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(Testudines: Pleurodira: Podocnemididae). Organisms Diversity and Evolution, 2008, 8, 388-398. 0.7 45

340 SPOTTED POISON FROGS: REDISCOVERY OF A LOST SPECIES AND A NEW GENUS (ANURA: DENDROBATIDAE)
FROM NORTHWESTERN PERU. Herpetologica, 2008, 64, 121-137. 0.2 19

341 Phylogenetic Position of Porthidium Hespere (Viperidae: Crotalinae) and Phylogeography of
Arid-Adapted Hognosed Pitvipers Based on Mitochondrial DNA. Copeia, 2008, 2008, 172-178. 1.4 17
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