidence for Multiple Introductions. Estuaries and Coasts, 2011, 34, 851-862. 1.0 70

1428 Phylogeography of einkorn landraces in the Mediterranean basin and Central Europe: population
structure and cultivation history. Archaeological and Anthropological Sciences, 2011, 3, 327-341. 0.7 16

1429 Genetic variation and population structure of the Pacific cod Gadus macrocephalus in Korean waters
revealed by mtDNA and msDNA markers. Fisheries Science, 2011, 77, 945-952. 0.7 28

1430 Microsatellites reveal widespread predominance of an invasive over an indigenous Bemisia tabaci in
Venezuela. Phytoparasitica, 2011, 39, 419-428. 0.6 13

1431 Isolation and characterization of 28 polymorphic SSR loci from castor bean (Ricinus communis L.).
Journal of Crop Science and Biotechnology, 2011, 14, 97-103. 0.7 20

1432 Genetic diversity of physic nut (Jatropha curcas L.) revealed by SSR markers. Journal of Crop Science
and Biotechnology, 2011, 14, 105-110. 0.7 15

1433 Evaluation of the genetic diversity and population structure of sesame (Sesamum indicum L.) using
microsatellite markers. Genes and Genomics, 2011, 33, 187-195. 0.5 42

1434 High population diversity and increasing importance of the Eucalyptus stem canker pathogen,
Teratosphaeria zuluensis, in South China. Australasian Plant Pathology, 2011, 40, 407-415. 0.5 22

1435 Fine mapping of the awn gene on chromosome 4 in rice by association and linkage analyses. Science
Bulletin, 2011, 56, 835-839. 1.7 26

1436 Characterization of Sucrose transporter alleles and their association with seed yield-related traits
in Brassica napus L. BMC Plant Biology, 2011, 11, 168. 1.6 23

1437 Recent increase of genetic diversity in Plasmodium vivax population in the Republic of Korea. Malaria
Journal, 2011, 10, 257. 0.8 14

1438 Restricted gene flow at the micro- and macro-geographical scale in marble trout based on mtDNA and
microsatellite polymorphism. Frontiers in Zoology, 2011, 8, 7. 0.9 22

1439 Genetic components of grey cattle in Estonia as revealed by microsatellite analysis using two Bayesian
clustering methods. BMC Research Notes, 2011, 4, 37. 0.6 6

1440 Genetic diversity and population structure of Glossina pallidipes in Uganda and western Kenya.
Parasites and Vectors, 2011, 4, 122. 1.0 32

1441 Temporal stability in the genetic structure of Sarcoptes scabiei under the host-taxon law: empirical
evidences from wildlife-derived Sarcoptes mite in Asturias, Spain. Parasites and Vectors, 2011, 4, 151. 1.0 39

1442 The curse of the prey: Sarcoptes mite molecular analysis reveals potential prey-to-predator parasitic
infestation in wild animals from Masai Mara, Kenya. Parasites and Vectors, 2011, 4, 193. 1.0 40

1443 Genetic differentiation of European grayling (Thymallus thymallus) populations in Serbia, based on
mitochondrial and nuclear DNA analyses. Genetics Selection Evolution, 2011, 43, 2. 1.2 20

1444 Diversification across an altitudinal gradient in the Tiny Greenbul (Phyllastrephus debilis) from the
Eastern Arc Mountains of Africa. BMC Evolutionary Biology, 2011, 11, 117. 3.2 33



82

Citation Report

# Article IF Citations

1445 The impact of distance and a shifting temperature gradient on genetic connectivity across a
heterogeneous landscape. BMC Evolutionary Biology, 2011, 11, 126. 3.2 19

1446 Introgression and rapid species turnover in sympatric damselflies. BMC Evolutionary Biology, 2011, 11,
210. 3.2 35

1447 A hitchhikers guide to the GalÃ¡pagos: co-phylogeography of GalÃ¡pagos mockingbirds and their
parasites. BMC Evolutionary Biology, 2011, 11, 284. 3.2 57

1448
Comparative phylogeography of two related plant species with overlapping ranges in Europe, and the
potential effects of climate change on their intraspecific genetic diversity. BMC Evolutionary Biology,
2011, 11, 29.

3.2 35

1449 Hybridization of mouse lemurs: different patterns under different ecological conditions. BMC
Evolutionary Biology, 2011, 11, 297. 3.2 21

1450 Evolutionary history of barley cultivation in Europe revealed by genetic analysis of extant landraces.
BMC Evolutionary Biology, 2011, 11, 320. 3.2 50

1451
Selection and geographic isolation influence hummingbird speciation: genetic, acoustic and
morphological divergence in the wedge-tailed sabrewing (Campylopterus curvipennis). BMC
Evolutionary Biology, 2011, 11, 38.

3.2 73

1452 What's in a name; Genetic structure in Solanum section Petota studied using population-genetic
tools. BMC Evolutionary Biology, 2011, 11, 42. 3.2 38

1453
Plio-Pleistocene sea level and temperature fluctuations in the northwestern Pacific promoted
speciation in the globally-distributed flathead mullet Mugil cephalus. BMC Evolutionary Biology, 2011,
11, 83.

3.2 146

1454 Genome-wide distribution of genetic diversity and linkage disequilibrium in elite sugar beet
germplasm. BMC Genomics, 2011, 12, 484. 1.2 18

1455 Variation in <i>NGFB</i> is associated with primary affective disorders in women. American Journal of
Medical Genetics Part B: Neuropsychiatric Genetics, 2011, 156, 401-412. 1.1 8

1456
Southeast Asian origins of five Hill Tribe populations and correlation of genetic to linguistic
relationships inferred with genomeâ€•wide SNP data. American Journal of Physical Anthropology, 2011,
144, 300-308.

2.1 16

1457 Genetic variability, phylogenetic relationships and gene flow in Triatoma infestans dark morphs from
the Argentinean Chaco. Infection, Genetics and Evolution, 2011, 11, 895-903. 1.0 27

1458 Human impact on genetic diversity of Toxoplasma gondii: Example of the anthropized environment
from French Guiana. Infection, Genetics and Evolution, 2011, 11, 1378-1387. 1.0 75

1459
Phylogenetics and phylogeography of the monocot genus Baldellia (Alismataceae): Mediterranean
refugia, suture zones and implications for conservation. Molecular Phylogenetics and Evolution,
2011, 58, 33-42.

1.2 19

1460
Utility of microsatellites and mitochondrial DNA for species delimitation in the spruce budworm
(Choristoneura fumiferana) species complex (Lepidoptera: Tortricidae). Molecular Phylogenetics and
Evolution, 2011, 58, 232-243.

1.2 40

1461
Glacial survival east and west of the â€˜Mekongâ€“Salween Divideâ€™ in the Himalayaâ€“Hengduan Mountains
region as revealed by AFLPs and cpDNA sequence variation in Sinopodophyllum hexandrum
(Berberidaceae). Molecular Phylogenetics and Evolution, 2011, 59, 412-424.

1.2 127

1462
Population genetic patterns revealed by microsatellite data challenge the mitochondrial DNA based
taxonomy of Astyanax in Mexico (Characidae, Teleostei). Molecular Phylogenetics and Evolution, 2011,
60, 89-97.

1.2 48



83

Citation Report

# Article IF Citations

1463
Complex patterns of speciation in cosmopolitan â€œrock posyâ€• lichens â€“ Discovering and delimiting
cryptic fungal species in the lichen-forming Rhizoplaca melanophthalma species-complex
(Lecanoraceae, Ascomycota). Molecular Phylogenetics and Evolution, 2011, 59, 587-602.

1.2 91

1464
Species delimitation in taxonomically difficult lichen-forming fungi: An example from
morphologically and chemically diverse Xanthoparmelia (Parmeliaceae) in North America. Molecular
Phylogenetics and Evolution, 2011, 60, 317-332.

1.2 81

1465 Genetic Analysis of Population Structure of &lt;I&gt;Coptotermes gestroi&lt;/I&gt; (Isoptera:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (Rhinotermitidae) in Native and Introduced Populations. Environmental Entomology, 2011, 40, 470-476.0.7 15

1466 Nuclear and mitochondrial patterns of introgression into native dark bees (Apis mellifera mellifera)
in Poland. Journal of Apicultural Research, 2011, 50, 116-129. 0.7 46

1467 Genetic analysis reveals two stocks of skipjack tuna (Katsuwonus pelamis) in the northwestern Indian
Ocean. Canadian Journal of Fisheries and Aquatic Sciences, 2011, 68, 210-223. 0.7 18

1468 Genetic and morphological variation in<i>Viola suavis</i>s.l. (Violaceae) in the western Balkan
Peninsula: two endemic subspecies revealed. Systematics and Biodiversity, 2011, 9, 211-231. 0.5 25

1469 Genetic variation within and between winter wheat genotypes from Turkey, Kazakhstan, and Europe as
determined by nucleotide-binding-site profiling. Genome, 2011, 54, 419-430. 0.9 8

1470
Major Lineages and Metapopulations in Columbia River <i>Oncorhynchus mykiss</i> Are Structured by
Dynamic Landscape Features and Environments. Transactions of the American Fisheries Society, 2011,
140, 665-684.

0.6 39

1471 Inference of Population Structure and Patterns of Gene Flow in Canine Heartworm (Dirofilaria) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 422 Td (immitis). Journal of Parasitology, 2011, 97, 602-609.0.3 17

1472 Genetic affinity and admixture of northern Thai people along their migration route in northern
Thailand: evidence from autosomal STR loci. Journal of Human Genetics, 2011, 56, 130-137. 1.1 19

1473 Biodiversity studies in<i>Phaseolus</i>species by DNA barcoding. Genome, 2011, 54, 529-545. 0.9 27

1474 Evaluation of Woundfin Augmentation Efforts in the Virgin River by Estimation of Admixture
Proportions. Transactions of the American Fisheries Society, 2011, 140, 598-604. 0.6 4

1475 Leveraging Genomic Resources of Model Species for the Assessment of Diversity and Phylogeny in
Wild and Domesticated Lentil. Journal of Heredity, 2011, 102, 315-329. 1.0 63

1476 Polymorphism and Divergence in Two Willow Species,<i>Salix viminalis</i>L. and<i>Salix
schwerinii</i>E. Wolf. G3: Genes, Genomes, Genetics, 2011, 1, 387-400. 0.8 30

1477 Advergence in MÃ¼llerian mimicry: the case of the poison dart frogs of Northern Peru revisited.
Biology Letters, 2011, 7, 796-800. 1.0 21

1478
Worldwide patterns of genetic differentiation imply multiple â€˜domesticationsâ€™ of<i>Aedes aegypti</i>,
a major vector of human diseases. Proceedings of the Royal Society B: Biological Sciences, 2011, 278,
2446-2454.

1.2 213

1479 Pollinatorâ€•mediated gene flow fosters genetic variability in a narrow alpine endemic, <i>Abronia
alpina</i> (Nyctaginaceae). American Journal of Botany, 2011, 98, 1583-1594. 0.8 14

1480
Evidence from Cameroon reveals differences in the genetic structure and histories of chimpanzee
populations. Proceedings of the National Academy of Sciences of the United States of America, 2011,
108, 4766-4771.

3.3 103



84

Citation Report

# Article IF Citations

1481
Longâ€•distance dispersal and high genetic diversity are implicated in the invasive spread of the common
reed, <i>Phragmites australis</i> (Poaceae), in northeastern North America. American Journal of
Botany, 2011, 98, 1180-1190.

0.8 82

1482 Limited Geographical Origin and Global Spread of Sulfadoxine-Resistant dhps Alleles in Plasmodium
falciparum Populations. Journal of Infectious Diseases, 2011, 204, 1980-1988. 1.9 74

1483 Comparison of Bayesian Clustering and Edge Detection Methods for Inferring Boundaries in Landscape
Genetics. International Journal of Molecular Sciences, 2011, 12, 865-889. 1.8 149

1484 Landscape Genetics of Fishers (Martes pennanti) in the Northeast: Dispersal Barriers and Historical
Influences. Journal of Heredity, 2011, 102, 251-259. 1.0 25

1485 Conservation genetics of the rare Pyreneo-Cantabrian endemic Aster pyrenaeus (Asteraceae). AoB
PLANTS, 2011, 2011, plr029. 1.2 12

1486 Genetic Consequences of Group Living in Mongolian Gerbils. Journal of Heredity, 2011, 102, 554-561. 1.0 9

1487
High Genetic Differentiation Among French Populations of the Orsiniâ€™s Viper (Vipera ursinii ursinii)
Based on Mitochondrial and Microsatellite Data: Implications for Conservation Management. Journal
of Heredity, 2011, 102, 67-78.

1.0 17

1488 Evolutionary diversification and geographical isolation in Dubautia laxa (Asteraceae), a widespread
member of the Hawaiian silversword alliance. Annals of Botany, 2011, 107, 357-370. 1.4 19

1489
Population Genetic Structure of Clinical and Environmental Isolates of Blastomyces dermatitidis,
Based on 27 Polymorphic Microsatellite Markers. Applied and Environmental Microbiology, 2011, 77,
5123-5131.

1.4 34

1490 Genetic consequences of seed banks in the perennial herb <i>Arabidopsis lyrata</i> subsp.
<i>petraea</i> (Brassicaceae). American Journal of Botany, 2011, 98, 1475-1485. 0.8 16

1491 Living Together but Remaining Apart: Atlantic and Mediterranean Loggerhead Sea Turtles (Caretta) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 342 Td (caretta) in Shared Feeding Grounds. Journal of Heredity, 2011, 102, 666-677.1.0 70

1492 Population Genetic Structure in German Cockroaches (Blattella Germanica): Differentiated Islands in
an Agricultural Landscape. Journal of Heredity, 2011, 102, 175-183. 1.0 29

1493 The evolution of sensory divergence in the context of limited gene flow in the bumblebee bat. Nature
Communications, 2011, 2, 573. 5.8 85

1494 Species Delimitation under the General Lineage Concept: An Empirical Example Using Wild North
American Hops (Cannabaceae: Humulus lupulus). Systematic Biology, 2011, 60, 45-59. 2.7 76

1495 Genetic diversity of the European pond turtle (Emys orbicularis) in the South-West region of Hungary
â€“ first results. Amphibia - Reptilia, 2011, 32, 519-526. 0.1 2

1496 Linear landscape elements in an Austrian viticultural landscape have limited effects on spatial
patterns of plant genetic diversity. Plant Ecology and Diversity, 2011, 4, 167-178. 1.0 0

1497 Race as a Social Construct in Head and Neck Cancer Outcomes. Otolaryngology - Head and Neck
Surgery, 2011, 144, 381-389. 1.1 14

1498 A microsatellites-based survey on the genetic structure of two Italian local chicken breeds. Italian
Journal of Animal Science, 2011, 10, e39. 0.8 16



85

Citation Report

# Article IF Citations

1499 Genetic characterization and structure of the Italian Podolian cattle breed and its relationship with
some major European breeds. Italian Journal of Animal Science, 2011, 10, e54. 0.8 8

1500 Structurama: Bayesian Inference of Population Structure. Evolutionary Bioinformatics, 2011, 7,
EBO.S6761. 0.6 95

1501 Influences of landscape and pollinators on population genetic structure: Examples from three
Penstemon (Plantaginaceae) species in the Great Basin. American Journal of Botany, 2011, 98, 109-121. 0.8 69

1502
A sequential approach using genetic and morphological analyses to test species status: The case of
United States federally endangered <i>Agalinis acuta</i> (Orobanchaceae). American Journal of
Botany, 2011, 98, 859-871.

0.8 7

1503 Low levels of population genetic structure inPinus contorta(Pinaceae) across a geographic mosaic of
co-evolution. American Journal of Botany, 2011, 98, 669-679. 0.8 33

1504 Evidence for progenitorâ€“derivative speciation in sexually deceptive orchids. Annals of Botany, 2011,
108, 895-906. 1.4 20

1505 Fire Alters Patterns of Genetic Diversity Among 3 Lizard Species in Florida Scrub Habitat. Journal of
Heredity, 2011, 102, 399-408. 1.0 26

1506 Hundred years of genetic structure in a sediment revived diatom population. Proceedings of the
National Academy of Sciences of the United States of America, 2011, 108, 4252-4257. 3.3 155

1507 Genetic Structure of Muskrat (Ondatra zibethicus) and Its Concordance with Taxonomy in North
America. Journal of Heredity, 2011, 102, 688-696. 1.0 7

1508 Genetic diversity and population structure of Indonesian native chickens based on single nucleotide
polymorphism markers. Poultry Science, 2011, 90, 2471-2478. 1.5 15

1509 Genetic Diversity and Linkage Disequilibrium in Chinese Bread Wheat (Triticum aestivum L.) Revealed by
SSR Markers. PLoS ONE, 2011, 6, e17279. 1.1 172

1510 Genetic Diversity in Jatropha curcas Populations in the State of Chiapas, Mexico. Diversity, 2011, 3,
641-659. 0.7 26

1511 A Molecular Perspective on Systematics, Taxonomy and Classification Amazonian Discus Fishes of the
Genus Symphysodon. International Journal of Evolutionary Biology, 2011, 2011, 1-16. 1.0 28

1512 Responses to historical climate change identify contemporary threats to diversity in Dodecatheon.
Proceedings of the National Academy of Sciences of the United States of America, 2011, 108, 5655-5660. 3.3 27

1513 Geographic distribution of genetic variation among native and introduced populations of Chinese
tallow tree, <i> Triadica sebifera</i> (Euphorbiaceae). American Journal of Botany, 2011, 98, 1128-1138. 0.8 56

1514 Joint Inference of Population Assignment and Demographic History. Genetics, 2011, 189, 561-577. 1.2 20

1515
Phylogenetic and population genetic analyses of diploid <i>Leucaena</i> (Leguminosae; Mimosoideae)
reveal cryptic species diversity and patterns of divergent allopatric speciation. American Journal of
Botany, 2011, 98, 2049-2063.

0.8 39

1516 Genetic diversity, geographical range and origin of<i>Bemisia tabaci</i>(Hemiptera: Aleyrodidae) Indian
Ocean Ms. Bulletin of Entomological Research, 2011, 101, 487-497. 0.5 20



86

Citation Report

# Article IF Citations

1517 Speciation, Subspecies Divergence, and Paraphyly in the Cinnamon Teal and Blue-winged Teal. Condor,
2011, 113, 747-761. 0.7 7

1518 Spatial Genetic Structure of a Vector-Borne Generalist Pathogen. Applied and Environmental
Microbiology, 2011, 77, 2596-2601. 1.4 21

1519 Population Structure and Spatial Influence of Agricultural Variables on Hessian Fly Populations in
the Southeastern United States. Environmental Entomology, 2011, 40, 1303-1316. 0.7 11

1520
Species delimitation and evolution in morphologically and chemically diverse communities of the
lichenâ€•forming genus <i>Xanthoparmelia</i> (Parmeliaceae, Ascomycota) in western North America.
American Journal of Botany, 2011, 98, 175-188.

0.8 75

1521 Centennial olive trees as a reservoir of genetic diversity. Annals of Botany, 2011, 108, 797-807. 1.4 107

1522 A Monomorphic Haplotype of Chromosome Ia Is Associated with Widespread Success in Clonal and
Nonclonal Populations of Toxoplasma gondii. MBio, 2011, 2, e00228-11. 1.8 45

1523 High genetic diversity with moderate differentiation in Juniperus excelsa from Lebanon and the
eastern Mediterranean region. AoB PLANTS, 2011, 2011, plr003. 1.2 34

1524 An Evolutionary Analysis of RAC2 Identifies Haplotypes Associated with Human Autoimmune Diseases.
Molecular Biology and Evolution, 2011, 28, 3319-3329. 3.5 19

1525 Species Relationships in the Genus <i>Agrostis</i> Based on Flow Cytometry and MITEâ€•Display
Molecular Markers. Crop Science, 2011, 51, 1224-1231. 0.8 11

1526 Molecular Characterization of a Diverse Maize Inbred Line Collection and its Potential Utilization for
Stress Tolerance Improvement. Crop Science, 2011, 51, 2569-2581. 0.8 57

1527 Phenotypic Variation and Patterns of Linkage Disequilibrium Associated with Introduced Genes in
Spring Wheat. Crop Science, 2011, 51, 2466-2478. 0.8 14

1528 Genetic structure and diversity among sheep breeds in the United States: Identification of the major
gene pools1,2. Journal of Animal Science, 2011, 89, 2336-2348. 0.2 33

1529 Isolated history of the coastal plant Lathyrus japonicus (Leguminosae) in Lake Biwa, an ancient
freshwater lake. AoB PLANTS, 2011, 2011, plr021. 1.2 11

1530 Recombination and Population Structure in Salmonella enterica. PLoS Genetics, 2011, 7, e1002191. 1.5 135

1531 Phylogeography and Taxonomy of Trypanosoma brucei. PLoS Neglected Tropical Diseases, 2011, 5, e961. 1.3 84

1532 A Rice Diversity Panel Evaluated for Genetic and Agroâ€•Morphological Diversity between
Subpopulations and its Geographic Distribution. Crop Science, 2011, 51, 2021-2035. 0.8 83

1533 Characterization of <i>Poa supina</i> from the Italian Alps with AFLP Markers and Correlation with
Climatic Variables. Crop Science, 2011, 51, 1627-1636. 0.8 3

1534 Demographic Signatures Accompanying the Evolution of Selfing in Leavenworthia alabamica.
Molecular Biology and Evolution, 2011, 28, 1717-1729. 3.5 96



87

Citation Report

# Article IF Citations

1535 Analysis of <i>Verticillium dahliae</i> Suggests a Lack of Correlation Between Genotypic Diversity and
Virulence Phenotypes. Plant Disease, 2011, 95, 1224-1232. 0.7 18

1536
Combining US and Brazilian Microsatellite Data for a Meta-Analysis of Sheep (Ovis aries) Breed
Diversity: Facilitating the FAO Global Plan of Action for Conserving Animal Genetic Resources.
Journal of Heredity, 2011, 102, 697-704.

1.0 21

1537
Genetic Diversity and Differentiation of the Orange-Spotted Grouper (Epinephelus coioides) Between
and Within Cultured Stocks and Wild Populations Inferred from Microsatellite DNA Analysis.
International Journal of Molecular Sciences, 2011, 12, 4378-4394.

1.8 34

1538 Genetic patterns of a range expansion: The spur-thighed tortoise Testudo graeca graeca in
southeastern Spain. Amphibia - Reptilia, 2011, 32, 49-61. 0.1 14

1539 Widespread introgression does not leak into allotopy in a broad sympatric zone. Heredity, 2011, 106,
962-972. 1.2 18

1540 Effects of human perturbation on the genetic make-up of an island population: the case of the
Sardinian wild boar. Heredity, 2011, 106, 1012-1020. 1.2 45

1541 Detection of epistatic interactions in association mapping populations: an example from tetraploid
potato. Heredity, 2011, 107, 537-547. 1.2 15

1542 Is the Bosphorus Strait a barrier to gene flow for the Mediterranean mussel,<i>Mytilus
galloprovincialis</i>(Lamarck, 1819)?. Marine Biology Research, 2011, 7, 690-700. 0.3 10

1543 DNA polymorphism in recombining and non-recombing mating-type-specific loci of the smut fungus
Microbotryum. Heredity, 2011, 106, 936-944. 1.2 4

1544 Epidemiological Tracking and Population Assignment of the Non-Clonal Bacterium, Burkholderia
pseudomallei. PLoS Neglected Tropical Diseases, 2011, 5, e1381. 1.3 27

1545 Use of a Nuclear Marker to Assess Population Structure in Hessian Fly (Diptera: Cecidomyiidae). Annals
of the Entomological Society of America, 2011, 104, 666-674. 1.3 5

1546 Genetic Relatedness of Mexican Common Bean Cultivars Revealed by Microsatellite Markers. Crop
Science, 2011, 51, 2655-2667. 0.8 16

1547 Genetic Diversity and Population Structure of Korean and Chinese Soybean [<i>Glycine max</i> (L.)
Merr.] Accessions. Crop Science, 2011, 51, 1080-1088. 0.8 13

1548 Variation of genetic diversity over time in local Italian chicken breeds undergoing in situ
conservation. Poultry Science, 2011, 90, 2195-2201. 1.5 30

1549
Analysis of genetic distance between Peruvian Alpaca (<i>Vicugna Pacos</i>) showing two distinct
fleece phenotypes, Suri and Huacaya, by means of microsatellite markers. Italian Journal of Animal
Science, 2011, 10, e60.

0.8 5

1550
Genome-Wide Association Mapping in Tomato (<i>Solanum lycopersicum</i>) Is Possible Using Genome
Admixture of<i>Solanum lycopersicum</i>var.<i>cerasiforme</i>. G3: Genes, Genomes, Genetics, 2012,
2, 853-864.

0.8 77

1551 Recent Loss of Self-Incompatibility by Degradation of the Male Component in Allotetraploid
Arabidopsis kamchatica. PLoS Genetics, 2012, 8, e1002838. 1.5 72

1552 Genetic Diversity of Bolivian Accessions of <i>Phaseolus</i> Species Evaluated with Fluorescent
Microsatellite Markers. Crop Science, 2012, 52, 2619-2627. 0.8 1



88

Citation Report

# Article IF Citations

1553 Lack of Evidence for Recombination or Spatial Structure in Phoma ligulicola var. inoxydabilis
Populations from Australian Pyrethrum Fields. Plant Disease, 2012, 96, 746-751. 0.7 10

1554 Identification of Stylosanthes guianensis varieties using molecular genetic analysis. AoB PLANTS, 2012,
2012, pls001. 1.2 13

1555
The Distribution of Genetic Diversity Within and Among Populations of the Rocky Mountain
Columbine: The Impact of Gene Flow, Pollinators, and Mating System. International Journal of Plant
Sciences, 2012, 173, 484-494.

0.6 15

1556 Population Structure Has Limited Fitness Consequences in the Highly Selfing Plant<i>Leavenworthia
uniflora</i>(Brassicaceae). International Journal of Plant Sciences, 2012, 173, 495-506. 0.6 6

1557 Genetic Population Substructure in Bison at Yellowstone National Park. Journal of Heredity, 2012, 103,
360-370. 1.0 15

1558 Diversification and Population Structure in Common Beans (Phaseolus vulgaris L.). PLoS ONE, 2012, 7,
e49488. 1.1 139

1559
Further investigations on populations of the deep-water blue and red shrimp Aristeus antennatus
(Risso, 1816) (Decapoda, Dendrobranchiata), as inferred from Amplified Fragment Length Polymorphism
(AFLP) and mtDNA analyses. Crustaceana, 2012, 85, 1393-1408.

0.1 8

1560 Genetic Diversity and Structure of Pepper (<i>Capsicum Annuum</i>L.) from Northwestern Mexico
Analyzed by Microsatellite Markers. Crop Science, 2012, 52, 231-241. 0.8 42

1561 Genetic Composition and Spatial Distribution of Farmerâ€•managed <i>Phaseolus</i> Bean Plantings: An
Example from a Village in Oaxaca, Mexico. Crop Science, 2012, 52, 1721-1735. 0.8 31

1562 Genetic Diversity and Population Structure in a European Collection of Rice. Crop Science, 2012, 52,
1663-1675. 0.8 67

1563 Evaluation of Population Structure within Diploid <i>Agrostis</i> Germplasm Based on Miniature
Invertedâ€•Repeat Transposable Elements. Crop Science, 2012, 52, 1902-1909. 0.8 1

1564 Conservation and Management of a Threatened Traditional Agroresource, Ylangâ€•Ylang, in the Indian
Ocean Islands. Crop Science, 2012, 52, 2606-2618. 0.8 1

1565
Genetic Diversity of the Endemic and Medicinally Important Plant Rheum officinale as Revealed by
Inter-Simpe Sequence Repeat (ISSR) Markers. International Journal of Molecular Sciences, 2012, 13,
3900-3915.

1.8 49

1566 Systematics of the &lt;I&gt;Sphagnum fimbriatum&lt;/I&gt; Complex: Phylogenetic Relationships,
Morphological Variation, and Allopolyploidy. Systematic Botany, 2012, 37, 15-30. 0.2 16

1567 Genetic Structure in a Core Subset of Cultivated Barley Germplasm. Crop Science, 2012, 52, 1195-1208. 0.8 3

1568
High Genetic Diversity and Low Differentiation of Michelia coriacea (Magnoliaceae), a Critically
Endangered Endemic in Southeast Yunnan, China. International Journal of Molecular Sciences, 2012,
13, 4396-4411.

1.8 55

1569 Diversity and Genetic Structure of a Collection of Spanish Durum Wheat Landraces. Crop Science,
2012, 52, 2262-2275. 0.8 41

1570 Assessment of the population genetic structure of Sphyrna lewini to identify conservation units in
the Mexican Pacific. Ciencias Marinas, 2012, 38, 635-652. 0.4 18



89

Citation Report

# Article IF Citations

1571
Genetic Diversity and Population Structure: Implications for Conservation of Wild Soybean (Glycine) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 747 Td (soja Sieb. et Zucc) Based on Nuclear and Chloroplast Microsatellite Variation. International Journal

of Molecular Sciences, 2012, 13, 12608-12628.
1.8 60

1572 Genetic Evidence for the Uncoupling of Local Aquaculture Activities and a Population of an Invasive
Speciesâ€”A Case Study of Pacific Oysters (Crassostrea gigas). Journal of Heredity, 2012, 103, 661-671. 1.0 27

1573 Spontaneous hybrids between native and exotic Rubus in the Western United States produce offspring
both by apomixis and by sexual recombination. Heredity, 2012, 109, 320-328. 1.2 15

1574
Genome wide linkage disequilibrium in Chinese asparagus bean (Vigna. unguiculata ssp. sesquipedialis)
germplasm: implications for domestication history and genome wide association studies. Heredity,
2012, 109, 34-40.

1.2 35

1575 Multilocus Microsatellite Typing (MLMT) of Strains from Turkey and Cyprus Reveals a Novel
Monophyletic L. donovani Sensu Lato Group. PLoS Neglected Tropical Diseases, 2012, 6, e1507. 1.3 50

1576
Population Dynamics of<i>Phytophthora infestans</i>in the Netherlands Reveals Expansion and
Spread of Dominant Clonal Lineages and Virulence in Sexual Offspring. G3: Genes, Genomes, Genetics,
2012, 2, 1529-1540.

0.8 74

1577 Is floral divergence sufficient to maintain species boundaries upon secondary contact in
Mediterranean food-deceptive orchids?. Heredity, 2012, 108, 219-228. 1.2 19

1578 Diverse spore rains and limited local exchange shape fern genetic diversity in a recently created
habitat colonized by long-distance dispersal. Annals of Botany, 2012, 109, 965-978. 1.4 33

1579 Rapid genetic turnover in populations of the insect pest<i>Bemisia tabaci</i>Middle East: Asia Minor 1
in an agricultural landscape. Bulletin of Entomological Research, 2012, 102, 539-549. 0.5 18

1580
Microsatellite markers reveal promising genetic diversity and seed trait associations in common bean
landraces (<i>Phaseolus vulgaris</i>L.) from Nicaragua. Plant Genetic Resources: Characterisation
and Utilisation, 2012, 10, 108-118.

0.4 8

1581 Multiple independent introductions of <i>Plasmodium falciparum</i> in South America. Proceedings
of the National Academy of Sciences of the United States of America, 2012, 109, 511-516. 3.3 100

1582 The spatial genetic differentiation of the legume pod borer,<i>Maruca vitrata</i>F. (Lepidoptera:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (Crambidae) populations in West Africa. Bulletin of Entomological Research, 2012, 102, 589-599.0.5 12

1583 Genetic Diversity and Population Structure of Chinese Foxtail Millet [<i>Setaria italica</i>(L.) Beauv.]
Landraces. G3: Genes, Genomes, Genetics, 2012, 2, 769-777. 0.8 80

1584 Genetic differentiation for size at first reproduction through male versus female functions in the
widespread Mediterranean tree Pinus pinaster. Annals of Botany, 2012, 110, 1449-1460. 1.4 58

1585 Population Structure and Genetic Diversity among Eelgrass (Zostera marina) Beds and Depths in San
Francisco Bay. Journal of Heredity, 2012, 103, 533-546. 1.0 29

1586
Frequency of local, regional, and longâ€•distance dispersal of diploid and tetraploid <i>Saxifraga
oppositifolia</i> (Saxifragaceae) to Arctic glacier forelands. American Journal of Botany, 2012, 99,
459-471.

0.8 15

1587 Impact of Sampling Schemes on Demographic Inference: An Empirical Study in Two Species with
Different Mating Systems and Demographic Histories. G3: Genes, Genomes, Genetics, 2012, 2, 803-814. 0.8 10

1588 Elucidation of genetic identity and population structure of cacao germplasm within an international
cacao genebank. Plant Genetic Resources: Characterisation and Utilisation, 2012, 10, 232-241. 0.4 8



90

Citation Report

# Article IF Citations

1589 Autogeny in Culex pipiens Complex Mosquitoes from the San Francisco Bay Area. American Journal of
Tropical Medicine and Hygiene, 2012, 87, 719-726. 0.6 28

1590 Sequence variations in OsAGPase significantly associated with amylose content and viscosity
properties in rice (Oryza sativa L.). Genetical Research, 2012, 94, 179-189. 0.3 23

1591 Genetic consequences of anagenetic speciation in Acer okamotoanum (Sapindaceae) on Ullung Island,
Korea. Annals of Botany, 2012, 109, 321-330. 1.4 31

1592 Genetic Structure and Gene Flow Among Brazilian Populations of &lt;I&gt;Heliothis virescens&lt;/I&gt;
(Lepidoptera: Noctuidae). Journal of Economic Entomology, 2012, 105, 2136-2146. 0.8 11

1593 Historical and Anthropogenic Factors Affecting the Population Genetic Structure of Ontarioâ€™s Inland
Lake Populations of Walleye (Sander vitreus). Journal of Heredity, 2012, 103, 831-841. 1.0 5

1594 Molecular Markers Reveal Infestation Dynamics of the Bed Bug (Hemiptera: Cimicidae) Within
Apartment Buildings. Journal of Medical Entomology, 2012, 49, 535-546. 0.9 70

1595 Genetic analysis reveals a distinct and highly diverse koala (Phascolarctos cinereus) population in
South Gippsland, Victoria, Australia. Australian Mammalogy, 2012, 34, 68. 0.7 16

1596 The population genetic structure of the waratah anemone (<i>Actinia tenebrosa</i>) around New
Zealand. New Zealand Journal of Marine and Freshwater Research, 2012, 46, 523-536. 0.8 26

1597 Consequences of Stocking Headwater Impoundments on Native Populations of Brook Trout in
Tributaries. North American Journal of Fisheries Management, 2012, 32, 100-108. 0.5 10

1598
Genetically Derived Estimates of Contemporary Natural Straying Rates and Historical Gene Flow
among Lake Michigan Lake Sturgeon Populations. Transactions of the American Fisheries Society, 2012,
141, 1374-1388.

0.6 26

1599 Evolutionary History of Pearl Millet (Pennisetum glaucum [L.] R. Br.) and Selection on Flowering
Genes since Its Domestication. Molecular Biology and Evolution, 2012, 29, 1199-1212. 3.5 48

1600 Geographic patterns of genetic variation and population structure in<i>Pinus aristata</i>, Rocky
Mountain bristlecone pine. Canadian Journal of Forest Research, 2012, 42, 23-37. 0.8 22

1601 Phylogeny and Population Structure of Brown Rot- and Moko Disease-Causing Strains of Ralstonia
solanacearum Phylotype II. Applied and Environmental Microbiology, 2012, 78, 2367-2375. 1.4 50

1602 Microsatellite analysis of raccoon (<i>Procyon lotor</i>) population structure across an extensive
metropolitan landscape. Journal of Mammalogy, 2012, 93, 447-455. 0.6 17

1603
Population genetic structure and connectivity of the harmful dinoflagellate<i>Alexandrium
minutum</i>in the Mediterranean Sea. Proceedings of the Royal Society B: Biological Sciences, 2012,
279, 129-138.

1.2 54

1604 Population Structure of Aphis spiraecola (Hemiptera: Aphididae) on Pear Trees in China Identified Using
Microsatellites. Journal of Economic Entomology, 2012, 105, 583-591. 0.8 9

1605 Comparing the genetic structure of codling moth Cydia pomonella (L.) from Greece and France: long
distance gene-flow in a sedentary pest species. Bulletin of Entomological Research, 2012, 102, 185-198. 0.5 18

1606 Nuclear Gene Variation in Wild Brown Rats. G3: Genes, Genomes, Genetics, 2012, 2, 1661-1664. 0.8 21



91

Citation Report

# Article IF Citations

1607 Tibet is one of the centers of domestication of cultivated barley. Proceedings of the National Academy
of Sciences of the United States of America, 2012, 109, 16969-16973. 3.3 221

1608 Biological and molecular characterization of Hessian fly (Diptera: Cecidomyiidae) from Israel.
Bulletin of Entomological Research, 2012, 102, 632-643. 0.5 6

1609 Genetic Variability in a Recruiting Population of Endangered Razorback Suckers from Lake Mead,
Arizonaâ€“Nevada. Transactions of the American Fisheries Society, 2012, 141, 990-999. 0.6 5

1610 Analyses of Genetic Variation in Populations of Oregon Chub, a Threatened Floodplain Minnow in a
Highly Altered Environment. Transactions of the American Fisheries Society, 2012, 141, 533-549. 0.6 10

1611 Population genetic structure and secondary endosymbionts of Q<i>Bemisia tabaci</i>(Hemiptera:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 582 Td (Aleyrodidae) from Greece. Bulletin of Entomological Research, 2012, 102, 353-365.0.5 30

1612 FLOCK Provides Reliable Solutions to the â€œNumber of Populationsâ€• Problem. Journal of Heredity, 2012,
103, 734-743. 1.0 66

1613
Fine-Scale Phylogenetic Structure and Major Events in the History of the Current Wild Soybean
(Glycine soja) and Taxonomic Assignment of Semi-Wild Type (Glycine gracilis Skvortz.) within the
Chinese Subgenus Soja. Journal of Heredity, 2012, 103, 13-27.

1.0 10

1614 Microsatellite Genetic Structure and Cytonuclear Discordance in Naturally Fragmented Populations
of Deer Mice (Peromyscus maniculatus). Journal of Heredity, 2012, 103, 71-79. 1.0 10

1615 The rare peat moss <i>Sphagnum wulfianum</i> (Sphagnaceae) did not survive the last glacial period
in northern European refugia. American Journal of Botany, 2012, 99, 677-689. 0.8 16

1616 Selkirk Rex: Morphological and Genetic Characterization of a New Cat Breed. Journal of Heredity,
2012, 103, 727-733. 1.0 22

1617 Population Structure of the Gulf Pipefish in and around Mobile Bay and the Northern Gulf of Mexico.
Journal of Heredity, 2012, 103, 821-830. 1.0 5

1618 Origin and genetic diversity of an introduced wall lizard population and its cryptic congener.
Amphibia - Reptilia, 2012, 33, 129-140. 0.1 15

1619 Extensive Introgression among Ancestral mtDNA Lineages: Phylogenetic Relationships of the Utaka
within the Lake Malawi Cichlid Flock. International Journal of Evolutionary Biology, 2012, 2012, 1-9. 1.0 8

1620
Genetic and Morphological Evidence Implies Existence of Two Sympatric Species in Cyathopharynx
furcifer (Teleostei: Cichlidae) from Lake Tanganyika. International Journal of Evolutionary Biology,
2012, 2012, 1-7.

1.0 29

1621 Genetic diversity and population structure analysis of strawberry (Fragaria x ananassa Duch.) using
SSR markers. Electronic Journal of Biotechnology, 2012, 15, . 1.2 14

1622 Analysis of genetic variability by ISSR markers in Calibrachoa caesia. Electronic Journal of
Biotechnology, 2012, 15, . 1.2 5

1623 Genetic and epigenetic variation in a cosmopolitan grass Poa annua from Antarctic and Polish
populations. Polish Polar Research, 2012, 33, 63-80. 0.9 43

1624 An Assessment of the Genetic Diversity of Leishmania infantum Isolates from Infected Dogs in Brazil.
American Journal of Tropical Medicine and Hygiene, 2012, 86, 799-806. 0.6 11



92

Citation Report

# Article IF Citations

1625
Using SSR markers to map genetic diversity and population structure of<i>Solanum
pimpinellifolium</i>for development of a core collection. Plant Genetic Resources: Characterisation
and Utilisation, 2012, 10, 38-48.

0.4 30

1626
Assessing genetic diversity, population structure and gene flow in the Korean red bean [<i>Vigna
angularis</i>(Willd.) Ohwi &amp; Ohashi] using SSR markers. Plant Genetic Resources:
Characterisation and Utilisation, 2012, 10, 74-82.

0.4 10

1627 Genetic diversity and structure of indica rice varieties from two heterotic pools of southern China
and IRRI. Plant Genetic Resources: Characterisation and Utilisation, 2012, 10, 186-193. 0.4 10

1628
Impacts of genetic drift and restricted gene flow in indigenous cattle breeds: evidence from the
Jutland breed. Animal Genetic Resources = Ressources Genetiques Animales = Recursos Geneticos
Animales, 2012, 50, 75-85.

0.2 5

1629 Development and characterization of nine microsatellite loci from the Korean hare (Lepus coreanus)
and genetic diversity in South Korea. Animal Cells and Systems, 2012, 16, 230-236. 0.8 1

1630 A Single, Plastic Population of Mycosphaerella pinodes Causes Ascochyta Blight on Winter and Spring
Peas (Pisum sativum) in France. Applied and Environmental Microbiology, 2012, 78, 8431-8440. 1.4 13

1631 Discordant Patterns of Nuclear and Mitochondrial Introgression in Iberian Populations of the
European Common Frog (Rana temporaria). Journal of Heredity, 2012, 103, 240-249. 1.0 16

1632
Rapid Development of Microsatellite Markers for the Endangered Fish Schizothorax biddulphi
(GÃ¼nther) Using Next Generation Sequencing and Cross-Species Amplification. International Journal
of Molecular Sciences, 2012, 13, 14946-14955.

1.8 41

1633 Phylogeography and Sex-Biased Dispersal across Riverine Manatee Populations (Trichechus inunguis) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 422 Td (and Trichechus manatus) in South America. PLoS ONE, 2012, 7, e52468.1.1 23

1634 Bucking the Trend in Wolf-Dog Hybridization: First Evidence from Europe of Hybridization between
Female Dogs and Male Wolves. PLoS ONE, 2012, 7, e46465. 1.1 80

1635 New microsatellite markers for garlic, <i>Allium sativum</i> (Alliaceae). American Journal of Botany,
2012, 99, e17-9. 0.8 38

1636 New Insight into the History of Domesticated Apple: Secondary Contribution of the European Wild
Apple to the Genome of Cultivated Varieties. PLoS Genetics, 2012, 8, e1002703. 1.5 334

1637 Assessment of Genetic Diversity for American Shad in the Santeeâ€“Cooper River Basin of South
Carolina prior to Hatchery Augmentation. Marine and Coastal Fisheries, 2012, 4, 312-326. 0.6 4

1638 Insights in the chestnut genetic diversity in Canton Ticino (Southern Switzerland). Silvae Genetica,
2012, 61, 292-300. 0.4 13

1639
Relationship between Habitat Structure and Genetic Diversity of Aquatic Insect Ephemera strigata
Populations in Rivers. Journal of Japan Society of Civil Engineers Ser G (Environmental Research), 2012,
68, III_611-III_616.

0.1 0

1640 Genetic Composition of Bryophyte Populations Occupying Habitats Differing in the Level of Human
Disturbance. International Journal of Plant Sciences, 2012, 173, 1015-1022. 0.6 8

1641 Genetic structure among coastal tailed frog populations at Mount St. Helens is moderated by
postâ€•disturbance management. Ecological Applications, 2012, 22, 856-869. 1.8 25

1642 A preliminary amplified fragment length polymorphism (AFLP) analysis of Spirula spirula (Cephalopoda:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (Spirulida). Neues Jahrbuch Fur Geologie Und Palaontologie - Abhandlungen, 2012, 266, 3-8.0.2 1



93

Citation Report

# Article IF Citations

1643
Genetic structure of Hediste diversicolor (Polychaeta, Nereididae) from the northwestern
Mediterranean as revealed by DNA inter-simple sequence repeat (ISSR) markers. Marine Ecology -
Progress Series, 2012, 452, 171-178.

0.9 9

1644 Phylogeography of the neon damselfish Pomacentrus coelestis indicates a cryptic species and
different species origins in the West Pacific Ocean. Marine Ecology - Progress Series, 2012, 458, 155-167. 0.9 17

1645 Population genetic structure and colonisation of the western Antarctic Peninsula by the seabird tick
Ixodes uriae. Marine Ecology - Progress Series, 2012, 459, 109-120. 0.9 30

1646 Assessing Dispersal Patterns of Fish Propagules from an Effective Mediterranean Marine Protected
Area. PLoS ONE, 2012, 7, e52108. 1.1 54

1647 Population Structure, Linkage Disequilibrium, and Genetic Diversity in Soft Winter Wheat Enriched
for Fusarium Head Blight Resistance. Plant Genome, 2012, 5, 71-80. 1.6 35

1648
Evaluation of the genetic diversity and population structure of five indigenous and one introduced
Chinese goose breeds using microsatellite markers. Canadian Journal of Animal Science, 2012, 92,
417-423.

0.7 7

1649 Assessing priorities for conservation in Tuscan cattle breeds using microsatellites. Animal, 2012, 6,
203-211. 1.3 12

1650 Invasion Genetics of the Chestnut Blight Fungus Cryphonectria parasitica in Switzerland.
Phytopathology, 2012, 102, 73-82. 1.1 47

1651 Sources of <i>Verticillium dahliae</i> Affecting Lettuce. Phytopathology, 2012, 102, 1071-1078. 1.1 26

1652 Genetic Characterization of the Endangered Kiso Horse Using 31 Microsatellite DNAs. Journal of
Veterinary Medical Science, 2012, 74, 161-166. 0.3 25

1653 Reproductive isolation and hybridization in sympatric populations of three Dactylorhiza species
(Orchidaceae) with different ploidy levels. Annals of Botany, 2012, 109, 709-720. 1.4 27

1654 Testing for hostâ€•associated differentiation in two egg parasitoids of a forest herbivore. Entomologia
Experimentalis Et Applicata, 2012, 145, 124-133. 0.7 10

1655 Fineâ€•scale spatiotemporal patterns of genetic variation reflect budding dispersal coupled with strong
natal philopatry in a cooperatively breeding mammal. Molecular Ecology, 2012, 21, 5348-5362. 2.0 36

1656 Deep mitochondrial introgression and hybridization among ecologically divergent vole species.
Molecular Ecology, 2012, 21, 5309-5323. 2.0 33

1657 Is dispersal guided by the environment? A comparison of interspecific gene flow estimates among
differentiated regions of a newt hybrid zone. Molecular Ecology, 2012, 21, 5324-5335. 2.0 13

1658 Genome scans reveal candidate regions involved in the adaptation to host plant in the pea aphid
complex. Molecular Ecology, 2012, 21, 5251-5264. 2.0 73

1659
Life history and biogeographic diversification of an endemic western North American freshwater fish
clade using a comparative species tree approach. Molecular Phylogenetics and Evolution, 2012, 65,
940-952.

1.2 15

1660 Morphological, molecular and statistical tools to identify Castanea species and their hybrids.
Conservation Genetics, 2012, 13, 1589-1600. 0.8 16



94

Citation Report

# Article IF Citations

1661 <i>Zamia</i> (Cycadales: Zamiaceae) on Puerto Rico: Asymmetric genetic differentiation and the
hypothesis of multiple introductions. American Journal of Botany, 2012, 99, 1828-1839. 0.8 26

1662 Genetic and Phenotypic Differentiation between the Critically Endangered Balearic Shearwater and
Neighboring Colonies of Its Sibling Species. Journal of Heredity, 2012, 103, 330-341. 1.0 12

1663 Population Dynamics of the Endangered Plant, Phaedranassa tunguraguae, from the Tropical Andean
Hotspot. Journal of Heredity, 2012, 103, 557-569. 1.0 25

1664 Study of genetic diversity and relationships among accessions of foxtail millet [Setaria italica (L.) P.
Beauv.] in Korea, China, and Pakistan using SSR markers. Genes and Genomics, 2012, 34, 529-538. 0.5 15

1665
Plio-Pleistocene history and phylogeography of Acacia senegal in dry woodlands and savannahs of
sub-Saharan tropical Africa: evidence of early colonisation and recent range expansion. Heredity, 2012,
109, 372-382.

1.2 36

1666 Habitat-Linked Population Genetic Differentiation in the Blue Tit Cyanistes caeruleus. Journal of
Heredity, 2012, 103, 781-791. 1.0 42

1667 Balancing selection on MHC class I in wild brown trout <i>Salmo trutta</i>. Journal of Fish Biology,
2012, 81, 1357-1374. 0.7 7

1668 Insights into historical drainage evolution based on the phylogeography of the chevron snakehead
fish (<i>Channa striata</i>) in the Mekong Basin. Freshwater Biology, 2012, 57, 2211-2229. 1.2 31

1669 Divergent landscape effects on population connectivity in two coâ€•occurring amphibian species.
Molecular Ecology, 2012, 21, 4437-4451. 2.0 112

1670 Cryptic species, native populations and biological invasions by a eucalypt forest pathogen. Molecular
Ecology, 2012, 21, 4452-4471. 2.0 28

1671
Population genetic structure and its implications for adaptive variation in memory and the
hippocampus on a continental scale in foodâ€•caching blackâ€•capped chickadees. Molecular Ecology, 2012,
21, 4486-4497.

2.0 17

1672 Fineâ€•scale genetic population structure in a mobile marine mammal: inshore bottlenose dolphins in
<scp>M</scp>oreton <scp>B</scp>ay, <scp>A</scp>ustralia. Molecular Ecology, 2012, 21, 4472-4485. 2.0 46

1673 Genetic isolation within the malaria mosquito <i><scp>A</scp>nopheles melas</i>. Molecular
Ecology, 2012, 21, 4498-4513. 2.0 17

1674

Speciation history of three closely related oak gall wasps, <i><scp>A</scp>ndricus
mukaigawae</i>,<i><scp>A</scp>.Â kashiwaphilus</i>, and <i><scp>A</scp>.Â pseudoflos</i>
(<scp>H</scp>ymenoptera: <scp>C</scp>ynipidae) inferred from nuclear and mitochondrial
<scp>DNA</scp> sequences. Molecular Ecology, 2012, 21, 4681-4694.

2.0 5

1675 No gene flow across the <scp>E</scp>astern <scp>P</scp>acific <scp>B</scp>arrier in the
reefâ€•building coral <i><scp>P</scp>orites lobata</i>. Molecular Ecology, 2012, 21, 5418-5433. 2.0 89

1676 Identification of sourceâ€•sink dynamics in mountain lions of the <scp>G</scp>reat <scp>B</scp>asin.
Molecular Ecology, 2012, 21, 5689-5701. 2.0 67

1677 Recombinant hybrids retain heterozygosity at many loci: new insights into the genomics of
reproductive isolation in <i><scp>P</scp>opulus</i>. Molecular Ecology, 2012, 21, 5042-5058. 2.0 46

1678 Sharp genetic discontinuity across a unimodal <i>Heliconius</i> hybrid zone. Molecular Ecology,
2012, 21, 5778-5794. 2.0 19



95

Citation Report

# Article IF Citations

1679 Testing hypotheses for genealogical discordance in a rainforest lizard. Molecular Ecology, 2012, 21,
5059-5072. 2.0 29

1680
Bayesian inference of a complex invasion history revealed by nuclear and chloroplast genetic
diversity in the colonizing plant, <i><scp>S</scp>ilene latifolia</i>. Molecular Ecology, 2012, 21,
4721-4734.

2.0 50

1681 Recommendations for utilizing and reporting population genetic analyses: the reproducibility of
genetic clustering using the program <scp>structure</scp>. Molecular Ecology, 2012, 21, 4925-4930. 2.0 236

1682
Differential effects of landscapeâ€•level environmental features on genetic structure in three
codistributed tree species in <scp>C</scp>entral <scp>A</scp>merica. Molecular Ecology, 2012, 21,
4970-4982.

2.0 41

1683 Pleistocene survival on central <scp>A</scp>lpine nunataks: genetic evidence from the jumping
bristletail <i><scp>M</scp>achilis pallida</i>. Molecular Ecology, 2012, 21, 4983-4995. 2.0 20

1684
Differentiation under isolation and genetic structure of Sardinian hares as revealed by craniometric
analysis, mitochondrial DNA and microsatellites. Journal of Zoological Systematics and Evolutionary
Research, 2012, 50, 328-337.

0.6 9

1685 Wholeâ€•genome scanning for mapping determinacy in Pigeonpea (<i>Cajanus</i> spp.). Plant Breeding,
2013, 132, 472-478. 1.0 15

1686 Molecular data and ecological niche modelling reveal a highly dynamic evolutionary history of the
East Asian Tertiary relict <i>Cercidiphyllum</i> (Cercidiphyllaceae). New Phytologist, 2012, 196, 617-630. 3.5 153

1687
Genetic Diversity of Pinus nigra Arn. Populations in Southern Spain and Northern Morocco Revealed
By Inter-Simple Sequence Repeat Profiles. International Journal of Molecular Sciences, 2012, 13,
5645-5658.

1.8 48

1688 Evolution of the Leishmania braziliensis species complex from amplified fragment length
polymorphisms, and clinical implications. Infection, Genetics and Evolution, 2012, 12, 1994-2002. 1.0 38

1689 Genetic structure of a Virginia opossum (<i>DidelphisÂ virginiana</i>) population inhabiting a
fragmented agricultural ecosystem. Canadian Journal of Zoology, 2012, 90, 101-109. 0.4 11

1690 Single nucleotide polymorphisms in Cryptomeria japonica: their discovery and validation for genome
mapping and diversity studies. Tree Genetics and Genomes, 2012, 8, 1213-1222. 0.6 21

1691 Gene flow at major transitional areas in sea bass (<i><scp>D</scp>icentrarchus labrax</i>) and the
possible emergence of a hybrid swarm. Ecology and Evolution, 2012, 2, 3061-3078. 0.8 24

1692
Diversity and linkage disequilibrium features in a composite public/private dent maize panel:
consequences for association genetics as evaluated from a case study using flowering time.
Theoretical and Applied Genetics, 2012, 125, 731-747.

1.8 13

1693 Extreme Population Subdivision in the Crown Conch (Melongena corona): Historical and
Contemporary Influences. Journal of Heredity, 2012, 103, 523-532. 1.0 5

1694 Population structure, habitat features and genetic structure of managed red deer populations.
European Journal of Wildlife Research, 2012, 58, 933-943. 0.7 23

1695 Genetic Relationships of Extant Brown Bears (Ursus arctos) and Polar Bears (Ursus maritimus).
Journal of Heredity, 2012, 103, 873-881. 1.0 13

1696
<i>Fucus cottonii</i>(Fucales, Phaeophyceae) is not a single genetic entity but a convergent
salt-marsh morphotype with multiple independent origins. European Journal of Phycology, 2012, 47,
461-468.

0.9 13



96

Citation Report

# Article IF Citations

1697 Leaf Shape and Size Differentiation in White Oaks: Assessment of Allometric Relationships among
Three Sympatric Species and Their Hybrids. International Journal of Plant Sciences, 2012, 173, 875-884. 0.6 30

1698
Hierarchical patterns of population structure in the endangered Fraser River white sturgeon
(<i>Acipenser transmontanus</i>) and implications for conservation. Canadian Journal of Fisheries
and Aquatic Sciences, 2012, 69, 1968-1980.

0.7 15

1699 Use of DNA fingerprints to control the origin of sapelli timber (Entandrophragma cylindricum) at the
forest concession level in Cameroon. Forensic Science International: Genetics, 2012, 6, 487-493. 1.6 44

1700
A legacy of contrasting spatial genetic structure on either side of the Atlanticâ€“Mediterranean
transition zone in a marine protist. Proceedings of the National Academy of Sciences of the United
States of America, 2012, 109, 20998-21003.

3.3 21

1701 Genetic diversity and differentiation of core vs. peripheral populations of eastern white cedar,
<i>Thuja occidentalis</i> (Cupressaceae). American Journal of Botany, 2012, 99, 690-699. 0.8 30

1702 The Pitcher Plant Flesh Fly Exhibits a Mixture of Patchy and Metapopulation Attributes. Journal of
Heredity, 2012, 103, 703-710. 1.0 6

1703 Genetic diversity, linkage disequilibrium, and association mapping analyses of peach (Prunus persica)
landraces in China. Tree Genetics and Genomes, 2012, 8, 975-990. 0.6 91

1704
Evidence of Hybridization between Elaphe bairdi and Elaphe obsoleta lindheimeri Including
Comparative Population Genetics Inferred from Microsatellites and Mitochondrial DNA. Journal of
Herpetology, 2012, 46, 56-63.

0.2 7

1705 Genetic variation and differentiation in Indirana beddomii frogs endemic to the Western Ghats
biodiversity hotspot. Conservation Genetics, 2012, 13, 1459-1467. 0.8 13

1706
Analysis of hybridization between tetraploid Lotus corniculatus and diploid Lotus stepposus
(Fabaceae-Loteae): morphological and molecular aspects. Plant Systematics and Evolution, 2012, 298,
629-644.

0.3 6

1707
Genetic diversity and structure in the annual vernal pool endemic Limnanthes vinculans Ornduff
(Limnanthaceae): implications of breeding system and restoration practices. Conservation Genetics,
2012, 13, 1365-1379.

0.8 7

1708 Genetic diversity of nine natural Tectona grandis L.f. populations of the Western Ghats in Southern
India. Conservation Genetics, 2012, 13, 1409-1419. 0.8 29

1709 Two frog species or one? A multi-marker approach to assessing the distinctiveness of genetic lineages
in the Northern Leopard Frog, Rana pipiens. Conservation Genetics, 2012, 13, 1167-1182. 0.8 6

1710 Genetic diversity in Eucommia ulmoides (Eucommiaceae), an endangered traditional Chinese medicinal
plant. Conservation Genetics, 2012, 13, 1499-1507. 0.8 31

1711 The genetic structure of a relict population of wood frogs. Conservation Genetics, 2012, 13, 1521-1530. 0.8 2

1712 Genetic isolation of wolverine (Gulo gulo) populations at the eastern periphery of their North
American distribution. Conservation Genetics, 2012, 13, 1543-1559. 0.8 15

1713
Hidden genetic diversity and distinct evolutionarily significant units in an commercially important
Neotropical apex predator, the catfish Pseudoplatystoma corruscans. Conservation Genetics, 2012, 13,
1671-1675.

0.8 30

1714 Comparative population genetics of aquatic turtles in the desert. Conservation Genetics, 2012, 13,
1561-1576. 0.8 14



97

Citation Report

# Article IF Citations

1715 Range-wide and local drivers of genetic structure in an endangered California vernal pool endemic
crustacean. Conservation Genetics, 2012, 13, 1577-1588. 0.8 5

1716 Puerto Rico and Florida manatees represent genetically distinct groups. Conservation Genetics, 2012,
13, 1623-1635. 0.8 37

1717 Microsatellites and mitochondrial DNA reveal regional population structure in bobcats (Lynx rufus)
of North America. Conservation Genetics, 2012, 13, 1637-1651. 0.8 18

1718 Unraveling natural versus anthropogenic effects on genetic diversity within the southeastern beach
mouse (Peromyscus polionotus niveiventris). Conservation Genetics, 2012, 13, 1653-1664. 0.8 8

1719 Understanding the recent colonization history of a plant pathogenic fungus using population genetic
tools and Approximate Bayesian Computation. Heredity, 2012, 109, 269-279. 1.2 45

1720 Not an ancient relic: the endemic<i>Livistona</i>palms of arid central Australia could have been
introduced by humans. Proceedings of the Royal Society B: Biological Sciences, 2012, 279, 2652-2661. 1.2 40

1721
Rhinanthus minor population genetic structure and subspecies: Potential seed sources of a keystone
species in grassland restoration projects. Perspectives in Plant Ecology, Evolution and Systematics,
2012, 14, 423-433.

1.1 11

1722 Evidence of stable genetic structure across a remote island archipelago through selfâ€•recruitment in a
widely dispersed coral reef fish. Ecology and Evolution, 2012, 2, 3195-3213. 0.8 14

1723 Effect of latitudinal gradient and impact of logging on genetic diversity of <i>Cedrela lilloi</i> along
the Argentine Yungas Rainforest. Ecology and Evolution, 2012, 2, 2722-2736. 0.8 23

1724
Philopatry drives genetic differentiation in an island archipelago: comparative population genetics of
Galapagos Nazca boobies (<i><scp>S</scp>ula granti</i>) and great frigatebirds
(<i><scp>F</scp>regata minor</i>). Ecology and Evolution, 2012, 2, 2775-2787.

0.8 25

1725 Seasonal population dynamics and the genetic structure of the mosquito vector <i>Aedes aegypti</i>
in SÃ£o Paulo, Brazil. Ecology and Evolution, 2012, 2, 2794-2802. 0.8 20

1726 Biogeographic models of gene flow in two waterfowl of the Australoâ€•Papuan tropics. Ecology and
Evolution, 2012, 2, 2803-2814. 0.8 14

1727 Primate <scp>DNA</scp> suggests longâ€•term stability of an African rainforest. Ecology and Evolution,
2012, 2, 2829-2842. 0.8 13

1728 Analysis of the population structure of <i>Macrolophus pygmaeus</i> (Rambur) (Hemiptera: Miridae)
in the Palaearctic region using microsatellite markers. Ecology and Evolution, 2012, 2, 3145-3159. 0.8 26

1729 Genetic Diversity of Tropical Hybrid Rice Germplasm Measured by Molecular Markers. Rice Science,
2012, 19, 193-201. 1.7 22

1730 Genetic differentiation of the endemic grass species Deschampsia littoralis at pre-Alpine lakes. Alpine
Botany, 2012, 122, 87-93. 1.1 3

1731 Genetic dissection of the temperature dependent emergence processes in sorghum using a cumulative
emergence model and stability parameters. Theoretical and Applied Genetics, 2012, 125, 1647-1661. 1.8 25

1732 Strong genetic differentiation on a fragmentation gradient among populations of the heterocarpic
annual Catananche lutea L. (Asteraceae). Plant Systematics and Evolution, 2012, 298, 1585-1596. 0.3 8



98

Citation Report

# Article IF Citations

1733 Genetic diversity and population structure in the Brazilian Cattleya labiata (Orchidaceae) using RAPD
and ISSR markers. Plant Systematics and Evolution, 2012, 298, 1815-1825. 0.3 38

1734 Phenotypic and molecular variability and genetic structure of Iranian almond cultivars. Plant
Systematics and Evolution, 2012, 298, 1917-1929. 0.3 20

1735 Leading-edge populations do not show low genetic diversity or high differentiation in a
wind-pollinated tree. Population Ecology, 2012, 54, 591-600. 0.7 25

1736 Genetic differentiation in populations of the yellowâ€•necked mouse, <i>Apodemus flavicollis</i>,
harbouring B chromosomes in different frequencies. Population Ecology, 2012, 54, 537-548. 0.7 6

1737 Introgression of Oncorhynchus masou subsp. (Biwa salmon) genome into lake-run O. m. ishikawae
(Amago salmon) introduced into Lake Biwa, Japan. Ichthyological Research, 2012, 59, 195-201. 0.5 4

1738 Differences in body mass, health status and genetic variation between insular and mainland brown
hares (Lepus europaeus) in Sweden. European Journal of Wildlife Research, 2012, 58, 897-907. 0.7 7

1739 Linking habitat characteristics with genetic diversity of the European pine marten (Martes martes) in
France. European Journal of Wildlife Research, 2012, 58, 909-922. 0.7 24

1740 Population Structure and Genetic Diversity in Popular Rice Varieties of India as Evidenced from SSR
Analysis. Biochemical Genetics, 2012, 50, 770-783. 0.8 24

1741 Genetic population structure of invasive nutria (Myocastor coypus) in Louisiana, USA: is it sufficient
for the development of eradication units?. Biological Invasions, 2012, 14, 1909-1918. 1.2 6

1742
Human-induced versus historical habitat shifts: identifying the processes that shaped the genetic
structure of the threatened grassland legless lizard, Delma impar. Conservation Genetics, 2012, 13,
1329-1342.

0.8 11

1743 Mitochondrialâ€“nuclear discordance in the amago salmon, Oncorhynchus masou ishikawae, in the
River Miya, Japan. Conservation Genetics, 2012, 13, 1343-1353. 0.8 8

1744
Genome-wide association analysis detecting significant single nucleotide polymorphisms for
chlorophyll and chlorophyll fluorescence parameters in soybean (Glycine max) landraces. Euphytica,
2012, 186, 919-931.

0.6 85

1745 Detection and integration of gene mapping of downy mildew resistance in maize inbred lines though
linkage and association. Euphytica, 2012, 187, 369-379. 0.6 11

1746 SSR markers linked to kernel weight and tiller number in sorghum identified by association mapping.
Euphytica, 2012, 187, 401-410. 0.6 35

1747 Identification of origin and analysis of population structure of field-selected imidazolinone-herbicide
resistant red rice (Oryza sativa). Euphytica, 2012, 187, 437-447. 0.6 25

1748 Phenotypic and genotypic variation in flowering time in Ethiopian barleys. Euphytica, 2012, 188, 309-323. 0.6 5

1749 Human influence on the population decline and loss of genetic diversity in a small and isolated
population of Sichuan snub-nosed monkeys (Rhinopithecus roxellana). Genetica, 2012, 140, 105-114. 0.5 32

1750 Is genetic structure of the southern pygmy mouse Baiomys musculus (Cricetidae) related to
human-induced spatial landscape heterogeneity in a tropical dry forest?. Genetica, 2012, 140, 287-295. 0.5 4



99

Citation Report

# Article IF Citations

1751 Genetic diversity and relationships in Corchorus olitorius (Malvaceae s.l.) inferred from molecular
and morphological data. Genetic Resources and Crop Evolution, 2012, 59, 1125-1146. 0.8 39

1752 Genetic diversity of Spanish Cucurbita pepo landraces: an unexploited resource for summer squash
breeding. Genetic Resources and Crop Evolution, 2012, 59, 1169-1184. 0.8 47

1753 Exploring the population genetics of genebank and historical landrace varieties. Genetic Resources
and Crop Evolution, 2012, 59, 1185-1199. 0.8 38

1754 Molecular diversity, genetic structure and mating system of Calopogonium mucunoides Desv.. Genetic
Resources and Crop Evolution, 2012, 59, 1449-1464. 0.8 7

1755 Genetic structure and diversity of India hybrid tea. Genetic Resources and Crop Evolution, 2012, 59,
1527-1541. 0.8 46

1756
Phylogenetic relationships, interspecific hybridization and origin of some rare characters of wild
soybean in the subgenus Glycine soja in China. Genetic Resources and Crop Evolution, 2012, 59,
1673-1685.

0.8 6

1757 Exploring the genetic diversity of Ethiopian grass pea (Lathyrus sativus L.) using EST-SSR markers.
Molecular Breeding, 2012, 30, 789-797. 1.0 46

1758
SSR-based population structure, molecular diversity and linkage disequilibrium analysis of a
collection of flax (Linum usitatissimum L.) varying for mucilage seed-coat content. Molecular
Breeding, 2012, 30, 875-888.

1.0 40

1759 Estimating population boundaries using regional and local-scale spatial genetic structure: an example
in Eucalyptus globulus. Tree Genetics and Genomes, 2012, 8, 695-708. 0.6 22

1760 Genetic diversity of flowering dogwood in the Great Smoky Mountains National Park. Tree Genetics
and Genomes, 2012, 8, 855-871. 0.6 18

1761
Population genetic structure of a widespread coniferous tree, Taxodium distichum [L.] Rich.
(Cupressaceae), in the Mississippi River Alluvial Valley and Florida. Tree Genetics and Genomes, 2012, 8,
1135-1147.

0.6 8

1762
Analyses of genetic population structure of two ecologically important mangrove tree species,
Bruguiera gymnorrhiza and Kandelia obovata from different river basins of Iriomote Island of the
Ryukyu Archipelago, Japan. Tree Genetics and Genomes, 2012, 8, 1247-1260.

0.6 14

1763 Genetic diversity and relationships among species of the genus Thymus L. (section Serpyllum). Flora:
Morphology, Distribution, Functional Ecology of Plants, 2012, 207, 654-661. 0.6 21

1764 The influence of forest management on beech (Fagus sylvatica L.) stand structure and genetic
diversity. Forest Ecology and Management, 2012, 284, 34-44. 1.4 43

1765 Using forensic microsatellites to decipher the genetic structure of linguistic and geographic
isolates: A survey in the eastern Italian Alps. Forensic Science International: Genetics, 2012, 6, 827-833. 1.6 12

1766 Molecular evaluation of genetic diversity and association studies in rice (Oryza sativa L.). Journal of
Genetics, 2012, 91, 9-19. 0.4 52

1767
Analysis of population structure and genetic diversity in balloon flower (Platycodon grandiflorum) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 107 Td ((Jacq.) A. DC.) germplasm using Simple Sequence Repeat (SSR) markers. Journal of Crop Science and

Biotechnology, 2012, 15, 281-287.
0.7 4

1768 A dragonfly in the desert: genetic pathways of the widespread Trithemis arteriosa (Odonata:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (Libellulidae) suggest male-biased dispersal. Organisms Diversity and Evolution, 2012, 12, 267-279.0.7 14



100

Citation Report

# Article IF Citations

1769 Genome-wide association study (GWAS) of resistance to head smut in maize. Plant Science, 2012, 196,
125-131. 1.7 166

1770
Comparative phylogeography of two widespread magpies: Importance of habitat preference and
breeding behavior on genetic structure in China. Molecular Phylogenetics and Evolution, 2012, 65,
562-572.

1.2 40

1771 Deep phylogeographic divergence and cytonuclear discordance in the grasshopper Oedaleus decorus.
Molecular Phylogenetics and Evolution, 2012, 65, 695-704. 1.2 26

1772 AFLP markers resolve intra-specific relationships and infer genetic structure among lineages of the
canyon treefrog, Hyla arenicolor. Molecular Phylogenetics and Evolution, 2012, 65, 654-667. 1.2 7

1773 Hybridization between a native and introduced predator of Adelgidae: An unintended result of
classical biological control. Biological Control, 2012, 63, 359-369. 1.4 72

1774 Genetic structure of the arboreal squirrels (Glaucomys sabrinus and Tamiasciurus hudsonicus) in the
North American Black Hills. Canadian Journal of Zoology, 2012, 90, 1191-1200. 0.4 2

1775 Assessment of the status and viability of a population of moose (<i>Alces alces</i>) at its southern
range limit in Ontario. Canadian Journal of Zoology, 2012, 90, 422-434. 0.4 40

1776 Comparison of genetic diversity structure analyses of SSR molecular marker data within apple
(<i>Malus</i>Ã—<i>domestica</i>) genetic resources. Genome, 2012, 55, 647-665. 0.9 36

1777 Genetic Diversity and Population Structure of Chinese White Poplar (Populus tomentosa) Revealed by
SSR Markers. Journal of Heredity, 2012, 103, 853-862. 1.0 129

1778 Unravelling genetics at the top: mountain islands or isolated belts?. Annals of Botany, 2012, 110,
1221-1232. 1.4 24

1779
Conservation Genetics of Remnant Coastal Brook Trout Populations at the Southern Limit of Their
Distribution: Population Structure and Effects of Stocking. Transactions of the American Fisheries
Society, 2012, 141, 1399-1410.

0.6 17

1780 Genetic diversity in the endangered Sicilian endemic<i>Brassica rupestris</i>: Proposals for a
conservation strategy. Plant Biosystems, 2012, 146, 847-856. 0.8 22

1781 Spatial Genetic Structure of the Sedge Carex Nigra Reflects Hydrological Conditions in an Alpine Fen.
Arctic, Antarctic, and Alpine Research, 2012, 44, 350-358. 0.4 8

1782 <i>Peromyscus maniculatus</i>in eastern Colorado: a subspecies with lower prevalence of Sin
Nombre virus infection. Journal of Mammalogy, 2012, 93, 183-197. 0.6 1

1783 Genetic Relationship between Cultivated and Feral Creeping Bentgrass (<i>Agrostis stolonifera</i>) in
a Cultural Landscape. Weed Science, 2012, 60, 583-588. 0.8 1

1784
Housekeeping Gene Sequencing and Multilocus Variable-Number Tandem-Repeat Analysis To Identify
Subpopulations within Pseudomonas syringae pv. maculicola and Pseudomonas syringae pv. tomato
That Correlate with Host Specificity. Applied and Environmental Microbiology, 2012, 78, 3266-3279.

1.4 52

1785 Limited divergence in the spatially subdivided population of the Hawaiian mushroom <i>Rhodocollybia
laulaha</i>. Botany, 2012, 90, 1103-1112. 0.5 2

1786 Association mapping of height and maturity across five environments using the sorghum mini core
collection. Genome, 2012, 55, 471-479. 0.9 42



101

Citation Report

# Article IF Citations

1787 Genetic analysis of Washington State harbor seals (<i>Phoca vitulina richardii</i>) using
microsatellites. Canadian Journal of Zoology, 2012, 90, 1361-1369. 0.4 14

1788 Paleoclimate effects and geographic barriers shape regional population genetic structure of
blackbrush (Coleogyne ramosissima: Rosaceae). Botany, 2012, 90, 293-299. 0.5 17

1789 Influence of sampling scheme on the inference of sex-biased gene flow in the American badger
(<i>Taxidea taxus</i>). Canadian Journal of Zoology, 2012, 90, 1231-1242. 0.4 8

1790 Population Biology of Fungal Plant Pathogens. Methods in Molecular Biology, 2012, 835, 333-363. 0.4 5

1791 Hydrogeographic Vicariance Determines the Genetic Structure of Northwestern Walleye Populations.
Transactions of the American Fisheries Society, 2012, 141, 697-706. 0.6 0

1792
Genetic effects of recent habitat fragmentation in the Thousandâ€•Island Lake region of southeast China
on the distylous herb <i>Hedyotis chrysotricha</i> (Rubiaceae). American Journal of Botany, 2012, 99,
1715-1725.

0.8 13

1793 Maintenance of gene flow by female-biased dispersal of Black Grouse Tetrao tetrix in northern
Sweden. Journal of Ornithology, 2012, 153, 1127-1139. 0.5 14

1794 Genetic Analysis of Atypical U.S. Red Rice Phenotypes: Indications of Prior Gene Flow in Rice Fields?.
Weed Science, 2012, 60, 451-461. 0.8 24

1795
Phylogeography of Two Closely Related Indo-Pacific Butterflyfishes Reveals Divergent Evolutionary
Histories and Discordant Results from mtDNA and Microsatellites. Journal of Heredity, 2012, 103,
617-629.

1.0 66

1796 Analysis of population structure revealed apparent genetic disturbance in Korea Cymbidium
collection. Scientia Horticulturae, 2012, 134, 157-162. 1.7 5

1797
Origins of early-flowering cherry cultivars, PrunusÃ—kanzakura cv. Atami-zakura and
PrunusÃ—kanzakura cv. Kawazu-zakura, revealed by experimental crosses and AFLP analysis. Scientia
Horticulturae, 2012, 140, 140-148.

1.7 6

1798 Genetic diversity and population structure of cultivated bromeliad accessions assessed by SRAP
markers. Scientia Horticulturae, 2012, 141, 1-6. 1.7 8

1799 Empirical evaluation of DArT, SNP, and SSR marker-systems for genotyping, clustering, and assigning
sugar beet hybrid varieties into populations. Plant Science, 2012, 184, 54-62. 1.7 54

1800 Parallel speciation in Astyanax cave fish (Teleostei) in Northern Mexico. Molecular Phylogenetics and
Evolution, 2012, 62, 62-70. 1.2 93

1801 Testing species delimitation in sympatric species complexes: The case of an African tropical tree,
Carapa spp. (Meliaceae). Molecular Phylogenetics and Evolution, 2012, 62, 275-285. 1.2 68

1802 Next-generation sequencing reveals phylogeographic structure and a species tree for recent bird
divergences. Molecular Phylogenetics and Evolution, 2012, 62, 397-406. 1.2 82

1803 The population genetic approach delineates the species boundary of reproductively isolated
corymbose acroporid corals. Molecular Phylogenetics and Evolution, 2012, 63, 527-531. 1.2 25

1804
Population genetic structure and geographic differentiation in the hot spring snake Thermophis
baileyi (Serpentes, Colubridae): Indications for glacial refuges in southern-central Tibet. Molecular
Phylogenetics and Evolution, 2012, 63, 396-406.

1.2 27



102

Citation Report

# Article IF Citations

1805 A new species of leopard frog (Anura: Ranidae) from the urban northeastern US. Molecular
Phylogenetics and Evolution, 2012, 63, 445-455. 1.2 17

1806 Genetic diversity of mountain plants: Two migration episodes of Mediterranean Erodium
(Geraniaceae). Molecular Phylogenetics and Evolution, 2012, 63, 866-876. 1.2 26

1807 Genome scan of the mitten crab Eriocheir sensu stricto in East Asia: Population differentiation,
hybridization and adaptive speciation. Molecular Phylogenetics and Evolution, 2012, 64, 118-129. 1.2 27

1808 Geographical patterns of genetic divergence in the widespread Mesoamerican bumble bee Bombus
ephippiatus (Hymenoptera: Apidae). Molecular Phylogenetics and Evolution, 2012, 64, 219-231. 1.2 58

1809
A multi-locus phylogeny reveals a complex pattern of diversification related to climate and habitat
heterogeneity in southern African white-eyes. Molecular Phylogenetics and Evolution, 2012, 64,
633-644.

1.2 30

1810 Effects of long-term isolation on genetic variation and within-island population genetic structure in
Christmas Island (Indian Ocean) seabirds. Conservation Genetics, 2012, 13, 1469-1481. 0.8 7

1811 Breeding site fidelity and winter admixture in a long-distance migrant, the tufted duck (Aythya) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 502 Td (fuligula). Heredity, 2012, 109, 108-116.1.2 31

1812 Population divergence and gene flow in an endangered and highly mobile seabird. Heredity, 2012, 109,
19-28. 1.2 40

1813 Analysis of genetic divergence between closely related lines of chickens. Poultry Science, 2012, 91,
327-333. 1.5 9

1814 Genetic Differentiation among Migrant and Resident Populations of the Threatened Asian Houbara
Bustard. Journal of Heredity, 2012, 103, 64-70. 1.0 10

1815 Spatial genetic structure of Aquilegia taxa endemic to the island of Sardinia. Annals of Botany, 2012,
109, 953-964. 1.4 37

1816 Association mapping for pre-harvest sprouting tolerance in common wheat (Triticum aestivum L.).
Euphytica, 2012, 188, 89-102. 0.6 69

1817 Population structure of the wild soybean (Glycine soja) in China: implications from microsatellite
analyses. Annals of Botany, 2012, 110, 777-785. 1.4 43

1818 Fine-scale spatial genetic structure and clonal distribution of the cold-water coral Lophelia pertusa.
Coral Reefs, 2012, 31, 1135-1148. 0.9 52

1819 Genetic diversity, population structure, and movements of mountain lions (Puma concolor) in Texas.
Journal of Mammalogy, 2012, 93, 989-1000. 0.6 21

1820 Cross-species amplification of microsatellites reveals incongruence in the molecular variation and
taxonomic limits of the Pilosocereus aurisetus group (Cactaceae). Genetica, 2012, 140, 277-285. 0.5 16

1821 Genetic drift and rapid evolution of viviparity in insular fire salamanders (Salamandra salamandra).
Heredity, 2012, 108, 410-418. 1.2 55

1822 Fine-scale population structure and asymmetrical dispersal in an obligate salt-marsh passerine, the
Saltmarsh Sparrow<i>(Ammodramus caudacutus)</i>. Auk, 2012, 129, 247-258. 0.7 30



103

Citation Report

# Article IF Citations

1823 Congruent Genetic Structure in the Lichen-Forming Fungus <i>Lobaria pulmonaria</i> and Its
Green-Algal Photobiont. Molecular Plant-Microbe Interactions, 2012, 25, 220-230. 1.4 53

1824 Conservation genetics of threatened <scp>M</scp>exican axolotls (<i><scp>A</scp>mbystoma</i>).
Animal Conservation, 2012, 15, 61-72. 1.5 20

1825

Phylogeography, genetic diversity and population structure of common bottlenose dolphins in the
<scp>W</scp>ider <scp>C</scp>aribbean inferred from analyses of mitochondrial <scp>DNA</scp>
control region sequences and microsatellite loci: conservation and management implications. Animal
Conservation, 2012, 15, 95-112.

1.5 28

1826 Population genetic structure of a threatened tortoise across the southâ€•eastern <scp>U</scp>nited
<scp>S</scp>tates: implications for conservation management. Animal Conservation, 2012, 15, 613-625. 1.5 16

1827 Nuclear and mitochondrial DNA reveals significant intraspecific genetic differentiation of tokay
gecko in southern China and northern Vietnam. Journal of Zoology, 2012, 287, 215-223. 0.8 7

1828 Pleistocene climatic oscillations and the speciation history of an alpine endemic and a widespread
arcticâ€•alpine plant. New Phytologist, 2012, 194, 583-594. 3.5 31

1829 Intercontinental divergence in the <i>Populus</i>â€•associated ectomycorrhizal fungus, <i>Tricholoma
populinum</i>. New Phytologist, 2012, 194, 548-560. 3.5 26

1830 Natural variation in <i>GA1</i> associates with floral morphology in <i>Arabidopsis thaliana</i>. New
Phytologist, 2012, 195, 58-70. 3.5 21

1831 Association genetics in <i>Corymbia citriodora</i> subsp. variegata identifies single nucleotide
polymorphisms affecting wood growth and cellulosic pulp yield. New Phytologist, 2012, 195, 596-608. 3.5 41

1832 Recent behavioural and population genetic divergence of an invasive ant in a novel environment.
Diversity and Distributions, 2012, 18, 323-333. 1.9 12

1833 Landscape genetics of a specialized grasshopper inhabiting highly fragmented habitats: a role for
spatial scale. Diversity and Distributions, 2012, 18, 481-492. 1.9 15

1834 Scaleâ€•dependent postâ€•establishment spread and genetic diversity in an invading mollusc in South
America. Diversity and Distributions, 2012, 18, 1042-1055. 1.9 43

1835 Dispersal promotes high gene flow among Canada lynx populations across mainland North America.
Conservation Genetics, 2012, 13, 1259-1268. 0.8 37

1836
Population genetics study of common (<i>Pipistrellus pipistrellus</i>) and soprano (<i>Pipistrellus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 227 Td (pygmaeus</i>) pipistrelle bats from central Europe suggests interspecific hybridization. Canadian

Journal of Zoology, 2012, 90, 1251-1260.
0.4 30

1837 Deep Phylogeographic Structure and Environmental Differentiation in the Carnivorous Plant
Sarracenia alata. Systematic Biology, 2012, 61, 763-777. 2.7 69

1838 Population Genomics of Chlamydia trachomatis: Insights on Drift, Selection, Recombination, and
Population Structure. Molecular Biology and Evolution, 2012, 29, 3933-3946. 3.5 94

1839 AMOVA-Based Clustering of Population Genetic Data. Journal of Heredity, 2012, 103, 744-750. 1.0 129

1840 Pronounced genetic structure and low genetic diversity in European red-billed chough (Pyrrhocorax) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (pyrrhocorax) populations. Conservation Genetics, 2012, 13, 1213-1230.0.8 25



104

Citation Report

# Article IF Citations

1841 Genetic population structure of red mangrove (Rhizophora mangle L.) along the northwestern coast
of Mexico. Aquatic Botany, 2012, 99, 20-26. 0.8 55

1842 Genetic changes, intra- and inter-specific introgression in farmed Nile tilapia (Oreochromis niloticus)
in Thailand. Aquaculture, 2012, 324-325, 44-54. 1.7 29

1843 Interbreeding of genetically distinct native brown trout (Salmo trutta) populations designates
offspring fitness. Aquaculture, 2012, 356-357, 158-168. 1.7 11

1844 Genetic diversity and structure within and between wild and cultivated Saccharina japonica
(Laminariales, Phaeophyta) revealed by SSR markers. Aquaculture, 2012, 358-359, 139-145. 1.7 47

1845 Genetic relationships and gene flow between resident and migratory brook trout in the Salmon Trout
River. Journal of Great Lakes Research, 2012, 38, 152-158. 0.8 11

1846 AFLP fingerprinting of tartary buckwheat accessions (Fagopyrum tataricum) displaying rutin content
variation. FÃ¬toterapÃ¬Ã¢, 2012, 83, 1131-1137. 1.1 20

1847
Ice-age isolation, postglacial hybridization and recent population bottlenecks shape the genetic
structure of Meum athamanticum in Central Europe. Flora: Morphology, Distribution, Functional
Ecology of Plants, 2012, 207, 399-407.

0.6 12

1848
Contrasting diffusion of Quaternary gene pools across Europe: The case of the arcticâ€“alpine Gentiana
nivalis L. (Gentianaceae). Flora: Morphology, Distribution, Functional Ecology of Plants, 2012, 207,
408-413.

0.6 18

1849 Genetic diversity of a newly established population of golden eagles on the Channel Islands,
California. Biological Conservation, 2012, 146, 116-122. 1.9 22

1850 Duckâ€™s not dead: Does restocking with captive bred individuals affect the genetic integrity of wild
mallard (Anas platyrhynchos) population?. Biological Conservation, 2012, 152, 231-240. 1.9 19

1851 Floodplain willows in fragmented river landscapes: Understanding spatio-temporal genetic patterns
as a basis for restoration plantings. Biological Conservation, 2012, 153, 211-218. 1.9 26

1852
High genetic diversity and connectivity in a common mesopelagic fish of the Southern Ocean: The
myctophid Electrona antarctica. Deep-Sea Research Part II: Topical Studies in Oceanography, 2012, 59-60,
199-207.

0.6 19

1853 Natural regeneration of Fagus sylvatica L. adapts with maturation to warmer and drier microclimatic
conditions. Forest Ecology and Management, 2012, 275, 60-67. 1.4 28

1854 Genome wide AFLP markers support cryptic species in Coniophora (Boletales). Fungal Biology, 2012, 116,
778-784. 1.1 15

1855 Genetic Characterization of Trichomonas vaginalis Isolates by Use of Multilocus Sequence Typing.
Journal of Clinical Microbiology, 2012, 50, 3293-3300. 1.8 34

1856 Genetic diversity and structure of local apple cultivars from Northeastern Spain assessed by
microsatellite markers. Tree Genetics and Genomes, 2012, 8, 1163-1180. 0.6 89

1857 Genetic structure of East Asian cultivated pears (Pyrus spp.) and their reclassification in accordance
with the nomenclature of cultivated plants. Plant Systematics and Evolution, 2012, 298, 1689-1700. 0.3 26

1858 Waterscape genetics of the yellow perch (<i><scp>P</scp>erca flavescens</i>): patterns across large
connected ecosystems and isolated relict populations. Molecular Ecology, 2012, 21, 5795-5826. 2.0 28



105

Citation Report

# Article IF Citations

1859 Pleistocene Speciation in the Genus Populus (Salicaceae). Systematic Biology, 2012, 61, 401. 2.7 100

1860 Spatiotemporal population genetics of the endangered Perote ground squirrel (<i>Xerospermophilus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (perotensis</i>) in a fragmented landscape. Journal of Mammalogy, 2012, 93, 1061-1074.0.6 18

1861
Detecting immigrants in a highly genetically homogeneous spiny lobster population
(<i><scp>P</scp>alinurus elephas</i>) in the northwest <scp>M</scp>editerranean <scp>S</scp>ea.
Ecology and Evolution, 2012, 2, 2387-2396.

0.8 9

1862
Rainfall can explain adaptive phenotypic variation with high gene flow in the <scp>N</scp>ew
<scp>H</scp>olland <scp>H</scp>oneyeater (<i><scp>P</scp>hylidonyris novaehollandiae</i>).
Ecology and Evolution, 2012, 2, 2397-2412.

0.8 5

1863 The origins of <scp>A</scp>tlantic salmon (<i>Salmo salar</i> L.) recolonizing the <scp>R</scp>iver
<scp>M</scp>ersey in northwest <scp>E</scp>ngland. Ecology and Evolution, 2012, 2, 2537-2548. 0.8 16

1864
Genetic structure along an altitudinal gradient in <i><scp>L</scp>ippia origanoides</i>, a promising
aromatic plant species restricted to semiarid areas in northern <scp>S</scp>outh
<scp>A</scp>merica. Ecology and Evolution, 2012, 2, 2669-2681.

0.8 9

1865 Intracoastal shipping drives patterns of regional population expansion by an invasive marine
invertebrate. Ecology and Evolution, 2012, 2, 2557-2566. 0.8 29

1866
Genetic consequences of fragmentation in â€œ<i>arbor vitae,</i>â€• eastern white cedar
(<i><scp>T</scp>huja occidentalis</i> L.), toward the northern limit of its distribution range.
Ecology and Evolution, 2012, 2, 2506-2520.

0.8 9

1867
Extensive genetic diversity and rapid population differentiation during blooms of
<i><scp>A</scp>lexandrium fundyense</i> (<scp>D</scp>inophyceae) in an isolated salt pond on Cape
Cod, MA, USA. Ecology and Evolution, 2012, 2, 2588-2599.

0.8 48

1868 What does population structure analysis reveal about the <i>Pterostylis longifolia</i> complex
(Orchidaceae)?. Ecology and Evolution, 2012, 2, 2631-2644. 0.8 7

1869 Fecal genotyping reveals demographic variation in river otters inhabiting a contaminated
environment. Journal of Wildlife Management, 2012, 76, 1540-1550. 0.7 23

1870 Genetic diversity and networks of exchange: a combined approach to assess intra-breed diversity.
Genetics Selection Evolution, 2012, 44, 17. 1.2 11

1871 Genetic structure and bio-climatic modeling support allopatric over parapatric speciation along a
latitudinal gradient. BMC Evolutionary Biology, 2012, 12, 149. 3.2 22

1872 Extreme genetic diversity in the lizard Atlantolacerta andreanskyi (Werner, 1929): A montane cryptic
species complex. BMC Evolutionary Biology, 2012, 12, 167. 3.2 33

1873 Asymmetric gene introgression in two closely related Orchis species: evidence from morphometric
and genetic analyses. BMC Evolutionary Biology, 2012, 12, 178. 3.2 26

1874
Mitochondrial control region I and microsatellite analyses of endangered Philippine hornbill species
(Aves; Bucerotidae) detect gene flow between island populations and genetic diversity loss. BMC
Evolutionary Biology, 2012, 12, 203.

3.2 7

1875 Comparative genetic structure of two mangrove species in Caribbean and Pacific estuaries of Panama.
BMC Evolutionary Biology, 2012, 12, 205. 3.2 53

1876
Balancing selection and genetic drift at major histocompatibility complex class II genes in isolated
populations of golden snub-nosed monkey (Rhinopithecus roxellana). BMC Evolutionary Biology, 2012,
12, 207.

3.2 25



106

Citation Report

# Article IF Citations

1877 Evaluating multiple criteria for species delimitation: an empirical example using Hawaiian palms
(Arecaceae: Pritchardia). BMC Evolutionary Biology, 2012, 12, 23. 3.2 42

1878
Demographic histories of adaptively diverged riparian and non-riparian species of Ainsliaea
(Asteraceae) inferred from coalescent analyses using multiple nuclear loci. BMC Evolutionary
Biology, 2012, 12, 254.

3.2 15

1879 Fine-scale genetic breaks driven by historical range dynamics and ongoing density-barrier effects in
the estuarine seaweed Fucus ceranoides L.. BMC Evolutionary Biology, 2012, 12, 78. 3.2 44

1880 Molecular diversity, population structure, and linkage disequilibrium in a worldwide collection of
tobacco (Nicotiana tabacum L.) germplasm. BMC Genetics, 2012, 13, 18. 2.7 32

1881 Gene diversity, agroecological structure and introgression patterns among village chicken
populations across North, West and Central Africa. BMC Genetics, 2012, 13, 34. 2.7 35

1882 Gene-Based Single Nucleotide Polymorphism Markers for Genetic and Association Mapping in Common
Bean. BMC Genetics, 2012, 13, 48. 2.7 143

1883 Molecular characterization of diverse CIMMYT maize inbred lines from eastern and southern Africa
using single nucleotide polymorphic markers. BMC Genomics, 2012, 13, 113. 1.2 109

1884 Development and characterisation of an expressed sequence tags (EST)-derived single nucleotide
polymorphisms (SNPs) resource in rainbow trout. BMC Genomics, 2012, 13, 238. 1.2 12

1885 Genome characterization and population genetic structure of the zoonotic pathogen, Streptococcus
canis. BMC Microbiology, 2012, 12, 293. 1.3 45

1886 Multilocus microsatellite analysis of 'Candidatus Liberibacter asiaticus' associated with citrus
Huanglongbing worldwide. BMC Microbiology, 2012, 12, 39. 1.3 38

1887 Loss of genetic diversity as a signature of apricot domestication and diffusion into the Mediterranean
Basin. BMC Plant Biology, 2012, 12, 49. 1.6 87

1888 Temporal patterns of genetic diversity in Kirtlandâ€™s warblers (Dendroica kirtlandii), the rarest
songbird in North America. BMC Ecology, 2012, 12, 8. 3.0 10

1889 The population structure of Glossina fuscipes fuscipes in the Lake Victoria basin in Uganda:
implications for vector control. Parasites and Vectors, 2012, 5, 222. 1.0 27

1890 Specific patterns of genetic diversity among aromatic rice varieties in Myanmar. Rice, 2012, 5, 20. 1.7 22

1891 Short-Term Genetic Changes: Evaluating Effective Population Size Estimates in a Comprehensively
Described Brown Trout (<i>Salmo trutta</i>) Population. Genetics, 2012, 191, 579-592. 1.2 38

1892
Delineating genetic groupings in continuously distributed species across largely homogeneous
landscapes: a study of American black bears (<i>Ursus americanus</i>) in Ontario, Canada. Canadian
Journal of Zoology, 2012, 90, 999-1014.

0.4 21

1893 Genetic diversity shaped by historical and recent factors in the liveâ€•bearing twoline skiffia <i>Neotoca
bilineata</i>. Journal of Fish Biology, 2012, 81, 1963-1984. 0.7 14

1894
A rangeâ€•wide genetic bottleneck overwhelms contemporary landscape factors and local abundance in
shaping genetic patterns of an alpine butterfly (Lepidoptera: Pieridae: <i>Colias behrii</i>). Molecular
Ecology, 2012, 21, 4242-4256.

2.0 14



107

Citation Report

# Article IF Citations

1895 A parapatric propensity for breeding precludes the completion of speciation in common teal (<i>Anas) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (crecca</i>, sensu lato). Molecular Ecology, 2012, 21, 4563-4577.2.0 28

1896 Demography and speciation history of the homoploid hybrid pine <i>Pinus densata</i> on the Tibetan
Plateau. Molecular Ecology, 2012, 21, 4811-4827. 2.0 82

1897 Large geographic range size reflects a patchwork of divergent lineages in the longâ€•toed salamander
(<i>Ambystoma macrodactylum</i>). Journal of Evolutionary Biology, 2012, 25, 2276-2287. 0.8 8

1898 A Unifying Model for the Analysis of Phenotypic, Genetic, and Geographic Data. Systematic Biology,
2012, 61, 897-911. 2.7 128

1899 Genetic connectivity and diversity of pygmy rabbits (<i>Brachylagus idahoensis</i>) in southern
Wyoming. Journal of Mammalogy, 2012, 93, 29-37. 0.6 5

1900 Methods for Detecting and Correcting for Population Stratification. Current Protocols in Human
Genetics, 2012, 73, Unit 1.22.1-14. 3.5 10

1901 Genetic divergence, range expansion and possible homoploid hybrid speciation among pine species in
Northeast China. Heredity, 2012, 108, 552-562. 1.2 46

1902 Phylogeography Reveals Routes of Colonization of the Bark Beetle Dendroctonus approximatus Dietz
in Mexico. Journal of Heredity, 2012, 103, 638-650. 1.0 17

1903 Genetic diversity and population structure in contemporary house sparrow populations along an
urbanization gradient. Heredity, 2012, 109, 163-172. 1.2 30

1904
Hybridization of <scp>S</scp>outhern <scp>H</scp>emisphere blue whale subspecies and a sympatric
area off <scp>A</scp>ntarctica: impacts of whaling or climate change?. Molecular Ecology, 2012, 21,
5715-5727.

2.0 33

1905 The geographical and environmental determinants of genetic diversity for four alpine conifers of the
<scp>E</scp>uropean <scp>A</scp>lps. Molecular Ecology, 2012, 21, 5530-5545. 2.0 92

1906 Spatial genetic and morphologic structure of wolves and coyotes in relation to environmental
heterogeneity in a <i><scp>C</scp>anis</i> hybrid zone. Molecular Ecology, 2012, 21, 5934-5954. 2.0 55

1907 High gene flow on a continental scale in the polyandrous <scp>K</scp>entish plover
<i><scp>C</scp>haradrius alexandrinus</i>. Molecular Ecology, 2012, 21, 5864-5879. 2.0 52

1908 Retracing the routes of introduction of invasive species: the case of the <i><scp>S</scp>irex
noctilio</i> woodwasp. Molecular Ecology, 2012, 21, 5728-5744. 2.0 95

1909 Inferences on population history of a seed chalcid wasp: invasion success despite a severe founder
effect from an unexpected source population. Molecular Ecology, 2012, 21, 6086-6103. 2.0 34

1910 Environmental margin and island evolution in <scp>M</scp>iddle <scp>E</scp>astern populations of
the <scp>E</scp>gyptian fruit bat. Molecular Ecology, 2012, 21, 6104-6116. 2.0 20

1911
Reconstructing the evolutionary history of an endangered subspecies across the changing landscape
of the <scp>G</scp>reat <scp>C</scp>entral <scp>V</scp>alley of <scp>C</scp>alifornia. Molecular
Ecology, 2012, 21, 5918-5933.

2.0 14

1912 Population genetics and conservation of the extremely narrow Pyrenean palaeoendemicGlandora
oleifolia(Boraginaceae). Plant Ecology and Diversity, 2012, 5, 501-511. 1.0 5



108

Citation Report

# Article IF Citations

1913 Early Holocene glacial retreat isolated populations of river otters (Lontra canadensis) along the
Alaskan coast. Canadian Journal of Zoology, 2012, 90, 1136-1148. 0.4 2

1914 From Russia with lobe: genetic differentiation in trilobed uncus Ostrinia spp. follows food plant, not
hairy legs. Heredity, 2012, 108, 147-156. 1.2 22

1915 Genetic structuring of the common shrew,Sorex araneus(Soricomorpha: Soricidae) in the Polish
Sudetes may suggest ways of northwards colonization. Hereditas, 2012, 149, 197-206. 0.5 4

1916 Global Population Genetic Structure of <i>Caenorhabditis remanei</i> Reveals Incipient Speciation.
Genetics, 2012, 191, 1257-1269. 1.2 53

1917 Comparison of single nucleotide polymorphisms and microsatellites in non-invasive genetic
monitoring of a wolf population. Archives of Biological Sciences, 2012, 64, 321-335. 0.2 21

1918 Safflower. , 2012, , 147-164. 7

1919 Genetic Diversity in A Core Subset of Wild Barley Germplasm. Diversity, 2012, 4, 239-257. 0.7 12

1920 Species boundaries and possible hybridization between the black mongoose (Galerella nigrata) and the
slender mongoose (Galerella sanguinea). Molecular Phylogenetics and Evolution, 2012, 65, 831-839. 1.2 11

1921 Contrasting Genetic Differentiation of a Poorly Dispersing Lizard in Connected and Fragmented Scrub
Habitats. Journal of Herpetology, 2012, 46, 602-607. 0.2 9

1922 Genetic Structure and Eco-Geographical Differentiation of Cultivated Keng Rice (Oryza sativa L. subsp.) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 382 Td (japonica) in China Revealed by Microsatellites. Journal of Integrative Agriculture, 2012, 11, 1755-1766.1.7 6

1923 The genetic diversity of Plasmodium malariae and Plasmodium brasilianum from human, simian and
mosquito hosts in Brazil. Acta Tropica, 2012, 124, 27-32. 0.9 31

1924 Spatial genetic structure and low diversity of the rare arable plant Bupleurum rotundifolium L.
indicate fragmentation in Central Europe. Agriculture, Ecosystems and Environment, 2012, 161, 70-77. 2.5 18

1925 Association analysis of Puroindoline-D1 and Puroindoline b-2 loci with 13 quality traits in European
winter wheat (Triticum aestivum L.). Journal of Cereal Science, 2012, 56, 623-628. 1.8 24

1926 An SNP downstream of the OsBEIIb gene is significantly associated with amylose content and viscosity
properties in rice (Oryza sativa L.). Journal of Cereal Science, 2012, 56, 706-712. 1.8 19

1927 Large-scale regional variation in cooperation and conflict among queens of the desert ant Messor
pergandei. Animal Behaviour, 2012, 84, 499-507. 0.8 24

1928 Genetic diversity in natural populations of the medicinal herb Polygala tenuifolia Willd. and its
implications for conservation. Biochemical Systematics and Ecology, 2012, 44, 400-406. 0.6 6

1929 Genetic diversity and population structure of Pyrus calleryana (Rosaceae) in Zhejiang province, China.
Biochemical Systematics and Ecology, 2012, 45, 69-78. 0.6 26

1930 Genetic variations within a collection of anthuriums unraveled by morphological traits and AFLP
markers. Biochemical Systematics and Ecology, 2012, 45, 34-40. 0.6 8



109

Citation Report

# Article IF Citations

1931 Detection and phylogenetic analysis of Coccidioides posadasii in Arizona soil samples. Fungal Ecology,
2012, 5, 163-176. 0.7 65

1932 Isolation of microsatellite markers for Pelophylax nigromaculata and a tentative application in
detecting interspecific introgression. Gene, 2012, 508, 130-134. 1.0 2

1933 Extensive genetic diversity in Iranian pomegranate (Punica granatum L.) germplasm revealed by
microsatellite markers. Scientia Horticulturae, 2012, 146, 104-114. 1.7 18

1934 Genetic relationships among Italian and Croatian Podolian cattle breeds assessed by microsatellite
markers. Livestock Science, 2012, 150, 256-264. 0.6 26

1935 Mothers that produce sons and daughters are genetically different in red deer. Mammalian Biology,
2012, 77, 147-150. 0.8 0

1936 Genetic analysis of southern African gemsbok (Oryx gazella) reveals high variability, distinct lineages
and strong divergence from the East African Oryx beisa. Mammalian Biology, 2012, 77, 60-66. 0.8 6

1937 Dwindling genetic diversity in European ground squirrels?. Mammalian Biology, 2012, 77, 13-21. 0.8 10

1938 Comparative phylogeography of three trematomid fishes reveals contrasting genetic structure
patterns in benthic and pelagic species. Marine Genomics, 2012, 8, 23-34. 0.4 16

1939 Genomic Scan as a Tool for Assessing the Genetic Component of Phenotypic Variance in Wild
Populations. Methods in Molecular Biology, 2012, 888, 315-329. 0.4 1

1940 Evaluation of genetic diversity and conservation priorities for Egyptian chickens. Open Journal of
Animal Sciences, 2012, 02, 183-190. 0.2 19

1941 Genetic variability of relict<i>Rhododendron ferrugineum</i>L. populations in the Northern
Apennines with some inferences for a conservation strategy. Plant Biosystems, 2012, 146, 24-32. 0.8 20

1942 Genetic variability in local Brazilian horse lines using microsatellite markers. Genetics and Molecular
Research, 2012, 11, 881-890. 0.3 18

1943 Molecular Characterization of Cultivated Bromeliad Accessions with Inter-Simple Sequence Repeat
(ISSR) Markers. International Journal of Molecular Sciences, 2012, 13, 6040-6052. 1.8 9

1944 Time scales of divergence and speciation among natural populations and subspecies of <i>Arabidopsis
lyrata</i> (Brassicaceae). American Journal of Botany, 2012, 99, 1314-1322. 0.8 15

1945 Genome scanning for detecting adaptive genes along environmental gradients in the Japanese conifer,
Cryptomeria japonica. Heredity, 2012, 109, 349-360. 1.2 61

1946 Range overlap and individual movements during breeding season influence genetic relationships of
caribou herds in south-central Alaska. Journal of Mammalogy, 2012, 93, 1318-1330. 0.6 21

1947 Repeated Lake-Stream Divergence in Stickleback Life History within a Central European Lake Basin. PLoS
ONE, 2012, 7, e50620. 1.1 45

1948 Genetic Diversity of Cultured, Naturalized, and Native Pacific Oysters,<i>Crassostrea Gigas</i>,
Determined from Multiplexed Microsatellite Markers. Journal of Shellfish Research, 2012, 31, 611-617. 0.3 26



110

Citation Report

# Article IF Citations

1949 The effects of sampling on delimiting species from multi-locus sequence data. Molecular
Phylogenetics and Evolution, 2012, 65, 451-463. 1.2 41

1950 Genetic Variability of Beauveria bassiana and a DNA Marker for Environmental Monitoring of a Highly
Virulent Isolate Against Cosmopolites sordidus. Indian Journal of Microbiology, 2012, 52, 569-574. 1.5 7

1951 High Levels of Genetic Diversity in Salix viminalis of the Czech Republic as Revealed by Microsatellite
Markers. Bioenergy Research, 2012, 5, 969-977. 2.2 27

1952 Spatial Genetic Structure of Campanula sabatia, a Threatened Narrow Endemic Species of the
Mediterranean Basin. Folia Geobotanica, 2012, 47, 249-262. 0.4 11

1953 Genetic Structure and Cryptic Diversity ofOnychodactylus japonicus(Amphibia, Caudata, Hynobiidae) in
Northeastern Honshu, Japan, as Revealed by Allozymic Analysis. Zoological Science, 2012, 29, 229-237. 0.3 13

1954 Genetic structure of declining chinstrap penguin (Pygoscelis antarcticus) populations from South
Shetland Islands (Antarctica). Polar Biology, 2012, 35, 1681-1689. 0.5 17

1955 Regional genetic differentiation among northern high-latitude island populations of a
broadcast-spawning coral. Coral Reefs, 2012, 31, 1125-1133. 0.9 18

1956 Inferring the invasion history of coral berry <i>Ardisia crenata</i> from China to the USA using
molecular markers. Ecological Research, 2012, 27, 809-818. 0.7 6

1957
History of expansion and anthropogenic collapse in a top marine predator of the Black Sea estimated
from genetic data. Proceedings of the National Academy of Sciences of the United States of America,
2012, 109, E2569-76.

3.3 54

1958 Neutral Loci Reveal Population Structure by Geography, not Ecotype, in Kootenay Lake Kokanee. North
American Journal of Fisheries Management, 2012, 32, 282-291. 0.5 12

1959 Urban Habitat Fragmentation and Genetic Population Structure of Bobcats in Coastal Southern
California. American Midland Naturalist, 2012, 168, 265-280. 0.2 28

1960
mtDNA and AFLP markers demonstrate limited genetic differentiation within the Pyganodon
cataractaâ€“Pyganodon fragilis freshwater mussel complex in Atlantic Canada. Canadian Journal of
Zoology, 2012, 90, 1307-1319.

0.4 5

1961 Analysis of genome-wide structure, diversity and fine mapping of Mendelian traits in traditional and
village chickens. Heredity, 2012, 109, 6-18. 1.2 40

1962
Microsatellite DNA analysis of parapatric lamprey (Entosphenus spp.) populations: implications for
evolution, taxonomy, and conservation of a Canadian endemic. Canadian Journal of Zoology, 2012, 90,
291-303.

0.4 15

1963 Delimiting genetic units in Neotropical toads under incomplete lineage sorting and hybridization.
BMC Evolutionary Biology, 2012, 12, 242. 3.2 31

1964 Estimating ancestry and heterozygosity of hybrids using molecular markers. BMC Evolutionary
Biology, 2012, 12, 131. 3.2 119

1965 Simultaneous delimitation of species and quantification of interspecific hybridization in Amazonian
peacock cichlids (genus cichla) using multi-locus data. BMC Evolutionary Biology, 2012, 12, 96. 3.2 64

1966 Technological Innovations in Major World Oil Crops, Volume 1. , 2012, , . 21



111

Citation Report

# Article IF Citations

1967 Detecting the footprints of divergent selection in oaks with linked markers. Heredity, 2012, 109, 361-371. 1.2 21

1968 Phylogeography of striped skunks (<i>Mephitis mephitis</i>) in North America: Pleistocene dispersal
and contemporary population structure. Journal of Mammalogy, 2012, 93, 38-51. 0.6 22

1969
Population genetic structure of Aedes polynesiensis in the Society Islands of French Polynesia:
implications for control using a Wolbachia- based autocidal strategy. Parasites and Vectors, 2012, 5,
80.

1.0 21

1970 Identifying Loci Influencing 1,000-Kernel Weight in Wheat by Microsatellite Screening for Evidence of
Selection during Breeding. PLoS ONE, 2012, 7, e29432. 1.1 116

1971 Global Phylogeography with Mixed-Marker Analysis Reveals Male-Mediated Dispersal in the Endangered
Scalloped Hammerhead Shark (Sphyrna lewini). PLoS ONE, 2012, 7, e29986. 1.1 123

1972 Heterogeneity in Genetic Diversity among Non-Coding Loci Fails to Fit Neutral Coalescent Models of
Population History. PLoS ONE, 2012, 7, e31972. 1.1 27

1973 Circumpolar Diversity and Geographic Differentiation of mtDNA in the Critically Endangered
Antarctic Blue Whale (Balaenoptera musculus intermedia). PLoS ONE, 2012, 7, e32579. 1.1 36

1974 Genetic Structure, Linkage Disequilibrium and Signature of Selection in Sorghum: Lessons from
Physically Anchored DArT Markers. PLoS ONE, 2012, 7, e33470. 1.1 84

1975 Radiating on Oceanic Islands: Patterns and Processes of Speciation in the Land Snail Genus Theba
(Risso 1826). PLoS ONE, 2012, 7, e34339. 1.1 23

1976 Invasion Genetics of the Western Flower Thrips in China: Evidence for Genetic Bottleneck,
Hybridization and Bridgehead Effect. PLoS ONE, 2012, 7, e34567. 1.1 55

1977 Genetic Structure of the Tree Peony (Paeonia rockii) and the Qinling Mountains as a Geographic
Barrier Driving the Fragmentation of a Large Population. PLoS ONE, 2012, 7, e34955. 1.1 66

1978 Test of Colonisation Scenarios Reveals Complex Invasion History of the Red Tomato Spider Mite
Tetranychus evansi. PLoS ONE, 2012, 7, e35601. 1.1 61

1979 The Genetic Structure of Leishmania infantum Populations in Brazil and Its Possible Association with
the Transmission Cycle of Visceral Leishmaniasis. PLoS ONE, 2012, 7, e36242. 1.1 47

1980 Genetic Structure and Demographic History Should Inform Conservation: Chinese Cobras Currently
Treated as Homogenous Show Population Divergence. PLoS ONE, 2012, 7, e36334. 1.1 12

1981 Population Genetic Structure and Colonisation History of the Tool-Using New Caledonian Crow. PLoS
ONE, 2012, 7, e36608. 1.1 12

1982 Evolution of Neutral and Flowering Genes along Pearl Millet (Pennisetum glaucum) Domestication.
PLoS ONE, 2012, 7, e36642. 1.1 11

1983 Microsatellite and Mitochondrial Data Provide Evidence for a Single Major Introduction for the
Neartic Leafhopper Scaphoideus titanus in Europe. PLoS ONE, 2012, 7, e36882. 1.1 38

1984 The Impact of Human Conflict on the Genetics of Mastomys natalensis and Lassa Virus in West Africa.
PLoS ONE, 2012, 7, e37068. 1.1 39



112

Citation Report

# Article IF Citations

1985 Evidence for Female-Biased Dispersal in the Protandrous Hermaphroditic Asian Seabass, Lates
calcarifer. PLoS ONE, 2012, 7, e37976. 1.1 15

1986 Multi-Locus Phylogeographic and Population Genetic Analysis of Anolis carolinensis: Historical
Demography of a Genomic Model Species. PLoS ONE, 2012, 7, e38474. 1.1 40

1987 Panmixia in a Fragmented and Unstable Environment: The Hydrothermal Shrimp Rimicaris exoculata
Disperses Extensively along the Mid-Atlantic Ridge. PLoS ONE, 2012, 7, e38521. 1.1 59

1988 Bringing Together Evolution on Serpentine and Polyploidy: Spatiotemporal History of the
Diploid-Tetraploid Complex of Knautia arvensis (Dipsacaceae). PLoS ONE, 2012, 7, e39988. 1.1 52

1989 Genetic Signals of Demographic Expansion in Downy Woodpecker (Picoides pubescens) after the Last
North American Glacial Maximum. PLoS ONE, 2012, 7, e40412. 1.1 38

1990 AFLP Genome Scan to Detect Genetic Structure and Candidate Loci under Selection for Local
Adaptation of the Invasive Weed Mikania micrantha. PLoS ONE, 2012, 7, e41310. 1.1 43

1991 Diversity and Relationships of Eggplants from Three Geographically Distant Secondary Centers of
Diversity. PLoS ONE, 2012, 7, e41748. 1.1 59

1992 The Pattern of Genetic Variability in Apomictic Clones of Taraxacum officinale Indicates the
Alternation of Asexual and Sexual Histories of Apomicts. PLoS ONE, 2012, 7, e41868. 1.1 52

1993 Multiple SNP Markers Reveal Fine-Scale Population and Deep Phylogeographic Structure in European
Anchovy (Engraulis encrasicolus L.). PLoS ONE, 2012, 7, e42201. 1.1 60

1994 Three Decades of Farmed Escapees in the Wild: A Spatio-Temporal Analysis of Atlantic Salmon
Population Genetic Structure throughout Norway. PLoS ONE, 2012, 7, e43129. 1.1 175

1995 Spatial Genetic Structure in Natural Populations of Phragmites australis in a Mosaic of Saline
Habitats in the Yellow River Delta, China. PLoS ONE, 2012, 7, e43334. 1.1 20

1996 Signature of a Pre-Human Population Decline in the Critically Endangered Reunion Island Endemic
Forest Bird Coracina newtoni. PLoS ONE, 2012, 7, e43524. 1.1 22

1997 Genetic Diversity and Population Structure of Indian Golden Silkmoth (Antheraea assama). PLoS ONE,
2012, 7, e43716. 1.1 13

1998 A European Melting Pot of Harbour Porpoise in the French Atlantic Coasts Inferred from
Mitochondrial and Nuclear Data. PLoS ONE, 2012, 7, e44425. 1.1 20

1999 A Candidate-Gene Association Study for Berry Colour and Anthocyanin Content in Vitis vinifera L..
PLoS ONE, 2012, 7, e46021. 1.1 35

2000 Phylogeography and Population Genetic Structure of the Ornate Dragon Lizard, Ctenophorus
ornatus. PLoS ONE, 2012, 7, e46351. 1.1 18

2001 Genetic Footprints of Iberian Cattle in America 500 Years after the Arrival of Columbus. PLoS ONE,
2012, 7, e49066. 1.1 75

2002 A Genome Scan and Linkage Disequilibrium Analysis among Chromosomal Races of the Australian
Grasshopper Vandiemenella viatica. PLoS ONE, 2012, 7, e47549. 1.1 8



113

Citation Report

# Article IF Citations

2003 Spatial Structure and Climatic Adaptation in African Maize Revealed by Surveying SNP Diversity in
Relation to Global Breeding and Landrace Panels. PLoS ONE, 2012, 7, e47832. 1.1 21

2004 Tracing the Invasion of the Mediterranean Land Snail Cornu aspersum aspersum Becoming an
Agricultural and Garden Pest in Areas Recently Introduced. PLoS ONE, 2012, 7, e49674. 1.1 46

2005 AFLPs Reveal Different Population Genetic Structure under Contrasting Environments in the Marine
Snail Nucella lapillus L.. PLoS ONE, 2012, 7, e49776. 1.1 3

2006 Unraveling the Genetic Basis of Seed Tocopherol Content and Composition in Rapeseed (Brassica napus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (L.). PLoS ONE, 2012, 7, e50038.1.1 38

2007 Identification of Single-Copy Orthologous Genes between Physalis and Solanum lycopersicum and
Analysis of Genetic Diversity in Physalis Using Molecular Markers. PLoS ONE, 2012, 7, e50164. 1.1 27

2008 What Maintains the Central North Pacific Genetic Discontinuity in Pacific Herring?. PLoS ONE, 2012, 7,
e50340. 1.1 22

2009 Genetic Variation in Rheum palmatum and Rheum tanguticum (Polygonaceae), Two Medicinally and
Endemic Species in China Using ISSR Markers. PLoS ONE, 2012, 7, e51667. 1.1 29

2010 Allele Mining in Barley Genetic Resources Reveals Genes of Race-Non-Specific Powdery Mildew
Resistance. Frontiers in Plant Science, 2011, 2, 113. 1.7 27

2011 Comparison of a retrotransposon-based marker with microsatellite markers for discriminating
accessions of Vitis vinifera. Genetics and Molecular Research, 2012, 11, 1507-1525. 0.3 9

2012 Synergy between Allopatry and Ecology in Population Differentiation and Speciation. International
Journal of Ecology, 2012, 2012, 1-10. 0.3 8

2013 Genetic structure and diversity analysis of the primary gene pool of chickpea using SSR markers.
Genetics and Molecular Research, 2012, 11, 891-905. 0.3 47

2014 The Population Genomics of Sunflowers and Genomic Determinants of Protein Evolution Revealed by
RNAseq. Biology, 2012, 1, 575-596. 1.3 34

2015
Hybridization between three crested newt species (<i>Triturus cristatus</i>superspecies) in the Czech
Republic and Slovakia: comparison of nuclear markers and mitochondrial DNA. Folia Zoologica, 2012,
61, 202-218.

0.9 10

2016 Genetic structure and diversity of introduced eastern mosquitofish (Gambusia holbrooki) in
south-eastern Australia. Marine and Freshwater Research, 2012, 63, 1206. 0.7 11

2017 Phylogenetic Relationship between Degree of Self-compatibility and Floral Traits in Lilium
longiflorum Thunb. (Liliaceae). Japanese Society for Horticultural Science, 2012, 81, 80-90. 0.8 8

2018 Annual plants colonizing the Arctic? Phylogeography and genetic variation in the <i>Euphrasia
minima</i> complex (Orobanchaceae). Taxon, 2012, 61, 146-160. 0.4 12

2019 Integrating different tools to disentangle species complexes: A case study in <i>Epidendrum</i>
(Orchidaceae). Taxon, 2012, 61, 721-734. 0.4 39

2020 The endangered Dama dama mesopotamica Brooke, 1875: genetic variability, allelic loss and
hybridization signals. Contributions To Zoology, 2012, 81, 223-233. 0.2 14



114

Citation Report

# Article IF Citations

2021 Genome Selection Sweep and Association Analysis Shed Light on Future Breeding by Design in Wheat.
Crop Science, 2012, 52, 1218-1228. 0.8 9

2022
Development of expressed sequence tags-simple sequence repeats (EST-SSRs) for Musa and their
applicability in authentication of a Musa breeding population. African Journal of Biotechnology, 2012,
11, .

0.3 2

2023 Genetic diversity and population structure of Chinese pony breeds using microsatellite markers.
Genetics and Molecular Research, 2012, 11, 2629-2640. 0.3 6

2024 Genetic diversity of cultivated accessions and wild species of rubber tree using ESTâ€‘SSR markers.
Pesquisa Agropecuaria Brasileira, 2012, 47, 1087-1094. 0.9 5

2025 Genetic diversity of the species Leporinus elongatus (Teleostei: Characiformes) in the Canoas Complex
- Paranapanema River. Neotropical Ichthyology, 2012, 10, 821-828. 0.5 9

2026 The genetic structure and mating system of Acrocomia aculeata (Arecaceae). Genetics and Molecular
Biology, 2012, 35, 116-121. 0.6 36

2027 Using genetic diversity information to establish core collections of Stylosanthes capitata and
Stylosanthes macrocephala. Genetics and Molecular Biology, 2012, 35, 847-861. 0.6 12

2028 Genetic characterization of the Neotropical catfish Pimelodus maculatus (Pimelodidae, Siluriformes)
in the Upper Uruguay River. Genetics and Molecular Biology, 2012, 35, 761-769. 0.6 21

2029 Genetic variation based on microsatellite analysis of the oriental river prawn, Macrobrachium
nipponense from Qiandao Lake in China. Genetics and Molecular Research, 2012, 11, 4235-4244. 0.3 13

2030 Genetic Characterization of Albanian Sheep Breeds by Microsatellite Markers. , 0, , . 10

2031 Genetic diversity revealed by AFLP markers in Albanian goat breeds. Archives of Biological Sciences,
2012, 64, 799-807. 0.2 5

2032 Population genetic structure of Sisyrinchium micranthum Cav. (Iridaceae) in ItapuÃ£ State Park,
Southern Brazil. Genetics and Molecular Biology, 2012, 35, 99-105. 0.6 19

2033
Genetic structure in fragmented populations of Solanum lycocarpum A. St.-Hil. with distinct
anthropogenic histories in a Cerrado region of Brazil. Genetics and Molecular Research, 2012, 11,
2674-2682.

0.3 4

2034 Association Mapping in Plant Genomes. , 0, , . 9

2035 Gene flow and population structure in the Mexican blind cavefish complex (Astyanax mexicanus). BMC
Evolutionary Biology, 2012, 12, 9. 3.2 174

2036 Intraspecific cytotypic variation and complicated genetic structure in the <i>Phlox amabilisâ€“P.
woodhousei</i> (Polemoniaceae) complex. American Journal of Botany, 2012, 99, 865-874. 0.8 21

2037 Identification and validation of novel SNP markers in European populations of marine Mytilus
mussels. Marine Biology, 2012, 159, 1347-1362. 0.7 51

2038 Landscape genetic structure of chestnut (Castanea sativa Mill.) in Spain. Tree Genetics and Genomes,
2012, 8, 127-136. 0.6 50



115

Citation Report

# Article IF Citations

2039 Nuclear Genomic Sequences Reveal that Polar Bears Are an Old and Distinct Bear Lineage. Science,
2012, 336, 344-347. 6.0 238

2040 Species limits and integrated taxonomy of the Idaho ground squirrel (<i>Urocitellus brunneus</i>):
genetic and ecological differentiation. Journal of Mammalogy, 2012, 93, 589-604. 0.6 13

2041 Dispersal in a plain landscape: short-distance genetic differentiation in southwestern Manitoba
wolves, Canada. Conservation Genetics, 2012, 13, 359-371. 0.8 16

2042
Patterns of genetic variability and habitat occupancy in Crepis triasii (Asteraceae) at different spatial
scales: insights on evolutionary processes leading to diversification in continental islands. Annals of
Botany, 2012, 109, 429-441.

1.4 19

2043 Associative transcriptomics of traits in the polyploid crop species Brassica napus. Nature
Biotechnology, 2012, 30, 798-802. 9.4 347

2044 Genetic and morphological divergence among Cooper's Hawk (Accipiter cooperii) populations
breeding in north-central and western North America. Auk, 2012, 129, 427-437. 0.7 23

2045 Population genetic structure and diversity of the endangered Cantabrian capercaillie. Journal of
Wildlife Management, 2012, 76, 957-965. 0.7 11

2046 Genetic structure of red deer population in northeastern Poland in relation to the history of human
interventions. Journal of Wildlife Management, 2012, 76, 1264-1276. 0.7 40

2047 Identification and management of a single large population of wild dromedary camels. Journal of
Wildlife Management, 2012, 76, 1254-1263. 0.7 18

2048 Populationâ€•based resequencing revealed an ancestral winter group of cultivated flax: implication for
flax domestication processes. Ecology and Evolution, 2012, 2, 622-635. 0.8 11

2049 Small population size and extremely low levels of genetic diversity in island populations of the
platypus, <i>Ornithorhynchus anatinus</i>. Ecology and Evolution, 2012, 2, 844-857. 0.8 83

2050 Concurrent habitat and life history influences on effective/census population size ratios in
streamâ€•dwelling trout. Ecology and Evolution, 2012, 2, 562-573. 0.8 44

2051
Microsatellite variation and genetic structure of brook trout (<i>Salvelinus fontinalis</i>)
populations in Labrador and neighboring Atlantic Canada: evidence for ongoing gene flow and dual
routes of postâ€•Wisconsinan colonization. Ecology and Evolution, 2012, 2, 885-898.

0.8 14

2052 Uncontrolled admixture and loss of genetic diversity in a local Vietnamese pig breed. Ecology and
Evolution, 2012, 2, 962-975. 0.8 17

2053 Population genetic dynamics of threeâ€•spined sticklebacks (<i>Gasterosteus aculeatus</i>) in
anthropogenic altered habitats. Ecology and Evolution, 2012, 2, 1122-1143. 0.8 10

2054 Shifts in morphology and diet of nonâ€•native sticklebacks introduced into Japanese crater lakes.
Ecology and Evolution, 2012, 2, 1083-1098. 0.8 16

2055 Hybridization among Arctic whiteâ€•headed gulls (<i>Larus</i> spp.) obscures the genetic legacy of the
Pleistocene. Ecology and Evolution, 2012, 2, 1278-1295. 0.8 17

2056 Sea snakes rarely venture far from home. Ecology and Evolution, 2012, 2, 1113-1121. 0.8 36



116

Citation Report

# Article IF Citations

2057 Complex genetic patterns in closely related colonizing invasive species. Ecology and Evolution, 2012,
2, 1331-1346. 0.8 50

2058 The role of the Ord Arid Intrusion in the historical and contemporary genetic division of longâ€•tailed
finch subspecies in northern Australia. Ecology and Evolution, 2012, 2, 1208-1219. 0.8 21

2059 Longitudinal trends in climate drive flowering time clines in North American <i>Arabidopsis
thaliana</i>. Ecology and Evolution, 2012, 2, 1162-1180. 0.8 65

2060 A European phylogeography of <i>Rhinanthus minor</i> compared to <i>Rhinanthus angustifolius</i>:
unexpected splits and signs of hybridization. Ecology and Evolution, 2012, 2, 1531-1548. 0.8 17

2061
Population structure and demographic history of a tropical lowland rainforest tree species
<i>Shorea parvifolia</i> (Dipterocarpaceae) from Southeastern Asia. Ecology and Evolution, 2012, 2,
1663-1675.

0.8 23

2062 Environmental diel variation, parasite loads, and local population structuring of a mixedâ€•mating
mangrove fish. Ecology and Evolution, 2012, 2, 1682-1695. 0.8 26

2063 Hybridization and population structure of the <i><scp>C</scp>ulex pipiens</i> complex in the islands
of <scp>M</scp>acaronesia. Ecology and Evolution, 2012, 2, 1889-1902. 0.8 13

2064
The disappearing northern leopard frog (<i><scp>L</scp>ithobates pipiens</i>): conservation genetics
and implications for remnant populations in western <scp>N</scp>evada. Ecology and Evolution, 2012,
2, 2040-2056.

0.8 12

2065
Homoploid hybrid origin of <i><scp>Y</scp>ucca gloriosa</i>: intersectional hybrid speciation in
<i><scp>Y</scp>ucca</i> (<scp>A</scp>gavoideae, <scp>A</scp>sparagaceae). Ecology and Evolution,
2012, 2, 2213-2222.

0.8 33

2066
Population structure of the butternut canker fungus, <i><scp>O</scp>phiognomonia
clavigignentiâ€•juglandacearum,</i> in <scp>N</scp>orth <scp>A</scp>merican forests. Ecology and
Evolution, 2012, 2, 2114-2127.

0.8 23

2067 Canid hybridization: contemporary evolution in humanâ€•modified landscapes. Ecology and Evolution,
2012, 2, 2128-2140. 0.8 25

2068
Hitchhiking with forests: population genetics of the epiphytic lichen <i><scp>L</scp>obaria
pulmonaria</i> in primeval and managed forests in southeastern <scp>E</scp>urope. Ecology and
Evolution, 2012, 2, 2223-2240.

0.8 42

2069 Intense harvesting of eastern wolves facilitated hybridization with coyotes. Ecology and Evolution,
2012, 2, 19-33. 0.8 51

2070
Contemporary and historical evolutionary processes interact to shape patterns of withinâ€•lake
phenotypic divergences in polyphenic pumpkinseed sunfish, <i>Lepomis gibbosus</i>. Ecology and
Evolution, 2012, 2, 574-592.

0.8 26

2071 Identification of interspecific hybrids among domesticated apple and its wild relatives. Tree Genetics
and Genomes, 2012, 8, 1223-1235. 0.6 32

2072
The Morphological and Genetic Variation in the Polymorphic Species &lt;I&gt;Picris
hieracioides&lt;/I&gt; (Compositae, Lactuceae) in Europe Strongly Contrasts with Traditional
Taxonomical Concepts. Systematic Botany, 2012, 37, 258-278.

0.2 24

2073 Genetic Differentiation and Crypsis Among Members of the Myco-heterotrophic Pyrola picta Species
Complex (Pyroleae: Monotropoideae: Ericaceae). Systematic Botany, 2012, 37, . 0.2 10

2074 Imprints from genetic drift and mutation imply relative divergence times across marine transition
zones in a pan-European small pelagic fish (Sprattus sprattus). Heredity, 2012, 109, 96-107. 1.2 27



117

Citation Report

# Article IF Citations

2075
Population Genetics of the <scp>W</scp>ashington <scp>N</scp>ational <scp>P</scp>rimate
<scp>R</scp>esearch <scp>C</scp>enter's (<scp>W</scp>a<scp>NPRC</scp>) Captive Pigtailed Macaque
(<i>Macaca nemestrina</i>) Population. American Journal of Primatology, 2012, 74, 1017-1027.

0.8 9

2076 Association mapping in sunflower for sclerotinia head rot resistance. BMC Plant Biology, 2012, 12, 93. 1.6 47

2077 Genetic diversity and admixture among Canadian, Mountain and Moorland and Nordic pony
populations. Animal, 2012, 6, 19-30. 1.3 21

2078 Climate-induced range contraction drives genetic erosion in an alpine mammal. Nature Climate
Change, 2012, 2, 285-288. 8.1 134

2079 Disentangling the Roles of History and Local Selection in Shaping Clinal Variation of Allele
Frequencies and Gene Expression in Norway Spruce (<i>Picea abies</i>). Genetics, 2012, 191, 865-881. 1.2 195

2080 STRUCTURE HARVESTER: a website and program for visualizing STRUCTURE output and implementing the
Evanno method. Conservation Genetics Resources, 2012, 4, 359-361. 0.4 10,115

2081
Genetic diversity, population structure and genome-wide marker-trait association analysis
emphasizing seed nutrients of the USDA pea (Pisum sativum L.) core collection. Genes and Genomics,
2012, 34, 305-320.

0.5 69

2082 Identification of the barrier to gene flow between phylogeographic lineages of the common hamster
Cricetus cricetus. Acta Theriologica, 2012, 57, 195-204. 1.1 21

2083 Mitochondrial DNA and microsatellites reveal significant divergence in the beachflea Orchestia
montagui (Talitridae: Amphipoda). Aquatic Sciences, 2012, 74, 587-596. 0.6 13

2084 High genetic differentiation in populations of the rare alpine plant species Campanula thyrsoides on a
small mountain. Alpine Botany, 2012, 122, 23-34. 1.1 19

2085 Restricted gene flow and fine-scale population structuring in tool using New Caledonian crows. Die
Naturwissenschaften, 2012, 99, 313-320. 0.6 25

2086
Molecular characterisation and interpretation of genetic diversity within globally distributed
germplasm collections of tall fescue (Festuca arundinacea Schreb.) and meadow fescue (F. pratensis) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 297 Td (Huds.). Theoretical and Applied Genetics, 2012, 124, 1127-1137.1.8 35

2087 Genetic structure and linkage disequilibrium in landrace populations of barley in Sardinia.
Theoretical and Applied Genetics, 2012, 125, 171-184. 1.8 22

2088 An EST-derived SNP and SSR genetic linkage map of cassava (Manihot esculenta Crantz). Theoretical
and Applied Genetics, 2012, 125, 329-342. 1.8 31

2089 Genetic diversity in European Pisum germplasm collections. Theoretical and Applied Genetics, 2012, 125,
367-380. 1.8 43

2090 Genetic structure and linkage disequilibrium pattern of a rapeseed (Brassica napus L.) association
mapping panel revealed by microsatellites. Theoretical and Applied Genetics, 2012, 125, 437-447. 1.8 100

2091 Population structure and linkage disequilibrium in Lupinus albus L. germplasm and its implication for
association mapping. Theoretical and Applied Genetics, 2012, 125, 517-530. 1.8 21

2092
Influence of habitat fragmentation on the genetic structure of large mammals: evidence for increased
structuring of African buffalo (Syncerus caffer) within the Serengeti ecosystem. Conservation
Genetics, 2012, 13, 381-391.

0.8 14



118

Citation Report

# Article IF Citations

2093
Spatiotemporal segregation among summer stocks of beluga (Delphinapterus leucas) despite nuclear
gene flow: implication for the endangered belugas in eastern Hudson Bay (Canada). Conservation
Genetics, 2012, 13, 419-433.

0.8 35

2094 Genetic evidence for a distinct Pelodytes lineage in southwest Portugal: implications for the use of
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2107 Genetic effects of habitat fragmentation and population isolation on Etheostoma raneyi (Percidae).
Conservation Genetics, 2012, 13, 859-872. 0.8 47
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China. Conservation Genetics, 2012, 13, 891-898. 0.8 9

2109
Population structure and gene flow in a heavily disturbed habitat: implications for the management
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2110 Fine-scale genetic population structure of an understory rainforest bird in Costa Rica. Conservation
Genetics, 2012, 13, 925-935. 0.8 36
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Habitat connectivity, more than speciesâ€™ biology, influences genetic differentiation in a habitat
specialist, the short-eared rock-wallaby (Petrogale brachyotis). Conservation Genetics, 2012, 13,
937-952.

0.8 18

2112 Genetic analysis of an endemic archipelagic lizard reveals sympatric cryptic lineages and taxonomic
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2113 Low genetic diversity and evidence of population structure among subspecies of Nerodia harteri, a
threatened water snake endemic to Texas. Conservation Genetics, 2012, 13, 977-986. 0.8 11

2114 Conservation genetics of the endangered Dorcas gazelle (Gazella dorcas spp.) in Northwestern
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2115
Conservation genetics of the Common Tern (Sterna hirundo) in the North Atlantic region;
implications for the critically endangered population at Bermuda. Conservation Genetics, 2012, 13,
1039-1043.
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2116
Local scale patterns of gene flow and genetic diversity in a cropâ€“wildâ€“weedy complex of sorghum
(Sorghum bicolor (L.) Moench) under traditional agricultural field conditions in Kenya.
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Genetic population structure of the masked palm civet Paguma larvata, (Carnivora: Viverridae) in
Japan, revealed from analysis of newly identified compound microsatellites. Conservation Genetics,
2012, 13, 1095-1107.

0.8 14

2119 Morphological, pathological and genetic variations among isolates of Cochliobolus sativus from
Nepal. European Journal of Plant Pathology, 2012, 133, 405-417. 0.8 8
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Grape varieties (Vitis vinifera L.) from the Balearic Islands: genetic characterization and relationship
with Iberian Peninsula and Mediterranean Basin. Genetic Resources and Crop Evolution, 2012, 59,
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Genetic diversity of taro (Colocasia esculenta (L.) Schott) in Vanuatu (Oceania): an appraisal of the
distribution of allelic diversity (DAD) with SSR markers. Genetic Resources and Crop Evolution, 2012,
59, 805-820.
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2123 Genetic Evidence of the Contribution of Ethnic Migrations to the Propagation and Persistence of the
Rare and Declining Scrambling Shrub Caesalpinia bonduc L. Human Ecology, 2012, 40, 117-128. 0.7 7

2124 Genetic structure and differentiation at a short-time scale of the introduced calcarean sponge
Paraleucilla magna to the western Mediterranean. Hydrobiologia, 2012, 687, 71-84. 1.0 34

2125 Genetic variation of European grayling (Thymallus thymallus) populations in the Western Balkans.
Hydrobiologia, 2012, 691, 225-237. 1.0 18

2126 Dispersal via stream corridors structures populations of the endangered St. Francisâ€™ satyr butterfly
(Neonympha mitchellii francisci). Journal of Insect Conservation, 2012, 16, 263-273. 0.8 7

2127 When landscape modification is advantageous for protected species. The case of a synanthropic
tarantula, Brachypelma vagans. Journal of Insect Conservation, 2012, 16, 479-488. 0.8 16

2128 Identification of SSR markers associated with height using pool-based genome-wide association
mapping in sorghum. Molecular Breeding, 2012, 30, 281-292. 1.0 39
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2129 Markers for ornamental traits in Phalaenopsis orchids: population structure, linkage disequilibrium
and association mapping. Molecular Breeding, 2012, 30, 305-316. 1.0 19

2130 LSGermOPA, a custom OPA of 384 EST-derived SNPs for high-throughput lettuce (Lactuca sativa L.)
germplasm fingerprinting. Molecular Breeding, 2012, 29, 887-901. 1.0 12
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Genetic Diversity and Population Structure of Ethiopian Chickpea (Cicer arietinum L.) Germplasm
Accessions from Different Geographical Origins as Revealed by Microsatellite Markers. Plant
Molecular Biology Reporter, 2012, 30, 654-665.

1.0 54

2132 Genetic analysis reveals human-mediated long-distance dispersal among war cemeteries in Trifolium
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Tri- and tetra-nucleotide microsatellite DNA markers for assessing genetic diversity, population
structure, and demographics in the Holmgren milk-vetch (Astragalus holmgreniorum). Conservation
Genetics Resources, 2012, 4, 39-42.
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2136 Multi-marker estimate of genetic connectivity of sole (Solea solea) in the North-East Atlantic Ocean.
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2137 Comparative population genetics of seven notothenioid fish species reveals high levels of gene flow
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2138 Admixture of genetic lineages of different glacial origin: a case study of Abies alba Mill. in the
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2140 Molecular identification of Schoenoplectiella species (Cyperaceae) by use of microsatellite markers.
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Recent origin and adaptive diversification of Ainsliaea (Asteraceae) in the Ryukyu Islands: molecular
phylogenetic inference using nuclear microsatellite markers. Plant Systematics and Evolution, 2012,
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2142 Population fragmentation causes randomly fixed genotypes in populations of Arabidopsis kamchatica
in the Japanese Archipelago. Journal of Plant Research, 2012, 125, 223-233. 1.2 14

2143
Genetic structure and phylogeography in Juniperus oxycedrus subsp. macrocarpa around the
Mediterranean and Atlantic coasts of the Iberian Peninsula, based on AFLP and plastid markers.
European Journal of Forest Research, 2012, 131, 845-856.
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2144 Genetic variation and divergence in Scots pine (Pinus sylvestris L.) within its natural range in Italy.
European Journal of Forest Research, 2012, 131, 1127-1138. 1.1 46

2145
Isolation of Microsatellite Markers and Analysis of Genetic Diversity Among East Atlantic Populations
of the Sword Razor Shell Ensis siliqua: A Tool for Population Management. Biochemical Genetics,
2012, 50, 397-415.
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2146 Porcine Single Nucleotide Polymorphism (SNP) Development and Population Structure of Pigs
Assessed by Validated SNPs. Biochemical Genetics, 2012, 50, 428-439. 0.8 1
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2147
Strong genetic structure among populations of the invasive avocado pest Pseudacysta perseae
(Heidemann) (Hemiptera: Tingidae) reveals the source of introduced populations. Biological Invasions,
2012, 14, 1079-1100.

1.2 9

2148 Genetic Diversity and Population Structure in the Heavily Exploited Korean Rockfish, <i>Sebastes
schlegeli</i>, in Korea. Journal of the World Aquaculture Society, 2012, 43, 73-83. 1.2 8

2149 Genetic diversity in North American captive Asian elephants. Journal of Zoology, 2012, 286, 38-47. 0.8 14

2150
Nuclear and chloroplast DNA phylogeography reveals vicariance among European populations of the
model species for the study of metal tolerance, <i>Arabidopsis halleri</i> (Brassicaceae). New
Phytologist, 2012, 193, 916-928.
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2151 Getting here from there: testing the genetic paradigm underpinning introduction histories and
invasion success. Diversity and Distributions, 2012, 18, 147-157. 1.9 28

2152 High Levels of Genetic Contamination in Remnant Populations of <i>Acacia saligna</i> from a
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2153 Genetic Diversity and Structure in <i>Austrocedrus chilensis</i> Populations: Implications for
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Regional divergence and mosaic spatial distribution of two closely related damselfly species
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2155 Asymmetric and differential gene introgression at a contact zone between two highly divergent
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Islands. Journal of Evolutionary Biology, 2012, 25, 509-521. 0.8 28
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the opportunistic human pathogenAspergillus fumigatus. Molecular Ecology, 2012, 21, 57-70. 2.0 65
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2164 High diversity in populations of the introduced plant pathogen, <i>Cryphonectria parasitica</i>, due
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122

Citation Report

# Article IF Citations

2165 Vicariance divergence and gene flow among islet populations of an endemic lizard. Molecular
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2166 Multilocus coalescent analysis of haemoglobin differentiation between lowâ€• and highâ€•altitude
populations of crested ducks (<i>Lophonetta specularioides</i>). Molecular Ecology, 2012, 21, 350-368. 2.0 22
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2170 Interâ€•oceanic variation in patterns of hostâ€•associated divergence in a seabird ectoparasite. Journal of
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Effects of landscape features and demographic history on the genetic structure of Testudo marginata
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2183 Phylogeography of isolated freshwater threeâ€•spined stickleback <i>Gasterosteus aculeatus</i>
populations in the Adriatic Sea basin. Journal of Fish Biology, 2012, 80, 61-85. 0.7 24

2184
Strong population genetic structure and its management implications in the mud carp <i>Cirrhinus
molitorella</i>, an indigenous freshwater species subject to an aquaculture and cultureâ€•based
fishery. Journal of Fish Biology, 2012, 80, 651-668.
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COLOR INâ€‚PHLOX DRUMMONDII. Evolution; International Journal of Organic Evolution, 2012, 66,
469-485.

1.1 50
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2201 Late Pleistocene lineage divergence among populations of <i>Neolitsea sericea</i> (Lauraceae) across
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3097
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3100
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High gene flow in two thrips-pollinated South-East Asian pioneer trees: genetic diversity and
population structure of<i>Macaranga hypoleuca</i>and<i>M.â€‰beccariana</i>(Euphorbiaceae).
Botanical Journal of the Linnean Society, 2013, 173, 606-621.
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3104 Individual differences in migratory behavior shape population genetic structure and microhabitat
choice in sympatric blackcaps (<i>Sylvia atricapilla</i>). Ecology and Evolution, 2013, 3, 4278-4289. 0.8 20

3105 Hybridization and adaptation to introduced balloon vines in an <scp>A</scp>ustralian soapberry bug.
Molecular Ecology, 2013, 22, 6116-6130. 2.0 9
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Good news for conservation: mitochondrial and microsatellite DNA data detect limited genetic
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Drava River. Knowledge and Management of Aquatic Ecosystems, 2013, , 01.
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Effects of natural selection on genetic diversity of freshwater insect Stenopsyche marmorata
populations. Journal of Japan Society of Civil Engineers Ser G (Environmental Research), 2013, 69,
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3115 Genetic diversity in populations of Isatis glauca Aucher ex Boiss. ssp. from Central Anatolia in Turkey,
as revealed by AFLP analysis. , 2013, 54, 48. 0

3116 Genetic Diversity and Population Structure in a World Collection of <i>Brassica napus</i>
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<i><scp>P</scp>hrynocephalus vlangalii</i> and its potential link to individual social interactions.
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3164 Genetic structure and a selected core set of brazilian soybean cultivars. Genetics and Molecular
Biology, 2013, 36, 382-390. 0.6 17

3165 Genetic structure of Argentinean hexaploid wheat germplasm. Genetics and Molecular Biology, 2013,
36, 391-399. 0.6 15

3166 Genetic diversity and differentiation of exotic and American commercial cattle breeds raised in Brazil.
Genetics and Molecular Research, 2013, 12, 5516-5526. 0.3 7

3167 Diversity and genetic structure among subpopulations of Gossypium mustelinum (Malvaceae). Genetics
and Molecular Research, 2013, 12, 597-609. 0.3 23

3168 Genetic diversity of teak (Tectona grandis L.F.) from different provenances using microsatellite
markers. Revista Arvore, 2013, 37, 747-758. 0.5 18

3169 Dispersal Capacity and Genetic Structure of Arapaima gigas on Different Geographic Scales Using
Microsatellite Markers. PLoS ONE, 2013, 8, e54470. 1.1 39
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chinensis Snyder. PLoS ONE, 2013, 8, e69070. 1.1 27
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