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0.8 35

2094 Genetic evidence for a distinct Pelodytes lineage in southwest Portugal: implications for the use of
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2097 Assessment of provenance delineation by genetic differentiation patterns and estimates of gene flow
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2107 Genetic effects of habitat fragmentation and population isolation on Etheostoma raneyi (Percidae).
Conservation Genetics, 2012, 13, 859-872. 0.8 47

2108 Traditional home-garden conserving genetic diversity: a case study of Acacia pennata in southwest
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2109
Population structure and gene flow in a heavily disturbed habitat: implications for the management
of the imperilled Red Hills salamander (Phaeognathus hubrichti). Conservation Genetics, 2012, 13,
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2110 Fine-scale genetic population structure of an understory rainforest bird in Costa Rica. Conservation
Genetics, 2012, 13, 925-935. 0.8 36
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Habitat connectivity, more than speciesâ€™ biology, influences genetic differentiation in a habitat
specialist, the short-eared rock-wallaby (Petrogale brachyotis). Conservation Genetics, 2012, 13,
937-952.
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2112 Genetic analysis of an endemic archipelagic lizard reveals sympatric cryptic lineages and taxonomic
discordance. Conservation Genetics, 2012, 13, 953-963. 0.8 4

2113 Low genetic diversity and evidence of population structure among subspecies of Nerodia harteri, a
threatened water snake endemic to Texas. Conservation Genetics, 2012, 13, 977-986. 0.8 11

2114 Conservation genetics of the endangered Dorcas gazelle (Gazella dorcas spp.) in Northwestern
Africa. Conservation Genetics, 2012, 13, 1003-1015. 0.8 26

2115
Conservation genetics of the Common Tern (Sterna hirundo) in the North Atlantic region;
implications for the critically endangered population at Bermuda. Conservation Genetics, 2012, 13,
1039-1043.
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2116
Local scale patterns of gene flow and genetic diversity in a cropâ€“wildâ€“weedy complex of sorghum
(Sorghum bicolor (L.) Moench) under traditional agricultural field conditions in Kenya.
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Genetic population structure of the masked palm civet Paguma larvata, (Carnivora: Viverridae) in
Japan, revealed from analysis of newly identified compound microsatellites. Conservation Genetics,
2012, 13, 1095-1107.
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2119 Morphological, pathological and genetic variations among isolates of Cochliobolus sativus from
Nepal. European Journal of Plant Pathology, 2012, 133, 405-417. 0.8 8
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Grape varieties (Vitis vinifera L.) from the Balearic Islands: genetic characterization and relationship
with Iberian Peninsula and Mediterranean Basin. Genetic Resources and Crop Evolution, 2012, 59,
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0.8 22

2122
Genetic diversity of taro (Colocasia esculenta (L.) Schott) in Vanuatu (Oceania): an appraisal of the
distribution of allelic diversity (DAD) with SSR markers. Genetic Resources and Crop Evolution, 2012,
59, 805-820.
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2123 Genetic Evidence of the Contribution of Ethnic Migrations to the Propagation and Persistence of the
Rare and Declining Scrambling Shrub Caesalpinia bonduc L. Human Ecology, 2012, 40, 117-128. 0.7 7

2124 Genetic structure and differentiation at a short-time scale of the introduced calcarean sponge
Paraleucilla magna to the western Mediterranean. Hydrobiologia, 2012, 687, 71-84. 1.0 34

2125 Genetic variation of European grayling (Thymallus thymallus) populations in the Western Balkans.
Hydrobiologia, 2012, 691, 225-237. 1.0 18

2126 Dispersal via stream corridors structures populations of the endangered St. Francisâ€™ satyr butterfly
(Neonympha mitchellii francisci). Journal of Insect Conservation, 2012, 16, 263-273. 0.8 7

2127 When landscape modification is advantageous for protected species. The case of a synanthropic
tarantula, Brachypelma vagans. Journal of Insect Conservation, 2012, 16, 479-488. 0.8 16

2128 Identification of SSR markers associated with height using pool-based genome-wide association
mapping in sorghum. Molecular Breeding, 2012, 30, 281-292. 1.0 39
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2129 Markers for ornamental traits in Phalaenopsis orchids: population structure, linkage disequilibrium
and association mapping. Molecular Breeding, 2012, 30, 305-316. 1.0 19

2130 LSGermOPA, a custom OPA of 384 EST-derived SNPs for high-throughput lettuce (Lactuca sativa L.)
germplasm fingerprinting. Molecular Breeding, 2012, 29, 887-901. 1.0 12
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Genetic Diversity and Population Structure of Ethiopian Chickpea (Cicer arietinum L.) Germplasm
Accessions from Different Geographical Origins as Revealed by Microsatellite Markers. Plant
Molecular Biology Reporter, 2012, 30, 654-665.
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2132 Genetic analysis reveals human-mediated long-distance dispersal among war cemeteries in Trifolium
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2135
Tri- and tetra-nucleotide microsatellite DNA markers for assessing genetic diversity, population
structure, and demographics in the Holmgren milk-vetch (Astragalus holmgreniorum). Conservation
Genetics Resources, 2012, 4, 39-42.
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2136 Multi-marker estimate of genetic connectivity of sole (Solea solea) in the North-East Atlantic Ocean.
Marine Biology, 2012, 159, 1239-1253. 0.7 38
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2138 Admixture of genetic lineages of different glacial origin: a case study of Abies alba Mill. in the
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2140 Molecular identification of Schoenoplectiella species (Cyperaceae) by use of microsatellite markers.
Plant Systematics and Evolution, 2012, 298, 811-817. 0.3 4
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Recent origin and adaptive diversification of Ainsliaea (Asteraceae) in the Ryukyu Islands: molecular
phylogenetic inference using nuclear microsatellite markers. Plant Systematics and Evolution, 2012,
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2142 Population fragmentation causes randomly fixed genotypes in populations of Arabidopsis kamchatica
in the Japanese Archipelago. Journal of Plant Research, 2012, 125, 223-233. 1.2 14

2143
Genetic structure and phylogeography in Juniperus oxycedrus subsp. macrocarpa around the
Mediterranean and Atlantic coasts of the Iberian Peninsula, based on AFLP and plastid markers.
European Journal of Forest Research, 2012, 131, 845-856.
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2144 Genetic variation and divergence in Scots pine (Pinus sylvestris L.) within its natural range in Italy.
European Journal of Forest Research, 2012, 131, 1127-1138. 1.1 46

2145
Isolation of Microsatellite Markers and Analysis of Genetic Diversity Among East Atlantic Populations
of the Sword Razor Shell Ensis siliqua: A Tool for Population Management. Biochemical Genetics,
2012, 50, 397-415.
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2146 Porcine Single Nucleotide Polymorphism (SNP) Development and Population Structure of Pigs
Assessed by Validated SNPs. Biochemical Genetics, 2012, 50, 428-439. 0.8 1
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2147
Strong genetic structure among populations of the invasive avocado pest Pseudacysta perseae
(Heidemann) (Hemiptera: Tingidae) reveals the source of introduced populations. Biological Invasions,
2012, 14, 1079-1100.

1.2 9

2148 Genetic Diversity and Population Structure in the Heavily Exploited Korean Rockfish, <i>Sebastes
schlegeli</i>, in Korea. Journal of the World Aquaculture Society, 2012, 43, 73-83. 1.2 8

2149 Genetic diversity in North American captive Asian elephants. Journal of Zoology, 2012, 286, 38-47. 0.8 14
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Nuclear and chloroplast DNA phylogeography reveals vicariance among European populations of the
model species for the study of metal tolerance, <i>Arabidopsis halleri</i> (Brassicaceae). New
Phytologist, 2012, 193, 916-928.
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2151 Getting here from there: testing the genetic paradigm underpinning introduction histories and
invasion success. Diversity and Distributions, 2012, 18, 147-157. 1.9 28

2152 High Levels of Genetic Contamination in Remnant Populations of <i>Acacia saligna</i> from a
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2153 Genetic Diversity and Structure in <i>Austrocedrus chilensis</i> Populations: Implications for
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2155 Asymmetric and differential gene introgression at a contact zone between two highly divergent
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the opportunistic human pathogenAspergillus fumigatus. Molecular Ecology, 2012, 21, 57-70. 2.0 65
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2164 High diversity in populations of the introduced plant pathogen, <i>Cryphonectria parasitica</i>, due
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2165 Vicariance divergence and gene flow among islet populations of an endemic lizard. Molecular
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2166 Multilocus coalescent analysis of haemoglobin differentiation between lowâ€• and highâ€•altitude
populations of crested ducks (<i>Lophonetta specularioides</i>). Molecular Ecology, 2012, 21, 350-368. 2.0 22
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2168 Genetic characterization of Latinâ€•American Creole cattle using microsatellite markers. Animal
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2170 Interâ€•oceanic variation in patterns of hostâ€•associated divergence in a seabird ectoparasite. Journal of
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2183 Phylogeography of isolated freshwater threeâ€•spined stickleback <i>Gasterosteus aculeatus</i>
populations in the Adriatic Sea basin. Journal of Fish Biology, 2012, 80, 61-85. 0.7 24

2184
Strong population genetic structure and its management implications in the mud carp <i>Cirrhinus
molitorella</i>, an indigenous freshwater species subject to an aquaculture and cultureâ€•based
fishery. Journal of Fish Biology, 2012, 80, 651-668.
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2193
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Stocking impacts the expression of candidate genes and physiological condition in introgressed
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Evolutionary dynamics of a rapidly receding southern range boundary in the threatened
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3100
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3103
High gene flow in two thrips-pollinated South-East Asian pioneer trees: genetic diversity and
population structure of<i>Macaranga hypoleuca</i>and<i>M.â€‰beccariana</i>(Euphorbiaceae).
Botanical Journal of the Linnean Society, 2013, 173, 606-621.
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3104 Individual differences in migratory behavior shape population genetic structure and microhabitat
choice in sympatric blackcaps (<i>Sylvia atricapilla</i>). Ecology and Evolution, 2013, 3, 4278-4289. 0.8 20

3105 Hybridization and adaptation to introduced balloon vines in an <scp>A</scp>ustralian soapberry bug.
Molecular Ecology, 2013, 22, 6116-6130. 2.0 9
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Genetic Diversity and Differentiation in Broodstocks of the Endangered Chinese Sucker,
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<i>Arabidopsis</i> semidwarfs evolved from independent mutations in <i>GA20ox1</i> , ortholog to
green revolution dwarf alleles in rice and barley. Proceedings of the National Academy of Sciences of
the United States of America, 2013, 110, 15818-15823.
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Drava River. Knowledge and Management of Aquatic Ecosystems, 2013, , 01.
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3113
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revealed by amplified fragment length polymorphism markers. Canadian Journal of Plant Science, 2013,
93, 1105-1114.
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Effects of natural selection on genetic diversity of freshwater insect Stenopsyche marmorata
populations. Journal of Japan Society of Civil Engineers Ser G (Environmental Research), 2013, 69,
III_489-III_494.
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3115 Genetic diversity in populations of Isatis glauca Aucher ex Boiss. ssp. from Central Anatolia in Turkey,
as revealed by AFLP analysis. , 2013, 54, 48. 0

3116 Genetic Diversity and Population Structure in a World Collection of <i>Brassica napus</i>
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3117 Female mate choice based on pheromone content may inhibit reproductive isolation between distinct
populations of Iberian wall lizards. Environmental Epigenetics, 2013, 59, 210-220. 0.9 23
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3121 Spatial scales of genetic structure and gene flow in <i>Calochortus albus</i> (Liliaceae). Ecology and
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3122 Genetic structure of the whiteâ€•footed mouse in the context of the emergence of Lyme disease in
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595-613. 0.8 20
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Ecology and Evolution, 2013, 3, 1219-1230.
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Recent colonization by a coastal plant of inland habitats at an ancient freshwater lake,
<scp>L</scp>ake <scp>B</scp>iwa: multilocus sequencing and a demographic history of
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<scp>G</scp>reat <scp>B</scp>asin <scp>D</scp>esert. Ecology and Evolution, 2013, 3, 2497-2513. 0.8 2
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Systematic Botany, 2013, 26, 210.
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Biology, 2013, 36, 533-539.
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3155 Phylogenetic relationships of chrysanthemums in Korea based on novel SSR markers. Genetics and
Molecular Research, 2013, 12, 5335-5347. 0.3 15

3156 Simple sequence repeat-based association analysis of fruit traits in eggplant (Solanum melongena).
Genetics and Molecular Research, 2013, 12, 5651-5663. 0.3 12
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3158 Genetic variability of marine shrimp in the Brazilian industry. Pesquisa Agropecuaria Brasileira, 2013,
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3159 Genetic Characterization of Taiwan Commercial Native Chickens Ascertained by Microsatellite
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3168 Genetic diversity of teak (Tectona grandis L.F.) from different provenances using microsatellite
markers. Revista Arvore, 2013, 37, 747-758. 0.5 18
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3172 Cryptic Genetic Diversity within the Anopheles nili group of Malaria Vectors in the Equatorial Forest
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3175 Successive Invasion-Mediated Interspecific Hybridizations and Population Structure in the Endangered
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3182 Population Structure and Dispersal Patterns within and between Atlantic and Mediterranean
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3193 Population Characteristics May Reduce the Levels of Individual Call Identity. PLoS ONE, 2013, 8, e77557. 1.1 11
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3195 Moroccan Leishmania infantum: Genetic Diversity and Population Structure as Revealed by
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3201 Demonstration of Genome-Wide Association Studies for Identifying Markers for Wood Property and
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e0164293. 1.1 50

13521
A Multi-Faceted Approach to Analyse the Effects of Environmental Variables on Geographic Range and
Genetic Structure of a Perennial Psammophilous Geophyte: The Case of the Sea Daffodil Pancratium
maritimum L. in the Mediterranean Basin. PLoS ONE, 2016, 11, e0164816.

1.1 13

13522 Large-Scale Genotyping-by-Sequencing Indicates High Levels of Gene Flow in the Deep-Sea Octocoral
Swiftia simplex (Nutting 1909) on the West Coast of the United States. PLoS ONE, 2016, 11, e0165279. 1.1 14

13523 High Interannual Variability in Connectivity and Genetic Pool of a Temperate Clingfish Matches
Oceanographic Transport Predictions. PLoS ONE, 2016, 11, e0165881. 1.1 16

13524 Molecular Epidemiology of P. vivax in Iran: High Diversity and Complex Sub-Structure Using Neutral
Markers, but No Evidence of Y976F Mutation at pvmdr1. PLoS ONE, 2016, 11, e0166124. 1.1 17

13525 Hybrid Origins of Citrus Varieties Inferred from DNA Marker Analysis of Nuclear and Organelle
Genomes. PLoS ONE, 2016, 11, e0166969. 1.1 76

13526 Patterns of Fish Connectivity between a Marine Protected Area and Surrounding Fished Areas. PLoS
ONE, 2016, 11, e0167441. 1.1 13

13527 Genetic Diversity and Population Structure of Whitebark Pine (Pinus albicaulis Engelm.) in Western
North America. PLoS ONE, 2016, 11, e0167986. 1.1 34

13528 Between the Balkans and the Baltic: Phylogeography of a Common Vole Mitochondrial DNA Lineage
Limited to Central Europe. PLoS ONE, 2016, 11, e0168621. 1.1 26

13529 Weak Genetic Structure in Northern African Dromedary Camels Reflects Their Unique Evolutionary
History. PLoS ONE, 2017, 12, e0168672. 1.1 22

13530 Limited Dispersal and Significant Fine - Scale Genetic Structure in a Tropical Montane Parrot Species.
PLoS ONE, 2016, 11, e0169165. 1.1 13

13531 Recovering the Genetic Identity of an Extinct-in-the-Wild Species: The Puzzling Case of the Alagoas
Curassow. PLoS ONE, 2017, 12, e0169636. 1.1 11

13532
Superclone Expansion, Long-Distance Clonal Dispersal and Local Genetic Structuring in the Coral
Pocillopora damicornis Type Î² in Reunion Island, South Western Indian Ocean. PLoS ONE, 2017, 12,
e0169692.

1.1 43

13533 Genetic Divergence in Domestic Japanese Quail Inferred from Mitochondrial DNA D-Loop and
Microsatellite Markers. PLoS ONE, 2017, 12, e0169978. 1.1 13

13534 Population Structure, Diversity and Reproductive Mode of the Grape Phylloxera (Daktulosphaira) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (vitifoliae) across Its Native Range. PLoS ONE, 2017, 12, e0170678.1.1 19

13535 Phylogeography and Conservation Genetics of the Ibero-Balearic Three-Spined Stickleback
(Gasterosteus aculeatus). PLoS ONE, 2017, 12, e0170685. 1.1 12

13536
Towards sustainable fishery management for skates in South America: The genetic population
structure of Zearaja chilensis and Dipturus trachyderma (Chondrichthyes, Rajiformes) in the
south-east Pacific Ocean. PLoS ONE, 2017, 12, e0172255.

1.1 16

13537 Extensive genetic differentiation detected within a model marsupial, the tammar wallaby
(Notamacropus eugenii). PLoS ONE, 2017, 12, e0172777. 1.1 6



743

Citation Report

# Article IF Citations

13538 Testing the effect of the Himalayan mountains as a physical barrier to gene flow in Hippophae tibetana
Schlect. (Elaeagnaceae). PLoS ONE, 2017, 12, e0172948. 1.1 17

13539 Genetic diversity and association mapping in the Colombian Central Collection of Solanum tuberosum
L. Andigenum group using SNPs markers. PLoS ONE, 2017, 12, e0173039. 1.1 61

13540 Genome-wide association mapping in winter barley for grain yield and culm cell wall polymer content
using the high-throughput CoMPP technique. PLoS ONE, 2017, 12, e0173313. 1.1 25

13541
Tight species cohesion among sympatric insular wild gingers (Asarum spp. Aristolochiaceae) on
continental islands: Highly differentiated floral characteristics versus undifferentiated genotypes.
PLoS ONE, 2017, 12, e0173489.

1.1 6

13542 Population genetic structure of eelgrass (Zostera marina) on the Korean coast: Current status and
conservation implications for future management. PLoS ONE, 2017, 12, e0174105. 1.1 11

13543 Conservation genetics of the capercaillie in Poland - Delineation of conservation units. PLoS ONE,
2017, 12, e0174901. 1.1 16

13544 Genetic diversity and variation of Chinese fir from Fujian province and Taiwan, China, based on ISSR
markers. PLoS ONE, 2017, 12, e0175571. 1.1 11

13545 Genetic structure and isolation by altitude in rice landraces of Yunnan, China revealed by nucleotide
and microsatellite marker polymorphisms. PLoS ONE, 2017, 12, e0175731. 1.1 8

13546
Genetic diversity, QoI fungicide resistance, and mating type distribution of Cercospora
sojinaâ€”Implications for the disease dynamics of frogeye leaf spot on soybean. PLoS ONE, 2017, 12,
e0177220.

1.1 16

13547 Genetic micro-epidemiology of malaria in Papua Indonesia: Extensive P. vivax diversity and a distinct
subpopulation of asymptomatic P. falciparum infections. PLoS ONE, 2017, 12, e0177445. 1.1 16

13548
Molecular diversity analysis, drought related marker-traits association mapping and discovery of
excellent alleles for 100-day old plants by EST-SSRs in cassava germplasms (Manihot esculenta Cranz).
PLoS ONE, 2017, 12, e0177456.

1.1 40

13549 Genetic diversity and population structure of Chinese natural bermudagrass [Cynodon dactylon (L.)
Pers.] germplasm based on SRAP markers. PLoS ONE, 2017, 12, e0177508. 1.1 33

13550 New insight into hybridization and unidirectional introgression between Ammodytes japonicus and
Ammodytes heian (Trachiniformes, Ammodytidae). PLoS ONE, 2017, 12, e0178001. 1.1 19

13551 Genetic structuring, dispersal and taxonomy of the high-alpine populations of the Geranium
arabicum/kilimandscharicum complex in tropical eastern Africa. PLoS ONE, 2017, 12, e0178208. 1.1 4

13552 Genetic diversity and accession structure in European Cynara cardunculus collections. PLoS ONE,
2017, 12, e0178770. 1.1 26

13553
Ancient female philopatry, asymmetric male gene flow, and synchronous population expansion
support the influence of climatic oscillations on the evolution of South American sea lion (Otaria) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 137 Td (flavescens). PLoS ONE, 2017, 12, e0179442.1.1 24

13554
Development and characterization of a new set of genomic microsatellite markers in rice bean (Vigna) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 107 Td (umbellata (Thunb.) Ohwi and Ohashi) and their utilization in genetic diversity analysis of collections

from North East India. PLoS ONE, 2017, 12, e0179801.
1.1 17

13555 Genetic diversity and stock identification of small abalone (Haliotis diversicolor) in Taiwan and Japan.
PLoS ONE, 2017, 12, e0179818. 1.1 12



744

Citation Report

# Article IF Citations

13556 Morphological and genetic diversity of camu-camu [Myrciaria dubia (Kunth) McVaugh] in the Peruvian
Amazon. PLoS ONE, 2017, 12, e0179886. 1.1 10

13557 Mitochondrial and nuclear DNA reveals reticulate evolution in hares (Lepus spp., Lagomorpha,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (Mammalia) from Ethiopia. PLoS ONE, 2017, 12, e0180137.1.1 14

13558 Confirmation of independent introductions of an exotic plant pathogen of Cornus species, Discula
destructiva, on the east and west coasts of North America. PLoS ONE, 2017, 12, e0180345. 1.1 5

13559 Fish introductions in the former Soviet Union: The Sevan trout (Salmo ischchan) â€” 80 years later.
PLoS ONE, 2017, 12, e0180605. 1.1 4

13560 Sex-specific genetic analysis indicates low correlation between demographic and genetic connectivity
in the Scandinavian brown bear (Ursus arctos). PLoS ONE, 2017, 12, e0180701. 1.1 16

13561
Altitudinal gradients, biogeographic history and microhabitat adaptation affect fine-scale spatial
genetic structure in African and Neotropical populations of an ancient tropical tree species. PLoS
ONE, 2017, 12, e0182515.

1.1 23

13562
Identification of putative QTLs for seedling stage phosphorus starvation response in finger millet
(Eleusine coracana L. Gaertn.) by association mapping and cross species synteny analysis. PLoS ONE,
2017, 12, e0183261.

1.1 52

13563 Genetic evidence for subspecies differentiation of the Himalayan marmot, Marmota himalayana, in the
Qinghai-Tibet Plateau. PLoS ONE, 2017, 12, e0183375. 1.1 3

13564 Variability and population genetic structure in Achyrocline flaccida (Weinm.) DC., a species with high
value in folk medicine in South America. PLoS ONE, 2017, 12, e0183533. 1.1 9

13565 Dealing with AFLP genotyping errors to reveal genetic structure in Plukenetia volubilis
(Euphorbiaceae) in the Peruvian Amazon. PLoS ONE, 2017, 12, e0184259. 1.1 13

13566 Population genetics of Southern Hemisphere tope shark (Galeorhinus galeus): Intercontinental
divergence and constrained gene flow at different geographical scales. PLoS ONE, 2017, 12, e0184481. 1.1 22

13567 Genome-wide association mapping of resistance to Phytophthora sojae in a soybean [Glycine max (L.)
Merr.] germplasm panel from maturity groups IV and V. PLoS ONE, 2017, 12, e0184613. 1.1 36

13568 Classification and conservation priority of five Deccani sheep ecotypes of Maharashtra, India. PLoS
ONE, 2017, 12, e0184691. 1.1 8

13569 Microgeographic population structuring of Aedes aegypti (Diptera: Culicidae). PLoS ONE, 2017, 12,
e0185150. 1.1 38

13570 The invasion, provenance and diversity of Vespa velutina Lepeletier (Hymenoptera: Vespidae) in Great
Britain. PLoS ONE, 2017, 12, e0185172. 1.1 63

13571 Genetic and ecological insights into glacial refugia of walnut (Juglans regia L.). PLoS ONE, 2017, 12,
e0185974. 1.1 57

13572 Phylogeography and genetic effects of habitat fragmentation on endemic Urophysa (Ranunculaceae) in
Yungui Plateau and adjacent regions. PLoS ONE, 2017, 12, e0186378. 1.1 12

13573 Phylogeography of the termite Macrotermes gilvus and insight into ancient dispersal corridors in
Pleistocene Southeast Asia. PLoS ONE, 2017, 12, e0186690. 1.1 8



745

Citation Report

# Article IF Citations

13574 Assessment of intra and interregional genetic variation in the Eastern Red-backed Salamander,
Plethodon cinereus, via analysis of novel microsatellite markers. PLoS ONE, 2017, 12, e0186866. 1.1 8

13575 Morphological and genetic divergence between Agave inaequidens, A. cupreata and the domesticated A.
hookeri. Analysis of their evolutionary relationships. PLoS ONE, 2017, 12, e0187260. 1.1 41

13576 Genetic diversity, linkage disequilibrium, and association mapping analyses of Gossypium barbadense L.
germplasm. PLoS ONE, 2017, 12, e0188125. 1.1 15

13577 InDel marker based genetic differentiation and genetic diversity in traditional rice (Oryza sativa L.)
landraces of Chhattisgarh, India. PLoS ONE, 2017, 12, e0188864. 1.1 15

13578
Genetic diversity and differentiation among insular honey bee populations in the southwest Indian
Ocean likely reflect old geographical isolation and modern introductions. PLoS ONE, 2017, 12,
e0189234.

1.1 15

13579 Genome-wide association study and genetic diversity analysis on nitrogen use efficiency in a Central
European winter wheat (Triticum aestivum L.) collection. PLoS ONE, 2017, 12, e0189265. 1.1 70

13580 High genetic structure and low mitochondrial diversity in bottlenose dolphins of the Archipelago of
Bocas del Toro, Panama: A population at risk?. PLoS ONE, 2017, 12, e0189370. 1.1 18

13581 Signatures of positive selection in African Butana and Kenana dairy zebu cattle. PLoS ONE, 2018, 13,
e0190446. 1.1 88

13582 Spatial genetic structure within populations and management implications of the South American
species Acacia aroma (Fabaceae). PLoS ONE, 2018, 13, e0192107. 1.1 8

13583 Complex genetic patterns in human arise from a simple range-expansion model over continental
landmasses. PLoS ONE, 2018, 13, e0192460. 1.1 7

13584 Extended diversity analysis of cultivated grapevine Vitis vinifera with 10K genome-wide SNPs. PLoS ONE,
2018, 13, e0192540. 1.1 164

13585 Cryptic genetic diversity in the mottled rabbitfish Siganus fuscescens with mitochondrial
introgression at a contact zone in the South China Sea. PLoS ONE, 2018, 13, e0193220. 1.1 11

13586
Genotypic analysis of clinical and environmental Cryptococcus neoformans isolates from Brazil
reveals the presence of VNB isolates and a correlation with biological factors. PLoS ONE, 2018, 13,
e0193237.

1.1 41

13587 Assessment of genetic diversity, population structure, and gene flow of tigers (Panthera tigris tigris)
across Nepal's Terai Arc Landscape. PLoS ONE, 2018, 13, e0193495. 1.1 25

13588 Sea surface currents and geographic isolation shape the genetic population structure of a coral reef
fish in the Indian Ocean. PLoS ONE, 2018, 13, e0193825. 1.1 21

13589 MtDNA genetic diversity and structure of Eurasian Collared Dove (Streptopelia decaocto). PLoS ONE,
2018, 13, e0193935. 1.1 16

13590
Genetic structure of wild pea (Pisum sativum subsp. elatius) populations in the northern part of the
Fertile Crescent reflects moderate cross-pollination and strong effect of geographic but not
environmental distance. PLoS ONE, 2018, 13, e0194056.

1.1 62

13591 Molecular diversity and genetic structure of Saccharum complex accessions. PLoS ONE, 2020, 15,
e0233211. 1.1 16



746

Citation Report

# Article IF Citations

13592 DArTSeq SNP-based markers revealed high genetic diversity and structured population in Ethiopian
cowpea [Vigna unguiculata (L.) Walp] germplasms. PLoS ONE, 2020, 15, e0239122. 1.1 32

13593 Geolocator tagging links distributions in the non-breeding season to population genetic structure in
a sentinel North Pacific seabird. PLoS ONE, 2020, 15, e0240056. 1.1 13

13594 A differential expression of pyrethroid resistance genes in the malaria vector Anopheles funestus
across Uganda is associated with patterns of gene flow. PLoS ONE, 2020, 15, e0240743. 1.1 15

13595 Genetic diversity and population structure in the endangered tree Hopea hainanensis
(Dipterocarpaceae) on Hainan Island, China. PLoS ONE, 2020, 15, e0241452. 1.1 4

13596 Genetic and morphometric variability between populations of Betula Ã—oycoviensis from Poland and
Czechia: A revised view of the taxonomic treatment of the OjcÃ³w birch. PLoS ONE, 2020, 15, e0243310. 1.1 2

13597 Genetic analysis reveals an east-west divide within North American Vitis species that mirrors their
resistance to Pierceâ€™s disease. PLoS ONE, 2020, 15, e0243445. 1.1 15

13598
Genomic and morphological evidence of distinct populations in the endemic common (weedy)
seadragon Phyllopteryx taeniolatus (Syngnathidae) along the east coast of Australia. PLoS ONE, 2020,
15, e0243446.

1.1 9

13599
Genetic structure of coast redwood (Sequoia sempervirens [D. Don] Endl.) populations in and outside
of the natural distribution range based on nuclear and chloroplast microsatellite markers. PLoS ONE,
2020, 15, e0243556.

1.1 12

13600 Genetic assessment reveals no population substructure and divergent regional and sex-specific
histories in the Chachapoyas from northeast Peru. PLoS ONE, 2020, 15, e0244497. 1.1 5

13601 On genetic diversity in caraway: Genotyping of a large germplasm collection. PLoS ONE, 2020, 15,
e0244666. 1.1 3

13602
PHYLOGEOGRAPHIC STRUCTURE OF THE COMMERCIALLY IMPOR- TANT TROPICAL TREE SPECIES,
DRYOBALANOPS AROMATICA GAERTN. F. (DIPTEROCARPACEAE) REVEALED BY MICROSATELLITE MARKERS.
Reinwardtia, 2015, 14, 43.

0.2 5

13603 Genetic structure of Tetraclinis articulata, an endangered conifer of the western Mediterranean
basin. Silva Fennica, 2013, 47, . 0.5 12

13604 Fragmentation-related patterns of genetic differentiation in pedunculate oak (&lt;i&gt;Quercus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (robur&lt;/i&gt;) at two hierarchical scales. Silva Fennica, 2016, 50, .0.5 18

13605 Assessing genetic diversity and population structure of <i>Salix viminalis</i> across Ergun and West
Liao basin. Silva Fennica, 2017, 51, . 0.5 2

13606 Infra-specific morphological, anatomical and genetic variations in Lallemantia peltata (L.) Fisch. & C. A.
Mey. (Lamiaceae). Acta Biologica Sibirica, 2018, 4, 85. 0.2 2

13608 Detecting Positive Selection of Korean Native Goat Populations Using Next-Generation Sequencing.
Molecules and Cells, 2016, 39, 862-868. 1.0 13

13609 Impact of Habitat Damage on <i>Wikstroemia ganpi</i> (Siebold & Zucc.) Maxim. Genetic Diversity and
Structure. Journal of Agriculture & Life Science, 2018, 52, 33-44. 0.1 2

13610 Genetic structure of populations of Aphis gossypii (Hemiptera: Aphididae) on citrus trees in Northern
Iran. European Journal of Entomology, 0, 115, 7-14. 1.2 2



747

Citation Report

# Article IF Citations

13611 Assessing genetic and morphological variation in populations of Eastern European Lucilia sericata
(Diptera: Calliphoridae). European Journal of Entomology, 0, 115, 192-197. 1.2 10

13612 Host-based genetic divergence in populations of an exotic spiralling whitefly, Aleurodicus dispersus
(Hemiptera: Aleyrodidae). European Journal of Entomology, 0, 116, 221-228. 1.2 3

13613
Spatial Genetic Structure of Long-tailed Ducks (&lt;i&gt;Clangula hyemalis&lt;/i&gt;) among Alaskan,
Canadian, and Russian Breeding Populations + Supplementary Appendix Tables S1 and S2 (See Article) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 657 Td (Tools). Arctic, 2016, 69, 65.0.2 6

13614 Population Genetics of Bowhead Whales (<i>Baleana mysticetus</i>) in the Western Arctic. Arctic,
2010, 63, . 0.2 13

13615 Genetic Diversity and Population Genetic Structure of Exochorda serratifolia in South Korea. Hangug
Nimhag Hoi Ji, 2013, 102, 122-128. 0.1 4

13616 Population Genetic Variation of Ulmus davidiana var. japonica in South Korea Based on ISSR Markers.
Hangug Nimhag Hoi Ji, 2013, 102, 560-565. 0.1 5

13617 Genetic Diversity and Genetic Structure of Phellodendron amurense Populations in South Korea.
Hangug Nimhag Hoi Ji, 2014, 103, 51-58. 0.1 6

13618 Genetic Diversity and Genetic Structure of Acer pseudosieboldianum Populations in South Korea
Based on AFLP Markers. Hangug Nimhag Hoi Ji, 2016, 105, 414-421. 0.1 2

13619 Additivity of ISSR Markers in Natural Hybrids of Related Forest Species Bromus benekenii and B.
ramosus (Poaceae). Acta Biologica Cracoviensia Series Botanica, 2015, 57, 82-94. 0.5 7

13620 Genetic structure and diversity in Juniperus communis populations in Saxony, Germany. Biodiversity
Research and Conservation, 2016, 42, 9-18. 0.2 6

13621 Species identification and population structure analysis
in<i>Geranium</i>subg.<i>Geranium</i>(Geraniaceae). Hacquetia, 2018, 17, 235-246. 0.2 5

13622 Microsatellites Reveal Clonal Growth and Genetically Distinct Groups in Cryptocarya chinensis in
Fragmented Lower Subtropical Forest, China. Silvae Genetica, 2008, 57, 324-332. 0.4 1

13623 Gene exchange across a postglacial contact zone in Fraxinus excelsior L.. Silvae Genetica, 2012, 61,
18-27. 0.4 3

13624 Genetic diversity and differentiation of Chilean plantations of Pinus radiata D. Don using
microsatellite DNA markers. Silvae Genetica, 2012, 61, 221-228. 0.4 5

13625 Primer Note: A novel set of EST-SSR markers in Tamarix: a resource to characterize this genus. Silvae
Genetica, 2013, 62, 104-109. 0.4 3

13626 Genetic status of Norway spruce (Picea abies) breeding populations for northern Sweden. Silvae
Genetica, 2013, 62, 127-136. 0.4 25

13627 Current plantation practices have negligible genetic effects on planted dipterocarps in the tropical
rainforest. Silvae Genetica, 2013, 62, 292-299. 0.4 2

13628 Hybridization and Genetic Diversity in Wild Apple (Malus sylvestris (L.) MILL.) from Various Regions in
Germany and from Luxembourg. Silvae Genetica, 2014, 63, 81-93. 0.4 27



748

Citation Report

# Article IF Citations

13629 Testing the influence of habituation on genetic structure of brown bear (Ursus arctos). Annals of
Forest Research, 2015, 58, 81. 0.6 35

13630 Genetic structure of a natural oak community in central Italy: Evidence of gene flow between three
sympatric white oak species (Quercus, Fagaceae). Annals of Forest Research, 2014, 57, 1. 0.6 22

13631 Genetic diversity and population structure of indigenous chicken breeds in South China. Frontiers of
Agricultural Science and Engineering, 2016, 3, 97. 0.9 7

13632 Single and Multi-trait GWAS Identify Genetic Factors Associated with Production Traits in Common
Bean Under Abiotic Stress Environments. G3: Genes, Genomes, Genetics, 2019, 9, 1881-1892. 0.8 76

13633 Analysis of Population Structure and Differentially Selected Regions in Guangxi Native Breeds by
Restriction Site Associated with DNA Sequencing. G3: Genes, Genomes, Genetics, 2020, 10, 379-386. 0.8 6

13634 Genetic structure of a Colombian cape gooseberry (Physalis peruviana L.) collection by means of
microsatellite markers. Agronomia Colombiana, 2016, 34, 5-16. 0.1 20

13635 Variability and genetic structure of yellow passion fruit (Passiflora edulis f. flavicarpa Degener) in
Colombia using microsatellite DNA markers. Agronomia Colombiana, 2017, 35, 135-149. 0.1 8

13636
Genetic diversity and structure of wild populations of the tropical dry forest tree <i>Jacaratia
mexicana</i> (Brassicales: Caricaceae) at a local scale in Mexico.. Revista De Biologia Tropical, 2012, 60,
1-10.

0.1 14

13637 Genetic tracing of farmed shrimp (Decapoda, Penaeidae) in wild populations from a main aquaculture
region in Mexico. Revista De Biologia Tropical, 2017, 66, 381. 0.1 3

13638
Effective gene flow patterns across a fragmented landscape in southern Costa Rica for Symphonia
globulifera (Clusiaceae); a species with mobile seed and pollen dispersers. Revista De Biologia Tropical,
2019, 67, S95-S111.

0.1 11

13639
Polymorphism in seed endosperm proteins (gliadins and glutenins) of Turkish cultivated einkorn
wheat [<i>Triticum monococcum</i>ssp.<i>monococcum</i>] landraces. Cereal Research
Communications, 2015, 43, 108-122.

0.8 9

13641
Genetic diversity and structuring in the arapaima (Osteoglossiformes, Osteoglossidae) population
reveal differences between the Amazon and the Tocantins-Araguaia basins. Anais Da Academia
Brasileira De Ciencias, 2020, 92, e20180496.

0.3 3

13642
Genetic structure and diversity of native Guadua species (Poaceae: Bambusoideae) in natural
populations of the Brazilian Amazon rainforest. Anais Da Academia Brasileira De Ciencias, 2020, 92,
e20190083.

0.3 2

13643 Study of the genetic diversity of tomato (Solanum spp.) with ISSR markers. Revista Ceres, 2020, 67,
199-206. 0.1 12

13644 Species boundary and extensive hybridization and introgression in Petunia. Acta Botanica Brasilica,
2019, 33, 724-733. 0.8 14

13645 Genetic structure and diversity of a soybean germplasm considering biological nitrogen fixation and
protein content. Scientia Agricola, 2015, 72, 47-52. 0.6 10

13646 EVALUATION OF DIVERSITY AND GENETIC STRUCTURE AS STRATEGIES FOR CONSERVATION OF NATURAL
POPULATIONS OF Dalbergia nigra (Vell.) AllemÃ£o ex Benth.. Cerne, 2020, 26, 435-443. 0.9 6

13647 Characterization of trees, fruits and genetic diversity in natural populations of mangaba. Ciencia E
Agrotecnologia, 2017, 41, 255-262. 1.5 13



749

Citation Report

# Article IF Citations

13648 Population Structure and Genetic Diversity of Sweet Cassava Accessions from the Midwestern,
Southeastern and Southern Regions of Brazil. Brazilian Archives of Biology and Technology, 0, 62, . 0.5 3

13649 Genetic variability in peppers accessions based on morphological, biochemical and molecular traits.
Bragantia, 2020, 79, 558-571. 1.3 6

13650 Genetic diversity in populations of African mahogany (Khaya grandioliola C. DC.) introduced in Brazil.
Genetics and Molecular Biology, 2020, 43, e20180162. 0.6 5

13651 Combined use of mitochondrial and nuclear genetic markers further reveal immature marine turtle
hybrids along the South Western Atlantic. Genetics and Molecular Biology, 2020, 43, e20190098. 0.6 10

13652 Fusarium oxysporum f. sp. phaseoli genetic variability assessed by new developed microsatellites.
Genetics and Molecular Biology, 2020, 43, e20190267. 0.6 8

13653 Genetic diversity and population structure of endangered rosewood from the Peruvian Amazon using
ISSR markers. Acta Amazonica, 2020, 50, 204-212. 0.3 8

13654 Assessing genetic diversity and population structure in a Dipteryx alata germplasm collection
utilizing microsatellite markers. Crop Breeding and Applied Biotechnology, 2019, 19, 329-336. 0.1 13

13655 Analysis of the genetic variability of PvMSP-3Î± among Plasmodium vivax in Brazilian field isolates.
Memorias Do Instituto Oswaldo Cruz, 2011, 106, 27-33. 0.8 8

13656 Genetic diversity of Leishmania infantum field populations from Brazil. Memorias Do Instituto
Oswaldo Cruz, 2012, 107, 39-47. 0.8 30

13657 AnÃ¡lise fÃsico-quÃmica do Ã³leo-resina e variabilidade genÃ©tica de copaÃba na Floresta Nacional do
TapajÃ³s. Pesquisa Agropecuaria Brasileira, 2012, 47, 1621-1628. 0.9 6

13658 Relaciones entre los bovinos criollos panameÃ±os y algunas razas criollas de LatinoamÃ©rica. Pesquisa
Agropecuaria Brasileira, 2012, 47, 1637-1646. 0.9 5

13659 Structure of genetic diversity of Bemisia tabaci (Genn.) (Hemiptera: Aleyrodidae) populations in
Brazilian crops and locations. Scientia Agricola, 2012, 69, 47-53. 0.6 14

13660 Genomic variation and population structure detected by single nucleotide polymorphism arrays in
Corriedale, Merino and Creole sheep. Genetics and Molecular Biology, 2014, 37, 389-395. 0.6 28

13661 Population Genetic Structure of the German Cockroach (Blattodea: Blattellidae) in Apartment
Buildings. Journal of Medical Entomology, 2010, 47, 553-564. 0.9 20

13662 Sphagnum Ã—lydiae, the first allotriploid peatmoss in the northern hemisphere. Bryologist, 2019, 122, 38. 0.1 8

13663 Deciphering Geographical Affinity and Reconstructing Invasion Scenarios of Boa imperator on the
Caribbean Island of Cozumel. Copeia, 2019, 107, 606. 1.4 7

13664 Hidden Diversity in the Mountain Chorus Frog (Pseudacris brachyphona) and the Diagnosis of a New
Species of Chorus Frog in the Southeastern United States. Copeia, 2020, 108, . 1.4 4

13665 A Fly on the Cave Wall: Parasite Genetics Reveal Fine-Scale Dispersal Patterns of Bats. Journal of
Parasitology, 2019, 105, 555. 0.3 11



750

Citation Report

# Article IF Citations

13666 Population Genetics of Invasive Brown Tree Snakes (Boiga irregularis) on Guam, USA. Herpetologica,
2019, 75, 208. 0.2 1

13667 Multilocus Phylogeography of Eastern Red-Backed Salamanders (Plethodon cinereus): Cryptic
Appalachian Diversity and Postglacial Range Expansion. Herpetologica, 2020, 76, 61. 0.2 13

13668 Genetic Analysis of a Cryptic Contact Zone between Mitochondrial Clades of the Eastern Red-Backed
Salamander, Plethodon cinereus. Journal of Herpetology, 2019, 53, 144. 0.2 6

13669 Thirty Years of Hybridization between Toads along the Agua Fria River in Arizona: Part II: Fine-Scale
Assessment of Genetic Changes over Time Using Microsatellites. Journal of Herpetology, 2019, 53, 104. 0.2 3

13670 Additional notes on Texas Seaside Sparrows (Ammospiza maritima sennetti): An update to Griscom 1948.
Wilson Journal of Ornithology, 2019, 131, 750. 0.1 6

13671 Origin, Diversity and Genome Sequence of Mango (Mangifera indica L.). Indian Journal of History of
Science, 2016, 51, . 0.1 29

13672 Current genetic status of honey bees in Anatolia in terms of thirty polymorphic microsatellite
markers. Turkiye Entomoloji Dergisi, 0, , 333-346. 0.1 4

13673
Developing a Molecular Identification Assay of Old Landraces for the Genetic Authentication of
Typical Agro-Food Products: the Case Study of the Barley â€˜Agordinoâ€™. Food Technology and
Biotechnology, 2017, 55, 29-39.

0.9 15

13674 Evaluation of European hazelnut (<i>Corylus avellana</i>) genetic diversity using a
genotyping-by-sequencing approach. Acta Horticulturae, 2020, , 11-16. 0.1 5

13675 Genetic diversity analysis of apricot cultivars grown in China based on SSR markers. European Journal
of Horticultural Science, 2018, 83, 18-27. 0.3 7

13676 Association analysis of heat-resistance traits in Clematis. European Journal of Horticultural Science,
2018, 83, 151-159. 0.3 2

13677 Exploiting DNA-based molecular tools to assess genetic diversity in pomegranate (Punica granatum L.)
selections and cultivars. Fruits, 2017, 72, 292-305. 0.3 9

13678 Microsatellite (SSR) markers reveal genetic diversity and population structure in Tunisian pistachio.
Fruits, 2019, 74, 73-81. 0.3 4

13679 Genetic diversity of common guava in Kenya: an underutilized naturalized fruit species. Fruits, 2019, 74,
236-248. 0.3 6

13680 GENETIC DIFFERENTIATION OF SPRUCE POPULATIONS IN NORTHWEST RUSSIA REVEALED WITH
MICROSATELLITE MARKERS. Ecological Genetics, 2012, 10, 40-49. 0.1 6

13681 GENETIC DIFFERENTIATION OF TWO PHENOTYPES OF PLANTAGO MEDIA L. IN SOUTH TIMAN. Ecological
Genetics, 0, , . 0.1 3

13682 Genetic structure of Zephyranthes fosteri, specie with ornamental and medicinal potential in Mexico.
Biotecnia, 2019, 21, 5-10. 0.1 1

13683 GWAS of a soybean breeding collection from South East and South Kazakhstan for resistance to
fungal diseases. Vavilovskii Zhurnal Genetiki I Selektsii, 2018, 22, 536-543. 0.4 11



751

Citation Report

# Article IF Citations

13684 Nuclear and chloroplast genome variability in leek (Allium porrum L.). Vavilovskii Zhurnal Genetiki I
Selektsii, 2019, 23, 902-909. 0.4 5

13685 The pattern of genetic diversity of different breeds of pigs based on microsatellite analysis.
Vavilovskii Zhurnal Genetiki I Selektsii, 2020, 24, 747-754. 0.4 13

13686 Genetic variability of sheep populations of Saudi Arabia using microsatellite markers. Indian Journal
of Animal Research, 2018, , . 0.0 2

13687 Patterns of Genetic Structure Among Invasive Southwestern United States Quagga Mussel (Dreissena) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (rostriformis bugensis) Populations. Southwestern Naturalist, 2018, 63, 26-33.0.1 2

13690
Molecular Genetic Diversity and Population Structure Analysis in Chickpea (Cicer arietinum L.)
Germplasm using SSR Markers. International Journal of Current Microbiology and Applied Sciences,
2018, 7, 639-651.

0.0 7

13691 Genetic diversity and structure of domestic cavy (Cavia porcellus) populations from smallholder
farms in southern Cameroon. Animal Production, 2017, 19, 1. 0.2 5

13692 Diversidad genÃ©tica de la gallina criolla del Suroccidente Colombiano. Archivos De Zootecnia, 2016,
65, 73-78. 0.2 4

13693 Population Structure, Admixture, and Migration Patterns of Japanese Sika Deer (Cervus nippon)
Inhabiting Toyama Prefecture in Japan. Zoological Science, 2019, 36, 128. 0.3 4

13696 Phytophthora Root Rot Resistance and Its Correlation with Fruit Rot Resistance in Capsicum annuum.
Hortscience: A Publication of the American Society for Hortcultural Science, 2020, 55, 1931-1937. 0.5 5

13697 Genetic Diversity and Disease Resistance of Wild Malus orientalis from Turkey and Southern Russia.
Journal of the American Society for Horticultural Science, 2008, 133, 383-389. 0.5 35

13698 Genetic Diversity and Structure in a Collection of Ancient Spanish Pear Cultivars Assessed by
Microsatellite Markers. Journal of the American Society for Horticultural Science, 2010, 135, 428-437. 0.5 49

13699
Determining Redundancy of Short-day Onion Accessions in a Germplasm Collection Using
Microsatellite and Targeted Region Amplified Polymorphic Markers. Journal of the American Society
for Horticultural Science, 2011, 136, 129-134.

0.5 13

13700
Cultivar Identification, Pedigree Verification, and Diversity Analysis among Peach Cultivars Based on
Simple Sequence Repeat Markers. Journal of the American Society for Horticultural Science, 2012, 137,
114-121.

0.5 10

13701 Characterization of Genetic Diversity of Stone Fruit Rootstocks Used in Chile by Means of
Microsatellite Markers. Journal of the American Society for Horticultural Science, 2012, 137, 302-310. 0.5 5

13702 Genetic Variation and Distribution of Pacific Crabapple. Journal of the American Society for
Horticultural Science, 2012, 137, 325-332. 0.5 14

13703 Development and Characterization of Microsatellite Markers for a Little Bluestem Collection.
Journal of the American Society for Horticultural Science, 2015, 140, 78-87. 0.5 9

13704
Genetic Diversity and Population Structure Analysis of Bigleaf Hydrangea Using
Genotyping-by-sequencing. Journal of the American Society for Horticultural Science, 2019, 144,
257-263.

0.5 7

13705 Molecular Genotyping of Historical Barley Landraces Reveals Novel Candidate Regions for Local
Adaption. Crop Science, 2015, 55, 2766-2776. 0.8 17



752

Citation Report

# Article IF Citations

13706 Genetic Diversity in a Small Chicken Population Inferred from Microsatellite Polymorphism. Journal
of Poultry Science, 2014, 51, 242-247. 0.7 4

13707 Time-Dependent Changes in the Genetic Diversity and Structure of the Onagadori Breed of Chickens
Based on Microsatellite DNA Polymorphisms. Journal of Poultry Science, 2014, 51, 262-269. 0.7 3

13708 Genetic Diversity and Ancestral Relationships of Red Junglefowls and Domestic Chickens in Southeast
Asia. Journal of Poultry Science, 2014, 51, 369-374. 0.7 3

13709 Genetic Differentiation among Populations of the Kurokashiwa Breed of Indigenous Japanese Chickens
Assessed by Microsatellite DNA Polymorphisms. Journal of Poultry Science, 2015, 52, 88-93. 0.7 1

13710 Signatures of Selection on Growth, Shape, Parr Marks, and SNPs Among Seven Canadian Atlantic
Salmon (Salmo Salar) Populations. The Open Evolution Journal, 2013, 7, 1-16. 0.2 6

13711 Early genetic outcomes of American black bear reintroductions in the Central Appalachians, USA.
Ursus, 2019, 29, 119. 0.3 37

13712 Population genetics of American black bears in Georgia, USA. Ursus, 2019, 29, 134. 0.3 2

13714 Genetic diversity and population structure analysis of Chrysanthemum (Dendranthema grandiflora) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (Tzvelev) germplasm based on RAPD markers. Journal of Environmental Biology, 2017, 38, 457-464.0.2 7

13715 Assessment of genetic diversity within the Merodon ruficornis species group (Diptera: Syrphidae) by
RAPD analysis. Archives of Biological Sciences, 2017, 69, 553-560. 0.2 5

13716 Genetic differentiation among sexually compatible relatives of Brassica napus L.. Genetika, 2013, 45,
309-327. 0.1 15

13717 Genetic structure of apple accessions maintained ex situ in Bosnia and Herzegovina examined by
microsatellite markers. Genetika, 2013, 45, 467-478. 0.1 6

13718 Gradual loss of genetic diversity of Ambrosia artemisiifolia L. populations in the invaded range of
central Serbia. Genetika, 2014, 46, 255-268. 0.1 2

13719 IRAP and REMAP-based assessment of genetic diversity in chickpea collection from Iran. Genetika, 2014,
46, 731-744. 0.1 4

13720 Detection of ISSR markers linked to seed oil biochemical characteristics in castor (Ricinus communis) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 222 Td (L.) through association analysis. Genetika, 2016, 48, 807-817.0.1 2

13721
Genetic introgression between masu salmon &lt;i&gt;Oncorhynchus masou masou&lt;/i&gt; and red
spotted masu salmon &lt;i&gt;Oncorhynchus masou ishikawae&lt;/i&gt;. Nippon Suisan Gakkaishi, 2017,
83, 400-402.

0.0 5

13722 Genetic diversity and temporal changes of an endemic cyprinid fish species, <em>Ancherythroculter
nigrocauda</em>, from the upper reaches of Yangtze River. Zoological Research, 2019, 40, 427-438. 0.9 13

13723 Analysis of genetic diversity of Ficus carica L. (Moraceae) collection using simple sequence repeat
(SSR) markers. Acta Scientiarum Polonorum, Hortorum Cultus, 2019, 18, 93-109. 0.3 12

13724 Genetic Characterization of the Yugoslavian Shepherd Dog â€“ Sharplanina, a Livestock Guard Dog from
the Western Balkans. Acta Veterinaria, 2020, 70, 329-345. 0.2 2



753

Citation Report

# Article IF Citations

13725 Genetic variability and distance between Lactuca serriola L. populations from Sweden and Slovenia
assessed by SSR and AFLP markers. Acta Botanica Croatica, 2018, 77, 172-180. 0.3 3

13726
Assessment of genetic diversity, population structure and morphological analyses in an Iranian
endemic species Rhabdosciadium aucheri Boiss. (Apiaceae) using ISSR markers. Biologia (Poland), 2021,
76, 441-451.

0.8 4

13727 Genetic diversity and stand structure of neighboring white willow (Salix alba L.) populations along
fragmented riparian corridors: a case study. Silvae Genetica, 2018, 67, 79-88. 0.4 8

13728 Genetic diversity and structure among natural populations of Mytilaria laosensis (Hamamelidaceae)
revealed by microsatellite markers. Silvae Genetica, 2018, 67, 93-98. 0.4 3

13729 Genetic differentiation of <i>Quercus robur</i> in the South-Ural. Silvae Genetica, 2019, 68, 111-115. 0.4 10

13730 Gene-Targeted markers to assess genetic diversity and population structure within Tunisian Phoenix
dactylifera L. cultivars. Silvae Genetica, 2020, 69, 29-35. 0.4 5

13731 Genetic diversity and structure of Oriental and European beech populations from Iran and Europe.
Silvae Genetica, 2020, 69, 55-62. 0.4 7

13732 Usage of microsatellite markers for characterization of polyploids: a case study in reference to
hexaploid bamboo species. Silvae Genetica, 2020, 69, 94-97. 0.4 6

13733 Genetic diversity of marginal populations of <i>Populus euphratica</i> Oliv. from highly fragmented
river ecosystems. Silvae Genetica, 2020, 69, 139-151. 0.4 5

13734 Population Genetic Diversity in The Genus Dryoblanops Gaertn. f. (Dipterocarpaceae) Based on Nucler
Microsatellite Markers. International Journal of Sustainable Future for Human Security, 2015, 3, 12-20. 0.1 3

13735
Genetic Diversity of &lt;i&gt;Lilium auratum&lt;/i&gt; var. &lt;i&gt;platyphyllum&lt;/i&gt; Endemic to the
Izu Archipelago and its Relationship to a Nearby Population of &lt;i&gt;L.Â auratum&lt;/i&gt; var.
&lt;i&gt;auratum&lt;/i&gt; by Morphological and SSR Analysis. Horticulture Journal, 2017, 86, 379-388.

0.3 6

13736 Genetic structure and relationships among 11 cattle populations using indel markers. Nihon Chikusan
Gakkaiho, 2018, 89, 313-321. 0.0 1

13737
Association of kinase insert domain-containing receptor (KDR) gene polymorphism/ haplotypes with
recurrent spontaneous abortion and genetic structure. International Journal of Reproductive
BioMedicine, 2015, 13, 755-764.

0.5 8

13738 Assessment of Variability and Genetic Structure of Canola cultivars and Lines using SSR Markers
Related on Drought Tolerance QTLs. Journal of Crop Breeding, 2018, 10, 65-75. 0.4 2

13739 Analysing the recolonisation of a highly fragmented landscape by wild boar using a landscape genetic
approach. Wildlife Biology, 2019, 2019, . 0.6 11

13740 Population Genetic Structure and Diversity of the Invasive Island Apple Snail Pomacea maculata (Perry,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 142 Td (1810) in South Carolina and Georgia. Journal of Shellfish Research, 2019, 38, 163.0.3 4

13741 Complex Spatial Genetic Connectivity of Mussels Mytilus chilensis Along the Southeastern Pacific
Coast and Its Importance for Resource Management. Journal of Shellfish Research, 2020, 39, 77. 0.3 6

13742 Origin of Aedes aegypti In Clark County, Nevada. Journal of the American Mosquito Control
Association, 2018, 34, 302-305. 0.2 6



754

Citation Report

# Article IF Citations

13743 Genetic variation and population structure of Rosa roxburghii by EST-based and genomic SSR markers.
Pakistan Journal of Botany, 2020, 52, . 0.2 3

13744 GENETIC DIVERSITY OF TULIPA SUAVEOLENS ROTH POPULATIONS IN VOLGOGRAD PROVINCE. Proceedings
on Applied Botany, Genetics and Breeding, 2020, 180, 88-93. 0.1 2

13745
A study of the genetic diversity in the world soybean collection using microsatellite markers
associated with fungal disease resistance. Proceedings on Applied Botany, Genetics and Breeding, 2020,
181, 81-90.

0.1 4

13746 Differing Patterns of Genetic Diversity and Inbreeding in Two Rare Serpentine Monardellas in the
Northern Sierra Nevada. MadroÃ±o, 2018, 65, 10-21. 0.3 3

13748
Little genetic distinction between varieties of Pinto Beardtongue (Penstemon bicolor,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 587 Td (Plantaginaceae), a rare plant native to the Mojave Desert 1. Journal of the Torrey Botanical Society,

2020, 147, 190.
0.1 2

13749 Conservation Genetics of the Black Grouse Tetrao tetrix in Poland â€” Distribution of Genetic Diversity
Among the Last Populations. Acta Ornithologica, 2019, 53, 181. 0.1 3

13750 Genetic Structure of Faucet Snail, Bithynia tentaculata Populations in North America, Based on
Microsatellite Markers. Freshwater Mollusk Biology and Conservation, 2016, 19, 56. 0.4 3

13753 Genetic diversity of Colletotrichum lindemuthianum races based on ITS-rDNA regions. Agronomy
Science and Biotechnology, 0, 6, 1-18. 0.3 6

13754 Population Genetics of Plasmodium vivax in Four High Malaria Endemic Areas in Thailand. Korean
Journal of Parasitology, 2017, 55, 465-472. 0.5 3

13755 Microgeographical differentiation between morphotypes of Trididemnum orbiculatum (Tunicata:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 382 Td (Ascidiacea) in southeastern Brazil. Aquatic Biology, 2009, 4, 243-252.0.5 7

13756 Morphological and molecular differentiation of wild and farmed gilthead sea bream Sparus aurata:
implications for management. Aquaculture Environment Interactions, 2014, 6, 43-54. 0.7 31

13757 Farmed cod escapees and net-pen spawning left no clear genetic footprint in the local wild cod
population. Aquaculture Environment Interactions, 2015, 7, 253-266. 0.7 4

13758 Siblingship tests connect two seemingly independent farmed Atlantic salmon escape events.
Aquaculture Environment Interactions, 2016, 8, 497-509. 0.7 16

13759 Tracing the genetic impact of farmed turbot Scophthalmus maximus on wild populations. Aquaculture
Environment Interactions, 2018, 10, 447-463. 0.7 29

13760 Locality, time and heterozygosity affect chytrid infection in yellow-bellied toads. Diseases of Aquatic
Organisms, 2020, 142, 225-237. 0.5 5

13761 Population genetics of the Honduran spiny-tailed iguana Ctenosaura melanosterna: implications for
conservation and management. Endangered Species Research, 2011, 14, 113-126. 1.2 7

13762 Population structure and conservation of a high-altitude specialist, the Andean cat Leopardus
jacobita. Endangered Species Research, 2012, 16, 283-294. 1.2 19

13763 Empirical comparison of single nucleotide polymorphisms and microsatellites for population and
demographic analyses of bowhead whales. Endangered Species Research, 2012, 19, 129-147. 1.2 35



755

Citation Report

# Article IF Citations

13764 Genetic monitoring reveals loss of microsatellite diversity in a breeding population of the
endangered Alabama red-bellied turtle. Endangered Species Research, 2014, 23, 253-261. 1.2 5

13765 Critically low levels of genetic diversity in fragmented populations of the endangered Glenelg spiny
freshwater crayfish Euastacus bispinosus. Endangered Species Research, 2014, 25, 43-55. 1.2 9

13766 Population structure and intergeneric hybridization in harbour porpoises Phocoena phocoena in
British Columbia, Canada. Endangered Species Research, 2014, 26, 1-12. 1.2 9

13767 Causes of the drastic loss of genetic variation in the Critically Endangered Formosa landlocked
salmon of Taiwan. Endangered Species Research, 2015, 27, 277-287. 1.2 4

13768 Genetic assignment to stock of stranded common bottlenose dolphins in southeastern Louisiana
after the Deepwater Horizon oil spill. Endangered Species Research, 2017, 33, 221-234. 1.2 16

13769 Maned wolves retain moderate levels of genetic diversity and gene flow despite drastic habitat
fragmentation. Endangered Species Research, 2017, 34, 449-462. 1.2 5

13770
Evaluating a potential source of founders for ex situ conservation efforts: genetic differentiation
between disjunct populations of the Endangered red siskin Spinus cucullatus. Endangered Species
Research, 2018, 36, 183-196.

1.2 2

13771 Genetic structure and diversity of the blueface darter Etheostoma cyanoprosopum, a microendemic
freshwater fish in the southeastern USA. Endangered Species Research, 2019, 40, 133-147. 1.2 7

13772 Genetic diversity and connectivity remain high in eelgrass Zostera marina populations in the Wadden
Sea, despite major impacts. Marine Ecology - Progress Series, 2008, 372, 87-96. 0.9 22

13773 Contemporary and historical influences on the genetic structure of the estuarine-dependent Gulf
killifish Fundulus grandis. Marine Ecology - Progress Series, 2008, 373, 111-121. 0.9 32

13774 Ocean currents drive secondary contact between Anguilla marmorata populations in the Indian
Ocean. Marine Ecology - Progress Series, 2009, 379, 267-278. 0.9 20

13775 High levels of gene flow and low population genetic structure related to high dispersal potential of
a tropical marine angiosperm. Marine Ecology - Progress Series, 2009, 390, 67-77. 0.9 59

13776 Location and disturbance affect population genetic structure in four coral species of the genus
Acropora on the Great Barrier Reef. Marine Ecology - Progress Series, 2010, 416, 35-45. 0.9 17

13777 Escaping paradise: larval export from Hawaii in anÂ Indo-Pacific reef fish, the yellow tang Zebrasoma
flavescens. Marine Ecology - Progress Series, 2011, 428, 245-258. 0.9 55

13778 Population structure and individual movement of southern right whales around New Zealand and
Australia. Marine Ecology - Progress Series, 2011, 432, 257-268. 0.9 60

13779 Contemporary nuclear and mitochondrial genetic clines in a north temperate estuarine fish reflect
Pleistocene vicariance. Marine Ecology - Progress Series, 2011, 438, 207-218. 0.9 11

13780 Age-structured genetic analysis reveals temporal and geographic variation within and between two
cryptic rockfish species. Marine Ecology - Progress Series, 2011, 442, 201-215. 0.9 9

13781 Eelgrass restoration by seed maintains genetic diversity: case study from a coastal bay system. Marine
Ecology - Progress Series, 2012, 448, 223-233. 0.9 54



756

Citation Report

# Article IF Citations

13782 Restricted dispersal of the reef fish Myripristis berndti at the scale of the SW Indian Ocean. Marine
Ecology - Progress Series, 2011, 443, 167-180. 0.9 38

13783 Fine-scale genetic structure and relatedness in the eelgrass Zostera marina. Marine Ecology -
Progress Series, 2012, 447, 127-137. 0.9 45

13784 Linking bio-oceanography and population genetics to assess larval connectivity. Marine Ecology -
Progress Series, 2012, 463, 159-175. 0.9 33

13785 Spatial scales of genetic patchiness in the western rock lobster Panulirus cygnus. Marine Ecology -
Progress Series, 2013, 486, 213-221. 0.9 6

13786 Eelgrass Zostera marina populations in northern Norwegian fjords are genetically isolated and
diverse. Marine Ecology - Progress Series, 2013, 486, 121-132. 0.9 26

13787 Genetic diversity and differentiation among high-latitude broadcast-spawning coral populations
disjunct from the core range. Marine Ecology - Progress Series, 2013, 491, 101-109. 0.9 10

13788 Strong maternal fidelity and natal philopatry shape genetic structure in North Pacific humpback
whales. Marine Ecology - Progress Series, 2013, 494, 291-306. 0.9 151

13789 Genetic structure among spawning aggregations of the gulf coney Hyporthodus acanthistius. Marine
Ecology - Progress Series, 2014, 499, 193-201. 0.9 8

13790 Long-term vicariance and post-glacial expansion in the Japanese rocky intertidal goby Chaenogobius
annularis. Marine Ecology - Progress Series, 2014, 499, 217-231. 0.9 9

13791 Population genetic structure of the Pocillopora damicornis morphospecies along Ningaloo Reef,
Western Australia. Marine Ecology - Progress Series, 2014, 513, 111-119. 0.9 25

13792 Population genetic structure of Lepidonotothen larseni revisited: cyb and microsatellites suggest
limited connectivity in the Southern Ocean. Marine Ecology - Progress Series, 2014, 517, 251-263. 0.9 9

13793 Stock structure of Atlantic herring Clupea harengus in the Norwegian Sea and adjacent waters.
Marine Ecology - Progress Series, 2015, 522, 219-230. 0.9 21

13794 Genetic differentiation in the barnacle Catomerus polymerus despite migration across a
biogeographic barrier. Marine Ecology - Progress Series, 2015, 524, 213-224. 0.9 5

13795 Population structure and long-term decline in three species of heart urchins Abatus spp. near-shore
in the Vestfold Hills region, East Antarctica. Marine Ecology - Progress Series, 2016, 545, 227-238. 0.9 2

13796
Dispersal limitation of the mangrove Avicennia marina at its South African range limit in strong
contrast to connectivity in its core East African region. Marine Ecology - Progress Series, 2016, 545,
123-134.

0.9 32

13797 When two oceans meet: regional population genetics of an exploited coastal shark, Mustelus
mustelus. Marine Ecology - Progress Series, 2016, 544, 183-196. 0.9 16

13798 Genetic evidence supports recolonisation by Mya arenaria of western Europe from North America.
Marine Ecology - Progress Series, 2016, 549, 99-112. 0.9 11

13799 Population genetic structure in European lobsters: implications for connectivity, diversity and
hatchery stocking. Marine Ecology - Progress Series, 2017, 563, 123-137. 0.9 22



757

Citation Report

# Article IF Citations

13800 Widespread physical mixing of starry ray from differentiated populations and life histories in the
North Atlantic. Marine Ecology - Progress Series, 2016, 562, 123-134. 0.9 2

13801 A map-based approach to assessing genetic diversity, structure, and connectivity in the seagrass
Halodule wrightii. Marine Ecology - Progress Series, 2017, 567, 95-107. 0.9 13

13802 Unexpected patterns of global population structure in melon-headed whales Peponocephala electra.
Marine Ecology - Progress Series, 2017, 577, 205-220. 0.9 8

13803 Seascape habitat patchiness and hydrodynamics explain genetic structuring of kelp populations.
Marine Ecology - Progress Series, 2018, 587, 81-92. 0.9 26

13804 Philopatry in loggerhead turtles Caretta caretta: beyond the gender paradigm. Marine Ecology -
Progress Series, 2018, 588, 201-213. 0.9 23

13805 Complex genetic structure revealed in the circum-Antarctic broadcast spawning sea urchin
Sterechinus neumayeri. Marine Ecology - Progress Series, 2018, 601, 153-166. 0.9 5

13806 Genetic differentiation in bottlenose dolphins from South Australia: association with local
oceanography and coastal geography. Marine Ecology - Progress Series, 2007, 341, 265-276. 0.9 66

13807 Identity and relationships of Sempervivum tectorum (Crassulaceae) in the Rhine Gorge area.
Willdenowia, 2018, 48, 405. 0.5 4

13808 Karyological and molecular analysis of Leucanthemum (Compositae, Anthemideae) in Corsica.
Willdenowia, 2019, 49, 411. 0.5 2

13809 ASSESSMENT OF GENETIC DIVERSITY OF SORGHUM [SORGHUM BICOLOR (L.) MOENCH] GERMPLASM IN EAST
AND CENTRAL AFRICA. World Journal of Biology and Biotechnology, 2016, 1, 115. 0.2 4

13811 Disentangling the Genetic Relationships of Three Closely Related Bandicoot Species across Southern
and Western Australia. Diversity, 2021, 13, 2. 0.7 3

13812
Population Structure of the Greenhouse Whitefly, Trialeurodes vaporariorum (Westwood), an
Invasive Species from the Americas, 60 Years after Invading China. International Journal of Molecular
Sciences, 2014, 15, 13514-13528.

1.8 11

13813 Population Structure and Genetic Diversity of Cucurbita moschata Based on Genome-Wide
High-Quality SNPs. Plants, 2021, 10, 56. 1.6 12

13814 Strong versus weak population genetic differentiation after a recent invasion of gobiid fishes
(Neogobius melanostomus and Ponticola kessleri) in the upper Danube. Aquatic Invasions, 2014, 9, 71-86. 0.6 15

13815
Analyses with newly developed microsatellite markers elucidate the spread dynamics of Tricellaria
inopinata dâ€™Hondt and Occhipinti-Ambrogi, 1985 - a recently established bryozoan along the New
England seashore. Aquatic Invasions, 2015, 10, 135-145.

0.6 3

13816 Genetic evidence of successful establishment of the Nile perch (Lates spp. L.) in East African lakes and
implications for management. Management of Biological Invasions, 2012, 3, 77-88. 0.5 5

13817 Genetic Structure Across a Contact Zone between Xerospermophilus Ground Squirrels in Southern
California. Western North American Naturalist, 2017, 77, 152-161. 0.2 3

13818 Limited Genetic Variability in Native Buckwheats (Eriogonum: Polygonaceae) on San Clemente Island.
Western North American Naturalist, 2018, 78, 722. 0.2 3



758

Citation Report

# Article IF Citations

13819 Does Channel Island Acmispon (Fabaceae) form cohesive evolutionary groups?. Western North
American Naturalist, 2018, 78, 739. 0.2 2

13820 Genomic Identity of White Oak Species in an Eastern North American Syngameon. Annals of the
Missouri Botanical Garden, 2019, 104, 455-477. 1.3 22

13821 Hawkmoth Pollination Facilitates Long-distance Pollen Dispersal and Reduces Isolation Across a
Gradient of Land-use Change. Annals of the Missouri Botanical Garden, 2019, 104, 495-511. 1.3 31

13822 Genetic Diversity and Core Collection of Alien &lt;I&gt;Pisum sativum&lt;/I&gt; L. Germplasm. Acta
Agronomica Sinica(China), 2009, 34, 1518-1528. 0.1 1

13823 Analysis of Genetic Diversity and Population Structure in Lentil (&lt;I&gt;Lens culinaris&lt;/I&gt;) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 582 Td (Medik.) Germplasm by SSR Markers. Acta Agronomica Sinica(China), 2009, 34, 1901-1909.0.1 3

13824 Comparison of Genetic Diversity between in-situ Conserved and Non-conserved &lt;I&gt;Oryza
rufipogon&lt;/I&gt; Populations in China. Acta Agronomica Sinica(China), 2009, 35, 1474-1482. 0.1 5

13825 Analysis of Genetic Diversity and Tapping Elite Alleles for Plant Height in Drought-Tolerant Wheat
Varieties. Acta Agronomica Sinica(China), 2010, 36, 895-904. 0.1 7

13826
Diversity of 175 Wheat Varieties from Yellow and Huai River Valleys Facultative Wheat Zone and
Association of SSR Markers with Plant Height and Yield Related Traits. Acta Agronomica Sinica(China),
2013, 38, 1018-1028.

0.1 3

13827
Genetic Diversity of Agronomic Traits and Association Analysis with SRAP Markers in Flue-Cured
Tobacco (&lt;I&gt;Nicotiana tabacum&lt;/I&gt;) Varieties from China and Abroad. Acta Agronomica
Sinica(China), 2013, 38, 1029-1041.

0.1 5

13828 Identification of Genes with Soybean Resistance to Common Cutworm by Association Analysis. Chinese
Bulletin of Botany, 2011, 46, 514-524. 0.0 3

13829 Fine-scale spatial genetic structure in a multi-oak-species (Quercus spp.) forest. IForest, 2015, 8, 324-332. 0.5 22

13830 Clonal structure and high genetic diversity at peripheral populations of Sorbus torminalis (L.)
Crantz.. IForest, 2016, 9, 892-900. 0.5 13

13831 Patterns of genetic diversity in European beech (Fagus sylvatica L.) at the eastern margins of its
distribution range. IForest, 2017, 10, 916-922. 0.5 7

13832 Molecular evidence of bidirectional introgression between Quercus suber and Quercus ilex. IForest,
2018, 11, 338-343. 0.5 12

13833 Delineation of seed collection zones based on environmental and genetic characteristics for
Quercus suber L. in Sardinia, Italy. IForest, 2018, 11, 651-659. 0.5 9

13834
Heterologous microsatellite-based genetic diversity in blue mussel (Mytilus chilensis) and
differentiation among localities in southern Chile. Latin American Journal of Aquatic Research, 2017,
43, 998-1010.

0.2 13

13836 Distribution and hybridisation of barred and common grass snakes (Natrix helvetica, N. natrix) in
Baden-WÃ¼rttemberg, South-western Germany. Herpetozoa, 0, 32, 229-236. 1.0 11

13837 Epigenetic and genetic variation between two behaviorally isolated species of Neoconocephalus
(Orthoptera: Tettigonioidea). Journal of Orthoptera Research, 2019, 28, 11-19. 0.4 2



759

Citation Report

# Article IF Citations

13838 Conservation biology of the last Italian population of Cistus laurifolius (Cistaceae): demographic
structure, reproductive success and population genetics. Nature Conservation, 0, 22, 169-190. 0.0 9

13839 Characterization of the genetic diversity of a population of Odocoileus virginianus veraecrucis in
captivity using microsatellite markers. Neotropical Biology and Conservation, 2020, 15, 29-41. 0.4 3

13840 Taxonomic status of Populus wulianensis and P. ningshanica (Salicaceae). PhytoKeys, 2018, 108, 117-129. 0.4 6

13841 Morphological characteristics and genetic evidence reveals a new species of Manihot (Euphorbiaceae,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (Crotonoideae) from GoiÃ¡s, Brazil. PhytoKeys, 2017, 77, 99-111.0.4 7

13842
Gene flow and genetic structure of Bactrocera carambolae (Diptera, Tephritidae) among geographical
differences and sister species, B. dorsalis, inferred from microsatellite DNA data. ZooKeys, 2015, 540,
239-272.

0.5 16

13843 Population structure and cryptic genetic variation in the mango fruit fly, Ceratitis cosyra (Diptera,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (Tephritidae). ZooKeys, 2015, 540, 525-538.0.5 6

13844
New species in the Sitalcina sura species group (Opiliones, Laniatores, Phalangodidae), with evidence
for a biogeographic link between California desert canyons and Arizona sky islands. ZooKeys, 2016,
586, 1-36.

0.5 14

13845 Painted black: Iguana melanoderma (Reptilia, Squamata, Iguanidae) a new melanistic endemic species
from Saba and Montserrat islands (Lesser Antilles). ZooKeys, 2020, 926, 95-131. 0.5 15

13846 Population genetics and diversity structure of an invasive earthworm in tropical and temperate
pastures from Veracruz, Mexico. ZooKeys, 2020, 941, 49-69. 0.5 1

13847 Genetic diversity and crown rust resistance of oat landracesfrom various locations throughout
Turkey. Turk Tarim Ve Ormancilik Dergisi/Turkish Journal of Agriculture and Forestry, 2016, 40, 262-268. 0.8 9

13848 Genetic Diversity of the Cameroon Indigenous Chicken Ecotypes. International Journal of Poultry
Science, 2014, 13, 279-291. 0.6 11

13849 Population genetic structure of an estuarine and a reef fish species exploited by Brazilian artisanal
fishing. Scientia Marina, 2016, 80, 467. 0.3 4

13850 Range-Wide and Regional Patterns of Population Structure and Genetic Diversity in the Gopher
Tortoise. Journal of Fish and Wildlife Management, 2017, 8, 497-512. 0.4 11

13851 Red Fox Ancestry and Connectivity Assessments Reveal Minimal Fur Farm Introgression in Greater
Yellowstone Ecosystem. Journal of Fish and Wildlife Management, 2018, 9, 519-530. 0.4 4

13852 Eliminating Variation in Age at Spawning Leads to Genetic Divergence Within a Single Salmon
Population. Journal of Fish and Wildlife Management, 2015, 6, 4-18. 0.4 8

13853 Population Genetic Analyses of Lampsilis cardium (Bivalvia: Unionida) Reveal Multiple Postâ€“Glacial
Colonization Routes into the Great Lakes Drainage. American Malacological Bulletin, 2019, 37, 21. 0.2 8

13854 Genetic Structure Analyses of Ectomycorrhizal Fungus, <i>Rhizopogon roseolus</i> by SSR Markers
in Three Spatial Scales. Journal of the Japanese Forest Society, 2018, 100, 8-14. 0.1 1

13855 Weedy rice: A threat to rice production in Sri Lanka. Journal of the University of Ruhuna, 2016, 3, 2-13. 0.1 6



760

Citation Report

# Article IF Citations

13856 A Survey of Genetic Diversity of the Weedy Species &amp;lt;i&amp;gt;Ipomoea lacunosa&amp;lt;/i&amp;gt;
L. in the USA Mid-South. American Journal of Plant Sciences, 2011, 02, 396-407. 0.3 2

13857

Association Analysis and Identification of SNP Markers for Stemphylium Leaf Spot
(&amp;lt;i&amp;gt;Stemphylium botryosum&amp;lt;/i&amp;gt; f. sp.) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (&amp;lt;i&amp;gt;spinacia&amp;lt;/i&amp;gt;) Resistance in Spinach (&amp;lt;i&amp;gt;Spinacia) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 692 Td (oleracea&amp;lt;/i&amp;gt;). American Journal of Plant Sciences, 2016, 07, 1600-1611.0.3 14

13858
Development and Characterization of Microsatellite Markers for Three Pollination Morphs of
&amp;lt;i&amp;gt;Cimicifuga simplex&amp;lt;/i&amp;gt; (Ranunculaceae). American Journal of Plant
Sciences, 2018, 09, 599-605.

0.3 4

13859
Genetic Diversity Estimates of &amp;lt;i&amp;gt;Santalum album&amp;lt;/i&amp;gt; L. through
Microsatellite Markers: Implications on Conservation. American Journal of Plant Sciences, 2019, 10,
462-485.

0.3 6

13860
Genetic Diversity and Population Structure of Tomato (&amp;lt;i&amp;gt;Solanum) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 587 Td (lycopersicum&amp;lt;/i&amp;gt;) Germplasm Developed by Texas A&amp;amp;M Breeding Programs.

American Journal of Plant Sciences, 2019, 10, 1154-1180.
0.3 8

13861
Determination of the Population Structure of Fig Genotypes from Algeria and Turkey Using Inter
Primer Binding Site-Retrotransposon and Simple Sequence Repeat Markers. Agricultural Sciences, 2017,
08, 1337-1357.

0.2 5

13862 Microsatellite Analysis of &amp;lt;i&amp;gt;Panax ginseng&amp;lt;/i&amp;gt; Natural Populations in
Russia. Chinese Medicine, 2014, 05, 231-243. 1.0 10

13863 Genetic structure and diversity of Ukrainian red clover cultivars revealed by microsatellite markers.
Open Journal of Genetics, 2013, 03, 235-242. 0.1 7

13864 Disjunct Populations of a Locally Common North American Orchid Exhibit High Genetic Variation and
Restricted Gene Flow. Open Journal of Genetics, 2015, 05, 159-175. 0.1 2

13865 Genetic diversity in a germplasm bank of Oenocarpus mapora (Arecaceae). Genetics and Molecular
Research, 2012, 11, 4008-4018. 0.3 3

13866 Conservation genetics of Annamocarya sinensis (Dode) Leroy, an endangered endemic species. Genetics
and Molecular Research, 2013, 12, 3965-3974. 0.3 7

13867 Development of polymorphic microsatellite markers and the population genetic structure of the
half-fin anchovy, Setipinna taty. Genetics and Molecular Research, 2014, 13, 6293-6302. 0.3 2

13868
Genetic structure of Pilosocereus gounellei (Cactaceae) as revealed by AFLP marker to guide
proposals for improvement and restoration of degraded areas in Caatinga biome. Genetics and
Molecular Research, 2015, 14, 16966-16974.

0.3 6

13869 Study of the genetic diversity and structure of a natural population of Nectandra megapotamica
(Spreng.) Mez. using RAPD markers. Genetics and Molecular Research, 2015, 14, 18407-18413. 0.3 9

13870 Diversity and genetic structure of mangaba remnants in states of northeastern Brazil. Genetics and
Molecular Research, 2015, 14, 823-833. 0.3 14

13871 Genetic structure and diversity in natural and stocked populations of the mandarin fish (Siniperca) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 142 Td (chuatsi) in China. Genetics and Molecular Research, 2015, 14, 5153-5160.0.3 5

13872 Development of SNP markers and their application for genetic diversity analysis in the oil palm (Elaeis) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (guineensis). Genetics and Molecular Research, 2015, 14, 12205-12216.0.3 15

13873 Genetic bottlenecks in Turkish okra germplasm and utility of iPBS retrotransposon markers for
genetic diversity assessment. Genetics and Molecular Research, 2015, 14, 10588-10602. 0.3 30



761

Citation Report

# Article IF Citations

13874
Analysis of genetic diversity and population structure in a tomato (Solanum lycopersicum L.)
germplasm collection based on single nucleotide polymorphism markers. Genetics and Molecular
Research, 2016, 15, .

0.3 4

13875 Research Article Evaluation of genetic variability to form heterotic groups in popcorn. Genetics and
Molecular Research, 2018, 17, . 0.3 16

13876 Genetic Variability of Plasmodium vivax in the North Coast of Peru and the Ecuadorian Amazon Basin.
American Journal of Tropical Medicine and Hygiene, 2018, 99, 27-32. 0.6 3

13877 Origin of a High-Latitude Population of Aedes aegypti in Washington, DC. American Journal of Tropical
Medicine and Hygiene, 2018, 98, 445-452. 0.6 36

13878 Differential Effects of Temperature and Mosquito Genetics Determine Transmissibility of Arboviruses
by Aedes aegypti in Argentina. American Journal of Tropical Medicine and Hygiene, 2018, 99, 417-424. 0.6 26

13879 Genetic Differentiation of Glossina pallidipes Tsetse Flies in Southern Kenya. American Journal of
Tropical Medicine and Hygiene, 2018, 99, 945-953. 0.6 8

13881 ECPGR recommended SSR loci for analyses of European plum (Prunus domestica) collections. Genetic
Resources, 2020, 1, 40-48. 0.2 4

13882 Population structure and phylogenetic analysis of laboratory rabbits in Taiwan based on
microsatellite markers. World Rabbit Science, 2018, 26, 57. 0.1 3

13883 Genetic diversity and population structure of Chinese ginseng accessions using SSR markers. Journal
of Plant Biotechnology, 2017, 44, 312-319. 0.1 5

13885 Evaluation of genetic differentiation of autochthonous sloe (Prunus spinosa, Rosaceae) populations
across Germany using molecular markers. Plant Ecology and Evolution, 2016, 149, 280-290. 0.3 2

13886 Microsatellites underestimate genetic divergence in the Green-backed Tit (Parus monticolus). Chinese
Birds: the International Journal of Ornithology, 2013, 4, 144-154. 0.6 1

13887 Analysis of Genetic Characteristics and Probability of Individual Discrimination in Korean Indigenous
Chicken Brands by Microsatellite Marker. Journal of Animal Science and Technology, 2013, 55, 185-194. 0.8 6

13888 Genetic diversity in Tunisian horse breeds. Archives Animal Breeding, 2017, 60, 153-160. 0.5 7

13889 Assessment of genetic diversity and differentiation among four indigenous Turkish sheep breeds using
microsatellites. Archives Animal Breeding, 2020, 63, 165-172. 0.5 11

13890 Assessment of genetic diversity in main local sheep breeds from Romania using microsatellite markers.
Archives Animal Breeding, 2020, 63, 53-59. 0.5 12

13891 Systematics of the Widely Distributed Japanese Clouded Salamander, Hynobius nebulosus (Amphibia:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 142 Td (Caudata: Hynobiidae), and Its Closest Relatives. Current Herpetology, 2019, 38, 32.0.5 23

13892 Assessment of Genetic Diversity and Population Structure in a Selected Germplasm Collection of 292
Jute Genotypes by Microsatellite (SSR) Markers. Molecular Plant Breeding, 0, , . 0.0 8

13893 Genetic Structure of Sympatric Sexually and Parthenogenetically Reproducing Population of Chara
canescens (Charophyta). ISRN Ecology, 2011, 2011, 1-13. 1.0 5



762

Citation Report

# Article IF Citations

13894 Short communication: Functional genetic diversity of chestnut (Castanea sativa Mill.) populations
from southern Spain. Forest Systems, 2018, 26, eSC06. 0.1 8

13895 Usefulness of the clustering methodologies to discriminate between purebred and crossbred
individuals. Spanish Journal of Agricultural Research, 2010, 8, 347. 0.3 1

13896 Saffron (Crocus sativus L.), a monomorphic or polymorphic species?. Spanish Journal of Agricultural
Research, 2014, 12, 753. 0.3 15

13897 Genetic relationships between six eastern Pyrenean sheep breeds assessed using microsatellites.
Spanish Journal of Agricultural Research, 2014, 12, 1029. 0.3 6

13898
Comparative analysis of traditional and modern apricot breeding programs: A case of study with
Spanish and Tunisian apricot breeding germplasm. Spanish Journal of Agricultural Research, 2016, 14,
e0706.

0.3 10

13899 Characterization of the largest relic Eurasian wild grapevine reservoir in Southern Iberian Peninsula.
Spanish Journal of Agricultural Research, 2016, 14, e0708. 0.3 10

13900 Assessing diversity among traditional Greek and foreign eggplant cultivars using molecular markers
and morphometrical descriptors. Spanish Journal of Agricultural Research, 2016, 14, e0710. 0.3 11

13901 Agronomic and molecular evaluation of maize inbred lines for drought tolerance. Spanish Journal of
Agricultural Research, 2016, 14, e0711. 0.3 8

13902 Association mapping for morphological traits relevant to registration of barley varieties. Spanish
Journal of Agricultural Research, 2018, 15, e0704. 0.3 6

13903 Genetic diversity and population structure in caprifigs (Ficus carica var. caprificus) using SSR
markers. Spanish Journal of Agricultural Research, 2018, 16, e0703. 0.3 8

13904 Genetic variability of Colletotrichum lindemuthianum isolates from Turkey and resistance of Turkish
bean cultivars. Spanish Journal of Agricultural Research, 2020, 18, e1005. 0.3 7

13905 AFLP analysis reveals infraspecific phylogenetic relationships and population genetic structure of
two species of Aconitum in Central Europe. Acta Societatis Botanicorum Poloniae, 2015, 84, 267-276. 0.8 12

13906 Genetic diversity of Dactylorhiza incarnata (Orchidaceae) in northern Poland. Acta Societatis
Botanicorum Poloniae, 2016, 85, . 0.8 3

13907 Conservation of Primula farinosa in Poland with respect to the genetic structure of populations.
Acta Societatis Botanicorum Poloniae, 2018, 87, . 0.8 3

13908 Evaluation of Genetic Structure of Amaranth Accessions from the United States. Weed & Turfgrass
Science, 2013, 2, 230-235. 0.1 6

13909 Genetic Diversity and Population Structure in Native Chicken Populations from Myanmar, Thailand
and Laos by Using 102 Indels Markers. Asian-Australasian Journal of Animal Sciences, 2015, 28, 14-19. 2.4 6

13910 Study of Genetic Diversity among Simmental Cross Cattle in West Sumatra Based on Microsatellite
Markers. Asian-Australasian Journal of Animal Sciences, 2016, 29, 176-183. 2.4 11

13911 Survey of genetic structure of geese using novel microsatellite markers. Asian-Australasian Journal
of Animal Sciences, 2018, 31, 167-179. 2.4 11



763

Citation Report

# Article IF Citations

13912 Genetic characterization and population structure of six brown layer pure lines using microsatellite
markers. Asian-Australasian Journal of Animal Sciences, 2019, 32, 49-57. 2.4 10

13913 Genetic Diversity of Indonesian Cattle Breeds Based on Microsatellite Markers. Asian-Australasian
Journal of Animal Sciences, 2019, 32, 467-476. 2.4 16

13914 Genetic diversity analysis of fourteen geese breeds based on microsatellite genotyping technique.
Asian-Australasian Journal of Animal Sciences, 2019, 32, 1664-1672. 2.4 4

13915 Evaluation of the genetic structure of indigenous Okinawa Agu pigs using microsatellite markers.
Asian-Australasian Journal of Animal Sciences, 2020, 33, 212-218. 2.4 7

13916 Monitoring of genetically close Tsaiya duck populations using novel microsatellite markers with high
polymorphism. Asian-Australasian Journal of Animal Sciences, 2020, 33, 888-901. 2.4 3

13917 Estimating genetic diversity and population structure of 22 chicken breeds in Asia using microsatellite
markers. Asian-Australasian Journal of Animal Sciences, 2020, 33, 1896-1904. 2.4 7

13918 Genetic Differentiation of Chinese Indigenous Meat Goats Ascertained Using Microsatellite
Information. Asian-Australasian Journal of Animal Sciences, 2012, 25, 177-182. 2.4 8

13919 Analysis of Geographic and Pairwise Distances among Chinese Cashmere Goat Populations.
Asian-Australasian Journal of Animal Sciences, 2013, 26, 323-333. 2.4 5

13920 Genetic Diversity and Relationships of Korean Chicken Breeds Based on 30 Microsatellite Markers.
Asian-Australasian Journal of Animal Sciences, 2014, 27, 1399-1405. 2.4 18

13921 Assessment of Genetic Diversity, Relationships and Structure among Korean Native Cattle Breeds
Using Microsatellite Markers. Asian-Australasian Journal of Animal Sciences, 2014, 27, 1548-1553. 2.4 23

13924 Population structure and genetic diversity of Sudanese native chickens. African Journal of
Biotechnology, 2013, 12, 6424-6431. 0.3 7

13925 Estimate of genetic diversity in cassutinga (Croton heliotropiifolius) based on molecular markers.
African Journal of Biotechnology, 2016, 15, 518-523. 0.3 6

13926 Genetic diversity and relationships between indigenous and the original Thai meat goat population
based on microsatellite analysis. Journal of Animal Genetics, 2012, 40, 3-8. 0.5 5

13927 Genetic Diversity and Structure of Ryukyu Pigs using Microsatellites. Nihon Yoton Gakkaishi, 2018, 55,
12-20. 0.1 1

13928 Variability and Genetic Structure among Lablab Bean Collections of India and their Relationship with
Exotic Accessions. Vegetos, 2013, 26, 121. 0.8 7

13929 Genetic characterization of a multiparent recombinant inbred line of rice population. Research on
Crops, 2014, 15, 28. 0.1 5

13930 Genetic and morphological diversity in Stachys lavandulifolia (Lamiaceae) populations. Biologija
(Vilnius, Lithuania), 2016, 62, . 0.3 7

13931 Population Structure of the Blue Swimmer Crab in Coastal Areas of Malaysia Inferred from
Microsatellites. Zoological Studies, 2017, 56, e26. 0.3 12



764

Citation Report

# Article IF Citations

13933 Evolutionary genomics of epidemic visceral leishmaniasis in the Indian subcontinent. ELife, 2016, 5, . 2.8 147

13934 Sex-biased dispersal in a northern ungulate population. Rangifer, 2011, 31, 139. 0.6 6

13935 An enigmatic group of arctic island caribou and the potential implications for conservation of
biodiversity. Rangifer, 2014, 34, 73. 0.6 7

13936 Genetic diversity, structure and gene flow of migratory barren-ground caribou (Rangifer tarandus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (groenlandicus) in Canada. Rangifer, 2016, 36, 1.0.6 6

13937 Population structure among octocoral adults and recruits identifies scale dependent patterns of
population isolation in The Bahamas. PeerJ, 2015, 3, e1019. 0.9 12

13938 Adaptive divergence, neutral panmixia, and algal symbiont population structure in the temperate coral
<i>Astrangia poculata</i> along the Mid-Atlantic United States. PeerJ, 2020, 8, e10201. 0.9 6

13939 Nuclear microsatellites reveal population genetic structuring and fine-scale pattern of hybridization
in the Japanese mantis shrimp<i>Oratosquilla oratoria</i>. PeerJ, 2020, 8, e10270. 0.9 9

13940 Genetic diversity, population structure, and effective population size in two yellow bat species in
south Texas. PeerJ, 2020, 8, e10348. 0.9 6

13941 A population genetic assessment of coral recovery on highly disturbed reefs of the Keppel Island
archipelago in the southern Great Barrier Reef. PeerJ, 2015, 3, e1092. 0.9 21

13942 From promise to practice: pairing non-invasive sampling with genomics in conservation. PeerJ, 2015, 3,
e1106. 0.9 158

13943 Lack of genetic structure in greylag goose (<i>Anser anser</i>) populations along the European
Atlantic flyway. PeerJ, 2015, 3, e1161. 0.9 15

13944 Population subdivision of the surf clam<i>Mactra chinensis</i>in the East China Sea: Changjiang River
outflow is not the sole driver. PeerJ, 2015, 3, e1240. 0.9 17

13945 Large-scale structure of brown rat (<i>Rattus norvegicus</i>) populations in England: effects on
rodenticide resistance. PeerJ, 2015, 3, e1458. 0.9 24

13946 Historical and current introgression in a Mesoamerican hummingbird species complex: a
biogeographic perspective. PeerJ, 2016, 4, e1556. 0.9 22

13947 Genetic diversity and structure in the Endangered Allen Cays Rock Iguana,<i>Cyclura cychlura
inornata</i>. PeerJ, 2016, 4, e1793. 0.9 12

13948 Host plant use drives genetic differentiation in syntopic populations of<i>Maculinea alcon</i>. PeerJ,
2016, 4, e1865. 0.9 9

13949 Genetic diversity in<i>Oryza glumaepatula</i>wild rice populations in Costa Rica and possible gene
flow from<i>O. sativa</i>. PeerJ, 2016, 4, e1875. 0.9 16

13950 Genetic and demographic recovery of an isolated population of brown bear<i>Ursus arctos</i>L., 1758.
PeerJ, 2016, 4, e1928. 0.9 70



765

Citation Report

# Article IF Citations

13951 Phylogenetics and population genetics of<i>Plotosus canius</i>(Siluriformes: Plotosidae) from
Malaysian coastal waters. PeerJ, 2016, 4, e1930. 0.9 7

13952 Genetic structure of the crown-of-thorns seastar in the Pacific Ocean, with focus on Guam. PeerJ,
2016, 4, e1970. 0.9 12

13953 Genetic structure and diversity of the selfing model grass<i>Brachypodium stacei</i>(Poaceae) in
Western Mediterranean: out of the Iberian Peninsula and into the islands. PeerJ, 2016, 4, e2407. 0.9 13

13954 Development and characterization of 24 polymorphic microsatellite<i>loci</i>for the freshwater
fish<i>Ichthyoelephas longirostris</i>(Characiformes: Prochilodontidae). PeerJ, 2016, 4, e2419. 0.9 15

13955 Phylogeography of<i>Arenaria balearica</i>L. (Caryophyllaceae): evolutionary history of a disjunct
endemic from the Western Mediterranean continental islands. PeerJ, 2016, 4, e2618. 0.9 9

13956 Yangtze River, an insignificant genetic boundary in tufted deer (<i>Elaphodus cephalophus</i>): the
evidence from a first population genetics study. PeerJ, 2016, 4, e2654. 0.9 10

13957 Life history and past demography maintain genetic structure, outcrossing rate, contemporary pollen
gene flow of an understory herb in a highly fragmented rainforest. PeerJ, 2016, 4, e2764. 0.9 3

13958 Glacial allopatry vs. postglacial parapatry and peripatry: the case of hedgehogs. PeerJ, 2017, 5, e3163. 0.9 18

13959 Null alleles are ubiquitous at microsatellite loci in the Wedge Clam (<i>Donax trunculus</i>). PeerJ,
2017, 5, e3188. 0.9 35

13960 A genome-wide assessment of stages of elevational parapatry in Bornean passerine birds reveals no
introgression: implications for processes and patterns of speciation. PeerJ, 2017, 5, e3335. 0.9 21

13961 The evolutionary history and diagnostic utility of the CRISPR-Cas system within<i>Salmonella
enterica</i>ssp.<i>enterica</i>. PeerJ, 2014, 2, e340. 0.9 31

13962 Characterisation of microsatellite and SNP markers from Miseq and genotyping-by-sequencing data
among parapatric<i>Urophora cardui</i>(Tephritidae) populations. PeerJ, 2017, 5, e3582. 0.9 3

13963 Evaluation of genetic variability among â€œEarly Matureâ€•<i>Juglans regia</i>using microsatellite
markers and morphological traits. PeerJ, 2017, 5, e3834. 0.9 19

13964 Clone wars: asexual reproduction dominates in the invasive range of<i>Tubastraea</i>spp. (Anthozoa:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 222 Td (Scleractinia) in the South-Atlantic Ocean. PeerJ, 2017, 5, e3873.0.9 37

13965 Evidence for continual hybridization rather than hybrid speciation between<i>Ligularia
duciformis</i>and<i>L</i>.Â <i>paradoxa</i>(Asteraceae). PeerJ, 2017, 5, e3884. 0.9 9

13966 Mining transcriptomic data to study the origins and evolution of a plant allopolyploid complex. PeerJ,
2014, 2, e391. 0.9 25

13967 Introgression between ecologically distinct species following increased salinity in the Colorado
Delta- Worldwide implications for impacted estuary diversity. PeerJ, 2017, 5, e4056. 0.9 12

13968
Genome-wide survey of single-nucleotide polymorphisms reveals fine-scale population structure and
signs of selection in the threatened Caribbean elkhorn coral,<i>Acropora palmata</i>. PeerJ, 2017, 5,
e4077.

0.9 36



766

Citation Report

# Article IF Citations

13969 Multi-scale and multi-site resampling of a study area in spatial genetics: implications for flying insect
species. PeerJ, 2017, 5, e4135. 0.9 6

13970 Population genetic structure of Patagonian toothfish (<i>Dissostichus eleginoides</i>) in the
Southeast Pacific and Southwest Atlantic Ocean. PeerJ, 2018, 6, e4173. 0.9 19

13971 Geographic variation in the advertisement calls of<i>Hyla eximia</i>and its possible explanations.
PeerJ, 2014, 2, e420. 0.9 6

13972 Characterization of sympatric<i>Platanthera bifolia</i>and<i>Platanthera
chlorantha</i>(Orchidaceae) populations with intermediate plants. PeerJ, 2018, 6, e4256. 0.9 19

13973 Life histories predict genetic diversity and population structure within three species of octopus
targeted by small-scale fisheries in Northwest Mexico. PeerJ, 2018, 6, e4295. 0.9 16

13974 Strong genetic differentiation in tropical seagrass <i>Enhalus acoroides</i> (Hydrocharitaceae) at
the Indo-Malay Archipelago revealed by microsatellite DNA. PeerJ, 2018, 6, e4315. 0.9 10

13975
Effects of landscape features on population genetic variation of a tropical stream fish, Stone lapping
minnow,<i>Garra cambodgiensis</i>, in the upper Nan River drainage basin, northern Thailand. PeerJ,
2018, 6, e4487.

0.9 5

13976 Simulated Disperser Analysis: determining the number of loci required to genetically identify
dispersers. PeerJ, 2018, 6, e4573. 0.9 1

13977 Patterns of genetic structuring at the northern limits of the Australian smelt (<i>Retropinna) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 422 Td (semoni</i>) cryptic species complex. PeerJ, 2018, 6, e4654.0.9 3

13978 Genetic differentiation, local adaptation and phenotypic plasticity in fragmented populations of a rare
forest herb. PeerJ, 2018, 6, e4929. 0.9 18

13979 The restoration of the endangered<i>Sambucus palmensis</i>after 30 years of conservation actions in
the Garajonay National Park: genetic assessment and niche modeling. PeerJ, 2018, 6, e4985. 0.9 6

13980 Weak population structure in the ant<i>Formica fusca</i>. PeerJ, 2018, 6, e5024. 0.9 11

13981 The genetic status of the Hungarian brown trout populations: exploration of a blind spot on the
European map of Salmo trutta studies. PeerJ, 2018, 6, e5152. 0.9 2

13982 Genetic flow among olive populations within the Mediterranean basin. PeerJ, 2018, 6, e5260. 0.9 49

13983 Genetic diversity and population structure of the endangered basal angiosperm<i>Brasenia
schreberi</i>(Cabombaceae) in China. PeerJ, 2018, 6, e5296. 0.9 16

13984 Historical connections among river basins and climatic changes explain the biogeographic history of
a water rat. PeerJ, 2018, 6, e5333. 0.9 6

13985 Contrasting gene flow at different spatial scales revealed by genotyping-by-sequencing in<i>Isocladus
armatus</i>, a massively colour polymorphic New Zealand marine isopod. PeerJ, 2018, 6, e5462. 0.9 17

13986 Application of EST-SSR markers developed from the transcriptome of <i>Torreya grandis</i>
(Taxaceae), a threatened nut-yielding conifer tree. PeerJ, 2018, 6, e5606. 0.9 39



767

Citation Report

# Article IF Citations

13987 How much genetic variation is stored in the endangered and fragmented shrub<i>Tetraena
mongolica</i>Maxim?. PeerJ, 2018, 6, e5645. 0.9 7

13988 Spatial genetic structure across a hybrid zone between European rabbit subspecies. PeerJ, 2014, 2, e582. 0.9 8

13989 Genetic assessment of a bighorn sheep population expansion in the Silver Bell Mountains, Arizona.
PeerJ, 2018, 6, e5978. 0.9 2

13990 Combining ultraconserved elements and mtDNA data to uncover lineage diversity in a Mexican
highland frog (<i>Sarcohyla</i>; Hylidae). PeerJ, 2018, 6, e6045. 0.9 31

13991 Genetic variability in a Brazilian apple germplasm collection with low chilling requirements. PeerJ,
2019, 6, e6265. 0.9 11

13992 Conservation genetics of extremely isolated urban populations of the northern dusky salamander
(<i>Desmognathus fuscus</i>) in New York City. PeerJ, 2013, 1, e64. 0.9 33

13993 Genetic diversity of Simao pine in China revealed by SRAP markers. PeerJ, 2019, 7, e6529. 0.9 6

13994
Low genetic diversity in captive populations of the critically endangered Blue-crowned
Laughingthrush (<i>Garrulax courtoisi</i>) revealed by a panel of novel microsatellites. PeerJ, 2019, 7,
e6643.

0.9 4

13995 Introgressive hybridization in a Spiny-Tailed Iguana,<i>Ctenosaura pectinata</i>, and its implications
for taxonomy and conservation. PeerJ, 2019, 7, e6744. 0.9 4

13996 Forensic characteristics and population genetics of Chinese Kazakh ethnic minority with an efficient
STR panel. PeerJ, 2019, 7, e6802. 0.9 1

13997 Hatchery-reared enhancement program for silver carp (<i>Hypophthalmichthys molitrix</i>) in the
middle Yangtze River: monitoring the effectiveness based on parentage analysis. PeerJ, 2019, 7, e6836. 0.9 2

13998 Retrotransposon-based genetic variation of<i>Poa annua</i>populations from contrasting climate
conditions. PeerJ, 2019, 7, e6888. 0.9 5

13999 Genetic variability and structure of the Olive Field Mouse: a sigmodontine rodent in a biodiversity
hotspot of southern Chile. PeerJ, 2019, 7, e6955. 0.9 5

14000 The Tsushima leopard cat exhibits extremely low genetic diversity compared with the Korean Amur
leopard cat: Implications for conservation. PeerJ, 2019, 7, e7297. 0.9 4

14001 Genetic diversity in natural populations of noble crayfish (<i>Astacus astacus</i>L.) in north-western
Poland on the basis of combined SSR and AFLP data. PeerJ, 2019, 7, e7301. 0.9 7

14002 Herbivore corridors sustain genetic footprint in plant populations: a case for Spanish drove roads.
PeerJ, 2019, 7, e7311. 0.9 12

14003 Asexual reproduction of a few genotypes favored the invasion of the cereal aphid<i>Rhopalosiphum
padi</i>in Chile. PeerJ, 2019, 7, e7366. 0.9 5

14004
Molecular evidence that the Channel Islands populations of the orange-crowned warbler
(<i>Oreothlypis celata</i>; Aves: Passeriformes: Parulidae) represent a distinct evolutionary lineage.
PeerJ, 2019, 7, e7388.

0.9 5



768

Citation Report

# Article IF Citations

14005 Phylogenomic analyses confirm a novel invasive North American Corbicula (Bivalvia: Cyrenidae)
lineage. PeerJ, 2019, 7, e7484. 0.9 20

14006 Population genetic structure of Texas horned lizards: implications for reintroduction and captive
breeding. PeerJ, 2019, 7, e7746. 0.9 5

14007 Multiplexed ISSR genotyping by sequencing distinguishes two precious coral species (Anthozoa:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (Octocorallia: Coralliidae) that share a mitochondrial haplotype. PeerJ, 2019, 7, e7769.0.9 21

14008 Population genetics and historical demographic inferences of the blue crab<i>Callinectes
sapidus</i>in the US based on microsatellites. PeerJ, 2019, 7, e7780. 0.9 17

14009 Revelation of genetic diversity and structure of wild <i>Elymus excelsus</i> (Poaceae: Triticeae)
collection from western China by SSR markers. PeerJ, 2019, 7, e8038. 0.9 6

14010 Genetic diversity and population structure of two subspecies of western honey bees (Apis melliferaL.)
in the Republic of South Africa as revealed by microsatellite genotyping. PeerJ, 2020, 8, e8280. 0.9 6

14011
Population genetic structure and variability in<i>Lindera glauca</i>(Lauraceae) indicates low levels
of genetic diversity and skewed sex ratios in natural populations in mainland China. PeerJ, 2020, 8,
e8304.

0.9 9

14012 Population genetics of swamp eel in the Yangtze River: comparative analyses between mitochondrial
and microsatellite data provide novel insights. PeerJ, 2020, 8, e8415. 0.9 6

14013 Unexpectedly high genetic diversity in a rare and endangered seabird in the Hawaiian Archipelago.
PeerJ, 2020, 8, e8463. 0.9 5

14014 Analysis of the genetic diversity of the coastal and island endangered plant species<i>Elaeagnus
macrophylla</i>via conserved DNA-derived polymorphism marker. PeerJ, 2020, 8, e8498. 0.9 8

14015 Genetic structure is stronger across human-impacted habitats than among islands in the
coral<i>Porites lobata</i>. PeerJ, 2020, 8, e8550. 0.9 17

14016
Genetic consequences of pond production of a pikeperch (<i>Sander lucioperca</i>L.) stock with
natural origin: the effects of changed selection pressure and reduced population size. PeerJ, 2020, 8,
e8745.

0.9 7

14017 DiscoSnp-RAD: de novo detection of small variants for RAD-Seq population genomics. PeerJ, 2020, 8,
e9291. 0.9 5

14018 Population genomics reveals a mismatch between management and biological units in green abalone
(<i>Haliotis fulgens</i>). PeerJ, 2020, 8, e9722. 0.9 12

14019 Genetic variability in Ruditapes decussatus clam combined with Perkinsus infection level to support
founder population selection for a breeding program. PeerJ, 2020, 8, e9728. 0.9 4

14020 Genome-wide association mapping for resistance to leaf, stem, and yellow rusts of common wheat
under field conditions of South Kazakhstan. PeerJ, 2020, 8, e9820. 0.9 14

14021 Genetic approaches to the conservation of migratory bats: a study of the eastern red bat (<i>Lasiurus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (borealis</i>). PeerJ, 2015, 3, e983.0.9 13

14022 Analysis of Genetic Diversity and Population Structure of Buckwheat (Fagopyrum esculentum) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (Moench) Landraces of Korea Using SSR Markers. Korean Journal of Plant Resources, 2011, 24, 702-711.0.2 13



769

Citation Report

# Article IF Citations

14023 Analysis of the Genetic Diversity and Population Structure of Amaranth Accessions from South
America Using 14 SSR Markers. Hang'uk Jakmul Hakhoe Chi, 2013, 58, 336-346. 0.2 10

14024 Genetic Diversity and Population Structure of Korean Soybean Collection Using 75 Microsatellite
Markers. Hang'uk Jakmul Hakhoe Chi, 2014, 59, 492-497. 0.2 8

14025 Comparison of Genetic Diversity among Amaranth Accessions from South and Southeast Asia using
SSR Markers. Korean Journal of Medicinal Crop Science, 2013, 21, 220-228. 0.1 10

14026
Connectivity of Populations of the Seaweed Cystoseira amentacea within the Bay of Marseille
(Mediterranean Sea): Genetic Structure and Hydrodynamic Connections. Cryptogamie, Algologie, 2016,
37, 233.

0.3 23

14027 Identification and Chromosomal Reshuffling Patterns of Soybean Cultivars Bred in Gangwon-do using
202 InDel Markers Specific to Variation Blocks. Han'guk Yukchong Hakhoe Chi, 2018, 50, 396-405. 0.2 3

14028 Development of SSR Markers and Their Use in Studying Genetic Diversity and Population of Finger
Millet (Eleusine coracana L. Gaertn.). Plant Breeding and Biotechnology, 2017, 5, 183-191. 0.3 6

14029 Genetic Diversity and Population Structure of Mongolian Wheat Based on SSR Markers: Implications
for Conservation and Management. Plant Breeding and Biotechnology, 2017, 5, 213-220. 0.3 10

14030 Genetic Diversity and Association Analyses of Canadian Maize Inbred Lines with Agronomic Traits and
Simple Sequence Repeat Markers. Plant Breeding and Biotechnology, 2018, 6, 159-169. 0.3 6

14031 Analysis of Molecular Variance and Population Structure of Sesame (<i>Sesamum indicum</i>L.)
Genotypes Using Simple Sequence Repeat Markers. Plant Breeding and Biotechnology, 2018, 6, 321-336. 0.3 8

14032 Genetic Diversity and Association Analyses of Chinese Maize Inbred Lines Using SSR Markers. Plant
Breeding and Biotechnology, 2019, 7, 186-199. 0.3 12

14033 Possible dispersal of the coastal and subterranean carabid beetle <i>Thalassoduvalius masidai</i>
(Coleoptera) by ocean currents. Biological Journal of the Linnean Society, 2022, 135, 265-276. 0.7 6

14034 A Selective Overview of Recent Advances in Spectral Clustering and Their Applications. Emerging
Topics in Statistics and Biostatistics, 2021, , 247-277. 0.1 0

14035 A Revised Classification of Glossopetalon (Crossosomataceae) Based on Restriction Site-Associated
DNA Sequencing. Systematic Botany, 2021, 46, 562-572. 0.2 0

14036 Patchily distributed but not necessarily isolated populations of<i>Deuterocohnia meziana</i>: a
threatened bromeliad from rock outcrops. Botanical Journal of the Linnean Society, 2022, 199, 312-330. 0.8 3

14037 Elucidating the Evolutionary History of<i>Oenothera</i>Sect.<i>Pachylophus</i>(Onagraceae): A
Phylogenomic Approach. Systematic Botany, 2021, 46, 799-811. 0.2 8

14038 Contemporary adaptive evolution in fragmenting river landscapes: evidence from the native waterflea
<i>Ceriodaphnia cornuta</i>. Journal of Plankton Research, 2022, 44, 88-98. 0.8 2

14039 Distribution of amphidromous and landlocked forms of ayu &lt;i&gt;Plecoglossus altivelis&lt;/i&gt; in
the Yodo River system. Nippon Suisan Gakkaishi, 2021, 87, 617-630. 0.0 1

14040 Comparative phylogeography study reveals introgression and incomplete lineage sorting during rapid
diversification of <i>Rhodiola</i>. Annals of Botany, 2022, 129, 185-200. 1.4 5



770

Citation Report

# Article IF Citations

14043 Diversidad GÃ©netica de poblaciones de guanÃ¡bana (Annona muricata L.) en Nayarit, MÃ©xico mediante
marcadores SSR y SRAP.. Acta Biologica Colombiana, 2021, 27, . 0.1 0

14044 A genome-wide association study of seed size, protein content, and oil content using a natural
population of Sichuan and Chongqing soybean. Euphytica, 2021, 217, 1. 0.6 4

14045
Speciesâ€“landscape interactions drive divergent population trajectories in four forestâ€•dependent
Afromontane forest songbird species within a biodiversity hotspot in South Africa. Evolutionary
Applications, 2021, 14, 2680-2697.

1.5 1

14046 Dead-End Hybridization in Walnut Trees Revealed by Large-Scale Genomic Sequence Data. Molecular
Biology and Evolution, 2022, 39, . 3.5 21

14047 Phylogeography and Antioxidant Activity of Proso Millet (Panicum miliaceum L.). Plants, 2021, 10, 2112. 1.6 2

14048 Genetic Diversity and Molecular Characterization of Worldwide Prairie Grass (Bromus catharticus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (Vahl) Accessions Using SRAP Markers. Agronomy, 2021, 11, 2054.1.3 4

14049 Population genetics unveils largeâ€•scale migration dynamics and population turnover of
<scp><i>Spodoptera exigua</i></scp>. Pest Management Science, 2022, 78, 612-625. 1.7 8

14050 Genome-wide development and application of miRNA-SSR markers in Melilotus genus. Physiology and
Molecular Biology of Plants, 2021, 27, 2269-2282. 1.4 3

14051 The Evolutionary History of New Zealand Deschampsia Is Marked by Long-Distance Dispersal, Endemism,
and Hybridization. Biology, 2021, 10, 1001. 1.3 1

14052 High genetic diversity and low structure in an endemic longâ€•lived tree, <i>Yucca capensis</i>
(Asparagaceae). Plant Biology, 2022, 24, 185-191. 1.8 3

14053 Genetic structure and molecular markers-trait association for physiological traits related to seed
vigour in rice. Plant Gene, 2021, 28, 100338. 1.4 9

14054 Association mapping for general combining ability with yield, plant height and ear height using F1
population in maize. PLoS ONE, 2021, 16, e0258327. 1.1 3

14055 Whole genome resequencing data enables a targeted SNP panel for conservation and aquaculture of
Oreochromis cichlid fishes. Aquaculture, 2022, 548, 737637. 1.7 8

14056 Wholeâ€•genome resequencing confirms reproductive isolation between sympatric demes of brown
trout (<i>Salmo trutta</i>) detected with allozymes. Molecular Ecology, 2022, 31, 498-511. 2.0 10

14057 Genetic Diversity and Population Structure Revealed by SSR Markers on Endemic Species
Osmanthusserrulatus Rehder from Southwestern Sichuan Basin, China. Forests, 2021, 12, 1365. 0.9 4

14058 Population genetics of Sambar (Rusa unicolor) from the Western Himalayas: preliminary findings.
Molecular Biology Reports, 2022, 49, 811-816. 1.0 4

14060
Genetic differentiation and gene flow of the Amazonian catfish Pseudoplatystoma punctifer across
the Madeira River rapids prior to the construction of hydroelectric dams. Hydrobiologia, 2022, 849,
29-46.

1.0 2

14061 Genome-wide markers reveal differentiation between and within the cryptic sister species, sunset and
vermilion rockfish. Conservation Genetics, 2022, 23, 75. 0.8 6



771

Citation Report

# Article IF Citations

14062 Historic DNA reveals genetic consequences of fragmentation in an endangered, endemic mustard.
Conservation Genetics, 2022, 23, 123. 0.8 0

14064 Genetic and chemodiversity in native populations of Schinus terebinthifolia Raddi along the Brazilian
Atlantic forest. Scientific Reports, 2021, 11, 20487. 1.6 1

14065
Spatioâ€•temporal genetic structure in populations of the Chagasâ€™ disease vector <i>Triatoma
infestans</i> from Argentina. Journal of Zoological Systematics and Evolutionary Research, 2021, 59,
1891-1902.

0.6 0

14066 Phylogeography and population structure of Squalius lucumonis: A baseline for conservation of an
Italian endangered freshwater fish. Journal for Nature Conservation, 2021, 64, 126085. 0.8 4

14067 Genetic diversity and population genetic structure analysis of an extensive collection of wild and
cultivated Vigna accessions. Molecular Genetics and Genomics, 2021, 296, 1337-1353. 1.0 7

14068 Genetic structure, diversity and distribution of a threatened lizard affected by widespread habitat
fragmentation. Conservation Genetics, 2022, 23, 151-165. 0.8 4

14069
Genomic inferences in a thermophilous grasshopper provide insights into the biogeographic
connections between northern African and southern European aridâ€•dwelling faunas. Journal of
Biogeography, 2022, 49, 1696-1710.

1.4 2

14070 New insights into the past and recent evolutionary history of the Corsican mouflon (Ovis gmelini) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (musimon) to inform its conservation. Conservation Genetics, 2022, 23, 91-107.0.8 8

14071 Genome-wide SNP analysis of three moose subspecies at the southern range limit in the contiguous
United States. Conservation Genetics, 0, , 1. 0.8 2

14072 Genetic diversity of <i>Tulipa suaveolens</i> Roth in the Crimea based on ISSR data. Acta
Horticulturae, 2021, , 297-304. 0.1 0

14073 Population genetics and biogeography of the lungwort lichen in North America support distinct
Eastern and Western gene pools. American Journal of Botany, 2021, 108, 2416-2424. 0.8 7

14074 Genetic Patterns of <i>Zamia</i> in Florida Are Consistent with Ancient Human Influence and Recent
Near Extirpation. International Journal of Plant Sciences, 2022, 183, 169-185. 0.6 5

14075
Genetic and morphological characterization of the freshwater mussel clubshell species complex
(<i>Pleurobema clava</i> and <i>Pleurobema oviforme</i>) to inform conservation planning. Ecology
and Evolution, 2021, 11, 15325-15350.

0.8 5

14076 Physical disturbance by recovering sea otter populations increases eelgrass genetic diversity. Science,
2021, 374, 333-336. 6.0 12

14077 Developing and Testing Molecular Markers in Cannabis sativa (Hemp) for Their Use in Variety and
Dioecy Assessments. Plants, 2021, 10, 2174. 1.6 7

14078 Assessing signals of selection and historical demography to develop conservation strategies in the
Chilean emblematic Araucaria araucana. Scientific Reports, 2021, 11, 20504. 1.6 2

14079 Landscape and climatic features drive genetic differentiation processes in a South American coastal
plant. Bmc Ecology and Evolution, 2021, 21, 196. 0.7 6

14081 Multi-Locus GWAS for Grain Weight-Related Traits Under Rain-Fed Conditions in Common Wheat
(Triticum aestivum L.). Frontiers in Plant Science, 2021, 12, 758631. 1.7 10



772

Citation Report

# Article IF Citations

14082 Genomicâ€•based epidemiology reveals independent origins and gene flow of glyphosate resistance in
<i>Bassia scoparia</i> populations across North America. Molecular Ecology, 2021, 30, 5343-5359. 2.0 10

14083 Genetic structure of an important widely distributed tropical forest tree, Shorea parvifolia, in
Southeast Asia. Tree Genetics and Genomes, 2021, 17, 1. 0.6 3

14084
Conservation implications of revised genetic structure resulting from new population discovery: the
threatened eastern sand darter (<i>Ammocrypta pellucida</i>) in Canada. Journal of Fish Biology, 2022,
100, 92-98.

0.7 2

14085 Genotypes of Rhizophora Propagules From a Non-mangrove Beach Provide Evidence of Recent
Long-Distance Dispersal. Frontiers in Conservation Science, 2021, 2, . 0.9 2

14086
The population genomic structure of green turtles (Chelonia mydas) suggests a warm-water corridor
for tropical marine fauna between the Atlantic and Indian oceans during the last interglacial.
Heredity, 2021, 127, 510-521.

1.2 7

14087 Genetic Structure and Geographical Differentiation of Traditional Rice (Oryza sativa L.) from
Northern Vietnam. Plants, 2021, 10, 2094. 1.6 8

14088 Assessment of dispersal and population structure of Norway rats (Rattus norvegicus) in a seaport
setting. Urban Ecosystems, 2022, 25, 535-544. 1.1 4

14089
Single Independent Autopolyploidization Events From Distinct Diploid Gene Pools and Residual
Sexuality Support Range Expansion of Locally Adapted Tetraploid Genotypes in a South American Grass.
Frontiers in Genetics, 2021, 12, 736088.

1.1 4

14090 Inferring the impact of past climate changes and hunting on the South American sea lion. Diversity
and Distributions, 2021, 27, 2479-2497. 1.9 1

14091 Genetic diversity analysis of the invasive gall pest Leptocybe invasa (Hymenoptera: Apodemidae) from
China. PLoS ONE, 2021, 16, e0258610. 1.1 2

14092 Inter-island local adaptation in the GalÃ¡pagos Archipelago: genomics of the GalÃ¡pagos blue-banded
goby, Lythrypnus gilberti. Coral Reefs, 0, , 1. 0.9 5

14093 Impact of Gene Flow and Introgression on the Range Wide Genetic Structure of Quercus robur (L.) in
Europe. Forests, 2021, 12, 1425. 0.9 13

14094 Genomic investigations provide insights into the mechanisms of resilience to heterogeneous habitats
of the Indian Ocean in a pelagic fish. Scientific Reports, 2021, 11, 20690. 1.6 6

14095 Populations restored using regional seed are genetically diverse and similar to natural populations in
the region. Journal of Applied Ecology, 2022, 59, 2234-2244. 1.9 14

14096 Genetic diversity and structure in husk tomato (Physalis philadelphica Lam.) based on SNPs: a case of
diffuse domestication. Genetic Resources and Crop Evolution, 2022, 69, 443-459. 0.8 3

14097 Urban tree management: Diversity of Tilia genus in streets and parks of Paris based on morphological
and genetic characteristics. Urban Forestry and Urban Greening, 2021, 66, 127382. 2.3 6

14098
Identification of Novel Quantitative Trait Nucleotides and Candidate Genes for Bacterial Wilt
Resistance in Tobacco (Nicotiana tabacum L.) Using Genotyping-by-Sequencing and Multi-Locus
Genome-Wide Association Studies. Frontiers in Plant Science, 2021, 12, 744175.

1.7 10

14099 Comparative phylogeography of reef fishes indicates seamounts as stepping stones for dispersal and
diversification. Coral Reefs, 2022, 41, 551-561. 0.9 11



773

Citation Report

# Article IF Citations

14100 Diversification, spread, and admixture of octoploid strawberry in the Western Hemisphere. American
Journal of Botany, 2021, 108, 2269-2281. 0.8 8

14102 Hybridization of Two Species of Japanese Toads, Bufo torrenticola and Bufo japonicus formosus, in
the Central Part of Japan. Zoological Science, 2021, 38, 506-512. 0.3 3

14103
Molecular genotypic diversity of populations of brinjal shoot and fruit borer, Leucinodes orbonalis
and development of SCAR marker for pesticide resistance. Molecular Biology Reports, 2021, 48,
7787-7800.

1.0 3

14104 Ancient DNA SNP-panel data suggests stability in bluefin tuna genetic diversity despite centuries of
fluctuating catches in the eastern Atlantic and Mediterranean. Scientific Reports, 2021, 11, 20744. 1.6 4

14105 Parallel introgression, not recurrent emergence, explains apparent elevational ecotypes of polyploid
Himalayan snowtrout. Royal Society Open Science, 2021, 8, 210727. 1.1 3

14106 Do Pharaohsâ€™ cattle still graze the Nile Valley? Genetic characterization of the Egyptian Baladi cattle
breed. Animal Biotechnology, 2021, , 1-13. 0.7 1

14107 Searching for a sign of exotic Aedes albopictus (Culicidae) introduction in major international
seaports on Kyushu Island, Japan. PLoS Neglected Tropical Diseases, 2021, 15, e0009827. 1.3 2

14108 Recent speciation and hybridization in Icelandic deepâ€•sea isopods: An integrative approach using
genomics and proteomics. Molecular Ecology, 2022, 31, 313-330. 2.0 15

14109 Geographical isolation versus dispersal: Relictual alpine grasshoppers support a model of interglacial
diversification with limited hybridization. Molecular Ecology, 2022, 31, 296-312. 2.0 14

14111 Agricultural intensification alters marbled newt genetic diversity and gene flow through density and
dispersal reduction. Molecular Ecology, 2022, 31, 119-133. 2.0 5

14112 Microsatellites reveal that genetic mixing commonly occurs between invasive fall armyworm
populations in Africa. Scientific Reports, 2021, 11, 20757. 1.6 3

14113 Urbanization processes drive divergence at the major histocompatibility complex in a common
waterbird. PeerJ, 2021, 9, e12264. 0.9 3

14114 Diversity and Genetic Structure of Dioon holmgrenii (Cycadales: Zamiaceae) in the Mexican Pacific
Coast Biogeographic Province: Implications for Conservation. Plants, 2021, 10, 2250. 1.6 3

14115 Changes in the genetic composition of <i>Myzus persicae nicotianae</i> populations in Chile and
frequency of insecticide resistance mutations. Bulletin of Entomological Research, 2021, 111, 759-767. 0.5 1

14116 Genome-Wide Investigation of the Multiple Origins Hypothesis for Deep-Spawning Kokanee Salmon
(<i>Oncorhynchus nerka</i>) across its Pan-Pacific Distribution. Journal of Heredity, 2021, 112, 602-613. 1.0 1

14117 Genetic diversity of natural populations of Taxus mairei. Conservation Genetics, 0, , 1. 0.8 2

14118 Origin and dispersion pathways of guava in the Galapagos Islands inferred through genetics and
historical records. Ecology and Evolution, 2021, 11, 15111-15131. 0.8 3

14119 Genomics-Based Phylogenetic and Population Genetic Analysis of Global Samples Confirms Halophila
johnsonii Eiseman as Halophila ovalis (R.Br.) Hook.f.. Frontiers in Marine Science, 2021, 8, . 1.2 6



774

Citation Report

# Article IF Citations

14121 Investigating the origins and evolution of a glyphosateâ€•resistant weed invasion in South America.
Molecular Ecology, 2021, 30, 5360-5372. 2.0 14

14122 Strong horizontal and vertical connectivity in the coral Pocillopora verrucosa from Ludao, Taiwan,
a small oceanic island. PLoS ONE, 2021, 16, e0258181. 1.1 3

14124 Co-structure analysis and genetic associations reveal insights into pinworms (Trypanoxyuris) and
primates (Alouatta palliata) microevolutionary dynamics. Bmc Ecology and Evolution, 2021, 21, 190. 0.7 3

14125
Single-step genome-wide association study uncovers known and novel candidate genomic regions for
endocrine and classical fertility traits in Swedish Red and Holstein dairy cows. Livestock Science,
2021, 253, 104731.

0.6 1

14126
Impact of climate change on the success of population support management and plant reintroduction
at steep, exposed limestone outcrops in the German Swabian Jura. Perspectives in Plant Ecology,
Evolution and Systematics, 2021, 53, 125643.

1.1 1

14127 Genetic diversity of reintroduced tree populations of Casearia sylvestris in Atlantic forest
restoration sites. Forest Ecology and Management, 2021, 502, 119703. 1.4 4

14128 Trichogramma species in Samoa and their potential as biological control agents against the large
cabbage moth, Crocidolomia pavonana. Biological Control, 2021, 164, 104781. 1.4 1

14129
Analysis of genetic diversity and structure across a wide range of germplasm reveals genetic
relationships among seventeen species of Malus Mill. native to China. Journal of Integrative
Agriculture, 2021, 20, 3186-3198.

1.7 6

14130 Selection of breed-specific SNPs in three Indian sheep breeds using ovine 50â€¯K array. Small Ruminant
Research, 2021, 205, 106545. 0.6 9

14132 Defining population boundaries: use of three Bayesian approaches with microsatellite data from
British natterjack toads (Bufo calamita). Molecular Ecology, 2007, . 2.0 0

14133 Genetic population structure and hybridization in two sibling species, Tomoplagia reticulata and
Tomoplagia pallens (Diptera: Tephritidae). Genetics and Molecular Research, 2008, 7, 1298-1311. 0.3 3

14134 Subtle population structure and male-biased dispersal in two Copadichromis species (Teleostei,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (Cichlidae) from Lake Malawi, East Africa. , 2008, , 69-79.0

14135 Admixture, one-source colonization or long-term persistence of maritime pine in the Castilian
Plateau? [Spain]. Insights from nuclear microsatellite markers. Forest Systems, 2009, 18, 3. 0.1 1

14136 Population Genetic Structure of Two Threatened Dragonfly Species (Odonata: Anisoptera) as Revealed
by RAPD Analysis. , 2010, , 295-308. 1

14137 The Population Genetic Structure of Diploid Medicago sativa L. Germplasm. , 2010, , 143-148. 1

14138 Analysis of Genetic Structure and Genetic Relationships of Partial Maize In-bred Lines in China. Acta
Agronomica Sinica(China), 2010, 36, 1820-1831. 0.1 0

14139 Genetic Variation and Phylogeographic Analysis of Native Chicken Populations in Myanmar and
Thailand. Journal of Poultry Science, 2012, 49, 68-73. 0.7 5

14140 Low Neutral Genetic Diversity in an Isolated Greater Sage Grouse (Centrocercus Urophasianus)
Population in Northwest Wyoming. Annual Report, 0, 35, 119-133. 0.0 0



775

Citation Report

# Article IF Citations

14142 Analysis of Genetic Diversity and Relationships of Korean Native Goat Populations by Microsatellite
Markers. Journal of Life Science, 2012, 22, 1493-1499. 0.2 3

14143 Microsatellite markers show distinctiveness of released and wild grey partridges in Finland. Animal
Biodiversity and Conservation, 2012, 35, 419-428. 0.3 1

14144 Genetic Diversity and Structure of the Korean Endemic Species, Coreanomecon hylomeconoides Nakai,
as Revealed by ISSR markers. Korean Journal of Plant Resources, 2013, 26, 310-319. 0.2 1

14145 Assessing the distinctiveness of the Cultus pygmy sculpin, a threatened endemic, from the widespread
coastrange sculpin Cottus aleuticusÂ . Endangered Species Research, 2013, 20, 181-194. 1.2 1

14146 Morphological and genetic analysis of <i>Triplaris guayaquilensis</i> Wedd (Polygonaceae): one
native tree of ecuador. Ciencia Florestal, 2013, 23, . 0.1 2

14147 Identification of QTLs for Glycinin (11S) and Î²-Conglycinin (7S) Fractions of Seed Storage Protein in
Soybean by Association Mapping. Acta Agronomica Sinica(China), 2013, 38, 820-828. 0.1 1

14148 Relationship of Leaflet Shape, Pod Traits and Association with SSR Markers in Soybean Germplasm. Acta
Agronomica Sinica(China), 2013, 38, 1196-1204. 0.1 0

14149 Genetic diversity and geographic differentiation in the endangered Primula farinosa subsp. modesta, a
subalpine endemic to Korea. Korean Journal of Plant Taxonomy, 2013, 43, 236-243. 0.3 10

14150 Population genetics of neotropical Culex quinquefasciatus (Diptera: Culicidae ). Parasites and
Vectors, 2014, 7, 468. 1.0 4

14152 Unraveling the variability and genetic structure of barker frog Physalaemus cuvieri (Leiuperinae)
populations from different regions of Brazil. Genetics and Molecular Research, 2014, 13, 8055-8065. 0.3 1

14153 High Levels of Genetic Variation as Detected by Aflp in Sideritis tmolea from Western Turkey. Turkish
Journal of Field Crops, 2014, 19, 238. 0.2 1

14154 Molecular characterization of Spanish Prunus avium plus trees. Forest Systems, 2014, 23, 120. 0.1 3

14155 Genetic characteristics of three Baltic Zostera marina populations. Oceanologia, 2014, 56, 549-564. 1.1 3

14156 Genetic Variation of Abies holophylla Populations in South Korea Based on ISSR Markers. Hangug
Nimhag Hoi Ji, 2014, 103, 182-188. 0.1 1

14158 Exploitation of Chinese Upland Cotton Cultivar Germplasm Resources to Mine Favorable QTL Alleles
Using Association Mapping. , 0, , . 2

14160 Genetic Diversity and Population Genetic Structure of Cephalotaxus koreana in South Korea. Korean
Journal of Plant Resources, 2014, 27, 660-670. 0.2 6

14161 Non-invasive sampling reveals fine-scale genetic structure in black bear Ursus americanus populations
from northeastern Mexico. Endangered Species Research, 2014, 26, 179-188. 1.2 3

14163
Cryptic diversity of Aglaoctenus lagotis (Araneae, Lycosidae) in the Brazilian Atlantic Rainforest:
evidence from microsatellite and mitochondrial DNA sequence data. Journal of Applied Biology &
Biotechnology, 0, , .

1.4 2



776

Citation Report

# Article IF Citations

14164
Genetic diversity evaluation of <I>Quercus serrata</I> population in Saitama Pref. for revegetation
technology with consideration for genetic resource conservation in region. Journal of the Japanese
Society of Revegetation Technology, 2015, 41, 402-409.

0.0 1

14165 Diversity and genetic structure of Ornithogalum L. (Hyacinthaceae) populations as revealed by
RAPD-PCR markers. Genetika, 2015, 47, 275-288. 0.1 1

14166 Genetic diversity in Prunus spinosa L. â€“ challenges in the use of autochthonous sources. Artvin
Ã‡oruh Ãœniversitesi Orman FakÃ¼ltesi Dergisi, 2014, 15, . 0.5 0

14167 ISSR analysis of two founding plant species on the volcanic island Surtsey, Iceland: grass versus
shrub. Surtsey Research, 0, 13, 17-30. 0.0 2

14168 Population genetic structure and genetic diversity in <i>Dracocephalum thymiflorum</i> L.
(Lamiaceae) populations in Iran. Molecular Plant Breeding, 0, , . 0.0 1

14169
Esterase polymorphism for genetic diversity analysis of some accessions of a native forage grass,
Mesosetum chaseae Luces, from the Brazilian Pantanal. Tropical Grasslands - Forrajes Tropicales, 2015,
3, 194.

0.1 1

14170
Genetic variation and genetic structure of the endangered species Sinowilsonia henryi Hemsi.
(Hamamelidaceae) revealed by amplified fragment length polymorphism (AFLP) markers. Genetics and
Molecular Research, 2015, 14, 12340-12351.

0.3 1

14171 Taxonomic status of Pinus henryi using multiplexed microsatellite markers. Genetics and Molecular
Research, 2015, 14, 4549-4556. 0.3 1

14173 Genetic Variation of Pinus densiflora Populations in South Korea Based on ESTP Markers. Korean
Journal of Plant Resources, 2015, 28, 279-289. 0.2 2

14174 Molecular Genetic Considerations of Jeju Black Cattle using Microsatellite Markers. Journal of
Agriculture & Life Science, 2015, 49, 57-65. 0.1 0

14175 Conservation genetics and phylogeny of the Arizona shrew in the â€œsky Islandsâ€• of the Soutwestern
United States. Therya, 2015, 6, 401-420. 0.2 0

14176 Intraspecific Molecular Variation of Allium ursinum (Amaryllidaceae) Across the Border of Two
Subspecies Distribution Ranges. Acta Biologica Cracoviensia Series Botanica, 2015, 57, 31-43. 0.5 1

14180 CaracterizaÃ§Ã£o da diversidade genÃ©tica de ovinos Santa InÃªs em fazendas do Estado do PiauÃ. Revista
Brasileira De Saude E Producao Animal, 2015, 16, 523-534. 0.3 0

14182 Genetic Diversity Among Korean Rice Landraces (Oryza sativa L.) Based on Characters and SSR Markers.
Plant Breeding and Biotechnology, 2015, 3, 216-225. 0.3 1

14183 Genetic diversity of Bela Krajina Pramenka compared to three Croatian sheep breeds â€“ a preliminary
study. Poljoprivreda, 2015, 21, 142-145. 0.2 2

14184
Genetic Relationships of Sandfish (Arctoscopus japonicas) from Five Different Areas of Korea and
Japan Based on Mitochondrial DNA and Microsatellite Analyses. Journal of Life Science, 2015, 25,
1204-1213.

0.2 2

14185
Estudio de la diversidad genÃ©tica del cerdo domÃ©stico en el departamento de CÃ³rdoba (Colombia)
utilizando marcadores microsatÃ©lites. Revista De La Facultad De Medicina Veterinaria Y De Zootecnia,
2015, 62, 34-48.

0.1 3

14187 Association mapping for identification of ISSR and AFLP markers linked with resin yield in Himalayan



777

Citation Report

# Article IF Citations

14189
Genetic Diversity and Mating System of Regionally Endangered <i>Pinus parviflora</i> var.
<i>parviflora</i> Populations in the Kanto District, Japan. Journal of the Japanese Forest Society, 2016,
98, 65-73.

0.1 0

14190 Genetic Relationship between Early-flowering Cherry Cultivars and Regional Populations of
&lt;i&gt;Prunus campanulata&lt;/i&gt;. Horticultural Research (Japan), 2016, 15, 129-138. 0.1 2

14191 Identification of Natural Hybrids by SSR Markers in Mussaenda. Bio-protocol, 2016, 6, . 0.2 0

14192 Population Genetic Structure and Reproductive Strategy of the Introduced Grass Centotheca lappacea
in Tropical Land-Use Systems in Sumatra. PLoS ONE, 2016, 11, e0147633. 1.1 0

14193 Quantitative Analysis of some Germplasms of lablab Bean in Uttar Pradesh. International Journal of
Environment Agriculture and Biotechnology, 2016, 2, 40-45. 0.0 2

14195 Genetic structure of the threatened West-Pannonian population of Great Bustard (<i>Otis tarda</i>).
PeerJ, 2016, 4, e1759. 0.9 2

14196 The Algorithm of implementation for genome analysis ecosystems : Mitochondria's case. Journal of
Digital Convergence, 2016, 14, 349-353. 0.1 0

14197 Determination of Genetic Diversity Using 15 Simple Sequence Repeats Markers in Long Term Selected
Japanese Quail Lines. Asian-Australasian Journal of Animal Sciences, 2016, 29, 1696-1701. 2.4 0

14199 Molecular and morphological evidence for Penstemon luculentus (Plantaginaceae): a replacement
name for Penstemon fremontii var. glabrescens. PhytoKeys, 2016, 63, 47-62. 0.4 2

14200 Association Mapping of Agronomic Traits in Oriental Tobacco. Journal of Crop Breeding, 2016, 8,
134-143. 0.4 4

14207 Lack of Population Structure in Coriander Populations Based on SDS (Seed Storage Protein) Page
Analysis. Turkish Journal of Agriculture: Food Science and Technology, 2016, 4, 656. 0.1 1

14212
GENETIC RELATIONSHIP ANALYSIS OF WILD (OLEA CUSPIDATA WALL.) AND CULTIVATED OLIVE (OLEA) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 307 Td (EUROPAEA L.) GROWING IN AZAD JAMMU AND KASHMIR, PAKISTAN. Applied Ecology and Environmental

Research, 2017, 15, 1255-1267.
0.2 2

14213
Genetic Characterization of Landraces and Varieties using Functional Microsatellite Markers in
Eleusine Coracana (L.). International Journal of Agricultural Science and Research (IJASR), 2017, 7,
277-284.

0.0 0

14216 Diversity assessment among native Middle Egypt rabbit populations in North Upper-Egypt province by
microsatellite polymorphism. World Rabbit Science, 2017, 25, 9. 0.1 5

14218
Genetic Diversity among Pigeonpea (Cajanus cajan L. Millsp.) Genotypes Using Genic SSRs with Putative
Function for Drought Tolerance. International Journal of Current Microbiology and Applied
Sciences, 2017, 6, 1804-1814.

0.0 4

14219 Development of Microsatellite Markers for Discriminating Native Korean and Imported Cattle Breeds.
Journal of Life Science, 2017, 27, 464-470. 0.2 0

14223 Morphology and assessment of genetic structure and diversity of Dionysia revoluta (Primulaceae) in
Iran. Biodiversitas, 2017, 18, 1173-1178. 0.2 0

14226 Validation of Candidate Markers Drought Tolerance in Soybean Genotypes under Normal and Drought
Stress Condition. Journal of Crop Breeding, 2017, 9, 1-13. 0.4 3



778

Citation Report

# Article IF Citations

14227 Identification of gene pools used in restoration and conservation by chloroplast microsatellite
markers in Iberian pine species. Forest Systems, 2017, 26, e05S. 0.1 1

14228 Floreana Island re-colonization potential of the GalÃ¡pagos short-eared owl (Asio flammeus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (galapagoensis). Conservation Genetics, 2018, 19, 193-205.0.8 1

14230 Genetic structure of brown pelicans (Pelecanus occidentalis) in the northern Gulf of Mexico in the
context of human management and disturbance. PLoS ONE, 2017, 12, e0185309. 1.1 1

14231 Genetic Diversity and Population Structure of IRRDB 1981 and Wickham Rubber Germplasm Based on
EST-SSR. Agrivita, 2017, 39, . 0.2 0

14234 Physic nut germplasm genetic diversity identified by internal simple sequence repeats (ISSR) markers.
Agronomy Science and Biotechnology, 2016, 2, 48. 0.3 0

14238
Genetic diversity and population structure of the African catfish, Clarias gariepinus (Burchell, 1822)
in Kenya: implication for conservation and aquaculture â€“ Corrigendum. Belgian Journal of Zoology,
2017, 147, .

0.5 1

14240 Signatures of Selection From Candidate Gene Polymorphisms Panel in Five Zebu Breeds. Brazilian
Archives of Biology and Technology, 0, 61, . 0.5 0

14241 Rarity, taxonomy and genetics: the chequered history of Grevillea williamsonii (Proteaceae). Pacific
Conservation Biology, 2018, 24, 329. 0.5 0

14243 ASSOCIATION OF SNP MARKERS WITH HEIGHT INCREMENT IN MPOB-ANGOLAN NATURAL OIL PALM
POPULATIONS. Journal of Oil Palm Research, 0, , . 2.1 1

14244 DoÄŸu Anadolu bÃ¶lgesinde yayÄ±lÄ±ÅŸ gÃ¶steren bazÄ± yonca (Medicago sativa) ekotiplerinde populasyon yapÄ±sÄ±
deÄŸerlendirmesi. Mediterranean Agricultural Sciences, 2018, 31, 61-65. 0.1 0

14249 Deciphering the sexual diploid members of the Boechera suffrutescens complex (Brassicaceae,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 342 Td (Boechereae). PhytoKeys, 2018, 98, 15-50.0.4 2

14251 Potential of random amplified microsatellites (RAMS) to typify and discriminate varieties of Physalis
ixocarpa Brot. ex Hornem.. Emirates Journal of Food and Agriculture, 0, , 396. 1.0 3

14259 Indigenous or Recently Migrated Population?. Journal of the Japanese Forest Society, 2018, 100, 116-123. 0.1 0

14263 Preliminary evidence of the associations between DNA markers and morphological characters in
sunflower under natural and salt stress conditions. Zemdirbyste, 2018, 105, 279-286. 0.3 4

14265 Diversidad y estructura genÃ©tica del Prochilodus magdalenae (Pisces: Prochilodontidae) aguas arriba
y abajo de la represa Betania, Colombia. Intropica, 0, , 87. 0.0 4

14268 A New Image Segmentation Method Using Clustering and Region Merging Techniques. Advances in
Intelligent Systems and Computing, 2019, , 603-614. 0.5 5

14269
Assessment of genetic diversity of some Siberian and Far Eastern species of the genus Spiraea
(Rosaceae) by newly developed multiplex panels of nuclear SSR loci. Vavilovskii Zhurnal Genetiki I
Selektsii, 2018, 22, 654-659.

0.4 2

14271 Genetic variability in pitch pine (Pinus rigida Mill.) growing in the NiepoÅ‚omice Forest as determined by
ISSR markers. Acta Societatis Botanicorum Poloniae, 2018, 87, . 0.8 2



779

Citation Report

# Article IF Citations

14273 Genetic diversity of endangered terrestrial orchids Spathoglottis plicata in Peninsular Malaysia based
on AFLP markers. Plant OMICS, 2018, , . 0.4 0

14279 Genetic Diversity and Population Structure of the Synthetic Pig Strain Tokyo X. Nihon Yoton
Gakkaishi, 2018, 55, 142-153. 0.1 1

14281 Genetic diversity of long-established populations of Elaeis guineensis jacquin (Arecaceae). Revista
Brasileira De Fruticultura, 2019, 41, . 0.2 1

14283 Molecular Diversity Analysis of Some Local Ginger (Zingiber officinale) Genotypes Using RAPD
Markers. International Journal of Horticulture Agriculture and Food Science, 2019, 3, 20-28. 0.0 0

14289 Persistence of remnant patches and genetic loss at the distribution periphery in island and mainland
populations of the quokka. Australian Journal of Zoology, 2019, 67, 38. 0.6 4

14290 Genetic diversity of four broodstocks of tilapia (Oreochromis sp.) from Antioquia, Colombia. Revista
Colombiana De Ciencias Pecuarias, 0, , . 0.4 2

14292 Molecular Diversity and Population Structure in Breeding Lines of Castor (Ricinus communis L.).
International Journal of Current Microbiology and Applied Sciences, 2019, 8, 2024-2038. 0.0 3

14294 Assessment of genetic diversity and phylogenetic relationship of Limousin herds in Hungary using
microsatellite markers. Asian-Australasian Journal of Animal Sciences, 2019, 32, 176-182. 2.4 2

14295
Identification of Microsatellite Markers Linked with Genomic Regions Involved in Resistance to Basal
Stem Rot Disease Isolates in Oily Sunflower (Helianthus annuus L.) under Controlled Conditions.
Plant Genetic Researches, 2019, 5, 1-16.

0.4 0

14297 Environmental and demographic factors influence the spatial genetic structure of an intertidal
barnacle in central-northern Chile. Marine Ecology - Progress Series, 2019, 612, 151-165. 0.9 6

14299 The Study of the genetic diversity of two laccate species of Ganoderma lucidum and Ganoderma
resinaceum using RAPD marker. Yaftah, 2019, 5, 379-388. 0.1 0

14300 Genetic diversity analysis of Tenera Ã— Tenera and Tenera Ã— Pisifera Crosses and D self of oil palm
(Elaeis guineensis) parental populations originating from Cameroon. Biodiversitas, 2019, 20, 937-949. 0.2 6

14301 Molecular-Genetic Identification and Analysis of Pinus sylvestris L. Populations in Kirov Oblast and
Perm Krai. Bulletin of Science and Practice, 2019, 5, 47-57. 0.0 0

14302 Genetic Structure of the Big Summit Herd and Neighboring Wild Horse Populations Inhabiting Herd
Management Areas of Oregon. Western North American Naturalist, 2019, 79, 85. 0.2 0

14305 Genetic differentiation of Allium sibiricum L. populations in Poland based on their morphological and
molecular markers. Acta Societatis Botanicorum Poloniae, 2019, 88, . 0.8 4

14308 Genetic Characterization of Imperiled Boreal Chorus Frogs Identifies Populations for Conservation.
Journal of Herpetology, 2019, 53, 89. 0.2 0

14310 Genetic Diversity of Korean Native Chicken Populations in DAD-IS Database Using 25 Microsatellite
Markers. Korean Journal of Poultry Science, 2019, 46, 65-75. 0.1 3

14312 Association mapping for flag leaf thickness in an indica rice population from South China. African
Journal of Agricultural Research Vol Pp, 2019, 14, 1058-1072. 0.2 1



780

Citation Report

# Article IF Citations

14313 Evaluation of the taxonomic rank of the terrestrial orchid <i>Cephalanthera subaphylla</i> based on
allozymes. Korean Journal of Plant Taxonomy, 2019, 49, 118-126. 0.3 0

14315 Rio Grande Sucker Pantosteus plebeius is Native to the Gila River Basin. Copeia, 2019, 107, 393. 1.4 1

14319 Genetic structure of two sympatric gudgeon fishes (<i>Xenophysogobio boulengeri</i>and<i>X.) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (nudicorpa</i>) in the upper reaches of Yangtze River Basin. PeerJ, 2019, 7, e7393.0.9 3

14320 Polymorphism of microsatellite loci in feral populations and commercial varieties of oilseed rape
(Brassica napus L.). Faktori Eksperimental Noi Evolucii Organizmiv, 0, 25, 67-73. 0.0 0

14322
Genetic Diversity Within and Among Populations of the Endangered Southeastern North American
Plant Species, Tiedemannia canbyi (Apiaceae) and its More Common Congener, T. filiformis. Natural
Areas Journal, 2019, 39, 351.

0.2 2

14323 Genetic Characteristics of the Japanese Serow Capricornis crispus in the Kii Mountain Range, Central
Japan. Zoological Science, 2019, 36, 306. 0.3 0

14327 The Genetic Diversity and Population Structure of Geum radiatum: Effects of a Past Augmentation of
an Endangered Hexaploid. Castanea, 2019, 84, 273. 0.2 1

14328 Cost effective microsatellite isolation and genotyping by high throughput sequencing. Journal of
Arachnology, 2019, 47, 190. 0.3 4

14329 Analysis of genetic diversity among Iranian populations of Ficus carica L. (Moraceae). Acta Biologica
Sibirica, 2019, 5, 131-138. 0.2 2

14330
The Genotypes of Polymorphic Simple Sequence Repeat Loci Revealed by Whole-genome Resequencing
Data of 30 Pyrus Accessions. Journal of the American Society for Horticultural Science, 2019, 144,
321-328.

0.5 3

14331 Genetic divergence between feral populations of rape and varieties <i>Brassica napus</i> L.. , 2019, 63,
466-475. 0.0 0

14332
Variabilidad genÃ©tica neutral y presencia de mecanismos de resistencia en Myzus persicae (Hemiptera:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 307 Td (Aphididae), provenientes de diferentes hospedantes en Chile central. Ciencia Tecnologia Agropecuaria,

2019, 20, .
0.3 1

14333 GENETIC DIVERSITY OF Hymenaea courbaril L. IN THE MATO GROSSO AMAZON: IMPLICATIONS FOR
CONSERVATION. Floresta, 2019, 49, 745. 0.1 2

14334 Optimal Number of Seed Point Selection Algorithm of Unknown Dataset. Advances in Intelligent
Systems and Computing, 2020, , 257-269. 0.5 0

14336 Diversity and Genetic Structure of Senegalese Local Cattle Breeds. Asian Journal of Applied Sciences,
2019, 12, 149-157. 0.4 0

14339 Genetic diversity and structure of two endangered mole salamander species of the Trans-Mexican
Volcanic Belt. Herpetozoa, 0, 32, 237-248. 1.0 4

14351 Genetic diversity in Calibrachoa pygmaea (Solanaceae): A hawkmoth-pollinated nightshade from the
Pampas. Acta Botanica Brasilica, 2019, 33, 664-671. 0.8 2

14355
Genetic Diversity of Gazelles (Gazella marica and Gazella gazella) in Southeast Turkey: A Special
Emphasis on Ongoing Conservation Studies of Gazella marica in Turkey. European Journal of Biology,
2019, 78, 89-103.

0.5 0



781

Citation Report

# Article IF Citations

14356
Genetic diversity and structure of walnut (Juglans regia L.) genotypes from Middle and High Atlas
mountains of Morocco as investigated by Inter-Simple Sequence Repeat (ISSR) markers. Australian
Journal of Crop Science, 2019, , 1983-1991.

0.1 5

14357 The genetically healthy terrestrial orchid &lt;i&gt;Liparis krameri&lt;/i&gt; on southern Korean
Peninsula. Korean Journal of Plant Taxonomy, 2019, 49, 324-333. 0.3 0

14358 Morphological and genetic perspectives of hybridization in two contact zones of closely related
species of Petunia (Solanaceae) in southern Brazil. Acta Botanica Brasilica, 2019, 33, 734-740. 0.8 7

14362 Evaluation of Genetic Diversity of <i>Toxicodendron vernicifluum</i> Planted in Japan Using EST-SSR
and Genetic SSR Markers. Journal of the Japanese Forest Society, 2019, 101, 298-304. 0.1 1

14364 Anthropophagous calabashes and other African devouring monsters. Afriques, 0, , . 0.1 1

14365 From refugia to contact: Pine processionary moth hybrid zone in a complex biogeographic setting.
Ecology and Evolution, 2020, 10, 1623-1638. 0.8 5

14367 Genetic diversity of preserved rice seed samples from the Mikawa area, Japan, stored in the Meiji era.
Breeding Science, 2020, 70, 347-354. 0.9 1

14368 Unraveling Cryptic Morphological Diversity in a Marine Snail Species Complex Using Nuclear Genomic
Data. American Malacological Bulletin, 2020, 37, 45. 0.2 1

14370 Evaluation of Genetic Diversity of Papaver bracteatum Lindl. Populations in Alborz Mountain Using
SCoT Molecular Markers. Journal of Medicinal Plants, 2020, 4, 90-102. 0.3 0

14373 Genetic diversity and population structure of Populus yunnanensis revealed by SSR markers. Pakistan
Journal of Botany, 2020, 52, . 0.2 1

14376 Phenological shifts and genetic differentiation between sympatric populations of Sargassum horneri
(Fucales, Phaeophyceae) in Japan. Marine Ecology - Progress Series, 2020, 642, 103-116. 0.9 4

14378 Can Ferret Badgers (Melogale moschata) Cross the Rabies Epidemic Boundary in Western Taiwan?.
Mammal Study, 2020, 45, 189. 0.2 0

14379 Genetic Variation of Common Millet (Panicum miliaceum L.) Collected from East Asia Based on Simple
Sequence Repeats (SSRs). Plant Breeding and Biotechnology, 2020, 8, 186-195. 0.3 0

14381 Genetic and morphological variability in medicinal plant Helichrysum oocephalum Boiss. (Asteraceae)
in Iran. Hacquetia, 2020, 19, 317-324. 0.2 0

14382 Population Genetic Structure and Natural Establishment of Hybrids Between Sarracenia flava and
Sarracenia minor in Francis Marion National Forest. Castanea, 2020, 85, 108. 0.2 1

14385 Sequence-related amplified polymorphism (SRAP) markers, an efficient and affordable tool for
evaluation genetic diversity in forest areas. Silva Balcanica, 2020, 21, 41-46. 0.2 2

14387 Inbreeding between Deep-Sea Snailfishes Careproctus pellucidus and Careproctus rastrinus in the
Northwestern Pacific Ocean. Zoological Science, 2020, 37, 323. 0.3 3

14389 Mediterranean swordfish (<i>Xiphias gladius</i>Linnaeus, 1758) population structure revealed by
microsatellite DNA: genetic diversity masked by population mixing in shared areas. PeerJ, 2020, 8, e9518. 0.9 2



782

Citation Report

# Article IF Citations

14394 Inter-primer binding site (iPBS) markers reveal the population genetic diversity and structure of
tropical climbing Cissampelopsis (Asteraceae) in Thailand. Biodiversitas, 2020, 21, . 0.2 1

14395 Effect of Population Size on Genome-Wide Association Study of Agronomic Traits in Soybean.
Proceedings of the Latvian Academy of Sciences, 2020, 74, 244-251. 0.0 1

14397 Population Genetics of the Wyoming Endemic Phlox pungens Dorn (Polemoniaceae). Western North
American Naturalist, 2020, 80, . 0.2 0

14399 Key genes and mechanisms underlying natural variation of silique length in oilseed rape (Brassica) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (napus L.) germplasm. Crop Journal, 2022, 10, 617-626.2.3 8

14400 Contrasting environmental drivers of genetic and phenotypic divergence in an Andean poison frog
(Epipedobates anthonyi). Heredity, 2021, , . 1.2 1

14401 A Genome-Wide Association Study Pinpoints Quantitative Trait Genes for Plant Height, Heading Date,
Grain Quality, and Yield in Rye (Secale cereale L.). Frontiers in Plant Science, 2021, 12, 718081. 1.7 12

14402 Population structure and genetic relatedness of Sri Lankan Jaffna Local sheep with major South
Indian breeds. Small Ruminant Research, 2021, 206, 106571. 0.6 0

14403 Genetic Identity, Diversity, and Population Structure of CIP's Sweetpotato (I. batatas) Germplasm
Collection. Frontiers in Plant Science, 2021, 12, 660012. 1.7 9

14404 Population Genetic Structures of Puccinia striiformis f. sp. tritici in the Gansu-Ningxia Region and
Hubei Province, China. Genes, 2021, 12, 1712. 1.0 4

14405 Genetic connectivity of trypanosomes between tsetse-infested and tsetse-free areas of Kenya.
Parasitology, 2022, 149, 285-297. 0.7 5

14406 Reproductive Character Displacement in Genital Morphology in <i>Ohomopterus</i> Ground Beetles.
American Naturalist, 2022, 199, E76-E90. 1.0 10

14407 Selection on ancestral genetic variation fuels repeated ecotype formation in bottlenose dolphins.
Science Advances, 2021, 7, eabg1245. 4.7 27

14408 Genetic diversity and structure revealed by genomic microsatellite markers in Centella asiatica (L.)
Urb., a plant with medicinal potential. Molecular Biology Reports, 2021, 48, 7387-7396. 1.0 3

14409 Genetic diversity and population structure analysis for morphological traits in upland cotton
(Gossypium hirsutum L.). Journal of Applied Genetics, 2022, 63, 87-101. 1.0 6

14410 Portuguese wild hop diversity assessment by fast SNP genotyping using high-resolution melting.
Journal of Applied Genetics, 2022, 63, 103-114. 1.0 3

14411 Identification of Alnus glutinosa L. and A. incana (L.) Moench. Hybrids in Natural Forests Using
Nuclear DNA Microsatellite and Morphometric Markers. Forests, 2021, 12, 1504. 0.9 2

14412 Genomic Variation in Korean japonica Rice Varieties. Genes, 2021, 12, 1749. 1.0 4

14413
Distinct Genetic Structure Reflects Ploidy Level Differentiation in Newly Discovered, Extremely Small
Populations of Xanthocyparis vietnamensis from Southwestern China. Frontiers in Genetics, 2021, 12,
733576.

1.1 2



783

Citation Report

# Article IF Citations

14414 Molecular characterization of Arabica Coffee (Coffea arabica L.) germplasms and their contribution
to biodiversity in Ethiopia. Plant Biotechnology Reports, 2021, 15, 791-804. 0.9 3

14415 Evidence for extensive hybridisation and past introgression events in feather grasses using
genome-wide SNP genotyping. BMC Plant Biology, 2021, 21, 505. 1.6 12

14416 Influences of Small Hydroelectric Plants on the genetic differentiation of Neotropical freshwater
fish populations: a case study. Studies on Neotropical Fauna and Environment, 2023, 58, 527-539. 0.5 0

14418 Integrating Genetics and Metapopulation Viability Analysis to Inform Translocation Efforts for the
Last Northern Leopard Frog Population in Washington State, USA. Journal of Herpetology, 2020, 54, . 0.2 5

14419 Tracing species replacement in Iberian marbled newts. Ecology and Evolution, 2021, 11, 402-414. 0.8 6

14420 POPULATION STRUCTURE AND LINKAGE DISEQUILIBRIUM ANALYSES OF MODEL PLANT Brachypodium
distachion THROUGH iPBS MARKERS. Turkish Journal of Field Crops, 2020, 25, 245-253. 0.2 0

14421 Genetic structure of Dicksonia sellowiana Hook. (Dicksoniaceae) reveals clinal distribution along the
latitudinal gradient of the Atlantic Forest. Acta Botanica Brasilica, 2020, 34, 712-719. 0.8 1

14422 Whole-genome sequencing from the New Zealand <i>Saccharomyces cerevisiae</i> population reveals
the genomic impacts of novel microbial range expansion. G3: Genes, Genomes, Genetics, 2021, 11, 1-12. 0.8 3

14423 Characterizing the genetic diversity of the Andean blueberry (Vaccinium floribundum Kunth.) across
the Ecuadorian Highlands. PLoS ONE, 2020, 15, e0243420. 1.1 9

14424 Genotyping by sequencing for SNP marker development in onion. Genome, 2020, 63, 607-613. 0.9 6

14425 Experimental evidence of <i>Wolbachia</i> introgressive acquisition between terrestrial isopod
subspecies. Environmental Epigenetics, 2021, 67, 455-464. 0.9 0

14426 Genetic homogeneity in a Pontocaspian crested newt species (Triturus karelinii) suggests recent
isolation of its three allopatric range sections. Amphibia - Reptilia, 2020, 42, 179-187. 0.1 0

14427 Assessment of Genetic Diversity and Population Structure of Tunisian Barley Accessions (Hordeum) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (vulgare L.) Using SSR Markers. Acta Agrobotanica, 2021, 73, .1.0 2

14428 Integrating Genetic Data and Demographic Modeling to Facilitate Conservation of Small, Isolated
Mountain Goat Populations. Journal of Wildlife Management, 2021, 85, 271-282. 0.7 7

14429 High genetic drift in endangered northern peripheral populations of the Behr's hairstreak butterfly
(<scp><i>Satyrium behrii</i></scp>). Insect Conservation and Diversity, 2021, 14, 403-411. 1.4 3

14431 Fine-scale analysis of six beef cattle breeds revealed patterns of their genomic diversity. Italian
Journal of Animal Science, 2020, 19, 1552-1567. 0.8 2

14432 Distribution and hybridization of two sedentary gobies (Pomatoschistus microps and Pomatoschistus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (marmoratus) in the lagoons of southern France. Scientia Marina, 2020, 84, 355-367.0.3 1

14433 Comprehensive-GWAS: a pipeline for genome-wide association studies utilizing cross-validation to
assess the predictivity of genetic variations. , 2020, , . 1



784

Citation Report

# Article IF Citations

14434
SSR-based evaluation of genetic diversity in populations of Agriophyllum squarrosum L. and
Agriophyllum minus Fisch. &amp; Mey. collected in South-East Kazakhstan. Vavilovskii Zhurnal Genetiki
I Selektsii, 2020, 24, 697-704.

0.4 2

14435 Marcadores ISSR sÃ£o eficazes para acessar a diversidade genÃ©tica em germoplasma de trigo (Triticum) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (aestivum). Research, Society and Development, 2020, 9, e2991210648.0.0 2

14436
Evolutionary systematics of the viviparous gastropod <i>Sermyla</i> (Gastropoda: Cerithioidea:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 667 Td (Thiaridae), with the description of a new species. Zoological Journal of the Linnean Society, 2021, 192,

736-762.
1.0 1

14437 Estimation of population differentiation using pedigree and molecular data in Black Slavonian pig.
Acta Fytotechnica Et Zootechnica, 2020, 23, 241-249. 0.1 4

14440 Genetic diversity, population structure, and ancestry estimation in the Antennaria rosea (Asteraceae:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 582 Td (Gnaphalieae) polyploid agamic complex. Taxon, 2021, 70, 139-152.0.4 2

14441 Genetic Evaluation of the Breeds of Reindeer (Rangifer tarandus) and Their Wild Ancestor Using a New
Panel of STR Markers. Russian Journal of Genetics, 2020, 56, 1469-1483. 0.2 6

14443 Cuban honey bees: significant differentiation from European honey bees in incomplete isolation.
Journal of Apicultural Research, 2021, 60, 375-384. 0.7 3

14444 Fine-scale genetic structure of the overwintering Chilo suppressalis in the typical bivoltine areas of
northern China. PLoS ONE, 2020, 15, e0243999. 1.1 0

14445 Genome-wide association analysis of Russian wheat aphid (Diuraphis noxia) resistance in Dn4 derived
wheat lines evaluated in South Africa. PLoS ONE, 2020, 15, e0244455. 1.1 8

14446 As old as the hills: Pliocene palaeogeographical processes influence patterns of genetic structure in
the widespread, common shrub Banksia sessilis. Ecology and Evolution, 2021, 11, 1069-1082. 0.8 5

14447
Homoploid hybrids, allopolyploids, and high ploidy levels characterize the evolutionary history of a
western North American quillwort (IsoÃ«tes) complex. Molecular Phylogenetics and Evolution, 2022,
166, 107332.

1.2 12

14448 Phenotypic and genetic characterization of â€œAglione della Valdichianaâ€•: Population structure and
genetic relationship analysis of a white gentle giant. Scientia Horticulturae, 2022, 293, 110673. 1.7 0

14449
Genetic and Ecological Characterization of the Invasive Wetland Grasses Arundo donax and
Phragmites australis in the Cuatro CiÃ©negas Basin. Cuatro CieÌ•negas Basin: an Endangered Hyperdiverse
Oasis, 2020, , 241-263.

0.4 1

14450 Cryptic Speciation of a Deep-Sea Demersal Fish of the Genus Bothrocara in the Japan Sea. Zoological
Science, 2020, 37, 24. 0.3 3

14454
Genetic structuring of segregating populations of Psidium spp resistant to the southern root-knot
nematode by Bayesian approach as basis for the guava breeding program. Anais Da Academia Brasileira
De Ciencias, 2020, 92, e20180600.

0.3 2

14455 Genetic diversity and aquaculture conservation for a threatened Neotropical catfish. Neotropical
Ichthyology, 2020, 18, . 0.5 2

14456 Wide dispersion of B chromosomes in Rhammatocerus brasiliensis (Orthoptera, Acrididae). Genetics
and Molecular Biology, 2020, 43, e20190077. 0.6 1

14457
Identifying evolutionary lineages in the Elaeocarpus obovatus complex: population genetics and
morphometric analyses support a new subspecies, Elaeocarpus obovatus subsp. umbratilis, from
northern Queensland, Australia. Australian Systematic Botany, 2020, , .

0.3 1



785

Citation Report

# Article IF Citations

14458 Effects of Habitat Fragmentation on the Genetic Variability of the Volcano Rabbit (Romerolagus diazi).
, 2020, , 197-215. 2

14460 Genetic structure of ural populations of <i>Larix sibirica</i> Ledeb. on the base of analysis of
nucleotide polymorphism. Silvae Genetica, 2020, 69, 20-28. 0.4 3

14463 Genetic Diversity Between and Within Astrocaryum acaule Mart. (Arecaceae) Populations. Floresta E
Ambiente, 2020, 27, . 0.1 0

14464 Morphological and molecular characterization of a hybrid zone between <i>Prosopis alba</i> and
<i>P. nigra</i> in the Chaco region of northwestern Argentina. Silvae Genetica, 2020, 69, 44-54. 0.4 4

14465 Genetic diversity and population structure of Euterpe edulis by REML/BLUP analysis of fruit
morphology and microsatellite markers. Crop Breeding and Applied Biotechnology, 2020, 20, . 0.1 4

14466 A population genetic study of feral cats on Christmas Island. Australian Journal of Zoology, 2020, 68,
120. 0.6 1

14468 The Genetic Structure of Slovak Spotted Cattle Based on Genome-wide Analysis. Acta Universitatis
Agriculturae Et Silviculturae Mendelianae Brunensis, 2020, 68, 57-61. 0.2 0

14475
Bi-Directional Movement of Deer between Tomogashima Islands and the Western Part of the Kii
Peninsula, Japan, with Special Reference to Hybridization between the Japanese Sika Deer (Cervus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 457 Td (nippon centralis) and the Introduced Exotic Deer. Mammal Study, 2020, 45, 133.0.2 6

14476 Multivariate Statistical Methods Used in Population Genetics. Asian Journal of Probability and
Statistics, 0, , 59-70. 0.0 0

14480 Reliable clustering of Bernoulli mixture models. Bernoulli, 2020, 26, . 0.7 1

14481 Phylogeography and ecological differentiation on strictly Mediterranean taxa: the case of the Iberian
endemic Odontites recordonii. American Journal of Botany, 2021, , . 0.8 2

14482 Genomic regions associated with physiological, biochemical and yield-related responses under water
deficit in diploid potato at the tuber initiation stage revealed by GWAS. PLoS ONE, 2021, 16, e0259690. 1.1 8

14484 Genetic diversity of Lathyrus sp collected from different geographical regions. Molecular Biology
Reports, 2021, , 1. 1.0 1

14485
Development and utilization of microsatellite markers to assess genetic variation coupled with
modelling range shifts of Dodonaea viscosa (L.) Jacq. in isolated Taita Hills and Mount Kenya forests.
Molecular Biology Reports, 2021, , 1.

1.0 0

14486 Assessing the origin, genetic structure and demographic history of the common pheasant (Phasianus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (colchicus) in the introduced European range. Scientific Reports, 2021, 11, 21721.1.6 8

14487 Caucasian treasure: genomics sheds light on the evolution of half-extinct Sevan trout, Salmo
ischchan, species flock. Molecular Phylogenetics and Evolution, 2021, 167, 107346. 1.2 11

14488 Phylogeny and evolutionary history of the Sombre Tit, Poecile lugubris in the western Palearctic
(Aves, Paridae). Molecular Phylogenetics and Evolution, 2022, 167, 107343. 1.2 3

14489
Genomeâ€•wide association links candidate genes to fruit firmness, fruit flesh color, flowering time,
and soluble solid content in apricot (Prunus armeniaca L.). Molecular Biology Reports, 2022, 49,
5283-5291.

1.0 2



786

Citation Report

# Article IF Citations

14490
Unknown sides of Utricularia (Lentibulariaceae) diversity in East Europe and North Asia or how
hybridization explained old taxonomical puzzles. Perspectives in Plant Ecology, Evolution and
Systematics, 2022, 54, 125649.

1.1 10

14491 Population genetic attributes of common leopard (Panthera pardus fusca) from Uttarkashi, Western
Himalayas. Molecular Biology Reports, 2022, 49, 1573-1579. 1.0 1

14492 Impact of model assumptions on demographic inferences: the case study of two sympatric mouse
lemurs in northwestern Madagascar. Bmc Ecology and Evolution, 2021, 21, 197. 0.7 7

14494 Circulation and Evolution of SARS-CoV-2 in India: Let the Data Speak. Viruses, 2021, 13, 2238. 1.5 8

14496 GENETIC CHARACTERIZATION THE STOCKS OF PROCHILODUS MAGDALENAE (PISCES: PROCHILODONTIDAE)
USED IN STOCKING PROGRAMS IN COLOMBIA. BAG: Journal of Basic and Applied Genetics, 2020, 31, 53-63. 0.1 2

14508 Evolutionary history of a Scottish harbour seal population. PeerJ, 2020, 8, e9167. 0.9 3

14510 Microsatellite DNA Analyses Reveal Population Subdivisions Among the Recently Introduced Nile
Perch (<i>Lates</i>spp.) in Lake Victoria. African Zoology, 2014, 49, 181-194. 0.2 2

14522 Diversity and genetic structure in natural populations of Croton linearifolius (Euphorbiaceae) based
on molecular markers. African Journal of Biotechnology, 2020, 19, 613-624. 0.3 1

14523 Association of the 5HTTLPR Polymorphism with Obesity in Mexican Women with High Native American
Ancestry. Genetic Testing and Molecular Biomarkers, 2020, 24, 754-758. 0.3 0

14527 CONSERVATION GENOMICS OF WYETHIA RETICULATA (ASTERACEAE). MadroÃ±o, 2020, 67, . 0.3 0

14528 Genetic Diversity of Pineapple (Ananas comosus) Germplasm in Malaysia Using Simple Sequence Repeat
(SSR) Markers. Tropical Life Sciences Research, 2020, 31, 15-27. 0.5 3

14529 Population Genetics of a Common Freshwater Mussel, Amblema plicata, in a Southern U.S. River.
Freshwater Mollusk Biology and Conservation, 2020, 23, . 0.4 1

14530 Genetic diversity and structure of the critically endangered<i>Artocarpus annulatus,</i>a crop wild
relative of jackfruit (<i>A. heterophyllus</i>). PeerJ, 2020, 8, e9897. 0.9 4

14531 Genetic diversity of <i>Juglans sigillata</i> Dode germplasm in Yunnan Province, China, as revealed by
SSRs. Plant Genetic Resources: Characterisation and Utilisation, 2020, 18, 417-426. 0.4 3

14542
Population demographic history and population structure for Pakistani Nili-Ravi breeding bulls based
on SNP genotyping to identify genomic regions associated with male effects for milk yield and body
weight. PLoS ONE, 2020, 15, e0242500.

1.1 2

14543 SSR genetic diversity assessment of the INRAEâ€™s walnut (<i>Juglans</i>spp.) germplasm collection. Acta
Horticulturae, 2020, , 377-384. 0.1 2

14544 Population structure of Triticum aestivum L. of the Steppe of Ukraine at the storage protein loci in
different periods of breeding. Faktori Eksperimental Noi Evolucii Organizmiv, 0, 27, 239-244. 0.0 0

14545 Population genetics of the freshwater fish<i>Prochilodus magdalenae</i>(Characiformes:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (Prochilodontidae), using species-specific microsatellite loci. PeerJ, 2020, 8, e10327.0.9 6



787

Citation Report

# Article IF Citations

14546 Genetic Diversity and Population Structure Analysis of Landrace and Wild Relatives of Lentil
Germplasm Using CBDP Marker. Cytology and Genetics, 2020, 54, 566-573. 0.2 1

14547 Genetic variability and connectivity of the Mexican long-nosed bat between two distant roosts.
Journal of Mammalogy, 2021, 102, 204-219. 0.6 2

14548 Â«Â Mort, oÃ¹ est ta victoireÂ ?Â Â» Reconstruction statistique des premiÃ¨res croyances de lâ€™humanitÃ© sur la
mort. Paleo, 2020, , 182-195. 0.1 0

14552 Genetic diversity and population structure of a Sichuan sika deer (Cervus sichuanicus) population in
Tiebu Nature Reserve based on microsatellite variation. Zoological Research, 2014, 35, 528-36. 0.6 2

14553
Association of kinase insert domain-containing receptor (KDR) gene polymorphism/ haplotypes with
recurrent spontaneous abortion and genetic structure. International Journal of Reproductive
BioMedicine, 2015, 13, 755-64.

0.5 5

14554 Development of Novel Polymorphic Microsatellite Markers in Catch Bowl Coral, (Scleractinia;) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (Acroporidae) Using Next-generation Sequencing. Zoological Studies, 2018, 57, e32.0.3 1

14555 Population Genetic and Social Structure Survey of in Thailand. Zoological Studies, 2020, 59, e22. 0.3 0

14556 Using two retrotransposon-based marker systems (SRAP and REMAP) for genetic diversity analysis of
Moroccan Argan tree. Molecular Biology Research Communications, 2020, 9, 93-103. 0.2 2

14557 Genetic Variation of Native Germplasms Collected from South Korea Using Simple Sequence Repeat
(SSR) Markers and Morphological Characteristics. Plants, 2021, 10, . 1.6 0

14558
Genetic diversity and population structure of bread wheat varieties grown in Bulgaria based on
microsatellite and phenotypic analyses. Biotechnology and Biotechnological Equipment, 2021, 35,
1520-1533.

0.5 6

14559 Influence of Pliocene and Pleistocene climates on hybridization patterns between two closely related
oak species in China. Annals of Botany, 2022, 129, 231-245. 1.4 7

14560
Microsatellites obtained using high throughput sequencing and a novel microsatellite genotyping
method reveals population genetic structure in Norway Lobster, Nephrops norvegicus. Journal of Sea
Research, 2022, 179, 102139.

0.6 3

14561
Landscape conservation and maternal environment affect genetic diversity and the physiological
responses of Euterpe edulis (Arecaceae) progenies to light availability. Environmental and
Experimental Botany, 2022, 194, 104722.

2.0 3

14562
Next-generation phylogeography of the banded newts (Ommatotriton): A phylogenetic hypothesis for
three ancient species with geographically restricted interspecific gene flow and deep intraspecific
genetic structure. Molecular Phylogenetics and Evolution, 2022, 167, 107361.

1.2 7

14563
Nuclear and chloroplast microsatellites reveal high genetic diversity and structure in Platonia
insignis Mart., an endangered species native to the Brazilian Amazon. Acta Botanica Brasilica, 2021, 35,
432-444.

0.8 2

14564 Trends in the molecular epidemiology and population genetics of emerging<i>Sporothrix</i>species.
Studies in Mycology, 2021, 100, 100131-100131. 4.5 14

14565 Microsatellite-based association mapping for agronomic traits in mungbean (Vigna radiata L. Wilczek).
Journal of Genetics, 2021, 100, 1. 0.4 6

14566 Inter-Simple Sequence Repeat (ISSR) Markers Revealed Genetic Diversity and Population Structure
Among 9 Wild Species of Clematis L.. Journal of Biobased Materials and Bioenergy, 2021, 15, 580-588. 0.1 1



788

Citation Report

# Article IF Citations

14567 Genetic Evaluation of Ancient Platycladus orientalis L. (Cupressaceae) in the Middle Reaches of the
Yellow River Using Nuclear Microsatellite Markers. Forests, 2021, 12, 1616. 0.9 1

14568
Population genetic structure and connectivity in three montane freshwater invertebrate species
(Ephemeroptera, Plecoptera, Amphipoda) with differing life cycles and dispersal capabilities.
Freshwater Biology, 2022, 67, 461-472.

1.2 4

14569
Genetic and conservation significance of populations at the polar vs. equatorial range limits of the
Pacific coastal dune endemic Abronia umbellata (Nyctaginaceae). Conservation Genetics, 2022, 23,
255-269.

0.8 3

14570 Relationship of Cultivated Grain Amaranth Species and Wild Relative Accessions. Genes, 2021, 12, 1849. 1.0 14

14571 Diversity, Dispersal and Mode of Reproduction of Amanita exitialis in Southern China. Genes, 2021, 12,
1907. 1.0 3

14572 Historical Dynamics of Semi-Humid Evergreen Forests in the Southeast Himalaya Biodiversity Hotspot:
A Case Study of the Quercus franchetii Complex (Fagaceae). Frontiers in Plant Science, 2021, 12, 774232. 1.7 4

14574
Population subdivision promoted by a seaâ€•levelâ€•changeâ€•driven bottleneck: A glimpse from the
evolutionary history of the mangrove plant <i>Aegiceras corniculatum</i>. Molecular Ecology, 2022,
31, 780-797.

2.0 4

14575 Genetic Diversity of Peach Cultivars from the Collection of the Nikita Botanical Garden Based on SSR
Markers. Plants, 2021, 10, 2609. 1.6 6

14577 Asymmetric allelic introgression across a hybrid zone of the coal tit (<i>Periparus ater</i>) in the
central Himalayas*. Ecology and Evolution, 2021, 11, 17332-17351. 0.8 2

14578 Genetic variation of a relict maple Acer miyabei : Uncovering its history of disjunct occurrence and
the role of mountain refugia in shaping genetic diversity. American Journal of Botany, 2021, , . 0.8 3

14579
Insights on Genetic Diversity, Population Structure, and Linkage Disequilibrium in Globally Diverse
Coconut Accessions Using Genotyping-by-Sequencing. OMICS A Journal of Integrative Biology, 2021, 25,
796-809.

1.0 8

14580 The Two Sides of the Mediterranean: Population Genomics of the Black Sea Urchin Arbacia lixula
(Linnaeus, 1758) in a Warming Sea. Frontiers in Marine Science, 2021, 8, . 1.2 5

14581 Genetic Diversity and Population Structure of Moroccan Isolates Belong to Alternaria spp. Causing
Black Rot and Brown Spot in Citrus. International Journal of Genomics, 2021, 2021, 1-11. 0.8 6

14582 Phylogeography and morphometric variation in the Cinnamon Hummingbird complex: Amazilia rutila
(Aves: Trochilidae). Avian Research, 2021, 12, . 0.5 3

14583 Landscape context and dispersal ability as determinants of population genetic structure in freshwater
fishes. Freshwater Biology, 2022, 67, 338-352. 1.2 8

14584 Genome-wide assessment of population structure in Floridaâ€™s coastal seaside sparrows. Conservation
Genetics, 2022, 23, 285-297. 0.8 1

14585
Comparing the population structure of the specialist Butlerâ€™s gartersnake (Thamnophis butleri) and
the generalist eastern gartersnake (Thamnophis sirtalis sirtalis) in Ontario and Michigan. Canadian
Journal of Zoology, 0, , .

0.4 0

14586 Genetic variability and population structure of Ethiopian chickpea (Cicer arietinum L.) germplasm.
PLoS ONE, 2021, 16, e0260651. 1.1 2



789

Citation Report

# Article IF Citations

14587 Marker-trait association study for root-related traits in chickpea (Cicer arietinum L.). Acta
Agriculturae Slovenica, 2021, 117, 1. 0.2 0

14588 Genetic structure of Arabian Peninsula dromedary camels revealed three geographic groups. Saudi
Journal of Biological Sciences, 2022, 29, 1422-1427. 1.8 7

14589 Deep phylogeographic splits but no taxonomic structure in the disjointly distributed Draba pacheri
(Brassicaceae), a subendemic of the Eastern Alps. Folia Geobotanica, 2021, 56, 179-192. 0.4 0

14590 Separate the wheat from the chaff: genomic scan for local adaptation in the red coral Corallium
rubrum. , 0, 1, . 7

14591 Genomic regions associated with resistance to Fusarium wilt in castor identified through linkage and
association mapping approaches. Genome, 2022, 65, 123-136. 0.9 9

14592 Dissecting four correlated growth period traits using a genome-wide association study approach in
soybean. Genetic Resources and Crop Evolution, 2022, 69, 1147-1162. 0.8 0

14593 Life in the desert: The impact of geographic and environmental gradients on genetic diversity and
population structure of <i>Ivesia webberi</i>. Ecology and Evolution, 2021, 11, 17537-17556. 0.8 5

14594
Genetic Approach on Sanionia uncinata (Hedw.) Loeske to Evaluate Representativeness of in situ
Conservation Areas Among Protected and Neighboring Free Access Areas in Maritime Antarctica and
Southern Patagonia. Frontiers in Conservation Science, 2021, 2, .

0.9 0

14595
An efficient method for simultaneous species, individual, and sex identification via inâ€•solution single
nucleotide polymorphism capture from lowâ€•quality scat samples. Molecular Ecology Resources, 2022,
22, 1345-1361.

2.2 5

14596
Population structure, gene flow and genetic diversity analyses based on agro-morphological traits
and microsatellite markers within cultivated and wild germplasms of okra [Abelmoschus esculentus
(L.) Moench.]. Genetic Resources and Crop Evolution, 2022, 69, 771-791.

0.8 5

14597 Genetic structure of Eurasian beaver in Romania: insights after two decades from the reintroduction.
European Journal of Wildlife Research, 2021, 67, 1. 0.7 2

14598 Predictive genotype-phenotype relations using genetic diversity in African yam bean (Sphenostylis) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (stenocarpa (Hochst. ex. A. Rich) Harms). BMC Plant Biology, 2021, 21, 547.1.6 3

14599
Assessment of the genetic diversity and population structure of groundnut germplasm collections
using phenotypic traits and SNP markers: Implications for drought tolerance breeding. PLoS ONE, 2021,
16, e0259883.

1.1 11

14600 Population genetics of the snow leopards (Panthera uncia) from the Western Himalayas, India.
Mammalian Biology, 2022, 102, 263-269. 0.8 3

14601 Implications of Genetic Structure for Aquaculture and Cultivar Translocation of the Kelp Ecklonia
radiata in Northern New Zealand. Frontiers in Marine Science, 2021, 8, . 1.2 8

14602 The Complex History of Genome Duplication and Hybridization in North American Gray Treefrogs.
Molecular Biology and Evolution, 2022, 39, . 3.5 12

14603
Comparison of selection methods for the establishment of a core collection using SSR markers for
hazelnut (Corylus avellana L.) accessions from European germplasm repositories. Tree Genetics and
Genomes, 2021, 17, 1.

0.6 11

14604 Landscape Genetics of the Yellow-Bellied Toad (Bombina variegata) in the Northern Weser Hills of
Germany. Diversity, 2021, 13, 623. 0.7 1



790

Citation Report

# Article IF Citations

14605
Population genomics of Monadenia (Gastropoda: Stylommatophora: Xanthonychidae) land snails
reveals structuring but gene-flow across distinct species and morphotypes. Conservation Genetics,
2022, 23, 299-311.

0.8 1

14606 A highâ€•quality reference genome for <i>Fraxinus pennsylvanica</i> for ash species restoration and
research. Molecular Ecology Resources, 2022, 22, 1284-1302. 2.2 12

14607 The effects of habitat fragmentation on the genetic structure of wild boar (Sus scrofa) population in
Lithuania. BMC Genomic Data, 2021, 22, 53. 0.7 6

14608 Population and seascape genomics of a critically endangered benthic elasmobranch, the blue skate
<i>Dipturus batis</i>. Evolutionary Applications, 2022, 15, 78-94. 1.5 12

14609 Population structure of a grassland songbird (Dolichonyx oryzivorus) to inform conservation units.
Biodiversity and Conservation, 0, , 1. 1.2 0

14610 Structure and genetic diversity of macauba [Acrocomia aculeata (Jacq.) Lodd. ex Mart.] approached by
SNP markers to assist breeding strategies. Genetic Resources and Crop Evolution, 2022, 69, 1179-1191. 0.8 7

14611 The history of genetic diversity and effective population size of anÂ isolated Microtus oeconomus
population on Kis Balaton. Mammalian Biology, 2022, 102, 87-98. 0.8 2

14612 Early queen joining and longâ€•term queen associations in polygyne colonies of an invasive wasp
revealed by longitudinal genetic analysis. Evolutionary Applications, 2021, 14, 2901-2914. 1.5 3

14614 Evaluating the Diversity of Ecotypes of Red Clover (Trifolium pratense L.) from Northwestern Spain by
Phenotypic Traits and Microsatellites. Agronomy, 2021, 11, 2275. 1.3 4

14615 Genetic Diversity and Population Structure of Wild Beets (Beta spp.) from the Western Iberian
Peninsula and the Azores and Madeira Islands. Diversity, 2021, 13, 593. 0.7 3

14616 Hybridization and range expansion in tamarisk beetles (<i>Diorhabda</i> spp.) introduced to North
America for classical biological control. Evolutionary Applications, 2022, 15, 60-77. 1.5 6

14617 Genetic diversity in North American Cercis Canadensis reveals an ancient population bottleneck that
originated after the last glacial maximum. Scientific Reports, 2021, 11, 21803. 1.6 6

14618 Genetic diversity and population structure analysis in a large collection of Vicia amoena in China
with newly developed SSR markers. BMC Plant Biology, 2021, 21, 544. 1.6 11

14619 Genome-wide assessment of kokanee salmon stock diversity, population history and hatchery
representation at the northern range margin. Conservation Genetics, 0, , 1. 0.8 4

14620 DArTseq Genotypic and Phenotypic Diversity of Barley Landraces Originating from Different
Countries. Agronomy, 2021, 11, 2330. 1.3 12

14622
Genetic diversity and population structure in onion (Allium cepa L.) accessions based on
morphological and molecular approaches. Physiology and Molecular Biology of Plants, 2021, 27,
2517-2532.

1.4 9

14623 History, demography and genetic status of Balkan and Caucasian <i>Lynx lynx</i> (Linnaeus, 1758)
populations revealed by genomeâ€•wide variation. Diversity and Distributions, 2022, 28, 65-82. 1.9 9

14624 Development of a set of SSR markers for characterization of Indian mustard germplasm and varieties.
Journal of Plant Biochemistry and Biotechnology, 2022, 31, 581-591. 0.9 2



791

Citation Report

# Article IF Citations

14625
Strongly structured populations and reproductive habitat fragmentation increase the vulnerability
of the Mediterranean starry ray <scp><i>Raja asterias</i></scp> (Elasmobranchii, Rajidae). Aquatic
Conservation: Marine and Freshwater Ecosystems, 2022, 32, 66-84.

0.9 8

14626 Genome-wide association study reveals a genomic region on 5AL for salinity tolerance in wheat.
Theoretical and Applied Genetics, 2022, 135, 709-721. 1.8 10

14627 Different molecular changes underlie the same phenotypic transition: Origins and consequences of
independent shifts to homostyly within species. Molecular Ecology, 2023, 32, 61-78. 2.0 8

14628 Identification of a Diverse Core Set Panel of Rice From the East Coast Region of India Using SNP
Markers. Frontiers in Genetics, 2021, 12, 726152. 1.1 6

14629 Diversification and post-glacial range expansion of giant North American camel spiders in genus
Eremocosta (Solifugae: Eremobatidae). Scientific Reports, 2021, 11, 22093. 1.6 7

14630
De novo developed microsatellite markers in gill parasites of the genus <i>Dactylogyrus</i>
(Monogenea): Revealing the phylogeographic pattern of population structure in the generalist
parasite <i>Dactylogyrus vistulae</i>. Ecology and Evolution, 2021, 11, 16585-16599.

0.8 1

14631 Chevalier barley â€• The influence of a worldâ€•leading malting variety. Crop Science, 0, , . 0.8 3

14632
Population Structure of <i>Macaca fascicularis aurea</i>, and their Genetic Relationships with
<i>M.Â f.Â fascicularis</i> and <i>M.Â mulatta</i> Determined by 868 RADseqâ€•Derived Autosomal SNPsâ€”A
consideration for biomedical research. Journal of Medical Primatology, 2022, 51, 33-44.

0.3 8

14633 Large-scale geography survey provides insights into the colonization history of a major aphid pest on
its cultivated apple host in Europe, North America and North Africa. , 0, 1, . 0

14634 Genetic diversity of Norway spruce ecotypes assessed by GBS-derived SNPs. Scientific Reports, 2021, 11,
23119. 1.6 12

14635 Subtle Eastâ€“West Phylogeographic Break of Asteropyrum (Ranunculaceae) in Subtropical China and
Adjacent Areas. Diversity, 2021, 13, 627. 0.7 2

14636 Interploidy gene flow involving the sexual-asexual cycle facilitates the diversification of gynogenetic
triploid Carassius fish. Scientific Reports, 2021, 11, 22485. 1.6 7

14637 Mining Single Nucleotide Polymorphism (SNP) Markers for Accurate Genotype Identification and
Diversity Analysis of Chinese Jujube (Ziziphus jujuba Mill.) Germplasm. Agronomy, 2021, 11, 2303. 1.3 7

14638 Macaronesia Acts as a Museum of Genetic Diversity of Relict Ferns: The Case of Diplazium caudatum
(Athyriaceae). Plants, 2021, 10, 2425. 1.6 4

14639 Influence of environmental conditions at spawning sites and migration routes on adaptive variation
and population connectivity in Chinook salmon. Ecology and Evolution, 2021, 11, 16890-16908. 0.8 5

14640 Population Genetic Analysis and Sub-Structuring of Theileria annulata in Sudan. Frontiers in Genetics,
2021, 12, 742808. 1.1 1

14641 Genetic differentiation of autochthonous sable populations in Western and Eastern Siberia. Journal
of Zoological Systematics and Evolutionary Research, 2021, 59, 2539-2552. 0.6 1

14642 Genetic structure, diversity, and connectivity in anadromous and freshwater Alosa alosa and A.
fallax. Marine Biology, 2022, 169, 1. 0.7 3



792

Citation Report

# Article IF Citations

14643 First evidence of postâ€•glacial contraction of Alpine endemics: Insights from <i>Berardia subacaulis</i>
in the European Alps. Journal of Biogeography, 2022, 49, 79-93. 1.4 6

14644 The evolutionary heritage and ecological uniqueness of Scots pine in the Caucasus ecoregion is at
risk of climate changes. Scientific Reports, 2021, 11, 22845. 1.6 14

14645
Comparative genetic variability of pink salmon from different parts of their range: native Pacific,
artificially introduced White Sea and naturally invasive Atlantic Scottish rivers. Journal of Fish
Biology, 2021, , .

0.7 2

14646
Introgressive hybridization between two phylogenetic lineages of charrs ( <i>Salvelinus</i> :) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 627 Td (Salmonidae) in northeastern Asia. Journal of Zoological Systematics and Evolutionary Research, 2021,

59, 2119-2133.
0.6 3

14647 Spatial and temporal patterns of genetic diversity in Bombus terrestris populations of the Iberian
Peninsula and their conservation implications. Scientific Reports, 2021, 11, 22471. 1.6 3

14648 Population Divergence and Evolution of the Hawaiian Endemic Sesbania tomentosa (Fabaceae). Pacific
Science, 2021, 75, . 0.2 4

14649 Assessment of population structure, genetic diversity and relationship of Mediterranean olive
accessions using SSR markers and computational tools. Biotechnology Letters, 2022, 44, 113-127. 1.1 2

14650 Structure of genetic diversity and genome-wide association studies of bean fly (Ophiomyia) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (spencerella) resistance in common bean. Euphytica, 2021, 217, 1.0.6 3

14651 Determining phenological and genetic variation in genotypes obtained from open-pollinated seeds of
â€˜MaraÅŸ 12â€™ walnut (Juglans regia L.) cultivar. Genetic Resources and Crop Evolution, 0, , 1. 0.8 5

14652 A ddRADseq Survey of the Genetic Diversity of Rye (Secale cereale L.) Landraces from the Western Alps
Reveals the Progressive Reduction of the Local Gene Pool. Plants, 2021, 10, 2415. 1.6 2

14653 Forensic Application Evaluation of a Novel Canine STR System in Pembroke Welsh Corgi and Shiba Inu
Groups. BioMed Research International, 2021, 2021, 1-7. 0.9 1

14654 Formation of Potential Heterotic Groups of Oat Using Variation at Microsatellite Loci. Plants, 2021,
10, 2462. 1.6 3

14655 Assessment of the Genetic Diversity of Chrysanthemum Cultivars Using SSR Markers. Agronomy, 2021,
11, 2318. 1.3 7

14656
Even more oak species in Mexico? Genetic structure and morphological differentiation support the
presence of at least two specific entities within <i>Quercus laeta</i>. Journal of Systematics and
Evolution, 2022, 60, 1124-1139.

1.6 2

14657
Identification of quantitative trait nucleotides and candidate genes for tuber yield and mosaic virus
tolerance in an elite population of white guinea yam (Dioscorea rotundata) using genome-wide
association scan. BMC Plant Biology, 2021, 21, 552.

1.6 15

14658 Landscape and stocking effects on population genetics of Tennessee Brook Trout. Conservation
Genetics, 2022, 23, 341-357. 0.8 2

14659 Informing conservation strategies with museum genomics: Longâ€•term effects of past anthropogenic
persecution on the elusive European wildcat. Ecology and Evolution, 2021, 11, 17932-17951. 0.8 8

14660
Evaluation of the genetic structure of <i>Bromus inermis</i> populations from chemically and
radioactively polluted areas using microsatellite markers from closely related species. International
Journal of Radiation Biology, 2022, 98, 1289-1300.

1.0 0



793

Citation Report

# Article IF Citations

14661 Inference of the worldwide invasion routes of the pinewood nematode Bursaphelenchus xylophilus
using approximate Bayesian computation analysis. , 0, 1, . 4

14662 Evidence of unidirectional gene flow in a fragmented population of Salmo trutta L.. Scientific
Reports, 2021, 11, 23417. 1.6 1

14663 Exploring the origin and genetic representation of ex situ living collections of five endangered tree
species established for 20â€“35 years. Global Ecology and Conservation, 2021, 32, e01928. 1.0 0

14664 An evaluation of inter and intra population structure of Uttar Pradesh, inferred from 24 autosomal
STRs. Annals of Human Biology, 2021, , 1-33. 0.4 0

14665 Population genomics of freeâ€•ranging Great Plains whiteâ€•tailed and mule deer reflects a long history of
interspecific hybridization. Evolutionary Applications, 2022, 15, 111-131. 1.5 10

14667
Relationships between chemical composition, antioxidant activity and genetic analysis with ISSR
markers in flower buds of caper plants (Capparis spinosa L.) of two subspecies spinosa and rupestris
of Spanish cultivars. Genetic Resources and Crop Evolution, 0, , 1.

0.8 4

14668 Postglacial colonization in the Great Lakes Region by the white-footed mouse (<i>Peromyscus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 502 Td (leucopus</i>): conflicts between genomic and field data. Journal of Mammalogy, 2022, 103, 243-254.0.6 2

14670 Spatiotemporal variation in patterns of genetic diversity, genetic structure, and life history across
Zostera marina meadows in North Carolina, USA. Marine Ecology - Progress Series, 2022, 683, 53-66. 0.9 1

14671
Genetic diversity assessment for the vulnerable migratory cownose ray Rhinoptera bonasus
(Myliobatiformes: Rhinopteridae) from the southwestern Atlantic Ocean. Neotropical Ichthyology,
2021, 19, .

0.5 1

14672 The traceability of Eucalyptus clones using molecular markers. Silvae Genetica, 2021, 70, 217-225. 0.4 0

14673 Dimensional and Genetic Characterization of the Last Oriental Plane Trees ( <i>Platanus Orientalis</i>) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 342 Td (L.) of Historical Sites in Lazio (Central Italy). SSRN Electronic Journal, 0, , .0.4 0

14674 Genetic Relationship and Introduction Pathways of Eggplant Cultivars Originating in Akita Prefecture.
Horticultural Research (Japan), 2021, 20, 379-385. 0.1 0

14675 Selecting SNP markers reflecting population origin for cacao (&lt;i&gt;Theobroma cacao&lt;/i&gt; L.)
germplasm identification. Beverage Plant Research, 2021, 1, 1-9. 0.6 5

14676
Genetic Diversity and Selection of Plasmodium vivax Apical Membrane Antigen-1 in Chinaâ€“Myanmar
Border of Yunnan Province, China, 2009â€“2016. Frontiers in Cellular and Infection Microbiology, 2021,
11, 742189.

1.8 3

14677 Genetic Diversity and Population Structure of Sorghum [Sorghum Bicolor (L.) Moench] Accessions as
Revealed by Single Nucleotide Polymorphism Markers. Frontiers in Plant Science, 2021, 12, 799482. 1.7 20

14678 Genetic and Morpho-Agronomic Characterization of Sicilian Tetraploid Wheat Germplasm. Plants,
2022, 11, 130. 1.6 8

14679 Genetic characterization of elite tropical, subtropical and temperate maize germplasm based on
genome-wide SNP markers. Cereal Research Communications, 0, , 1. 0.8 0

14681 Reevaluating Genetic Diversity and Structure of Helianthus verticillatus (Asteraceae) after the
Discovery of New Populations. Castanea, 2022, 86, . 0.2 1



794

Citation Report

# Article IF Citations

14682 Discovery of a genetically distinct lineage in medaka species within Lake Towuti in central Sulawesi.
Ichthyological Research, 2023, 70, 185-189. 0.5 1

14683 Perils of brown trout (Salmo spp.) mitigation-driven translocations: a case study from the Vlasina
Plateau, Southeast Serbia. Biological Invasions, 2022, 24, 999-1016. 1.2 7

14684
Population Evolution, Genetic Diversity and Structure of the Medicinal Legume, Glycyrrhiza uralensis
and the Effects of Geographical Distribution on Leaves Nutrient Elements and Photosynthesis.
Frontiers in Plant Science, 2021, 12, 708709.

1.7 3

14686 Phenotypic Diversity and Association Mapping of Ascorbic Acid Content in Spinach. Frontiers in
Genetics, 2021, 12, 752313. 1.1 4

14687
A study on the genetic population structure and the tetrodotoxin content of rough-skinned newts,
Taricha granulosa (Salamandridae), from their northern range of distribution. Toxicon, 2022, 206,
38-41.

0.8 2

14688 DNA marker-based auditing of genetic diversity and population structuring of Indian mango
(Mangifera indica L.) elites. Genetic Resources and Crop Evolution, 0, , 1. 0.8 1

14689 Genetic diversity and population structure of apple germplasm from Eastern Black Sea region of
Turkey by SSRs. Scientia Horticulturae, 2022, 294, 110793. 1.7 6

14690
Morphology and genic-SSRs-based diversity analysis and georeferencing of economic traits in natural
populations of Jack (Artocarpus heterophyllus Lam.) from Eastern India. Scientia Horticulturae, 2022,
295, 110852.

1.7 1

14691 Genetic characterization of Italian and Spanish wild and domesticated chestnut trees. Scientia
Horticulturae, 2022, 295, 110882. 1.7 9

14692
DNA databases of a CITES listed species Aquilaria malaccensis (Thymelaeaceae) as the tracking tools for
forensic identification and chain of custody certification. Forensic Science International: Genetics,
2022, 57, 102658.

1.6 5

14694
&lt;p class="Body"&gt;&lt;strong&gt;Preliminary Investigation on the Genetic Diversity and Population
Structure of &lt;em&gt;Hyalomma marginatum &lt;/em&gt;(Acari: Ixodidae) in
Turkey&lt;/strong&gt;&lt;/p&gt;. Systematic and Applied Acarology, 2020, 25, 1867-1882.

0.5 1

14696 Genetic diversity of Tambaqui (Teleostei - Characidae) broodstocks from Northern region of Brazil
using microsatellite markers. Semina:Ciencias Agrarias, 2020, 41, 3249-3258. 0.1 1

14697 Phenotypic and Molecular Assessment for Genetic Diversity of Egyptian Wheat Varieties. Egyptian
Journal of Agronomy, 2020, . 0.3 0

14698 Analysis of the genetic diversity of grain legume germplasm resources in China and the development
of universal SSR primers. Biotechnology and Biotechnological Equipment, 2021, 35, 1706-1721. 0.5 1

14699 Genetic Variation of Native Perilla Germplasms Collected from South Korea Using Simple Sequence
Repeat (SSR) Markers and Morphological Characteristics. Plants, 2021, 10, 1764. 1.6 4

14700 Exploring genetic diversity, population structure, and phylogeography in <i>Paracoccidioides</i>
species using AFLP markers. Studies in Mycology, 2021, 100, 100129-100129. 4.5 17

14702
Evidence for introgressive hybridization of wild blackâ€•necked pheasant with the exotic ringâ€•necked
pheasant during the past 50 years in the Hyrcanian zone, an integrative molecular and morphological
approach. Journal of Zoological Systematics and Evolutionary Research, 2021, 59, 1516-1529.

0.6 2

14703 Genetic Diversity and Population Structure Analysis of the USDA Olive Germplasm Using
Genotyping-By-Sequencing (GBS). Genes, 2021, 12, 2007. 1.0 12



795

Citation Report

# Article IF Citations

14704 Elucidating the Population Structure and Genetic Diversity of Indian <i>Puccinia striiformis</i> f. sp.
<i>tritici</i> Pathotypes Based on Microsatellite Markers. Phytopathology, 2022, 112, 1444-1453. 1.1 3

14705 Molecular phylogeography and evolutionary history of the pink rice borer (Lepidoptera: Noctuidae):
Implications for refugia identification and pest management. Systematic Entomology, 2022, 47, 371-383. 1.7 5

14706 Identifying and conserving sympatric diversity in trout of the genus <i>Salmo</i>, with particular
reference to Lough Melvin, Ireland. Ecology of Freshwater Fish, 2022, 31, 177-207. 0.7 5

14707 Genetic Insights Into the Introduction History of Black Rats Into the Eastern Indian Ocean. Frontiers
in Ecology and Evolution, 2022, 9, . 1.1 1

14708
World Travelers: Parthenogenesis and Ecological Tolerance Enable Multiple Colonization Events by
the Widespread Short-Tailed Whipscorpion, <i>Stenochrus portoricensis</i> (Schizomida:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 577 Td (Hubbardiidae). Insect Systematics and Diversity, 2022, 6, .0.7 1

14709 Genetic diversity, population structure and relationship of Ethiopian barley (Hordeum vulgare L.)
landraces as revealed by SSR markers. Journal of Genetics, 2022, 101, 1. 0.4 9

14710 Microsatellite analysis of genetic diversity in wild and cultivated Portunus trituberculatus in Bohai
Bay. Molecular Biology Reports, 2022, 49, 2543-2551. 1.0 11

14711 Genetic assessment reveals inbreeding, possible hybridization, and low levels of genetic structure in a
declining goose population. Ecology and Evolution, 2022, 12, e8547. 0.8 4

14712 Forensic and genetic characterizations of diverse southern Thai populations based on 15 autosomal
STRs. Scientific Reports, 2022, 12, 655. 1.6 1

14714 RecentÂ Distributional Shifts and Hybridization in Marine Fishes of Japan. , 2022, , 311-325. 2

14715 Maintenance of species boundaries within social aggregations of ecologically similar goby sister
species. Marine Biology, 2022, 169, 1. 0.7 0

14716 Genetic Control of the Root System Traits in Oilseed Rape Under Contrasting Phosphate Supply
Conditions by Genome-wide Association Study. Plant Molecular Biology Reporter, 2022, 40, 458-470. 1.0 4

14717
Realâ€•time geographic settling of a hybrid zone between the invasive winter moth (<i>Operophtera) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 267 Td (brumata</i> L.) and the native Bruce spanworm (<i>O. bruceata</i> Hulst). Molecular Ecology, 2022, 31,

6617-6633.
2.0 2

14718 Genome-wide insights into adaptive hybridisation across the Schistosoma haematobium group in West
and Central Africa. PLoS Neglected Tropical Diseases, 2022, 16, e0010088. 1.3 5

14719 Genetic Diversity Revealed by Microsatellites in Genus Carya. Forests, 2022, 13, 188. 0.9 6

14720 Genetic Structure and Forensic Feature of 38 X-Chromosome InDels in the Henan Han Chinese
Population. Frontiers in Genetics, 2021, 12, 805936. 1.1 6

14721 Erianthus germplasm collection in Thailand: genetic structure and phylogenetic aspects of tetraploid
and hexaploid accessions. BMC Plant Biology, 2022, 22, 45. 1.6 1

14722 Inferring genetic diversity and population structure of Indiaâ€™s National Teak (Tectona grandis L.f.)
Germplasm Bank. Genetic Resources and Crop Evolution, 2022, 69, 1695. 0.8 3



796

Citation Report

# Article IF Citations

14723 Population Structure of Coimbatore Canes Developed in a Century of Sugarcane Breeding in India.
Sugar Tech, 2022, 24, 1449-1460. 0.9 1

14724 The formation of avian montane diversity across barriers and along elevational gradients. Nature
Communications, 2022, 13, 268. 5.8 14

14725 Genome wide simple sequence repeats development and their application in genetic diversity analysis in
wax gourd (<scp><i>Benincasa hispida</i></scp>). Plant Breeding, 2022, 141, 108-118. 1.0 4

14726
Molecular and morphological analyses clarify species delimitation in section <i>Costatae</i> and
reveal <i>Betula buggsii</i> sp. nov. (sect. <i>Costatae</i>, Betulaceae) in China. Annals of Botany,
2022, 129, 415-428.

1.4 4

14727 Genetic diversity and population genetic structure of Cambodian indigenous chickens. Animal
Bioscience, 2022, , . 0.8 1

14728 The Genetic Diversity of Enset (Ensete ventricosum) Landraces Used in Traditional Medicine Is Similar
to the Diversity Found in Non-medicinal Landraces. Frontiers in Plant Science, 2021, 12, 756182. 1.7 6

14729 Molecular data confirms the existence of distinct lineages within Lumbricus friendi (Cognetti 1904)
and related â€œfriendsâ€•. European Journal of Soil Biology, 2022, 108, 103382. 1.4 1

14730 Heterogeneous genetic structure in eastern North American peat mosses (Sphagnum). Biological
Journal of the Linnean Society, 0, , . 0.7 3

14731
Fragmented habitats and Pleistocene climate shaped diversification of the hoary bamboo rat () Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 427 Td (Rhizomys pruinosus ) in the mountainous plateau of SW China. Journal of Systematics and Evolution,

0, , .
1.6 0

14732 Independent Evolutionary Lineages in a Globular Cactus Species Complex Reveals Hidden Diversity in a
Central Chile Biodiversity Hotspot. Genes, 2022, 13, 240. 1.0 2

14733 Exploring the effect of 195Â years-old locks on species movement: landscape genetics of painted turtles
in the Rideau Canal, Canada. Conservation Genetics, 0, , 1. 0.8 2

14734 Genomic population structure and local adaptation of the wild strawberry <i>Fragaria
nilgerrensis</i>. Horticulture Research, 2022, 9, . 2.9 11

14736 Genetic Differentiation among Subspecies of Banksia nivea (Proteaceae) Associated with Expansion and
Habitat Specialization. Diversity, 2022, 14, 98. 0.7 6

14737 Genomic Analysis Reveals Subdivision of Black Rats (Rattus rattus) in India, Origin of the Worldwide
Species Spread. Genes, 2022, 13, 267. 1.0 2

14738 Microsatellite-based analysis of the genetic diversity and population structure of the seagrass species
Thalassia hemprichii from southern Viet Nam. Aquatic Botany, 2022, 178, 103497. 0.8 6

14739
The taxonomy of <i>Leucanthemum ircutianum</i> (Asteraceae, Anthemideae) in the Apennine Peninsula
based on AFLP fingerprinting, plastid DNA sequence variation and eco-climatological niche
reconstruction. Botanical Journal of the Linnean Society, 2022, 199, 830-848.

0.8 2

14741 From Gondwana to the Yellow Sea, evolutionary diversifications of true toads Bufo sp. in the Eastern
Palearctic and a revisit of species boundaries for Asian lineages. ELife, 2022, 11, . 2.8 18

14742 Moths passing in the night: Phenological and genomic divergences within a forest pest complex.
Evolutionary Applications, 2022, 15, 166-180. 1.5 3



797

Citation Report

# Article IF Citations

14743 Genetic diversity of indigenous guinea fowl (<i>Numida meleagris</i>) using microsatellite markers in
northern Togo. PeerJ, 2022, 10, e12637. 0.9 3

14744 Hybridization despite elaborate courtship behavior and female choice in Neotropical tree frogs.
Integrative Zoology, 2023, 18, 208-224. 1.3 3

14745 Diversity and genetic structure of Astronium concinnum Schott ex Spreng. in conservation units.
Plant Genetic Resources: Characterisation and Utilisation, 0, , 1-8. 0.4 2

14746 Phenotypic and molecular characterization of a set of tropical maize inbred lines from a public
breeding program in Brazil. BMC Genomics, 2022, 23, 54. 1.2 4

14747
Genotypingâ€•inâ€•thousands by sequencing (GTâ€•seq) of noninvasive faecal and degraded samples: A new
panel to enable ongoing monitoring of Canadian polar bear populations. Molecular Ecology
Resources, 2022, 22, 1906-1918.

2.2 9

14748 Genetic Diversity and Population Structure of Mesoamerican Scarlet Macaws in an Ex Situ Breeding
Population in Mexico. Diversity, 2022, 14, 54. 0.7 1

14749 Assessment of Genetic Diversity and Relatedness in an Andean Potato Collection from Argentina by
High-Density Genotyping. Horticulturae, 2022, 8, 54. 1.2 3

14751 Morphological and microsatellite DNA diversity of DjallonkÃ© sheep in Guinea-Bissau. BMC Genomic
Data, 2022, 23, 3. 0.7 4

14752 Weak population spatial genetic structure and low infraspecific specificity for fungal partners in the
rare mycoheterotrophic orchid Epipogium aphyllum. Journal of Plant Research, 2022, 135, 275. 1.2 2

14753
Rapid genetic divergence and mitonuclear discordance in the Taliang knobby newt
(&lt;i&gt;Liangshantriton taliangensis,&lt;/i&gt; Salamandridae, Caudata) and their driving forces.
Zoological Research, 2022, 43, 129-146.

0.9 8

14754 The Role of Directed Dispersal in Driving Genetic and Morphological Structure in Invasive
Smallmouth Bass. Frontiers in Ecology and Evolution, 2022, 9, . 1.1 0

14755 The Build-Up of Population Genetic Divergence along the Speciation Continuum during a Recent
Adaptive Radiation of Rhagoletis Flies. Genes, 2022, 13, 275. 1.0 4

14756
A chromosomeâ€•scale reference genome assembly of yellow mangrove (<i>Bruguiera parviflora</i>)
reveals a whole genome duplication event associated with the Rhizophoraceae lineage. Molecular
Ecology Resources, 2022, 22, 1939-1953.

2.2 13

14757 Population Structure and Diversity in European Honey Bees (Apis mellifera L.)â€”An Empirical
Comparison of Pool and Individual Whole-Genome Sequencing. Genes, 2022, 13, 182. 1.0 13

14758 Chromosome-level genome sequence assembly and genome-wide association study of Muscadinia
rotundifolia reveal the genetics of 12 berry-related traits. Horticulture Research, 2022, 9, . 2.9 14

14759 Pathogen diversity and mating types of Didymella rabiei isolates collected from Morocco. Current
Plant Biology, 2022, 29, 100231. 2.3 4

14760 Genetic polymorphism of local Abkhazian grape cultivars. Vavilovskii Zhurnal Genetiki I Selektsii, 2022,
25, 797-804. 0.4 0

14761 Genetic diversity and population structure of Curcuma alismatifolia Gagnep. accessions revealed by
SSR markers. Genetic Resources and Crop Evolution, 2022, 69, 1661-1669. 0.8 2



798

Citation Report

# Article IF Citations

14762 Genetic variability in populations of Chrysoporthe cubensis and Chr. puriensis in Brazil. Australasian
Plant Pathology, 2022, 51, 175. 0.5 4

14763 Genetic diversity and population structure of Pinus halepensis Mill. in Jordan revealed by simple
sequence repeats. Trees - Structure and Function, 2022, 36, 977-989. 0.9 1

14764 Genomic selection signatures in farmed <i>Colossoma macropomum</i> from tropical and
subtropical regions in South America. Evolutionary Applications, 2022, 15, 679-693. 1.5 5

14765 Origin, Persistence, and Vulnerability to Climate Changes of Podocarpus Populations in Central
African Mountains. Forests, 2022, 13, 208. 0.9 2

14766 DNA barcodes and microsatellites: How they complement for species identification in the complex
genus <i>Tamarix</i> (Tamaricaceae). Journal of Systematics and Evolution, 2022, 60, 1140-1157. 1.6 5

14767 Genotyping-by-sequencing based SNP discovery in a non-model rodent, the endangered hazel
dormouse. Conservation Genetics Resources, 2022, 14, 195-201. 0.4 4

14768 Genetic Diversity and Structure of Anax imperator Leach, 1815 Populations (Odonata: Aeshnidae) in
Ponds at Regional and European Scales. Diversity, 2022, 14, 68. 0.7 2

14769 Genotyping by sequencing reveals lack of local genetic structure between two German &lt;i&gt;Ips
typographus&lt;/i&gt; L. populations. Forestry Research, 2022, 2, 0-0. 0.5 2

14770
Range-wide genomic scans and tests for selection identify non-neutral spatial patterns of genetic
variation in a non-model amphibian species (Pelobates cultripes). Conservation Genetics, 2022, 23,
387-400.

0.8 2

14771 Hybrid zone of a tree in a Cerrado/Atlantic Forest ecotone as a hotspot of genetic diversity and
conservation. Ecology and Evolution, 2022, 12, e8540. 0.8 9

14772 Neoâ€•sex chromosome evolution and phenotypic differentiation across an elevational gradient in
horned larks (<i>Eremophila alpestris</i>). Molecular Ecology, 2022, 31, 1783-1799. 2.0 6

14773
Recovery in the melting pot: complex origins and restored genetic diversity in newly established
Eurasian beaver (Rodentia: Castoridae) populations. Biological Journal of the Linnean Society, 2022,
135, 793-811.

0.7 3

14774 Phylogeography and Genetic Structure of Sand Dune Specialist Stilpnolepis centiflora (Asteraceae) in
Northwest China Revealed by Molecular Data. Diversity, 2022, 14, 104. 0.7 0

14775
Description of novel microsatellite markers for the giant mud crab Scylla serrata (ForskÃ¥l, 1775)
(Decapoda: Brachyura: Portunidae), with an evaluation for applications in stock structure and
parentage assignment. Journal of Crustacean Biology, 2022, 42, .

0.3 0

14776 Hybridization between two introduced, invasive crayfish species in the upper Juniata River system,
Pennsylvania, USA. Journal of Crustacean Biology, 2022, 42, . 0.3 1

14777 Genetic diversity and population structure of the long-tailed hamster <i>Cricetulus
longicaudatus</i><i> </i>in Shanxi Province, China. Genes and Genetic Systems, 2022, 96, . 0.2 0

14778 Do we have infraspecific taxa of Salvia macrosiphon Boiss. (Lamiaceae) in Iran?. Molecular Biology
Reports, 2022, 49, 1181-1189. 1.0 5

14779 Association Mapping for Yield Attributing Traits and Yellow Mosaic Disease Resistance in Mung Bean
[Vigna radiata (L.) Wilczek]. Frontiers in Plant Science, 2021, 12, 749439. 1.7 5



799

Citation Report

# Article IF Citations

14780 The genome of the Paleogene relic tree<i>Bretschneidera sinensis</i>: insights into trade-offs in gene
family evolution, demographic history, and adaptive SNPs. DNA Research, 2022, 29, . 1.5 5

14781 Insights into opium poppy (Papaver spp.) genetic diversity from genotyping-by-sequencing analysis.
Scientific Reports, 2022, 12, 111. 1.6 16

14782 Analysis of the genetic diversity of Dragon fruit based on ISSR markers in Colombia. Brazilian Journal
of Biology, 2022, 82, e256451. 0.4 4

14783
Multi-level characterization of perennial cotton (Gossypium hirsutum L. race marie-galante Hutch.)
populations from the northeastern Brazil to the breeding and conservation of this germplasm.
Genetic Resources and Crop Evolution, 2022, 69, 1219-1227.

0.8 2

14784
Genetic diversity and population structure analysis of Grass pea (Lathyrus sativus L.) accessions
collected from North-Western Ethiopia using SSR markers. Genetic Resources and Crop Evolution,
2022, 69, 1247-1260.

0.8 3

14785 Genetic Variation of a Lentil (Lens culinaris) Landrace during Three Generations of Breeding. Applied
Sciences (Switzerland), 2022, 12, 450. 1.3 4

14786
Applicability of inter-primer binding site iPBS- retrotransposon marker system for the assessment of
genetic diversity and population structure of Peruvian rosewood (Aniba rosaeodora Ducke)
germplasm. Molecular Biology Reports, 2022, 49, 2553-2564.

1.0 4

14787 The Phaseolus vulgaris L. Yellow Bean Collection: genetic diversity and characterization for cooking
time. Genetic Resources and Crop Evolution, 2022, 69, 1627-1648. 0.8 8

14788
Insights into genetic variation and demographic history of sharpnose rays: examinations of three
species of <i>Telatrygon</i> (Elasmobranchii, Dasyatidae) from the Indoâ€•West Pacific. Integrative
Zoology, 2022, 17, 1063-1077.

1.3 2

14789 Insights into the genetic diversity of an underutilized Indian legume, Vigna stipulacea (Lam.) Kuntz.,
using morphological traits and microsatellite markers. PLoS ONE, 2022, 17, e0262634. 1.1 6

14790
Morphologic, genetic, and biogeographic continua among subspecies hinder the conservation of
threatened taxa: the case of Centaurea aspera ssp. scorpiurifolia (Asteraceae). Scientific Reports, 2022,
12, 932.

1.6 2

14791 Morphometry of two cryptic tree frog species at their hybrid zone reveals neither intermediate nor
transgressive morphotypes. Ecology and Evolution, 2022, 12, e8527. 0.8 4

14792 Restoring marble trout genes in the SoÄ•a River (Slovenia). Conservation Genetics, 2022, 23, 481-494. 0.8 3

14793 Different Shades of Kaleâ€”Approaches to Analyze Kale Variety Interrelations. Genes, 2022, 13, 232. 1.0 4

14794 Interplay between historical and current features of the cityscape in shaping the genetic structure of
the house mouse (Mus musculus domesticus) in Dakar (Senegal, West Africa). , 0, 2, . 5

14795 Merging genotyping-by-sequencing data from two ex situ collections provides insights on the pea
evolutionary history. Horticulture Research, 2022, , . 2.9 3

14796 Conservation genomics of an Australian cycad Cycas calcicola, and the Absence of Key Genotypes in
Botanic Gardens. Conservation Genetics, 2022, 23, 449-465. 0.8 5

14797
More opportunities more species: Pleistocene differentiation and northward expansion of an
evergreen broad-leaved tree species Machilus thunbergii (Lauraceae) in Southeast China. BMC Plant
Biology, 2022, 22, 35.

1.6 4



800

Citation Report

# Article IF Citations

14798
Genetic monitoring of the declining European stony sea urchin Paracentrotus lividus from the
central Bay of Biscay (Asturias, northwest Spain) and attempts to restore its wild populations.
Aquatic Conservation: Marine and Freshwater Ecosystems, 2022, 32, 309-328.

0.9 3

14799 Utilizing museomics to trace the complex history and species boundaries in an avian-study system of
conservation concern. Heredity, 2022, 128, 159-168. 1.2 9

14800 Defining Management Units for Wild Nile Tilapia Oreochromis niloticus from Nine River Basins in
Ghana. Diversity, 2022, 14, 73. 0.7 5

14801 Genetic diversity of Brazilian farmers-made strawberry genotypes and their relationship with
commercial cultivars. Genetic Resources and Crop Evolution, 2022, 69, 1879-1888. 0.8 3

14802 Genetic Diversity and Genome Size Variability in the Russian Genebank Collection of Tea Plant
[Camellia sinensis (L). O. Kuntze]. Frontiers in Plant Science, 2021, 12, 800141. 1.7 8

14803 Differentiation of Cold Tolerance in an Artificial Population of a Mangrove Species, Kandelia obovata,
Is Associated With Geographic Origins. Frontiers in Plant Science, 2021, 12, 695746. 1.7 9

14804 Genome-wide diversity loss in reintroduced Eurasian lynx populations urges immediate conservation
management. Biological Conservation, 2022, 266, 109442. 1.9 18

14805
RELATIONSHIP BETWEEN GENETIC AND ENVIRONMENTAL CHARACTERISTICS OF LITHUANIAN POPULATIONS
OF PURPLE LOOSESTRIFE (LYTHRUM SALICARIA). Journal of Environmental Engineering and Landscape
Management, 2022, 30, 81-93.

0.4 6

14806 GWAS identifies genetic loci underlying nitrogen responsiveness in the climate resilient C4 model
Setaria italica (L.). Journal of Advanced Research, 2022, 42, 249-261. 4.4 6

14807 <i>Magnolia tamaulipana</i>: Genetic Evaluation Shows High Vulnerability in a Narrow Distribution.
International Journal of Plant Sciences, 2022, 183, 154-167. 0.6 4

14808 Phylogeography of a canopyâ€•forming kelp, Eisenia bicyclis (Laminariales, Phaeophyceae), based on a
genomeâ€•wide sequencing analysis. Journal of Phycology, 2022, , . 1.0 1

14809 Ecological traits drive genetic structuring in two openâ€•habitat birds from the morphologically
cryptic genus <i>Elaenia</i> (Aves: Tyrannidae). Journal of Avian Biology, 2022, 2022, . 0.6 1

14810 Local adaptation and migratory habits balance spatialâ€•genetic structure between continental and
insular chestnut tiger butterflies in East Asia. Molecular Ecology, 2022, 31, 1864-1878. 2.0 1

14811 Genetic diversity of Sesame (Sesamum indicum L) using high throughput diversity array technology.
Journal of Crop Science and Biotechnology, 2022, 25, 359-371. 0.7 4

14812 Forensic features and genetic structure revealed by 47 Individual Identification InDels in the Shaanxi
Han population. Legal Medicine, 2022, 56, 102030. 0.6 0

14814 Genomic diversity and demographic history of the Dromiciops genus (Marsupialia: Microbiotheriidae).
Molecular Phylogenetics and Evolution, 2022, 168, 107405. 1.2 8

14815 Identification of important genomic footprints using eight different selection signature statistics in
domestic cattle breeds. Gene, 2022, 816, 146165. 1.0 27

14816 Ecological divergence and synchronous Pleistocene diversification in the widespread South American
butter frog complex. Molecular Phylogenetics and Evolution, 2022, 169, 107398. 1.2 1



801

Citation Report

# Article IF Citations

14817 Atlantic herring (Clupea harengus) population structure in the Northeast Atlantic Ocean. Fisheries
Research, 2022, 249, 106231. 0.9 4

14818 Development and validation of microsatellite markers for kikuyu grass using next generation
sequencing technology. Crop and Pasture Science, 2022, 73, 415-424. 0.7 2

14819 Population Structure and Genetic Diversity of the Pepper Weevil (Coleoptera: Curculionidae) Using
the COI Barcoding Region. Journal of Insect Science, 2022, 22, . 0.6 1

14820 Integrating population genetics and species distribution modelling to guide conservation of the noble
crayfish, Astacus astacus, in Croatia. Scientific Reports, 2022, 12, 2040. 1.6 12

14821 Long evolutionary history of an emerging fungal pathogen of diverse tree species in eastern Asia,
Australia and the Pacific Islands. Molecular Ecology, 2022, 31, 2013-2031. 2.0 3

14822 Genome Wide Association Study Uncovers the QTLome for Osmotic Adjustment and Related Drought
Adaptive Traits in Durum Wheat. Genes, 2022, 13, 293. 1.0 12

14824 Population genetics, demographic and evolutionary history of the Dudleyâ€™s lousewort (Pedicularis) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 502 Td (dudleyi), a rare redwood forest specialist. Conservation Genetics, 0, , 1.0.8 0

14826 Conservation genomics and systematics of a nearâ€•extinct island radiation. Molecular Ecology, 2022, 31,
1995-2012. 2.0 4

14827 Genetic diversity in a historic lime tree allÃ©e of SzÃ©chenyi Castle in Nagycenk, Hungary. Genetic
Resources and Crop Evolution, 2022, 69, 1407. 0.8 1

14828 Genetic Diversity and Population Structure of Doum Palm (Hyphaene compressa) Using Genotyping by
Sequencing. Frontiers in Genetics, 2022, 13, 762202. 1.1 0

14829 Genetic diversity of Chlamydia pecorum detected in sheep flocks from Mexico. Brazilian Journal of
Microbiology, 2022, 53, 605-613. 0.8 2

14830 Genetic Variability and Population Structure of the Tunisian Sicilo-Sarde Dairy Sheep Breed Inferred
from Microsatellites Analysis. Genes, 2022, 13, 304. 1.0 6

14831 Polygenic routes lead to parallel altitudinal adaptation in <i>Heliosperma pusillum</i>
(Caryophyllaceae). Molecular Ecology, 2023, 32, 1832-1847. 2.0 13

14832 Deep connections: Divergence histories with gene flow in mesophotic <i>Agaricia</i> corals.
Molecular Ecology, 2022, 31, 2511-2527. 2.0 6

14833 Association mapping, trait variation, interaction and population structure analysis in cucumber
(Cucumis sativus L.). Genetic Resources and Crop Evolution, 2022, 69, 1901-1917. 0.8 3

14834 Relationship between genetic distance based on single nucleotide polymorphism markers and hybrid
performance in Robusta coffee ( Coffea canephora ). Plant Breeding, 0, , . 1.0 2

14835 Further Evidence of Population Admixture in the Serbian Honey Bee Population. Insects, 2022, 13, 180. 1.0 4

14836 Dynamics of Triatoma infestans populations in the Paraguayan Chaco: Population genetic analysis of
household reinfestation following vector control. PLoS ONE, 2022, 17, e0263465. 1.1 7



802

Citation Report

# Article IF Citations

14837 Peroxidase gene markers revealed genetic diversity and population structure in okra germplasm. Plant
Biotechnology Reports, 2022, 16, 195. 0.9 0

14838 Genomic analysis of a parasite invasion: Colonization of the Americas by the blood fluke
<i>Schistosoma mansoni</i>. Molecular Ecology, 2022, 31, 2242-2263. 2.0 11

14839 ï»¿Integrative taxonomy reveals overlooked cryptic diversity in the conifer feeding Batrachedra
pinicolella (Zeller, 1839) (Lepidoptera, Batrachedridae). ZooKeys, 2022, 1085, 165-182. 0.5 1

14840 Assessing Population Genetic Status for Designing Plant Translocations. Frontiers in Conservation
Science, 2022, 3, . 0.9 8

14841 Genetic stock identification in Perna viridis (Linnaeus1758) from the Indian Peninsula by using
microsatellite markers. Molecular Biology Reports, 2022, 49, 3357-3363. 1.0 2

14842 Genetic Evaluation of Juniperus sabina L. (Cupressaceae) in Arid and Semi-Arid Regions of China Based
on SSR Markers. Forests, 2022, 13, 231. 0.9 5

14843 Population Structure and Genetic Diversity Analysis in Sugarcane (Saccharum spp. hybrids) and Six
Related Saccharum Species. Agronomy, 2022, 12, 412. 1.3 4

14844 Novel EST-SSRs for an important quarantine pest Liriomyza sativae (Diptera: Agromyzidae) and their
cross-species transferability. Applied Entomology and Zoology, 0, , 1. 0.6 0

14845 Dimensional and genetic characterization of the last oriental plane trees (Platanus orientalis L.) of
historical sites in Lazio (central Italy). Urban Forestry and Urban Greening, 2022, 69, 127506. 2.3 3

14846 Population Genetic Structure Analysis Reveals Significant Genetic Differentiation of the Endemic
Species Camellia chekiangoleosa Hu. with a Narrow Geographic Range. Forests, 2022, 13, 234. 0.9 7

14847 Association analysis of yellow rust, fusarium head blight, tan spot, powdery mildew, and brown rust
horizontal resistance genes in wheat. Physiological and Molecular Plant Pathology, 2022, 118, 101808. 1.3 10

14848 Towards the identification of wild African date palms in Kerkennah Islands from Tunisia by
morphometric and genetic analyses. Scientia Horticulturae, 2022, 297, 110973. 1.7 3

14849
Genetic diversity and core collection extraction of Robinia pseudoacacia L. germplasm resources
based on phenotype, physiology, and genotyping markers. Industrial Crops and Products, 2022, 178,
114627.

2.5 25

14850 Genetic population structure of summer flounder Paralichthys dentatus using microsatellite DNA
analysis. Fisheries Research, 2022, 250, 106270. 0.9 4

14851 Identifying Traits Associated With Terminal Drought Tolerance in Sesame (Sesamum indicum L.)
Genotypes. Frontiers in Plant Science, 2021, 12, 739896. 1.7 14

14852 Construction of a core collection of native Perilla germplasm collected from South Korea based on
SSR markers and morphological characteristics. Scientific Reports, 2021, 11, 23891. 1.6 11

14853 Subtyping Options for Microsporum canis Using Microsatellites and MLST: A Case Study from
Southern Italy. Pathogens, 2022, 11, 4. 1.2 4

14854 Independent evolution of intermediate bill widths in a seabird clade. Molecular Genetics and
Genomics, 2022, 297, 183-198. 1.0 6



803

Citation Report

# Article IF Citations

14855 Drivers of neutral and adaptive differentiation in pike (<i>Esox lucius</i>) populations from
contrasting environments. Molecular Ecology, 2022, 31, 1093-1110. 2.0 15

14857
Identification of SSR and retrotransposon-based molecular markers linked to morphological
characters in oily sunfl ower (Helianthus annuus L.) under natural and water-limited states. Journal
of Genetics, 2018, 97, 189-203.

0.4 0

14858 Analysis of genetic diversity and population structure in upland cotton ( L.) germplasm using simple
sequence repeats. Journal of Genetics, 2018, 97, 513-522. 0.4 8

14859 An improved microsatellite panel to assess genetic variability of the Italian smooth newt (). Journal of
Genetics, 2018, 97, 569-573. 0.4 0

14860 Establishment of base population for selective breeding of catla () depending on phenotypic and
microsatellite marker information. Journal of Genetics, 2018, 97, 1327-1337. 0.4 0

14861 Estimation of genetic architecture of biochemical traits in mid-late cauliflower ( L. var. ) under
sub-temperate conditions of north western Himalayas. Journal of Genetics, 2019, 98, . 0.4 0

14862
Development and characterization of 20 polymorphic microsatellite loci in the deep sea squat lobster,
Ahyong and Poore, 2004 and cross-amplification in two congeneric species. Journal of Genetics, 2019,
98, .

0.4 0

14863
Translation initiation codon (ATG) or SCoT markers-based polymorphism study within and across
various accessions: insight from their amplification, cross-transferability and genetic diversity.
Journal of Genetics, 2019, 98, .

0.4 0

14864 Candidate screening of blast resistance donors for rice breeding. Journal of Genetics, 2019, 98, . 0.4 0

14865 Narrow gene pool can threaten the survival of R. R. Fernald & Dey: a highly, endemic dioecious rattan
species in the Western Ghats of India. Journal of Genetics, 2019, 98, . 0.4 0

14867 Investigation of Genetic Diversity and Structure Analysis of Different Citrus Genotypes Using ISSR
Markers. Plant Genetic Researches, 2021, 7, 13-24. 0.4 1

14868 Genetic Diversity and Population Structure of Barley Cultivars Released in Turkey and Bulgaria using
iPBS-retrotransposon and SCoT markers. Tarim Bilimleri Dergisi, 0, , . 0.4 0

14869 Prognostic Kalman Filter Based Bayesian Learning Model for Data Accuracy Prediction. Computers,
Materials and Continua, 2022, 72, 243-259. 1.5 15

14871 Evidence for two domestication lineages supporting a middle-eastern origin for<i>Brassica
oleracea</i>crops from diversified kale populations. Horticulture Research, 2022, 9, . 2.9 15

14872 Genetic Diversity and Population Structure of <i>Rhododendron longipedicellatum</i>, an
Endangered Species. Tropical Conservation Science, 2022, 15, 194008292210781. 0.6 2

14873
NEW INSIGHTS INTO THE PHYLOGENY AND SPECIATION OF KUMQUAT (FORTUNELLA SPP.) BASED ON
CHLOROPLAST SNP, NUCLEAR SSR AND WHOLE-GENOME SEQUENCING. Frontiers of Agricultural Science
and Engineering, 2022, 9, 627.

0.9 4

14875 Population Genomics of New Zealand Pouched Lamprey (kanakana; piharau;<i>Geotria australis</i>).
Journal of Heredity, 2022, 113, 380-397. 1.0 6

14876 Species delimitation, hybridization and possible apomixis in a rapid radiation of Western Australian
<i>Leptospermum</i> (Myrtaceae). Botanical Journal of the Linnean Society, 2022, 200, 378-394. 0.8 6



804

Citation Report

# Article IF Citations

14877 Retrotransposon-based markers revealed a repartition depending on geographical origin and breeding
status of Tunisian pistachio species. Silvae Genetica, 2022, 71, 1-9. 0.4 1

14878 Genetic diversity and population structure of <i>Cinnamomum balansae</i> Lecomte inferred by
microsatellites. Open Life Sciences, 2022, 17, 323-332. 0.6 2

14879 High-throughput single nucleotide polymorphism genotyping reveals population structure and



805

Citation Report

# Article IF Citations

14896 The Balkan chamois, an archipelago or a peninsula? Insights from nuclear and mitochondrial DNA.
Conservation Genetics, 0, , 1. 0.8 2

14898 A Change in Conservation Status of Pachyphytum caesium (Crassulaceae), a Threatened Species from
Central Mexico Based on Genetic Studies. Biology, 2022, 11, 379. 1.3 0

14899
Quantitative evaluation of color morphotypes in a deep-sea snailfish, &lt;i&gt;Careproctus
trachysoma&lt;/i&gt; in the Japan Sea and their genetic and environmental backgrounds. Plankton and
Benthos Research, 2022, 17, 76-82.

0.2 0

14900 The Relevance of Discovering and Recovering the Biodiversity of Apulian Almond Germplasm by Means
of Molecular and Phenotypic Markers. Plants, 2022, 11, 574. 1.6 5

14901 Can DNA help trace the local trade of pangolins? Conservation genetics of white-bellied pangolins
from the Dahomey Gap (West Africa). Bmc Ecology and Evolution, 2022, 22, 16. 0.7 8

14902
Longâ€•term translocation explains population genetic structure of a recreationally fished iconic
species in Japan: Combining current knowledge with reanalysis. Aquaculture, Fish and Fisheries, 2022,
2, 130-145.

0.5 3

14903
Development of Eight Microsatellite Markers for the Tsushima Salamander, Hynobius tsuensis, and its
Close Relatives (Amphibia: Caudata) with Preliminary Analysis of Genetic Differentiation. Current
Herpetology, 2022, 41, .

0.5 1

14904 Genetic diversity and population structure of the Western European hedgehog, Erinaceus europaeus:
conservation status of populations in the Iberian Peninsula. Mammalian Biology, 2022, 102, 375-386. 0.8 2

14905
Microsatellite marker development and population genetic analysis revealed high connectivity
between populations of a periwinkle Littoraria sinensis (Philippi, 1847). Journal of Oceanology and
Limnology, 0, , 1.

0.6 0

14906 Population Genetic Analysis of Aedes aegypti Mosquitoes From Sudan Revealed Recent Independent
Colonization Events by the Two Subspecies. Frontiers in Genetics, 2022, 13, 825652. 1.1 8

14907
Interspecific Hybridization and Island Colonization History, not Rarity, Most Strongly Affect the
Genetic Diversity in<i>Diospyros</i>a Clade of Mascarene-Endemic Trees. Journal of Heredity, 2022, 113,
336-352.

1.0 3

14908 Population structure and gene flow in the Sheepnose mussel ( <i>Plethobasus cyphyus</i> ) and their
implications for conservation. Ecology and Evolution, 2022, 12, e8630. 0.8 0

14909 Morphology and genetic diversity of Marrubium cuneatum Russell and M. parviflorum Fisch. &amp;
C.A. Mey. Genetic Resources and Crop Evolution, 0, , 1. 0.8 2

14910
The phylogeographic history of <i>Megistostegium</i> (Malvaceae) in the dry, spiny thickets of
southwestern Madagascar using RADâ€•seq data and ecological niche modeling. Ecology and Evolution,
2022, 12, e8632.

0.8 3

14911 Diversity Assessment and DNA-Based Fingerprinting of Sicilian Hazelnut (Corylus avellana L.)
Germplasm. Plants, 2022, 11, 631. 1.6 5

14912 Genetic diversity and population genetic structure of three endemic species of Mammillaria
(Cactaceae) from the TehuacÃ¡n Valley in central MÃ©xico. Biodiversity and Conservation, 0, , 1. 1.2 0

14913 Evaluation of microsatellite allelic patterns to DNA fingerprinting in rubber tree clones. Bioscience
Journal, 0, 38, e38006. 0.4 0

14914



806

Citation Report

# Article IF Citations

14915 Linking genetic structure, landscape genetics, and species distribution modeling for regional
conservation of a threatened freshwater turtle. Landscape Ecology, 2022, 37, 1017-1034. 1.9 8

14916 Using natural history to guide supervised machine learning for cryptic species delimitation with
genetic data. Frontiers in Zoology, 2022, 19, 8. 0.9 13

14917 Genetic Structure of the Root Vole Microtus oeconomus: Resistance of the Habitat Specialist to the
Natural Fragmentation of Preferred Moist Habitats. Genes, 2022, 13, 434. 1.0 3

14918 Global invasion history of the emerging plant pathogen Phytophthora multivora. BMC Genomics, 2022,
23, 153. 1.2 10

14919
Molecular phylogeography and species distribution modelling evidence of â€˜oceanicâ€™ adaptation for
Actinidia eriantha with a refugium along the oceanicâ€“continental gradient in a biodiversity hotspot.
BMC Plant Biology, 2022, 22, 89.

1.6 6

14920 Genetic characterization and genome-wide association mapping for stem rust resistance in spring
bread wheat. BMC Genomic Data, 2022, 23, 11. 0.7 6

14921
Genetic Diversity on a Rare Terrestrial Orchid, Habenaria linearifolia in South Korea: Implications for
Conservation Offered by Genome-Wide Single Nucleotide Polymorphisms. Frontiers in Plant Science,
2022, 13, 772621.

1.7 1

14922 Kavuzlu BuÄŸdaylarÄ±n MolekÃ¼ler Karakterizasyonu ve PopÃ¼lasyon YapÄ±sÄ±nÄ±n DeÄŸerlendirilmesi.
KahramanmaraÅŸ SÃ¼tÃ§Ã¼ Ä°mam Ãœniversitesi TarÄ±m Ve DoÄŸa Dergisi, 2022, 25, 192-199. 0.2 4

14923 Strong population genetic structure and cryptic diversity in the Florida bonneted bat (Eumops) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 422 Td (floridanus). Conservation Genetics, 2022, 23, 495-512.0.8 3

14924 Genome-wide diversity in native populations of Croton grewioides Baill., a future crop with
fungicidal and antioxidant activity, using SNP markers. Genetic Resources and Crop Evolution, 0, , 1. 0.8 1

14925 Genome-wide diversity analysis to infer population structure and linkage disequilibrium among
Colombian coconut germplasm. Scientific Reports, 2022, 12, 2958. 1.6 6

14926 Phylogeography and population genetic structure of the European roe deer in Switzerland following
recent recolonization. Ecology and Evolution, 2022, 12, e8626. 0.8 2

14927 EST-SSR Primer Development and Genetic Structure Analysis of Psathyrostachys juncea Nevski.
Frontiers in Plant Science, 2022, 13, 837787. 1.7 5

14929 Identification of Genomic Regions Associated with Agronomic and Disease Resistance Traits in a Large
Set of Multiple DH Populations. Genes, 2022, 13, 351. 1.0 3

14930 Impact of multiple selective breeding programs on genetic diversity in soybean germplasm. Theoretical
and Applied Genetics, 2022, 135, 1591-1602. 1.8 7

14931 Anthropogenic fragmentation increases risk of genetic decline in the threatened orchid
<i>Platanthera leucophaea</i>. Ecology and Evolution, 2022, 12, e8578. 0.8 0

14932 Low genetic diversity and population connectivity fuel vulnerability to climate change for the
Tertiary relict pine <i>Pinus bungeana</i>. Journal of Systematics and Evolution, 2023, 61, 143-156. 1.6 8

14933 ï»¿Phylogenomics of paleoendemic lampshade spiders (Araneae, Hypochilidae, Hypochilus), with the
description of a new species from montane California. ZooKeys, 2022, 1086, 163-204. 0.5 5



807

Citation Report

# Article IF Citations

14934 Population differentiation and structural variation in the<i>Manduca sexta</i>genome across the
United States. G3: Genes, Genomes, Genetics, 2022, 12, . 0.8 6

14935 Annual Temperatures and Dynamics of Food Availability are Associated with the Pelagic-Benthic
Diversification in a Sympatric Pair of Salmonid Fish. Evolutionary Biology, 2022, 49, 142-155. 0.5 1

14936 Genetic Diversity of Wild and Cultivated Muscadine Grapes (Vitis rotundifolia Michx.). Frontiers in
Plant Science, 2022, 13, 852130. 1.7 4

14937 Genetic variation in lowland and mountain populations of Tofieldia calyculata and their ability to
survive within low levels of genetic diversity. Conservation Genetics, 2022, 23, 605-622. 0.8 2

14939
Drivers of intraspecific differentiation of an alpine coldâ€•tolerant herb, <i>Notopterygium
oviforme</i> : roles of isolation by distance and ecological factors. Journal of Systematics and
Evolution, 0, , .

1.6 1

14940 Genetic variation of the endangered species Halenia coreana (Gentianaceae). Korean Journal of Plant
Taxonomy, 2022, 52, 45-53. 0.3 1

14941 Population structure in Neotropical plants: Integrating pollination biology, topography and climatic
niches. Molecular Ecology, 2022, 31, 2264-2280. 2.0 10

14942 Exploring japonica rice epigenetic diversity in the main production regions of Heilongjiang Province.
Scientific Reports, 2022, 12, 4592. 1.6 1

14943 Turkish durum wheat conserved exâ€•situ and in situ unveils a new hotspot of unexplored genetic
diversity. Crop Science, 2022, 62, 1200-1212. 0.8 5

14944 Genetic diversity and population structure of an African yam bean (Sphenostylis stenocarpa)
collection from IITA GenBank. Scientific Reports, 2022, 12, 4437. 1.6 2

14945
Spatial analysis of genetic variation in a natural population of the dark forest bee (<i>Apis mellifera) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 347 Td (mellifera</i> L.) from the Southern Urals (Russia). International Journal of Environmental Studies, 0, ,

1-14.
0.7 0

14946 ISSR markers and morphometry determine genetic diversity and population structure in Hedera helix
L.. Czech Journal of Genetics and Plant Breeding, 2022, 58, 73-82. 0.4 5

14947 A genomic perspective on the conservation status of the endangered Nashville crayfish (Faxonius) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (shoupi). Conservation Genetics, 2022, 23, 589-604.0.8 2

14948 Genome and cuticular hydrocarbonâ€•based species delimitation shed light on potential drivers of
speciation in a Neotropical ant species complex. Ecology and Evolution, 2022, 12, e8704. 0.8 0

14949 Population structure and genetic diversity of the threatened pygmy newt Triturus pygmaeus in a
network of natural and artificial ponds. Conservation Genetics, 0, , 1. 0.8 0

14950 Demographic and Evolutionary History of Pallid and Shovelnose Sturgeon in the Upper Missouri
River. Journal of Fish and Wildlife Management, 0, , . 0.4 0

14951 GWAS to Identify Novel QTNs for WSCs Accumulation in Wheat Peduncle Under Different Water
Regimes. Frontiers in Plant Science, 2022, 13, 825687. 1.7 5

14952 Genetic Diversity Analysis of Some Upland Cotton (Gossypium hirsutumL.) Genotypes Using SSR
Markers. TÃ¼rk DoÄŸa Ve Fen Dergisi, 2022, 11, 80-89. 0.2 1



808

Citation Report

# Article IF Citations

14953 Neutral and Selective Processes Shape MHC Diversity in Roe Deer in Slovenia. Animals, 2022, 12, 723. 1.0 5

14954 Subalpine fir microsatellite variation reveals the complex relationship between var. lasiocarpa and
var. bifolia. Canadian Journal of Forest Research, 0, , . 0.8 1

14955
Multilocus sequence analysis and identification of mating-type idiomorphs distribution in
<i>Magnaporthe oryzae</i> population of Karnataka state of India. Journal of Applied Microbiology,
2022, 132, 4413-4429.

1.4 4

14956 Genetic diversity and population structure of Moroccan <i>Botrytis</i> spp. strains, causing
chocolate spot disease in faba bean. Archives of Phytopathology and Plant Protection, 2022, 55, 761-772. 0.6 1

14957 High migratory propensity constitutes a single stock of an exploited cutlassfish species in the
Northwest Pacific: A microsatellite approach. PLoS ONE, 2022, 17, e0265548. 1.1 1

14958 Population structure and phylogeography of <i>Elymus mutabilis</i> and its genetic relationships
with <i>E. transbaicalensis</i> (Poaceae). Nordic Journal of Botany, 2022, 2022, . 0.2 1

14959 Population Genetic Structure and Hybridization of Schistosoma haematobium in Nigeria. Pathogens,
2022, 11, 425. 1.2 13

14960
Deep Genomic Divergence and Phenotypic Admixture of the Treefrog Dendropsophus elegans (Hylidae:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 467 Td (Amphibia) Coincide With Riverine Boundaries at the Brazilian Atlantic Forest. Frontiers in Ecology and

Evolution, 2022, 10, .
1.1 4

14961 Genetic diversity and population structure of <i>Salix alba</i> across river systems in Turkey and
their importance in conservation management. Plant Ecology and Diversity, 2021, 14, 293-304. 1.0 2

14962 Genetic diversity and population structure analysis reveals the unique genetic composition of South
African selected macadamia accessions. Tree Genetics and Genomes, 2022, 18, 1. 0.6 1

14964 Genome-wide Association Study for Starch Pasting Properties in Chinese Spring Wheat. Frontiers in
Genetics, 2022, 13, 830644. 1.1 3

14965
Identification of potential MTAs and candidate genes for juice quality- and yield-related traits in
Saccharum clones: a genome-wide association and comparative genomic study. Molecular Genetics
and Genomics, 2022, 297, 635-654.

1.0 3

14966 Genetic Diversity and Selection Footprints in the Genome of Brazilian Soybean Cultivars. Frontiers in
Plant Science, 2022, 13, 842571. 1.7 3

14967 Limited gene flow and pronounced population genetic structure of Eastern Massasauga (Sistrurus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 222 Td (catenatus) in a Midwestern prairie remnant. PLoS ONE, 2022, 17, e0265666.1.1 0

14968 Investigating Shape Variation Using Generalized Procrustes Analysis and Machine Learning. Applied
Sciences (Switzerland), 2022, 12, 3158. 1.3 2

14969 A pipeline for effectively developing highly polymorphic simple sequence repeats markers based on
multiâ€•sample genomic data. Ecology and Evolution, 2022, 12, e8705. 0.8 5

14970 Microsatellite Genotyping of Two Bulgarian Sheep Breeds. Diversity, 2022, 14, 210. 0.7 3

14971 Linkage disequilibrium and population structure in a core collection of Brassica napus (L.). PLoS ONE,
2022, 17, e0250310. 1.1 9



809

Citation Report

# Article IF Citations

14972 Multiple colonizations and genetic differentiation in goldenrod populations on recently formed
nearshore islands. Journal of Biogeography, 2022, 49, 836-852. 1.4 3

14974 Analysis of genetic diversity among common bean germplasm by start codon targeted (SCoT) markers.
Molecular Biology Reports, 2022, 49, 3839-3847. 1.0 13

14975 Landscape genetics of the tropical willow<i>Salix humboldtiana</i>: influence of climate, salinity,
and orography in an altitudinal gradient. American Journal of Botany, 2022, 109, 456-469. 0.8 3

14976
Quaternary geomorphological and climatic changes associated with the diversification of Iberian
freshwater fishes: The case of the genus <i>Cobitis</i> (Cypriniformes, Cobitidae). Ecology and
Evolution, 2022, 12, e8635.

0.8 4

14977 Population structure and genetic diversity of U.S. wheat varieties. Plant Genome, 2022, 15, e20196. 1.6 3

14978 Conservation Genetics of Mediterranean Brown Trout in Central Italy (Latium): A Multi-Marker
Approach. Water (Switzerland), 2022, 14, 937. 1.2 10

14979 SSR individual identification system construction and population genetics analysis for Chamaecyparis
formosensis. Scientific Reports, 2022, 12, 4126. 1.6 8

14980 A new strategy for using historical imbalanced yield data to conduct genome-wide association studies
and develop genomic prediction models for wheat breeding. Molecular Breeding, 2022, 42, 1. 1.0 0

14981 Chaotic Genetic Patchiness in the Highly Valued Atlantic Stalked Barnacle Pollicipes pollicipes From
the Iberian Peninsula: Implications for Fisheries Management. Frontiers in Marine Science, 2022, 9, . 1.2 2

14982 Human highly modified landscapes restrict gene flow of the largest neotropical canid, the maned
wolf. Biodiversity and Conservation, 0, , 1. 1.2 3

14983 Parapatric Genetic Lineages Persist in a Multiply Introduced Non-native Bush-Cricket. Frontiers in
Ecology and Evolution, 2022, 10, . 1.1 4

14984 Genomics and ecological modelling clarify species integrity in a confusing group of butterflies.
Molecular Ecology, 2022, 31, 2400-2417. 2.0 6

14985 Phylogeography of the widespread New Zealand tree lancewood/horoeka (<i>Pseudopanax) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (crassifolius</i>; Araliaceae). New Zealand Journal of Botany, 0, , 1-17.0.8 3

14986 Genetic and morphological variation of Vespa velutina nigrithorax which is an invasive species in a
mountainous area. Scientific Reports, 2022, 12, 4737. 1.6 2

14987
Current Genetic Status of Nagaremon-charr, a Threatened Morphotype of Salvelinus leucomaenis in
the Ane River, Lake Biwa System, Central Japan, With Comments on Its Conservation. Zoological
Science, 2022, 39, .

0.3 2

14988 Rangewide Population Structure of the Clearnose Skate. Transactions of the American Fisheries
Society, 0, , . 0.6 0

14989 Genomic stratification and differential natural selection signatures among human norovirus
genogroup II isolates. Archives of Virology, 2022, 167, 1235-1245. 0.9 4

14990 Evolution of the recombination regulator PRDM9 in minke whales. BMC Genomics, 2022, 23, 212. 1.2 4



810

Citation Report

# Article IF Citations

14991
Population Structure of a Worldwide Collection of Tropical Japonica Rice Indicates Limited
Geographic Differentiation and Shows Promising Genetic Variability Associated with New Plant Type.
Genes, 2022, 13, 484.

1.0 4

14992 Multi-trait association study identifies loci associated with tolerance of low phosphorus in Oryza
sativa and its wild relatives. Scientific Reports, 2022, 12, 4089. 1.6 2

14993 Multi-method approach shows stock structure in<i>Loligo forbesii</i>squid. ICES Journal of Marine
Science, 2022, 79, 1159-1174. 1.2 3

14994 Large-scale genetic structure of <i>Quercus robur</i> in its eastern distribution range enables
assignment of unknown seed sources. Forestry, 0, , . 1.2 0

14995 Genomic signatures for latitudinal selection in the tropical eel <i>Anguilla marmorata</i>. Journal of
Evolutionary Biology, 2022, 35, 763-771. 0.8 1

14996 Unraveling the Genetic Basis of Key Agronomic Traits of Wrinkled Vining Pea (Pisum sativum L.) for
Sustainable Production. Frontiers in Plant Science, 2022, 13, 844450. 1.7 6

14997
Reduced genetic diversity associated with the northern expansion of an amphibian species with high
habitat specialization, <i>Ascaphus truei</i> , resolved using two types of genetic markers. Ecology
and Evolution, 2022, 12, e8716.

0.8 0

14998 Secondary contact and adaptation to local pollinator assemblages mediate geographical variation in
corolla length in <i><scp>Isodon</scp> shikokianus</i>. Plant Species Biology, 2022, 37, 222-230. 0.6 1

14999 Intraspecific independent evolution of floral spur length in response to local flower visitor size in
Japanese <i>Aquilegia</i> in different mountain regions. Ecology and Evolution, 2022, 12, e8668. 0.8 5

15001 Genetic diversity and population structure of blast resistance genes in Thai upland rice germplasm.
European Journal of Plant Pathology, 2022, 163, 587-599. 0.8 2

15002
A highâ€•performance SNP panel developed by machineâ€•learning approaches for characterizing genetic
differences of Southern and Northern Han Chinese, Korean, and Japanese individuals. Electrophoresis,
2022, 43, 1183-1192.

1.3 2

15003 Reproductive homing and fineâ€•scaled genetic structuring of anadromous Baltic Sea perch (<i>Perca) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (fluviatilis</i>). Fisheries Management and Ecology, 2022, 29, 586-596.1.0 4

15004
Genetic differentiation of grain, fodder and pod vegetable type cowpeas (Vigna unguiculata L.)
identified through single nucleotide polymorphisms from genotyping-by-sequencing. Molecular
Horticulture, 2022, 2, .

2.3 5

15006 Phylogenetic relationships and evolutionary patterns of the genus Psammolestes Bergroth, 1911
(Hemiptera: Reduviidae: Triatominae). Bmc Ecology and Evolution, 2022, 22, 30. 0.7 3

15007 Environmental Niche Dynamics of Blue Grama (Bouteloua gracilis) Ecotypes in Northern Mexico:
Genetic Structure and Implications for Restoration Management. Plants, 2022, 11, 684. 1.6 2

15008 Largemouth Bass Hatchery Contributions Quantified via Parentageâ€•Based Tagging. North American
Journal of Fisheries Management, 2022, 42, 758-774. 0.5 2

15009 Population genomics of Sitka black-tailed deer supports invasive species management and ecological
restoration on islands. Communications Biology, 2022, 5, 223. 2.0 7

15010
Dissection of genetic diversity and population structure in oregano (Origanum acutidens L.)
genotypes based on agro-morphological properties and start codon targeted (SCoT) markers. Biologia
(Poland), 2022, 77, 1231-1247.

0.8 6



811

Citation Report

# Article IF Citations

15011 Population genetics of three at-risk tiger beetles Habroscelimorpha dorsalis dorsalis, H. d. media, and
Ellipsoptera puritana. Conservation Genetics, 0, , 1. 0.8 0

15012 Genetic diversity and population structure of Mongolian regional horses with 14 microsatellite
markers. Animal Bioscience, 2022, 35, 1121-1128. 0.8 2

15013 Gone With the Water: The Loss of Genetic Variability in Black and Gold Howler Monkeys (Alouatta) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (caraya) Due to Dam Construction. Frontiers in Ecology and Evolution, 2022, 10, .1.1 0

15014
Parthenogenesis in <i>Darevskia</i> lizards: A rare outcome of common hybridization, not a common
outcome of rare hybridization. Evolution; International Journal of Organic Evolution, 2022, 76,
899-914.

1.1 7

15015 Genome-Wide Association Study Reveals the Genetic Basis of Five Quality Traits in Chinese Wheat.
Frontiers in Plant Science, 2022, 13, 835306. 1.7 8

15016
Evolution and conservation genetics of an insular hemiparasitic plant lineage at the limit of survival:
the case of <i>Thesium</i> sect. <i>Kunkeliella</i> in the Canary Islands. American Journal of Botany,
2022, 109, 419-436.

0.8 3

15017 Pythium insidiosum complex hides a cryptic novel species: Pythium periculosum. Fungal Biology, 2022,
126, 366-374. 1.1 6

15018
Contrasting Reproductive Strategies of Two Nymphaea Species Affect Existing Natural Genetic
Diversity as Assessed by Microsatellite Markers: Implications for Conservation and Wetlands
Restoration. Frontiers in Plant Science, 2022, 13, 773572.

1.7 7

15019 Introgressive hybridisation between domestic pigs (Sus scrofa domesticus) and endemic Corsican wild
boars (S. s. meridionalis): effects of human-mediated interventions. Heredity, 2022, 128, 279-290. 1.2 3

15020 Worldwide Population Structure of the Coffee Rust Fungus <i>Hemileia vastatrix</i> Is Strongly
Shaped by Local Adaptation and Breeding History. Phytopathology, 2022, 112, 1998-2011. 1.1 5

15021 Historical genetic connectivity of lake sturgeon in a dammed Great Lakes tributary. Journal of Great
Lakes Research, 2022, 48, 798-805. 0.8 2

15022 Limited genetic diversity and high differentiation in Angelica dahurica resulted from domestication:
insights to breeding and conservation. BMC Plant Biology, 2022, 22, 141. 1.6 12

15023 Identification of Genomic Regions and Sources for Wheat Blast Resistance through GWAS in Indian
Wheat Genotypes. Genes, 2022, 13, 596. 1.0 6

15024 Habitatâ€•linked genetic variation supports microgeographic adaptive divergence in an islandâ€•endemic
bird species. Molecular Ecology, 2022, 31, 2830-2846. 2.0 6

15025 Range shifts in butternut, a rare, endangered tree, in response to past climate and modern conditions.
Journal of Biogeography, 0, , . 1.4 1

15026 Hybridization increases genetic diversity in Schistosoma haematobium populations infecting humans
in Cameroon. Infectious Diseases of Poverty, 2022, 11, 37. 1.5 10

15027
Genetic Connectivity and Diversity of a Protected, Habitat-Forming Species: Evidence Demonstrating
the Need for Wider Environmental Protection and Integration of the Marine Protected Area Network.
Frontiers in Marine Science, 2022, 9, .

1.2 2

15028 Population Genetics Reveals Invasion Origin of Coilia brachygnathus in the Three Gorges Reservoir of
the Yangtze River, China. Frontiers in Ecology and Evolution, 2022, 10, . 1.1 0



812

Citation Report

# Article IF Citations

15029 Development and Cross-Species Transferability of Novel Genomic-SSR Markers and Their Utility in
Hybrid Identification and Trait Association Analysis in Chinese Cherry. Horticulturae, 2022, 8, 222. 1.2 7

15030 MultipleÂ introductions and genetic admixture facilitate the successful invasion of Plantago virginica
into China. Biological Invasions, 2022, 24, 2261-2272. 1.2 6

15031
Taxonomic reâ€•appraisal for toothfish (<scp><i>Dissostichus</i>: Notothenioidea</scp>) across the
<scp>Antarctic Polar Front</scp> using genomic and morphological studies. Journal of Fish Biology,
2022, 100, 1158-1170.

0.7 10

15032 Genetic diversity and population structure of Zymoseptoria tritici on bread wheat in Tunisia using SSR
markers. European Journal of Plant Pathology, 2022, 163, 429-440. 0.8 2

15033 Ocean currents shape the genetic structure of a kelp in southwestern Africa. Journal of
Biogeography, 2022, 49, 822-835. 1.4 9

15034 Diversity and Genetic Structure of Theileria annulata in Pakistan and Other Endemic Sites. Pathogens,
2022, 11, 334. 1.2 2

15035 Landscape Genomics Provides Evidence of Ecotypic Adaptation and a Barrier to Gene Flow at Treeline
for the Arctic Foundation Species Eriophorum vaginatum. Frontiers in Plant Science, 2022, 13, 860439. 1.7 0

15036 Genetic differentiation between Czech and Norwegian raspberry populations: new options for
breeding. Euphytica, 2022, 218, 1. 0.6 1

15037 Selection and localised genetic structure in the threatened Manauense Harlequin Frog (Bufonidae:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 422 Td (Atelopus manauensis). Conservation Genetics, 0, , 1.0.8 0

15038 Divergence time estimation using ddRAD data and an isolation-with-migration model applied to water
vole populations of Arvicola. Scientific Reports, 2022, 12, 4065. 1.6 9

15039 A SNP variation in an expansin (<i>EgExp4</i>) gene affects height in oil palm. PeerJ, 2022, 10, e13046. 0.9 4

15040
Population diversification in the frog Mantidactylus bellyi on an isolated massif in northern
Madagascar based on genetic, morphological, bioacoustic and ecological evidence. PLoS ONE, 2022, 17,
e0263764.

1.1 1

15041 Association Mapping for Common Bunt Resistance in Wheat Landraces and Cultivars. Agronomy, 2022,
12, 642. 1.3 2

15043 Utility of EST-SNP Markers for Improving Management and Use of Olive Genetic Resources: A Case
Study at the Worldwide Olive Germplasm Bank of CÃ³rdoba. Plants, 2022, 11, 921. 1.6 20

15044 Genetic diversity and sexâ€•biased dispersal in the brown spotted pitviper ( <i>Protobothrops) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (mucrosquamatus</i> ): Evidence from microsatellite markers. Ecology and Evolution, 2022, 12, e8652.0.8 1

15045 Genome-wide SNPs detect fine-scale genetic structure in threatened populations of squirrel glider
Petaurus norfolcensis. Conservation Genetics, 2022, 23, 541-558. 0.8 3

15046 Genetic Diversity and Population Structure Analysis in Indian Mustard Germplasm Using Phenotypic
Traits and SSR Markers. Plant Molecular Biology Reporter, 2022, 40, 579-594. 1.0 5

15047 Futureâ€•proofing the koala: Synergising genomic and environmental data for effective species
management. Molecular Ecology, 2022, 31, 3035-3055. 2.0 12



813

Citation Report

# Article IF Citations

15048
Population Genetic Analysis of the Threatened Plant Leavenworthia exigua var. laciniata
(Brassicaceae) Reveals Virtually No Genetic Diversity and a Unique Mating System. Frontiers in
Conservation Science, 2022, 3, .

0.9 1

15049 Phylogeography of the ChocÃ³ Endemic Rainbow Characin (Teleostei: Rhoadsia). Ichthyology and
Herpetology, 2022, 110, . 0.3 1

15050 Genetic diversity and population structure of four Nigerian indigenous cattle breeds. Tropical Animal
Health and Production, 2022, 54, 132. 0.5 2

15051 Comparative genomics and signatures of selection in North Atlantic eels. Marine Genomics, 2022, 62,
100933. 0.4 5

15052 Establishment and application of an SNP molecular identification system for grape cultivars. Journal
of Integrative Agriculture, 2022, 21, 1044-1057. 1.7 14

15053 Association mapping of autumn-seeded rye (Secale cereale L.) reveals genetic linkages between genes
controlling winter hardiness and plant development. Scientific Reports, 2022, 12, 5793. 1.6 3

15054 Phylogeography of Paramuricea: The Role of Depth and Water Mass in the Evolution and Distribution
of Deep-Sea Corals. Frontiers in Marine Science, 2022, 9, . 1.2 9

15055 Weaving placeâ€•based knowledge for culturally significant species in the age of genomics: Looking to
the past to navigate the future. Evolutionary Applications, 2022, 15, 751-772. 1.5 8

15056 Coupling genetic structure analysis and ecological-niche modeling in Kerstingâ€™s groundnut in West
Africa. Scientific Reports, 2022, 12, 5590. 1.6 7

15057 Association mapping reveals a reciprocal virulence/avirulence locus within diverse US Pyrenophora
teres f. maculata isolates. BMC Genomics, 2022, 23, 285. 1.2 5

15058 Genomic evidence of an ancient inland temperate rainforest in the Pacific Northwest of North
America. Molecular Ecology, 2022, , . 2.0 4

15059 Drastic shift in flowering phenology of <scp>F<sub>1</sub></scp> hybrids causing rapid reproductive
isolation in <i>Imperata cylindrica</i> in Japan. Journal of Ecology, 2022, 110, 1548-1560. 1.9 5

15060 Microsatellites, morphological, and alkaloids characterization of Zephyranthes fosteri and Z. alba
(Amaryllidaceae): Allopatric populations. Biochemical Systematics and Ecology, 2022, 101, 104398. 0.6 3

15061 Relating Invasibility and Invasiveness: Case Study of Impatiens parviflora. Frontiers in Ecology and
Evolution, 2022, 10, . 1.1 6

15062 The rhizospheric microbiome becomes more diverse with maize domestication and genetic
improvement. Journal of Integrative Agriculture, 2022, 21, 1188-1202. 1.7 4

15063
Genetic insights into the range expansion of the cattle egret (Pelecaniformes: Ardeidae) in Brazil and
population differentiation between the native and colonized areas. Biological Journal of the Linnean
Society, 0, , .

0.7 0

15064 Assessment of genetic diversity of Aconitum heterophyllum Wall. ex Royle using ISSR markers: an
endangered medicinal herb of Himalaya. Vegetos, 2022, 35, 942-952. 0.8 1

15065 Main roads and land cover shaped the genetic structure of a Mediterranean island wild boar
population. Ecology and Evolution, 2022, 12, e8804. 0.8 4



814

Citation Report

# Article IF Citations

15067 Genetic characterization of Mangalarga Marchador horse. Livestock Science, 2022, 258, 104899. 0.6 0

15068 The influence of native populationsâ€™ genetic history on the reconstruction of invasion routes: the
case of a highly invasive aquatic species. Biological Invasions, 2022, 24, 2399-2420. 1.2 4

15069 Pollen dispersal and genetic diversity of <i>Yucca valida</i> (Asparagaceae), a plant involved in an
obligate pollination mutualism. Biological Journal of the Linnean Society, 2022, 136, 364-374. 0.7 4

15070 Gene Pool Boundaries for the Yosemite Toad (Anaxyrus canorus) Reveal Asymmetrical Migration
Within Meadow Neighborhoods. Frontiers in Conservation Science, 2022, 3, . 0.9 5

15071 Long-term evaluation of male Florida panther (<i>Puma concolor coryi</i>) reproductive parameters
following genetic introgression. Journal of Mammalogy, 0, , . 0.6 2

15072 Genetic relations among wild populations of Saccharina japonica in the western North Pacific.
Regional Studies in Marine Science, 2022, , 102357. 0.4 0

15073 Detection of QTLs for Plant Height Architecture Traits in Rice (Oryza sativa L.) by Association Mapping
and the RSTEP-LRT Method. Plants, 2022, 11, 999. 1.6 3

15074
Genetic analyses reveal regional structure and demographic expansion of the predominant tea pest
<scp><i>Empoasca onukii</i></scp> (Hemiptera: Cicadellidae) in China. Pest Management Science, 2022,
78, 2838-2850.

1.7 6

15075 Congruent evolutionary responses of European steppe biota to late Quaternary climate change.
Nature Communications, 2022, 13, 1921. 5.8 11

15076 Pollinator sharing, copollination, and speciation by host shifting among six closely related dioecious
fig species. Communications Biology, 2022, 5, 284. 2.0 11

15077
Secondary contact, hybridization, and diversification in Arctic charr (Salvelinus alpinus (L.) species) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 347 Td (complex) from lakes of the Norilo-Pyasinskaya water system, Taimyr: how many forms exist there?.

Hydrobiologia, 2022, 849, 2521-2547.
1.0 8

15078
The right tool for the right question: contrasting biogeographic patterns in the notothenioid fish
<i>Harpagifer</i> spp. along the Magellan Province. Proceedings of the Royal Society B: Biological
Sciences, 2022, 289, 20212738.

1.2 4

15079 Genetic population structure defines wild boar as an urban exploiter species in Barcelona, Spain.
Science of the Total Environment, 2022, 833, 155126. 3.9 7

15080 Morphological-molecular incongruence in Sphagnum majus ssp. majus and ssp. norvegicum.
Bryologist, 2022, 125, . 0.1 2

15081
Phylogeography of the tepui brush finch, <i>Atlapetes personatus</i> (Passeriformes: Passerellidae):
extensive differentiation on the sky islands of the Venezuelan Pantepui. Biological Journal of the
Linnean Society, 0, , .

0.7 0

15082 Mitonuclear genetic patterns of divergence in the marbled crab, Pachygrapsus marmoratus (Fabricius,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 142 Td (1787) along the Turkish seas. PLoS ONE, 2022, 17, e0266506.1.1 1

15083
A genome-wide assessment of the genetic diversity, evolution and relationships with allied species of
the clonally propagated crop Vanilla planifolia Jacks. ex Andrews. Genetic Resources and Crop
Evolution, 2022, 69, 2125-2139.

0.8 9

15084
Long-Distance Transport of <i>Puccinia striiformis</i> f. sp. <i>tritici</i> by Upper Airflow on the
Yunnanâ€“Guizhou Plateau Disrupts the Balance of Agricultural Ecology in Central China. Plant
Disease, 2022, 106, 2940-2947.

0.7 4



815

Citation Report

# Article IF Citations

15085
Regional-scale genetic differentiation of the stony coral Desmophyllum dianthus in the southwest
Pacific Ocean is consistent with regional-scale physico-chemical oceanography. Deep-Sea Research
Part I: Oceanographic Research Papers, 2022, 183, 103739.

0.6 2

15086 Insights into mitochondrial DNA variation of common carp Cyprinus carpio strains in the Centre of
Carpathian Basin. Aquaculture, 2022, 554, 738116. 1.7 4

15087 Study on population structure of kiwifruit and GWAS for hairiness character. Gene, 2022, 821, 146276. 1.0 1

15088 Morpho-molecular diversity assessment of Indian kino (Pterocarpus marsupium Roxb.). Journal of
Applied Research on Medicinal and Aromatic Plants, 2022, 29, 100373. 0.9 1

15089 Screening and selection of 21 novel microhaplotype markers for ancestry inference in ten Chinese
subpopulations. Forensic Science International: Genetics, 2022, 58, 102687. 1.6 12

15090 Gauging ages of tiger swallowtail butterflies using alternate SNP analyses. Molecular Phylogenetics
and Evolution, 2022, 171, 107465. 1.2 2

15091
Fingerprinting, structure, and genetic relationships among selected accessions of blue honeysuckle
(Lonicera caerulea L.) from European collections. Biotechnology Reports (Amsterdam, Netherlands),
2022, 34, e00721.

2.1 3

15092 Genomic analysis and finding of candidate genes for Nilaparvata lugens (stÃ¥l) resistance in Indian
pigmented and other indigenous rice genotypes. Crop Protection, 2022, 156, 105959. 1.0 4

15093 Genetic assessment of seasonal alongshore migration in Merluccius capensis in the Benguela region.
Fisheries Research, 2022, 250, 106293. 0.9 4

15094 Molecular characterization and genetic structure analysis of Coffea arabica and Coffea canephora
cultivars from India using SCoT markers. Ecological Genetics and Genomics, 2022, 23, 100117. 0.3 1

15095 Genetic variability and population genetic structure in autotriploid saffron using allelic phenotypes
of microsatellite markers. Scientia Horticulturae, 2022, 299, 111043. 1.7 5

15096 Large microsatellite shifts in wild boar after the Fukushima accident. Global Ecology and
Conservation, 2022, 35, e02059. 1.0 0

15097 Examination of D-loop region and DBY gene as tools for identifying hybridisation in alpacas (Vicugna) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (pacos) based on Polish populations. Small Ruminant Research, 2022, 211, 106690.0.6 1

15098 Delineating the genetic status of wild Cyprinus carpio as influenced by anthropogenic interventions.
Fisheries Research, 2022, 251, 106300. 0.9 1

15099 Updated connectivity assessment for the scalloped hammerhead (Sphyrna lewini) in Pacific and Indian
Oceans using a multi-marker genetic approach. Fisheries Research, 2022, 251, 106305. 0.9 6

15100
Analyses of genetic diversity and population structure of sesame (Sesamum indicum L.) germplasm
collections through seed oil and fatty acid compositions and SSR markers. Journal of Food
Composition and Analysis, 2022, 110, 104545.

1.9 4

15101
Identification and Validation of a Core Single-Nucleotide Polymorphism Marker Set for Genetic
Diversity Assessment, Fingerprinting Identification, and Core Collection Development in Bottle Gourd.
Frontiers in Plant Science, 2021, 12, 747940.

1.7 11

15102 Characterization of Genetic Diversity in Populations of Cultivated and Wild Safflower Species in the
Genus Carthamus L. from Turkey as Revealed by ISSR. Biology Bulletin, 2021, 48, 693-704. 0.1 1



816

Citation Report

# Article IF Citations

15103 Genetic diversity and structure in natural populations of Cajui from Brazilian Cerrado. Bioscience
Journal, 0, 37, e37080. 0.4 5

15104 Genetic diversity and selective sweeps in historical and modern Canadian spring wheat cultivars using
the 90K SNP array. Scientific Reports, 2021, 11, 23773. 1.6 10

15105 Population connectivity in voles (Microtus sp.) as a gauge for tall grass prairie restoration in
midwestern North America. PLoS ONE, 2021, 16, e0260344. 1.1 1

15106 River Reorganization Affects Populations of Dwarf Cichlid Species (Apistogramma Genus) in the Lower
Negro River, Brazil. Frontiers in Ecology and Evolution, 2021, 9, . 1.1 1

15107 Genetic Diversity and Differentiation of Eleven Medicago Species from Campania Region Revealed by
Nuclear and Chloroplast Microsatellites Markers. Genes, 2022, 13, 97. 1.0 5

15108 Genomics Reveal Admixture and Unexpected Patterns of Diversity in a Parapatric Pair of Butterflies.
Genes, 2021, 12, 2009. 1.0 5

15109 Genetic diversity among genotypes of Uncaria guianensis (Aubl.) J.F. Gmel. maintained in an in vitro
germplasm bank. 3 Biotech, 2022, 12, 8. 1.1 0

15111 Genetic variation in sea otters ( <i>Enhydra lutris</i> ) from the North Pacific with relevance to the
threatened Southwest Alaska Distinct Population Segment. Marine Mammal Science, 0, , . 0.9 1

15112 Exploring the legacy of Central European historical winter wheat landraces. Scientific Reports, 2021,
11, 23915. 1.6 8

15113 Damming shapes genetic patterns and may affect the persistence of freshwater fish populations.
Freshwater Biology, 2022, 67, 603-618. 1.2 8

15114 Right out of the gate: the genomics of Lessepsian invaders in the vicinity of the Suez Canal. Biological
Invasions, 2022, 24, 1117-1130. 1.2 4

15115 Genetic Variability, Population Structure, and Relatedness Analysis of Meagre Stocks as an Informative
Basis for New Breeding Schemes. Fishes, 2021, 6, 78. 0.7 5

15116 Agro-morphological and molecular diversity in different maturity groups of Indian cauliflower
(Brassica oleraceaÂ var. botrytis L.). PLoS ONE, 2021, 16, e0260246. 1.1 7

15117 Resprouters Versus Reseeders: Are Wild Rooibos Ecotypes Genetically Distinct?. Frontiers in Genetics,
2021, 12, 761988. 1.1 0

15118 Contrasting genetic responses to habitat fragmentation for two Lycaenid butterfly species. Insect
Conservation and Diversity, 2022, 15, 337-347. 1.4 0

15119 <i>Podocarpus</i> in the palaeogeographically complex island of Hispaniola: A steppingâ€•stone
colonization and conservation recommendations. Diversity and Distributions, 2022, 28, 214-226. 1.9 3

15120
Hatchery release programme modified the genetic diversity and population structure of wild Chinese
sucker ( <scp> <i>Myxocyprinus asiaticus</i> </scp> ) in the upper Yangtze River. Aquatic
Conservation: Marine and Freshwater Ecosystems, 2022, 32, 495-507.

0.9 1

15122 Population genetics of Anopheles arabiensis, the primary malaria vector in the Republic of Sudan.
Malaria Journal, 2021, 20, 469. 0.8 1



817

Citation Report

# Article IF Citations

15123 Chloroplast DNA Diversity in Populations of P. sylvestris L. from Middle Siberia and the Romanian
Carpathians. Forests, 2021, 12, 1757. 0.9 5

15124 Genetic signature of immigrants and their effect on genetic diversity in the recently established
Scandinavian wolf population. Conservation Genetics, 2022, 23, 359-373. 0.8 8

15125 Limited Introgression between Rock-Wallabies with Extensive Chromosomal Rearrangements.
Molecular Biology and Evolution, 2022, 39, . 3.5 17

15126 Genotyping-in-Thousands by sequencing panel development and application to inform kokanee salmon
(Oncorhynchus nerka) fisheries management at multiple scales. PLoS ONE, 2021, 16, e0261966. 1.1 4

15128 Can Cross-Country Genomic Predictions Be a Reasonable Strategy to Support Germplasm Exchange? â€“ A
Case Study With Hydrogen Cyanide in Cassava. Frontiers in Plant Science, 2021, 12, 742638. 1.7 1

15129 Identification of Quantitative Trait Loci for Leaf Rust and Stem Rust Seedling Resistance in Bread
Wheat Using a Genome-Wide Association Study. Plants, 2022, 11, 74. 1.6 3

15130 Evolutionary footprints of a cold relic in a rapidly warming world. ELife, 2021, 10, . 2.8 5

15131 Genetic diversity in Amazonian JundiÃ¡ (Leiarius marmoratus) stocks using heterologous primers. Acta
Scientiarum - Animal Sciences, 0, 44, e52657. 0.3 0

15132 Comparative analysis of genetic diversity in Norway spruce (Picea abies) clonal seed orchards and seed
stands. Notulae Botanicae Horti Agrobotanici Cluj-Napoca, 2021, 49, 12575. 0.5 1

15133 Population structure and adaptive variation of Helichrysum italicum (Roth) G. Don along eastern
Adriatic temperature and precipitation gradient. Scientific Reports, 2021, 11, 24333. 1.6 8

15134 Genetic Diversity, Structure, and Selective Sweeps in Spinacia turkestanica Associated With the
Domestication of Cultivated Spinach. Frontiers in Genetics, 2021, 12, 740437. 1.1 4

15135 Diversity and Introduction History of Glycaspis brimblecombei Reflects a History of Bridgeheads and
Distinct Invasions. Frontiers in Forests and Global Change, 2021, 4, . 1.0 3

15136
Microsatellite characterisation of the extinct <i>Sophora toromiro</i> (Fabaceae) and confirmation
of the identities of Allan Herbarium specimens and the fabled Christchurch â€˜Victoria Park toromiroâ€™.
New Zealand Journal of Botany, 0, , 1-16.

0.8 0

15137
Genetic structure and dispersal in peripheral populations of a marine fish (Pacific cod, <i>Gadus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 227 Td (macrocephalus</i>) and their importance for adaptation to climate change. Ecology and Evolution,

2022, 12, e8474.
0.8 7

15138 It takes two to tango â€“ Phylogeography, taxonomy and hybridization in grass snakes and dice snakes
(Serpentes: Natricidae: Natrix natrix, N. tessellata). Vertebrate Zoology, 0, 71, 813-834. 2.0 16

15139 Diversidad, estructura genÃ©tica e hibridaciÃ³n en poblaciones de Pinus arizonica y P. durangensis.
Madera Bosques, 2021, 27, e2722170. 0.1 0

15140 Genetic diversity and structure of the narrow endemic species <i>Crepis granatensis</i>: implications
for conservation. Plant Biosystems, 0, , 1-9. 0.8 0

15141 Genetic diversity and structure of captive gentoo penguin populations in Japan. Zoo Biology, 2021, , . 0.5 0



818

Citation Report

# Article IF Citations

15142
External Morphological and Molecular Evidence of Natural Intrageneric Hybridization between
Common and Indo-Pacific Bottlenose Dolphins (Tursiops truncatus Ã— T. aduncus) from Japanese
Waters. Mammal Study, 2021, 47, .

0.2 2

15143 A species wide genetic and horticultural characterization of wild collected <i>Hydrangea
quercifolia</i>. Acta Horticulturae, 2021, , 11-20. 0.1 1

15144 Phylogenetic relationships and genetic variations among cinereous vultures <i>Aegypius
monachus</i> in South Korea. Avian Biology Research, 2022, 15, 13-20. 0.4 0

15145 Insights Into the Environmental Impact on Genetic Structure and Larval Dispersal of Crown-of-Thorns
Starfish in the South China Sea. Frontiers in Marine Science, 2021, 8, . 1.2 5

15146 Genetic Diversity of the Surubim-Do-IguaÃ§u, a Giant Catfish Species Threatened with Extinction:
Recommendations for Species Conservation. Diversity, 2022, 14, 16. 0.7 1

15147 Homogenized Phylogeographic Structure across the Indo-Burma Ranges of a Large Monoecious Fig,
Ficus altissima Blume. Diversity, 2021, 13, 654. 0.7 5

15148 Assessment of the Genetic Structure and Diversity of Soybean (GlycineÂ max L.) Germplasm Using
Diversity Array Technology and Single Nucleotide Polymorphism Markers. Plants, 2022, 11, 68. 1.6 3

15149
No Evidence of Low Genetic Diversity Despite High Levels of Inbreeding and Poor Genetic Connectivity
Among<i>Tetrastigma loheri</i>(Vitaceae) Populations in Remaining Forest Areas in Cebu, Philippines.
Systematic Botany, 2021, 46, 951-961.

0.2 2

15150 Invasion genomics uncover contrasting scenarios of genetic diversity in a widespread marine invader.
Proceedings of the National Academy of Sciences of the United States of America, 2021, 118, . 3.3 15

15151 Morphological and Genetic Characterization of Local Maize Accessions from Emilia Romagna Region,
Italy. Sustainability, 2022, 14, 91. 1.6 3

15152 Genetic variability and genomeâ€•wide marker association studies for starch traits contributing to low
glycaemic index in pearl millet. Food and Energy Security, 2022, 11, . 2.0 6

15153 Genome-Wide Sequence-Based Genotyping Supports a Nonhybrid Origin of <i>Castanea alabamensis</i>.
Systematic Botany, 2021, 46, 973-984. 0.2 3

15155 Genome-Wide Association Analysis of Salt-Tolerant Traits in Terrestrial Cotton at Seedling Stage.
Plants, 2022, 11, 97. 1.6 11

15156 Selection of Restoration Material for Abies koreana Based on Its Genetic Diversity on Mt. Hallasan.
Forests, 2022, 13, 24. 0.9 1

15157 Grapevine Diversity and Genetic Relationships in Northeast Portugal Old Vineyards. Plants, 2021, 10,
2755. 1.6 9

15158 Population genetic structure of wolves in the northwestern Dinaricâ€•Balkan region. Ecology and
Evolution, 2021, 11, 18492-18504. 0.8 6

15160
Enhanced heterozygosity from male meiotic chromosome chains is superseded by hybrid female
asexuality in termites. Proceedings of the National Academy of Sciences of the United States of
America, 2021, 118, .

3.3 5

15161 Stable inversion clines in a grasshopper species group despite complex geographical history.
Molecular Ecology, 2022, 31, 1196-1215. 2.0 1



819

Citation Report

# Article IF Citations

15162 Elucidating Genetic Diversity in Apricot (Prunus armeniaca L.) Cultivated in the North-Western
Himalayan Provinces of India Using SSR Markers. Plants, 2021, 10, 2668. 1.6 7

15163 Seascape Genomics Reveals Metapopulation Connectivity Network of Paramuricea biscaya in the
Northern Gulf of Mexico. Frontiers in Marine Science, 2021, 8, . 1.2 3

15164 Uncovering the phylogeography of <i>Schinus terebinthifolia</i> in South Africa to guide biological
control. AoB PLANTS, 2022, 14, plab078. 1.2 6

15166 Fineâ€•scale population structure within an Eastern Nearctic snake complex ( <i>Pituophis) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (melanoleucus</i> ). Zoologica Scripta, 2022, 51, 133-146.0.7 5

15167 The role of sex-biased dispersion in promoting mitonuclear discordance in <i>Partamona helleri</i>
(Hymenoptera: Apidae: Meliponini). Biological Journal of the Linnean Society, 2022, 136, 423-435. 0.7 2

15168 Genetic diversity and population structure of Lupinus albus (L.) from the Amhara region of Ethiopia
using seed storage protein markers. Journal of Agricultural Sciences (Belgrade), 2022, 67, 1-11. 0.1 0

15169 Phylogeny of the order Phoenicopteriformes and population genetics of the Caribbean flamingo
(<i>Phoenicopterus ruber</i>: Aves). Zoological Journal of the Linnean Society, 2022, 196, 1485-1504. 1.0 2

15170 Genetic structure and demographic history of Allium mongolicum based on SSR markers. Plant
Systematics and Evolution, 2022, 308, . 0.3 2

15171 Genomic dissection reveals QTLs for grain biomass and correlated traits under drought stress in
Ethiopian durum wheat (<i>Triticum turgidum ssp</i>. <i>durum</i>). Plant Breeding, 2022, 141, 338-354. 1.0 8

15172
Microsatellite Loci Reveal High Genetic Diversity, Mutation, and Migration Rates as Invasion Drivers
of Callery Pear (Pyrus calleryana) in the Southeastern United States. Frontiers in Genetics, 2022, 13,
861398.

1.1 6

15173
Analyses of genetic diversity and population structure in cultivated and wild korarima [Aframomum
corrorima (Braun) P. C. M. Jansen] populations from Ethiopia using inter simple sequence repeats
markers. Journal of Applied Research on Medicinal and Aromatic Plants, 2022, , 100386.

0.9 1

15174 Nucleotide Evolution, Domestication Selection, and Genetic Relationships of Chloroplast Genomes in
the Economically Important Crop Genus Gossypium. Frontiers in Plant Science, 2022, 13, 873788. 1.7 3

15175 Genetic Identification of Hybrid Walnuts (Juglans Ã— intermedia Carr.) in Hungary, the Hidden Potential
for Future Breeding. Sustainability, 2022, 14, 4782. 1.6 5

15176
How methodological changes have influenced our understanding of population structure in
threatened species: insights from tiger populations across India. Philosophical Transactions of the
Royal Society B: Biological Sciences, 2022, 377, 20200418.

1.8 4

15177 Reduced genetic diversity of freshwater amphipods in rivers with increased levels of anthropogenic
organic micropollutants. Evolutionary Applications, 2022, 15, 976-991. 1.5 7

15178 Molecular diversity and genetic relationships between Carpinus betulus and C. orientalis with Inter
Simple Sequence Repeat (ISSR) regions. Acta Botanica Hungarica, 2022, 64, 201-218. 0.1 0

15179
Assessment of genetic diversity, population structure and phytochemical variations in Polygonatum
cirrhifolium (Wall.) Royle: an endangered medicinal herb. Genetic Resources and Crop Evolution,
2022, 69, 2383-2397.

0.8 0

15181 Genetic structure in neotropical birds with different tolerance to urbanization. Scientific Reports,
2022, 12, 6054. 1.6 1



820

Citation Report

# Article IF Citations

15182
Genetic architecture facilitates then constrains adaptation in a hostâ€“parasite coevolutionary arms
race. Proceedings of the National Academy of Sciences of the United States of America, 2022, 119,
e2121752119.

3.3 11

15183 Genetic diversity study in lentil (Lens culinaris Medik.) Germplasm: a comparison of CAAT Box Derived
Polymorphism (CBDP) and simple sequence repeat (SSR) markers. , 2022, 77, 2793-2803. 2

15184
Multi-locus genome-wide association studies (ML-GWAS) reveal novel genomic regions associated
with seedling and adult plant stage leaf rust resistance in bread wheat (Triticum aestivum L.).
Heredity, 2022, 128, 434-449.

1.2 15

15185
Level of genetic divergence among accessions of the native forage grass, Mesosetum chaseae Luces,
for tracing strategies to conservation of germplasm collections from the brazilian pantanal.
Conservation Genetics Resources, 0, , .

0.4 0

15186 Population genomics for symbiotic anthozoans: can reduced representation approaches be used for
taxa without reference genomes?. Heredity, 2022, , . 1.2 1

15187 Tracking Changes in the Spring Barley Gene Pool in Poland during 120 Years of Breeding. International
Journal of Molecular Sciences, 2022, 23, 4553. 1.8 5

15188 Comprehensive evaluation of Chinese peanut mini-mini core collection and QTL mapping for aflatoxin
resistance. BMC Plant Biology, 2022, 22, 207. 1.6 12

15189 Evaluation of genetic diversity in rice (Oryza sativa L. ssp. Indica) accessions using SSR marker.
Vegetos, 2022, 35, 961-968. 0.8 6

15190
Assessment of genetic diversity of ninety-one bottle gourd [Lagenaria siceraria (Mol.) Standl.]
genotypes from fourteen different agro-climatic zones of India using agro-morphological traits and
SSR markers. Molecular Biology Reports, 2022, 49, 6367-6383.

1.0 4

15191 Genetic Characterization by SSR Markers of a Comprehensive Wine Grape Collection Conserved at
Rancho de la Merced (Andalusia, Spain). Plants, 2022, 11, 1088. 1.6 13

15192 Digitized collections elucidate invasion history and patterns of awn polymorphism
in<i>Microstegium vimineum</i>. American Journal of Botany, 2022, 109, 689-705. 0.8 6

15193 A genetic analysis of grey squirrel (Sciurus carolinensis) populations in Ireland. Biological Invasions,
2022, 24, 2421-2438. 1.2 2

15194 Understanding the Genetic Diversity of Mycobacterium africanum Using Phylogenetics and Population
Genomics Approaches. Frontiers in Genetics, 2022, 13, 800083. 1.1 0

15195
Extensive public health initiatives drive the elimination of Aedes aegypti (Diptera, Culicidae) from a
town in regional Queensland: A case study from Gin Gin, Australia. PLoS Neglected Tropical Diseases,
2022, 16, e0010243.

1.3 1

15196 Characterization of carnation (Dianthus caryophyllus L.) genotypes and gamma irradiated mutants
using RAPD, ISSR and SSR markers. South African Journal of Botany, 2022, 148, 67-77. 1.2 4

16140 Population Structure of German Cockroaches (Blattodea: Ectobiidae) in an Urban Environment Based
on Single Nucleotide Polymorphisms. Journal of Medical Entomology, 2022, 59, 1319-1327. 0.9 1

16141 Evidence of coevolution between <i>Cronartium harknessii</i> lineages and their corresponding
hosts, lodgepole pine and jack pine. Phytopathology, 2022, , . 1.1 0

16142
Population genomics of introduced Nile tilapia<i>Oreochromis niloticus</i>(Linnaeus, 1758) in the
Democratic Republic of the Congo: Repeated introductions since colonial times with multiple
sources. Molecular Ecology, 2022, 31, 3304-3322.

2.0 5



821

Citation Report

# Article IF Citations

16143 River network rearrangements promote speciation in lowland Amazonian birds. Science Advances,
2022, 8, eabn1099. 4.7 18

16144 Whole genome sequencing and the application of a SNP panel reveal primary evolutionary lineages and
genomic variation in the lion (Panthera leo). BMC Genomics, 2022, 23, 321. 1.2 5

16145 Analysis of population structure and genetic diversity of Iranian Wild Salicornia (Salicornia iranica) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (Akhani) population. Journal of Genetic Engineering and Biotechnology, 2022, 20, 61.1.5 1

16147
Genetic diversity and differentiation of masu salmon (Oncorhynchus masou masou) between and
within cultured populations inferred from microsatellite DNA analysis. Zoological Research, 2012, 33,
E33-9.

0.6 4

16150 Moderate Population Structure in from the South American Atlantic Forest Biome.. Zoological
Studies, 2021, 60, e46. 0.3 0

16151 Cryptic speciation shapes the biogeographic history of a northern distributed moss. Botanical Journal
of the Linnean Society, 2023, 201, 114-134. 0.8 2

16152
Population genetic structure of <i>Schistosoma haematobium</i> and <i>Schistosoma
haematobium</i>Â Ã—Â <i>Schistosoma bovis</i> hybrids among school-aged children in CÃ´te dâ€™Ivoire.
Parasite, 2022, 29, 23.

0.8 6

16153 Does the faxinal system help to maintain the genetic diversity of Curitiba prismatica (D.Legrand)
Salywon &amp; Landrum?. Cerne, 0, 28, . 0.9 0

16154 Horticultural, Chemical and Genetical Diversity Using Ssr Markers in Leek Germplasm Collection.
SSRN Electronic Journal, 0, , . 0.4 0

16155 Speciation with gene flow between two Neotropical sympatric species (<i>Pitcairnia</i> spp.:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 382 Td (Bromeliaceae). Ecology and Evolution, 2022, 12, e8834.0.8 4

16156 Morphological and molecular characterization of variation in common bean (Phaseolus vulgaris L.)
germplasm from Azad Jammu and Kashmir, Pakistan. PLoS ONE, 2022, 17, e0265817. 1.1 1

16157 riceExplorer: Uncovering the Hidden Potential of a National Genomic Resource Against a Global
Database. Frontiers in Plant Science, 2022, 13, 781153. 1.7 1

16158
A large-scale population based organelle pan-genomes construction and phylogeny analysis reveal the
genetic diversity and the evolutionary origins of chloroplast and mitochondrion in Brassica napus L..
BMC Genomics, 2022, 23, 339.

1.2 7

16159 Origin and potential for overwintering of Ceratitis capitata (Wiedemann) captured in an official
survey in Germany. Journal of Plant Diseases and Protection, 2022, 129, 1201-1215. 1.6 7

16160 Evaluation of the Current State of Preservation of Vaccinio uliginosi-Pinetum Kleist 1929 in Eastern
Poland. Sustainability, 2022, 14, 5387. 1.6 0

16161 Genetic Structure and Diversity of Native Tench (Tinca tinca L. 1758) Populations in
Hungaryâ€”Establishment of Basic Knowledge Base for a Breeding Program. Diversity, 2022, 14, 336. 0.7 3

16162 Characterizing Tetraploid Populations of Actinidia chinensis for Kiwifruit Genetic Improvement.
Plants, 2022, 11, 1154. 1.6 4

16163 Development and Application of a Target Capture Sequencing SNP-Genotyping Platform in Rice. Genes,
2022, 13, 794. 1.0 6



822

Citation Report

# Article IF Citations

16164 Zâ€•chromosome outliers as diagnostic markers to discriminate Mallard and Chinese Spotâ€•billed Duck
(Anatidae). Zoologica Scripta, 0, , . 0.7 0

16165 The evolutionary relationship between bere barley and other types of cultivated barley. Genetic
Resources and Crop Evolution, 2022, 69, 2361-2381. 0.8 4

16166
Habitat disturbance may form subpopulation genetic structure in an invasive rodent species
(Myocastor coypus) within a Japanese river system. Landscape and Ecological Engineering, 2022, 18,
381-388.

0.7 2

16167 DIFFERENTIATION IN PHENOTYPIC PLASTICITY TO CLIMATE AMONG ERIOGONUM FASCICULATUM SUBSP.
FOLIOLOSUM (POLYGONACEAE) POPULATIONS IN CALIFORNIA. MadroÃ±o, 2022, 69, . 0.3 0

16168 Nuclear phylogeography reveals strong impacts of gene flow in big brown bats. Journal of
Biogeography, 2022, 49, 1061-1074. 1.4 3

16169
Morphometric characteristics and microsatellite markers based diversity and differentiation
recognizes the first prospective cattle breed from the Jharkhand state of India. Animal Biotechnology,
2023, 34, 2017-2029.

0.7 3

16170 Climate Warming Since the Holocene Accelerates Westâ€“East Communication for the Eurasian
Temperate Water Strider Species <i>Aquarius paludum</i>. Molecular Biology and Evolution, 2022, 39, . 3.5 4

16171 Coping With Dynamism: Phylogenetics and Phylogeographic Analyses Reveal Cryptic Diversity in
Heleobia Snails of Atacama Saltpan, Chile. Frontiers in Ecology and Evolution, 2022, 10, . 1.1 4

16172 Panmixia in spiders ( <i>Mecaphesa celer</i> , Thomisidae) despite fragmented habitat at Craters of the
Moon in Idaho. Ecological Entomology, 0, , . 1.1 0

16173 ORIGINS AND DIVERSITY OF PERIPHERAL POPULATIONS OF RIO GRANDE SUCKER (PANTOSTEUS PLEBEIUS) IN
THE SOUTHWESTERN UNITED STATES. Southwestern Naturalist, 2022, 66, . 0.1 0

16174 Traces of Genetic but Not Epigenetic Adaptation in the Invasive Goldenrod Solidago canadensis Despite
the Absence of Population Structure. Frontiers in Ecology and Evolution, 2022, 10, . 1.1 2

16175 Large-scale biogeographic patterns are reflected in the genetic structure of a broadcast spawning
stony coral. Coral Reefs, 2022, 41, 611-624. 0.9 4

16177 Population genetics reveal multiple independent invasions of <i>Spodoptera frugiperda</i>
(Lepidoptera: Noctuidae) in China. Bulletin of Entomological Research, 2022, 112, 796-806. 0.5 8

16178 Genetic variation and population structure analysis of Leymus chinensis (Trin.) Tzvelev from Eurasian
steppes using SSR makers. Genetic Resources and Crop Evolution, 2022, 69, 2425-2436. 0.8 2

16179 Genetic Variability in Balkan Paleoendemic Resurrection Plants Ramonda serbica and R. nathaliae
Across Their Range and in the Zone of Sympatry. Frontiers in Plant Science, 2022, 13, 873471. 1.7 4

16180
Genetic analysis of novel resistance sources and genome-wide association mapping identified novel
QTLs for resistance to Zymoseptoria tritici, the causal agent of septoria tritici blotch in wheat.
Journal of Applied Genetics, 2022, 63, 429-445.

1.0 5

16181 Development and validation of microsatellite markers for <i>Sargassum fusiforme</i> based
onÂ transcriptomic data. Botanica Marina, 2022, 65, 197-207. 0.6 1

16182 <i>Khaya</i> revisited: Genetic markers and morphological analysis reveal six species in the
widespread taxon <i>K.Â anthotheca</i>. Taxon, 0, , . 0.4 2



823

Citation Report

# Article IF Citations

16183 Extensive Sympatry and Frequent Hybridization of Ecologically Divergent Aquatic Plants on the
Qinghai-Tibetan Plateau. Frontiers in Plant Science, 2022, 13, . 1.7 2

16184 Genetic diversity and population structure of the northern red muntjac (Muntiacus vaginalis) in
Indian Himalayan region. Mammalian Biology, 2022, 102, 537-544. 0.8 3

16185 Different chromosome numbers but slight morphological differentiation and genetic admixture
among populations of the <i>Pulmonaria hirta</i> complex (Boraginaceae). Taxon, 0, , . 0.4 9

16186 Origin and Phylogeography of Chinese Cereal Cyst Nematode <i>Heterodera avenae</i> Revealed by
Mitochondrial COI Sequences. Phytopathology, 2022, 112, 1988-1997. 1.1 3

16187 Contrasting patterns of genetic diversity and differentiation across the continental disjunct range
of a sexually polymorphic aquatic plant. Annals of Botany, 2022, 130, 27-40. 1.4 0

16188 QTL mapping and candidate gene analysis of low temperature germination in rice (<i>Oryza sativa</i>) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (L.) using a genome wide association study. PeerJ, 2022, 10, e13407.0.9 2

16189 Genetic Diversity Study on Geographical Populations of the Multipurpose Species Elsholtzia
stauntonii Using Transferable Microsatellite Markers. Frontiers in Plant Science, 2022, 13, . 1.7 2

16190 Phylogeography and conservation gaps of Musa balbisiana Colla genetic diversity revealed by
microsatellite markers. Genetic Resources and Crop Evolution, 2022, 69, 2515-2534. 0.8 2

16191 Characterizing diversity based on phenotypes and molecular marker analyses of purple yam (Dioscorea) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 422 Td (alata L.) germplasm in southern China. Genetic Resources and Crop Evolution, 2022, 69, 2501-2513.0.8 2

16192
Captiveâ€•bred ancestry affects spatial patterns of genetic diversity and differentiation in brown trout
(<scp><i>Salmo trutta</i></scp>) populations. Aquatic Conservation: Marine and Freshwater
Ecosystems, 2022, 32, 1529-1543.

0.9 4

16193
Genome-Wide Association Analysis Reveals Genetic Architecture and Candidate Genes Associated with
Grain Yield and Other Traits under Low Soil Nitrogen in Early-Maturing White Quality Protein Maize
Inbred Lines. Genes, 2022, 13, 826.

1.0 3

16194 Evidence for serial founder events during the colonization of North America by the yellow fever
mosquito, <i>Aedes aegypti</i>. Ecology and Evolution, 2022, 12, e8896. 0.8 5

16195 Host plants and insecticides shape the evolution of genetic and clonal diversity in a major aphid crop
pest. Evolutionary Applications, 2022, 15, 1653-1669. 1.5 5

16196 Yearly variations of the genetic structure of Aedes aegypti (Linnaeus) (Diptera: Culicidae) in the
Philippines (2017â€“2019). Infection, Genetics and Evolution, 2022, 102, 105296. 1.0 3

16197 Molecular Systematics of Valerianella Mill. (Caprifoliaceae): Challenging the Taxonomic Value of
Genetically Controlled Carpological Traits. Plants, 2022, 11, 1276. 1.6 1

16198 Development of SSR markers and genetic diversity analysis based on RAD-seq technology among
Chinese populations of Daphnia magna. Molecular Biology Reports, 2022, 49, 4389-4397. 1.0 2

16199 Genomic insights into recent species divergence in <i>Nicotiana benthamiana</i> and natural variation
in <i>Rdr1</i> gene controlling viral susceptibility. Plant Journal, 2022, 111, 7-18. 2.8 9

16200
Phenotypic responses to light, water, and nutrient conditions in the allopolyploid <i>Arabidopsis
suecica</i> and its parent species <i>A. thaliana</i> and <i>A. arenosa</i>: Does the allopolyploid
outrange its parents?. Ecology and Evolution, 2022, 12, e8915.

0.8 2



824

Citation Report

# Article IF Citations

16201 High genetic differentiation of Indoâ€•Pacific humpback dolphins (<i>Sousa chinensis</i>) along the
Asian Coast of the Pacific Ocean. Ecology and Evolution, 2022, 12, e8901. 0.8 3

16202 Population genomics study for the conservation management of the endangered shrub Abeliophyllum
distichum. Conservation Genetics, 2022, 23, 683-697. 0.8 6

16203 The flying spider-monkey tree fern genome provides insights into fern evolution and arborescence.
Nature Plants, 2022, 8, 500-512. 4.7 42

16204 Phylogeography of the veined squid, Loligo forbesii, in European waters. Scientific Reports, 2022, 12,
7817. 1.6 4

16205 Characterization of the Spanish Pomegranate Germplasm Collection Maintained at the Agricultural
Experiment Station of Elche to Identify Promising Breeding Materials. Plants, 2022, 11, 1257. 1.6 4

16206 Fast and accurate population admixture inference from genotype data from a few microsatellites to
millions of SNPs. Heredity, 2022, 129, 79-92. 1.2 4

16207 RAD-seq as an effective strategy for heterogenous variety identification in plantsâ€”a case study in
Italian Ryegrass (Lolium multiflorum). BMC Plant Biology, 2022, 22, 231. 1.6 8

16208 Assessing Genetic Variation in Wild and Domesticated Pikeperch Populations: Implications for
Conservation and Fish Farming. Animals, 2022, 12, 1178. 1.0 7

16209
Identification of significant marker-trait associations for Fusarium wilt resistance in a genetically
diverse core collection of safflower using AFLP and SSR markers. Journal of Applied Genetics, 2022, 63,
447-462.

1.0 5

16210
Molecular evidence of introgressive hybridization between related species Jankowski's Bunting
(Emberiza jankowskii) and Meadow Bunting (Emberiza cioides) (Aves: Passeriformes). Avian Research,
2022, 13, 100035.

0.5 3

16211
Assessing the genetic consequences of habitat fragmentation on the federally threatened cheat
mountain salamander (Plethodon nettingi): a comparative, multi-locus approach. Conservation
Genetics, 0, , 1.

0.8 1

16212 Genomic erosion in a demographically recovered bird species during conservation rescue.
Conservation Biology, 2022, 36, e13918. 2.4 15

16213
Genetic diversity of domestic (Thai) and imported winged bean [Psophocarpus tetragonolobus (L.) DC.]
cultivars assessed by morphological traits and microsatellite markers. Annals of Agricultural
Sciences, 2022, 67, 34-41.

1.1 4

16214 Genetic characterization of cultivated apple (Malus x domestica Borkh.) in Morocco using
microsatellite (SSR) markers. Ecological Genetics and Genomics, 2022, 23, 100122. 0.3 2

16215 Conservation genetics of Firmiana major, a threatened tree species with potential for afforestation
of hot, arid climates. Global Ecology and Conservation, 2022, 36, e02136. 1.0 1

16216 Pathogenicity and microsatellite characterization of Puccinia hordei in South Africa. Crop
Protection, 2022, 158, 106014. 1.0 0

16217 Population changes in a whale breedingÂ ground revealed by citizen science noninvasive genetics.
Global Ecology and Conservation, 2022, 37, e02141. 1.0 2

16218 Genetic diversity and population structure of six autochthonous pig breeds from Croatia, Serbia, and
Slovenia. Genetics Selection Evolution, 2022, 54, 30. 1.2 10



825

Citation Report

# Article IF Citations

16219
Mitonuclear discordance and patterns of reproductive isolation in a complex of simultaneously
hermaphroditic species, the <i>Allolobophora chlorotica</i> case study. Journal of Evolutionary
Biology, 2022, 35, 831-843.

0.8 1

16220 Species limits and introgression in Pimelodus from the Magdalena-Cauca River basin. Molecular
Phylogenetics and Evolution, 2022, 173, 107517. 1.2 3

16221 Population Structure of Curraleiro PÃ©-Duro Cattle and its Relationship With the Serological Profile
Against Pathogens of Economic and Zoonotic Interest. Frontiers in Genetics, 2022, 13, . 1.1 1

16222 Integrative taxonomy and phylogeny of leafless <i>Vanilla</i> orchids from the Southâ€•West Indian
Ocean region reveal two new Malagasy species. Journal of Systematics and Evolution, 2023, 61, 80-98. 1.6 4

16223
Genome-wide association study reveals novel quantitative trait loci and candidate genes of lint
percentage in upland cotton based on the CottonSNP80K array. Theoretical and Applied Genetics, 2022,
135, 2279-2295.

1.8 10

16224
ISSR Markers Efficiency to Assess Cool-Season Grass Species Genetic Diversity and Phylogenetic
Relationships. Proceedings of the National Academy of Sciences India Section B - Biological Sciences,
2022, 92, 691-699.

0.4 3

16225 Genetic Diversity and Population Structure of Psidium Species from Restinga: A Coastal and Disturbed
Ecosystem of the Brazilian Atlantic Forest. Biochemical Genetics, 2022, , . 0.8 0

16226 Depth-Dependent Genetic Structuring of a Depth-Generalist Coral and Its Symbiodiniaceae Algal
Communities at Campeche Bank, Mexico. Frontiers in Marine Science, 2022, 9, . 1.2 2

16227 Cryptic hybridization between Common ( <i>Apus apus</i> ) and Pallid ( <i>A. pallidus</i> ) Swifts. Ibis,
0, , . 1.0 2

16228
Genetic Admixture History and Forensic Characteristics of Guizhou Sui People Inferred From
Autosomal Insertion/Deletion and Genome-Wide Single-Nucleotide Polymorphisms. Frontiers in
Ecology and Evolution, 2022, 10, .

1.1 2

16229 Distribution of invasive versus native whitefly species and their pyrethroid knock-down resistance
allele in a context of interspecific hybridization. Scientific Reports, 2022, 12, 8448. 1.6 1

16231 Association Mapping of Drought Tolerance Indices in Ethiopian Durum Wheat (Triticum turgidum ssp.) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (durum). Frontiers in Plant Science, 2022, 13, .1.7 10

16232 Assessing population genomic structure and polyploidy: a crucial step for native plant restoration.
Restoration Ecology, 0, , . 1.4 0

16233 Microsatellite loci reveal distinct populations with high diversity for the pathogenic fungus
Pseudocercospora ulei from North-Western Amazonia. European Journal of Plant Pathology, 0, , . 0.8 1

16234 <scp>FSTruct</scp>: An<i>F</i><sub>ST</sub>â€•based tool for measuring ancestry variation in
inference of population structure. Molecular Ecology Resources, 2022, 22, 2614-2626. 2.2 6

16235 Population Genetics and Phylogeography of Galapagos Fur Seals. Frontiers in Genetics, 2022, 13, . 1.1 1

16236
Investigation of the genetic structure of some common bean (Phaseolus vulgaris L.) commercial
varieties and genotypes used as a genitor with SSR and SNP markers. Genetic Resources and Crop
Evolution, 0, , .

0.8 3

16237 Spatially explicit management of genetic diversity using ancestry probability surfaces. Methods in
Ecology and Evolution, 2022, 13, 2668-2681. 2.2 2



826

Citation Report

# Article IF Citations

16238 Divided by the range: evidence for geographic isolation of the highly mobile Emu (<i>Dromaius) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (novaehollandiae</i>). Emu, 0, , 1-13.0.2 1

16239 Genetic Diversity, Habitat Relevance and Conservation Strategies of the Silver Carp in the Yangtze
River by Simple Sequence Repeat. Frontiers in Ecology and Evolution, 2022, 10, . 1.1 2

16240 Genetic diversity and inferred ancestry of Asian lotus (Nelumbo nucifera) germplasms in Thailand and
Vietnam. Plant Diversity, 2023, 45, 69-79. 1.8 1

16241 A population genetic analysis of the Critically Endangered Madagascar big-headed turtle,
Erymnochelys madagascariensis across captive and wild populations. Scientific Reports, 2022, 12, . 1.6 1

16242 Extent of introgressive hybridization in the Hermannâ€™s tortoise (Testudo hermanni hermanni) from
the south of France. European Journal of Wildlife Research, 2022, 68, . 0.7 1

16243 Genetic Diversity and Population Structure of Fusarium commune Causing Strawberry Root Rot in
Southcentral China. Genes, 2022, 13, 899. 1.0 4

16244
Contrasting Patterns of Genetic Diversity and Divergence Between Landlocked and Migratory
Populations of Fish Galaxias maculatus, Evaluated Through Mitochondrial DNA Sequencing and
Nuclear DNA Microsatellites. Frontiers in Genetics, 2022, 13, .

1.1 4

16245 Analysis of genetic diversity among Onobrychis accessions with high agronomic performance by
simple sequence repeat (SSR) markers. Molecular Biology Reports, 0, , . 1.0 1

16246
Association analysis of germination level cold stress tolerance and candidate gene identification in
Upland cotton (Gossypium hirsutum L.). Physiology and Molecular Biology of Plants, 2022, 28,
1049-1060.

1.4 2

16247 The Complex Genomic Diversity of &lt;i&gt;Yersinia pestis&lt;/i&gt; on the Long-Term Plague Foci in
Qinghai-Tibet Plateau. SSRN Electronic Journal, 0, , . 0.4 0

16248 Exploring the diversity and genetic structure of the U.S. National Cultivated Strawberry Collection.
Horticulture Research, 0, , . 2.9 10

16249 Meta-Analysis of Genetic Factors for Potato Starch Phosphorylation. Agronomy, 2022, 12, 1343. 1.3 2

16250 Genetic Diversity Analysis of Sapindus in China and Extraction of a Core Germplasm Collection Using
EST-SSR Markers. Frontiers in Plant Science, 2022, 13, . 1.7 4

16251
Forensic Features and Genetic Structure Analyses of the Beijing Han Nationality Disclosed by a
Self-Developed Panel Containing a Series of Ancestry Informative Deletion/Insertion Polymorphism
Loci. Frontiers in Ecology and Evolution, 0, 10, .

1.1 0

16252 The genetic diversity of Ethiopian barley genotypes in relation to their geographical origin. PLoS ONE,
2022, 17, e0260422. 1.1 11

16253 Evolution of selfing syndrome and its influence on genetic diversity and inbreeding: A rangeâ€•wide
study in <i>Oenothera primiveris</i>. American Journal of Botany, 2022, 109, 789-805. 0.8 4

16254 Molecular Characterization of a New Ecotype of Holoparasitic Plant Orobanche L. on Host Weed
Xanthium spinosum L.. Plants, 2022, 11, 1406. 1.6 5

16255 Going With the Flow â€“ Population Genetics of the Kelp Saccharina latissima (Phaeophyceae,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (Laminariales). Frontiers in Marine Science, 2022, 9, .1.2 4



827

Citation Report

# Article IF Citations

16257 Genomic population structure of Grass Pickerel (Esox americanus vermiculatus) in Canada:
management guidance for an at-risk fish at its northern range limit. Conservation Genetics, 0, , . 0.8 1

16258 Biogeography pattern of the marine angiosperm <i>Cymodocea nodosa</i> in the eastern
Mediterranean Sea related to the quaternary climatic changes. Ecology and Evolution, 2022, 12, . 0.8 7

16260 Impacts of Chronic Habitat Fragmentation on Genetic Diversity of Natural Populations of Prunus
persica in China. Plants, 2022, 11, 1458. 1.6 2

16261
Genome-wide core sets of SNP markers and Fluidigm assays for rapid and effective genotypic
identification of Korean cultivars of lettuce (<i>Lactuca sativa</i> L.). Horticulture Research, 2022, 9,
.

2.9 5

16262 Genetic structure of the vestimentiferan &lt;i&gt;Lamellibrachia satsuma&lt;/i&gt; revealed by
microsatellite analyses. Plankton and Benthos Research, 2022, 17, 201-207. 0.2 1

16263 Dark-colored Oncocyclus irises in Israel analyzed by AFLP, whole chloroplast genome sequencing and
species distribution modeling. Israel Journal of Ecology and Evolution, 2022, -1, 1-11. 0.2 1

16265
Molecular Phylogeography and Intraspecific Divergences in Siberian Wildrye (Elymus sibiricus L.) Wild
Populations in China, Inferred From Chloroplast DNA Sequence and cpSSR Markers. Frontiers in Plant
Science, 2022, 13, .

1.7 9

16266 Genome-wide identification and development of InDel markers in tobacco (Nicotiana tabacum L.) using
RAD-seq. Physiology and Molecular Biology of Plants, 2022, 28, 1077-1089. 1.4 4

16267 Molecular markers applied to the genetic characterization of Dalbergia nigra: implications for
conservation and management. Trees - Structure and Function, 2022, 36, 1539-1557. 0.9 2

16268 Genetic diversity and population structure of Leishmania (Viannia) braziliensis in the Peruvian jungle.
PLoS Neglected Tropical Diseases, 2022, 16, e0010374. 1.3 2

16269
Geographic variation in gene flow from a genetically distinct migratory ecotype drives population
genetic structure of coastal Atlantic cod (<i>Gadus morhua</i> L.). Evolutionary Applications, 2022,
15, 1162-1176.

1.5 8

16270 Phylogeography and Population History of Eleutharrhena macrocarpa (Tiliacoreae, Menispermaceae)
in Southeast Asiaâ€™s Most Northerly Rainforests. Diversity, 2022, 14, 437. 0.7 0

16271 Genetic diversity of Ethiopian potato (<i>Plectranthus edulis</i> (Vatke) Agnew) genotypes using
simple sequence repeat markers. Journal of Crop Improvement, 0, , 1-26. 0.9 0

16272 Population Genetic Structure and Geometric Morphology of Codling Moth Populations from
Different Management Systems. Agronomy, 2022, 12, 1278. 1.3 5

16273 Detection of Genomic Regions Controlling the Antioxidant Enzymes, Phenolic Content, and
Antioxidant Activities in Rice Grain through Association Mapping. Plants, 2022, 11, 1463. 1.6 8

16275 Genetic diversity and erosion in lima bean (Phaseolus lunatus L.) in Northeast Brazil. Genetic
Resources and Crop Evolution, 2022, 69, 2819-2832. 0.8 4

16276 Something Fishy about Siamese Fighting Fish (Betta splendens) Sex: Polygenic Sex Determination or a
Newly Emerged Sex-Determining Region?. Cells, 2022, 11, 1764. 1.8 9

16277 Postglacial range expansion of highâ€•elevation plants is restricted by dispersal ability and habitat
specialization. Journal of Biogeography, 2022, 49, 1739-1752. 1.4 4



828

Citation Report

# Article IF Citations

16278 Insights into the Genetic Spatial Structure of Nicaraguan Weedy Rice and Control of Its Seed Spread.
Pest Management Science, 0, , . 1.7 0

16279 Rare genetic admixture and unidirectional gene flow between ViperaÂ aspis and Vipera berus at their
contact zone in westernÂ France. Amphibia - Reptilia, 2022, 43, 181-194. 0.1 1

16280 Genetic Structure of Native Blue Honeysuckle Populations in the Western and Eastern Eurasian
Ranges. Plants, 2022, 11, 1480. 1.6 4

16281 Genetic Diversity of Rhanterium eppaposum Oliv. Populations in Kuwait as Revealed by GBS. Plants,
2022, 11, 1435. 1.6 4

16283 Assessment of genetic diversity among 131 safflower (Carthamus tinctorius L.) accessions using
peroxidase gene polymorphism (POGP) markers. Molecular Biology Reports, 2022, 49, 6531-6539. 1.0 3

16284 Biosystematics relationships among Marrubium L. (Lamiaceae) species in Iran. Genetic Resources and
Crop Evolution, 2022, 69, 2833-2847. 0.8 1

16285 Population genetics of a lethally managed mediumâ€•sized predator. Journal of Zoology, 0, , . 0.8 0

16286 Genetic diversity of Prunus armeniaca L. var. ansu Maxim. germplasm revealed by simple sequence
repeat (SSR) markers. PLoS ONE, 2022, 17, e0269424. 1.1 5

16287 Characterisation of LTR-Retrotransposons of Stevia rebaudiana and Their Use for the Analysis of
Genetic Variability. International Journal of Molecular Sciences, 2022, 23, 6220. 1.8 4

16288 Population Structure and Genetic Diversity of Chinese Honeybee (Apis Cerana Cerana) in Central
China. Genes, 2022, 13, 1007. 1.0 3

16289 Identification of Near Homozygous Inbred Lines for Developing Hybrid Populations to Explore the
Possibility of True Seed-Based Sugarcane Cultivation. Sugar Tech, 0, , . 0.9 0

16290 Development of Intron Polymorphism Markers and Their Association With Fatty Acid Component
Variation in Oil Palm. Frontiers in Plant Science, 2022, 13, . 1.7 1

16291 Genetic diversity of Banat Naked Neck, indigenous chicken breed from Serbia, inferred from
mitochondrial DNA D-loop sequence and microsatellite markers. Animal Biotechnology, 0, , 1-10. 0.7 0

16292 Island-specific evolution of a sex-primed autosome in a sexual planarian. Nature, 2022, 606, 329-334. 13.7 19

16293 Current genetic structure of European vendace Coregonus albula (L.) populations in Latvia after
multiple past translocations. Animal Biodiversity and Conservation, 0, , 161-173. 0.3 0

16294 Comparison of the Genetic Diversity of the Captive and Wild Populations of the Tsushima Leopard Cat
Using a GRAS-Di Analysis. Animals, 2022, 12, 1464. 1.0 1

16295 Population genetics reveals divergent lineages and ongoing hybridization in a declining migratory
fish species complex. Heredity, 2022, 129, 137-151. 1.2 0

16296 Hybridization and low genetic diversity in the endangered Alabama redâ€•bellied turtle (<i>Pseudemys) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (alabamensis</i>). Ecology and Evolution, 2022, 12, .0.8 4



829

Citation Report

# Article IF Citations

16297 Whole-genome resequencing of the wheat A subgenome progenitor Triticum urartu provides insights
into its demographic history and geographic adaptation. Plant Communications, 2022, , 100345. 3.6 1

16298 Genetic evaluation of Garcinia gummi-gutta L. (Roxb.) accessions based on inter simple sequence repeat
markers. Ecological Genetics and Genomics, 2022, 24, 100130. 0.3 2

16299 Stock composition of Atlantic coastal migratory striped bass using microsatellite DNA analysis.
Fisheries Research, 2022, 254, 106384. 0.9 0

16300 The Sela macaque (Macaca selai) is a distinct phylogenetic species that evolved from the Arunachal
macaque following allopatric speciation. Molecular Phylogenetics and Evolution, 2022, 174, 107513. 1.2 1

16308 Unraveling the genomic regions controlling the seed vigour index, root growth parameters and
germination per cent in rice. PLoS ONE, 2022, 17, e0267303. 1.1 8

16309



830

Citation Report

# Article IF Citations

16324
Genetic diversity, gene flow, and differentiation among wild, semiwild, and landrace chile pepper
(<i>Capsicum annuum</i>) populations in Oaxaca, Mexico. American Journal of Botany, 2022, 109,
1157-1176.

0.8 14

16325
Delimiting continuity: Comparison of target enrichment and double digest restrictionâ€•site associated
DNA sequencing for delineating admixing parapatric <i>Melitaea</i> butterflies. Systematic
Entomology, 2022, 47, 637-654.

1.7 2

16326 Maintenance of local adaptation despite gene flow in a coastal songbird. Evolution; International
Journal of Organic Evolution, 2022, 76, 1481-1494. 1.1 6

16327 Genetic Analyses of Discrete Geographic Samples of a Golden Chanterelle in Canada Reveal Evidence
for Recent Regional Differentiation. Genes, 2022, 13, 1110. 1.0 1

16328 Genotypic diversity and population structure of the apricot landraces of the Campania region
(Southern Italy) based on fluorescent SSRs. Genetic Resources and Crop Evolution, 0, , . 0.8 0

16329 Genetic analysis of hog deer (Axis porcinus) in Victoria, Australia, and its applications to invasive
species and game management. European Journal of Wildlife Research, 2022, 68, . 0.7 3

16330 Genetic diversity and connectivity of chemosynthetic cold seep mussels from the U.S. Atlantic margin.
Bmc Ecology and Evolution, 2022, 22, . 0.7 3

16331 From <scp>STRs</scp> to <scp>SNPs</scp> via <scp>ddRAD</scp>â€•seq: Geographic assignment of
confiscated tortoises at reduced costs. Evolutionary Applications, 2022, 15, 1344-1359. 1.5 2

16332 Assessing the Genetic Identity of Tuscan Sweet Chestnut (Castanea sativa Mill.). Forests, 2022, 13, 967. 0.9 1

16333 Truly invasive or simply nonâ€•native? Insights from an artificial crested newt hybrid zone. Conservation
Science and Practice, 0, , . 0.9 0

16334 Patterns of genetic diversity and structure of a threatened palm species (Euterpe edulis Arecaceae)
from the Brazilian Atlantic Forest. Heredity, 2022, 129, 161-168. 1.2 5

16335
Molecular characterization of tall fescue germplasm using SNP markers: population structure,
linkage disequilibrium, and association mapping of yield-related traits. Plant Biotechnology Reports, 0,
, .

0.9 0

16336 SSR-Based Molecular Identification and Population Structure Analysis for Forage Pea (Pisum sativum) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (var. arvense L.) Landraces. Genes, 2022, 13, 1086.1.0 8

16337 Exploring the Genetic Diversity and Population Structure of Wheat Landrace Population Conserved at
ICARDA Genebank. Frontiers in Genetics, 0, 13, . 1.1 9

16338 Are environmental factors responsible for essential oil chemotype distribution of Balkan <i>Juniperus
communis</i> var. <i>saxatilis</i> populations?. Plant Biosystems, 2023, 157, 102-111. 0.8 3

16339 The Genetic Diversity and Structure of the Feral Raccoon (Procyon lotor) Population in Shikoku
Island, Japan. Mammal Study, 2022, 47, . 0.2 0

16340 Phylogenetic relationship among taxa in the genus Adonis L. collected from TÃ¼rkiye based on nrDNA
internal transcribed spacer (ITS) markers. Molecular Biology Reports, 2022, 49, 7815-7826. 1.0 2

16341 Introgression in domestic camelid productive systems in Bolivia. Small Ruminant Research, 2022, 214,
106742. 0.6 1



831

Citation Report

# Article IF Citations

16342 Genetic structure of American bullfrog populations in Brazil. Scientific Reports, 2022, 12, . 1.6 0

16343
Contrasting patterns of genetic diversity and lack of population structure in the lesser spotted eagle
<i>Clanga pomarina</i> (Aves: Accipitriformes) across its breeding range. Biological Journal of the
Linnean Society, 0, , .

0.7 1

16344 Shall the Wild Boar Pass? A Genetically Assessed Ecological Corridor in the Geneva Region.
Sustainability, 2022, 14, 7463. 1.6 2

16345 Population Scale Analysis of Centromeric Satellite DNA Reveals Highly Dynamic Evolutionary Patterns
and Genomic Organization in Long-Tailed and Rhesus Macaques. Cells, 2022, 11, 1953. 1.8 2

16346 Genetic diversity of Plasmodium vivax reticulocyte binding protein 2b in global parasite populations.
Parasites and Vectors, 2022, 15, . 1.0 2

16347 Population Genetic Structure of the Bean Leaf Beetle Ootheca mutabilis (Coleoptera: Chrysomelidae)
in Uganda. Insects, 2022, 13, 543. 1.0 2

16348 Genetic diversity and spatial genetic structure support the specialist-generalist variation hypothesis
in two sympatric woodpecker species. Conservation Genetics, 2022, 23, 821-837. 0.8 3

16349 Tracking population genetic signatures of local extinction with herbarium specimens. Annals of
Botany, 2022, 129, 857-868. 1.4 8

16350 Genetic divergence among threespine stickleback that differ in nuptial coloration. Journal of
Evolutionary Biology, 2022, 35, 934-947. 0.8 0

16351 Population genetics reveals bidirectional fish movement across the Continental Divide via an
interbasin water transfer. Conservation Genetics, 0, , . 0.8 0

16352 Clarifying Taxonomic Boundaries in Nuphar sagittifolia (Nymphaeaceae): Insights from Morphology
and Population Genetic Diversity. Castanea, 2022, 87, . 0.2 0

16353 Asymmetric character displacement in mixed oak stands. New Phytologist, 2022, 236, 1212-1224. 3.5 9

16354 A Validated Molecular Protocol to Differentiate Pure Wolves, Dogs and Wolf x Dog Hybrids through
a Panel of Multiplexed Canine STR Markers. Diversity, 2022, 14, 511. 0.7 2

16355 Forensic efficacy evaluation and genetic structure exploration of the Yunnan Miao group by a
multiplex InDel panel. Electrophoresis, 2022, 43, 1765-1773. 1.3 4

16356 Genetic diversity and marker trait association for phytophthora resistance in chilli. Molecular
Biology Reports, 0, , . 1.0 4

16357 Analysis of genetic diversity and population structure among cultivated potato clones from Korea
and global breeding programs. Scientific Reports, 2022, 12, . 1.6 4

16358 Single trait versus principal component based association analysis for flowering related traits in
pigeonpea. Scientific Reports, 2022, 12, . 1.6 7

16359 Rapid Colonization of Upstream Habitats by <i>Oncorhynchus Mykiss</i> Following Culvert
Modification. North American Journal of Fisheries Management, 2022, 42, 1173-1184. 0.5 3



832

Citation Report

# Article IF Citations

16360 <scp><i>dartR</i></scp> v2: An accessible genetic analysis platform for conservation, ecology and
agriculture. Methods in Ecology and Evolution, 2022, 13, 2150-2158. 2.2 37

16361 Genetic analysis of Colletotrichum siamense populations from different hosts and counties in Hainan,
China using microsatellite markers. Plant Disease, 0, , . 0.7 1

16362 High genetic diversity in Aegilops tauschii Coss. accessions from North Iran as revealed by IRAP and
REMAP markers. Journal of Genetic Engineering and Biotechnology, 2022, 20, 86. 1.5 3

16363 Analysis of Population Genetic Diversity and Genetic Structure of Schizothorax biddulphi Based on 20
Newly Developed SSR Markers. Frontiers in Genetics, 0, 13, . 1.1 1

16364 Determinants of Population Genetic Structure in Chamaecrista fasciculata (Michx.) Greene (Fabaceae)
in the Southeastern United States. Castanea, 2022, 87, . 0.2 1

16365
A target capture approach for phylogenomic analyses at multiple evolutionary timescales in
rosewoods (<i>Dalbergia</i> spp.) and the legume family (Fabaceae). Molecular Ecology Resources,
2022, 22, 3087-3105.

2.2 5

16366
Anthropogenic deforestation and climate dryness as drivers of demographic decline and genetic
erosion in the southernmost European fir forests. European Journal of Forest Research, 2022, 141,
649-663.

1.1 3

16367 Genome structure and evolutionary history of frankincense producing Boswellia sacra. IScience,
2022, 25, 104574. 1.9 3

16368 Quantifying the effects of recent glacial history and future climate change on a unique population of
mountain goats. Biological Conservation, 2022, 272, 109631. 1.9 1

16369 The dynamics and the timeline of speciation in the gall-forming aphid Geoica spp. within and among
Pistacia host tree species. Molecular Phylogenetics and Evolution, 2022, 174, 107549. 1.2 0

16370 Start Codon Targeted (SCoT) markers for the assessment of genetic diversity in yeast isolated from
Turkish sourdough. Food Microbiology, 2022, 107, 104081. 2.1 11

16371 Temporally stable small-scale genetic structure of Northern pike (Esox lucius) in the coastal Baltic
Sea. Fisheries Research, 2022, 254, 106402. 0.9 6

16372
Development and validation of a low-density SNP panel for paternity and kinship analysis and
evaluation of genetic variability and structure of commercial Pacific white shrimp (Litopenaeus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 257 Td (vannamei) populations from Brazil. Aquaculture, 2022, 560, 738540.1.7 3

16373 Genetic diversity of Lippia origanoides Kunth. in natural populations using ISSR markers. Ciencia E
Agrotecnologia, 0, 46, . 1.5 5

16374 Genetic Diversity and Genome-Wide Association Study of Pumpkins (Cucurbita Moschata) Originating
from East Asia. SSRN Electronic Journal, 0, , . 0.4 1

16375 Temporal genetic structure of a stock of Prochilodus lineatus (Characiformes: Prochilodontidae) in
the Mogi-GuaÃ§u River ecosystem, SÃ£o Paulo, Brazil. Neotropical Ichthyology, 2022, 20, . 0.5 1

16377 The Genetic Diversity of Triploid <i>Celtis pumila</i> and its Diploid Relatives <i>C. occidentalis</i>
and <i>C. laevigata</i> (Cannabaceae). Systematic Botany, 2022, 47, 441-451. 0.2 0

16378 Complex population structure and haplotype patterns in the Western European honey bee from
sequencing a large panel of haploid drones. Molecular Ecology Resources, 2022, 22, 3068-3086. 2.2 9



833

Citation Report

# Article IF Citations

16379

Genetic structure and genome-wide association study of a genomic panel of two-row, spring barley
(<i>Hordeum vulgare</i> L.) with differential reaction to Fusarium head blight (<i>Fusarium) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (graminearum</i> Schwabe) and deoxynivalenol production. Canadian Journal of Plant Pathology,

2022, 44, 874-891.

0.8 2

16380 Genetic Characterization of Microsporum canis Clinical Isolates in the United States. Journal of Fungi
(Basel, Switzerland), 2022, 8, 676. 1.5 3

16381 Genetic Structure of Racing Pigeons (Columba livia) Kept in Poland Based on Microsatellite Markers.
Genes, 2022, 13, 1175. 1.0 0

16382 Re-evaluating the Systematics of Dendrolycopodium Using Restriction-Site Associated
DNA-Sequencing. Frontiers in Plant Science, 0, 13, . 1.7 1

16383 Genetic differentiation of a critically endangered population of the limpet Patella candei candei
dâ€™Orbigny, 1840, in the Canary Islands. Conservation Genetics, 0, , . 0.8 1

16384
Landscape connectivity among coastal giant salamander (Dicamptodon tenebrosus) populations
shows no association with land use, fire frequency, or river drainage but exhibits genetic signatures
of potential conservation concern. PLoS ONE, 2022, 17, e0268882.

1.1 0

16385 Phylogeography and Population Genetics Analyses Reveal Evolutionary History of the Desert Resource
Plant Lycium ruthenicum (Solanaceae). Frontiers in Plant Science, 0, 13, . 1.7 5

16386 Morphological variation and reproductive isolation in the Hetaerina americana species complex.
Scientific Reports, 2022, 12, . 1.6 2

16387
Hybrid swarm as a result of hybridization between two alien and two native water frog species (genus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 427 Td (Pelophylax) in Central Croatia: Crna Mlaka fishpond acting as a species melting pot?. Biological

Invasions, 2022, 24, 3291-3304.
1.2 5

16388 Conservation genomics of urban populations of Streamside Salamander (Ambystoma barbouri). PLoS
ONE, 2022, 17, e0260178. 1.1 2

16390 iPBS-Retrotransposon Markers in the Analysis of Genetic Diversity among Common Bean (Phaseolus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 342 Td (vulgaris L.) Germplasm from TÃ¼rkiye. Genes, 2022, 13, 1147.1.0 4

16391 Genetic diversity and population structure of <i>Hemileia vastatrix</i> from Ethiopian Arabica coffee.
Archives of Phytopathology and Plant Protection, 2022, 55, 1483-1503. 0.6 3

16392 DNA databases of an important tropical timber tree species Shorea leprosula (Dipterocarpaceae) for
forensic timber identification. Scientific Reports, 2022, 12, . 1.6 2

16393 Late Pleistoceneâ€•dated divergence between South Hemisphere populations of the nonâ€•conventional
yeast <i>L</i>. <i>cidri</i>. Environmental Microbiology, 2022, 24, 5615-5629. 1.8 2

16394 Genetic diversity and population structure of fine aroma cacao (Theobroma cacao L.) from north Peru
revealed by single nucleotide polymorphism (SNP) markers. Frontiers in Ecology and Evolution, 0, 10, . 1.1 6

16395 Lineage and role in integrative taxonomy of a heterotrophic orchid complex. Molecular Ecology, 0, , . 2.0 3

16396 Origins of high latitude introductions of Aedes aegypti to Nebraska and Utah during 2019. Infection,
Genetics and Evolution, 2022, 103, 105333. 1.0 3

16397 Population Genomics and Haplotype Analysis in Bread Wheat Identify a Gene Regulating Glume
Pubescence. Frontiers in Plant Science, 0, 13, . 1.7 1



834

Citation Report

# Article IF Citations

16398 Using PVA and captive breeding to balance trade-offs in the rescue of the island dibbler onto a new
island ark. Scientific Reports, 2022, 12, . 1.6 5

16399 Geographic Structuring and Divergence Time Frame of Monkeypox Virus in the Endemic Region. Journal
of Infectious Diseases, 2023, 227, 742-751. 1.9 24

16400 Phylogenomics of arboreal alligator lizards shed light on the geographical diversification of cloud
forestâ€•adapted biotas. Journal of Biogeography, 2022, 49, 1862-1876. 1.4 3

16401 Consequences of introgression and gene flow on the genetic structure and diversity of Lima bean
(<i>Phaseolus lunatus</i> L.) in its Mesoamerican diversity area. PeerJ, 0, 10, e13690. 0.9 5

16402 Reproductive Isolation and a Change in the Development Mode of the Tideland Snail Batillaria
flectosiphonata (Gastropoda: Batillariidae). Zoological Science, 2022, 39, . 0.3 1

16403 Genetic Identity and Diversity of Apple Accessions within a Candidate Collection for the Norwegian
National Clonal Germplasm Repository. Horticulturae, 2022, 8, 630. 1.2 9

16404 Limited phylogeographic and genetic connectivity in <i>Acacia</i> species of low stature in an arid
landscape. Ecology and Evolution, 2022, 12, . 0.8 4

16405 Population genomics and sexual signals support reproductive character displacement in
<i>Uperoleia</i> (Anura: Myobatrachidae) in a contact zone. Molecular Ecology, 2022, 31, 4527-4543. 2.0 8

16406 Genetic Characterization of Puccinia striiformis f. sp. tritici Populations from Different Wheat
Cultivars Using Simple Sequence Repeats. Journal of Fungi (Basel, Switzerland), 2022, 8, 705. 1.5 1

16407 Population genetic structure and demographic history of Rhodeus atremius suigensis, an endangered
bitterling in Japan. Conservation Genetics, 0, , . 0.8 0

16408 Genetic origin and differentiation of ten paddy fieldâ€“farmed Cyprinus carpio strains in China.
Aquaculture, 2022, 561, 738573. 1.7 0

16410 A decade of genetic monitoring reveals increased inbreeding for the Endangered western leopard
toad, Sclerophrys pantherina. Conservation Genetics, 2022, 23, 903-918. 0.8 1

16411 Limited domestic introgression in a final refuge of the wild pigeon. IScience, 2022, 25, 104620. 1.9 11

16412 Genetic Structure and Forensic Utility of 23 Autosomal STRs of the Ethnic Lao Groups From Laos and
Thailand. Frontiers in Genetics, 0, 13, . 1.1 0

16413 Genetic Diversity and Structure of the Main Danubian Horse Paternal Genealogical Lineages Based on
Microsatellite Genotyping. Veterinary Sciences, 2022, 9, 333. 0.6 1

16414 Exploring genetic diversity and Population structure of five Aegilops species with inter-primer
binding site (iPBS) markers. Molecular Biology Reports, 2022, 49, 8567-8574. 1.0 3

16415 Construction of a worldwide core collection of rapeseed and association analysis for waterlogging
tolerance. Plant Growth Regulation, 2022, 98, 321-328. 1.8 5

16416 The Population Structure of a Globe Artichoke Worldwide Collection, as Revealed by Molecular and
Phenotypic Analyzes. Frontiers in Plant Science, 0, 13, . 1.7 2



835

Citation Report

# Article IF Citations

16417 Population genetics of a recent range expansion and subsequent loss of migration in monarch
butterflies. Molecular Ecology, 2022, 31, 4544-4557. 2.0 13

16418
Genotyping-by-Sequencing Based Investigation of Population Structure and Genome Wide Association
Studies for Seven Agronomically Important Traits in a Set of 346 Oryza rufipogon Accessions. Rice,
2022, 15, .

1.7 8

16419 Habitat connectivity, gene flow, and population genetic structure in a Neotropical understory
insectivore, the Rufous-and-white Wren. Auk, 0, , . 0.7 1

16420 Resurrection of dormant zooplankton grazers reveals multiple evolutionary responses to toxic
cyanobacteria. Limnology and Oceanography, 2022, 67, 2000-2011. 1.6 3

16421 The genetic diversity of Asplenium viride (Aspleniaceae) fern colonizing heavy metal-polluted sites.
Plant Growth Regulation, 0, , . 1.8 0

16422 Genetic parallelism between European flat oyster populations at the edge of their natural range.
Evolutionary Applications, 0, , . 1.5 2

16423 Population genomics reveal multiple introductions and admixture of <i>Sonchus oleraceus</i> in
Australia. Diversity and Distributions, 2022, 28, 1951-1965. 1.9 3

16424 A Comparative Study of Genetic Responses to Short- and Long-Term Habitat Fragmentation in a
Distylous Herb Hedyotis chyrsotricha (Rubiaceae). Plants, 2022, 11, 1800. 1.6 2

16425 Capsicum annuum with causal allele of hybrid weakness is prevalent in Asia. PLoS ONE, 2022, 17,
e0271091. 1.1 3

16426
Morpho-genetic screening and population structure analysis of <i>Capsicum</i> landraces of
North-eastern Himalayan regions of India. Journal of Horticultural Science and Biotechnology, 2023,
98, 99-108.

0.9 0

16427 Evidence for Genetic Hybridization between Released and Wild Game Birds: Phylogeography and
Genetic Structure of Chukar Partridge, Alectoris chukar, in Turkey. Diversity, 2022, 14, 571. 0.7 1

16428 Absence of genetic isolation across highly fragmented landscape in the ant Temnothorax nigriceps.
Bmc Ecology and Evolution, 2022, 22, . 0.7 1

16429 Hidden fairy rings and malesâ€”Genetic patterns of natural Burgundy truffle ( <i>Tuber aestivum</i>) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (Vittad.) populations reveal new insights into its life cycle. Environmental Microbiology, 0, , .1.8 2

16430 Molecular evidence for introgressive hybridization in New Zealand masked gulls. Ibis, 2023, 165,
248-269. 1.0 0

16431 Genetic diversity and population structure of critically endangered Dactylorhiza hatagirea (D. Don)
Soo from North-Western Himalayas and implications for conservation. Scientific Reports, 2022, 12, . 1.6 3

16432 Clonality and genetic structure of an endangered aquatic plant, Typha minima, in the French Alps:
consequences for conservation. Alpine Botany, 0, , . 1.1 0

16433
From East Asia to Beringia: reconstructed range dynamics of Geranium erianthum (Geraniaceae)
during the last glacial period in the northern Pacific region. Plant Systematics and Evolution, 2022,
308, .

0.3 2

16434 High-Density Genomic Characterization of Native Croatian Sheep Breeds. Frontiers in Genetics, 0, 13, . 1.1 5



836

Citation Report

# Article IF Citations

16435 Morphological and molecular evidence refute a broad circumscription for. Australian Systematic
Botany, 2022, 35, 127-179. 0.3 2

16436 Analysis of genetic diversity and prediction of Larix species distribution in the Qinghaiâ€“Tibet Plateau,
China. Journal of Forestry Research, 2023, 34, 705-715. 1.7 9

16437 Fungicide Resistance and Host Influence on Population Structure in <i>Botrytis</i> spp. from
Specialty Crops in California. Phytopathology, 2022, 112, 2549-2559. 1.1 2

16438
Chrysolaena obovata (Less.) Dematt., a species native of Brazilian Cerrado: genetic diversity and
structure of natural populations and potential for inulin production. Genetic Resources and Crop
Evolution, 0, , .

0.8 0

16440 Genetic Variation and Population Structure of the Old World Bollworm <i>Helicoverpa armigera</i>
(HÃ¼bner, 1808) (Lepidoptera: Noctuidae) in Ethiopia. Environmental Entomology, 0, , . 0.7 0

16441 The evolutionary history of<i>Cardamine bulbifera</i>shows a successful rapid postglacial Eurasian
range expansion in the absence of sexual reproduction. Annals of Botany, 2022, 130, 245-263. 1.4 1

16442
A comparative study of population genetic structure reveals patterns consistent with selection at
functional microsatellites in common sunflower. Molecular Genetics and Genomics, 2022, 297,
1329-1342.

1.0 1

16443 Population-genomic analyses reveal bottlenecks and asymmetric introgression from Persian into iron
walnut during domestication. Genome Biology, 2022, 23, . 3.8 10

16444
Genetic Characterization of Endangered Indian Mithun (Bos frontalis), Indian Bison/Wild Gaur (Bos) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 427 Td (gaurus) and Tho-tho Cattle (Bos indicus) Populations Using SSR Markers Reveals Their Diversity and

Unique Phylogenetic Status. Diversity, 2022, 14, 548.
0.7 4

16445 Investigation of the Genetic Diversity of Dagestan Mountain Cattle Using STR-Markers. Diversity, 2022,
14, 569. 0.7 2

16446
Genome-wide Association Study for Yield and Yield-Related Traits in Diverse Blackgram Panel (Vigna) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 347 Td (mungo L. Hepper) Reveals Novel Putative Alleles for Future Breeding Programs. Frontiers in Genetics,

0, 13, .
1.1 5

16447 City puzzles: Does urban land scape affect genetic population structure in Aedes aegypti?. PLoS
Neglected Tropical Diseases, 2022, 16, e0010549. 1.3 3

16448
Population genetic structure of the endemic fish <scp> <i>Gambusia marshi</i> </scp> from the
Cuatro CiÃ©negas basin and its outflow in Coahuila, Mexico. Aquatic Conservation: Marine and
Freshwater Ecosystems, 0, , .

0.9 1

16449 Genetic differentiation between coexisting wild and domestic Reindeer (Rangifer tarandus L. 1758) in
Northern Eurasia. Genetic Resources, 2022, 3, . 0.2 1

16450
Molecular genetic differentiation of native populations of Mediterranean blue mussels,<i>Mytilus
galloprovincialis</i>Lamarck, 1819, and the relationship with environmental variables. , 2022, 89,
755-784.

7

16451
Geographic distance, landscape heterogeneity and migratory connectivity influence population
genetic structure of farmland-dependent wintering birds and their conservation. Biological
Conservation, 2022, 272, 109649.

1.9 2

16452 Genetic characterisation of fragmented Asian elephant populations with one recent extinction in its
eastern-central Indian range. Ecological Genetics and Genomics, 2022, 24, 100132. 0.3 3

16453 Assessing genetic structure of Eugenia uniflora L. populations along an environmental gradient using
a novel set of SSR markers. South African Journal of Botany, 2022, 149, 530-536. 1.2 3



837

Citation Report

# Article IF Citations

16454 Genetic monitoring of the critically endangered leatherback turtle (Dermochelys coriacea) in the
South West Atlantic. Regional Studies in Marine Science, 2022, 55, 102530. 0.4 3

16455 Diversification within an oceanic Mediterranean island: Insights from a terrestrial isopod. Molecular
Phylogenetics and Evolution, 2022, 175, 107585. 1.2 2

16456 Structural analysis of Actinidia arguta natural populations and preliminary application in association
mapping of fruit traits. Scientia Horticulturae, 2022, 304, 111306. 1.7 4

16457 Recent speciation and phenotypic plasticity within a parthenogenetic lineage of levantine whip spiders
(Chelicerata: Amblypygi: Charinidae). Molecular Phylogenetics and Evolution, 2022, 175, 107560. 1.2 4

16458 Phylogeography of Chinese cereal cyst nematodes sheds lights on their origin and dispersal.
Evolutionary Applications, 2022, 15, 1236-1248. 1.5 3

16459 A chromosomal inversion contributes to divergence in multiple traits between deer mouse ecotypes.
Science, 2022, 377, 399-405. 6.0 47

16460
Integrating multi-locus genome-wide association studies with transcriptomic data to identify genetic
loci underlying adult root trait responses to drought stress in flax (Linum usitatissimum L.).
Environmental and Experimental Botany, 2022, 202, 105019.

2.0 4

16461 Genetic diversity and population dynamic of <i>Ziziphus jujuba</i> var. <i>spinosa</i> (Bunge) Hu ex H.
F. Chow in Central China. Ecology and Evolution, 2022, 12, . 0.8 2

16462 Genetic structure of wild rice Zizania latifolia in an expansive heterogeneous landscape along a
latitudinal gradient. Frontiers in Ecology and Evolution, 0, 10, . 1.1 1

16463 Conservation importance of the strategic, centrally located snow leopard population in the western
Himalayas, India: a genetic perspective. Mammalian Biology, 0, , . 0.8 0

16464 Multi-Locus Genome-Wide Association Studies to Characterize Fusarium Head Blight (FHB) Resistance
in Hard Winter Wheat. Frontiers in Plant Science, 0, 13, . 1.7 5

16465 Genetic dissection of grain iron and zinc, and thousand kernel weight in wheat (Triticum aestivum L.)
using genome-wide association study. Scientific Reports, 2022, 12, . 1.6 13

16466 Phylogeography and population genetics of a widespread coldâ€•adapted ant, <i>Prenolepis imparis</i>.
Molecular Ecology, 2022, 31, 4884-4899. 2.0 0

16467 GWAS and RNA-seq analysis uncover candidate genes associated with alkaline stress tolerance in
maize (Zea mays L.) seedlings. Frontiers in Plant Science, 0, 13, . 1.7 5

16468 Inter-colony fights in Tetragonula stingless bees result in temporary mixed-species worker cohorts.
Apidologie, 2022, 53, . 0.9 1

16469 Age-Dependent Dispersal and Relatedness in Tiger Sharks (Galeocerdo cuvier). Frontiers in Marine
Science, 0, 9, . 1.2 4

16470 Development of EST-SSR Markers Related to Polyphyllin Biosynthesis Reveals Genetic Diversity and
Population Structure in Paris polyphylla. Diversity, 2022, 14, 589. 0.7 6

16471 Phenotypic and Genotypic Diversity of Ascochyta fabae Populations in Southern Australia. Frontiers
in Plant Science, 0, 13, . 1.7 2



838

Citation Report

# Article IF Citations

16472 Variation in reproductive mode across the latitudinal range of invasive Russian knapweed. AoB
PLANTS, 0, , . 1.2 4

16473 Countrywide interâ€•epidemic region migration pattern suggests the role ofÂ southwesternÂ population in
wheat stripe rust epidemics in China. Environmental Microbiology, 2022, 24, 4684-4701. 1.8 6

16475 Genetic Relationships of <i>Puccinia striiformis</i> f. sp. <i>tritici</i> in Southwestern and
Northwestern China. Microbiology Spectrum, 2022, 10, . 1.2 4

16476 Development of Microsatellite Markers Based on Transcriptome Sequencing and Evaluation of Genetic
Diversity in Swimming Crab (Portunus trituberculatus). Frontiers in Genetics, 0, 13, . 1.1 3

16478 Genetic Structure of the Endangered Coral Cladocora caespitosa Matches the Main Bioregions of the
Mediterranean Sea. Frontiers in Genetics, 0, 13, . 1.1 2

16479 New Insight into Genetic Structure and Diversity of Scots Pine (Pinus sylvestris L.) Populations in
Lithuania Based on Nuclear, Chloroplast and Mitochondrial DNA Markers. Forests, 2022, 13, 1179. 0.9 8

16480 Genetic relationships of salep orchid species and gene flow among Serapias vomeracea Ã— Anacamptis
morio hybrids. Plant Biotechnology Reports, 2023, 17, 315-327. 0.9 7

16481
Virulence Phenotyping and Molecular Genotyping Reveal High Diversity Within and Strong Gene Flow
Between the <i>Puccinia striiformis</i> f. sp. <i>tritici</i> Populations Collected from Barberry and
Wheat in Shaanxi Province of China. Plant Disease, 2023, 107, 701-712.

0.7 3

16482 Differential associations between nucleotide polymorphisms and physiological traits in Norway
spruce (<i>Picea abies</i>Karst.) plants under contrasting water regimes. Forestry, 0, , . 1.2 2

16483 Genetic diversity and verbascoside content in natural populations of Pyrostegia venusta (Ker Gawl.)
Miers. Molecular Biology Reports, 0, , . 1.0 0

16484 Patterns of genetic diversity of brown trout in a northern Spanish catchment linked to structural
connectivity. Aquatic Sciences, 2022, 84, . 0.6 5

16485 Incipient speciation, high genetic diversity, and ecological divergence in the alligator bark juniper
suggest complex demographic changes during the Pleistocene. PeerJ, 0, 10, e13802. 0.9 4

16486 Nepotistic colony fission in dense colony aggregations of an Australian paper wasp. Scientific
Reports, 2022, 12, . 1.6 0

16487 Genetic Pool of the Cultivated Pear Tree (Pyrus spp.) in the Canary Islands (Spain), Studied Using SSR
Molecular Markers. Agronomy, 2022, 12, 1711. 1.3 8

16488
Range expansion and contraction of Tillandsia landbeckii lomas in the hyperarid Chilean Atacama
Desert indicates ancient introgression and geneflow. Perspectives in Plant Ecology, Evolution and
Systematics, 2022, 56, 125689.

1.1 2

16489 Discerning the global phylogeographic distribution of Phyllosticta citricarpa by means of whole
genome sequencing. Fungal Genetics and Biology, 2022, 162, 103727. 0.9 3

16490 Genetic diversity analysis of Puan Kalianda kopyor coconuts (Cocos nucifera) from South Lampung,
Indonesia based on SSR markers. Biodiversitas, 2021, 23, . 0.2 0

16491 GENETIC DIVERSITY OF THE CHICKEN LINES OF BELARUSIAN BREEDING BY ALLELIC COMPOSITION OF PRL, GH
AND IGF-I GENES ASSOCIATED WITH PRODUCTIVITY. , 2021, 31, 124-133. 0



839

Citation Report

# Article IF Citations

16492 New evidence for the establishment of coastal cod (Gadus morhua) in Svalbard fjords. Marine
Ecology - Progress Series, 0, , . 0.9 7

16493 Genetic sub-structuring of Croatian island populations in the Southeastern European context: a
meta-analysis. Croatian Medical Journal, 2022, 63, 231-243. 0.2 0

16494 Genetic Diversity and Population Structure Analysis of 10 Species of <i>Ranunculaceae</i> by
Inter-Simple Sequence Repeats Markers. Journal of Biobased Materials and Bioenergy, 2022, 16, 442-451. 0.1 0

16495
Fineâ€•scale social and genetic structure of common bottlenose dolphins (<scp><i>Tursiops) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 627 Td (truncatus</i></scp>) in the Barataria Basin, Louisiana, USA. Aquatic Conservation: Marine and

Freshwater Ecosystems, 2022, 32, 1437-1456.
0.9 3

16496 Molecular markers for assessing the inter- and intra-racial genetic diversity and structure of
common bean. Genetic Resources and Crop Evolution, 0, , . 0.8 0

16497 Genomic prediction for carcass traits in Japanese Black cattle considering mixed structure of
subpopulations. Journal of Animal Genetics, 2022, 50, 31-38. 0.5 3

16498 Transcriptome and association mapping revealed functional genes respond to drought stress in
Populus. Frontiers in Plant Science, 0, 13, . 1.7 2

16499 Genetic variation of seed oil characteristics in native Korean germplasm of Perilla crop (Perilla) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (frutescens L.) using SSR markers. Genes and Genomics, 2022, 44, 1159-1170.0.5 4

16501 Phylogeography reveals the origin of the two phenological forms of large blue, <i>Phengaris
arion</i> (Lepidoptera: Lycaenidae). Biological Journal of the Linnean Society, 0, , . 0.7 1

16502 Genome-Wide Association Studies Reveal Novel Loci for Herbivore Resistance in Wild Soybean (Glycine) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 382 Td (soja). International Journal of Molecular Sciences, 2022, 23, 8016.1.8 7

16503
Phylogeography supports lineage divergence for an endemic rattlesnake (<i>Crotalus ravus</i>) of
the Neotropical montane forest in the Trans-Mexican Volcanic Belt. Biological Journal of the Linnean
Society, 2022, 137, 496-512.

0.7 3

16504 Genetic Diversity and Population Structure of Jubaea chilensis, an Endemic and Monotype Gender from
Chile, Based on SNP Markers. Plants, 2022, 11, 1959. 1.6 5

16505 Population genomics of ancient and modern Trichuris trichiura. Nature Communications, 2022, 13, . 5.8 10

16506 Community Characteristics and Genetic Diversity of Macrobenthos in Haima Cold Seep. Frontiers in
Marine Science, 0, 9, . 1.2 2

16507 High and similar genetic diversity in wild and cultivated populations of the economically important
fruit tree Caryocar coriaceum Wittm. in Caatinga. Genetic Resources and Crop Evolution, 0, , . 0.8 0

16508
Genetic variability and population structure of the Japanese sea cucumber, Apostichopus japonicus
Selenka, 1867 revealed by microsatellites in Peter the Great Gulf, Sea of Japan. Marine Biodiversity,
2022, 52, .

0.3 1

16509 Mining Candidate Genes and Favorable Haplotypes for Flag Leaf Shape in Rice (Oryza sativa L.) Based on
a Genome-Wide Association Study. Agronomy, 2022, 12, 1814. 1.3 7

16510 Agronomical selection on lossâ€•ofâ€•function of <i>GIGANTEA</i> simultaneously facilitates soybean salt
tolerance and early maturity. Journal of Integrative Plant Biology, 2022, 64, 1866-1882. 4.1 17



840

Citation Report

# Article IF Citations

16511
A single genomic region involving a putative chromosome rearrangement in flat oyster ( <i>Ostrea) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 747 Td (edulis</i> ) is associated with differential host resilience to the parasite <i>Bonamia ostreae</i>.

Evolutionary Applications, 0, , .
1.5 7

16512 Fine-scale population genetic structure and barriers to gene flow in a widespread seabird (<i>Ardenna) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (pacifica</i>). Biological Journal of the Linnean Society, 2022, 137, 125-136.0.7 5

16513
Genotyping-by-Sequencing and Morphology Revealed the Role of Polyploidization and Hybridization in
the Diversification of the Centaurea aspera L. Complex of Section Seridia (Juss.) DC. (Asteraceae).
Plants, 2022, 11, 1919.

1.6 1

16514 Population Dynamics of Wide Compatibility System and Evaluation of Intersubspecific Hybrids by
indica-japonica Hybridization in Rice. Plants, 2022, 11, 1930. 1.6 3

16515 RAD-sequencing improves the genetic characterization of a threatened tree peony (Paeonia ludlowii)
endemic to China: Implications for conservation. Plant Diversity, 2023, 45, 513-522. 1.8 5

16517
The fast invasion of Europe by the box tree moth: an additional example coupling multiple
introduction events, bridgehead effects and admixture events. Biological Invasions, 2022, 24,
3865-3883.

1.2 6

16518 Temporal genetic variation of the Chinese longsnout catfish (Leiocassis longirostris) in the upper
Yangtze River with resource decline. Environmental Biology of Fishes, 2022, 105, 1139-1151. 0.4 1

16519 Genome-wide association mapping for component traits of drought and heat tolerance in wheat.
Frontiers in Plant Science, 0, 13, . 1.7 14

16520
Contrasting genetic population structures in acorn weevils ( <scp> <i>Curculio</i> spp. </scp> ) in
expanding forests: The effects of differences in resourceâ€•tracking strategies. Insect Conservation and
Diversity, 0, , .

1.4 1

16521 Isolated Grauer's gorilla populations differ in diet and gut microbiome. Molecular Ecology, 2023, 32,
6523-6542. 2.0 6

16522 Spatial genetic structure in the Madeiran endemic Dactylorhiza foliosa (Orchidaceae). Plant
Systematics and Evolution, 2022, 308, . 0.3 0

16523
Genetic Variation and Structure Analysis of Iraqi Valonia Oak (Quercus aegilops L.) Populations Using
Conserved DNA-Derived Polymorphism and Inter-Simple Sequence Repeats Markers. Plant Molecular
Biology Reporter, 0, , .

1.0 3

16524 Uncovering the genomic basis of an extraordinary plant invasion. Science Advances, 2022, 8, . 4.7 19

16525 Simple Sequence Repeat Markers Reveal Genetic Diversity and Population Structure of Bolivian Wild
and Cultivated Tomatoes (Solanum lycopersicum L.). Genes, 2022, 13, 1505. 1.0 2

16526 ï»¿Traces of past reintroduction in genetic diversity: The case of the Balkan chamois (Mammalia,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (Artiodactyla). ZooKeys, 0, 1116, 57-70.0.5 1

16527 Study on the Genetic Variation of Triadica sebifera (Linnaeus) Small Populations Based on SSR
Markers. Forests, 2022, 13, 1330. 0.9 2

16528
Genetic diversity and structure of superior spring frost tolerant genotypes of Persian walnut
(Juglans regia L.) in East Azerbaijan province of Iran, characterized using inter simple sequence repeat
(ISSR) markers. Genetic Resources and Crop Evolution, 2023, 70, 539-548.

0.8 5

16530 Phylogenomic structure and speciation in an emerging model: the <i>Sphagnum magellanicum</i>
complex (Bryophyta). New Phytologist, 2022, 236, 1497-1511. 3.5 9



841

Citation Report

# Article IF Citations

16531 Population Genetic Structure in Channeled Whelk <i>Busycotypus canaliculatus</i> along the U.S.
Atlantic Coast. Transactions of the American Fisheries Society, 0, , . 0.6 0

16532 Assessment of genetic diversity and population structure in local alfalfa genotypes using iPBS
molecular markers. Genetic Resources and Crop Evolution, 2023, 70, 617-628. 0.8 6

16533 Influence of Indo-Pacific ocean currents on the distribution and demographic patterns of the brown
seaweed Sargassum polycystum in tropical east Asia. Frontiers in Marine Science, 0, 9, . 1.2 3

16534 Assessment of Genetic Diversity of Bread Wheat Genotypes for Drought Tolerance Using Canopy
Reflectance-Based Phenotyping and SSR Marker-Based Genotyping. Sustainability, 2022, 14, 9818. 1.6 5

16535
A widespread commensal loses its identity: suggested taxonomic revision for Indotyphlops braminus
(Scolecophidia: Typhlopidae) based on molecular data. Organisms Diversity and Evolution, 2023, 23,
169-183.

0.7 1

16536 Molecular characterization and genetic diversity analysis in Indian mustard (Brassica juncea L. Czern) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (&amp; Coss.) varieties using SSR markers. PLoS ONE, 2022, 17, e0272914.1.1 8

16538 Complete mitochondrial genome and phylogenetic analysis of eight sika deer subspecies in northeast
Asia. Journal of Genetics, 2022, 101, . 0.4 0

16539 The origin and population divergence of Parabotia curtus (Botiidae: Cypriniformes), a relict loach in
Japan. Ichthyological Research, 0, , . 0.5 0

16540 Intraspecific hybridisation of an invasive lizard on Lord Howe Island. Australian Journal of Zoology,
2022, 69, 184-196. 0.6 0

16541
Exploring the genetic makeup and population structure among Capsicum accessions for crop
improvement and breeding curriculum insights. Journal of Genetic Engineering and Biotechnology,
2022, 20, 116.

1.5 4

16542 Molecular insights into the invasion dynamics of Carcinus crabs in South Africa. Biological
Invasions, 2022, 24, 3597-3613. 1.2 2

16543 Genetic Diversity and Fine-Scale Spatial Genetic Structure of the Endangered Shrub Birch (Betula) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (humilis Schrk.) Populations in Protected and Unprotected Areas. Diversity, 2022, 14, 684.0.7 0

16544 Elucidating a history of invasion: population genetics of pirarucu (Arapaima gigas, Actinopterygii,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (Arapaimidae) in the Madeira River. Hydrobiologia, 2022, 849, 3617-3632.1.0 2

16545 A Survey of Genome-Wide Genetic Characterizations of Crossbred Dairy Cattle in Local Farms in
Cambodia. Animals, 2022, 12, 2072. 1.0 1

16546 Tracing the geographic origin of planted tropical timber Neobalanocarpus heimii (chengal) with DNA
approach. Conservation Genetics Resources, 2022, 14, 413-419. 0.4 1

16547 Host association, environment, and geography underlie genomic differentiation in a major forest pest.
Evolutionary Applications, 2022, 15, 1749-1765. 1.5 6

16548 Genome-wide association study and genomic prediction of resistance to stripe rust in current Central
and Northern European winter wheat germplasm. Theoretical and Applied Genetics, 2022, 135, 3583-3595. 1.8 13

16549 Descriptive Genomic Analysis and Sequence Genotyping of the Two Papaya Species (Vasconcellea) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td (pubescens and Vasconcellea chilensis) Using GBS Tools. Plants, 2022, 11, 2151.1.6 2



842

Citation Report

# Article IF Citations

16550
Genetic evidence to inform management of rare genetic variants and gene flow: Balancing the
conservation of the rare â€œSpirit bearâ€• allele and population genetic diversity across a complex
landscape. Conservation Science and Practice, 2022, 4, .

0.9 2

16551 Microsatellites and agronomic approaches reveal the diversity of beans (Phaseolus vulgaris L.)
cultivated in EspÃrito Santoâ€”Brazil, by family farms. Genetic Resources and Crop Evolution, 0, , . 0.8 0

16552
Spatiotemporal monitoring of the rare northern dragonhead (<i>Dracocephalum ruyschiana</i>,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 667 Td (Lamiaceae) â€” SNP genotyping and environmental niche modeling herbarium specimens. Ecology and

Evolution, 2022, 12, .
0.8 2

16553 Genomic analysis of the rare British Lop pig and identification of distinctive genomic markers. PLoS
ONE, 2022, 17, e0271053. 1.1 2

16554 Genetic diversity and population structure of 93 rice cultivars (lines) (Oryza sativa Xian group) in
Qinba in China by 3 types of genetic markers. BMC Genomics, 2022, 23, . 1.2 7

16555 AFLP-Based Genetic Structure of Lithuanian Populations of Small Balsam (ImpatiensÂ parviflora DC.) in
Relation to Habitat Characteristics. Forests, 2022, 13, 1228. 0.9 2

16556 Hybridization between the Woodland Salamanders Plethodon cinereus and P. electromorphus Is Not
Widespread. Ichthyology and Herpetology, 2022, 110, . 0.3 2

16557 Genetic Analyses Reveal High Connectivity among Populations of the Honduran White Bat Ectophylla
alba in the Caribbean Lowlands of Central Eastern Costa Rica. Acta Chiropterologica, 2022, 24, . 0.2 0

16558 Expansion of the Sable (Martes zibellina L.) from the North of the Central Siberian Plateau into
Tundra Ecosystems. Russian Journal of Genetics, 2022, 58, 955-966. 0.2 1

16559 Genetic structure and trait variation within a maple hybrid zone underscore North China as an
overlooked diversity hotspot. Scientific Reports, 2022, 12, . 1.6 0

16560 ï»¿NextRAD phylogenomics, sanger sequencing and morphological data to establish three new species of
New Guinea stream beetles. Alpine Entomology, 0, 6, 51-64. 0.2 0

16561 Collection of native <scp><i>Theobroma cacao</i></scp> L. accessions from the Ecuadorian Amazon
highlights a hotspot of cocoa diversity. Plants People Planet, 2022, 4, 605-617. 1.6 8

16562
Diversity, migration routes, and worldwide population genetic structure of <i>Lecanosticta
acicola</i>, the causal agent of brown spot needle blight. Molecular Plant Pathology, 2022, 23,
1620-1639.

2.0 6

16563 Whole-genome analysis of hard winter wheat germplasm identifies genomic regions associated with
spike and kernel traits. Theoretical and Applied Genetics, 2022, 135, 2953-2967. 1.8 7

16565 Disease Resistance and Molecular Variations in Irradiation Induced Mutants of Two Pea Cultivars.
International Journal of Molecular Sciences, 2022, 23, 8793. 1.8 2

16566
Diverge and Conquer: Phylogenomics of southern Wallacean forest skinks
(Genus:<i>Sphenomorphus</i>) and their colonization of the Lesser Sunda Archipelago. Evolution;
International Journal of Organic Evolution, 2022, 76, 2281-2301.

1.1 6

16567 Genetic diversity, lineage divergence, and demography of Diaphanosoma dubium (Crustacea:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (Cladocera) on Hainan Island, China. Hydrobiologia, 2022, 849, 4221-4239.1.0 3

16568 Genetic Analysis and Status of Brown Bear Sub-Populations in Three National Parks of Greece
Functioning as Strongholds for the Speciesâ€™ Conservation. Genes, 2022, 13, 1388. 1.0 0



843

Citation Report

# Article IF Citations

16569 Association mapping for abiotic stress tolerance using heat- and drought-related syntenic markers in
okra. Molecular Biology Reports, 2022, 49, 11409-11419. 1.0 4

16570 Variable hybridization between two Lake Tanganyikan cichlid species in recent secondary contact.
Molecular Ecology, 0, , . 2.0 2

16571 Conservation Genetics of the Endangered Sado Wrinkled Frog Glandirana Susurra Reveals Strong
Regional Endemism and Population Bottlenecks. Wetlands, 2022, 42, . 0.7 0

16572
Panmixia and active colonisation of the invasive palm Trachycarpus fortunei (Arecaceae) in Southern
Switzerland and Northern Italy as inferred by microsatellites and SNP markers. Biological Invasions,
2022, 24, 3737-3756.

1.2 2

16573 Genetic ancestry and population structure of vaccinia virus. Npj Vaccines, 2022, 7, . 2.9 9

16576 Analysis of waxy maize germplasm resources in Southwest China based on SNP markers. Genetic
Resources and Crop Evolution, 0, , . 0.8 0

16577 Analysis of the Genetic Diversity and Population Structure of the Nenets Native Breed of Reindeer
Based on Microsatellite Markers. Russian Journal of Genetics, 2022, 58, 975-987. 0.2 5

16578 Historical Westward Migration Phases of Ovis aries Inferred from the Population Structure and the
Phylogeography of Occidental Mediterranean Native Sheep Breeds. Genes, 2022, 13, 1421. 1.0 4

16579 Phylogenetic relationship and soil salinity shape intraspecific trait variability of Phragmites australis
in the Yellow River Delta. Frontiers in Marine Science, 0, 9, . 1.2 1

16580 Radical shift in the genetic composition of New England chicory populations. Journal of Ecology,
2023, 111, 391-399. 1.9 2

16581 First genomic insights into the Mandevilla genus. Frontiers in Plant Science, 0, 13, . 1.7 0

16582 Recent declines in genetic diversity with limited dispersal among coastal cactus wren populations in
San Diego County, California. Conservation Science and Practice, 0, , . 0.9 1

16583 Direct evidence demonstrates that <i>Puccinia striiformis</i> f. sp. <i>tritici</i> infects susceptible
barberry to complete sexual cycle in autumn. Plant Disease, 0, , . 0.7 1

16584 Genome-Wide Association Analysis Reveals Trait-Linked Markers for Grain Nutrient and Agronomic
Traits in Diverse Set of Chickpea Germplasm. Cells, 2022, 11, 2457. 1.8 8

16585 A new set of microsatellite markers for <i>Phoxinus lumaireul senso lato</i> , <i>P. marsilii</i> and
<i>P. krkae</i> for population and molecular taxonomic studies. Journal of Fish Biology, 0, , . 0.7 0

16586
Evidence of an additional center of apple domestication in Iran, with contributions from the
Caucasian crab apple <i>Malus orientalis</i> Uglitzk. to the cultivated apple gene pool. Molecular
Ecology, 0, , .

2.0 1

16587 Contemporary genetic structure of Xantus's Hummingbird (<i>Basilinna xantusii</i>) in the Baja
California peninsula. Ibis, 2023, 165, 270-287. 1.0 0

16590 Temporal instability in genetic structure of a marine monocot (Halophila ovalis). Estuarine, Coastal
and Shelf Science, 2022, , 108034. 0.9 0



844

Citation Report

# Article IF Citations

16591 Genetic Diversity and Population Structure of Local Chicken Ecotypes in Burkina Faso Using
Microsatellite Markers. Genes, 2022, 13, 1523. 1.0 2

16592 Perspectives in plant evolutionary genetics: A field guide in 15 â€œeasy stepsâ€• to modern tools in
evolutionary genetics and genomics. Botanical Sciences, 0, 100, . 0.3 2

16594 Intra- and Inter-Cultivar Variability of Lavandin (Lavandula Ã— intermedia Emeric ex Loisel.) Landraces
from the Island of Hvar, Croatia. Agronomy, 2022, 12, 1864. 1.3 2

16595 Design and validation of a codominant molecular marker for fruit acidity in muskmelon ( <i>Cucumis) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (melo</i> ). Plant Breeding, 0, , .1.0 1

16596 Genetic Diversity and Population Structure of Cylindrocarpon-like Fungi Infecting Ginseng Roots in
Northeast China. Journal of Fungi (Basel, Switzerland), 2022, 8, 814. 1.5 0

16597 Natural and anthropogenic landscape factors shape functional connectivity of an ecological
specialist in urban Southern California. Molecular Ecology, 2022, 31, 5214-5230. 2.0 3

16598 Genetic traces of dispersal and admixture in red deer (Cervus elaphus) populations from the
Carpathian Basin. European Journal of Wildlife Research, 2022, 68, . 0.7 1

16599 Nuclear genetic diversity and structure of Anastrepha ludens wild populations evidenced by
microsatellite markers. Frontiers in Ecology and Evolution, 0, 10, . 1.1 2

16600 Reproductive Strategies and Population Genetic Structure in Two Dryland River Floodplain Plants,
Marsilea drummondii and Eleocharis acuta. Genes, 2022, 13, 1506. 1.0 0

16601 Genetic diversity in peridomiciliary populations of Triatoma mexicana (Hemiptera: Reduviidae:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 382 Td (Triatominae) in central Mexico. Parasitology Research, 2022, 121, 2875-2886.0.6 4

16602 Genetic Dissection of Grain Size Traits Through Genome-Wide Association Study Based on Genic
Markers in Rice. Rice Science, 2022, 29, 462-472. 1.7 9

16603 Genome-wide association mapping for isolate-specific resistance to Ascochyta rabiei in chickpea (Cicer) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (arietinum L.). Physiological and Molecular Plant Pathology, 2022, 121, 101883.1.3 6

16604 ASSOCIATIVE MAPPING FOR EXOTIC SOYBEAN GERMPLASM GRAIN YIELD IN HIGH TEMPERATURES. Revista
Caatinga, 2022, 35, 567-573. 0.3 0

16605 Phenotypic and genetic analyses of yellow spot malady in lettuce. Scientia Horticulturae, 2022, 305,
111389. 1.7 4

16606 Genetic diversity and spatial structure of indigenous sheep population of Benin revealed by
microsatellite markers. Ecological Genetics and Genomics, 2022, 25, 100136. 0.3 0

16607
Genome-wide SNPs data provides new insights into the population structure of the
Atlantic-Mediterranean gold coral Savalia savaglia (Zoantharia: Parazoanthidae). Ecological Genetics
and Genomics, 2022, 25, 100135.

0.3 3

16608 Genetic diversity in gooseberry (Ribes uva-crispa), as estimated with SSR markers. Scientia
Horticulturae, 2022, 306, 111438. 1.7 2

16610 Even shortâ€•distance dispersal over a barrier can affect genetic differentiation in <i>Gyraulus</i> , an
island freshwater snail. Freshwater Biology, 0, , . 1.2 4



845

Citation Report

# Article IF Citations

16611 Evidence that genomic incompatibilities and other multilocus processes impact hybrid fitness in a
rattlesnake hybrid zone. Evolution; International Journal of Organic Evolution, 2022, 76, 2513-2530. 1.1 5

16612 Genetic structure and diversity of amphidromous sculpin in Shiretoko, a mountainous peninsula in
Japan. Conservation Genetics, 0, , . 0.8 0

16613 Comparison of genetic variation between rare and common congeners of Dipodomys with estimates of
contemporary and historical effective population size. PLoS ONE, 2022, 17, e0274554. 1.1 0

16615 Genetic Evaluation in Natural Populations of the Threatened Conifer Amentotaxus argotaenia (Hance)
Pilg. (Taxaceae) Using Microsatellites. Forests, 2022, 13, 1452. 0.9 0

16616 Genetic diversity and population structure of Venturia inaequalis isolates in apple orchards from
Turkey. Physiological and Molecular Plant Pathology, 2022, 122, 101899. 1.3 0

16617
Genetic diversity and population structure analyses of South African Bambara groundnut (Vigna) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 547 Td (subterranea [L]. Verdc.) collections using SNP markers. South African Journal of Botany, 2022, 150,

1061-1068.
1.2 2

16618 Genetic diversity and population structure of Bruguiera cylindrica along coastal areas in Thailand.
Aquatic Botany, 2022, 183, 103575. 0.8 3

16619 Morphological and molecular profiling of Striga gesnerioides on cowpea in Ghana. Ecological
Genetics and Genomics, 2022, 25, 100141. 0.3 0

16620 From poops to planning: A broad non-invasive genetic survey of large mammals from the Indian
Himalayan Region. Science of the Total Environment, 2022, 853, 158679. 3.9 4

16621 Population structure and low genetic diversity in the threatened lebranche Mugil liza in the
Colombian Caribbean. Fisheries Research, 2022, 256, 106485. 0.9 3

16622 Genetic dissection of quantitative traits loci identifies new genes for gelatinization parameters of
starch and amylose-lipid complex (Resistant starch 5) in bread wheat. Plant Science, 2022, 325, 111452. 1.7 2

16623 Genetic diversity and structure of an active germplasm collection of Annona squamosa L.. Ecological
Genetics and Genomics, 2022, 25, 100143. 0.3 0

16624 A wide hybrid zone mediated by precipitation contributed to confused geographical structure of
&lt;i&gt;Scutiger&lt;/i&gt; &lt;i&gt;boulengeri&lt;/i&gt;. Zoological Research, 2023, 44, 3-19. 0.9 2

16625 Genome-wide association and linkage mapping strategies reveal genetic loci and candidate genes of
phosphorus utilization in soybean. Journal of Integrative Agriculture, 2022, 21, 2521-2537. 1.7 1

16626
Genomic markers analysis associated with resistance to &lt;i&gt;Alternaria alternata&lt;/i&gt; (fr.)
keisslerâ€”tomato pathotype, &lt;i&gt;Solanum lycopersicum&lt;/i&gt; L.. Breeding Science, 2022, 72,
285-296.

0.9 9

16627 Diversity and Genetic Structure of <i>Dicksonia navarrensis</i> (Dicksoniaceae) Populations in the
Mexican Sierra Madre Oriental. Tropical Conservation Science, 2022, 15, 194008292211285. 0.6 0

16628 Genetic-molecular characterization in guava full-sib progeny. Bragantia, 0, 81, . 1.3 0

16629 Analysis of the genetic structure and diversity of a Brazilian macadamia nut (Macadamia integrifolia)
germplasm. Crop Breeding and Applied Biotechnology, 2022, 22, . 0.1 0



846

Citation Report

# Article IF Citations

16630
Genetic Diversity and Fine-Scale Spatial Genetic Structure of Unmanaged Old-Growth Versus Managed
Second-Growth Populations of Scots Pine (Pinus Sylvestris L.) in Lithuania: Effects of Systematic
Tending. SSRN Electronic Journal, 0, , .

0.4 0

16631 Exploring the genetic diversity and population structure of Mobula birostris in two key aggregation
zones in the Eastern Tropical Pacific. Marine Ecology - Progress Series, 2022, 699, 75-89. 0.9 3

16632 Genetic Diversity and Population Structure of Sorghum [Sorghum Bicolor (L.) Moench] Genotypes in
Ethiopia as Revealed by Microsatellite Markers. SSRN Electronic Journal, 0, , . 0.4 0

16633
Inferred family structure and dispersal patterns of a Critically Endangered species, Pinna nobilis,
using molecular analyses: implications for conservation. Endangered Species Research, 2022, 49,
87-102.

1.2 3

16634 Genetic Diversity and Population Structure Assessed by SSR in a Peruvian Germplasm Collection of
Loche Squash (Cucurbita moschata, Cucurbitaceae). , 0, , . 0

16635 Reintroduction shapes the genetic structure of the red deer (Cervus elaphus) population in Belarus.
Theriologia Ukrainica, 2022, 2022, 31-46. 0.1 3

16636 Is Lutjanus argentimaculatus genetically connected along the Arabian Sea and Bay of Bengal? A study
using microsatellite markers. Aquaculture, 2023, 562, 738863. 1.7 1

16637 Exploring Genetic Diversity and Population Structure of Turkish Black Sea Region Maize (Zea mays L.)
Germplasm using SSR Markers. Erzincan Ãœniversitesi Fen Bilimleri EnstitÃ¼sÃ¼ Dergisi, 0, , . 0.1 0

16638 Evaluating conservation strategies for the endangered daisy. Australian Journal of Botany, 2022, 70,
344-357. 0.3 0

16639 Changes in the Genetic Structure of Lithuaniaâ€™s Wild Boar (Sus scrofa) Population Following the
Outbreak of African Swine Fever. Genes, 2022, 13, 1561. 1.0 4

16640 Historical persistence and isolation by distance of. Australian Journal of Botany, 2022, 70, 358-371. 0.3 1

16641
Genetic variability of indigenous (Quercus robur L.) and late flushing oak (Quercus robur L. subsp.) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 307 Td (slavonica (GÃ¡yer) MÃ¡tyÃ¡s) in adult stands compared with their natural regeneration. European

Journal of Forest Research, 2022, 141, 1073-1088.
1.1 1

16642
Characterising the molecular diversity of ash (Fraxinus excelsior L.) at its western marginal range in
Europe â€” phylogeographic insights and implications for conservation in Ireland. Tree Genetics and
Genomes, 2022, 18, .

0.6 1

16643 Genome characterization of the Caprine arthritis-encephalitis virus in China: A retrospective genomic
analysis of the earliest Chinese isolates. Journal of Integrative Agriculture, 2023, 22, 872-880. 1.7 0

16644 Over the hills and through the farms: Land use and topography influence genetic connectivity of
northern leopard frog (Rana pipiens) in the Prairie Pothole Region. Landscape Ecology, 0, , . 1.9 0

16645 Genetic Diversity and Relationships of Opium Poppy Accessions Based on SSR Markers. Agriculture
(Switzerland), 2022, 12, 1343. 1.4 3

16646 Genetic diversity and population structure of modern Bulgarian and foreign durum wheat based on
microsatellite and agronomic data. Biotechnology and Biotechnological Equipment, 2022, 36, 637-652. 0.5 5

16647
Genetic structure of the small yellow croaker (<i>Larimichthys polyactis</i>) across the Yellow Sea
and the East China Sea by microsatellite DNA variation: implications for the division of management
units. PeerJ, 0, 10, e13789.

0.9 2



847

Citation Report

# Article IF Citations

16648 Genetic diversity and structure analysis of melon (Cucumis melo L.) genotypes using URP, SRAP, and
CDDP markers. Genetic Resources and Crop Evolution, 0, , . 0.8 5

16649 Effect of landscape features on the genetic structure of forest duikers (Cephalophinae) in Moukalaba
forest, Gabon. Mammalian Biology, 2022, 102, 1879-1888. 0.8 1

16650 An evolutionary look into the history of lentil reveals unexpected diversity. Evolutionary
Applications, 2022, 15, 1313-1325. 1.5 6

16651 Evaluation of the Impact of the Peregrine Falcon (Falco peregrinus peregrinus) Reintroduction
Process on Captive-Bred Population. Genes, 2022, 13, 1487. 1.0 0

16653 Exploring Olive Genetic Diversity in the Maltese Islands. Sustainability, 2022, 14, 10684. 1.6 12

16654 Large-Scale Heat-Tolerance Screening and Genetic Diversity of Pea (Pisum sativum L.) Germplasms.
Plants, 2022, 11, 2473. 1.6 2

16655 Host Plant Variation and Lack of Genetic Differentiation in Populations of Dione (Agraulis) dodona
Lamas &amp; FarfÃ¡n (Lepidoptera: Nymphalidae). Insects, 2022, 13, 819. 1.0 0

16656 Elucidation of the population structure and genetic diversity of Bipolaris oryzae associated with rice
brown spot disease using SSR markers. 3 Biotech, 2022, 12, . 1.1 1

16657 Genome-Wide Association Study (GWAS) Reveals an SNP Associated with Waxy Trait and Development
of a Functional Marker for Predicting Waxy Maize (Zea mays L. var. ceratina). Agronomy, 2022, 12, 2289. 1.3 1

16658 The Rediscovery of Traditional Maize Agrobiodiversity: A Study Case from Northern Italy.
Sustainability, 2022, 14, 12110. 1.6 1

16659 Effects of Traditional Ethnic Minority Food Culture on Genetic Diversity in Rice Landraces in Guizhou
Province, China. Agronomy, 2022, 12, 2308. 1.3 1

16660 CaracterizaÃ§Ã£o molecular de etnovariedades de Manihot esculenta Crantz com utilizaÃ§Ã£o de
marcadores moleculares ISSR. Conjeturas, 2022, 22, 747-764. 0.0 0

16661 Genomic insights into the taxonomy and migration of the Forest Kingfisher <i>Todiramphus
macleayii</i>. Emu, 2022, 122, 276-281. 0.2 1

16662 Genetic and morphological comparisons of lesser celandine (Ficaria verna) invasions suggest
regionally widespread sexual reproduction. Biological Invasions, 2023, 25, 379-397. 1.2 3

16663 ï»¿Evaluation of genetic diversity and population structure in Leptobotia microphthalma Fu &amp;amp;
Ye, 1983 (Cypriniformes, Cobitidae). ZooKeys, 0, 1121, 83-95. 0.5 1

16664 Population history, genetic variation, and conservation status of European white elm (Ulmus laevis) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 142 Td (Pall.) in Poland. Annals of Forest Science, 2022, 79, .0.8 0

16667 The Lonely Life of a Champion Tree, Aesculus glabra. Forests, 2022, 13, 1537. 0.9 0

16668 Large-scale and small-scale population genetic structure of the medically important gastropod
species Bulinus truncatus (Gastropoda, Heterobranchia). Parasites and Vectors, 2022, 15, . 1.0 3



848

Citation Report

# Article IF Citations

16670 Investigating Population Genetic Diversity and Rhizosphere Microbiota of Central Apenninesâ€™
Artemisia eriantha. Sustainability, 2022, 14, 11405. 1.6 0

16671 Genome-derived Microsatellite Markers in <i>Lippia origanoides</i> from Colombia. Journal of Herbs,
Spices and Medicinal Plants, 0, , 1-18. 0.5 0

16672 The western redcedar genome reveals low genetic diversity in a self-compatible conifer. Genome
Research, 0, , . 2.4 9

16673
Evolutionary history of the<i>Asplenium scolopendrium</i>complex (Aspleniaceae), a relictual fern
with a northern pan-temperate disjunct distribution. Biological Journal of the Linnean Society, 2022,
137, 183-199.

0.7 2

16674
Population genetic of the Indonesian rosewood (<i>Dalbergia latifolia</i>) from Java and West Nusa
Tenggara revealed using sequence-related amplified polymorphism. Forest Science and Technology,
2022, 18, 172-181.

0.3 1

16675 Contrasting genetic diversity between Planchonella obovata sensu lato (Sapotaceae) on old
continental and young oceanic island populations in Japan. PLoS ONE, 2022, 17, e0273871. 1.1 0

16676 The effect of habitat and climatic on microsatellite diversity and allele length variation. Frontiers in
Ecology and Evolution, 0, 10, . 1.1 0

16678 Physiologic races of Puccinia triticina detected on wheat in South Africa from 2017 to 2020. European
Journal of Plant Pathology, 2023, 165, 1-15. 0.8 4

16679 Genomic analyses of fairy and fulmar prions (Procellariidae: Pachyptila spp.) reveals parallel
evolution of bill morphology, and multiple species. PLoS ONE, 2022, 17, e0275102. 1.1 1

16680 Hybridisation and chloroplast capture between distinct <i>Themeda triandra</i> lineages in Australia.
Molecular Ecology, 2022, 31, 5846-5860. 2.0 7

16681 Tension zone trapped by exogenous cline: Analysis of a narrow hybrid zone between two parapatric
<i>Oxytropis</i> species (Fabaceae). Ecology and Evolution, 2022, 12, . 0.8 0

16682 Analysis of Genetic Diversity of Sago Palm (Metroxylon sagu Rottb.) in West Kalimantan Province,
Indonesia Using SSR Markers. Asian Journal of Plant Sciences, 2022, 21, 597-605. 0.2 0

16683 Population Genetic Structure of Meloidogyne javanica Recovered from Different Regions of Iran.
Agriculture (Switzerland), 2022, 12, 1374. 1.4 0

16684 Holocene climate changes explain the spatial pattern in genetic diversity in populations of Cyperus
papyrus from Southeast Africa wetlands. Heredity, 0, , . 1.2 0

16685 Population and conservation genetics using RAD sequencing in four endemic conifers from South
America. Biodiversity and Conservation, 0, , . 1.2 0

16686 Genetic structure and recent population demographic history of Taihangshan macaque ( <i>Macaca) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 142 Td (mulatta tcheliensis</i> ), north China. Integrative Zoology, 0, , .1.3 1

16687 Genetic structure of extant populations of Chrysanthemum arcticum L. and C. arcticum subsp.
arcticum. Arctic Science, 0, , . 0.9 1

16688
Chemodiversity is closely linked to genetic and environmental diversity: Insights into the endangered
populations of the local endemic plant Sideritis euboea Heldr. of Evia Island (Greece). Journal of
Applied Research on Medicinal and Aromatic Plants, 2022, 31, 100426.

0.9 0



849

Citation Report

# Article IF Citations

16689 Monitoring genetic diversity with new indicators applied to an alpine freshwater top predator.
Molecular Ecology, 2022, 31, 6422-6439. 2.0 11

16691 Gene flow between wild trees and cultivated varieties shapes the genetic structure of sweet chestnut
(Castanea sativa Mill.) populations. Scientific Reports, 2022, 12, . 1.6 3

16692
Plio-Pleistocene climatic change drives allopatric speciation and population divergence within the
Scrophularia incisa complex (Scrophulariaceae) of desert and steppe subshrubs in Northwest China.
Frontiers in Plant Science, 0, 13, .

1.7 6

16693 Genetic signature of blind reintroductions of Iberian ibex (Capra pyrenaica) in Catalonia, Northeast
Spain. PLoS ONE, 2022, 17, e0269873. 1.1 3

16694 Pronounced Genetic Separation Among Varieties of the <i>Primula cusickiana</i> Species Complex, a
Great Basin Endemic. Systematic Botany, 2022, 47, 887-897. 0.2 0

16696
Exploring the genetic diversity using CAAT box-derived polymorphism (CBDP) and start codon targeted
(SCoT) markers in cultivated and wild species of okra (Abelmoschus esculentus (L.) Moench). Genetic
Resources and Crop Evolution, 0, , .

0.8 1

16697 Genotyping-by-Sequencing Defines Genetic Structure within the â€œAcquavivaâ€• Red Onion Landrace.
Plants, 2022, 11, 2388. 1.6 1

16698 New strategies for characterizing genetic structure in wide-ranging, continuously distributed
species: A Greater Sage-grouse case study. PLoS ONE, 2022, 17, e0274189. 1.1 3

16699 Genomic and geographic diversification of a â€œgreat-speciatorâ€• (<i>Rhipidura rufifrons</i>). Auk, 0, , . 0.7 9

16700 Genetic Variation Among Tropical Maize Inbred Lines from NARS and CGIAR Breeding Programs. Plant
Molecular Biology Reporter, 2023, 41, 209-217. 1.0 4

16701 Hybridâ€•derived weedy rice maintains adaptive combinations of alleles associated with seed dormancy.
Molecular Ecology, 2022, 31, 6556-6569. 2.0 1

16702 Population genetic structure of fringe-lipped carp, Labeo fimbriatus from the peninsular rivers of
India. 3 Biotech, 2022, 12, . 1.1 4

16703 Population Genetics of the Blueberry Gall Midge, Dasineura oxycoccana (Diptera: Cecidomyiidae), on
Blueberry and Cranberry and Testing Invasion Scenarios. Insects, 2022, 13, 880. 1.0 0

16704 Patterns of genetic diversity: Steppingâ€•stone dispersal of an invasive fish introduced by an interâ€•basin
water transfer project. Freshwater Biology, 2022, 67, 2078-2088. 1.2 2

16705 The invasive alga Gracilaria vermiculophylla in the native northwest Pacific under ocean warming:
Southern genetic consequence and northern range expansion. Frontiers in Marine Science, 0, 9, . 1.2 1

16707 Phenotypic variability and genetic diversity analysis of cultivated potatoes in China. Frontiers in Plant
Science, 0, 13, . 1.7 3

16708
Genome-Wide Association Study in Bread Wheat Identifies Genomic Regions Associated with Grain
Yield and Quality under Contrasting Water Availability. International Journal of Molecular Sciences,
2022, 23, 10575.

1.8 6

16709 Genetic structure of reconstituted native Carpathian goat breed based on information from
microsatellite markers. Annals of Animal Science, 2022, 22, 1235-1244. 0.6 3



850

Citation Report

# Article IF Citations

16710 Testing for Hybridization between Centaurea stoebe and Centaurea jacea (Asteraceae) in the Isolated
Island Setting of Nantucket, Massachusetts, U.S.A.. Rhodora, 2022, 123, . 0.0 0

16711 High levels of genetic diversity and population structure in the Mediterranean seagrass <i>Posidonia
oceanica</i> at its easternmost distribution limit. ICES Journal of Marine Science, 2022, 79, 2286-2297. 1.2 3

16712 Phylogeny and Population Genetic Structure of Minke Whales Worldwide: A Review of Recent Studies.
, 0, , . 0

16713 Chromosome 3A harbors several pleiotropic and stable droughtâ€•responsive alleles for photosynthetic
efficiency selected through wheat breeding. Plant Direct, 2022, 6, . 0.8 5

16714 Diversity and Genetic Structure of Scarlet Plume (Euphorbia fulgens), an Endemic Plant of Mexico.
Plants, 2022, 11, 2542. 1.6 0

16715 Genomic analysis of a reefâ€•building coral, <i>Acropora digitifera</i>, reveals complex population
structure and a migration network in the Nansei Islands, Japan. Molecular Ecology, 2022, 31, 5270-5284. 2.0 4

16716 A GBS-based genome-wide association study reveals the genetic basis of salinity tolerance at the
seedling stage in bread wheat (Triticum aestivum L.). Frontiers in Genetics, 0, 13, . 1.1 7

16717 Genome-wide association studies of <i>Striga</i> resistance in extra-early maturing quality protein
maize inbred lines. G3: Genes, Genomes, Genetics, 2023, 13, . 0.8 6

16718
Genetic diversity and population structure of sorghum [ <i>Sorghum bicolor</i> (L.) Moench] in
Ethiopia as revealed by microsatellite markers. Acta Agriculturae Scandinavica - Section B Soil and
Plant Science, 2022, 72, 873-884.

0.3 3

16719 Past climatic refugia and landscape resistance explain spatial genetic structure in Oriental beech in
the South Caucasus. Ecology and Evolution, 2022, 12, . 0.8 8

16720 Conservation genetics of montane willow populations in Scotland - limited natural recovery despite
long-distance gene flow and high genetic diversity. , 0, , . 2

16721 High diversity and clonality are hallmarks of <i>Fusarium circinatum</i> in South Africa. Plant
Pathology, 2023, 72, 39-52. 1.2 2

16722 Genome-wide association mapping of Fusarium crown rot resistance in Aegilops tauschii. Frontiers in
Plant Science, 0, 13, . 1.7 2

16723 A morphometric and genetic investigation of <i>Opuntia engelmannii</i> population variation in
Africa. Weed Research, 2022, 62, 307-317. 0.8 1

16724 Genotyping ex situ trees of Abies nebrodensis translocated from the original Sicilian population to
enrich the gene pool. Journal of Forestry Research, 0, , . 1.7 0

16725 The shrunk genetic diversity of coral populations in North-Central Patagonia calls for management
and conservation plans for marine resources. Scientific Reports, 2022, 12, . 1.6 1

16726 Genetic diversity of juÃ§ara palm: An alternative for selection and conservation in cash crop for fruit
production. Frontiers in Forests and Global Change, 0, 5, . 1.0 0

16727
Genome-wide association studies and genomic selection assays made in a large sample of cacao
(Theobroma cacao L.) germplasm reveal significant marker-trait associations and good predictive
value for improving yield potential. PLoS ONE, 2022, 17, e0260907.

1.1 4



851

Citation Report

# Article IF Citations

16728 Genetic diversity and population structure of the antimalarial plant Cryptolepis sanguinolenta in
Ghana. Frontiers in Conservation Science, 0, 3, . 0.9 0

16729 Molecular ecology meets systematic conservation planning. Trends in Ecology and Evolution, 2023, 38,
143-155. 4.2 23

16730 Genetic diversity and population structure of cowpea [Vigna unguiculata (L.) Walp.] accessions from
Togo using SSR markers. PLoS ONE, 2022, 17, e0252362. 1.1 7

16732
Development of EST-SSR markers and population genetic structure and genetic diversity of the Malus
transitoria (Batalin) C. K. Schneider in Qinghai-Tibetan Plateau. Genetic Resources and Crop Evolution,
0, , .

0.8 0

16734 Genomic analysis reveals strong population structure in the Giant Sydney Crayfish (Euastacus spinifer) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 582 Td ((Heller, 1865)). Molecular Phylogenetics and Evolution, 2023, 178, 107629.1.2 1

16735 Hybridization, missing wild ancestors and the domestication of cultivated diploid bananas. Frontiers
in Plant Science, 0, 13, . 1.7 14

16736 Genetic diversity and fine-scale spatial genetic structure of the near-threatened Pinus gerardiana in
Gardiz, Afghanistan. Plant Ecology and Evolution, 2022, 155, 363-378. 0.3 1

16737
Genetic diversity and marker trait association for yield attributing traits in accessions of common
bean (<i>Phaseolus vulgaris</i> L.) in India. Plant Genetic Resources: Characterisation and Utilisation,
0, , 1-10.

0.4 1

16738 Systematics of Thraupis (Aves, Passeriformes) reveals an extensive hybrid zone between T. episcopus
(Blue-gray Tanager) and T. sayaca (Sayaca Tanager). PLoS ONE, 2022, 17, e0270892. 1.1 0

16739 Unraveling the hierarchical genetic structure of tea green leafhopper, <i>Matsumurasca onukii</i>, in
East Asia based on SSRs and SNPs. Ecology and Evolution, 2022, 12, . 0.8 3

16740 Population structure of the shallow coral Madracis auretenra in the Caribbean Sea. Frontiers in
Marine Science, 0, 9, . 1.2 1

16741 Genome-wide analyses using multi-locus models revealed marker-trait associations for major
agronomic traits in Sorghum bicolor. Frontiers in Plant Science, 0, 13, . 1.7 4

16742 Climate change threatens unique genetic diversity within the Balkan biodiversity hotspot â€“ The case
of the endangered stone crayfish. Global Ecology and Conservation, 2022, 39, e02301. 1.0 2

16743 Deciphering environmental factors and defense response of rice genotypes against sheath blight
disease. Physiological and Molecular Plant Pathology, 2022, 122, 101916. 1.3 6

16744 Assessing phenolic and molecular diversity of arta (Calligonum comosum L.), a wild Tunisian desert
plant. South African Journal of Botany, 2022, 151, 166-174. 1.2 1

16745 Genetic relationships and low diversity among the tea-oil Camellia species in Sect. Oleifera, a bulk
woody oil crop in China. Frontiers in Plant Science, 0, 13, . 1.7 3

16746 Genetic diversity in Indian mustard (Brassica juncea) genotypes for Sclerotinia stem rot (Seclerotinia) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (sclerotiorum) using SSR markers. , 2021, 91, .1

16747 Assessing the effectiveness of DNA barcoding for exploring hidden genetic diversity in deep-sea fishes.
Marine Ecology - Progress Series, 2022, 701, 83-98. 0.9 4



852

Citation Report

# Article IF Citations

16748 Morphometric analysis and genetic diversity in Hedera L. (Araliaceae) species populations using
sequence related amplified polymorphism. Genetika, 2022, 54, 553-564. 0.1 1

16749 Genetic structure and origin of non-native, free-living Atlantic salmon Salmo salar along a
latitudinal gradient in Chile, South America. Aquaculture Environment Interactions, 0, , . 0.7 0

16750 Designing Tobacco Genomes for Resistance to Biotic Stresses. , 2022, , 441-581. 1

16751 Rapd marker to assess genetic diversity and exchange genes in Alcea (Malvaceae). Genetika, 2022, 54,
565-574. 0.1 0

16752 Abiotic Stress Resistance in Tobacco: Advances and Strategies. , 2022, , 329-427. 0

16753 GENETIC DIVERSITY OF BALB/c, CBA, C57BL/6 INBRED MICE LINES USED IN MEDICAL AND BIOLOGICAL
RESEARCH IN THE REPUBLIC OF BELARUS. , 2022, 32, 97-106. 0

16754 Genetic Diversity and Relatedness of Latvian <i>Pyrus</i> Germplasm assessed by a Set of SSR Markers.
Proceedings of the Latvian Academy of Sciences, 2022, 76, 438-447. 0.0 0

16755 Assessing the Population Structure of Colorado Potato Beetle Populations in Croatia Using Genetic
and Geometric Morphometric Tools. Agronomy, 2022, 12, 2361. 1.3 1

16756 Identification and Genome-Wide Association Analysis for Fusarium Crown Rot Resistance in Wheat.
Plant Disease, 2023, 107, 1151-1158. 0.7 4

16757 Breeding system and geospatial variation shape the population genetics of <i>Triodanis perfoliata</i>.
Ecology and Evolution, 2022, 12, . 0.8 1

16758
Comparative phylogeography of two commensal rat species ( <i>Rattus tanezumi</i> and <i>Rattus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 347 Td (norvegicus</i> ) in China: Insights from mitochondrial <scp>DNA</scp> , microsatellite, and

<scp>2bâ€•RAD</scp> data. Ecology and Evolution, 2022, 12, .
0.8 2

16759 Current Genetic Structure Analysis of Leopard Cats Reveals a Weak Disparity Trend in Subpopulations
in Beijing, China. Biology, 2022, 11, 1478. 1.3 0

16761 Probing for depthâ€•gradient diversification in the riverineâ€•spawning Dolly Varden: Insights from a
recently discovered ecomorph assemblage. Ecology of Freshwater Fish, 2023, 32, 322-335. 0.7 1

16763 A centenary tale: population genetic insights into the introduction history of the oriental fire-bellied
toad (Bombina orientalis) in Beijing. Bmc Ecology and Evolution, 2022, 22, . 0.7 0

16765 Conservation Genetics of the Rare and Endangered Tree Species, Camellia nitidissima (Theaceae),
Inferred from Microsatellite DNA Data. Forests, 2022, 13, 1662. 0.9 0

16766 Genome-Wide Association Study for Agro-Morphological Traits in Eggplant Core Collection. Plants,
2022, 11, 2627. 1.6 5

16767 A comprehensive GlobalFilerâ„¢ autosomal STR reference dataset for Southern African.. Forensic
Science International: Genetics Supplement Series, 2022, , . 0.1 0

16768 Diversity and Genetic Structure of Dipteryx alata Vogel (Fabaceae) Populations in the Cerrado-Amazon
Ecotone, Brazil. Plant Molecular Biology Reporter, 0, , . 1.0 0



853

Citation Report

# Article IF Citations

16769 Genetic diversity in the transmission-blocking vaccine candidate Plasmodium vivax gametocyte protein
Pvs230 from the Chinaâ€“Myanmar border area and central Myanmar. Parasites and Vectors, 2022, 15, . 1.0 1

16770 The first assessment of the genetic diversity and structure of the endangered West Indian manatee in
Cuba. Genetica, 0, , . 0.5 0

16771 Larval Retention and Homing Behaviour Shape the Genetic Structure of the Bullet Tuna (Auxis rochei)
in the Mediterranean Sea. Fishes, 2022, 7, 300. 0.7 3

16772 High throughput SNP chip as cost effective new monitoring tool for assessing invasion dynamics in
the comb jelly Mnemiopsis leidyi. Frontiers in Marine Science, 0, 9, . 1.2 2

16773 Genome-wide association study for resistance to Pseudomonas syringae pv. garcae in Coffea arabica.
Frontiers in Plant Science, 0, 13, . 1.7 1

16774 Wind-dispersed seeds blur phylogeographic breaks: The complex evolutionary history of Populus
lasiocarpa around the Sichuan Basin. Plant Diversity, 2023, 45, 156-168. 1.8 7

16775
Evidence for high gene flow, nonrandom mating, and genetic bottlenecks of <i>Ganoderma
boninense</i> infecting oil palm (<i>Elaeis guineensis</i> Jacq.) plantations in Malaysia and Indonesia.
Mycologia, 2022, 114, 947-963.

0.8 1

16776 Genetics reveals shifts in reproductive behaviour of the invasive bird parasite Philornis downsi
collected from Darwinâ€™s finch nests. Biological Invasions, 2023, 25, 563-581. 1.2 1

16777
Morphological and molecular results from a geographical transect focusingÂ on <i>Quercus
pubescens</i>/<i>Q. virgiliana</i> ecological-altitudinal vicarianceÂ inÂ peninsular Italy. Plant
Biosystems, 2022, 156, 1498-1511.

0.8 2

16778 Analysis of genetic diversity and population structure of oilseed crop noug (Guizotia abyssinica)
accessions collected from Ethiopia. Molecular Biology Reports, 0, , . 1.0 0

16781
Genetic characterization and population structure analysis among different horticultural groups of
muskmelon (<i>Cucumis melo</i> L.) using microsatellite markers. Plant Genetic Resources:
Characterisation and Utilisation, 0, , 1-8.

0.4 0

16782 Limited movement of an avian hybrid zone in relation to regional variation in magnitude of climate
change. Molecular Ecology, 2022, 31, 6634-6648. 2.0 4

16783 Identification of SNP Markers Associated with Grain Quality Traits in a Barley Collection (Hordeum) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (vulgare L.) Harvested in Kazakhstan. Agronomy, 2022, 12, 2431.1.3 4

16784 Multilocus Phylogeography and Population Genetic Analyses of Opsariichthys hainanensis Reveal
Pleistocene Isolation Followed by High Gene Flow around the Gulf of Tonkin. Genes, 2022, 13, 1908. 1.0 6

16786 Development of genome-specific SSR markers for the identification of introgressed segments of
Sinapis alba in the Brassica juncea background. 3 Biotech, 2022, 12, . 1.1 4

16787 Variability of key-performance-indicators in commercial gilthead seabream hatcheries. Scientific
Reports, 2022, 12, . 1.6 4

16788
Integrated phylogenomic analyses unveil reticulate evolution in<i>Parthenocissus</i>(Vitaceae),
highlighting speciation dynamics in the<scp>Himalayanâ€“Hengduan</scp>Mountains. New Phytologist,
2023, 238, 888-903.

3.5 4

16789 Phylogenetic Analysis Based on DNA Barcoding and Genetic Diversity Assessment of Morinda
officinalis How in Vietnam Inferred by Microsatellites. Genes, 2022, 13, 1938. 1.0 1



854

Citation Report

# Article IF Citations

16790 Asymmetrical lineage introgression and recombination in populations of Aspergillus flavus:
Implications for biological control. PLoS ONE, 2022, 17, e0276556. 1.1 3

16791 Spatial Genetic Structure and Pathogenic Race Composition at the Field Scale in the Sunflower Downy
Mildew Pathogen, Plasmopara halstedii. Journal of Fungi (Basel, Switzerland), 2022, 8, 1084. 1.5 1

16792 Population genetic structure of Wikstroemia monnula highlights the necessity and feasibility of
hierarchical analysis for a highly differentiated species. Frontiers in Plant Science, 0, 13, . 1.7 0

16793 Assessment of the Genetic Diversity and Population Structure of Rhizophora apiculata Blume
(Rhizophoraceae) in Thailand. Biology, 2022, 11, 1449. 1.3 4

16794
Concordant genetic structures of sika deer and Japanese land leeches suggest that the current range
expansion of <scp><i>Haemadipsa japonica</i></scp> is dependent on sika deer migration: A case study
from Tochigi Prefecture, Japan. Ecological Research, 2023, 38, 200-210.

0.7 3

16795 Population structure of threatened caribou in western Canada inferred from genome-wide SNP data.
Conservation Genetics, 2022, 23, 1089-1103. 0.8 4

16796 A Chromosome-Scale Genome Assembly of Mitragyna speciosa (Kratom) and the Assessment of Its
Genetic Diversity in Thailand. Biology, 2022, 11, 1492. 1.3 2

16797 Barriers to gene flow in the deepest ocean ecosystems: Evidence from global population genomics of a
cosmopolitan amphipod. Science Advances, 2022, 8, . 4.7 7

16798 Genetic Diversity of Venturia inaequalis in Latvia Revealed by Microsatellite Markers. Pathogens, 2022,
11, 1165. 1.2 4

16799 Genetic Diversity and Population Structure of an Arctic Tertiary Relict Tree Endemic to China
(Sassafras tzumu) Revealed by Novel Nuclear Microsatellite (nSSR) Markers. Plants, 2022, 11, 2706. 1.6 1

16800 Genetic Diversity of Bosnian and Herzegovinian Autochthonous Dog Breed Bosnian Broken-Haired
Houndâ€”Barak. Biochemical Genetics, 0, , . 0.8 0

16801 Profound and rapid allopatric differentiation of Arctic charr Salvelinus alpinus on a
microgeographic scale. Hydrobiologia, 0, , . 1.0 1

16802 Phylogeography and population genetics of a headwater-stream adapted crayfish, Cambarus pristinus
(Decapoda: Cambaridae), from the Cumberland Plateau in Tennessee. Conservation Genetics, 0, , . 0.8 0

16803
Genetic structure and historic demography of endangered unarmoured threespine stickleback at
southern latitudes signals a potential new management approach. Molecular Ecology, 2022, 31,
6515-6530.

2.0 1

16804 Analysis of Genetic Diversity and Structure of Mongolian Horse Using Microsatellite Markers.
Journal of Animal Science and Technology, 0, , . 0.8 0

16805
Identification of Molecular Markers and Candidate Genes Associated with Time to Flowering and
Length of Reproductive Period in Soybean Through Association Mapping. Plant Molecular Biology
Reporter, 2023, 41, 229-241.

1.0 1

16806 Genetic characterization of maize (Zea mays L.) landraces grown in Kosovo assessed by MITE-Hbr
markers. Acta Agriculturae Slovenica, 2022, 118, 1. 0.2 0

16807
Phylogeography and genetic variation in Western Jacob's ladder (<i>Polemonium occidentale</i>)
provide insights into the origin and conservation of rare species in the Great Lakes region. Molecular
Ecology, 2023, 32, 79-94.

2.0 0



855

Citation Report

# Article IF Citations

16808 Urban ecosystem drives genetic diversity in feral honey bee. Scientific Reports, 2022, 12, . 1.6 5

16809 Morphological and Genetic Diversity of Scutellaria tuvensis Juz., an Endemic of Desert Steppes.
International Journal of Plant Biology, 2022, 13, 473-484. 1.1 1

16810 Diversification linked to larval host plant in the butterfly<i>Eumedonia eumedon</i>. Molecular
Ecology, 2023, 32, 182-197. 2.0 4

16811 Genetic population structure of cisco, Coregonus artedi, in the Laurentian Great Lakes. Journal of
Great Lakes Research, 2022, , . 0.8 0

16812 Genetic Relationships and Diversity of Common Buckwheat Accessions in Bosnia and Herzegovina.
Agronomy, 2022, 12, 2676. 1.3 3

16813
Genomic analyses of the scorpion mud turtle (Kinosternon scorpioides) (Linnaeus, 1766) in insular and
continental Colombia: Evidence for multiple conservation and taxonomic units. Frontiers in
Conservation Science, 0, 3, .

0.9 0

16815 Conservation genetics of Phlox hirsuta, a serpentine endemic. Conservation Genetics, 2023, 24, 137-152. 0.8 1

16816 Multi-stage resistance to Zymoseptoria tritici revealed by GWAS in an Australian bread wheat diversity
panel. Frontiers in Plant Science, 0, 13, . 1.7 2

16817 Genetic Diversity and Population Structure of Normal Maize Germplasm Collected in South Sudan
Revealed by SSR Markers. Plants, 2022, 11, 2787. 1.6 7

16818 Genetic diversity of whitefly species of the Bemisia tabaci Gennadius (Hemiptera: Aleyrodidae) species
complex, associated with vegetable crops in CÃ´te dâ€™Ivoire. PLoS ONE, 2022, 17, e0276993. 1.1 1

16819
Genetic population structure of the critically endangered stellate sturgeon (<scp><i>Acipenser) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 347 Td (stellatus</i></scp>) in the Black Sea basin: Implications for conservation. Aquatic Conservation:

Marine and Freshwater Ecosystems, 2022, 32, 1926-1939.
0.9 1

16820 ï»¿Genetic divergence and aggressiveness within a supercolony of the invasive ant Linepithema humile.
NeoBiota, 0, 77, 125-153. 1.0 4

16821 (Epi)genomic adaptation driven by fine geographical scale environmental heterogeneity after recent
biological invasions. Ecological Applications, 2024, 34, . 1.8 5

16823 Life-history traits drive spatial genetic structuring in Dinaric cave spiders. Frontiers in Ecology and
Evolution, 0, 10, . 1.1 3

16824 Analysis of the population genetic structure using microsatellite markers in goat populations in
Taiwan. Animal Biotechnology, 0, , 1-12. 0.7 0

16825 Association mapping for important agronomic traits in wild and cultivated Vigna species using
cross-species and cross-genera simple sequence repeat markers. Frontiers in Genetics, 0, 13, . 1.1 3

16826
Excessive and asymmetrical removal of heterozygous sites by <i>maxSH</i> biases downstream
population genetic inference: Implications for hybridization between two primroses. Journal of
Systematics and Evolution, 2023, 61, 906-918.

1.6 1

16827 A new genomics tool for monitoring Arctic char (Salvelinus alpinus) populations in the Lower
Northwest Passage, Nunavut. Fisheries Research, 2023, 258, 106523. 0.9 0



856

Citation Report

# Article IF Citations

16828 Genetic diversity and grouping of pigeonpea [Cajanus cajan Millspaugh] Germplasm using SNP markers
and agronomic traits. PLoS ONE, 2022, 17, e0275060. 1.1 1

16829
Assessing genetic diversity of European white elm (Ulmus laevis Pallas) in Bavaria as an indicator for
in-situ conservation and sustainable use of the species genetic resources. European Journal of Forest
Research, 0, , .

1.1 0

16830 Cryptic persistence and loss of local endemism in Lake Constance charr subject to anthropogenic
disturbance. Ecological Applications, 0, , . 1.8 2

16831 Genetics of randomly bred cats support the cradle of cat domestication being in the Near East.
Heredity, 2022, 129, 346-355. 1.2 8

16832 Genetic variation of Cerastium alpinum L. from Babia GÃ³ra, a critically endangered species in Poland.
Journal of Applied Genetics, 0, , . 1.0 2

16833 Genome-Wide Association Study of Leaf Rust Resistance at Seedling and Adult Plant Stages in a Global
Barley Panel. Agriculture (Switzerland), 2022, 12, 1829. 1.4 3

16834 Candidate gene discovery for salt tolerance in rice (Oryza sativa L.) at the germination stage based on
genome-wide association study. Frontiers in Plant Science, 0, 13, . 1.7 2

16835 Genetic patterns of <i>Magnolia</i> in the Lesser Antilles: Stepwise colonisation leading to highly
inbred island â€˜populationsâ€™. Journal of Biogeography, 0, , . 1.4 0

16836 Genetic diversity in 10 populations of domestic Turkeys by using microsatellites markers. Poultry
Science, 2023, 102, 102311. 1.5 2

16837
Disentangling a Neotropical pest species complex: Genetic diversity and population structure of the
native rice stink bug <i>Oebalus poecilus</i> and the invasive <i>O. ypsilongriseus</i>. Pest
Management Science, 0, , .

1.7 0

16838 Sympatry of genetically distinct Atlantic Puffins (<i>Fratercula arctica</i>) in the High Arctic. Ibis,
2023, 165, 1022-1030. 1.0 1

16839
Genetic diversity and phylogeography of the endemic species Chimonobambusa utilis growing in
southwest China: Chloroplast DNA sequence and microsatellite marker analyses. Frontiers in Plant
Science, 0, 13, .

1.7 0

16840 Biogeography in the deep: Hierarchical population genomic structure of two beaked whale species.
Global Ecology and Conservation, 2022, 40, e02308. 1.0 5

16841
Genetic diversity and population structure of bighead carp (Hypophthalmichthys nobilis) from the
middle and lower reaches of the Yangtze River revealed using microsatellite markers. Aquaculture
Reports, 2022, 27, 101377.

0.7 3

16842 Analysis of genetic diversity and population structure of the ridgetail white prawn Exopalaemon
carinicauda in China. Aquaculture Reports, 2022, 27, 101369. 0.7 1

16843
Elucidating genetic diversity and population structure in jamun [Syzygium cumini (L.) Skeels] using
morpho-physiological traits and CAAT box-derived polymorphism. South African Journal of Botany,
2022, 151, 454-465.

1.2 3

16844 De novo transcriptome assembly and its utility in development and characterization of the first set of
genic SSR markers in cashew. Industrial Crops and Products, 2022, 189, 115734. 2.5 2

16845 Mango seedling genotyping reveals potential self-incompatibility and pollinator behavior. Scientia
Horticulturae, 2023, 308, 111599. 1.7 0



857

Citation Report

# Article IF Citations

16846
Comparative analysis of genetic diversity and structure among four shell color strains of the Pacific
oyster Crassostrea gigas based on the mitochondrial COI gene and microsatellites. Aquaculture, 2023,
563, 738990.

1.7 6

16847 Genetic Structure, Origins, and Relationships of Grapevine Cultivars from the Castilian Plateau of
Spain. American Journal of Enology and Viticulture, 2010, 61, 214-224. 0.9 22

16848 Diversity and population structure of indigenous chicken in Congo, using MHC-linked microsatellite
LEI0258. Animal Production Science, 2022, , . 0.6 1

16849 Analysis of genetic diversity and population structure in worldwide coconut germplasm (Cocos) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (nucifera L.) using microsatellite markers. Scientia Horticulturae, 2023, 309, 111681.1.7 2

16850 Genetic Diversity, Population Structure and Mating Type Distribution of Setosphaeria turcica on Corn
in Midwestern China. Journal of Fungi (Basel, Switzerland), 2022, 8, 1165. 1.5 2

16851 Not all is black and white: phylogeography and population genetics of the endemic blackbuck (Antilope) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (cervicapra). Conservation Genetics, 2023, 24, 41-57.0.8 2

16852 High genetic diversity in American chestnut (Castanea dentata) despite a century of decline.
Conservation Genetics, 2023, 24, 25-39. 0.8 1

16853 Genetic diversity and population structure of Saccharomyces cerevisiae isolated from Turkish
sourdough by iPBS-retrotransposons markers. Archives of Microbiology, 2022, 204, . 1.0 3

16855 Well-known species, unexpected results: high genetic diversity in declining Vipera ursinii in central,
eastern and southeastern Europe. Amphibia - Reptilia, 2022, 43, 407-423. 0.1 4

16856 Lack of panmixia of Bothnian Bay vendace - Implications for fisheries management. Frontiers in Marine
Science, 0, 9, . 1.2 1

16857 Assessing Molecular Diversity in Native and Introduced Populations of Red Wood Ant Formica
paralugubris. Animals, 2022, 12, 3165. 1.0 2

16858
Assessing genetic diversity and population structure for prioritizing conservation of the critically
endangered Great Indian Bustard (Aredotis nigriceps). Global Ecology and Conservation, 2022, 40,
e02332.

1.0 1

16860 Diversity study of common buckwheat germplasm in the Republic of Korea using GBS. Plant
Biotechnology Reports, 2022, 16, 799-803. 0.9 1

16861 Floral scent divergence across an elevational hybrid zone with varying pollinators. Oecologia, 2023,
201, 45-57. 0.9 2

16862
Countryâ€•wide genetic monitoring over 21â€‰years reveals lag in genetic recovery despite spatial
connectivity in an expanding carnivore (Eurasian otter,<i>Lutra lutra</i>) population. Evolutionary
Applications, 2022, 15, 2125-2141.

1.5 6

16863 Population structure of sumac (Rhus coriaria L.) from TÃ¼rkiye based on transcriptome-developed SSR
marker. Genetic Resources and Crop Evolution, 0, , . 0.8 0

16865 Genome-wide association studies reveal putative QTLs for physiological traits under contrasting
phosphorous conditions in wheat (Triticum aestivum L.). Frontiers in Genetics, 0, 13, . 1.1 1

16866 ï»¿Integrating morphological and genetic limits in the taxonomic delimitation of the Cuban taxa of
Magnolia subsect. Talauma (Magnoliaceae). PhytoKeys, 0, 213, 35-66. 0.4 1



858

Citation Report

# Article IF Citations

16867 Genetic diversity and family groups detected in a coyote population with red wolf ancestry on
Galveston Island, Texas. Bmc Ecology and Evolution, 2022, 22, . 0.7 0

16868 Genetic variability and pathogenicity of <i>Fusarium verticillioides</i> isolates from the summerâ€•sown
maize regions in China. Plant Pathology, 0, , . 1.2 0

16869 Multivariate analysis of chemical and genetic diversity of wild Humulus lupulus L. (hop) collected in
situ in northern France. Phytochemistry, 2023, 205, 113508. 1.4 5

16870 Genetic Characterization and Alternative Preservation Ways of Locally Adapted Sheep Breeds: Cases of
Private and Public Sheep Sectors in Tunisia and Italy. Biology, 2022, 11, 1623. 1.3 2

16871 Monitoring changes in the genetic structure of Brown Tsaiya duck selected for feeding efficiency by
microsatellite markers. Animal Bioscience, 0, , . 0.8 0

16872
ï»¿Morphological, ecological, and molecular phylogenetic approaches reveal species boundaries and
evolutionary history of Goodyera crassifolia (Orchidaceae, Orchidoideae) and its closely related
taxa. PhytoKeys, 0, 212, 111-134.

0.4 0

16873 Pervasive Introgression During Rapid Diversification of the European Mountain Genus
<i>Soldanella</i> (L.) (Primulaceae). Systematic Biology, 2023, 72, 491-504. 2.7 5

16874 Assessment of the Genetic Distinctiveness and Uniformity of Pre-Basic Seed Stocks of Italian Ryegrass
Varieties. Genes, 2022, 13, 2097. 1.0 4

16875 Utilization of Novel Perilla SSR Markers to Assess the Genetic Diversity of Native Perilla Germplasm
Accessions Collected from South Korea. Plants, 2022, 11, 2974. 1.6 4

16876 Genetic population structure and demographic history of the endemic fish <i>Paralichthys
olivaceus</i> of the Northwest Pacific Ocean. Ecology and Evolution, 2022, 12, . 0.8 1

16877 Unexpected genetic integrity boosts hope for the conservation of the red-legged partridge (Alectoris) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 342 Td (rufa, Galliformes) in Italy. Zoology, 2022, , 126056.0.6 1

16878 Population Genetic Structure of the Steppe Wolf of Russia and Kazakhstan by Microsatellite Loci.
Russian Journal of Genetics, 2022, 58, 1306-1316. 0.2 0

16879 Repeated Alpine Flight Loss Within the Widespread New Zealand Stonefly<i>Nesoperla
fulvescens</i>Hare (Plecoptera: Gripopterygidae). Insect Systematics and Diversity, 2022, 6, . 0.7 1

16880 Morphological trends and genetic divergence in anacondas, genus Eunectes Wagler, 1830 (Serpentes:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 222 Td (Boidae). Amphibia - Reptilia, 2022, 43, 379-393.0.1 1

16881 Genome-wide SNPs reveal novel patterns of spatial genetic structure in Aedes albopictus (Diptera) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (Culicidae) population in China. Frontiers in Public Health, 0, 10, .1.3 1

16882 Genetic Diversity of Montenegrin Local Sheep Breeds Based on Microsatellite Markers. Animals, 2022,
12, 3029. 1.0 2

16883 Study of the Population Structure of Lake Baikal Coregonid Fishes Based on the Polymorphism of
Microsatellite Loci. Russian Journal of Genetics, 2022, 58, 1352-1364. 0.2 1

16884 Genetic structure of the threatened Gray Parrotfish (Sparisoma axillare) in the Southwestern
Atlantic. Coral Reefs, 2023, 42, 105-117. 0.9 1



859

Citation Report

# Article IF Citations

16885 Diversity Analysis of the Rice False Smut Pathogen Ustilaginoidea virens in Southwest China. Journal
of Fungi (Basel, Switzerland), 2022, 8, 1204. 1.5 2

16886 Genetic divergence at species boundaries of the dolphinfish (<i>Coryphaena hippurus</i>) in the
Tropical Eastern Pacific. PeerJ, 0, 10, e14389. 0.9 1

16887 Population genetic analysis of <i>Fusarium decemcellulare</i>, a guaranÃ¡ pathogen, reveals high
genetic diversity in the Amazonas State, Brazil. Plant Disease, 0, , . 0.7 0

16888 Maximizing genetic gain through unlocking genetic variation in different ecotypes of kalmegh
(Andrographis paniculata (Burm. f.) Nee). Frontiers in Plant Science, 0, 13, . 1.7 1

16889 Molecular Characterization of Tinospora cordifolia (Willd.) Miers Using Novel g-SSR Markers and
Their Comparison with EST-SSR and SCoT Markers for Genetic Diversity Study. Genes, 2022, 13, 2042. 1.0 5

16890
Germplasm Screening Using DNA Markers and Genome-Wide Association Study for the Identification of
Powdery Mildew Resistance Loci in Tomato. International Journal of Molecular Sciences, 2022, 23,
13610.

1.8 1

16891
Genomic Assembly of Clinical Candida glabrata (Nakaseomyces glabrata) Isolates Reveals
within-Species Structural Plasticity and Association with <i>In Vitro</i> Antifungal Susceptibility.
Microbiology Spectrum, 2022, 10, .

1.2 3

16893 An isolated population reveals greater genetic structuring of the Australian dingo. Scientific
Reports, 2022, 12, . 1.6 1

16894 New Genomic Regions Identified for Resistance to Spot Blotch and Terminal Heat Stress in an
Interspecific Population of Triticum aestivum and T. spelta. Plants, 2022, 11, 2987. 1.6 1

16895
Low genetic diversity, localâ€•scale structure, and distinct genetic integrity of Korean chum salmon
(<i>Oncorhynchus keta</i>) at the species range margin suggest a priority for conservation efforts.
Evolutionary Applications, 2022, 15, 2142-2157.

1.5 3

16896 Allelic diversity of a panel of<i>Aegilops mutica</i>Boiss (<i>Amblyopyrym muticum</i>(Boiss.) Eig)
from Turkey. Plant Genetic Resources: Characterisation and Utilisation, 2022, 20, 156-161. 0.4 1

16897 Target enrichment of long open reading frames and ultraconserved elements to link microevolution
and macroevolution in nonâ€•model organisms. Molecular Ecology Resources, 0, , . 2.2 0

16898 Coffea canephora: Heterotic Crosses Indicated by Molecular Approach. Plants, 2022, 11, 3023. 1.6 0

16899 Genetic diversity and structure of kola tree (Cola nitida) clones germplasm in CÃ´te dâ€™Ivoire using
Single Nucleotide Polymorphism markers. Biodiversitas, 2022, 23, . 0.2 1

16900 The genetic structure and connectivity in two sympatric rodent species with different life histories
are similarly affected by land use disturbances. Conservation Genetics, 0, , . 0.8 0

16902 Early Signs of the Effects of Forest Fragmentation on the Genetic Diversity and Structure of the
Threatened Ecuadorian Tree Ocotea rotundata (Lauraceae). Forests, 2022, 13, 1940. 0.9 2

16903 Implications of climate change on a floodplain shrub: Associations between genomic and
environmental variation. Global Ecology and Conservation, 2022, 40, e02340. 1.0 0

16904 Sexual reproduction in two mixed stands of coastal and interior Douglas-fir (Pseudotsuga menziesii) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 62 Td ((Mirb.) Franco) in Germany. European Journal of Forest Research, 2023, 142, 175-182.1.1 1



860

Citation Report

# Article IF Citations

16906
Population genetic structure, parasite infection and somatic condition of pumpkinseed
<scp><i>Lepomis gibbosus</i></scp> (Actinopterygii: Centrarchidae) in the Oder river basin. Journal of
Fish Biology, 2023, 102, 426-442.

0.7 1

16907 Phytochemical-genetic profiling and determining the phylogenetic relationships of Iranian jujube
(Ziziphus jujuba Mill.) germplasm. Industrial Crops and Products, 2023, 191, 115963. 2.5 1

16908 Evidence for Gradients of Melipona rufiventris (Hymenoptera: Apidae) Genetic Diversity within the
Brazilian Semiarid. Entomology and Applied Science Letters, 2022, 9, 1-8. 0.2 0

16909 Genotypic diversity and abiotic stress response profiling of short-grain aromatic landraces of rice
(Oryza sativa L. Indica). Current Plant Biology, 2023, 33, 100269. 2.3 7

16910
Conservation strategies for endemic Dendrocalamus manipureanus: A study on genetic diversity and
population structure based on molecular and phytochemical markers. South African Journal of
Botany, 2023, 152, 106-123.

1.2 3

16911 Himalayan mountains imposing a barrier on gene flow of wheat yellow rust pathogen in the bordering
regions of Pakistan and China. Fungal Genetics and Biology, 2023, 164, 103753. 0.9 2

16912
Molecular typing and genome sequencing allow the identification of persistent Listeria
monocytogenes strains and the tracking of the contamination source in food environments.
International Journal of Food Microbiology, 2023, 386, 110025.

2.1 13

16913 Species delimitation using genomic data to resolve taxonomic uncertainties in a speciation continuum
of pelagic seabirds. Molecular Phylogenetics and Evolution, 2023, 179, 107671. 1.2 7

16914
Effects of fifty years of shelterwood harvesting on genetic diversity and population structure of
Oriental beech (Fagus orientalis L.) in the relict Hyrcanian forest. Forest Ecology and Management,
2023, 529, 120623.

1.4 2

16915 Morphological, palynological and transcriptomic-based SSR assessment of peony varieties adaptive in
the Jiangnan region. Scientia Horticulturae, 2023, 310, 111771. 1.7 0

16916
Geographic isolation causes low genetic diversity and significant pedigree differentiation in
populations of Camellia drupifera, a woody oil plant native to China. Industrial Crops and Products,
2023, 192, 116026.

2.5 3

16917 Spatial genetic structure of two forest plant metapopulations in dynamic agricultural landscapes.
Landscape and Urban Planning, 2023, 231, 104648. 3.4 2

16918 Horticultural, chemical and genetic diversity using SSR markers in Leek germplasm collection.
Scientia Horticulturae, 2023, 311, 111782. 1.7 2

16919 Genetic analysis distinguished new natural population and old plantations of Cryptomeria japonica.
Trees, Forests and People, 2023, 11, 100365. 0.8 1

16920 Assessment of allelic and genetic diversity, and population structure among farmers' rice varieties
using microsatellite markers and morphological traits. Gene Reports, 2023, 30, 101719. 0.4 3

16921
Regional environmental and climatic concerns on preserving native gene pools of a least concern
species: Brown trout lineages in Mediterranean streams. Science of the Total Environment, 2023, 862,
160739.

3.9 2

16922 Analysis of genetic diversity and population structure of the indigenous and exotic wild Malus
species using ISSR markers. , 2019, 89, . 0

16923 Molecular characterization of rare anadromous RhÃ´ne River brown trout. Knowledge and
Management of Aquatic Ecosystems, 2022, , 24. 0.5 0



861

Citation Report

# Article IF Citations

16924 Genetic characterization of remaining populations of paratecoma peroba, an endangered and endemic
species of the atlantic forest. Cerne, 0, 28, . 0.9 1

16925 Genetic relationships among emu populations in Japanese farms based on mitochondrial and
microsatellite DNA polymorphisms. Animal Science Journal, 2022, 93, . 0.6 1

16926 Progeny selections of coffee cultivar 'Mundo Novo' with potential for the specialty coffee market.
Beverage Plant Research, 2023, 3, 1-11. 0.6 0

16927 Assessment of genetic diversity and population structure of fragrant rose (Rosa Ã— hybrida) cultivars
using microsatellite markers. , 2019, 89, . 0

16928 Analyse de la diversitÃ© gÃ©nÃ©tique molÃ©culaire de Haematostaphis barteri (Prune rouge) Ã  lâ€™aide des
marqueurs RAPD. , 2020, 10, 41-54. 0

16929 Genetic diversity, genetic structure, and germplasm source of Chinese pine in North China. European
Journal of Forest Research, 2023, 142, 183-195. 1.1 2

16930 Assessment of the Genetic Relationship and Population Structure in Oil-Tea Camellia Species Using
Simple Sequence Repeat (SSR) Markers. Genes, 2022, 13, 2162. 1.0 5

16931
ddRADseq reveals the relationships of harakeke and wharariki (<i>Phormium</i> species,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 467 Td (Asphodelaceae) and selected weaving cultivars in Aotearoa New Zealand. Botanical Journal of the

Linnean Society, 0, , .
0.8 1

16932 Epigenetic and Genetic Variability in Contrasting Latitudinal Fagus sylvatica L. Provenances. Forests,
2022, 13, 1971. 0.9 2

16933 GENETIC STRUCTURE AND DIVERSITY OF DATE PALM (PHOENIX DACTYLIFERA L.) CULTIVARS IN IRAN REVEALED
BY REMAP GENOTYPING. Acta Botanica Hungarica, 2022, 64, 259-271. 0.1 0

16934 Strong Genetic Differentiation between Generalist Populations of Venturia inaequalis and
Populations from Partially Resistant Apple Cultivars Carrying Rvi3 or Rvi5. Diversity, 2022, 14, 1050. 0.7 3

16935 Association Mapping for Quantitative Trait Loci Controlling Superoxide Dismutase, Flavonoids,
Anthocyanins, Carotenoids, Î³-Oryzanol and Antioxidant Activity in Rice. Agronomy, 2022, 12, 3036. 1.3 8

16936 The influence of genetic structure on phenotypic diversity in the Australian mango (Mangifera indica)
gene pool. Scientific Reports, 2022, 12, . 1.6 1

16937
Phylogenomic inference of two widespread European leaf miner species complexes suggests
mechanisms for sympatric speciation (Lepidoptera: Nepticulidae: <i>Ectoedemia</i>). Systematic
Entomology, 2023, 48, 341-353.

1.7 0

16939 Genetic dynamics of a 11-year ex situ managed Itasenpara bitterling population. Conservation Genetics,
0, , . 0.8 0

16940 Localization of the quantitative trait loci related to lodging resistance in spring bread wheat
(&lt;i&gt;Triticum aestivum&lt;/i&gt; L.). Vavilovskii Zhurnal Genetiki I Selektsii, 2022, 26, 765-683. 0.4 0

16941 Morphology and Genetic Structure Profile of Farmed Snails Cornu aspersum aspersum and Cornu
aspersum maximum in Greece. Sustainability, 2022, 14, 15965. 1.6 0

16942
Genetic and epigenetic variation separately contribute to range expansion and local metalliferous
habitat adaptation during invasions of<i>Chenopodium ambrosioides</i>into China. Annals of Botany,
2022, 130, 1041-1056.

1.4 2



862

Citation Report

# Article IF Citations

16943 Population Structure of White Sturgeon (Acipenser transmontanus) in the Columbia River Inferred
from Single-Nucleotide Polymorphisms. Diversity, 2022, 14, 1045. 0.7 1

16944 Deep ecomorphological and genetic divergence in Steller's Jays ( <i>Cyanocitta stelleri</i> , Aves:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (Corvidae). Ecology and Evolution, 2022, 12, .0.8 3

16945 The use of SCoT markers for evaluation of the genetic variability of Russian fescue and festulolium
varieties. , 2022, , 53-63. 1

16946 Restoration of calcareous grasslands by natural recolonization after forest clearing and its impact
on the genetic variation of three common herb species. Biodiversity and Conservation, 0, , . 1.2 1

16947 VariaciÃ³n genÃ©tica de Balmea stormiae (Rubiaceae) en el centro-occidente de MÃ©xico. Acta Botanica
Mexicana, 2022, , . 0.1 0

16948 Genome polarisation for detecting barriers to geneflow. Methods in Ecology and Evolution, 2023, 14,
512-528. 2.2 1

16949 ï»¿Population genetics of an invasive mosquito vector, Aedes albopictus in the Northeastern USA.
NeoBiota, 0, 78, 99-127. 1.0 2

16950 Genetic study of the American horseshoe crab throughout its Mexican distribution. Conservation and
management implications. Biodiversity and Conservation, 0, , . 1.2 2

16951 The Genetic Composition of Wild Steelhead Based on Spatial Proximity to a Hatchery. North American
Journal of Fisheries Management, 2023, 43, 431-450. 0.5 0

16952 Clear phylogeographical structures shed light on the origin and dispersal of the aquatic boreal plant
Hippuris vulgaris. Frontiers in Plant Science, 0, 13, . 1.7 0

16953 The phylogeography of some soil-feeding termites shaped by the Andes. Organisms Diversity and
Evolution, 0, , . 0.7 1

16955
Genetic characterization of oleaginous bottle gourd (<i>Lagenaria siceraria</i>) germplasm from
CÃ´te d'Ivoire using agromorphological and molecular markers. Plant Genetic Resources:
Characterisation and Utilisation, 0, , 1-12.

0.4 0

16956 Genetic Diversity and Population Structure Analysis of Castanopsis hystrix and Construction of a
Core Collection Using Phenotypic Traits and Molecular Markers. Genes, 2022, 13, 2383. 1.0 9

16957 Population structure of obligate groundwater amphipod crustaceans (Stygobromus sp.) in alluvial
aquifers. Hydrobiologia, 2023, 850, 1503-1513. 1.0 1

16958 Evidence of Genetic Segregation among Meagre (Argyrosomus regius) Atlantic Spawning Areas.
Journal of Marine Science and Engineering, 2022, 10, 1843. 1.2 2

16959 Association analysis revealed loci linked to post-drought recovery and traits related to persistence
of smooth bromegrass (Bromus inermis). PLoS ONE, 2022, 17, e0278687. 1.1 0

16960 Phytochemicals and Their Correlation with Molecular Data in Micromeria and Clinopodium
(Lamiaceae) Taxa. Plants, 2022, 11, 3407. 1.6 2

16961 Table Mountain Pine (<i>Pinus pungens</i>): Genetic Diversity and Conservation of an Imperiled
Conifer. Forest Science, 0, , . 0.5 0



863

Citation Report

# Article IF Citations

16962 High genetic diversity but spatially restricted genetic connectivity in a tropical montane cloud forest
tree (Magnolia schiedeana). Tree Genetics and Genomes, 2023, 19, . 0.6 2

16963 The assessment of genetic diversity and population structure of <i>Verbascum gypsicola</i> by ISSR
markers for conservation purposes. Nordic Journal of Botany, 2023, 2023, . 0.2 2

16964
Differentiation of Arctic Charr Salvelinus alpinus Complex (Salmonidae) in Lakes Lama and Kapchuk
(Taimyr) Based on Genetic Analysis, External Morphology, and Otolith Shape. Journal of Ichthyology,
2023, 63, 22-40.

0.2 2

16966 Rearâ€•edge daylily populations show legacies of habitat fragmentation due to the Holocene climate
warming. Journal of Biogeography, 2023, 50, 551-563. 1.4 2

16967 S-alleles and mating system in natural populations of Capsella grandiflora (Brassicaceae) and its
congeneric relatives. Flora: Morphology, Distribution, Functional Ecology of Plants, 2023, 299, 152206. 0.6 1

16968 Weak genetic structure, shared nonbreeding areas, and extensive movement in a declining waterbird.
Condor, 2023, 125, . 0.7 1

16969
Plasmodium malariae structure and genetic diversity in sub-Saharan Africa determined from
microsatellite variants and linked SNPs in orthologues of antimalarial resistance genes. Scientific
Reports, 2022, 12, .

1.6 0

16970 Genetic diversity of Mimosa tenuiflora (Willd.) Poir.: an intensively exploited wood tree in the
Brazilian tropical semi-arid vegetation. Genetic Resources and Crop Evolution, 2023, 70, 1531-1544. 0.8 0

16972 Differential gene expression associated with flower development of mango (Mangifera indica L.)
varieties with different shelf-life. Gene Expression Patterns, 2023, 47, 119301. 0.3 0

16973
Genome-wide association study reveals novel genomic regions governing agronomic and grain quality
traits and superior allelic combinations for Basmati rice improvement. Frontiers in Plant Science, 0,
13, .

1.7 4

16974 Agro-morphological traits and SSR markers reveal genetic variations in germplasm accessions of
Indian mustard â€“ An industrially important oilseed crop. Heliyon, 2022, 8, e12519. 1.4 4

16975 Population genetic structure of the globally introduced bigâ€•headed ant in Taiwan. Ecology and
Evolution, 2022, 12, . 0.8 0

16976 Commersonâ€™s dolphin population structure: evidence for female phylopatry and male dispersal.
Scientific Reports, 2022, 12, . 1.6 0

16977 Genetic diversity and spatial structures of snow leopards (Panthera uncia) reveal proxies of
connectivity across Mongolia and northwestern China. Landscape Ecology, 2023, 38, 1013-1031. 1.9 4

16978 Genetic analysis reveals the putative native range and widespread doubleâ€•clonal reproduction in the
invasive longhorn crazy ant. Molecular Ecology, 2023, 32, 1020-1033. 2.0 5

16979 Genetic Diversity, Population Structure and Subset Development in a Sesbania sesban Collection.
Plants, 2023, 12, 13. 1.6 1

16980 Analysis of Genetic Diversity and Population Structure of Cowpea (Vigna unguiculata (L.) Walp)
Genotypes Using Single Nucleotide Polymorphism Markers. Plants, 2022, 11, 3480. 1.6 5

16981 Whole-genome Analysis Reveals Contrasting Relationships Among Nuclear and Mitochondrial
Genomes Between Three Sympatric Bat Species. Genome Biology and Evolution, 2023, 15, . 1.1 2



864

Citation Report

# Article IF Citations

16982
Phylogenetic divergence and population genetics of the hydrothermal vent annelid genus
<i>Hesiolyra</i> along the East Pacific Rise: Reappraisal using multiâ€•locus data. Diversity and
Distributions, 2023, 29, 184-198.

1.9 0

16983 Effects of hunting on genetic diversity, inbreeding and dispersal in Finnish black grouse (<i>Lyrurus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (tetrix</i>). Evolutionary Applications, 2023, 16, 625-637.1.5 2

16984 Dual Domestication, Diversity, and Differential Introgression in Old World Cotton Diploids. Genome
Biology and Evolution, 2022, 14, . 1.1 3

16985 Genome-Wide Association Study (GWAS) and genome prediction of seedling salt tolerance in bread
wheat (Triticum aestivum L.). BMC Plant Biology, 2022, 22, . 1.6 0

16986 Genomic data reveal contrasting patterns of divergence among island and mainland birds of the
Eastern Mediterranean. Ibis, 2023, 165, 829-843. 1.0 3

16987 Genetic Diversity Assessment of Sweetpotato Germplasm in China Using InDel Markers. Agronomy,
2022, 12, 3074. 1.3 2

16988 The importance of well protected forests for the conservation genetics of West African colobine
monkeys. American Journal of Primatology, 2023, 85, . 0.8 2

16990 Cryptic population structure at the northern range margin of the service tree <i>Sorbus
domestica</i>. PeerJ, 0, 10, e14397. 0.9 0

16991
Population Structure and Morphological Pattern of the Black-Spotted Pond Frog (Pelophylax) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 427 Td (nigromaculatus) Inhabiting Watershed Areas of the Geum River in South Korea. Sustainability, 2022, 14,

16530.
1.6 3

16992 Molecular and Phytochemical Variability of Endemic JuniperusÂ sabina var. balkanensis from Its Natural
Range. Diversity, 2022, 14, 1062. 0.7 5

16993 Genome-Wide Association Analysis of Senescence-Related Traits in Maize. International Journal of
Molecular Sciences, 2022, 23, 15897. 1.8 2

16994 Exceptional Genetic Differentiation at a Micro-geographic Scale in Apistogramma agassizii
(Steindachner, 1875) from the Peruvian Amazon: Sympatric Speciation?. Evolutionary Biology, 0, , . 0.5 1

16995 Diversification and historical demography of Rhampholeon spectrum in West-Central Africa. PLoS
ONE, 2022, 17, e0277107. 1.1 1

16996 Population genetic connectivity of an endangered stingray from The Bahamas. Hydrobiologia, 0, , . 1.0 0

16997
Isolation and characterization of 21 microsatellite loci for the sea cucumber Holothuria (Halodeima)
atra (Echinodermata, Holothuroidea) reveal low asexual propagation through time in Reunion Island
(southwestern Indian Ocean). Molecular Biology Reports, 0, , .

1.0 1

16998 Genomic Analyses Implicate the Amazonâ€“Orinoco Plume as the Driver of Cryptic Speciation in a
Swimming Crab. Genes, 2022, 13, 2263. 1.0 4

16999 Population structure and genetic diversity characterization of soybean for seed longevity. PLoS ONE,
2022, 17, e0278631. 1.1 2

17000 Identifying the Genetic Basis of Mineral Elements in Rice Grain Using Genome-Wide Association
Mapping. Genes, 2022, 13, 2330. 1.0 5



865

Citation Report

# Article IF Citations

17001 High genetic variation of Trifolium alpestre at the northern margin: but for how long?. Conservation
Genetics, 0, , . 0.8 0

17002 Genetic Diversity and Structure in a Spanish Grape Germplasm Collection Assessed by SSR Markers.
Australian Journal of Grape and Wine Research, 2022, 2022, 1-12. 1.0 2

17004 Morphoecological and Genetic Differentiation among Sympatric Morphs of Whitefish in Lake
KuetsjÃ¤rvi (River Pasvik Basin, Murmansk Oblast). Biology Bulletin Reviews, 2022, 12, S66-S77. 0.3 0

17005
Genetic Diversity and Population Structure Derived from Body Remains of the Endangered Flightless
Longhorn Beetle Iberodorcadion fuliginator in Grassland Fragments in Central Europe. Diversity,
2023, 15, 16.

0.7 0

17006
Environmental and genetic effects on phenotypic differences between <i>Elaeocarpus photiniifolia</i>
(Elaeocarpaceae) ecotypes in dry and mesic habitats on a Japanese oceanic island. Plant Species Biology,
2023, 38, 67-78.

0.6 1

17007 Genetic structure of Spirometra mansoni (Cestoda: Diphyllobothriidae) populations in China revealed
by a Target SSR-seq method. Parasites and Vectors, 2022, 15, . 1.0 3

17008 Genetic Diversity of Black Amaranth (Amaranthus quitensis Kunth) Landraces of Ecuadorian
Highlands: Association Genotypesâ€”Color Morphotypes. Agriculture (Switzerland), 2023, 13, 34. 1.4 1

17009 Marker-trait association analysis for grain shape traits in rice (Oryza sativa L.). Israel Journal of Plant
Sciences, 2022, 70, 47-56. 0.3 0

17010 Genetic Diversity Analysis and Core Collection Construction of the Actinidia chinensis Complex
(Kiwifruit) Based on SSR Markers. Agronomy, 2022, 12, 3078. 1.3 2

17011 Dermacentor reticulatus â€“ a tick on its way from glacial refugia to a panmictic Eurasian population.
International Journal for Parasitology, 2023, 53, 91-101. 1.3 8

17012 Intrabreed Differentiation of Native Kostroma Cattle Breed Based on SNP Markers of Meat
Productivity. Biology Bulletin Reviews, 2022, 12, S34-S45. 0.3 0

17013
Effects of Anthropogenic Habitat Fragmentation on the Genetic Connectivity of the Threatened and
Endemic Campylorhynchus yucatanicus (Aves, Trogloditydae) in the Yucatan Peninsula, Mexico.
Diversity, 2022, 14, 1108.

0.7 1

17014
Population structure and genetic connectivity of the scalloped hammerhead shark (Sphyrna lewini)
across nursery grounds from the Eastern Tropical Pacific: Implications for management and
conservation. PLoS ONE, 2022, 17, e0264879.

1.1 2

17015 Genetic diversity of Venturia carpophila populations from different hosts and geographic regions in
China. Frontiers in Microbiology, 0, 13, . 1.5 0

17016 Species delineation and genetic structure of two <i>Chaerephon</i> species ( <i>C. pusillus</i> and) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (<i>C. leucogaster</i> ) on Madagascar and the Comoro archipelago. Ecology and Evolution, 2022, 12, .0.8 0

17017 Genetic diversity in a new peach core-collection designed for resilience breeding. Acta Horticulturae,
2022, , 141-148. 0.1 0

17018 Population genetic structure and evolutionary demographic patterns of Phrynoderma karaavali, an
edible frog species of Kerala, India. Journal of Genetics, 2023, 102, . 0.4 2

17019 A superior gene allele involved in abscisic acid signaling enhances drought tolerance and yield in
chickpea. Plant Physiology, 2023, 191, 1884-1912. 2.3 8



866

Citation Report

# Article IF Citations

17020 Population genetic analyses unveiled genetic stratification and differential natural selection
signatures across the G-gene of viral hemorrhagic septicemia virus. Frontiers in Genetics, 0, 13, . 1.1 0

17021 ï»¿Application of genetic and Spatially Explicit Capture-Recapture analyses to design adaptive feral cat
control in a large inhabited island. NeoBiota, 0, 79, 51-85. 1.0 1

17022 Molecular Analysis of Genetic Diversity and Structure of the Lablab (Lablab purpureus (L.) Sweet) Gene
Pool Reveals Two Independent Routes of Domestication. Plants, 2023, 12, 57. 1.6 6

17023 Strong species structure but weak geographical structure in demersal Lake Victoria cichlids. Ecology
and Evolution, 2022, 12, . 0.8 1

17024 Ex situ versus in situ Eurasian lynx populations: implications for successful breeding and genetic
rescue. Conservation Genetics, 0, , . 0.8 0

17025 Genetic Diversity and Maternal Lineage of Indo-Pacific Bottlenose Dolphin (Tursiops aduncus) in the
Andaman Sea of Thailand. Diversity, 2022, 14, 1093. 0.7 0

17026 Human decimation caused bottleneck effect, genetic drift, and inbreeding in the Canarian houbara
bustard. Journal of Wildlife Management, 2023, 87, . 0.7 3

17027 Genetic diversity and structure of Acrocomia aculeata (Jacq.) Lodd. ex Mart. (Arecaceae) using
microsatellite DNA markers in Costa Rica. Genetic Resources and Crop Evolution, 0, , . 0.8 1

17028 Assessment of Genetic Diversity in Phaseolus lunatus Landrace Germplasm for Use in Breeding
Programs. Plant Molecular Biology Reporter, 0, , . 1.0 1

17030 What can genetics tell us about the history of a human-mediated introduction of the golden-striped
salamander south of its native range?. European Journal of Wildlife Research, 2022, 68, . 0.7 0

17031 Methodological challenges in the genomic analysis of an endangered mammal population with low
genetic diversity. Scientific Reports, 2022, 12, . 1.6 1

17032 The genomic analysis of a wide peach germplasm collection revealed genetic relationships between
European landraces and American ferals and landraces. Acta Horticulturae, 2022, , 81-88. 0.1 0

17033 Genetic diversity of Greek grapevine (<i>Vitis vinifera</i>L.) cultivars using ampelographic and
microsatellite markers. Plant Genetic Resources: Characterisation and Utilisation, 2022, 20, 124-136. 0.4 3

17034 New insights on patterns of genetic admixture and phylogeographic history in Iberian high mountain
populations of midwife toads. PLoS ONE, 2022, 17, e0277298. 1.1 0

17035
Historical dispersal and host-switching formed the evolutionary history of a globally distributed
multi-host parasite â€“ The Ligula intestinalis species complex. Molecular Phylogenetics and Evolution,
2023, 180, 107677.

1.2 6

17036 Mitochondrial DNA sequences and nuclear microsatellites reveal population genetic structure of the
range-restricted hummingbird <i>Phaeoptila sordida</i> in the Balsas Basin. Auk, 0, , . 0.7 0

17037 Spatial and Temporal Patterns of Genetic Diversity and Structure in Danish Populations of the Alcon
Blue Butterfly Phengaris alcon (Denis &amp; SchiffermÃ¼ller). Diversity, 2022, 14, 1098. 0.7 0

17038 Morphological and genetic diversity of maize landraces along an altitudinal gradient in the Southern
Andes. PLoS ONE, 2022, 17, e0271424. 1.1 2



867

Citation Report

# Article IF Citations

17040 Palauâ€™s warmest reefs harbor thermally tolerant corals that thrive across different habitats.
Communications Biology, 2022, 5, . 2.0 6

17041 Unravelling plant diversification: intraspecific genetic differentiation in hybridizing <i>Anacyclus</i>
species in the western Mediterranean Basin. American Journal of Botany, 0, , . 0.8 1

17042 Association Study for Drought Tolerance of Flint Maize Inbred Lines Using SSR Markers. Plant
Breeding and Biotechnology, 2022, 10, 257-271. 0.3 2

17043 Genetic diversity and population structure of <i>Irvingia species</i> using DArTseq generated markers.
Forests Trees and Livelihoods, 0, , 1-13. 0.5 0

17044 Gene flow assessment helps to distinguish strong genomic structure from speciation in an Iberian
ant-eating spider. Molecular Phylogenetics and Evolution, 2022, , 107682. 1.2 0

17045 Centaurea Subsect. Phalolepis (Compositae, Cardueae): A Case Study of Mountain-Driven Allopatric
Speciation in the Mediterranean Peninsulas. Plants, 2023, 12, 11. 1.6 0

17046 Ancient vicariance is reinforced by adaptive divergence in the southern beech: Contributions from
geogenomics. Journal of Biogeography, 0, , . 1.4 0

17047 Possible northern persistence of Sieboldâ€™s beech, Fagus crenata, at its northernmost distribution
limit on an island in Japan Sea: Okushiri Island, Hokkaido. Frontiers in Plant Science, 0, 13, . 1.7 1

17048 The first report on genetic variability and population structure in jackals from Bosnia and
Herzegovina. Mammal Research, 2023, 68, 243-247. 0.6 1

17049 Genetic variation and markerâˆ’trait association affect the genomic selection prediction accuracy of
soybean protein and oil content. Frontiers in Plant Science, 0, 13, . 1.7 0

17050 Genetic evidence of differential dispersal pattern in the Asiatic wild dog: Comparing two populations
with different pack sizes. Frontiers in Ecology and Evolution, 0, 10, . 1.1 0

17051 Genomic data and common garden experiments reveal climateâ€•driven selection on ecophysiological
traits in two Mediterranean oaks. Molecular Ecology, 2023, 32, 983-999. 2.0 2

17052 Genomic assessment of the larval odyssey: selfâ€•recruitment and biased settlement in the Hawaiian
surgeonfish <i>Acanthurus triostegus sandvicensis</i>. Journal of Fish Biology, 0, , . 0.7 0

17053
Genetic diversity and population structure of a threatened tree species Afzelia africana Sm. ex Pers.
among climatic zones for conservation challenges in Benin (West Africa). Genetic Resources and Crop
Evolution, 2023, 70, 1617-1632.

0.8 1

17055
Drivers of population divergence and genetic variation in Elymus breviaristatus (Keng) Keng f.
(Poaceae: Triticeae), an endemic perennial herb of the Qinghai-Tibet plateau. Frontiers in Ecology and
Evolution, 0, 10, .

1.1 3

17056 Intraspecific Variability of Wild-Growing Common Valerian (Valeriana officinalis L.). Plants, 2022, 11,
3455. 1.6 2

17057 Gut Microbiome Composition of the Fire Ant Solenopsis invicta: an Integrated Analysis of Host
Genotype and Geographical Distribution. Microbiology Spectrum, 0, , . 1.2 1

17058
Precipitation, Temperature, and Population Structure Influence Genetic Diversity of Oakleaf
Hydrangea Throughout Its Native Range. Journal of the American Society for Horticultural Science,
2023, 148, 29-41.

0.5 0



868

Citation Report

# Article IF Citations

17059 Evolution of a hybrid zone of two willow species (<i>Salix</i>L.) in the European Alps analyzed by
RADâ€•seq and morphometrics. Ecology and Evolution, 2023, 13, . 0.8 2

17060 Genetic Diversity and Population Structure in Bread Wheat Germplasm from TÃ¼rkiye Using
iPBS-Retrotransposons-Based Markers. Agronomy, 2023, 13, 255. 1.3 11

17061 Morphological and Genetic Analysis of Wild Hop (Humulus lupulus L.) Germplasm from Calabria
Region in South Italy. Agronomy, 2023, 13, 252. 1.3 1

17062 Association Mapping of Amylose Content in Maize RIL Population Using SSR and SNP Markers. Plants,
2023, 12, 239. 1.6 2

17063 QTL for induced resistance against leaf rust in barley. Frontiers in Plant Science, 0, 13, . 1.7 0

17064 Genetic diversity analysis and parentage verification of Taishu horses using 31 microsatellites. Journal
of Equine Science, 2022, 33, 63-69. 0.2 1

17066 RNA-Seq and genetic diversity analysis of faba bean (<i>Vicia faba</i> L.) varieties in China. PeerJ, 0, 11,
e14259. 0.9 0

17067 Population Subdivision in the Gopher Frog (Rana capito) across the Fragmented Longleaf
Pine-Wiregrass Savanna of the Southeastern USA. Diversity, 2023, 15, 93. 0.7 1

17068
Genetic diversity analysis of sorghum genotypes for sustainable genetic resource conservation and
its implication for breeding program in ethiopia. Genetic Resources and Crop Evolution, 2023, 70,
1831-1852.

0.8 3

17071 Genome-Wide Association Studies of Seven Root Traits in Soybean (Glycine max L.) Landraces.
International Journal of Molecular Sciences, 2023, 24, 873. 1.8 4

17072 Population genetics and plant growth experiments as prerequisite for conservation measures of the
rare European aquatic plant Luronium natans (Alismataceae). Frontiers in Plant Science, 0, 13, . 1.7 0

17073
Phenotypic and molecular analyses in diploid and tetraploid genotypes of Solanum tuberosum L.
reveal promising genotypes and candidate genes associated with phenolic compounds, ascorbic acid
contents, and antioxidant activity. Frontiers in Plant Science, 0, 13, .

1.7 2

17074 Water transfer determines the regional spread dynamics of non-native fish species. , 2023, 2, 100135. 1

17075 Exotic alleles contribute to heat tolerance in wheat under field conditions. Communications Biology,
2023, 6, . 2.0 10

17076 The modern state of the European saiga population (<i>Saiga tatarica tatarica</i>): mtDNA, <i>DRB3</i>
MHC gene, and microsatellite diversity. Integrative Zoology, 2023, 18, 661-676. 1.3 0

17077 Genetic diversity and population structure assessment of Western Canadian barley cooperative trials.
Frontiers in Plant Science, 0, 13, . 1.7 2

17078 Management of genetic erosion: The (successful) case study of the pear (Pyrus communis L.)
germplasm of the Lazio region (Italy). Frontiers in Plant Science, 0, 13, . 1.7 3

17079
Analysis of germplasm genetic diversity and construction of a core collection in Camellia oleifera
C.Abel by integrating novel simple sequence repeat markers. Genetic Resources and Crop Evolution,
2023, 70, 1517-1530.

0.8 1



869

Citation Report

# Article IF Citations

17080 Seed Phenotyping and Genetic Diversity Assessment of Cowpea (V. unguiculata) Germplasm Collection.
Agronomy, 2023, 13, 274. 1.3 5

17082 Conservation genomics reveals fine-scale population structuring and recent declines in the Critically
Endangered Australian Kuranda Treefrog. Conservation Genetics, 2023, 24, 249-264. 0.8 1

17083 Genetic Diversity and Population Structure of Selected Ethiopian Indigenous Cattle Breeds Using
Microsatellite Markers. Genetical Research, 2023, 2023, 1-12. 0.3 3

17084 Phylogeographic and population genetic structure of hound-like native dogs of the Mediterranean
Basin. Research in Veterinary Science, 2023, 155, 103-114. 0.9 2

17085 Fine-scale spatial genetic structure of the endangered plant Tetracentron sinense Oliv.
(Trochodendraceae) in Leigong Mountain. Global Ecology and Conservation, 2023, 41, e02382. 1.0 0

17086 Genetic diversity and population structure of barley landraces from Southern Ethiopiaâ€™s Gumer
district: Utilization for breeding and conservation. PLoS ONE, 2023, 18, e0279737. 1.1 3

17087 Assessment of genetic diversity and population structure in wild Ziziphus species from northwest
India using SSR marker technique. Journal of Genetic Engineering and Biotechnology, 2023, 21, 4. 1.5 2

17088 Analysis of variola virus molecular evolution suggests an old origin of the virus consistent with
historical records. Microbial Genomics, 2023, 9, . 1.0 1

17089 Genetic diversity and population structure of sorghum [Sorghum bicolor (L.) Moench] genotypes in
Ethiopia as revealed by microsatellite markers. Heliyon, 2023, 9, e12830. 1.4 5

17090 Genetic diversity and structure in wild Robusta coffee (Coffea canephora A. Froehner) populations in
Yangambi (DR Congo) and their relation to forest disturbance. Heredity, 2023, 130, 145-153. 1.2 5

17091 Scion/Rootstock Interaction Studies for Quality Traits in Mango (Mangifera indica L.) Varieties.
Agronomy, 2023, 13, 204. 1.3 2

17092 Insight into Genetic Diversity of Cultivated Lima Bean (&amp;lt;i&amp;gt;Phaseolus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (lunatus&amp;lt;/i&amp;gt; L.) in Benin. American Journal of Molecular Biology, 2023, 13, 32-45.0.1 0

17093 Genomic diversity and relationship analyses of endangered German Black Pied cattle (DSN) to 68 other
taurine breeds based on whole-genome sequencing. Frontiers in Genetics, 0, 13, . 1.1 8

17094 Association mapping for broomrape resistance in sunflower. Frontiers in Plant Science, 0, 13, . 1.7 4

17095 Molecular insights into the genetic diversity and population structure of Artemisia annua L. as
revealed by insertional polymorphisms. Revista Brasileira De Botanica, 0, , . 0.5 0

17096 Population structure and genetic diversity of a germplasm for hybrid breeding in rye (Secale cereale) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 142 Td (L.) using high-density DArTseq-based silicoDArT and SNP markers. Journal of Applied Genetics, 0, , .1.0 1

17097 Genetic variation of endangered Jankowskiâ€™s Bunting (Emberiza jankowskii): High connectivity and a
moderate history of demographic decline. Frontiers in Ecology and Evolution, 0, 10, . 1.1 0

17098
Genetic polymorphism detection in brazilian perennial cottons (Gossypium spp.) using an ISSR marker
system and its application for molecular interspecific differentiation. Molecular Biology Reports,
2023, 50, 3001-3009.

1.0 3



870

Citation Report

# Article IF Citations

17099 Inconsistency between morphological diversity and genetic structuring: proposal for one species of
<i>Undaria</i> in Japan. Botanica Marina, 2023, . 0.6 0

17100
GRAS-Di SNP-based molecular characterization and fingerprinting of a Turkish Corylus avellana core
set provide insights into the cultivation and breeding of hazelnut in Turkey. Molecular Genetics and
Genomics, 0, , .

1.0 0

17101
Genetic survey extension of the threatened Iberian Arnica montana L. revealed the presence of
divergent plastid lineages and highly structured populations in northern Spain. Genetic Resources
and Crop Evolution, 0, , .

0.8 1

17102 Genetic and Pomological Determination of the Trueness-to-Type of Sweet Cherry Cultivars in the
German National Fruit Genebank. Plants, 2023, 12, 205. 1.6 3

17103 Genetic Basis of Resistance to Warrior (-) Yellow Rust Race at the Seedling Stage in Current Central
and Northern European Winter Wheat Germplasm. Plants, 2023, 12, 420. 1.6 0

17104 Association analysis and evaluation of genetic diversity of Teucrium stocksianum Boiss. populations
using ISSR markers. Genetic Resources and Crop Evolution, 0, , . 0.8 0

17105
Population genetics of the African snakehead fish <i>Parachanna obscura</i> along West Africa's
water networks: Implications for sustainable management and conservation. Ecology and Evolution,
2023, 13, .

0.8 1

17106
Effects of Wild Forest Fires on Genetic Diversity and Population Structure of a Boreal Conifer, White
Spruce (Picea glauca (Moench) Voss): Implications for Genetic Resource Management and Adaptive
Potential under Climate Change. Forests, 2023, 14, 157.

0.9 4

17107 Biogeography of the Sunda Shelf revisited: Insights from Macaranga section Pruinosae
(Euphorbiaceae). Frontiers in Ecology and Evolution, 0, 10, . 1.1 2

17108 Breeding origins of a uniquely regular migrant songbird in the GalÃ¡pagos Islands. Ecology and
Evolution, 2023, 13, . 0.8 0

17109 Assessment of the genetic variability and population structure in boro rice cultivars of Assam, India
using candidate gene based SSR markers. Genetic Resources and Crop Evolution, 2023, 70, 1747-1765. 0.8 1

17110 Genetic variations of Narcissus tazetta and selected Narcissus cultivars based on the sequence
analysis of nrITS and trnL-IS-trnF regions. Genetic Resources and Crop Evolution, 0, , . 0.8 0

17111 Characterization of the Genetic Variability within Ziziphus nummularia Genotypes by Phenotypic Traits
and SSR Markers with Special Reference to Geographic Distribution. Genes, 2023, 14, 155. 1.0 4

17112 Genetic Variability and Population Structure of Pakistani Potato Genotypes Using
Retrotransposon-Based Markers. Agriculture (Switzerland), 2023, 13, 185. 1.4 1

17113 Genetic diversity analysis and variety identification using SSR and SNP markers in melon. BMC Plant
Biology, 2023, 23, . 1.6 8

17114 Population genetic differentiation of Daphnia sinensis in a lasting high-phosphorus Chinese lake, Lake
Chaohu. Frontiers in Ecology and Evolution, 0, 10, . 1.1 0

17115 Another Chapter in the History of the European Invasion by the Western Conifer Seed Bug,
Leptoglossus occidentalis: The Iberian Peninsula. Diversity, 2023, 15, 64. 0.7 1

17116 Population Genetics of Oncomelania hupensis Snails from New-Emerging Snail Habitats in a Currently
Schistosoma japonicum Non-Endemic Area. Tropical Medicine and Infectious Disease, 2023, 8, 42. 0.9 1



871

Citation Report

# Article IF Citations

17117 Genome-wide assessment of the population structure and genetic diversity of four Portuguese native
sheep breeds. Frontiers in Genetics, 0, 14, . 1.1 3

17118
Genotyping by sequencing and a newly developed mRNA-GBS approach to link population genetic and
transcriptome analyses reveal pattern differences between sites and treatments in red clover
(Trifolium pratense L.). Frontiers in Ecology and Evolution, 0, 10, .

1.1 0

17119 Assessing the genetic structure of teak from Southeast Sulawesi and its implication for genetic
conservation and utilization in Indonesia. Forest Science and Technology, 2023, 19, 21-29. 0.3 1

17120 Dispersal ability and biogeographic gradients influence gene flow of 3 aquatic insects in Laurentian
Great Lakes interdunal wetlands. Freshwater Science, 2023, 42, 88-103. 0.9 2

17121 Diversity and distribution of mitochondrial DNA in non-Austronesian-speaking Taiwanese individuals.
Human Genome Variation, 2023, 10, . 0.4 0

17122 Genetic diversity analysis and fingerprint construction of Korean pine (Pinus koraiensis) clonal seed
orchard. Frontiers in Plant Science, 0, 13, . 1.7 2

17123 Genetic Diversity and Population Structure of Scots Pine (Pinus sylvestris L.) in Middle Siberia.
Forests, 2023, 14, 119. 0.9 6

17125 Connectivity patterns and gene flow among Chelon ramada populations. Estuarine, Coastal and Shelf
Science, 2023, 281, 108209. 0.9 2

17126
Homoploid hybrids are common but evolutionary dead ends, whereas polyploidy is not linked to
hybridization in a group of Pyrenean saxifrages. Molecular Phylogenetics and Evolution, 2023, 180,
107703.

1.2 2

17127
Phylogeography within the Peromyscus maniculatus species group: Understanding past distribution
of genetic diversity and areas of refugia in western North America. Molecular Phylogenetics and
Evolution, 2023, 180, 107701.

1.2 1

17128 No effects of fishery collapse on the genetic diversity of the Gulf of California Corvina, Cynoscion
othonopterus (Perciformes: Sciaenidae). Fisheries Research, 2023, 261, 106608. 0.9 0

17129
Comparative Phylogeography in the Taiwanâ€“Luzon Volcanic Belt Indicates Fast Diversification History
of <i>Pachyrhynchus</i> Weevils (Coleoptera: Curculionidae). Insect Systematics and Diversity, 2022,
6, .

0.7 1

17130 Comparing the roles of climate, predation and phylogeography in driving wing colour variation in
Ranchmanâ€™s tiger moth (<i>Arctia virginali</i>s). Biological Journal of the Linnean Society, 0, , . 0.7 1

17131 Genome-Wide Analysis of Snf2 Gene Family Reveals Potential Role in Regulation of Spike Development
in Barley. International Journal of Molecular Sciences, 2023, 24, 457. 1.8 7

17132
Population structure and genetic connectivity reveals distinctiveness of Irish harbour seals
(<scp><i>Phoca vitulina</i></scp>) and implications for conservation management. Aquatic
Conservation: Marine and Freshwater Ecosystems, 2023, 33, 160-178.

0.9 3

17133 Isolation and characterization of 16 microsatellite loci from transcriptome-derived sequences of the
topmouth culter (Culter alburnus Basilewsky). Aquaculture and Fisheries, 2022, , . 1.2 0

17134 Agronomic, nutritive value, reproductive, cytogenetic, and molecular aspects of <i>Paspalum</i>
accessions: Contribution to the development of new forage cultivars. Grass and Forage Science, 0, , . 1.2 1

17135 Molecular and Physiological Variability in Bread Wheat and Its Wild Relative (Aegilops tauschii Coss.)
Species under Water-Deficit Stress Conditions. BioTech, 2023, 12, 3. 1.3 0



872

Citation Report

# Article IF Citations

17136 Integrative characterization of genetic and phenotypic differentiation in an ant species complex with
strong hierarchical population structure and low dispersal abilities. Heredity, 2023, 130, 163-176. 1.2 2

17137 Validation of Novel spot blotch disease resistance alleles identified in unexplored wheat (Triticum) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (aestivum L.) germplasm lines through KASP markers. BMC Plant Biology, 2022, 22, .1.6 2

17138 Gene flow connects key leopard (Panthera pardus) populations despite habitat fragmentation and
persecution. Biodiversity and Conservation, 2023, 32, 945-963. 1.2 2

17139 Population Genomics Study and Implications for the Conservation of Zabelia tyaihyonii Based on
Genotyping-By-Sequencing. Plants, 2023, 12, 171. 1.6 2

17140 Association mapping for protein, total soluble sugars, starch, amylose and chlorophyll content in
rice. BMC Plant Biology, 2022, 22, . 1.6 9

17141 Lowâ€•elevation warmâ€•edge <scp><i>Fagus crenata</i></scp> populations in the core of the species range
are glacial relicts with high conservation value. Ecological Research, 2023, 38, 764-781. 0.7 2

17142 Comparison of Tetraploid Alfalfa (Medicago sativa L.) Populations Collected from Turkey and Former
Soviet Countries. Journal of Agriculture, 0, , . 0.4 0

17143
Coalescent-Based Species Delimitation in Herbaceous Bamboos (Bambusoideae, Olyreae) from Eastern
Brazil: Implications for Taxonomy and Conservation in a Group with Weak Morphological Divergence
Coupled with Low Genetic Diversity. Plants, 2023, 12, 107.

1.6 1

17144 Lactuca georgica Grossh. is a wild species belonging to the secondary lettuce gene pool: additional
evidence, obtained by KASP genotyping. Genetic Resources and Crop Evolution, 2023, 70, 1289-1304. 0.8 0

17145 Morpho-physiological screenings and molecular analysis of west sumatra rice genotypes under
submergence stress. Plant Science Today, 0, , . 0.4 0

17146 Appraising the Genetic Makeup of an Allochthonous Southern Pike Population: An Opportunity to
Predict the Evolution of Introgressive Hybridization in Isolated Populations?. Animals, 2023, 13, 380. 1.0 0

17147 Genetic diversity, structure, and effective population size of an endangered, endemic hoary bat, Ê»Å•peÊ»apeÊ»a,
across the Hawaiian Islands. PeerJ, 0, 11, e14365. 0.9 1

17148
High-throughput sequencing confirms the boundary between traditionally considered species pairs in
a group of lichenized fungi (Peltigeraceae, <i>Pseudocyphellaria</i>). Botanical Journal of the Linnean
Society, 2023, 201, 471-482.

0.8 2

17149 Development of EST-SSR markers based on transcriptome sequencing for germplasm evaluation of 65
lilies (Lilium). Molecular Biology Reports, 0, , . 1.0 1

17151 De Novo Transcriptome Assembly and EST-SSR Marker Development and Application in Chrysosplenium
macrophyllum. Genes, 2023, 14, 279. 1.0 2

17153 Assessment of Genetic Diversity of Local Coffee Populations in Southwestern Saudi Arabia Using SRAP
Markers. Agronomy, 2023, 13, 302. 1.3 8

17154 Comparisons of genetic population structures of copepods Pseudocalanus spp. in theÂ Okhotsk Sea: the
first record of P. acuspes in coastal waters off Japan. Marine Biodiversity, 2023, 53, . 0.3 0

17155 Living on the edge: morphological, karyological and genetic diversity studies of the Hungarian
Plantago maxima populations and established ex situ collection. , 2023, 64, . 1



873

Citation Report

# Article IF Citations

17156 Comparison of Chayote (Sechium edule (Jacq.) Sw.) Accessions from Mexico, Japan, and Myanmar Using
Reproductive Characters and Microsatellite Markers. Plants, 2023, 12, 476. 1.6 1

17158 Genetic diversity and population structure of Aechmea distichantha (Bromeliaceae), a widely
geographically distributed species in South America. Plant Systematics and Evolution, 2023, 309, . 0.3 1

17159
ISSR-assisted spatial genetic structure, population admixture, and biodiversity estimates across
locally adopted saffron ecotypes from 18 different provenances of Iran. Journal of Applied Research
on Medicinal and Aromatic Plants, 2023, , 100467.

0.9 0

17160
Development of Diagnostic Markers and Applied for Genetic Diversity Study and Population Structure
of Bipolaris sorokiniana Associated with Leaf Blight Complex of Wheat. Journal of Fungi (Basel,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 617 Td (Switzerland), 2023, 9, 153.1.5 8

17161 A historic religious sanctuary may have preserved ancestral genetics of Japanese sika deer (<i>Cervus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 582 Td (nippon</i>). Journal of Mammalogy, 2023, 104, 303-315.0.6 3

17162 Genetic Differentiation of the South Florida Red-Shouldered Hawk (Buteo lineatus extimus) from the
Nominate Subspecies (Buteo lineatus lineatus)1. Journal of Raptor Research, 2023, 57, . 0.2 0

17163 Phylogeographic patterns of<i>Deschampsia cespitosa</i>(Poaceae) in Europe inferred from genomic
data. Botanical Journal of the Linnean Society, 2023, 201, 341-360. 0.8 2

17165 Historical biogeography and local adaptation explain population genetic structure in a widespread
terrestrial orchid. Annals of Botany, 2023, 131, 623-634. 1.4 3

17166 Genome-wide characterization leading to simple sequence repeat (SSR) markers development in Shorea
robusta. Functional and Integrative Genomics, 2023, 23, . 1.4 6

17167
Molecular genetics and phenotypic assessment of foxtail millet (Setaria italica (L.) P. Beauv.) landraces
revealed remarkable variability of morpho-physiological, yield, and yieldâ€•related traits. Frontiers in
Genetics, 0, 14, .

1.1 0

17168 Stable dingo population structure and purity over 11 years of lethal management. Wildlife Research,
2023, , . 0.7 0

17169 Marker-trait association analyses revealed major novel QTLs for grain yield and related traits in
durum wheat. Frontiers in Plant Science, 0, 13, . 1.7 7

17170 Characterization of a sex-determining locus and development of early molecular assays in Telfairia
occidentalisHook. F., a dioecious cucurbit. Genetic Resources and Crop Evolution, 2023, 70, 1817-1830. 0.8 0

17171 Integrated GWAS and transcriptomic analysis reveal the candidate salt-responding genes regulating
Na+/K+ balance in barley (Hordeum vulgare L.). Frontiers in Plant Science, 0, 13, . 1.7 2

17172 Spectral-Based Classification of Genetically Differentiated Groups in Spring Wheat Grown under
Contrasting Environments. Plants, 2023, 12, 440. 1.6 1

17173 Genome-wide association analyses of leaf rust resistance in cultivated emmer wheat. Theoretical and
Applied Genetics, 2023, 136, . 1.8 1

17174 Meta-analysis of genetic diversity and intercolony relatedness among reproductives in commercial
honey bee populations. Frontiers in Insect Science, 0, 3, . 0.9 0

17175 Genetic diversity and structure of Brycon henni in regulated and non-regulated water flow rivers of
the Colombian Andes. Frontiers in Environmental Science, 0, 11, . 1.5 0



874

Citation Report

# Article IF Citations

17176 Genetic diversity and pathotype profiling of Xanthomonas oryzae pv. oryzae isolates from diverse rice
growing ecosystems of Karnataka state of India. Plant Protection Science, 2023, 59, 31-47. 0.7 0

17177 Reproductive isolation between diploid and tetraploid individuals in mixedâ€•cytotype populations of
<i>Lycium australe</i>. American Journal of Botany, 0, , . 0.8 2

17179 Inferring inter-colony movement within metapopulations of yellow-footed rock-wallabies using
estimates of kinship. Conservation Genetics, 0, , . 0.8 0

17180 Examining the spatiotemporal variation of genetic diversity and genetic rarity in the natural plant
recolonization of human-altered areas. Conservation Genetics, 2023, 24, 315-330. 0.8 1

17182 Analyzing Autopolyploid Genetic Data Using GenoDive. Methods in Molecular Biology, 2023, , 261-277. 0.4 0

17183 The Dynamics of a Changing Lutz Spruce (&lt;i&gt;Picea x Lutzii&lt;/i&gt;) Hybrid Zone on the Kenai
Peninsula, Alaska. Canadian Journal of Forest Research, 0, , . 0.8 2

17184 Comparative Genetic Diversity Assessment and Markerâ€“Trait Association Using Two DNA Marker
Systems in Rice (Oryza sativa L.). Agronomy, 2023, 13, 329. 1.3 3

17185 Speciation and historical migration pattern interaction: examples from P. nigra and P. sylvestris
phylogeography. European Journal of Forest Research, 2023, 142, 1-26. 1.1 3

17187 A microbial tale of farming, invasion and conservation: on the gut bacteria of European and American
mink in Western Europe. Biological Invasions, 2023, 25, 1693-1709. 1.2 1

17188 Ancestry resolution of South Brazilians by forensic 165 ancestry-informative SNPs panel. Forensic
Science International: Genetics, 2023, 64, 102838. 1.6 1

17189
Genetic Structure and Diversity Study of Cassava (&amp;lt;i&amp;gt;Manihot) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 347 Td (esculenta&amp;lt;/i&amp;gt;) Germplasm for African Cassava Mosaic Disease and Fresh Storage Root

Yield. Open Journal of Genetics, 2023, 13, 23-47.
0.1 0

17190 Genetic monitoring on the worldâ€™s first MSC eco-labeled common octopus (O. vulgaris) fishery in
western Asturias, Spain. Scientific Reports, 2023, 13, . 1.6 1

17191 Epigenetic and Genetic Population Structure is Coupled in a Marine Invertebrate. Genome Biology and
Evolution, 2023, 15, . 1.1 4

17192 Two Distinct Life History Strategies of Atlantic Sturgeon in the Ogeechee River, Georgia. Diversity,
2023, 15, 325. 0.7 1

17193 Assessing genetic diversity patterns at neutral and adaptive loci to inform population reinforcement
of an endangered migratory vulture. Journal of Ornithology, 0, , . 0.5 0

17194 Identifying Whitemouth Croaker (Micropogonias furnieri) Populations along the Rio de Janeiro Coast,
Brazil, through Microsatellite and Otolith Analyses. Biology, 2023, 12, 360. 1.3 1

17195 Microsatellites and mitochondrial evidence of multiple introductions of the invasive raccoon
Procyon lotor in France. Biological Invasions, 2023, 25, 1955-1972. 1.2 1

17196 ï»¿Chelonian challenge: three alien species from North America are moving their reproductive
boundaries in Central Europe. NeoBiota, 0, 82, 1-21. 1.0 2



875

Citation Report

# Article IF Citations

17197 Genetic Diversity and Fine-Scale Genetic Structure of Spodoptera litura Fabricius (Lepidoptera:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (Noctuidae) in Southern China Based on Microsatellite Markers. Animals, 2023, 13, 560.1.0 0

17198 High genetic diversity in an endemic and vulnerable species: evidence from Astragalus cyclophyllon
(Fabaceae) in Iran. Genetic Resources and Crop Evolution, 2023, 70, 1999-2008. 0.8 1

17199 Contrasting patterns of population structure of Bulwerâ€™s petrel (Bulweria bulwerii) between oceans
revealed by statistical phylogeography. Scientific Reports, 2023, 13, . 1.6 0

17200 Time is running out: Microsatellite data predict the imminent extinction of the boreal lynx (Lynx lynx)
in France. Frontiers in Conservation Science, 0, 4, . 0.9 2

17201 Extensive cropâ€“wild hybridization during <i>Brassica</i> evolution and selection during the
domestication and diversification of <i>Brassica</i> crops. Genetics, 2023, 223, . 1.2 4

17202 Emergence and clonal expansion of <i>Vibrio aestuarianus</i> lineages pathogenic for oysters in
Europe. Molecular Ecology, 2023, 32, 2869-2883. 2.0 2

17203 Inferring future changes in gene flow under climate change in riverscapes: a pilot case study in
fluvial sculpin. Landscape Ecology, 2023, 38, 1351-1362. 1.9 1

17204 Genetic diversity and structure of Slovenian native germplasm of plum species (P. domestica L., P.) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (cerasifera Ehrh. and P. spinosa L.). Frontiers in Plant Science, 0, 14, .1.7 1

17205 Seascape Genomics and Phylogeography of the Sailfish (<i>Istiophorus platypterus</i>). Genome
Biology and Evolution, 2023, 15, . 1.1 4

17206 BazÄ± maydanoz (Petroselinum crispum Mill.) genotiplerinin molekÃ¼ler karakterizasyonu. Mustafa Kemal
Ãœniversitesi TarÄ±m Bilimleri Dergisi, 2023, 28, 236-244. 0.1 1

17207 Fragmentation shapes nest density and social structure but not genetic diversity of <i>Temnothorax
crassispinus</i> (Formicidae). Population Ecology, 0, , . 0.7 0

17208 Molecular phylogenetics and diversity of the Himalayan shrew ( Soriculus nigrescens Gray, 1842)
(Eulipotyphla, Soricidae) in Southwest China. Zootaxa, 2023, 5263, 061-078. 0.2 2

17209 Multilocus approach reveals distinct evolutionary units of the South American apapa <i>Pellona
flavipinnis</i> (Valenciennes, 1837) (Clupeiformes, Pristigasteridae). Journal of Fish Biology, 0, , . 0.7 0

17210 Restricted connectivity for cobia <scp> <i>Rachycentron canadum</i> </scp> (Perciformes:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 222 Td (Rachycentridae) in the Western Atlantic Ocean. Fisheries Oceanography, 0, , .0.9 0

17211 Tracing Eastern Wolf Origins From Whole-Genome Data in Context of Extensive Hybridization.
Molecular Biology and Evolution, 2023, 40, . 3.5 1

17212 Assessment of genetic variation and population structure in Iraqi barley accessions using ISSR, CDDP,
and SCoT markers. Czech Journal of Genetics and Plant Breeding, 2023, 59, 148-159. 0.4 7

17213 Long-term genetic monitoring of a reintroduced Eurasian lynx population does not indicate an
ongoing loss of genetic diversity. Global Ecology and Conservation, 2023, 42, e02399. 1.0 1

17214
Assessment of population genetic diversity and genetic structure of the North Chinese leopard
(Panthera pardus japonensis) in fragmented habitats of the Loess Plateau, China. Global Ecology and
Conservation, 2023, 42, e02416.

1.0 1



876

Citation Report

# Article IF Citations

17215
Genetic markers associated with divergent selection against the parasite Marteilia cochillia in
common cockle (Cerastoderma edule) using transcriptomics and population genomics data. Frontiers
in Marine Science, 0, 10, .

1.2 2

17216 Unexpected diversity in historical biological control programs: Population genetics of the nematode
Deladenus siricidicola in Australia and New Zealand. Biological Control, 2023, 180, 105183. 1.4 0

17217
The hybridization origin of the Chinese endemic herb genus Notopterygium (Apiaceae): Evidence from
population genomics and ecological niche analysis. Molecular Phylogenetics and Evolution, 2023, 182,
107736.

1.2 1

17218 Development and evaluations of the ancestry informative markers of the VISAGE Enhanced Tool for
Appearance and Ancestry. Forensic Science International: Genetics, 2023, 64, 102853. 1.6 3

17219 Start codon targeted (SCoT) variability analysis and its association with hydroxy citric acid (HCA) in
Garcinia gummi-gutta (L.) Roxb.. Plant Gene, 2023, 34, 100415. 1.4 0

17220
Polymorphism study of novel microsatellite markers to determine population genetic structure of
Coptotermes gestroi (Blattodea: Rhinotermitidae) from infested urban buildings. Gene Reports, 2023,
31, 101768.

0.4 1

17221 Association mapping identifies loci and candidate genes for grain-related traits in spring wheat in
response to heat stress. Plant Science, 2023, 331, 111676. 1.7 6

17222 Evidence of tiger population structure and dispersal in the montane conservation landscape of
Bhutan. Global Ecology and Conservation, 2023, 43, e02459. 1.0 0

17223 Effect of geographic isolation on genetic variation and population structure of Euphrasia
nankotaizanensis, a threatened endemic alpine herb in Taiwan. Heliyon, 2023, 9, e14228. 1.4 1

17224 Beyond plumage: acrobatic courtship displays show intermediate patterns in manakin hybrids. Animal
Behaviour, 2023, 198, 195-205. 0.8 0

17225 Genetic legacy of southern Middle Siberian mountain and foothill populations of Scots pine (Pinus) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 342 Td (sylvestris L.): Diversity and differentiation. Frontiers in Forests and Global Change, 0, 6, .1.0 0

17226 Chromosome-level genome assembly and population genomic resource to accelerate orphan crop
lablab breeding. Nature Communications, 2023, 14, . 5.8 10

17227 Heterosis and genetic diversity of intraspecific hybrids crosses between two selected lines of the
Pacific oyster Crassostrea gigas. Aquaculture, 2023, 569, 739369. 1.7 2

17228 Bidirectional gene flow between Fagus sylvatica L. and F. orientalis Lipsky despite strong genetic
divergence. Forest Ecology and Management, 2023, 537, 120947. 1.4 4

17231 Genetic population structure of the Vietnamese ginseng (Panax vietnamensis Ha et Grushv.) detected
by microsatellite analysis. Brazilian Journal of Biology, 0, 84, . 0.4 2

17235 Analysis of genetic diversity and agronomic variation in banana sub-populations for genomic
selection under drought stress in southern Benin. Gene, 2023, 859, 147210. 1.0 3

17236 Population genomics of Corsican wildcats: Paving the way toward a new subspecies within the
<i>Felis silvestris</i> spp. complex?. Molecular Ecology, 2023, 32, 1908-1924. 2.0 0

17237 Analysis of Genetic Diversity, Population Structure and Association Mapping for Late Blight
Resistance in Potato (Solanum tuberosum L.) Accessions Using SSR Markers. Agronomy, 2023, 13, 294. 1.3 4



877

Citation Report

# Article IF Citations

17238 Genetic Variation, DIMBOA Accumulation, and Candidate Gene Identification in Maize Multiple
Insect-Resistance. International Journal of Molecular Sciences, 2023, 24, 2138. 1.8 4

17239
Limited population genetic variation but pronounced seascape genetic structuring in populations of
the Mediterranean mussel (<i>Mytilus galloprovincialis</i>) from the eastern Adriatic Sea. Ecology
and Evolution, 2023, 13, .

0.8 1

17240
The contrary conservation situations of two local critically endangered species, Vaccinium
emarginatum (Ericaceae) and Elatostema platyphyllum (Urticaceae), growing on the eastern edge of
the distribution. Frontiers in Ecology and Evolution, 0, 11, .

1.1 1

17241
Tracing the origin of Oriental beech stands across Western Europe and reporting hybridization with
European beech â€“ Implications for assisted gene flow. Forest Ecology and Management, 2023, 531,
120801.

1.4 9

17243 Genetic diversity and local adaption of alfalfa populations (Medicago sativa L.) under long-term
grazing. Scientific Reports, 2023, 13, . 1.6 3

17244 Genetic Diversity and Population Structure of a Wide Pisum spp. Core Collection. International
Journal of Molecular Sciences, 2023, 24, 2470. 1.8 9

17245 Analysis of reproductive traits reveals complex population dynamics on a small geographical scale in
Atlantic herring. Frontiers in Marine Science, 0, 10, . 1.2 0

17246 Living apart together: Morphological, spatial, and genetic differentiation of three sympatric rock
lizard species (Lacertidae: Darevskia) of the Caucasus. Zoologischer Anzeiger, 2023, 303, 71-79. 0.4 0

17247 Winter connectivity and leapfrog migration in a migratory passerine. Ecology and Evolution, 2023, 13, . 0.8 1

17248 Identification of leaf rust resistance loci in a geographically diverse panel of wheat using
genome-wide association analysis. Frontiers in Plant Science, 0, 14, . 1.7 0

17249
Multilocus phylogeography, population genetics and niche evolution of Australian brown and
black-tailed treecreepers (Aves: <i>Climacteris</i>). Biological Journal of the Linnean Society, 2023,
138, 249-273.

0.7 1

17250 Diversification of spiny-throated reed frogs (Anura: Hyperoliidae) with the description of a new,
range-restricted species from the Ukaguru Mountains, Tanzania. PLoS ONE, 2023, 18, e0277535. 1.1 1

17251 Delineating Marker-trait Associations for Fusarium Wilt in Chickpea using AxiomÂ® Cicer SNP Array.
Phytopathology, 0, , . 1.1 2

17252 iPBS-retrotransposons variations: DNA fingerprinting and the evaluation of genetic diversity and
population structure in international cowpea germplasm. Genetic Resources and Crop Evolution, 0, , . 0.8 0

17253 An integrative study of species distribution modelling and conservation genetics: Magnolia in
Hispaniola. Biodiversity and Conservation, 2023, 32, 1205-1231. 1.2 1

17254

Susceptibility of endangered <i>Cornus florida</i> (eastern flowering dogwood) to the introduced
fungal pathogen <i>Discula destructiva</i> (dogwood anthracnose) in the Canadian Carolinian
forest: insights from environmental, ecological, and population genetics assessments. Botany, 2023,
101, 122-137.

0.5 0

17256 Strong Genetic Structure and Limited Gene Flow among Populations of the Tropical Seagrass
Thalassia hemprichii in the Philippines. Journal of Marine Science and Engineering, 2023, 11, 356. 1.2 1

17257 Genotyping of DNA pools identifies untapped landraces and genomic regions to develop
nextâ€•generation varieties. Plant Biotechnology Journal, 0, , . 4.1 0



878

Citation Report

# Article IF Citations

17258 Genotypic detection of barriers to rat dispersal: Rattus rattus behind a peninsula predator-proof
fence. Biological Invasions, 0, , . 1.2 0

17259 Genome wide association analysis for grain micronutrients and anti-nutritional traits in mungbean
[Vigna radiata (L.) R. Wilczek] using SNP markers. Frontiers in Nutrition, 0, 10, . 1.6 1

17260 Genome-Wide Association Study of Agronomic and Physiological Traits Related to Drought Tolerance
in Potato. Plants, 2023, 12, 734. 1.6 5

17262 Genetic Diversity and Population Structure of Common Bean (Phaseolus vulgaris L.) Landraces in the
Lazio Region of Italy. Plants, 2023, 12, 744. 1.6 6

17264 Conservation at the edge: connectivity and opportunities from non-protected coral reefs close to a
National Park in the Colombian Caribbean. Biodiversity and Conservation, 2023, 32, 1493-1522. 1.2 0

17265 Genetic Monitoring of Alnus glutinosa Natural Populations Using Two Generation Cohorts. Forests,
2023, 14, 330. 0.9 1

17266 Variation of harvest index of wheat and triticale in monocrops and intercrops system of cultivation.
Genetika, 2022, 54, 1235-1248. 0.1 0

17267 Genetic Diversity and Differentiation of Chinese Fir around Karst Landform in Guangxi. Forests, 2023,
14, 340. 0.9 0

17268 The blowfly Chrysomya latifrons inhabits fragmented rainforests, but shows no population
structure. Oecologia, 2023, 201, 703-719. 0.9 1

17269 Infraspecific genetic diversity and seed fatty acid composition in Sesamum indicum L. populations
(Pedaliaceae) in Iran. Biochemical Systematics and Ecology, 2023, 107, 104618. 0.6 3

17270 CaracterizaciÃ³n morfolÃ³gica y genÃ©tica de las poblaciones de Abies en Hidalgo, MÃ©xico: importancia de
la identidad taxonÃ³mica para el aprovechamiento forestal. Botanical Sciences, 2023, 101, 417-434. 0.3 1

17271 Genetic Divergence of Thai Indigenous Pigs from Three Distinct Geographic Regions Revealed by
Microsatellite Marker Analysis. Animals, 2023, 13, 625. 1.0 0

17272 Temporal decline of genetic differentiation among populations of western flower thrips across an
invaded range. Biological Invasions, 2023, 25, 1921-1933. 1.2 0

17273 Genetic diversity within landraces of barley (Hordeum vulgare L.) and its implications on germplasm
collection and utilization. Genetic Resources and Crop Evolution, 2023, 70, 1985-1998. 0.8 1

17274 A Set of Highly Polymorphic Microsatellite Markers for Genetic Diversity Studies in the Genus
Origanum. Plants, 2023, 12, 824. 1.6 3

17275 ValidaciÃ³n de agrupamientos para representar estructura genÃ©tica poblacional. AgriScientia, 2022, 39,
59-69. 0.2 0

17276 A Phylogenetic and Morphological Evolution Study of Ribes L. in China Using RAD-Seq. Plants, 2023, 12,
829. 1.6 1

17277 Genome assembly, resequencing and genomeâ€•wide association analyses provide novel insights into the
origin, evolution and flower colour variations of flowering cherry. Plant Journal, 2023, 114, 519-533. 2.8 4



879

Citation Report

# Article IF Citations

17278 Genetic diversity and population structure of Ugandaâ€™s yam (Dioscorea spp.) genetic resource based
on DArTseq. PLoS ONE, 2023, 18, e0277537. 1.1 1

17279 Genetic population structure of <i>Pseudoplatystoma corruscans</i> (Siluriformes: Pimelodidae) and
evidence of temporal variation in structure. Journal of Fish Biology, 2023, 102, 1040-1048. 0.7 0

17280 Genetic Diversity and Population Structure of Cowpea (Vigna unguiculata (L.) Walp.) Landraces from
Portugal and Mozambique. Plants, 2023, 12, 846. 1.6 3

17281 Native Population Structure beyond Hatchery Introgression in the Endemic Sicilian Trout. Diversity,
2023, 15, 274. 0.7 0

17282 Continental-wide population genetics and post-Pleistocene range expansion in field maple (Acer) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 582 Td (campestre L.), a subdominant temperate broadleaved tree species. Tree Genetics and Genomes, 2023, 19, .0.6 4

17283 Population genetic structure of a recent insect invasion: a gall midge, Asynapta groverae (Diptera:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (Cecidomyiidae) in South Korea since the first outbreak in 2008. Scientific Reports, 2023, 13, .1.6 1

17284 Assessment of genetic diversity of the fat-tailed Dumba sheep of India by mitochondrial and
microsatellite markers. Animal Biotechnology, 0, , 1-10. 0.7 2

17285 Population structure and diversity of the needle pathogen Dothistroma pini suggests human-mediated
movement in Europe. Frontiers in Genetics, 0, 14, . 1.1 2

17286 Genetic diversity of sweet corn inbred lines of public sectors in Thailand revealed by SSR markers.
Crop Breeding and Applied Biotechnology, 2022, 22, . 0.1 0

17287 Genetic and Metabolite Variability among Commercial Varieties and Advanced Lines of Vicia faba L..
Plants, 2023, 12, 908. 1.6 0

17288 Genetic variability in genotypes of safflower via SSR molecular marker. Ciencia E Agrotecnologia, 0,
47, . 1.5 0

17289 Molecular insights into the dynamics of species invasion by hybridisation in Tasmanian eucalypts.
Molecular Ecology, 2023, 32, 2913-2929. 2.0 2

17290 The idiosyncratic genome of Korean long-tailed chicken as a valuable genetic resource. IScience, 2023,
26, 106236. 1.9 0

17291 Genetic differences among the Interior Highlands walleye (Sander vitreus) with mitochondrial and
nuclear markers indicate the need for updated stocking practices. Conservation Genetics, 0, , . 0.8 0

17292 Exploring island syndromes: Variable matrix permeability in Phalaenopsis pulcherrima (Orchidaceae), a
specialist lithophyte of tropical Asian inselbergs. Frontiers in Plant Science, 0, 14, . 1.7 0

17293 Population structure discovered in juveniles of Greenland halibut (<i>Reinhardtius) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 142 Td (hippoglossoides</i> Walbaum, 1792). ICES Journal of Marine Science, 2023, 80, 889-896.1.2 2

17294 Single nucleotide polymorphism (SNP) markers for genetic diversity and population structure study in
Ethiopian barley (Hordeum vulgare L.) germplasm. BMC Genomic Data, 2023, 24, . 0.7 1

17295 Gene based markers improve precision of genome-wide association studies and accuracy of genomic
predictions in rice breeding. Heredity, 2023, 130, 335-345. 1.2 4



880

Citation Report

# Article IF Citations

17296 Effective population size in a partially clonal plant is not predicted by the number of genetic
individuals. Evolutionary Applications, 2023, 16, 750-766. 1.5 3

17297 Genetic diversity and population structure of Himalayan tahr <i>(Hemitragus jemlahicus)</i> from
Western Himalaya. Mammalia, 2023, 87, 238-244. 0.3 1

17298 ï»¿Genetic analyses reveal a complex introduction history of the globally invasive tree Acacia longifolia.
NeoBiota, 0, 82, 89-117. 1.0 3

17299 Disentangling Relationships among the Alpine Species of Luzula Sect. Luzula (Juncaceae) in the Eastern
Alps. Plants, 2023, 12, 973. 1.6 1

17300 Ã‡erezlik Karpuz Genotiplerinin ISSR TekniÄŸi ile MolekÃ¼ler Karakterizasyonu. , 2023, 6, 51-58. 2

17301 Population genomics and phylogeography of four Australasian waterfowl. Emu, 0, , 1-13. 0.2 0

17302 Phenotypic Plasticity in Juvenile Frogs That Experienced Predation Pressure as Tadpoles Does Not Alter
Their Locomotory Performance. Biology, 2023, 12, 341. 1.3 2

17303 Genetic differentiation and genetic structure of mixed-ploidy <i>Camellia hainanica</i> populations.
PeerJ, 0, 11, e14756. 0.9 0

17304 Genetic structure of the Japanese Robin (<i>Larvivora akahige</i>) endemic to East Asian islands. Ibis,
2023, 165, 875-889. 1.0 0

17306 Conservation genomics reveals low connectivity among populations of threatened roseate terns
(Sterna dougallii) in the Atlantic Basin. Conservation Genetics, 2023, 24, 331-345. 0.8 0

17307 Phylogeography and population structure of the global, wide host-range hybrid pathogen
Phytophthoraâ€‰Ã—â€‰cambivora. IMA Fungus, 2023, 14, . 1.7 1

17308
Quantifying genetic differentiation and population assignment between two contingents of Atlantic
mackerel (<i>Scomber scombrus</i>) in the Northwest Atlantic. Canadian Journal of Fisheries and
Aquatic Sciences, 0, , .

0.7 0

17309 Genetic effects of demographic bottleneck and recovery in Kinkazan Island and mainland populations
of Japanese macaques (Macaca fuscata). Primates, 2023, 64, 239-246. 0.7 2

17311 Genetic Diversity, Population Structure, and Association Analysis of Female and Male Fig Genotypes
(Ficus caricaÂ L.). Erwerbs-Obstbau, 0, , . 0.5 0

17312
Fine-scale functional connectivity of two syntopic pond-breeding amphibians with contrasting
life-history traits: an integrative assessment of direct and indirect estimates of dispersal.
Conservation Genetics, 0, , .

0.8 0

17313 Genetic diversity and population structure of the invasive populations of goldfish Carassius auratus
complex in Tibet. Biological Invasions, 0, , . 1.2 0

17314 Population structure and evolutionary history of the greater cane rat (Thryonomys swinderianus)
from the Guinean Forests of West Africa. Frontiers in Genetics, 0, 14, . 1.1 1

17315 A Genome-Wide Association Study and Genomic Prediction for Fiber and Sucrose Contents in a
Mapping Population of LCP 85-384 Sugarcane. Plants, 2023, 12, 1041. 1.6 1



881

Citation Report

# Article IF Citations

17316 An extreme environment drives local adaptation of<i>Genista tinctoria</i>(Fabaceae) from the Mefite
(Ansanto Valley, southern Italy). Botanical Journal of the Linnean Society, 2023, 202, 249-269. 0.8 3

17317 Determination of declined genetic diversity of Holstein stud bulls based on microsatellite markers.
Animal Biotechnology, 2023, 34, 4627-4633. 0.7 2

17318 ï»¿Genetic relationships among laboratory lines of the egg parasitoid Trissolcus japonicus from native
and adventive populations. NeoBiota, 0, 82, 145-161. 1.0 1

17319 Genetic Variation versus Morphological Variability in European Peatland Violets (Viola epipsilaâ€”V.) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (palustris Group). Biology, 2023, 12, 362.1.3 0

17321 Genetic Adaptation of Siberian Larch (Larix sibirica Ledeb.) to High Altitudes. International Journal of
Molecular Sciences, 2023, 24, 4530. 1.8 4

17322
ï»¿A treatise about reliability in dating events of evolutionary history of brown trout Salmo cf. trutta
(Actinopterygii) at Western Balkans: Impassable barriers, isolation of populations and assistance of
geological timeframe. Acta Ichthyologica Et Piscatoria, 0, 53, 1-18.

0.3 1

17323 Population genomics reveals differences in genetic structure between two endemic arboreal rodent
species in threatened cloud forest habitat. Mammal Research, 2023, 68, 223-235. 0.6 0

17324 Molecular evidences for population differentiation and the migration from south to north of
Puccinia triticina in eastern China. Phytopathology Research, 2023, 5, . 0.9 1

17325 Lahaulâ€“Zanskarâ€“Sham Valley Corridor in Indian Trans Himalayan Region Facilitates Dispersal and Gene
Flow in Himalayan Ibex. Biology, 2023, 12, 382. 1.3 1

17326
Exploration of eQTLs regulating transcript for internode elongation under deep water treatment
employing haplotype network in diverse deep water rice landraces of Assam, India. Journal of Plant
Biochemistry and Biotechnology, 0, , .

0.9 0

17327 Convergence or redundancy: alternative views about the evolutionary genomics of character
displacement. Evolution; International Journal of Organic Evolution, 0, , . 1.1 0

17329 The European Ground Squirrelâ€™s Genetic Diversity in Its Ancestral Land: Landscape Insights and
Conservation Implications. Diversity, 2023, 15, 365. 0.7 1

17330 Strong relationship between molecular and morphological attributes in Iranian mentha populations
(Mentha mozaffarianii Jamzad). Genetic Resources and Crop Evolution, 2023, 70, 1721-1745. 0.8 1

17331 Geographic Genetic Structure of Alectoris chukar in TÃ¼rkiye: Post-LGM-Induced Hybridization and
Human-Mediated Contaminations. Biology, 2023, 12, 401. 1.3 6

17332
Genetic study reveals local differentiation persisting in the face of high connectivity and a genomic
inversion likely linked with sexual antagonism in a common marine fish. ICES Journal of Marine
Science, 0, , .

1.2 0

17333
Genetic variables, population features and reproductive success of<i>Gymnocalycium
monvillei</i>(Cactaceae) along an altitudinal gradient. Botanical Journal of the Linnean Society, 2023,
202, 389-405.

0.8 2

17334 Effective dispersal and genetic structure of a small mammal in an intensively managed agricultural
landscape: is there any barrier to movement?. Evolutionary Ecology, 0, , . 0.5 0

17335 Genetic diversity of quinoa (<i>Chenopodium quinoa</i> Willd.) from Cundinamarca, Colombia. Plant
Genetic Resources: Characterisation and Utilisation, 2022, 20, 223-229. 0.4 0



882

Citation Report

# Article IF Citations

17336 Genetic structuring and invasion status of the perennial Ambrosia psilostachya (Asteraceae) in
Europe. Scientific Reports, 2023, 13, . 1.6 2

17337 Genetic Diversity and Population Structure Analysis in the Chinese Endemic Species Michelia crassipes
Based on SSR Markers. Forests, 2023, 14, 508. 0.9 3

17338 Conservation genetics of the tropical gar (Atractosteus tropicus, Lepisosteidae). Conservation
Genetics, 2023, 24, 405-415. 0.8 1

17339 Molecular Characterization, Population Structure Analysis, and Association Mapping of Turkish
Parsley Genotypes Using iPBS Markers. Horticulturae, 2023, 9, 336. 1.2 2

17340 Full-sib progenies show greater genetic diversity than half-sib progenies in sour passion fruit: an
approach by ssr markers. Molecular Biology Reports, 2023, 50, 4133-4144. 1.0 1

17341 Late Quaternary history of Siberian stone pine as revealed by genetic and paleoecological data. Tree
Genetics and Genomes, 2023, 19, . 0.6 1

17342
Genetic Structure Analysis of 155 Transboundary and Local Populations of Cattle (Bos taurus, Bos) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 507 Td (indicus and Bos grunniens) Based on STR Markers. International Journal of Molecular Sciences, 2023,

24, 5061.
1.8 1

17344 Trait specific marker-based characterization and population structure analysis in rice (Oryza sativa L.)
germplasm of Kashmir Himalayas. Molecular Biology Reports, 2023, 50, 4155-4163. 1.0 1

17345 Kazakh national dog breed Tazy: What do we know?. PLoS ONE, 2023, 18, e0282041. 1.1 3

17347 Hybridization in the Fringed Orchids: An Analysis of Species Boundaries in the Face of Gene Flow.
Diversity, 2023, 15, 384. 0.7 3

17348 Conservation Genetics of Lake Sturgeon (Acipenser fulvescens): Nuclear Phylogeography Drives
Contemporary Patterns of Genetic Structure and Diversity. Diversity, 2023, 15, 385. 0.7 4

17349 Adding pattern and process to eco-evo theory and applications. PLoS ONE, 2023, 18, e0282535. 1.1 1

17350 Population genetic characteristics of Aedes aegypti in 2019 and 2020 under the distinct circumstances
of dengue outbreak and the COVID-19 pandemic in Yunnan Province, China. Frontiers in Genetics, 0, 14, . 1.1 2

17352 Molecular characterization of national cocoa collection from the leading traditional growing areas
in Ecuador. Revista Bionatura, 2023, 8, 1-5. 0.1 1

17353 Population Structure and Association Mapping for Agronomical and Biochemical Traits of a Large
Spanish Apple Germplasm. Plants, 2023, 12, 1249. 1.6 2

17354 Genetic Diversity of Wisent Bison bonasus Based on STR Loci Analyzed in a Large Set of Samples.
Diversity, 2023, 15, 399. 0.7 0

17356 Diversity and structure of Coffea canephora from old seminal crops in EspÃrito Santo, Brazil: genetic
resources for coffee breeding. Tree Genetics and Genomes, 2023, 19, . 0.6 4

17359 Analysis of the Genetic Diversity of the European Bison (Bison bonasus) Population in Lithuania.
Diversity, 2023, 15, 406. 0.7 0



883

Citation Report

# Article IF Citations

17360 Population Dynamics of Phytophthora infestans in Egypt Reveals Clonal Dominance of 23_A1 and
Displacement of 13_A2 Clonal Lineage. Journal of Fungi (Basel, Switzerland), 2023, 9, 349. 1.5 1

17362 Microsatellites based assessment of genetic diversity and population structure of indian lentil (Lens) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (culinaris Medik.) genotypes. , 0, , .0

17364 Is the SÃ£o Francisco River a historical barrier to gene flow for populations of Melipona mandacaia
Smith, 1863 (Hymenoptera: Apidae)?. Journal of Insect Conservation, 0, , . 0.8 0

17365 Development of a Core Collection for Tetraclinis articulata Using ISSR Markers and Maximization
Strategy. Plant Molecular Biology Reporter, 0, , . 1.0 0

17366 Genetic analysis of colchiploidy populations of guava using microsatellite markers. Fruits, 2023, 78,
1-11. 0.3 0

17368
Analysis of Genetic Diversity and Population Structure in Yam (Dioscorea Species) Germplasm Using
Start Codon Targeted (SCoT) Molecular Markers. International Journal of Plant Biology, 2023, 14,
299-311.

1.1 1

17369
Association Analysis for Important Quantitative and Morphological Traits in Cultivars and Advanced
Lines of Soybean (Glycine max (L.)) using Microsatellite Markers. Journal of Crop Breeding, 2022, 14,
108-118.

0.4 0

17370 High-Throughput Microsatellite Markers Development for Genetic Characterization of Emerging
Sporothrix Species. Journal of Fungi (Basel, Switzerland), 2023, 9, 354. 1.5 6

17372 Genetics as a novel tool in mining impact assessment and biomonitoring of critically endangered
western chimpanzees in the Nimba Mountains, Guinea. Conservation Science and Practice, 2023, 5, . 0.9 2

17373 Physiological specialization of Puccinia triticina and genome-wide association mapping provide
insights into the genetics of wheat leaf rust resistance in Iran. Scientific Reports, 2023, 13, . 1.6 5

17374 Conservation prioritisation through genomic reconstruction of demographic histories applied to
two endangered suids in the Malay Archipelago. Diversity and Distributions, 2023, 29, 713-726. 1.9 0

17375 Repeated divergence of amphibians and reptiles across an elevational gradient in northern
Madagascar. Ecology and Evolution, 2023, 13, . 0.8 1

17376 Assessment of the Genetic Diversity and Population Structure of the Peruvian Andean Legume, Tarwi
(Lupinus mutabilis), with High Quality SNPs. Diversity, 2023, 15, 437. 0.7 0

17377 Population bottleneck associated with but likely preceded the recent evolution of self-fertilization in
a coastal dune plant. Evolution; International Journal of Organic Evolution, 2023, 77, 454-466. 1.1 0

17378 Genetic diversity assessment of the indigenous goat population of Benin using microsatellite markers.
Frontiers in Genetics, 0, 14, . 1.1 3

17379 Hawkmoth and bee pollinators impact pollen dispersal at the landscape but not local scales in two
species of <i>Oenothera</i>. American Journal of Botany, 2023, 110, . 0.8 4

17380 Historic and contemporary biogeographic perspectives on rangeâ€•wide spatial genetic structure in a
widespread seagrass. Ecology and Evolution, 2023, 13, . 0.8 2

17381 Genetic diversity and DNA fingerprinting of Hemerocallis spp. accessions based on EST-SSR markers.
Genetic Resources and Crop Evolution, 0, , . 0.8 0



884

Citation Report

# Article IF Citations

17382 Global, regional, and cryptic population structure in a high gene-flow transatlantic fish. PLoS ONE,
2023, 18, e0283351. 1.1 3

17384 Vegetative versus sexual reproduction varies widely in Convolvulus arvensis across western North
America. Biological Invasions, 2023, 25, 2219-2229. 1.2 4

17386 Virulence profiles and genome-wide association study for <i>Ascochyta lentis</i> isolates collected
from Australian lentil-growing regions. Phytopathology, 0, , . 1.1 0

17387 Population structure analysis and genome-wide association study of a hexaploid oat landrace and
cultivar collection. Frontiers in Plant Science, 0, 14, . 1.7 2

17388
Investigating the geographical, phenotypic and genetic diversity of Sickleweed populations by
bioclimatic parameters, morphological traits and SCoT molecular markers. Physiology and Molecular
Biology of Plants, 2023, 29, 421-433.

1.4 1

17389
Genetic diversity assessment and genome-wide association study reveal candidate genes associated
with component traits in sweet potato (Ipomoea batatas (L.) Lam). Molecular Genetics and Genomics,
2023, 298, 653-667.

1.0 1

17390 ï»¿Aspidistra daibuensis var. longkiauensis, a new variety of Aspidistra (Asparagaceae) from Taiwan,
identified through morphological and genetic analyses. PhytoKeys, 0, 222, 129-151. 0.4 0

17391 Assessment of the Genetic Diversity and Population Structure of Rhizophora mucronata along
Coastal Areas in Thailand. Biology, 2023, 12, 484. 1.3 1

17392 Genetic Variation of Puccinia triticina Populations in Iran from 2010 to 2017 as Revealed by SSR and
ISSR Markers. Journal of Fungi (Basel, Switzerland), 2023, 9, 388. 1.5 0

17393 How susceptible is Sudetan larch to larch canker <i>Lachnellula willkommii</i> (R. Hartig) Dennis?
Consequences for breeding and deployment. Scandinavian Journal of Forest Research, 2023, 38, 70-78. 0.5 0

17394 Analysis of genetic diversity and population structure of Babesia gibsoni. Frontiers in Veterinary
Science, 0, 10, . 0.9 2

17395 The evolution of white-tailed jackrabbit camouflage in response to past and future seasonal climates.
Science, 2023, 379, 1238-1242. 6.0 5

17396 Landscape genetics of the Southern Flying Squirrel (<i>Glaucomys volans</i>) in the northeastern
United States. Journal of Mammalogy, 0, , . 0.6 0

17397 Floral and genetic divergence across environmental gradients is moderated by inter-population gene
flow in Platanthera dilatata (Orchidaceae). Frontiers in Ecology and Evolution, 0, 11, . 1.1 0

17399 Genetic Relationships of 118 Castanea Specific Germplasms and Construction of Their Molecular ID
Based on Morphological Characteristics and SSR Markers. Plants, 2023, 12, 1438. 1.6 0

17400 To all the gar I loved before: range-wide population genetic structure in Alligator gar. Conservation
Genetics, 0, , . 0.8 1

17401 Genetic Diversity and Structure of Latvian Trifolium fragiferum Populations, a Crop Wild Relative
Legume Species, in the Context of the Baltic Sea Region. Diversity, 2023, 15, 473. 0.7 1

17402 Morphological and Molecular Characterization of Micromeria croatica (Lamiaceae), an Endemic and
Potentially Valuable Horticultural Species of the Dinaric Alps. Horticulturae, 2023, 9, 418. 1.2 0



885

Citation Report

# Article IF Citations

17403 Population structure and invasion history of <i>Aedes aegypti</i> (Diptera: Culicidae) in Southeast
Asia and Australasia. Evolutionary Applications, 2023, 16, 849-862. 1.5 1

17404 Geographic isolation and long-distance gene flow influence the genetic structure of the blue fan
palm Brahea armata (Arecaceae). Journal of Plant Research, 2023, 136, 277-290. 1.2 0

17405 Genetic diversity between local landraces and current breeding lines of pepper in China. Scientific
Reports, 2023, 13, . 1.6 2

17406 A 37Â K SNP array for the management and conservation of Golden Eagles (Aquila chrysaetos).
Conservation Genetics, 0, , . 0.8 0

17407 Genetic Diversity and Population Structure of Ugandan Soybean (Glycine max L.) Germplasm Based on
DArTseq. Plant Molecular Biology Reporter, 2023, 41, 417-426. 1.0 3

17408 Genetic architecture of a pollinator shift and its fate in secondary hybrid zones of two Petunia
species. BMC Biology, 2023, 21, . 1.7 1

17409 Demographic history of a complex polymorphism in populations of the Oriental Dwarf Kingfisher
(<i>Ceyx erithaca</i>/<i>rufidorsa</i>) of Southeast Asia. Ibis, 2023, 165, 1267-1279. 1.0 0

17410 Genome-wide association mapping for LLS resistance in a MAGIC population of groundnut (Arachis) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (hypogaea L.). Theoretical and Applied Genetics, 2023, 136, .1.8 2

17411 Conservation genomics of an exploited, popular aquarium trade species: the giant Caribbean sea
anemone Condylactis gigantea (Anthozoa: Actiniidae). Conservation Genetics, 0, , . 0.8 0

17412 Recent reduction of genetic diversity in markless form of the red-spotted masu salmon Oncorhynchus
masou ishikawae in the Ono River, Kyushu, Japan. Conservation Genetics, 0, , . 0.8 0

17413
Development and testing of microsatellite loci for the study of population genetics of Ixodes ricinus
Linnaeus, 1758 and Ixodes inopinatus Estrada-PeÃ±a, Nava and Petney, 2014 (Acari: Ixodidae) in the
western Mediterranean region. Acarologia, 2023, 63, 356-372.

0.2 1

17414 Geographic isolation and climatic heterogeneity drive population differentiation of <i>Rosa
chinensis</i> var. <i>spontanea</i> complex. Plant Biology, 0, , . 1.8 0

17415 Molecular and Technological Characterization of SaccharomycesÂ cerevisiae from Sourdough.
Fermentation, 2023, 9, 329. 1.4 2

17416 Genome survey sequencing-based SSR marker development and their validation in Dendrocalamus
longispathus. Functional and Integrative Genomics, 2023, 23, . 1.4 1

17417 Population Genetic Structure of a Rare Butterfly in a Fragmented South Florida Ecosystem. Insects,
2023, 14, 321. 1.0 0

17418 Wild papaya shows evidence of gene flow from domesticated Maradol papaya in Mexico. Genetic
Resources and Crop Evolution, 0, , . 0.8 0

17419
Genetic diversity and fine-scale spatial genetic structure of unmanaged old-growth versus managed
second-growth populations of Scots pine (Pinus sylvestris L.) in Lithuania. European Journal of Forest
Research, 2023, 142, 773-793.

1.1 2

17420 Phylogeographic analysis of the Japanese wild boar (&lt;I&gt;Sus scrofa leucomystax&lt;/I&gt;). Journal
of Animal Genetics, 2023, 51, 19-26. 0.5 0



886

Citation Report

# Article IF Citations

17421 Mitochondrial markers differentiate two distinct phylogenetic groups in indigenous rice landraces
of northeast India: an evolutionary insight. Journal of Genetics, 2023, 102, . 0.4 2

17422 Elucidating SNP-Based Population Structure and Genetic Diversity of Bruguiera gymnorhiza (L.)
Savigny in Thailand. Forests, 2023, 14, 693. 0.9 1

17423
Evaluation of a dill (<i>Anethum graveolens</i>L.) gene bank germplasm collection using multivariate
analysis of morphological traits, molecular genotyping and chemical composition to identify novel
genotypes for plant breeding. PeerJ, 0, 11, e15043.

0.9 1

17425 Population structure, genetic diversity and bakanae disease resistance among rice varieties. Plant
Genetic Resources: Characterisation and Utilisation, 0, , 1-9. 0.4 0

17426 Assessment of ethnobotanical uses, household, and regional genetic diversity of aroid species grown
in northeastern India. Frontiers in Nutrition, 0, 10, . 1.6 0

17427 Genomeâ€•wide single nucleotide polymorphisms reveal recurrent waves of speciation in nicheâ€•pockets,
in Europe's most venomous snake. Molecular Ecology, 2023, 32, 3624-3640. 2.0 3

17428 Utilizing Genomics to Characterize the Common Oat Gene Poolâ€”The Story of More Than a Century of
Polish Breeding. International Journal of Molecular Sciences, 2023, 24, 6547. 1.8 1

17430 Implications of past and present genetic connectivity for management of the saltwater crocodile
(<i>Crocodylus porosus</i>). Evolutionary Applications, 2023, 16, 911-935. 1.5 3

17431
Genome-wide association study in two-row spring barley landraces identifies QTL associated with
plantlets root system architecture traits in well-watered and osmotic stress conditions. Frontiers in
Plant Science, 0, 14, .

1.7 4

17432 First insight into the phylogeny of fineâ€•leaved <i>Festuca</i> in the Altai Mountain Country based on
genomeâ€•wide genotyping. Ecology and Evolution, 2023, 13, . 0.8 1

17433 Effects of Environmental Variation in Structuring Population Genetic Variation in the False-Water
Cobras (Xenodontinae: Hydrodynastes). Evolutionary Biology, 0, , . 0.5 0

17434 Genome-wide SNPs show hybridization of Varroa mites from different Apis hosts in Vietnam and
Taiwan. Apidologie, 2023, 54, . 0.9 0

17435 Geographical subdivision of Alviniconcha snail populations in the Indian Ocean hydrothermal vent
regions. Frontiers in Marine Science, 0, 10, . 1.2 2

17436 Fingerprinting of Plum (Prunus domestica) Genotypes in Lithuania Using SSR Markers. Plants, 2023, 12,
1538. 1.6 3

17437 The Origin and Invasion Pathway of Brown Rats Rattus norvegicus on Dok-Do Island Revealed by
Genome-Wide Markers from 3-RADseq Approach. Animals, 2023, 13, 1243. 1.0 0

17438
Phylogeography of a salmonid fish, white-spotted charr (<i>Salvelinus leucomaenis</i>), in a
historically non-glaciated region in the northwestern North Pacific. Biological Journal of the
Linnean Society, 2023, 139, 115-130.

0.7 1

17439 Distribution of genetic variability in mature and progeny populations of Abies alba Mill. from the
Polish Western and Eastern Carpathians. Journal of Forest Science, 0, , . 0.5 0

17441 Using conservation genetics to prioritise management options for an endangered songbird. Heredity,
2023, 130, 289-301. 1.2 3



887

Citation Report

# Article IF Citations

17442 Cryptic marine barriers to gene flow in a vulnerable coastal species, the dugong ( <i>Dugong) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (dugon</i> ). Marine Mammal Science, 0, , .0.9 2

17444 Population Genetics of Manila Clam (Ruditapes philippinarum) in China Inferred from Microsatellite
Markers. Biology, 2023, 12, 557. 1.3 4

17445
Estimation of genetic diversity and population genetic structure in Gymnema sylvestre (Retz.) R. Br. ex
Schult. populations using DAMD and ISSR markers. Journal of Genetic Engineering and Biotechnology,
2023, 21, 42.

1.5 5

17446 Genome-wide association analysis of Fusarium crown rot resistance in Chinese wheat landraces.
Theoretical and Applied Genetics, 2023, 136, . 1.8 3

17447 A genogeographic study of the Kyrgyz mountain merino via microsatellite markers. Vavilovskii
Zhurnal Genetiki I Selektsii, 2023, 27, 162-168. 0.4 2

17448 Genetic diversity and structure of English yew (Taxus baccata L.) as a tertiary relict and endangered
tree in the Hyrcanian forests. Biodiversity and Conservation, 2023, 32, 1733-1753. 1.2 1

17449 Genetic diversity assessment of Spanish and some endangered Tunisian pea (Pisum sativum L.)
accessions based on microsatellite markers (SSRs). Chemistry and Biodiversity, 0, , . 1.0 1

17450 Exploring the genetic diversity and population structure of upland cotton germplasm by
iPBS-retrotransposons markers. Molecular Biology Reports, 2023, 50, 4799-4811. 1.0 3

17452 Genetic diversity and the population structure of Monochoria korsakowii in Japan revealed by nuclear
simple sequence repeat (SSR) markers. Aquatic Botany, 2023, 187, 103656. 0.8 0

17453 The first Brazilian bovine breed: structure and genetic diversity of the Curraleiro PÃ©-duro. PeerJ, 0, 11,
e14768. 0.9 0

17454 Identification of genomic regions associated with cereal cyst nematode (Heterodera avenae Woll.)
resistance in spring and winter wheat. Scientific Reports, 2023, 13, . 1.6 3

17455 Noninvasive genetic monitoring of Chinese pangolin (<i>Manis pentadactyla</i>) from Darjeeling
district of Northwest Bengal, India. , 2023, 1, 15-22. 0

17456
Genetic dissection, relationship and population structure of drumstick (Moringa oleifera Lam.) using
Agro-morphological and SCoT markers. Journal of Applied Research on Medicinal and Aromatic Plants,
2023, 35, 100485.

0.9 0

17457 Sponge diversification in marine lakes: Implications for phylogeography and population genomic
studies on sponges. Ecology and Evolution, 2023, 13, . 0.8 1

17458 Mapping the Genomic Regions Controlling Germination Rate and Early Seedling Growth Parameters in
Rice. Genes, 2023, 14, 902. 1.0 2

17459 Population structure and genetic variance among local populations of a non-native earthworm
species in Minnesota, USA. Biological Invasions, 0, , . 1.2 0

17460 Genomeâ€•wide association study of grain iron and zinc concentration in common bean
(<scp><i>Phaseolus vulgaris</i></scp>). Plant Breeding, 2023, 142, 357-371. 1.0 2

17461 Systematic revision of the â€˜diminutiveâ€™ Kentish Plover (Charadriidae: <i>Charadrius</i> ) with the
resurrection of <i>Charadrius seebohmi</i> based on phenotypic and genetic analyses. Ibis, 0, , . 1.0 2



888

Citation Report

# Article IF Citations

17462 Butterfly Blues: Population Genetic Assessment of Wild Lupine (Lupinus perennis L.) in Endangered
Karner Blue Butterfly Habitat around Central-West Michigan. Botany, 0, , . 0.5 1

17463 Genetic diversity and structure of Capparis spinosa L. natural populations using morphological and
molecular markers. Journal of Applied Research on Medicinal and Aromatic Plants, 2023, 34, 100487. 0.9 2

17464 Comparison of Microsatellite and the MHC Class II DRB Locus Diversity in Raccoon Dogs (Nyctereutes) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (procyonoides) between Finland and Japan. Annales Zoologici Fennici, 2023, 60, .0.2 0

17465 Genetic structure of pike (Esox lucius Linnaeus, 1758) populations along the Polish coast of the
southern Baltic Sea: Comparison to Danish brackish population. Fisheries Research, 2023, 264, 106709. 0.9 0

17466 Phylogenomics of the Olea europaea complex using 15 whole genomes supports recurrent genetic
admixture together with differentiation into seven subspecies. BMC Biology, 2023, 21, . 1.7 4

17467
The detailed population genetic structure of the rare endangered latid fish akame Lates japonicus with
extremely low genetic diversity revealed from single-nucleotide polymorphisms. Conservation
Genetics, 2023, 24, 523-535.

0.8 1

17468 Microsatellite markers-aided dissection of iron, zinc and cadmium accumulation potential in
<i>Triticum aestivum</i>. PeerJ, 0, 11, e15229. 0.9 0

17469 Genetic diversity and structure of Siberian Stone Pine (<i>Pinus sibirica</i> Du Tour) populations.
Silvae Genetica, 2023, 72, 25-33. 0.4 0

17470 How to Choose? Comparing Different Methods to Count Wolf Packs in a Protected Area of the
Northern Apennines. Genes, 2023, 14, 932. 1.0 0

17471 Using landscape genomics to assess local adaptation and genomic vulnerability of a perennial herb
Tetrastigma hemsleyanum (Vitaceae) in subtropical China. Frontiers in Genetics, 0, 14, . 1.1 0

17472 The persistence of the critically endangered Asiatic cheetah relies upon urgent connectivity
protection: a landscape genetics perspective. Conservation Genetics, 0, , . 0.8 0

17473 Postâ€•glacial colonization of the Fennoscandian coast by a plant parasitic insect with an unusual life
history. Ecology and Evolution, 2023, 13, . 0.8 0

17474 Dissecting the genetic basis of grain color and pre-harvest sprouting resistance in common wheat by
association analysis. Journal of Integrative Agriculture, 2023, 22, 2617-2631. 1.7 2

17475 Development of SSR Molecular Markers and Genetic Diversity Analysis of TPS Gene Family in
Chimonanthus praecox. Agriculture (Switzerland), 2023, 13, 893. 1.4 1

17476 Turnover and Natal Dispersal in the Finnish Golden Eagle (Aquila chrysaetos) Population. Diversity,
2023, 15, 567. 0.7 3

17477 DISTRIBUTION AND GEOBOTANICAL STUDIES OF THE MEDICINAL PLANT CAPPARIS HERBACEA WILLD. IN THE
SOUTHERN REGIONS OF KAZAKHSTAN. Experimental Biology, 2023, 94, . 0.1 1

17480 Trait evolution during a rapid global weed invasion despite little genetic differentiation.
Evolutionary Applications, 2023, 16, 997-1011. 1.5 2

17481 Genome-environment associations along elevation gradients in two snowbed species of the
North-Eastern Calcareous Alps. BMC Plant Biology, 2023, 23, . 1.6 0



889

Citation Report

# Article IF Citations

17483
Contamination of imported kernels by unapproved genome-edited varieties poses a major challenge for
monitoring and traceability during transport and handling on a global scale: inferences from a study
on feral oilseed rape in Austria. Frontiers in Genome Editing, 0, 5, .

2.7 0

17484 Population Genetic Structure and Diversity of Cryptic Species of the Plant Genus Macrocarpaea
(Gentianaceae) from the Tropical Andes. Plants, 2023, 12, 1710. 1.6 1

17486 Genome-Wide Association Study of Asian and European Common Wheat Accessions for Yield-Related
Traits and Stripe Rust Resistance. Plant Disease, 2023, 107, 3085-3095. 0.7 1

17488 Genetic assessment of the value of restoration planting within an endangered eucalypt woodland.
Scientific Reports, 2023, 13, . 1.6 0

17489 Genome-wide data reveal cryptic diversity and hybridization in a group of tree ferns. Molecular
Phylogenetics and Evolution, 2023, 184, 107801. 1.2 2

17543 Variation in cassava landraces: high levels of diversity in germplasm from central Brazil. , 2023, ,
225-243. 0

17609 Citron Genomics. , 2023, , 41-61. 0

17732
Isolation and characterization of 17 polymorphic microsatellite loci with tri- and tetra-nucleotide
repeat motifs for Ayu (Plecoglossus altivelis) using next-generation sequencing. Molecular Biology
Reports, 2023, 50, 7127-7132.

1.0 0

17991 Genome-Wide Association Study (GWAS): Concept and Methodology for Gene Mapping in Plants. , 2023,
, 477-511. 0

18112 Genetic Studies of Sarcoptes scabiei: New Tools for Old Questions. , 2023, , 35-43. 0

18197 Intraspecific Genetic and Ecological Differentiation in Australian <i>Acacia</i> Species: Insights from
<i>Acacia longifolia</i>. , 2023, , 103-117. 0


