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(2013-2011)
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192 npplicationsJofJnggregationWvnducedJrmissionJzaterialsJinJoiotechnologyXJ2013VJ]bfW]da

191 qevelopmentJofJp’áWá|–JandJuRzJmarkersJforJhighWthroughputJandJreliableJhaplotypeWbasedJ
detectionJofJyr[aaJinJdurumJwheatJRériticumJdurumJqesfXSXJ2013VJ[]cVJ[ZddW[Z[ 27

190 áingleJnucleotideJpolymorphismJtypingJwithJmassivelyJparallelJsequencingJforJhumanJ
identificationXJ2013VJ[]dVJ[ZdfWec 102

189 vmprovingJtheJanalysisJofJYWá|–JhaplogroupsJbyJaJsingleJhighlyJinformativeJ[cJá|–JmultiplexJ
–pRWminisequencingJassayXJ2013VJ_aVJcZbW[] 5

188 zolecularJoeaconsXJ2013VJ 4

187 RelationshipJbetweenJrtsVJétsnVJandJrtsRJteneJ–olymorphismsJandJéraditionalJphineseJzedicineJ
Zur|tJinJtastricJpancerXJ2013VJ]Z[_VJd_[Zd[ 10

186 phallengesJinJspecificityJandJcollectionJefficiencyJforJintegratedJopticalJbiosensorsXJ2013VJ

185 qevelopmentJandJítilizationJofJ–lantJteneticJResourcesJforJ–lantJoreedingXJ2013VJecaWecdVJ]b_dW]baZ

184 éimeWdependentJchangesJinJq|nJstabilityJinJdecomposingJteethJoverJ[eJmonthsXJ2013VJd[VJc_eWa_ 10

183 vmprovementJofJtheJqetectionJnccuracyJandJqetectionJyimitJofJaJsilterWlessJsluorescenceJqetectorXJ
2013VJcVJZddZZ[ 2

182 zulticolorJfluorescenceJdetectionJforJsingleJnucleotideJpolymorphismJgenotypingJusingJaJ
filterWlessJfluorescenceJdetectorXJ2013VJ[Z]VJ]__dZ[ 2

181 ísingJnewJanalyticalJapproachesJtoJverifyJtheJoriginJofJfishXJ2013VJ[efW][b 1

180 XJ2013VJ 46

179 zolecularJzarkersJandJzarkerWnssistedJoreedingJinJ–lantsXJ2013VJ 85

178 teneticJRelationshipJinJooneJáamplesJísingJá|–WoasedJuumanJvdentificationJq|nJphipXJ2013VJ_dVJ]]a 2

177 vqr|évsvpnév’|Jzréu’qáJ|JnpplicationJofJáingleJ|ucleotideJ–olymorphismsâ��oasedJéypingJforJ
q|nJsingerprintingJofJsoodborneJoacteriaXJ2014VJ]efW]fa

176 nssessmentJofJhighJresolutionJmeltingJanalysisJasJaJpotentialJá|–JgenotypingJtechniqueJinJforensicJ
caseworkXJ2014VJ_bVJ_Z_cWa_ 8

175 |ewJageJofJquickJandJonsiteJbioassaysJforJforensicsgJwhereJareJweJnowlXJ2014VJcVJa]fW_[ 2
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174
vnferringJpopulationJstructureJandJrelationshipJusingJminimalJindependentJevolutionaryJmarkersJinJ
YWchromosomegJaJhybridJapproachJofJrecursiveJfeatureJselectionJforJhierarchicalJclusteringXJ2014VJ
a]VJe[]]

4

173 RoleJofJoralJfluidsJinJq|nJinvestigationsXJ2014VJ]]VJabWbZ 10

172 áingleJnucleotideJpolymorphismJgenotypingJusingJxompetitiveJnlleleJápecificJ–pRJRxná–SgJ
overviewJofJtheJtechnologyJandJitsJapplicationJinJcropJimprovementXJ2014VJ__VJ[W[a 522

171 sorensicJq|nJnnalysisXJ2014VJ[[a[W[[e_ 2

170 zultiplexJligaseWbasedJgenotypingJmethodsJcombinedJwithJprXJ2014VJ_bVJ[ZZaW[c 10

169 qevelopmentalJvalidationJofJtheJuvris–lexJsystemgJq|nWbasedJeyeJandJhairJcolourJpredictionJforJ
forensicJandJanthropologicalJusageXJForensicrSciencerInternational:rGeneticsVJ2014VJfVJ[bZWc[ 4.3 110

168 nnalysisJofJYJchromosomeJhaplogroupsJinJwapaneseJpopulationJusingJshortJampliconsJandJitsJ
applicationJinJforensicJanalysisXJ2014VJ[cVJ]ZWb 1

167 polorimetricJdeterminationJofJq|nJconcentrationJandJmismatchesJusingJhybridizationWmediatedJ
growthJofJgoldJnanoparticleJprobesXJ2014VJ[f]VJddWe] 20

166 ov’–uYávpnyJ–R’–rRévráJ’sJ|ípyrvpJnpvqáJnéJáíRsnpráJRryrón|éJé’JzvpR’nRRnYJ
–rRs’Rzn|prXJ2014VJ]VJa_cWad[ 73

165 sorensicJapplicationJofJá|–WbasedJresequencingJarrayJforJindividualJidentificationXJForensicrSciencer
International:rGeneticsVJ2014VJ[_VJabWb] 4.3 16

164 qevelopmentJofJnRzáW–pRJassayJforJgenotypingJofJ–ro[]nlaJá|–JofJ––nRtJgenegJaJcostJeffectiveJ
wayJforJcaseWcontrolJstudiesJofJtypeJ]JdiabetesJinJdevelopingJcountriesXJ2014VJa[VJbbebWf[ 7

163 tenomicJprofileJofJtheJplantsJwithJpharmaceuticalJvalueXJ2014VJaVJbc_Wbde 22

162 nnJeffectiveJmethodJbasedJonJrealJtimeJfluorescenceJquenchingJforJsingleJnucleotideJ
polymorphismJdetectionXJ2014VJ[ecVJ[bcWc[ 3

161 qogJmitochondrialJgenomeJsequencingJtoJenhanceJdogJmtq|nJdiscriminationJpowerJinJforensicJ
caseworkXJForensicrSciencerInternational:rGeneticsVJ2014VJ[]VJcZWe 4.3 13

160 áingleJ|ucleotideJ–olymorphismXJ2014VJ[W[e 4

159 RecentJndvancesJinJoiotechnologyJandJtenomicJnpproachesJforJnbioticJátressJéoleranceJinJpropJ
–lantsXJ2015VJ___W_cc 14

158 á|–JzarkersJasJndditionalJvnformationJtoJResolveJpomplexJxinshipJpasesXJ2015VJa]VJ_ebWe 18

157 rfficientJá|–JqiscoveryJbyJpombiningJzicroarrayJandJyabWonWaWphipJqataJforJnnimalJoreedingJandJ
áelectionXJ2015VJaVJbdZWfb 8

(2015-2014)
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156 ™uantitativeJéraitJyociJzappingJandJzolecularJoreedingJforJqevelopingJátressJResilientJzaizeJforJ
áubWáaharanJnfricaXJ2015VJbbVJ[aafW[abf 40

155 qoqiaá|–gJnnJ’penWáourceJxnowledgebaseJofJteneticJ–olymorphismsJandJResistanceJtenesJ
RelatedJtoJqiarrhealJ–athogensXJ2015VJ[fVJ_baWcZ 5

154 RoleJofJq|nJprofilingJinJforensicJodontologyXJ2015VJdVJá[_eWa[ 4

153 zolecularJzarkerWnssistedJoreedinggJnJ–lantJoreederâ��sJReviewXJ2015VJa_[Wad] 21

152 íniversalJprobeJamplificationgJmultiplexJscreeningJtechnologiesJforJgeneticJvariationsXJ2015VJ[ZVJabWbb 2

151 áequenceWoasedJzarkersXJ2015VJddW[]] 5

150 zarkerWnssistedJ–lantJoreedinggJ–rinciplesJandJ–racticesXJ2015VJ 74

149 zolecularJrpidemiologyJofJzycoplasmaJpneumoniaegJtenotypingJísingJáingleJ|ucleotideJ
–olymorphismsJandJá|a–shotJéechnologyXJ2015VJb_VJ_[e]Wfa 20

148 rnhancedJnucleotideJmismatchJdetectionJbasedJonJaJ_qJsiliconJnanowireJmicroarrayXJ2015VJbVJdabZcWdab[a 4

147 sorensischeJzolekulargenetikXJ2015VJdebWe_a

146 nJá|a–shotJofJnextJgenerationJsequencingJforJforensicJá|–JanalysisXJForensicrSciencerInternational:r
GeneticsVJ2015VJ[aVJbZWcZ 4.3 73

145 áubtypingJofJáalmonellaJisolatesJonJretailJrawJchickenJinJphinaJbyJpulsedWfieldJgelJelectrophoresisJ
andJplasmidJanalysisXJ2015VJadVJa]ZWa]c 6

144 rvaluationJofJaJdualWprobeJrealJtimeJ–pRJsystemJforJdetectionJofJmandarinJinJcommercialJorangeJ
juiceXJ2015VJ[d]VJ_ddWea 21

143 qiagnosticJpytochromeJbJgeneJprofilesJforJtheJidentificationJofJpacaJRpuniculusJpacaSJbushmeatgJ
implicationsJforJtheJmonitoringJofJillegalJhuntingJandJwildlifeJtradeXJ2016VJdcVJbbWe 1

142
vdentificaciˆ‡nJdeJcadˆ¡veresJsometidosJaJaltasJtemperaturasVJaJpartirJdeJlasJcaracterˆ›sticasJ
macroscˆ‡picasJdeJsusJˆ‡rganosJdentalesJyJlaJaplicabilidadJdeJlaJgenˆ'ticaJforenseJYJvdentificationJofJ
oodiesJrxposedJtoJuighJéemperaturesJoasedJonJzacroscopicXXXXJ2016VJ_bVJ

141 zicrobialJtenomicsgJqiagnosisVJ–reventionVJandJéreatmentXJ2016VJ[Z[W[Zc 1

140 éheJrvolutionJofJndvancedJzolecularJqiagnosticsJforJtheJqetectionJandJpharacterizationJofJ
zycoplasmaJpneumoniaeXJ2016VJdVJ]_] 28

139 nctivityJofJsiteWspecificJendonucleasesJonJcomplexesJofJplasmidJq|nJwithJmultiwalledJcarbonJ
nanotubesXJ2016VJda[VJZ[]Zbc
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138 nnalysisJofJáhortJéandemJRepeatJandJáingleJ|ucleotideJ–olymorphismJyociJsromJáingleWáourceJ
áamplesJísingJaJpustomJualo–lexJéargetJrnrichmentJáystemJ–anelXJ2016VJ_dVJffW[Zd 15

137 pY–[[o]JgeneJpolymorphismJandJessentialJhypertensionJamongJéibetanVJqongxiangJandJuanJ
populationsJfromJnorthwestJofJphinaXJ2016VJ_eVJ_dbWeZ 2

136 zassivelyJparallelJsequencingJofJcustomisedJforensicallyJinformativeJá|–JpanelsJonJtheJziáeqXJ
2016VJ_dVJ]e_]W]eaZ 11

135 qirectJtypingJofJpanineJparvovirusJRp–óSJfromJinfectedJdogJfaecesJbyJrapidJminiJsequencingJ
techniqueXJ2016VJ]_eVJccWcf 3

134 vnvestigationJofJsingleJnucleotideJpolymorphismJlociJsusceptibleJtoJdegradationJbyJultravioletJlightXJ
2016VJa_VJ[]ZW[]b 3

133 zolecularJzarkersJandJéheirJnpplicationsXJ2016VJ[_dW[bd 1

132 nJgoldJnanoparticlesWbasedJcolorimetricJtestJtoJdetectJsingleJnucleotideJpolymorphismsJforJ
improvementJofJpersonalizedJtherapyJofJpsoriasisXJ2016VJ 2

131 pytogeneticallyJvisibleJcopyJnumberJvariationsJRptWp|ósSJinJbandingJandJmolecularJcytogeneticsJofJ
humanhJaboutJheteromorphismsJandJeuchromaticJvariantsXJ2016VJfVJb 18

130 qevelopmentJofJaJcontrolJregionWbasedJmtq|nJá|a–shotâ�¢JselectionJtoolVJintegratedJintoJaJminiJ
ampliconJsequencingJmethodXJ2016VJbcVJfcW[Z_ 5

129 uabitatJfragmentationJandJgeneticJdiversityJinJnaturalJpopulationsJofJtheJoorneanJelephantgJ
vmplicationsJforJconservationXJ2016VJ[fcVJeZWf] 27

128 sorensicJzolecularJoiologyXJ2016VJd][Wdab

127 rurrns_tplexWWnJnewJá|a–shotJassayJforJcontinentalJpopulationJdiscriminationJandJgenderJ
identificationXJForensicrSciencerInternational:rGeneticsVJ2016VJ]ZVJefW[ZZ 4.3 9

126 nlleleJfrequenciesJandJotherJforensicJparametersJofJtheJuvqWvonJnmpliáeqâ�¢JvdentityJ–anelJmarkersJ
inJoasquesJusingJtheJvonJéorrentJ–tzâ�¢JplatformXJForensicrSciencerInternational:rGeneticsVJ2017VJ]eVJeeWe[Z4.3 9

125 qevelopingJaJnewJnonbinaryJá|–JfluorescentJmultiplexJdetectionJsystemJforJforensicJapplicationJinJ
phinaXJ2017VJ_eVJ[[baW[[c] 6

124 vmagingJandJnnalysisJofJrncapsulatedJ’bjectsJthroughJáelfWnssembledJrlectronJandJ’pticallyJ
éransparentJtrapheneJ’xideJzembranesXJ2017VJaVJ[cZZd_a 6

123 qevelopmentJofJaJá|–WbasedJpanelJforJhumanJidentificationJforJvndianJpopulationsXJForensicr
SciencerInternational:rGeneticsVJ2017VJ]dVJbeWcc 4.3 9

122 tenomeWwideJassociationJmappingJofJgenomicJregionsJassociatedJwithJphenotypicJtraitsJinJ
panadianJwesternJspringJwheatXJ2017VJ_dVJ[ 13

121 ácreeningJforJsingleJnucleotideJpolymorphismsJinJhighlyJdegradedJq|nJbyJusingJtheJamplifiedJ
fragmentJlengthJpolymorphismJtechniqueXJForensicrSciencerInternational:rGeneticsVJ2017VJ_[VJbW[[ 4.3 6

(2017-2016)
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120 áingleJnucleotideJpolymorphismsJminisequencingJinJhypervariableJregionsJforJscreeningJofJéhaisXJ
2017VJc]dVJb_eWba] 1

119 sorensicallyJrelevantJá|a–shotJassaysJforJhumanJq|nJá|–JanalysisgJaJreviewXJ2017VJ[_[VJ][W_d 52

118 nnJeq|nWoasedJá|–JnssayJforJíngulateJápeciesJandJáexJvdentificationXJ2017VJfVJ__ 6

117 snnp’árgJnJsastJndaptiveJnntJpolonyJ’ptimizationJnlgorithmJforJqetectingJá|–JrpistasisXJ2017VJ
]Z[dVJ[W[Z 28

116 –ersonalizedJzedicineJnppliedJtoJsorensicJáciencesgJ|ewJndvancesJandJ–erspectivesJforJaJéailoredJ
sorensicJnpproachXJ2017VJ[eVJ]c_W]d_ 19

115 tenomicJrvaluationJofJáunflowerJoroomrapeJR’robancheJpumanaSJtermplasmJbyJxná–JnssayXJ
2018VJa[VJbdWd]

114 éargetJcaptureJenrichmentJofJnuclearJá|–JmarkersJforJmassivelyJparallelJsequencingJofJdegradedJ
andJmixedJsamplesXJForensicrSciencerInternational:rGeneticsVJ2018VJ_aVJ[ecW[fc 4.3 30

113 vnWsilicoJevaluationJbasedJonJpublicJdatagJvnJsearchJofJforensicallyJefficientJtriWJandJtetrallelicJ
ıWá|–sXJForensicrSciencerInternational:rGeneticsVJ2018VJ_]VJebWec 4.3 1

112 –hotophysicalJátudyJofJ]WsluorenylW[V]V_WériazoleWlabeledJ]lWqeoxyuridineJandJvtsJ’ligonucleotideXJ
2018VJ_fVJdeWe_ 2

111 á|–JtypingJusingJtheJuvqWvonJnmpliáeqâ�¢JvdentityJ–anelJinJaJsouthernJphineseJpopulationXJ2018VJ
[_]VJffdW[ZZc 13

110 áelenoproteinsXJ2018VJ

109 nssociationJofJáingleJ|ucleotideJ–olymorphismsJinJáelenoproteinJtenesJwithJpancerJRiskXJ2018VJ
[cc[VJ_[_W_]a 8

108 nJreviewJofJbioinformaticJmethodsJforJforensicJq|nJanalysesXJForensicrSciencerInternational:r
GeneticsVJ2018VJ__VJ[[dW[]e 4.3 23

107 q|nJmolecularJmarkersJinJplantJbreedinggJcurrentJstatusJandJrecentJadvancementsJinJgenomicJ
selectionJandJgenomeJeditingXJ2018VJ_]VJ]c[W]eb 272

106 q|nJ–olymorphismsgJq|nWoasedJzolecularJzarkersJandJéheirJnpplicationJinJzedicineXJ2018VJ 6

105 vmplicationsJofJéargetedJ|extJtenerationJáequencingJinJsorensicJácienceXJ2018VJZfVJ

104 qevelopmentJofJaJáimpleJandJpostWrffectiveJzethodJoasedJonJédJrndonucleaseJpleavageJforJ
qetectionJofJáingleJ|ucleotideJ–olymorphismsXJ2018VJ]]VJd[fWd]_ 1

103 átableJparboxylateWéerminatedJtoldJáurfacesJ–roducedJbyJápontaneousJtraftingJofJanJnlkyltinJ
pompoundXJ2018VJ]aVJ[[[ddW[[[ea
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102 áingleWyabeledJ’ligonucleotidesJáhowingJsluorescenceJphangesJíponJuybridizationJwithJéargetJ
|ucleicJncidsXJ2018VJ]_VJ 16

101 rlectrochemicalJqetectionJofJá|–JinJuumanJzitochondrialJq|nJísingJpyclicJ–rimerJrxtensionJwithJ
oiotinylatedJ|ucletidesJandJrnzymaticJyabelingJatJqisposableJ–encilJtraphiteJrlectrodesXJ2018VJ_ZVJ]_][W]_]f 3

100 áingleWátepJsRréWoasedJqetectionJofJsemtomolesJq|nXJ2019VJ[fVJ 10

99 oatch–rimer_gJnJfreeJwebJapplicationJforJalleleJspecificJRáorJandJalleleJflankingSJprimerJdesignJforJ
á|–sJgenotypingJinJmolecularJdiagnosticsgJnJbioinformaticsJstudyXJ2019VJ[dVJ[ZZb]a 2

98 teneticJnrchitectureJofJáoutheastWcoastalJvndianJtribalJpopulationsgJnJYWchromosomalJphylogeneticJ
analysisXJ2019VJfVJ 0

97 ’nJtheJuseJofJdenseJsetsJofJá|–JmarkersJandJtheirJpotentialJinJrelationshipJinferenceXJForensicr
SciencerInternational:rGeneticsVJ2019VJ_fVJ[fW_[ 4.3 9

96 ™uickJliquidJpackaginggJrncasingJwaterJsilhouettesJbyJthreeWdimensionalJpolymerJmembranesXJ2019
VJbVJeaatb[ef 10

95 |ewJáizeWrxpandedJsluorescentJéhymineJnnaloguegJáynthesisVJpharacterizationVJandJnpplicationXJ
2019VJ]bVJff[_Wff[f 11

94 npplicationsJofJzolecularJzarkersJtoJqevelopJResistanceJngainstJnbioticJátressesJinJğheatXJ2019VJ_f_Wa]Z 10

93
sorensicJYWá|–JanalysisJbeyondJá|a–shotgJuighWresolutionJYWchromosomalJhaplogroupingJfromJlowJ
qualityJandJquantityJq|nJusingJvonJnmpliáeqJandJtargetedJmassivelyJparallelJsequencingXJForensicr
SciencerInternational:rGeneticsVJ2019VJa[VJf_W[Zc

4.3 14

92 rffectiveJresolutionJofJtheJYJchromosomeJsublineagesJofJtheJvberianJhaplogroupJR[bWqs]dJwithJ
forensicJpurposesXJ2019VJ[__VJ[dW]_ 4

91 –redictionJofJYJhaplogroupJbyJpolymeraseJchainJreactionWreverseJblotJhybridizationJassayXJ2019VJa[VJ]fdW_Za

90 vmprovedJpairwiseJkinshipJanalysisJusingJmassivelyJparallelJsequencingXJForensicrSciencer
International:rGeneticsVJ2019VJ_eVJddWeb 4.3 29

89 sorensicJinferenceJofJbiogeographicalJancestryJfromJgenotypegJéheJteneticJnncestryJyabXJWileyr
InterdisciplinaryrReviewsrForensicrScienceVJ2020VJ]VJ 2.6 1

88
–redictingJhaplogroupsJusingJaJversatileJmachineJlearningJprogramJR–redYzayeSJonJaJnewJ
mutationallyJbalancedJ_]JYWáéRJmultiplexJRpombYplexSgJínlockingJtheJfullJpotentialJofJtheJhumanJ
áéRJmutationJrateJspectrumJtoJestimateJforensicJparametersXJForensicrSciencerInternational:r
GeneticsVJ2020VJaeVJ[Z]_a]

4.3 4

87 ponservationJandJítilizationJofJéhreatenedJzedicinalJ–lantsXJ2020VJ 2

86 vdentificationJofJsequenceJpolymorphismsJatJbeJáéRsJandJfaJiiá|–sJinJaJéibetanJpopulationJusingJ
massivelyJparallelJsequencingXJ2020VJ[ZVJ[]]]b 11

85 YJphromosomeJasJaJéoolJforJq|nJvdentificationJandJqeterminationJofJrthnoterritorialJ’riginXJ2020VJ
bcVJ[[ZfW[[[d 2

(2020-2018)
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84 yossJofJphromosomeJYJandJvtsJ–otentialJnpplicationsJasJoiomarkerJinJuealthJandJsorensicJáciencesXJ
2020VJ[cZVJ]]bW]_d 7

83 q|nJnnalysisJofJqomesticJnnimalsXJ2020VJ_dfW_fd

82 oroadeningJtheJnpplicabilityJofJaJpustomJzultiW–latformJ–anelJofJzicrohaplotypesgJ
oioWteographicalJnncestryJvnferenceJandJrxpandedJReferenceJqataXJ2020VJ[[VJbe[Za[ 8

81 nssessmentJofJtheJ–recisionJvqJvdentityJ–anelJkitJonJchallengingJforensicJsamplesXJForensicrSciencer
International:rGeneticsVJ2020VJafVJ[Z]aZZ 4.3 5

80 ponstructionJandJforensicJapplicationJofJ]ZJhighlyJpolymorphicJmicrohaplotypesXJ2020VJdVJ[f[f_d 8

79 nJ[cWplexJYWá|–JtypingJsystemJbasedJonJalleleWspecificJ–pRJforJtheJgenotypingJofJphineseJ
YWchromosomalJhaplogroupsXJ2020VJacVJ[Z[d]Z 3

78 íltrasensitiveJdetectionJofJnucleicJacidsJusingJdeformedJgrapheneJchannelJfieldJeffectJbiosensorsXJ
2020VJ[[VJ[ba_ 123

77 tenomeWwideJá|–JtypingJofJancientJq|ngJqeterminationJofJhairJandJeyeJcolorJofJoronzeJngeJ
humansJfromJtheirJskeletalJremainsXJ2020VJ[d]VJffW[Zf 3

76 –rinciplesJandJ–racticesJofJq|nJnnalysisgJnJyaboratoryJzanualJforJsorensicJq|nJéypingXJ2020VJ 8

75 qateJ–almJteneticJvdentificationJandJvmprovementJítilizingJzolecularJzarkersJandJq|nJoarcodingXJ
2021VJ[Z[W[_a 0

74 nnJ’verviewJofJoioinformaticsJResourcesJforJá|–JnnalysisXJ2021VJ[[_W[_b

73 zolecularJzarkersgJ–otentialJsacilitatorsJinJ–lantJoreedingJandJtermplasmJponservationXJ2021VJc[[Wcac 0

72 ísefulnessJofJ™uantitativeJ–pRJinJsorensicJteneticsXJ2021VJ[W]c

71 zicrobiomesJinJforensicJbotanygJaJreviewXJ2021VJ[dVJ]fdW_Zd 1

70 nJsimpleJandJrapidJapproachJforJhumanJherpesvirusJtypeJeJsubtypeJcharacterizationJusingJsingleJ
baseJextensionXJ2021VJd_VJ_ZeW_[d 0

69 vnvestigativeJq|nJanalysisJofJtwoWpersonJmixedJcrimeJsceneJtraceJinJaJmurderJcaseXJForensicrSciencer
International:rGeneticsVJ2021VJbaVJ[Z]bbd 4.3 3

68
vnnateJimmunityJgenesJasJcandidateJgenesgJsearchingJforJrelevantJnaturalJpolymorphismsJinJ
databasesJandJassessingJfamilyWbasedJassociationJofJpolymorphismsJwithJhumanJdiseasesXJ2008VJ
a[bVJ[dWae

3

67 éheJíseJofJáalivaJforJteneticJandJrpigeneticJResearchXJ2020VJ[[bW[_e 1
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66 zolecularJoeaconsJforJqetectionJofJáingleW|ucleotideJ–olymorphismsXJ2013VJc[Wda 1

65 óalidatingJtheJconsistencyJofJcá|–sJanalysisJresultsJbetweenJq|nJandJR|nJusingJá|a–shotJ
methodXJ2019VJdVJdcWde 3

64 rvolutionJinJcropJimprovementJapproachesJandJfutureJprospectsJofJmolecularJmarkersJtoJ
pRvá–RYpasfJsystemXJ2020VJdb_VJ[aadfb 6

63 sorensicJáéRJprofilingJusingJ’xfordJ|anoporeJéechnologiesâ��Jzinv’|JsequencerXJ 7

62 zolecularJáubtypingJandJérackingJofJsoodWoorneJoacterialJ–athogensXJacZWadd 1

61 q|nJ–rofilingJzarkersJinJğildlifeJsorensicJácienceXJ2009VJfbW[]b 2

60 átrainJéypingXJ2008VJ]Z_W]aZ 7

59 YJphromosomeJinJsorensicJácienceXJ2014VJ[ZbW[_a 1

58 qeterminationJofJZygosityJinJndultJphineseJéwinsJísingJtheJabZxJzethylationJnrrayJversusJ
™uestionnaireJqataXJPLoSrONEVJ2015VJ[ZVJeZ[]_ff] 3.7 13

57 ™éyJzappingJinJéhreeJRiceJ–opulationsJíncoversJzajorJtenomicJRegionsJnssociatedJwithJnfricanJ
RiceJtallJzidgeJResistanceXJPLoSrONEVJ2016VJ[[VJeZ[cZdaf 3.7 13

56 zodernJmethodsJofJassessingJtheJtaxonomicJaffiliationJofJhoneybeeJcoloniesXJ2017VJ[bVJa[Wb[ 3

55 rvaluationJofJtenJá|–JzarkersJforJuumanJvdentificationJandJ–aternityJnnalysisJinJ–ersianJ
–opulationXJ2019VJ[dVJe][ae 1

54 ísingJgoldJnanoparticlesJtoJdetectJsingleWnucleotideJpolymorphismsgJtowardJliquidJbiopsyXJ2020VJ
[[VJ]c_W]ea 4

53 q|nJbarcodingJapproachesJforJfishingJauthenticationJofJexploitedJgrouperJspeciesJincludingJtheJ
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