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isletE˛†RcellEfunctionSE2019QEWaYQEVV]W_RVV]YU 5

361 yuantitativeExroteomicsEforElifferentialExroteinEmxpressionExrofilingSE2019QEVRW] 2
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358 zemovalEofEqnterferenceEuSTuSESpectraEforEiccurateEyuantificationEinEqsobaricE’agRjasedE
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354 ’heExroteogenomicEtandscapeEofEkurableExrostateEkancerSE2019QEXZQEYVYRYW]Se[ 97
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hongdechlorisbEadaptativeEproteomicEshiftsEunderEdifferentElightEconditionsSE2019QEWUQEWU] 14
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316 olabridinEivertsEjiofilmsEnormationEinEuethicillinRzesistantEbyEuodulationEofEtheESurfaceomeSE2020
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’izljxTzbmX_EaxisSE
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