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k Paper IF Citations

1676 qurrentKawarenessKonKyeastYKYeastWK2004WK_]WK]a]eX_b 3.4

1675 odditionalKvectorsKforKÅqRXbasedKgeneKtaggingKinKΔaccharomycesKcerevisiaeKandK
ΔchizosaccharomycesKpombeKusingKnourseothricinKresistanceYKYeastWK2005WK__WK][d]Xf 3.4 80

1674 ’olecularKinteractionsKpositionK’so]pWKaKnovelKÅαpKdomainKhomologueWKinKtheKinterfaceKofKtheK
exocystKcomplexKandKtheKexocyticKΔ–oRsKmachineryKinKyeastYK2005WK]dWKbcbaXcd 27

1673 ΔporeKnumberKcontrolKandKbreedingKinKΔaccharomycesKcerevisiaehKaKkeyKroleKforKaKselfXorganizingK
systemYK2005WK]e]WKd_eXb[ 60

1672 αheKrvvqKproteinKÅfaaKaffectsKvacuoleXassociatedKpalmitoylationKofKtheKfusionKfactorKγacfYK2005WK
][_WK]eaddXe] 44

1671 rifferentialKrequirementKforKphospholipaseKrZΔpo]bKandKitsKnovelKinteractorKΔma]KforKregulationKofK
exocytoticKvesicleKfusionKinKyeastKmeiosisYK2005WK_f[WKaefbdXc_ 24

1670 wejimalidesKshowKantiXosteoclastKactivityKviaKγXoαÅaseKinhibitionYK2006WKe[WK]adbXe[ 34

1669 αheK–oqutKpathwayKlinksKcompletionKofKcytokinesisKtoKspindleKmidzoneKfunctionKtoKpreventK
chromosomeKbreakageYK2006WK]_cWKfcXgf 228

1668 ontisenseKtranscriptionKcontrolsKcellKfateKinKΔaccharomycesKcerevisiaeYK2006WK]_eWKeacXbc 280

1667 ΔtudyingKnuclearKproteinKimportKinKyeastYK2006WKagWK_g]Xa[f 10

1666 ΔystemKofKcentromericWKepisomalWKandKintegrativeKvectorsKbasedKonKdrugKresistanceKmarkersKforK
ΔaccharomycesKcerevisiaeYK2006WKb[WKeaXf 136

1665 rynamicKorganizationKofKtheKactinKcytoskeletonKduringKmeiosisKandKsporeKformationKinKbuddingK
yeastYK2006WKeWK]d_fXb_ 33

1664 oKcomplexKofKτosgpKandKtheKvRrKligaseKintegratesKendoplasmicKreticulumKqualityKcontrolKintoKtheK
degradationKmachineryYK2006WKfWKfbgXcb 190

1663 –ud]pWKtheKyeastKhomologKofKqentriolinWKregulatesKspindleKpoleKbodyKinheritanceKinKmeiosisYK2006WK
_cWKafcdXdf 23

1662 uoKwithKtheKglowhKfluorescentKproteinsKtoKlightKtransgenicKorganismsYK2006WK_bWK]ccXd_ 85

1661 τeastKucnbpKstabilizationKisKinitiatedKbyKtheKdissociationKofKtheKnuclearKÅhofcpZÅclcpKcomplexYK
2006WK]eWK_gc_Xd_ 18

1660 oKspecializedKprocessingKbodyKthatKisKtemporallyKandKasymmetricallyKregulatedKduringKtheKcellKcycleK
inKΔaccharomycesKcerevisiaeYK2006WK]eaWKacXbc 52
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1659 ΔYKpombeKqzoΔÅKneedsKdyneinWKnotKsp]KorKqzwÅ]e[WKtoKinduceKmicrotubuleKinstabilityKandKslowsK
polymerizationKratesKatKcellKtipsKinKaKdyneinXdependentKmannerYK2006WK_[WK_b_]Xad 41

1658 qqRbZ– αKcomplexKassociatesKwithKtheKproteasomeKandKregulatesKhistoneKmethylationYK2007WK][bWKcfadXb] 64

1657 ΔtressXdependentKrelocalizationKofKtranslationallyKprimedKmR–ÅsKtoKcytoplasmicKgranulesKthatKareK
kineticallyKandKspatiallyKdistinctKfromKÅXbodiesYK2007WK]egWKdcXeb 183

1656 bKoKuuidedKαourKtoKÅqRXbasedKuenomicK’anipulationsKofKSÅqRXtargetingTYK2007WKccXef 5

1655 αheKyeastKcentrosomeKtranslatesKtheKpositionalKinformationKofKtheKanaphaseKspindleKintoKaKcellKcycleK
signalYK2007WK]egWKb_aXad 81

1654 cKΔtudyingKsssentialKueneshKueneratingKandKβsingKÅromoterKtusionsKandKqonditionalKollelesYK2007WK
adWKegX][_ 1

1653 γisualizationKofKmitochondriaKinKbuddingKyeastYK2007WKf[WKcg]Xd_d 8

1652 qrystalKstructureKofKnucleoporinK–icgdKrevealsKaKnovelWKintricateKhelicalKdomainKarchitectureYK2007WK
_f_WKabg[bX]_ 54

1651 Åhog]KwsKaKvacuolarKphosphateKtransporterKthatKregulatesKphosphateKandKpolyphosphateK
metabolismKinKΔaccharomycesKcerevisiaeYK2007WK]fWKbbafXbc 76

1650 wsolationKofKtheKΔchizosaccharomycesKpombeKproteasomeKsubunitKRpneKandKaKstructureXfunctionK
studyKofKtheKproteasomeXq ÅgXinitiationKfactorKdomainYK2007WK_f_WKa_b]bX_a 16

1649 onKapproachKtoKstudyingKtheKlocalizationKandKdynamicsKofKeukaryoticKtranslationKfactorsKinKliveKyeastK
cellsYK2007WKba]WKaaXbc 3

1648 αheKtransmembraneKdomainKisKsufficientKforKΔbh]pKfunctionWKitsKassociationKwithKtheKΔecd]K
complexWKandKinteractionKwithKRtn]pYK2007WK_f_WKa[d]fX_f 14

1647 qdc]bXregulatedKmidzoneKassemblyKcontrolsKanaphaseKpYK2007WK]eeWKgf]Xga 124

1646 αheKvacuolarKtransporterKchaperoneKSγαqTKcomplexKisKrequiredKforKmicroautophagyYK2007WK]fWK]ddXec 86

1645 αheKwΔqK[corrected]KproteinsKwsa]KandKwsa_KareKrequiredKforKtheKfunctionKbutKnotKforKtheKdeKnovoK
synthesisKofKtheKteZΔKclustersKofKbiotinKsynthaseKinKΔaccharomycesKcerevisiaeYK2007WKdWKbgcXc[b 49

1644 ][KutÅXbasedK’icroscopicKopproachesKforKδholeKqhromosomeKonalysisKinKτeastsYK2007WK__]X_b[

1643 ’itochondriaYK2007WK 5

1642 tluorescenceKimagingKofKmitochondriaKinKyeastYK2007WKae_WKbaaXcg 4

(2007-2006)

3



1641 _cKτeastKueneticKΔtrainKandKÅlasmidKqollectionsYK2007WKadWKd_gXddd 172

1640 ÅostXtranscriptionalKcontrolKofKtheKΔaccharomycesKcerevisiaeKproteomeKbyK]bXaXaKproteinsYK2007WKdWK]dfgXgg 24

1639 sngineeringKpromoterKregulationYK2007WKgdWKcc[Xf 59

1638 ΔpatialKregulationKofKtusaK’oÅKkinaseKactivityKthroughKaKreactionXdiffusionKmechanismKinKyeastK
pheromoneKsignallingYK2007WKgWK]a]gX_d 198

1637 ÅhenotypicKheterogeneityKcanKenhanceKrareXcellKsurvivalKinKRstressXsensitiveRKyeastKpopulationsYK
2007WKdaWKc[eX_[ 79

1636 αheKyeastKpentaXstKproteinKÅef]pKisKinvolvedKinKcationXdependentKbuddingKandKcellKpolarizationYK
2007WKdcWK]]__Xaf 7

1635 qδvbaKisKrequiredKforKtheKintroductionKofKceramidesKintoKuÅwKanchorsKinKΔaccharomycesKcerevisiaeYK
2007WKdcWK]bgaXc[_ 47

1634 ulutathioneKandKuts]pKdriveKbeneficialKvariabilityKinKtheKcadmiumKresistancesKofKindividualKyeastK
cellsYK2007WKddWKdggXe]_ 44

1633 oKvectorKsystemKforKefficientKandKeconomicalKswitchingKofKqXterminalKepitopeKtagsKinK
ΔaccharomycesKcerevisiaeYKYeastWK2008WK_cWKa[]X]] 3.4 33

1632 oKysutÅXbasedKreporterKsystemKforKhighXthroughputKyeastKtwoXhybridKassayKbyKflowKcytometryYK
2008WKeaWKa]_X_[ 18

1631  ptimizedKandKfarXredXemittingKvariantsKofKfluorescentKproteinKeqtÅd]]YK2008WK]cWK__bXaa 64

1630 olleviationKofKfeedbackKinhibitionKinKΔaccharomycesKcerevisiaeKaromaticKaminoKacidKbiosynthesishK
quantificationKofKmetabolicKimpactYK2008WK][WK]b]Xca 131

1629 ÅlasmaKmembraneKelectronKtransportKinKΔaccharomycesKcerevisiaeKdependsKonKtheKpresenceKofK
mitochondrialKrespiratoryKsubunitsYK2008WKfWKfgeXg[c 8

1628 αheKΔpo’peKpathwayKdrivesKmembraneKbendingKnecessaryKforKcytokinesisKandKsporeKformationKinK
yeastKmeiosisYK2008WK_eWK_adaXeb 17

1627 τeastKasKaKmodelKhostKtoKexploreKplantKvirusXhostKinteractionsYK2008WKbdWK_]eXb_ 134

1626 –anotechnologiesKandKtluorescentKÅroteinsKforKinKplantaKtunctionalKuenomicsYKb]eXba[

1625 ÅrogressKinKmetabolicKengineeringKofKΔaccharomycesKcerevisiaeYK2008WKe_WKaegXb]_ 415

1624 oKgeneticKinteractionKmapKofKR–oXprocessingKfactorsKrevealsKlinksKbetweenKΔem]Zrss]XcontainingK
complexesKandKmR–oKexportKandKsplicingYK2008WKa_WKeacXbd 205
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1623 αheKquantitativeKÅhofreltad[KassayKofKnonspecificKautophagyYK2008WKbc]WKaaXb_ 116

1622 αheKmembraneXboundKuαÅaseKuuf]KpromotesKmitochondrialKproteinKsynthesisKunderKsuboptimalK
conditionsYK2008WK_faWK]e]agXbd 48

1621 αheKoooKoαÅaseKRixeKpowersKprogressionKofKribosomeKbiogenesisKbyKstrippingK–sa]KfromKpreXd[ΔK
particlesYK2008WK]f]WKgacXbb 65

1620 wnterplayKbetweenKΔXcyclinXdependentKkinaseKandKrbfbXdependentKkinaseKinKcontrollingKr–oK
replicationKthroughKphosphorylationKofKyeastK’cmbK–XterminalKdomainYK2008WK]gWK__deXee 26

1619 ÅhysiologicalKandKtranscriptionalKresponsesKtoKhighKconcentrationsKofKlacticKacidKinKanaerobicK
chemostatKculturesKofKΔaccharomycesKcerevisiaeYK2008WKebWKcecgXdf 68

1618 oKnovelKgroupKofKglutaredoxinsKinKtheKcisXuolgiKcriticalKforKoxidativeKstressKresistanceYK2008WK]gWK_deaXf[ 67

1617 βnexpectedKlinkKbetweenKanaphaseKpromotingKcomplexKandKtheKtoxicityKofKexpandedK
polyglutaminesKexpressedKinKyeastYK2008WKeWKagbaXd 21

1616 rissectingKtheKlocalizationKandKfunctionKofKotg]fWKotg_]KandKτgr__acYK2008WKbWKfgdXg][ 71

1615 ’itochondrialKwbacepKisKrequiredKforKteZΔKclusterKformationKonKaconitaseKandKactivationKofKradicalK
Δo’KenzymesYK2008WK_fWK]fc]Xd] 142

1614 svidenceKforKtheKbifunctionalKnatureKofKmitochondrialKphosphatidylserineKdecarboxylasehKroleKinK
ÅdraXdependentKretrogradeKregulationKofKÅrRcKexpressionYK2008WK_fWKcfc]Xdb 42

1613 v ÅΔKproofreadsKtheKtransXΔ–oRsKcomplexKforKyeastKvacuoleKfusionYK2008WK]gWK_c[[Xf 103

1612 αheKpathwayKbyKwhichKtheKyeastKproteinKkinaseKΔnf]pKcontrolsKacquisitionKofKsodiumKtoleranceKisK
differentKfromKthatKmediatingKglucoseKregulationYK2008WK]cbWK_f]bX_f_d 42

1611 sar]pKandKΔshbpKareKnewKadaptorsKofKtheKubiquitinKligaseKRspcpKforKcargoKubiquitylationKandK
sortingKatKmultivesicularKbodiesYK2008WK]gWK_aegXff 69

1610 αheKRhoKurwKRdi]KregulatesKRhoKuαÅasesKbyKdistinctKmechanismsYK2008WK]gWK_ffcXgd 56

1609 ΔaccharomycesKcerevisiaeKurxdKandKurxeKareKmonothiolKglutaredoxinsKassociatedKwithKtheKearlyK
secretoryKpathwayYK2008WKeWK]b]cX_d 52

1608 ucncpKplaysKanKimportantKroleKinKcentromereKkinetochoreKfunctionKinKbuddingKyeastYK2008WK_fWKgffXgd 34

1607 RetrotransposonKtargetKsiteKselectionKbyKimitationKofKaKcellularKproteinYK2008WK_fWK]_a[Xg 16

1606 αheKtypeKpKphosphatidylinositolXbXphosphateKcXkinaseKaKisKessentialKforKrootKhairKformationKinK
orabidopsisKthalianaYK2008WK_[WK]_bXb] 153

(2008-2008)
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1605 ΔaltXstressXinducedKassociationKofKphosphatidylinositolKbWcXbisphosphateKwithKclathrinXcoatedK
vesiclesKinKplantsYK2008WKb]cWKafeXgg 103

1604 vowKtoKmeasureKslowKdiffusionKinKyeastKcellKmembranesYK2008WK 3

1603 YK2008WK 2

1602 svidenceKforKovtdKasKaKvacuolarKexporterKofKacidicKaminoKacidsKinKΔaccharomycesKcerevisiaeKcellsYK
2009WKccWKb[gX]e 21

1601 αheKq RγsαKsubunitKγpsfKcooperatesKwithKtheKRabcKhomologKγps_]KtoKinduceKclusteringKofKlateK
endosomalKcompartmentsYK2009WK_[WKc_edXfg 71

1600 αheKyeastKoooVKchaperoneKvsp][bKisKpartKofKaKnetworkKthatKlinksKtheKactinKcytoskeletonKwithKtheK
inheritanceKofKdamagedKproteinsYK2009WK_gWKaeafXbc 59

1599 ’utationalKuncouplingKofKtheKroleKofKΔus]KinKnuclearKporeKcomplexKtargetingKofKanKmR–oKexportK
complexKandKhistoneKv_pKdeubiquitinationYK2009WK_fbWK]_[bgXcd 20

1598 ristinctKsubsetsKofKΔitbKholophosphatasesKareKrequiredKforKinhibitionKofKΔaccharomycesKcerevisiaeK
growthKbyKrapamycinKandKzymocinYK2009WKfWK]daeXbe 19

1597 Åil]KcontrolsKeisosomeKbiogenesisYK2009WK_[WKf[gX]f 48

1596 γpsb]KphosphorylationKandKtheKRabKτpteKcontrolKtheKtargetingKofKtheKv ÅΔKcomplexKtoK
endosomeXvacuoleKfusionKsitesYK2009WK_[WK]gaeXbf 76

1595 R–oKhelicaseKÅrpbaKandKitsKcoXfactorKÅfa]KpromoteK_[KtoK]fKΔKrR–oKprocessingKcatalyzedKbyKtheK
endonucleaseK–ob]YK2009WK_fbWKac[egXg] 142

1594 αheKqdcb_KeffectorsKΔte_[WKqlabWKandKΔkm]KdownXregulateKtheKexpressionKofKgenesKinvolvedKinK
sterolKuptakeKbyKaKmitogenXactivatedKproteinKkinaseXindependentKpathwayYK2009WK_[WKbf_dXae 16

1593 αheK–XterminalKÅw–KdomainKofKtheKexosomeKsubunitKRrpbbKharborsKendonucleaseKactivityKandK
tethersKRrpbbKtoKtheKyeastKcoreKexosomeYK2009WKaeWK]]_eXb[ 182

1592 αypeKpKphosphatidylinositolXbXphosphateKcXkinasesKmediateKorabidopsisKandK–icotianaKtabacumK
pollenKtubeKgrowthKbyKregulatingKapicalKpectinKsecretionYK2008WK_[WKaa]_Xa[ 144

1591 oÅqZqqdh]KspecificKdegradationKofKvsl]KandKqlb_KisKrequiredKforKproperKstressKresponsesKofKΔYK
cerevisiaeYK2009WKfWKa[[dXa[]_ 13

1590 αheKR–oKbindingKproteinKqwc_KinteractsKdirectlyKwithKtheKβdKsnR–oKtoKlinkKtheKnineteenKcomplexKtoK
theKspliceosomeKduringKpreXmR–oKsplicingYK2009WKaeWKb_[cX]e 29

1589 Δem]KisKaKfunctionalKcomponentKofKtheKnuclearKporeKcomplexXassociatedKmessengerKR–oKexportK
machineryYK2009WK]fbWKfaaXbd 84

1588 oKuniqueKroleKforKtheKhostKsΔqRαKproteinsKinKreplicationKofKαomatoKbushyKstuntKvirusYK2009WKcWKe][[[e[c 157
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1587 octinXmediatedKendocytosisKlimitsKintracellularKqrKaccumulationKandKqrKtoxicityKduringKchromateK
stressYK2009WK]]]WKbaeXbd 21

1586 svolutionKofKmutationalKrobustnessKinKtheKyeastKgenomehKaKlinkKtoKessentialKgenesKandKmeioticK
recombinationKhotspotsYK2009WKcWKe][[[caa 21

1585 αwoKrot]KisoformsKinKΔaccharomycesKcerevisiaeKasKaKresultKofKleakyKscanningKbyKtheKribosomeYK2009WK
aeWKe[beXcf 8

1584 αwoKstructurallyKdistinctKdomainsKofKtheKnucleoporinK–up]e[KcooperateKtoKtetherKaKsubsetKofK
nucleoporinsKtoKnuclearKporesYK2009WK]fcWKafeXgc 30

1583 αheKΔsΔoKnetworkKlinksKduplicationKofKtheKyeastKcentrosomeKwithKtheKproteinKtranslationK
machineryYK2009WK_aWK]ccgXe[ 60

1582 ’ethionineKsulphoxideKreductasesKprotectKironXsulphurKclustersKfromKoxidativeKinactivationKinK
yeastYK2009WK]ccWKd]_Xd_a 19

1581 ReconstitutionKofKphospholipidKtranslocaseKactivityKwithKpurifiedKrrs_pWKaKtypeXwγKÅXtypeKoαÅaseK
fromKbuddingKyeastYK2009WK][dWK]dcfdXg] 127

1580 α Rq_KplasmaKmembraneKlocalizationKisKessentialKforKcellKviabilityKandKrestrictedKtoKaKdistinctK
domainYK2009WK_[WK]cdcXec 156

1579 αheKyeastKvtroKorthologueKτnmaKisKaKproteaseKwithKchaperoneKactivityKthatKaidsKsurvivalKunderKheatK
stressYK2009WK_[WKdfXee 30

1578 τvh]KisKrequiredKforKaKlateKmaturationKstepKinKtheKd[ΔKbiogenesisKpathwayYK2009WK]fdWKfdaXf[ 83

1577 onalysisKofKsyntheticKlethalityKrevealsKgeneticKinteractionsKbetweenKtheKuαÅaseKΔnu]]bpKandK
snR–osKinKtheKcatalyticKcoreKofKtheKΔaccharomycesKcerevisiaeKspliceosomeYK2009WK]faWKbgeXc]cX]ΔwXbΔw 11

1576 oKgenomeXwideKscreenKforKgenesKaffectingKeisosomesKrevealsK–ce][_KfunctionKinKsphingolipidK
signalingYK2009WK]fcWK]__eXb_ 99

1575 ueneticKbasisKofKarseniteKandKcadmiumKtoleranceKinKΔaccharomycesKcerevisiaeYK2009WK][WK][c 79

1574 ΔtructureWKdynamicsKandKopticalKpropertiesKofKfluorescentKproteinshKperspectivesKforKmarkerK
developmentYK2009WK][WK]adgXeg 68

1573 ÅlasmidsKwithKs_KepitopeKtagshKtaggingKmodulesKforK–XKandKqXterminalKÅqRXbasedKgeneKtargetingKinK
bothKbuddingKandKfissionKyeastWKandKinducibleKexpressionKvectorsKforKfissionKyeastYKYeastWK2009WK_dWKccXdd3.4 3

1572 tunctionalKcharacterizationKofKtheKtransXmembraneKdomainKinteractionsKofKtheKΔecd]KproteinK
translocationKcomplexKbetaXsubunitYK2009WK][WKed 12

1571 sxpressionKofKtheKyeastKaquaporinKoqy_KaffectsKcellKsurfaceKpropertiesKunderKtheKcontrolKofK
osmoregulatoryKandKmorphogenicKsignallingKpathwaysYK2009WKebWK]_e_Xfd 25

1570 αheKΔÅεKdomainKofKtheKyeastKlowXaffinityKphosphateKtransporterKÅhog[KregulatesKtransportKactivityYK
2009WK][WK][[aXf 66

(2009-2009)
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1569 qdc]bKinhibitsKtranscriptionKbyKR–oKpolymeraseKwKduringKanaphaseYK2009WKbcfWK_]gX__ 101

1568 onalysisKofKironXsulfurKproteinKmaturationKinKeukaryotesYK2009WKbWKecaXdd 72

1567 wdentificationKofKtheKnovelKαRoÅÅKassociatedKproteinKαca]eYK2009WK][WKe]aX_a 37

1566 ÅhenotypicKdiversityKofKtloKproteinKfamilyXmediatedKadhesionKinKΔaccharomycesKcerevisiaeYK2009WKgWK]efXg[ 99

1565 veterologousKexpressionKofKotqlo]WKaKplantKoilKbodyKproteinWKinducesKlipidKaccumulationKinKyeastYK
2009WKgWKb_fXaf 56

1564 ΔpindleKalignmentKregulatesKtheKdynamicKassociationKofKcheckpointKproteinsKwithKyeastKspindleKpoleK
bodiesYK2009WK]dWK]bdXcd 54

1563 ÅhosphorylationXdependentKproteinKinteractionsKatKtheKspindleKmidzoneKmediateKcellKcycleK
regulationKofKspindleKelongationYK2009WK]eWK_bbXcd 86

1562 oKplasmidKcollectionKforKÅqRXbasedKgeneKtargetingKinKtheKfilamentousKascomyceteKoshbyaKgossypiiYK
2009WKbdWKcgcXd[a 26

1561 zapaKisKaKselectiveKtargetKofKautophagyKinKyeastWKΔaccharomycesKcerevisiaeYK2009WKaefWKcc]Xe 29

1560 ΔtructureKandKinKvivoKrequirementKofKtheKyeastKΔptdKΔv_KdomainYK2009WKafgWK_]]X_c 38

1559 ΔystematicKanalysisKofKtheKtwinKcxSgTcKproteinKfamilyYK2009WKagaWKacdXdf 132

1558 qhromosomeXwideKRadc]KspreadingKandKΔβ’ Xv_oYZXdependentKchromosomeKfixationKinK
responseKtoKaKpersistentKr–oKdoubleXstrandKbreakYK2009WKaaWKaacXba 262

1557 ’echanismKofKsubstrateKunfoldingKandKtranslocationKbyKtheKregulatoryKparticleKofKtheKproteasomeK
fromK’ethanocaldococcusKjannaschiiYK2009WKabWKbfcXgd 78

1556 sfficientKproteinKdepletionKbyKgeneticallyKcontrolledKdeprotectionKofKaKdormantK–XdegronYK2009WKcWK_de 78

1555 αargetedKproteinKdepletionKinKΔaccharomycesKcerevisiaeKbyKactivationKofKaKbidirectionalKdegronYK
2010WKbWK]ed 46

1554 rifferentialKlocalizationKtoKcytoplasmWKnucleusKorKÅXbodiesKofKyeastKÅyoKsubunitsKunderKdifferentK
growthKconditionsYK2010WKfgWKaagXbf 57

1553 wnvolvementKofKmitochondrialKferredoxinKandKparaXaminobenzoicKacidKinKyeastKcoenzymeK×K
biosynthesisYK2010WK]eWKbbgXcg 79

1552 onalysisKofKtheKbuddingKyeastKpvKbXeKproteomeKinKmeiosisYK2010WK][WKc[dX]g 15
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1551 _XrKrwusKanalysisKofKtheKbuddingKyeastKpvKdX]]KproteomeKinKmeiosisYK2010WK][WKbb[]X]b 8

1550 –ewKgenerationKofKloxÅXmutatedKdeletionKcassettesKforKtheKgeneticKmanipulationKofKyeastKnaturalK
isolatesYKYeastWK2010WK_eWKedcXec 3.4 52

1549 αheKanthracenedioneKcompoundKbostrycinKinducesKmitochondriaXmediatedKapoptosisKinKtheKyeastK
ΔaccharomycesKcerevisiaeYK2010WK][WK_geXa[f 26

1548 slongatorKfunctionKinKtR–oKwobbleKuridineKmodificationKisKconservedKbetweenKyeastKandKplantsYK
2010WKedWK][f_Xgb 75

1547 RequirementKofKaKspecificKgroupKofKsphingolipidXmetabolizingKenzymeKforKgrowthKofKyeastK
ΔaccharomycesKcerevisiaeKunderKimpairedKmetabolismKofKglycerophospholipidsYK2010WKefWKagcXb]a 22

1546 oKplasmaXmembraneKsX’oÅKrevealsKlinksKofKtheKeisosomeKwithKsphingolipidKmetabolismKandK
endosomalKtraffickingYK2010WK]eWKg[]Xf 79

1545 βbiquitinXdependentKr–oKdamageKbypassKisKseparableKfromKgenomeKreplicationYK2010WKbdcWKgc]Xc 208

1544 wntercalationKofKaKnewKtierKofKtranscriptionKregulationKintoKanKancientKcircuitYK2010WKbdfWKgcgXda 59

1543 αah]fKtransfersKelectronsKtoKrre_KinKcytosolicKironXsulfurKproteinKbiogenesisYK2010WKdWKecfXdc 157

1542 uenomeXwideKanalysisKofKeffectorsKofKperoxisomeKbiogenesisYK2010WKcWKe]]gca 23

1541 tunctionalKanalysisKofKphosphorylationKonKΔaccharomycesKcerevisiaeKsyntaxinK]KhomologuesKΔso]pK
andKΔso_pYK2010WKcWKe]aa_a 2

1540 ÅhosphorylationKofKaKmembraneKcurvatureXsensingKmotifKswitchesKfunctionKofKtheKv ÅΔKsubunitK
γpsb]KinKmembraneKtetheringYK2010WK]g]WKfbcXcg 91

1539 wnvolvementKofKvacuolarKsequestrationKandKactiveKtransportKinKtoleranceKofKΔaccharomycesK
cerevisiaeKtoKhopKisoXalphaXacidsYK2010WKedWKa]fX_f 34

1538 –XterminalKregionsKofK’ps]KkinaseKdetermineKfunctionalKbifurcationYK2010WK]fgWKb]Xcd 36

1537 qdc]bpKresetsKtheKcompetencyKofKreplicationKlicensingKbyKdephosphorylatingKmultipleKinitiationK
proteinsKduringKmitoticKexitKinKbuddingKyeastYK2010WK]_aWKagaaXba 22

1536 tuselKalcoholsKregulateKtranslationKinitiationKbyKinhibitingKewt_pKtoKreduceKternaryKcomplexKinKaK
mechanismKthatKmayKinvolveKalteringKtheKintegrityKandKdynamicsKofKtheKewt_pKbodyYK2010WK_]WK__[_X]d 34

1535 wdentifyingKewtbsXbindingKproteinKtranslationallyXcontrolledKtranscriptsKrevealsKlinksKtoKmR–osK
boundKbyKspecificKÅβtKproteinsYK2010WKafWKf[agXc[ 42

1534 ’icroautophagyKofKtheKnucleusKcoincidesKwithKaKvacuolarKdiffusionKbarrierKatKnuclearXvacuolarK
junctionsYK2010WK_]WKb]eaXfa 66
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1533 qdcbfZpgeKandKΔhp]ZpbeKregulateKautophagosomeKbiogenesisKinKconcertKwithKubiquitinXlikeKotgfYK
2010WK]g[WKgdcXea 108

1532 ’so]pKregulatesKmembraneKfusionKthroughKinteractionsKwithKtheKputativeK–XpeptideXbindingKareaK
inKΔec]pKdomainK]YK2010WK_]WK]ad_Xeb 16

1531 ’dmadKisKaKmitochondrialKfissionXpromotingKproteinKinKΔaccharomycesKcerevisiaeYK2010WK_]WK_bbaXc_ 38

1530 αheKstructureKofKtheK’yobpKglobularKtailKandKitsKfunctionKinKoΔv]KmR–oKlocalizationYK2010WK]fgWKbgeXc][ 36

1529 αheKRabKuαÅaseKτpteKisKlinkedKtoKretromerXmediatedKreceptorKrecyclingKandKfusionKatKtheKyeastKlateK
endosomeYK2010WK]_aWKb[fcXgb 83

1528
sndocytosisKofKtheKasparticKacidZglutamicKacidKtransporterKripcKisKtriggeredKbyK
substrateXdependentKrecruitmentKofKtheKRspcKubiquitinKligaseKviaKtheKarrestinXlikeKproteinKoly_YK
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66

1527 tarnesylatedKnuclearKproteinsKyugelkernKandKlaminKrm[KaffectKnuclearKmorphologyKbyKdirectlyK
interactingKwithKtheKnuclearKmembraneYK2010WK_]WKab[gX_[ 22

1526 ÅreparationKandKtopologyKofKtheK’ediatorKmiddleKmoduleYK2010WKafWKa]fdXgc 36

1525 slm]KkinaseKactivatesKtheKspindleKpositionKcheckpointKkinaseKyinbYK2010WK]g[WKgecXfg 42

1524 teedXforwardKregulationKofKaKcellKfateKdeterminantKbyKanKR–oXbindingKproteinKgeneratesK
asymmetryKinKyeastYK2010WK]fcWKc]aX__ 27

1523 tunctionalKcooperativityKofKenzymesKofKphosphoinositideKconversionKaccordingKtoKsynergisticK
effectsKonKpectinKsecretionKinKtobaccoKpollenKtubesYK2010WKaWKfe[Xf] 43

1522 ÅeroxisomalKmembraneKproteinsKinsertKintoKtheKendoplasmicKreticulumYK2010WK_]WK_[ceXdc 133

1521 ’utualKregulationKofKcyclinXdependentKkinaseKandKtheKmitoticKexitKnetworkYK2010WK]ffWKac]Xdf 62

1520 ÅroteasomeKnuclearKimportKmediatedKbyKorcaKcanKinfluenceKefficientKr–oKdamageKrepairKandK
mitosisKinKΔchizosaccharomycesKpombeYK2010WK_]WKa]_cXad 18

1519 αheKthioredoxinXthioredoxinKreductaseKsystemKcanKfunctionKinKvivoKasKanKalternativeKsystemKtoK
reduceKoxidizedKglutathioneKinKΔaccharomycesKcerevisiaeYK2010WK_fcWKd]]fX_d 74

1518 αargetedKlocalizationKofKwnn]WKqykaKandKqhs_KbyKtheKmitoticXexitKnetworkKregulatesKcytokinesisKinK
buddingKyeastYK2010WK]_aWK]fc]Xd] 73

1517 trataxinKdepletionKinKyeastKtriggersKupXregulationKofKironKtransportKsystemsKbeforeKaffectingK
ironXsulfurKenzymeKactivitiesYK2010WK_fcWKb]dcaXdb 31

1516 γacuolarKcationZvVKantiportersKofKΔaccharomycesKcerevisiaeYK2010WK_fcWKaag]bX__ 30
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1515 oαÅXdependentKpreXreplicativeKcomplexKassemblyKisKfacilitatedKbyKodk]pKinKbuddingKyeastYK2010WK
_fcWK_ggebXf[ 7

1514 rifferentialKrolesKofKtranscriptionalKmediatorKsubunitsKinKregulationKofKmultidrugKresistanceKgeneK
expressionKinKΔaccharomycesKcerevisiaeYK2010WK_]WK_bdgXf_ 39

1513 αheKcombinedKeffectKofKenvironmentalKandKhostKfactorsKonKtheKemergenceKofKviralKR–oK
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1512 wdentificationKofKnovelKfactorsKinvolvedKinKorKregulatingKinitiationKofKr–oKreplicationKbyKaK
genomeXwideKphenotypicKscreenKinKΔaccharomycesKcerevisiaeYK2010WKgWKbaggXb][ 18

1511 qisXinteractionsKbetweenKnonXcodingKribosomalKspacersKdependentKonKR–oÅXwwKseparateKR–oÅXwKandK
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functionalKbeyondKΔKphaseYK2010WK]b]WK_ccXde 232

1504 ΔecretoryKpathwayKgenesKassessedKbyKhighXthroughputKmicroscopyKandKsyntheticKgeneticKarrayK
analysisYK2011WKeWK_cfgXgf 30

1503 odvancedKmethodsKforKhighXthroughputKmicroscopyKscreeningKofKgeneticallyKmodifiedKyeastK
librariesYK2011WKef]WK]_eXcg 64

1502 wsolationKofKanKactivatorXdependentWKpromoterXspecificKchromatinKremodelingKfactorYK2011WK][fWK][]]cX_[ 15

1501 τeastKΔystemsKpiologyYK2011WK 4

1500 –etworkKpiologyYK2011WK 3

1499 ’olecularKassaysKtoKinvestigateKchromatinKchangesKduringKr–oKdoubleXstrandKbreakKrepairKinKyeastYK
2011WKebcWKegXge

1498 γisualizationKofKeukaryoticKr–oKmismatchKrepairKrevealsKdistinctKrecognitionKandKrepairK
intermediatesYK2011WK]beWK][b[Xca 154
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1497 oKcomplexKofKÅdi]pKandKtheKmannosidaseKvtm]pKinitiatesKclearanceKofKunfoldedKglycoproteinsKfromK
theKendoplasmicKreticulumYK2011WKb_WKef_Xga 98

1496 oKgeneticKandKmolecularKtoolboxKforKanalyzingKhistoneKubiquitylationKandKsumoylationKinKyeastYK
2011WKcbWK_gdXa[a 11

1495 onKasymmetricKinterfaceKbetweenKtheKregulatoryKandKcoreKparticlesKofKtheKproteasomeYK2011WK]fWK]_cgXde 64

1494 qonvergingKevidenceKofKmitochondrialKdysfunctionKinKaKyeastKmodelKofKhomocysteineKmetabolismK
imbalanceYK2011WK_fdWK_]eegXgc 17

1493 uenomicKpromoterKreplacementKcassettesKtoKalterKgeneKexpressionKinKtheKyeastKΔaccharomycesK
cerevisiaeYK2011WKedcWK_ecXgb 8

1492 qotranslationalKtransportKofKopÅ]b[KmR–oKtoKtheKdistalKpoleKofKΔYKcerevisiaeYK2011WKa[WKacdeXf[ 30

1491 ÅhosphatidylinositolXbWcXbisphosphateKinfluencesK–tXRaccXmediatedKcellKexpansionKinKpollenKtubesK
ofK–icotianaKtabacumYK2011WKdcWKbcaXdf 88

1490  rganizationKandKassemblyKofKtheKαRoÅÅwwKcomplexYK2011WK]_WKe]cX_c 49

1489 onKoverexpressionKscreenKinKΔaccharomycesKcerevisiaeKidentifiesKnovelKgenesKthatKaffectKendocyticK
proteinKtraffickingYK2011WK]_WK]cg_Xd[a 25

1488 tarapKdomainsKinvolvedKinKtheKinteractionsKofKtarKproteinsKandKpheromoneXinducedKcellKcycleKarrestK
inKbuddingKyeastYK2011WK]]WKe_Xg 6

1487 αheKΔδwZΔ–tKcomplexKactsKtoKconstrainKdistributionKofKtheKcentromericKhistoneKvariantKqsebYK2011WK
a[WK]g]gX_e 35

1486 poxKqZrKsnoR–ÅKcatalysedKmethylationKisKaidedKbyKadditionalKpreXrR–oKbaseXpairingYK2011WKa[WK_b_[Xa[ 50

1485 RoleKofKtheKubiquitinXlikeKproteinKvub]KinKspliceXsiteKusageKandKalternativeKsplicingYK2011WKbebWK]eaXf 62

1484 wncreasingKfreeXenergyKSoαÅTKconservationKinKmaltoseXgrownKΔaccharomycesKcerevisiaeKbyK
expressionKofKaKheterologousKmaltoseKphosphorylaseYK2011WK]aWKc]fX_d 48

1483 αheKbuddingKyeastK’eicXΔaeaKcomplexKinteractsKwithKRadc]KandKpreferentiallyKbindsKaKr–oKforkK
structureYK2011WK][WKcfdXgb 20

1482 τeastKRspcKubiquitinKligaseKaffectsKtheKactinKcytoskeletonKinKvivoKandKinKvitroYK2011WKg[WK][]dX_f 22

1481 ’itochondrialKr–oKprotectsKagainstKsaltKstressXinducedKcytochromeKcXmediatedKapoptosisKinKyeastYK
2011WKcfcWK_c[eX]_ 17

1480 αargetingKofK–bp]KtoKtheKinnerKnuclearKmembraneKisKessentialKforKspindleKpoleKbodyKduplicationYK
2011WKa[WKaaaeXc_ 30
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1479 αheKqs–ÅXoKchaperoneKΔcmaKbecomesKenrichedKatKkinetochoresKinKanaphaseKindependentlyKofK
qs–ÅXoKincorporationYK2011WK][WKaadgXef 11

1478 piogenesisKofKaKnovelKcompartmentKforKautophagosomeXmediatedKunconventionalKproteinK
secretionYK2011WK]gcWKgegXg_ 135

1477 odaptiveKlaboratoryKevolutionXXharnessingKtheKpowerKofKbiologyKforKmetabolicKengineeringYK2011WK
__WKcg[Xb 196

1476 onapleroticKroleKforKcytosolicKmalicKenzymeKinKengineeredKΔaccharomycesKcerevisiaeKstrainsYK2011WK
eeWKea_Xf 37

1475 ReassessmentKofKtheKroleKofKplasmaKmembraneKdomainsKinKtheKregulationKofKvesicularKtrafficKinK
yeastYK2011WK]_bWKa_fXae 68

1474
ulucoseKdepletionKinhibitsKtranslationKinitiationKviaKewtboKlossKandKsubsequentKbfΔKpreinitiationK
complexKaccumulationWKwhileKtheKpentoseKphosphateKpathwayKisKcoordinatelyKupXregulatedYK2011WK
__WKaaegXga

67

1473 qlusteringKheterochromatinhKΔiraKpromotesKtelomereKclusteringKindependentlyKofKsilencingKinKyeastYK
2011WK]g_WKb]eXa] 55

1472
ΔmallKubiquitinXrelatedKmodifierKligaseKactivityKofK’ms_]KisKrequiredKforKmaintenanceKofK
chromosomeKintegrityKduringKtheKunperturbedKmitoticKcellKdivisionKcycleKinKΔaccharomycesK
cerevisiaeYK2011WK_fdWK]bc]dXa[

20

1471 puddingKyeastKrma]KandKrma_KparticipateKinKregulationKofKΔwe]KlevelsKandKlocalizationYK2011WK__WK_]fcXge 22

1470 ÅhosphorylationXdependentKregulationKofKtheKtXpoRKproteinKvof]KduringKcytokinesisYK2011WK_cWKfecXff 77

1469 uex]KisKaKyeastKglutathioneKexchangerKthatKinterferesKwithKpvKandKredoxKhomeostasisYK2011WK__WK_[cbXde 45

1468 ’ismatchKrepairWKbutKnotKheteroduplexKrejectionWKisKtemporallyKcoupledKtoKr–oKreplicationYK2011WK
aabWK]e]aXd 94

1467 qorticalKactinKdynamicsKdrivenKbyKforminsKandKmyosinKγYK2011WK]_bWK]caaXb] 60

1466 Δpt][KandKΔwibKcontrolKtheKtimingKofKhistoneKv_oZv_pKgeneKactivationKinKbuddingKyeastYK2011WKa]WKcceXe_ 27

1465 sisosomeKproteinsKassembleKintoKaKmembraneKscaffoldYK2011WK]gcWKffgXg[_ 81

1464 v ÅΔKdrivesKvacuoleKfusionKbyKbindingKtheKvacuolarKΔ–oRsKcomplexKandKtheKγameKÅεKdomainKviaK
twoKdistinctKsitesYK2011WK__WK_d[]X]] 76

1463 RoleKofKR–aseK’RÅKinKviralKR–oKdegradationKandKR–oKrecombinationYK2011WKfcWK_baXca 31

1462 svolutionKofKtwoKmodesKofKintrinsicKR–oKpolymeraseKtranscriptKcleavageYK2011WK_fdWK]fe[]Xe 57

(2011-2011)
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1461 αheKgeneralKdefinitionKofKtheKpgeZvalosinXcontainingKproteinKSγqÅTXinteractingKmotifKSγw’TK
delineatesKaKnewKfamilyKofKpgeKcofactorsYK2011WK_fdWKafde[Xafdef 40

1460 qooperativeKandKindependentKactivitiesKofKΔgt_KandKuetcKinKtheKtargetingKofKtailXanchoredKproteinsYK
2011WKag_WKd[]Xf 27

1459 oKconstraintKnetworkKofKinteractionshKproteinXproteinKinteractionKanalysisKofKtheKyeastKtypeKwwK
phosphataseKÅtc]pKandKitsKadaptorKproteinK–bp_pYK2011WK]_bWKacXbd 28

1458 ÅrobingKtheKnucleoporinKtuKrepeatKnetworkKdefinesKstructuralKandKfunctionalKfeaturesKofKtheK
nuclearKporeKcomplexYK2011WK]gcWK]faXg_ 8

1457 cRαRβhKidentificationKandKanalysisKofKtranslationallyKregulativeKcRuntranslatedKregionsKinKaminoKacidK
starvedKyeastKcellsYK2011WK][WK’]][Y[[aac[ 4

1456 oKsingleKubiquitinKisKsufficientKforKcargoKproteinKentryKintoK’γpsKinKtheKabsenceKofKsΔqRαK
ubiquitinationYK2011WK]g_WK__gXb_ 100

1455 αheKcorticalKproteinKzte]KpromotesKmitoticKexitKbyKinhibitingKtheKspindleKpositionKcheckpointKkinaseK
yinbYK2011WK]gaWK][aaXbf 43

1454 αransportKtoKtheKplasmaKmembraneKisKregulatedKdifferentlyKearlyKandKlateKinKtheKcellKcycleKinK
ΔaccharomycesKcerevisiaeYK2011WK]_bWK][ccXdd 25

1453 Δec]pKandK’so]pKqXterminalKtailsKcooperateKwithKtheKΔ–oRssKandKΔecbpKinKpolarizedKexocytosisYK
2011WK__WK_a[Xbb 14

1452 αimc[RsKpresequenceKreceptorKdomainKisKessentialKforKsignalKdrivenKtransportKacrossKtheKαw’_aK
complexYK2011WK]gcWKdbaXcd 67

1451 poεKinhibitorX]KregulatesKautophagyKbyKcontrollingKtheKwRs]˛–KbranchKofKtheKunfoldedKproteinK
responseYK2011WKa[WKbbdcXef 97

1450 puddingKyeastKdmaKproteinsKcontrolKseptinKdynamicsKandKtheKspindleKpositionKcheckpointKbyK
promotingKtheKrecruitmentKofKtheKslm]KkinaseKtoKtheKbudKneckYK2012WKfWKe][[_de[ 22

1449 RoleKofK’exdeX’tr_KinKtheKnuclearKexportKofKb[ΔKpreXribosomesYK2012WKfWKe][[_g]c 53

1448 qellKcycleXdependentKregulationKofKtheKnucleaseKactivityKofK’usf]Xsme]Z’msbYK2012WKb[WKfa_cXac 94

1447 αheKyeastKΔRXlikeKproteinK–plaKlinksKchromatinKmodificationKtoKmR–oKprocessingYK2012WKfWKe][[a][] 39

1446 qdccXdependentKasymmetricKlocalizationKofKbfa]KfineXtunesKtimelyKmitoticKexitYK2012WKfWKe][[_bc[ 18

1445 –ondisjunctionKofKaKsingleKchromosomeKleadsKtoKbreakageKandKactivationKofKr–oKdamageK
checkpointKinKu_YK2012WKfWKe][[_c[g 22

1444 ΔqΔaKandKτtα_KlinkKtranscriptionKofKphospholipidKbiosyntheticKgenesKtoKsRKstressKandKtheKβÅRYK2012
WKfWKe][[_fg[ 39
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1443 αheKαÅRKdomainKinKtheKhostKqypb[XlikeKcyclophilinKbindsKtoKtheKviralKreplicationKproteinKandKinhibitsK
theKassemblyKofKtheKtombusviralKreplicaseYK2012WKfWKe][[_bg] 26

1442 recipheringKtheKtranscriptionalXregulatoryKnetworkKofKflocculationKinKΔchizosaccharomycesKpombeYK
2012WKfWKe][[a][b 21

1441 oKqoX ptedKrsorXpoxKR–oKhelicaseKenhancesKtombusvirusKplusXstrandKsynthesisYK2012WKfWKe][[_cae 71

1440 Δho]pKconnectsKtheKplasmaKmembraneKwithKproteinsKofKtheKcytokinesisKnetworkKthroughKmultipleK
isomericKinteractionKstatesYK2012WK]_cWKb][aX]a 19

1439 qohesinKringsKdevoidKofKΔccaKandKÅdscKmaintainKtheirKstableKassociationKwithKtheKr–oYK2012WKfWKe][[_fcd 31

1438 αheK’sbaZuypaKuoÅKcontrolsKtheKactivityKofKtheKRabKuαÅasesKγps_]KandKτpteKatKendosomesKandK
vacuolesYK2012WK_aWK_c]dX_d 42

1437 αheKchannelXformingKΔym]KproteinKisKtransportedKbyKtheKαw’_aKcomplexKinKaK
presequenceXindependentKmannerYK2012WKa_WKc[[gX_] 35

1436 yar_pKavailabilityKdefinesKdistinctKformsKofKendoplasmicKreticulumKstressKinKlivingKcellsYK2012WK_aWKgccXdb 60

1435 olternativeKsplicingKregulatesKtargetingKofKmalateKdehydrogenaseKinKτarrowiaKlipolyticaYK2012WK]gWK_a]Xbb 44

1434 τeastKvacuolesKfragmentKinKanKasymmetricalKtwoXphaseKprocessKwithKdistinctKproteinKrequirementsYK
2012WK_aWKabafXbg 38

1433 Δeg]KcontrolsKeisosomeKassemblyKandKshapeYK2012WK]gfWKb[cX_[ 34

1432 ’w– Δ]KisKaKconservedKcomponentKofKmitofilinKcomplexesKandKrequiredKforKmitochondrialKfunctionK
andKcristaeKorganizationYK2012WK_aWK_beXce 141

1431 RegulationKofKvacuolarKvVXoαÅaseKactivityKbyKtheKqdcb_KeffectorKΔte_[KinKΔaccharomycesKcerevisiaeYK
2012WK]]WKbb_Xc] 9

1430 ΔphingolipidsKregulateKtheKyeastKhighXosmolarityKglycerolKresponseKpathwayYK2012WKa_WK_fd]Xe[ 43

1429 αheKhistoneKvaKlysineKcdKacetylationKpathwayKisKregulatedKbyKtargetKofKrapamycinKSα RTKsignalingK
andKfunctionsKdirectlyKinKribosomalKR–oKbiogenesisYK2012WKb[WKdcabXbd 67

1428 αheKevolutionaryKrewiringKofKubiquitinationKtargetsKhasKreprogrammedKtheKregulationKofKcarbonK
assimilationKinKtheKpathogenicKyeastKqandidaKalbicansYK2012WKaWK 71

1427 otgbKrecyclesKinappropriatelyKlipidatedKotgfKtoKpromoteKautophagosomeKbiogenesisYK2012WKfWK]eeXfd 152

1426 oαÅaseXdependentKroleKofKtheKatypicalKkinaseKRio_KonKtheKevolvingKpreXb[ΔKribosomalKsubunitYK2012
WK]gWK]a]dX_a 94
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1425 ÅhosphoinositideXmediatedKclathrinKadaptorKprogressionKatKtheKtransXuolgiKnetworkYK2012WK]bWK_agXbf 101

1424 otggKvesiclesKrecruitKvesicleXtetheringKproteinsKαrsfcKandKτpt]KtoKtheKautophagosomeKformationK
siteYK2012WK_feWKbb_d]Xg 85

1423 τÅR]agcZz o]KencodesKaKnovelKlysophosphatidicKacidKacyltransferaseKassociatedKwithKlipidK
dropletsKandKinvolvedKinKαouKhomeostasisYK2012WK_aWK_aaXbd 31

1422 qdc]bXdependentKdephosphorylationKofKwnn]KcontributesKtoKwnn]XqykaKcomplexKformationYK2012WK
]_cWKa[g]Xd 32

1421 ocetateKregulationKofKsporeKformationKisKunderKtheKcontrolKofKtheKRasZcyclicKo’ÅZproteinKkinaseKoK
pathwayKandKcarbonKdioxideKinKΔaccharomycesKcerevisiaeYK2012WK]]WK][_]Xa_ 18

1420 τeastKαrmeKinteractsKwithKdistinctKproteinsKforKcriticalKmodificationsKofKtheKtR–oÅheKanticodonK
loopYK2012WK]fWK]g_]Xaa 80

1419 ΔtructureKofKtheKnovelKqXterminalKdomainKofKvacuolarKproteinKsortingKa[ZautophagyXrelatedKproteinK
dKandKitsKspecificKroleKinKautophagyYK2012WK_feWK]d_cdXdd 54

1418 ’odularKarchitectureKofKeukaryoticKR–aseKÅKandKR–aseK’RÅKrevealedKbyKelectronKmicroscopyYK2012
WKb[WKa_ecXff 23

1417 otggKvesiclesKareKanKimportantKmembraneKsourceKduringKearlyKstepsKofKautophagosomeKformationYK
2012WK]gfWK_]gXaa 413

1416 ΔubtelomereXbindingKproteinKαbf]KandKtelomereXbindingKproteinKRap]KcollaborateKtoKinhibitK
localizationKofKtheK’re]]KcomplexKtoKr–oKendsKinKbuddingKyeastYK2012WK_aWKabeXcg 17

1415 pir]KdeletionKcausesKmalfunctionKofKtheKspindleKassemblyKcheckpointKandKapoptosisKinKyeastYK2012WK
_WKga 6

1414 ΔystemXwideKperturbationKanalysisKwithKnearlyKcompleteKcoverageKofKtheKyeastKproteomeKbyK
singleXshotKultraKvÅzqKrunsKonKaKbenchKtopK rbitrapYK2012WK]]WK’]]]Y[]ae__ 313

1413 osymmetricKpositiveKfeedbackKloopsKreliablyKcontrolKbiologicalKresponsesYK2012WKfWKcee 19

1412 ΔecretoryKpathwayXdependentKlocalizationKofKtheKΔaccharomycesKcerevisiaeKRhoKuαÅaseXactivatingK
proteinKRgd]pKatKgrowthKsitesYK2012WK]]WKcg[Xd[[ 6

1411 oKlinkKbetweenKmitoticKentryKandKmembraneKgrowthKsuggestsKaKnovelKmodelKforKcellKsizeKcontrolYK
2012WK]geWKfgX][b 49

1410 αheKgenomeKmaintenanceKfactorK’gs]KisKtargetedKtoKsitesKofKreplicationKstressKbyKubiquitylatedK
Åq–oYK2012WKb[WK_bcXce 47
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zaboratoryKevolutionKofKnewKlactateKtransporterKgenesKinKaKjen]˛�KmutantKofKΔaccharomycesK
cerevisiaeKandKtheirKidentificationKasKorτ_KallelesKbyKwholeXgenomeKresequencingKandK
transcriptomeKanalysisYK2012WK]_WKacgXaeb

33

1408 oKdynamicalKmodelKofKtheKspindleKpositionKcheckpointYK2012WKfWKcf_ 31
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1407 onalysisKofKsubstrateKspecificityKofKhumanKrvvqKproteinKacyltransferasesKusingKaKyeastKexpressionK
systemYK2012WK_aWKbcbaXc] 66

1406 αheKreplicationXindependentKhistoneKvaXvbKchaperonesKvwRWKoΔt]WKandKRαα][dKcoXoperateKtoK
maintainKpromoterKfidelityYK2012WK_feWK]e[gX]f 47

1405 ’’Δ]gKassemblesKironXsulfurKproteinsKrequiredKforKr–oKmetabolismKandKgenomicKintegrityYK2012WK
aaeWK]gcXg 200

1404 ’olecularKbasisKforKcouplingKtheKplasmaKmembraneKtoKtheKactinKcytoskeletonKduringK
clathrinXmediatedKendocytosisYK2012WK][gWKs_caaXb_ 101

1403 ÅroteinKmodularityWKcooperativeKbindingWKandKhybridKregulatoryKstatesKunderlieKtranscriptionalK
networkKdiversificationYK2012WK]c]WKf[Xgc 68

1402 ÅroteinKgroupKmodificationKandKsynergyKinKtheKΔβ’ KpathwayKasKexemplifiedKinKr–oKrepairYK2012WK
]c]WKf[eXf_[ 331

1401 oKbridgingK[bteXbΔ]KclusterKandKnucleotideKbindingKareKessentialKforKfunctionKofKtheKqfd]X–bpacK
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1400 αranslationKsuppressionKpromotesKstressKgranuleKformationKandKcellKsurvivalKinKresponseKtoKcoldK
shockYK2012WK_aWKaefdXf[[ 105

1399 ΔimilarKrolesKforKyeastKrbp_KandKorabidopsisKRv_[KrsorXboxKR–oKhelicasesKtoKred]KhelicaseKinK
tombusvirusKplusXstrandKsynthesisYK2012WKba_WKbe[Xfb 40

1398 τar]KprotectsKtheKribosomalKproteinKRpsaKfromKaggregationYK2012WK_feWK_]f[dX]c 52

1397 vspe[KtargetsKvsp][[KchaperonesKtoKsubstratesKforKproteinKdisaggregationKandKprionK
fragmentationYK2012WK]gfWKafeXb[b 165

1396 ΔingleXcellKanalysisKrevealsKthatKnoncodingKR–osKcontributeKtoKclonalKheterogeneityKbyKmodulatingK
transcriptionKfactorKrecruitmentYK2012WKbcWKbe[Xf_ 92

1395 RescueKofKgrowthKdefectsKofKyeastKcdcbfKmutantsKbyKpathogenicKwp’ÅtrXγqÅsYK2012WK]egWKgaX][a 6

1394 vydroxylationKstateKofKfattyKacidKandKlongXchainKbaseKmoietiesKofKsphingolipidKdetermineKtheK
sensitivityKtoKgrowthKinhibitionKdueKtoKoβR]KrepressionKinKΔaccharomycesKcerevisiaeYK2012WKb]eWKdeaXf 18

1393 RegulationKofKchaperoneKeffectsKonKaKyeastKprionKbyKcochaperoneKΔgt_YK2012WKa_WKbgd[Xe[ 50

1392 wntramitochondrialKtransportKofKphosphatidicKacidKinKyeastKbyKaKlipidKtransferKproteinYK2012WKaafWKf]cXf 172
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1377 ’ethylationKofKtranslationXassociatedKproteinsKinKΔaccharomycesKcerevisiaehKwdentificationKofK
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degradationKbyKtheKproteasomeYK2013WK_ffWK_gbdeXf] 37
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1346 R–oÅXwwKtranscribesKtwoKsmallKR–osKatKtheKpromoterKandKterminatorKregionsKofKtheKR–oÅXwKgeneKinK
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1326 sstablishmentKofKaKrobustKsingleKaxisKofKcellKpolarityKbyKcouplingKmultipleKpositiveKfeedbackKloopsYK
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1103 plockingKendocytoticKmechanismsKtoKimproveKheterologousKproteinKtitersKinKΔaccharomycesK
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1099 αheKregradationKÅathwayKofKtheK’itophagyKReceptorKotga_KwsKReXRoutedKbyKaKÅosttranslationalK
’odificationYK2016WK]]WKe[]dfc]f 13

1098 τeastKlackingKtheKamphiphysinKfamilyKproteinKRvs]deKisKsensitiveKtoKdisruptionsKinKsphingolipidK
levelsYK2016WK_faWK_g]]X_f 9

1097 RecruitmentKofK’cm][KtoKΔitesKofKReplicationKwnitiationKRequiresKrirectKpindingKtoKtheK
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–onmethylotrophicKandK’ethylotrophicKτeastsYK2016WKfgdWK]aeXca 4

1077 RegulationKofKaKΔpindleKÅositioningKtactorKatKyinetochoresKbyKΔβ’ XαargetedKβbiquitinKzigasesYK
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972 revelopmentKofKaKΔyntheticKΔwitchKtoKqontrolKÅroteinKΔtabilityKinKsukaryoticKqellsKwithKzightYK2017WK
]cgdWK_b]X_cc 5

971 ’icrotubuleXassociatedKproteinsWKpik]KandKpim]WKareKrequiredKforKfaithfulKpartitioningKofKtheK
endogenousK_KmicronKplasmidsKinKbuddingKyeastYK2017WK][aWK][bdX][db 12

970 αrm]b[KhasKtwoKrecognitionKmodesKforKaXmethylcytidineKmodificationKofKtheKanticodonKloopKofK
tR–oKsubstratesYK2017WK_aWKb[dXb]g 32

969 wnductionKofKautophagyKbyKphosphateKstarvationKinKanKotg]]XdependentKmannerKinKΔaccharomycesK
cerevisiaeYK2017WKbfaWKc__Xc_e 18

968 ΔexualKpheromoneKmodulatesKtheKfrequencyKofKcytosolicKqaKburstsKinYK2017WK_fWKc[]Xc][ 15

967 wdentificationKofKtheKfitnessKdeterminantsKofKbuddingKyeastKonKaKnaturalKsubstrateYK2017WK]]WKgcgXge] 13

966 ΔtabilizationKofKtheKmetaphaseKspindleKbyKqdc]bKisKrequiredKforKrecombinationalKr–oKrepairYK2017WK
adWKegX][] 16

965 ÅroteolyticKprocessingKofKtheKΔaccharomycesKcerevisiaeKcellKwallKproteinKΔcwbKregulatesKitsKactivityK
andKinfluencesKitsKcovalentKbindingKtoKglucanYK2017WK]fdbWKc[eXc]c 9

964 ÅexacKisKaKregulatorKofKperoxisomeKabundanceYK2017WK]a[WKeg]Xf[b 17

963 –XwqsKplasmidsKforKgeneratingK–XterminalKaKˆ�KtzouKtaggedKgenesKthatKallowKinducibleWKconstitutiveK
orKendogenousKexpressionKinKΔaccharomycesKcerevisiaeYKYeastWK2017WKabWK__aX_ac 3.4 9

962 qytosolicKÅroteinKγms]KzinksKRibosomeK×ualityKqontrolKtoK’itochondrialKandKqellularKvomeostasisYK
2017WK]e]WKfg[Xg[aYe]f 86

961 oKtetheringKcomplexKdrivesKtheKterminalKstageKofKΔ–oRsXdependentKmembraneKfusionYK2017WKcc]WKdabXdaf 67

960 ziveKqellKwmagingKinKtissionKτeastYK2017WK_[]eWKpdbYtop[g[d_] 6

959 scm__KandKβpc_KregulateKyeastKmatingKthroughKcontrolKofKexpressionKofKtheKmatingKgenesKÅR’]K
andKÅR’bYK2017WKbgaWK]bfcX]bg[ 2

958 yynurenineKaminotransferaseKactivityKofKorofZorogKengageKtryptophanKdegradationKbyKproducingK
kynurenicKacidKinKΔaccharomycesKcerevisiaeYK2017WKeWK]_]f[ 20
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957 oKconservedKsignalingKnetworkKmonitorsKdeliveryKofKsphingolipidsKtoKtheKplasmaKmembraneKinK
buddingKyeastYK2017WK_fWK_cfgX_cgg 13

956 ’embraneKscissionKdrivenKbyKtheKÅR ÅÅw–Kotg]fYK2017WKadWKa_ebXa_g] 39

955 outophagyKinductionKunderKcarbonKstarvationKconditionsKisKnegativelyKregulatedKbyKcarbonK
cataboliteKrepressionYK2017WK_g_WK]gg[cX]gg]f 32

954 svidenceKforKsΔqRαXKandKclathrinXdependentKmicroautophagyYK2017WK_]dWKa_daXa_eb 88

953 ’itochondriaXdrivenKassemblyKofKaKcorticalKanchorKforKmitochondriaKandKdyneinYK2017WK_]dWKa[d]Xa[e] 25

952 ÅersonalisedK’edicinehKuenomeK’aintenanceKzessonsKzearnedKfromKΔtudiesKinKτeastKasKaK’odelK
 rganismYK2017WK][[eWK]ceX]ef 7

951 sxploitationKofKaKsurrogateKhostWKΔaccharomycesKcerevisiaeWKtoKidentifyKcellularKtargetsKandKdevelopK
novelKantiviralKapproachesYK2017WK_dWK]a_X]b[ 15

950 vormesisKenablesKcellsKtoKhandleKaccumulatingKtoxicKmetabolitesKduringKincreasedKenergyKfluxYK
2017WK]aWKdebXdfd 20

949 uenomeXΔcaleKueneticKwnteractionsKandKqellKwmagingKqonfirmKqytokinesisKasKreleteriousKtoK
αransientKαopoisomeraseKwwKreficiencyKinYK2017WKeWKaaegXaag] 5

948 oKcellKcycleXindependentKmodeKofKtheKRadgXrpb]]KinteractionKisKinducedKbyKr–oKdamageYK2017WKeWK]]dc[ 11

947 ristinctKrolesKofKtheKpolarityKfactorsKpoi]KandKpoi_KinKtheKcontrolKofKexocytosisKandKabscissionKinK
buddingKyeastYK2017WK_fWKa[f_Xa[gb 11

946 tiringKofKReplicationK riginsKtreesKrbfbXqdceKtoKαargetKsco]KforKrestructionYK2017WK_eWK_fbgX_fccYe_ 9

945 qytosineKdeaminationKandKbaseKexcisionKrepairKcauseKRXloopXinducedKqouKrepeatKfragilityKandK
instabilityKinYK2017WK]]bWKsfag_Xsfb[] 46

944 RedundantKtunctionsKforK–ap]KandKqhz]KinKv_oYZKrepositionYK2017WKeWK][eg] 9

943 ΔouoKwsKaKueneralKqofactorKforKR–oKÅolymeraseKwwKαranscriptionYK2017WKdfWK]a[X]baYec 109

942 wnterrogationKofK˛‡XtubulinKallelesKusingKhighXresolutionKfitnessKmeasurementsKrevealsKaKdistinctK
cytoplasmicKfunctionKinKspindleKalignmentYK2017WKeWK]]agf 7

941 γps]aX’cp]KinteractKatKvacuoleXmitochondriaKinterfacesKandKbypassKsRXmitochondriaKcontactKsitesYK
2017WK_]dWKa_]gXa__g 86

940 oKrefectiveKmR–oKqleavageKandKÅolyadenylationKqomplexKtacilitatesKsxpansionsKofKαranscribedK
SuooTKRepeatsKossociatedKwithKtriedreichRsKotaxiaYK2017WK_[WK_bg[X_c[[ 13
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939 ÅrofilingKΔsbX–ascentKqhainKwnteractionsKRevealsKÅrinciplesKofKvspe[XossistedKtoldingYK2017WK]e[WK_gfXa]]Ye_[ 87

938 puddingKyeastKδee]KdistinguishesKspindleKpoleKbodiesKtoKguideKtheirKpatternKofKageXdependentK
segregationYK2017WK]gWKgb]Xgc] 16

937 ’itochondrialKqochaperoneK’ge]KwsKwnvolvedKinKRegulatingKΔusceptibilityKtoKtluconazoleKinKandK
ΔpeciesYK2017WKfWK 18

936 ’ethionineKsynthaseKisKlocalizedKtoKtheKnucleusKinKandKandKtoKtheKcytoplasmKinYK2017WK_g_WK]bea[X]bebd 4

935 ’utationsKinKÅ’R]KstimulateKxyloseKisomeraseKactivityKandKanaerobicKgrowthKonKxyloseKofK
engineeredKΔaccharomycesKcerevisiaeKbyKinfluencingKmanganeseKhomeostasisYK2017WKeWKbd]cc 44

934 srrorXÅroneKΔplicingKqontrolledKbyKtheKβbiquitinKRelativeKvub]YK2017WKdeWKb_aXba_Yeb 15

933 αheKcellKpolarityKproteinsKpoi]pKandKpoi_pKstimulateKvesicleKfusionKatKtheKplasmaKmembraneKofK
yeastKcellsYK2017WK]a[WK_ggdXa[[f 14

932 βbiquitinationKofKstalledKribosomeKtriggersKribosomeXassociatedKqualityKcontrolYK2017WKfWK]cg 147

931 Åwp_KmediatesKβαÅXpKassemblyKviaKtwoKstructurallyKindependentKdomainsYK2017WKeWKa]dg 5

930
αheKΔouoKcomplexWKtogetherKwithKtranscriptionKfactorsKandKtheKendocyticKproteinKRvs]depWK
coordinatesKtheKreprofilingKofKgeneKexpressionKinKresponseKtoKchangesKinKsterolKcompositionKinYK
2017WK_fWK_daeX_dbg

5

929 oKdiacidicKmotifKdeterminesKunconventionalKsecretionKofKwildXtypeKandKozΔXlinkedKmutantKΔ r]YK
2017WK_]dWK_dg]X_e[[ 27

928 ÅolyphosphateKisKaKkeyKfactorKforKcellKsurvivalKafterKr–oKdamageKinKeukaryoticKcellsYK2017WKceWK]e]X]ef 15

927 γisualizingKtheKossemblyKÅathwayKofK–ucleolarKÅreXd[ΔKRibosomesYK2017WK]e]WK]cggX]d][Ye]b 83

926 ÅreribosomesKescapingKfromKtheKnucleusKareKcaughtKduringKtranslationKbyKcytoplasmicKqualityK
controlYK2017WK_bWK]][eX]]]c 25

925 qooperativeKfunctionKofKtmpa[WK’dma]WKandK’dma_KinKβps]XindependentKcardiolipinKaccumulationK
inKtheKyeastKΔaccharomycesKcerevisiaeYK2017WKeWK]dbbe 12

924 ΔequentialKphosphorylationKofKqΔαKsubunitsKbyKdifferentKcyclinXqdk]KcomplexesKorchestrateK
telomereKreplicationYK2017WK]dWK]_e]X]_fe 14

923 sfficientKgenomeKeditingKbyKqRwΔÅRZqasgKwithKaKtR–oXsgR–oKfusionKinKtheKmethylotrophicKyeastK
 gataeaKpolymorphaYK2017WK]_bWKbfeXbg_ 31

922 qharacterizationKofKspindleKpoleKbodyKduplicationKrevealsKaKregulatoryKroleKforKnuclearKporeK
complexesYK2017WK_]dWK_b_cX_bb_ 20
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921 αheK’itoticKsxitK–etworkYK2017WK 3

920 onalysisKofKÅroteinXÅroteinKwnteractionsKpetweenK’s–KqomponentsYK2017WK]c[cWKf]Xff

919 onalysisKofKΔβ’ ylationKinKtheKRs–αKqomplexKbyKtusionKtoKaKΔβ’ XΔpecificKÅroteaseKromainYK
2017WK]c[cWKgeX]]e 4

918 osc]pZRoqy]KqonnectsKRibosomesKtoKsukaryoticKÅhosphosignalingYK2017WKaeWK 22

917 onalysisKofKtheKzocalizationKofK’s–KqomponentsKbyKziveKqellKwmagingK’icroscopyYK2017WK]c[cWK]c]X]dd 2

916 βbiquitinationKofKsR’sΔKcomponentsKbyKtheKsaKligaseKRspcKisKinvolvedKinKmitophagyYK2017WK]aWK]]bX]a_ 32

915 osymmetricKzocalizationKofKqomponentsKandKRegulatorsKofKtheK’itoticKsxitK–etworkKatKΔpindleK
ÅoleKpodiesYK2017WK]c[cWK]faX]ga 2

914 ΔmccZdKcomplexKregulatesKΔgs]KrecombinationKfunctionsYK2017WKdaWKaf]Xaff 12

913 αheKregulatableK’oza_KpromoterKinKΔaccharomycesKcerevisiaehKcharacteristicsKandKtoolsKtoK
facilitateKitsKuseYKYeastWK2017WKabWKagXbg 3.4 7

912 qargoKselectivityKofKyeastKsortingKnexinsYK2017WK]fWK]][X]__ 31

911 wnterplayKbetweenKαop]KandK’ms_]Z–se_KmediatedKsumoylationKinKstableKmaintenanceKofKlongK
chromosomesYK2017WKdaWKd_eXdbc 8

910 w–oKcomplexKliaisesKtheKttXoαÅKsynthaseKmembraneKmotorKmodulesYK2017WKfWK]_ae 18

909 wnterdependentKactionKofKyvKdomainKproteinsKyrr]KandKrim_KdriveKtheKb[ΔKplatformKassemblyYK2017
WKfWK__]a 16

908 pypassKofKoctivationKzoopKÅhosphorylationKbyKospartateKfadKinKoctivationKofKtheKsndoribonucleaseK
octivityKofKwre]YK2017WKaeWK 12

907 oKreferenceXbasedKproteinKdegradationKassayKwithoutKglobalKtranslationKinhibitorsYK2017WK_g_WK_]bceX_]bdc 11

906 βpregulationKofKΔÅΔ][[KgeneKexpressionKbyKanKantisenseKR–oKviaKaKswitchKofKmR–oKisoformsKwithK
differentKstabilitiesYK2017WKbcWK]]]bbX]]]cf 4

905 ΔasaKandKoda_SucncTXdependentKhistoneKvaKacetylationKisKrequiredKforKtranscriptionKelongationKatK
theKdeXrepressedKtz ]KgeneYK2017WKbcWKbb]aXbba[ 22

904 τeastKcellsKcontainKaKheterogeneousKpopulationKofKperoxisomesKthatKsegregateKasymmetricallyK
duringKcellKdivisionYK2018WK]a]WK 19
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903 snhancedKsodiumKacetateKtoleranceKinKΔaccharomycesKcerevisiaeKbyKtheKαhr_ccolaKmutationKofKtheK
ubiquitinKligaseKRspcYK2017WK]eWK 7

902 RapidKΔcreeningK’ethodKforKÅhenolicK ffXtlavorKSÅ tTKÅroductionKinKτeastYK2017WKecWKa]fXa_a 16

901 αargetingKofKtheKtuna[KnucleosomeKremodellerKbyKtheKrpb]]KscaffoldKfacilitatesKcellK
cycleXregulatedKr–oKendKresectionYK2017WKdWK 34

900 svolutionKofKreducedKcoXactivatorKdependenceKledKtoKtargetKexpansionKofKaKstarvationKresponseK
pathwayYK2017WKdWK 13

899 qRwΔÅRXβnz qyhK’ultipurposeKqasgXpasedKΔtrategiesKforKqonversionKofKτeastKzibrariesKandKΔtrainsYK
2017WKfWK]eea 11

898 αheKqoordinatedKoctionKofKqalcineurinKandKqathepsinKrKÅrotectsKogainstK˛–XΔynucleinKαoxicityYK2017WK
][WK_[e 17

897 q ÅwKmediatesKrecyclingKofKanKexocyticKΔ–oRsKbyKrecognitionKofKaKubiquitinKsortingKsignalYK2017WKdWK 33

896 veatKstressKpromotesKlongevityKinKbuddingKyeastKbyKrelaxingKtheKconfinementKofKageXpromotingK
factorsKinKtheKmotherKcellYK2017WKdWK 21

895 oKmethodKforKlabelingKproteinsKwithKtagsKatKtheKnativeKgenomicKlociKinKbuddingKyeastYK2017WK]_WKe[]ed]fb 8

894 ΔtructuralKandKfunctionalKmappingKofKRtg_pKdeterminantsKinvolvedKinKretrogradeKsignalingKandK
agingKofKΔaccharomycesKcerevisiaeYK2017WK]_WKe[]ee[g[ 6

893 ’pp][KrepresentsKaKplatformKforKtheKinteractionKofKmultipleKfactorsKwithinKtheKg[ΔKpreXribosomeYK
2017WK]_WKe[]fa_e_ 11

892 ×uantitativeKossayKofK’acroautophagyKβsingKÅhofmd[KossayKandKutÅXqleavageKossayKinKτeastYK
2017WKcffWKa[eXa_] 5

891 RegulationKofKtranscriptionKelongationKinKresponseKtoKosmostressYK2017WK]aWKe][[e[g[ 10

890 rualKroleKofKstarvationKsignalingKinKpromotingKgrowthKandKrecoveryYK2017WK]cWKe_[[_[ag 8

889 otgbKproteolyticKactivityKcanKbeKinhibitedKbyKotg]KphosphorylationYK2017WKfWK_gc 43

888 zackKofK]bXaXaKproteinsKinKΔaccharomycesKcerevisiaeKresultsKinKcellXtoXcellKheterogeneityKinKtheK
expressionKofKÅhobXregulatedKgenesKΔÅz_KandKÅv fbYK2017WK]fWKe[] 6

887 ’etabolicKdifferentiationKofKsurfaceKandKinvasiveKcellsKofKyeastKcolonyKbiofilmsKrevealedKbyKgeneK
expressionKprofilingYK2017WK]fWKf]b 12

886 ΔtructureKofKaKeukaryoticKcytoplasmicKpreXb[ΔKribosomalKsubunitYK2018WKaeWK 45
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885 onalysisKofKtheKthresholdsKforKtranscriptionalKactivationKbyKtheKyeastK’oÅKkinasesKtusaKandKyss]YK
2018WK_gWKddgXdf_ 6

884 βnattachedKkinetochoresKdriveKtheirKownKcapturingKbyKsequesteringKaKqzoΔÅYK2018WKgWKffd 4

883 qontrolKofKvacuoleKmembraneKhomeostasisKbyKaKresidentKÅwXaWcXkinaseKinhibitorYK2018WK]]cWKbdfbXbdfg 11

882 RepeatXΔpecificKtunctionsKforKtheKqXαerminalKromainKofKR–oKÅolymeraseKwwKinKpuddingKτeastYK2018WK
fWK]cgaX]d[] 4

881 onKinterplayKbetweenKΔhugoshinKandKΔpo]aKforKcentromericKcohesinKprotectionKandKsisterK
kinetochoreKmonoXorientationKduringKmeiosisKwKinKΔaccharomycesKcerevisiaeYK2018WKdbWK]]b]X]]c_ 6

880 ΔpatialKorchestrationKofKmitochondrialKtranslationKandK εÅv ΔKcomplexKassemblyYK2018WK_[WKc_fXcab 57

879 uenomewideKmechanismsKofKchronologicalKlongevityKbyKdietaryKrestrictionKinKbuddingKyeastYK2018WK
]eWKe]_ebg 20

878 rifferentialKabundanceKandKtranscriptionKofK]bXaXaKproteinsKduringKvegetativeKgrowthKandKsexualK
reproductionKinKbuddingKyeastYK2018WKfWK_]bc 1

877 prrdKandKprl]KlocateKtoKnuclearKporeKcomplexKassemblyKsitesKtoKpromoteKtheirKbiogenesisYK2018WK
_]eWKfeeXfgb 26

876 ΔtructuralKandKfunctionalKanalysisKofKribosomeKassemblyKfactorKsfg]YK2018WKbdWK_[gdX_][d 8

875 qellsKsscapeKanK perationalK’itoticKqheckpointKthroughKaKΔtochasticKÅrocessYK2018WK_fWK_fXaeYee 7

874 αheKqhromatinKRemodelerKwsw]KÅreventsKqouKRepeatKsxpansionsKruringKαranscriptionKinYK2018WK
_[fWKgdaXged 10

873 Δet_KmethyltransferaseKfacilitatesKcellKcycleKprogressionKbyKmaintainingKtranscriptionalKfidelityYK
2018WKbdWK]aa]X]abb 14

872 qellKΔizeKandKurowthKRateKoreK’odulatedKbyKα Rq_XrependentKΔignalsYK2018WK_fWK]gdX_][Yeb 21

871 ’ps]KpromotesKchromosomeKmeioticKchromosomeKbiorientationKthroughKram]YK2018WK_gWKbegXbfg 8

870  verexpressionKofKÅrR]dKconfersKresistanceKtoKcomplexKsphingolipidKbiosynthesisKinhibitorK
aureobasidinKoKinKyeastKΔaccharomycesKcerevisiaeYK2018WKadcWK 6

869 octivationKofKRabKuαÅaseKΔecbKbyKitsKustKΔec_KisKrequiredKforKprosporeKmembraneKformationKduringK
sporulationKinKyeastKΔaccharomycesKcerevisiaeYK2018WK]fWK 3

868 ΔitbpXmediatedKdephosphorylationKofKotp_pKregulatesKoαÅKsynthaseKactivityKandKmitochondrialK
functionYK2018WK]fcgWKcg]Xd[] 8
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867 ’appingKregradationKΔignalsKandKÅathwaysKinKaKsukaryoticK–XterminomeYK2018WKe[WKbffXc[]Yec 40

866 revelopmentKofKaKyeastKheterologousKexpressionKcassetteKbasedKonKtheKpromoterKandKterminatorK
elementsKofKtheKtranslationalKelongationKfactorK]˛–KSTKgeneYK2018WKfWK_[a

865 αransformationKofKriplonemaKpapillatumWKtheKtypeKspeciesKofKtheKhighlyKdiverseKandKabundantK
marineKmicroeukaryotesKriplonemidaKSsuglenozoaTYK2018WK_[WK][a[X][b[ 14

864 sΔqRαXwwwKisKrequiredKforKscissioningKnewKperoxisomesKfromKtheKendoplasmicKreticulumYK2018WK_]eWK_[feX_][_ 34

863 raughterXcellXspecificKmodulationKofKnuclearKporeKcomplexesKcontrolsKcellKcycleKentryKduringK
asymmetricKdivisionYK2018WK_[WKba_Xbb_ 21

862 qombiningKΔtructureXtunctionKandKΔingleX’oleculeKΔtudiesKonKqytoplasmicKryneinYK2018WK]ddcWKcaXfg 11

861 Δde_KisKanKintronXspecificKpreXmR–oKsplicingKregulatorKactivatedKbyKubiquitinXlikeKprocessingYK2018WK
aeWKfgX][] 21

860 –itricKoxideKpreventsKoft]KactivationKandKmetabolicKremodelingKinKfrataxinXdeficientKyeastYK2018WK]bWK]a]X]b] 7

859 wntertwinedKcontrolKofKtheKcellKcycleKandKnucleocytoplasmicKtransportKbyKtheKcyclinXdependentK
kinaseKÅhofcKandKRanuαÅaseKusp]KinKΔaccharomycesKcerevisiaeYK2018WK_[dWK]dfX]ed 4

858 tailedKmitochondrialKimportKandKimpairedKproteostasisKtriggerKΔβ’ ylationKofKmitochondrialK
proteinsYK2018WK_gaWKcggXd[g 13

857 RegulationKofKlipidKdropletsKbyKmetabolicallyKcontrolledKzdoKisoformsYK2018WK_]eWK]_eX]af 59

856 wdentificationKofKseipinXlinkedKfactorsKthatKactKasKdeterminantsKofKaKlipidKdropletKsubpopulationYK
2018WK_]eWK_dgX_f_ 75

855 ÅrotectiveKroleKofKtheKv uKpathwayKagainstKtheKgrowthKdefectKcausedKbyKimpairedKbiosynthesisKofK
complexKsphingolipidsKinKyeastKΔaccharomycesKcerevisiaeYK2018WK][eWKadaXafd 14

854 wnteractionKofKtheKΔaccharomycesKcerevisiaeKRw–uXdomainKproteinK–se]KwithK–seaKandKtheKΔmccZdK
complexKisKrequiredKforKchromosomeKreplicationKandKstabilityYK2018WKdbWKcggXd]e 6

853 αheKchaperoneKqhseKformsKaKstableKcomplexKwithKqhsaKandKpromotesKitsKactivityKatKtheKcellKsurfaceYK
2018WK]gWK_fcX_gc 4

852 svidenceKofKÅromotingKΔisterKyinetochoreK’onoXorientationKruringK’eiosisKinKpuddingKτeastYK2018
WKfWKadg]Xae[] 6

851 tormylXmethionineKasKanK–XdegronKofKaKeukaryoticK–XendKruleKpathwayYK2018WKad_WK 43

850 ÅorinKproteinsKhaveKcriticalKfunctionsKinKmitochondrialKphospholipidKmetabolismKinKyeastYK2018WK_gaWK]ecgaX]ed[c11
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849 ΔtructuralKpasisKofK’embraneKÅroteinKqhaperoningKthroughKtheK’itochondrialKwntermembraneK
ΔpaceYK2018WK]ecWK]adcX]aegYe_c 59

848 qaseinKyinaseKwwKÅhosphorylationKofKΔptdKsnforcesKαranscriptionalKtidelityKbyK’aintainingKΔpn]XΔptdK
wnteractionYK2018WK_cWKabedXabfgYec 9

847 oKγisualKtrameworkKforKqlassifyingKreterminantsKofKqellKΔizeYK2018WK_cWKac]gXac_gYe_ 6

846 R–oKhelicasesKmediateKstructuralKtransitionsKandKcompositionalKchangesKinKpreXribosomalK
complexesYK2018WKgWKcafa 15

845 ΔuppressorKmutationsKinKRpf_XRrs]KorKRplcKbypassKtheKqgr]KfunctionKforKpreXribosomalKcΔK
R–ÅXrotationYK2018WKgWKb[gb 9

844 ΔtructuralKinsightKintoKprecursorKtR–oKprocessingKbyKyeastKribonucleaseKÅYK2018WKad_WK 39

843 rirectKmembraneKbindingKandKselfXinteractionKcontributeKtoK’mr]KfunctionKinKmitochondrialK
inheritanceYK2018WK_gWK_abdX_ace 6

842 ΔtructuralKandKfunctionalKanalysisKofKβtp_bWKanKendonucleaseKforKprocessingK]fΔKribosomalKR–oYK
2018WK]aWKe[]gce_a 3

841 qentromeresKzicenseKtheK’itoticKqondensationKofKτeastKqhromosomeKormsYK2018WK]ecWKef[XegcYe]c 17

840 RegulatoryKcontrolKofKr–oKendKresectionKbyKΔae_KphosphorylationYK2018WKgWKb[]d 41

839 oKsystemsKbiologyKapproachKtoKexploreKtheKimpactKofKmapleKtreeKdormancyKreleaseKonKsapKvariationK
andKmapleKsyrupKqualityYK2018WKfWK]bdcf 7

838 ÅhosphorylationKofKvistoneKvbαf[KαriggersKr–oKramageKqheckpointKRecoveryYK2018WKe_WKd_cXdacYeb 15

837 αheKoooKoαÅaseKofg]KpreservesKmitochondrialKfidelityKandKcellularKhealthKbyKmaintainingK
mitochondrialKmatrixKproteostasisYK2018WK]a]WK 6

836 ΔingleX’oleculeKonalysisKRevealsKzinkedKqyclesKofKRΔqKqhromatinKRemodelingKandKoce]pK
αranscriptionKtactorKpindingKinKτeastYK2018WKe_WKfecXffeYeg 29

835 wnductionKofKÅtp_KandKqmp_KproteinKphosphatasesKisKcrucialKforKtheKadaptiveKresponseKtoKsRKstressK
inKΔaccharomycesKcerevisiaeYK2018WKfWK]a[ef 6

834 oKZwÅ]KseparationXofXfunctionKalleleKrevealsKthatKcentromereKpairingKdrivesKmeioticKsegregationKofK
achiasmateKchromosomesKinKbuddingKyeastYK2018WK]bWKe][[ec]a 4

833 ynockoutKofKtheKvmt]pKorginineK’ethyltransferaseKinKzeadsKtoKtheKrysregulationKofK
ÅhosphateXassociatedKuenesKandKÅrocessesYK2018WK]eWK_bd_X_beg 5

832 qargoKinducesKretromerXmediatedKmembraneKremodelingKonKmembranesYK2018WK_gWK_e[gX_e]g 16
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831 ’ultipleKÅarametersKrriveKtheKsfficiencyKofKqRwΔÅRZqasgXwnducedKueneK’odificationsKinKτarrowiaK
lipolyticaYK2018WKba[WKb_gaXba[d 12

830 ’olecularKbasisKforKdisassemblyKofKanKimportinhribosomalKproteinKcomplexKbyKtheKescortinKαsr_YK
2018WKgWKaddg 11

829 rot]KpromotesKv_pKubiquitinationKbyKaKmethyltransferaseXindependentKmechanismYK2018WKbdWK]]_c]X]]_d] 15

828 αheKΔwr]KchromatinXremodelingKcomplexKpreventsKgenomeKinstabilityKinducedKbyKreplicationKforkK
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814 qycfpKandKαup]pKtranscriptionKregulatorsKantagonisticallyKregulateKtlo]]pKexpressionKandK
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2018WK_gWK]abdX]acf 36
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803 zateralKplasmaKmembraneKcompartmentalizationKlinksKproteinKfunctionKandKturnoverYK2018WKaeWK 30

802 uenomeXwideKΔδopXαagKyeastKlibrariesKforKproteomeKexplorationYK2018WK]cWKd]eXd__ 71
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787 tunctionalKonalysisKofKtheKτeastKzw–qKqomplexKβsingKtluctuationKΔpectroscopyKandK
ΔuperXResolutionKwmagingYK2018WK]fb[WK]aeX]d] 6
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750 sffectKofKΔecd]KinteractionKwithK’pd]KonKendoplasmicKreticulumXassociatedKdegradationYK2019WK]bWKe[_]]]f[ 4
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747 ocetylXqooKcarboxylaseK]XdependentKlipogenesisKpromotesKautophagyKdownstreamKofKo’ÅyYK2019WK
_gbWK]_[_[X]_[ag 13

746 ΔumoylationKregulatesKtheKstabilityKandKnucleaseKactivityKofKrna_YK2019WK_WK]eb 6

745 ΔtructureKandKfunctionKofKγms]KandKorb]KinKR×qKandKmitochondrialKproteomeKhomeostasisYK2019WK
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743 ’itochondrialKproteinKtranslocationXassociatedKdegradationYK2019WKcdgWKdegXdfa 113
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βv’Xβz’KinteractionYK2019WK_cWK][_[X][ae 12
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741 αsrbKandK–ap]WKtwoKnovelKmembersKofKtheKribosomalKproteinKchaper ’sYK2019WKbeWKdgfbXe[[_ 15

740 qyclinXΔpecificKrockingK’echanismsKRevealKtheKqomplexityKofK’XqryKtunctionKinKtheKqellKqycleYK
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739 oK’wq ΔXαw’__KossociationKÅromotesKqarrierKwmportKintoKvumanK’itochondriaYK2019WKba]WK_facX_fc] 30

738 ’olecularKpasisKforKpolySoTKR–ÅKorchitectureKandKRecognitionKbyKtheKÅan_XÅanaKreadenylaseYK2019
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736 ×uantitativeKanalysisKofKtheKyeastKpheromoneKpathwayYKYeastWK2019WKadWKbgcXc]f 3.4 9

735 ospirinKimpairsKacetylXcoenzymeKoKmetabolismKinKredoxXcompromisedKyeastKcellsYK2019WKgWKd]c_ 4

734 ÅerturbationKofKmR–ÅKbiogenesisKrevealsKaKdynamicKlandscapeKofKtheKRrpdXdependentKsurveillanceK
machineryKtraffickingKalongKtheKyeastKgenomeYK2019WK]dWKfegXffg 6

733 onalysisKofKtheKrolesKofKphosphatidylinositolXbWcXphosphateKandKindividualKsubunitsKinKassemblyWK
localizationWKandKfunctionKofKtargetKofKrapamycinKcomplexK_YK2019WKa[WK]cccX]ceb 7

732 ×uantitativeKqharacterizationKofK˛–XΔynucleinKoggregationKinKzivingKqellsKthroughKoutomatedK
’icrofluidicsKteedbackKqontrolYK2019WK_eWKg]dXg_eYec 21

731 sngineeredKΔβ’ ZproteaseKsystemKidentifiesKÅdrdKasKaKbidirectionalKnuclearKtransportKreceptorYK
2019WK_]fWK_[[dX_[_[ 6

730 wnteractionKofKtheKlateKendoXlysosomalKlipidKÅwSaWcTÅ_KwithKtheKγph]KisoformKofKyeastKγXoαÅaseK
increasesKitsKactivityKandKcellularKstressKtoleranceYK2019WK_gbWKg]d]Xg]e] 17
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728 ’itochondrialKproteinXinducedKstressKtriggersKaKglobalKadaptiveKtranscriptionalKprogrammeYK2019WK
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nucleocytoplasmicKproteinKwhoseKstabilityKdependsKonKitsKsubcellularKlocalizationYK2019WK]fddWK][]gX][aa 4

725 ÅromethinKwsKaKqonservedKΔeipinKÅartnerKÅroteinYK2019WKfWK 35

724  uterKkinetochoreKproteinKram]KpromotesKcentromereKclusteringKinKparallelKwithKΔlk]gKinKbuddingK
yeastYK2019WK]_fWK]aaX]bf 2
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723 osymmetricKdistributionKofKglucoseKtransporterKmR–oKprovidesKaKgrowthKadvantageKinKyeastYK2019WK
afWK 3

722 ReliableKimagingKofKoαÅKinKlivingKbuddingKandKfissionKyeastYK2019WK]a_WK 14
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αransferKtoKtheKwnnerK’embraneYK2019WKeaWK][cdX][dcYee 27
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709 ×uantitativeKsensingKandKsignallingKofKsingleXstrandedKr–oKduringKtheKr–oKdamageKresponseYK2019
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706 onalysisKofKautophagyKactivatedKduringKchangesKinKcarbonKsourceKavailabilityKinKyeastKcellsYK2019WK
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704 vyperoxidationKofKmitochondrialKperoxiredoxinKlimitsKvK KXinducedKcellKdeathKinKyeastYK2019WKafWKe][]cc_ 25
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RodXΔhapedKΔtructuresYK2019WKc]WKbffXc[_Yef 40
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chromatidKcohesionYK2019WK][WKc]ef 8
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686 ΔeptinXassociatedKproteinsKoimbbKandK–is]KtrafficKbetweenKtheKbudKneckKandKtheKnucleusKinKtheK
yeastKΔaccharomycesKcerevisiaeYK2019WKedWK]cXa_ 5
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684 oKconservedKmechanismKforKmitochondriaXdependentKdyneinKanchoringYK2019WKa[WKdg]Xe[_ 12

683 oKgeneticKscreenKpinpointsKribonucleotideKreductaseKresiduesKthatKsustainKd–αÅKhomeostasisKandK
specifiesKaKhighlyKmutagenicKtypeKofKd–αÅKimbalanceYK2019WKbeWK_aeX_c_ 10

682 oK’ammalianK’itophagyKReceptorWKpcl_XzX]aWKRecruitsKtheKβzy]KqomplexKtoKwnduceK’itophagyYK
2019WK_dWKaafXabcYed 44

681 –utrientKΔignalingKviaKtheKα Rq]XureatwallXÅÅ_oKÅathwayKwsKResponsibleKforKtheKvighKwnitialKRatesK
ofKolcoholicKtermentationKinKΔakeKτeastKΔtrainsKofKΔaccharomycesKcerevisiaeYK2019WKfcWK 8

680 rhh]KisKaKmemberKofKtheKΔsΔoKnetworkYKYeastWK2019WKadWKggX][c 3.4 0

679 revelopmentalKregulationKofKanKorganelleKtetherKcoordinatesKmitochondrialKremodelingKinKmeiosisYK
2019WK_]fWKccgXceg 20

678 τeastKgeneticKinteractionKscreensKinKtheKageKofKqRwΔÅRZqasYK2019WKdcWKa[eXa_e 17

677 ’rxdKregulatesKmitochondrialKr–oKcopyKnumberKinKbyKengagingKtheKevolutionarilyKconservedKzonK
proteaseKÅim]YK2020WKa]WKc_eXcbc 9

676 onKsarlyKmtβÅRhKRedistributionKofKtheK–uclearKαranscriptionKtactorKRox]KtoK’itochondriaKÅrotectsK
againstKwntramitochondrialKÅroteotoxicKoggregatesYK2020WKeeWK]f[X]ffYeg 30

675 αheK–orvKrehydrogenaseK–de]KsxecutesKqellKreathKafterKwntegratingKΔignalsKfromK’etabolismK
andKÅroteostasisKonKtheK’itochondrialKΔurfaceYK2020WKeeWK]fgX_[_Yed 24

674 wnterconversionKbetweenKonticipatoryKandKoctiveKuwrKsa´ βbiquitinKzigaseKqonformationsKviaK
’etabolicallyKrrivenKΔubstrateKReceptorKossemblyYK2020WKeeWK]c[X]daYeg 26

673 ΔtressXinducedKupregulationKofKtheKubiquitinXrelativeKvub]KmodulatesKpreXmR–oKsplicingKandK
facilitatesKcadmiumKtoleranceKinKΔaccharomycesKcerevisiaeYK2020WK]fdeWK]]fcdc 4

672 ÅrocessingKofKr–oKÅolymeraseXplockingKzesionsKduringKuenomeKReplicationKwsKΔpatiallyKandK
αemporallyKΔegregatedKfromKReplicationKtorksYK2020WKeeWKaX]dYeb 29

671 ΔplicingKrefectsKofKtheKÅrofilinKueneKolterKoctinKrynamicsKinKanKΔYKpombeKΔ’–K’utantYK2020WK_aWK][[f[g 4

670 ocylXqooXbindingKproteinKSoqpÅThKaKphylogeneticallyKconservedKappetiteKstimulatorYK2020WK]]WKe 20
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669 revelopmentKofKaKyeastKmodelKtoKstudyKtheKcontributionKofKvacuolarKpolyphosphateKmetabolismKtoK
lysineKpolyphosphorylationYK2020WK_gcWK]bagX]bc] 10

668 qrosstalkKofKÅhosphorylationKandKorginineK’ethylationKinKrisorderedKΔRuuKRepeatsKofK
ΔaccharomycescerevisiaeKtibrillarinKandKwtsKossociationKwithK–ucleolarKzocalizationYK2020WKba_WKbbfXbdd 14

667 oKoooKoαÅaseKqdcbfKwithKaKcofactorKβbx_KfacilitatesKubiquitylationKofKaKmitochondrialK
fusionXpromotingKfactorKtzo]KforKproteasomalKdegradationYK2020WK]deWK_egX_fd 10

666 sΔqRαKmachineryKmediatesKselectiveKmicroautophagyKofKendoplasmicKreticulumKinKyeastYK2020WKagWKe][_cfd 45

665 svolutionKofKΔubstratesKandKqomponentsKofKtheKÅroZ–XregronKÅathwayYK2020WKcgWKcf_Xcga 6

664 outophagyKfacilitatesKadaptationKofKbuddingKyeastKtoKrespiratoryKgrowthKbyKrecyclingKserineKforK
oneXcarbonKmetabolismYK2020WK]]WKc[c_ 7

663 αranscriptionalKupregulationKofKproteasomeKactivatorKplm][KantagonizesKcellularKagingYK2020WKca_WK_]]X_]f 4

662 τeastKhomologsKofKhumanK’qβR]KregulateKmitochondrialKprolineKmetabolismYK2020WK]]WKbfdd 9

661 sxofacialKmembraneKcompositionKandKlipidKmetabolismKregulatesKplasmaKmembraneKÅbXoαÅaseK
substrateKspecificityYK2020WK_gcWK]eggeX]f[[g 4

660 qXαerminalK’otifsKofKtheK’αδ]KqomplexKqooperativelyKΔtabilizeK uterKyinetochoreKossemblyKinK
puddingKτeastYK2020WKa_WK][f]g[ 4

659 ΔingleXqolorKtluorescenceKzifetimeKqrossXqorrelationKΔpectroscopyKwn´ γivoYK2020WK]]gWK]acgX]ae[ 5

658 wnteractionKofKRΔqKqhromatinKRemodelingKqomplexKwithK–ucleosomesKwsK’odulatedKbyKvaKy]bK
ocetylationKandKv_pKΔβ’ ylationKwn´ γivoYK2020WK_aWK][]_g_ 6

657 ÅreciseKReplacementKofKÅroteasomeKuenesKwithKvumanK rthologsKbyKanKwntegrativeKαargetingK
’ethodYK2020WK][WKa]fgXa_[[ 1

656 qonstructionKofKtheKqentralKÅrotuberanceKandKz]KΔtalkKduringKd[ΔKΔubunitKpiogenesisYK2020WKegWKd]cXd_fYec 13

655 oKrapidKapproachKforKinKlocusKoverexpressionKofKαrypanosomaKbruceiKproteinsYK2020WK_agWK]]]a[[ 1

654 qryXmediatedKτkuf[KÅhosphorylationKRegulatesKtheKpalanceKpetweenK–onXhomologousKsndK
xoiningKS–vsxTKandKvomologousKrirectedKRecombinationKSvrRTYK2020WKba_WK]dde]c 3

653 oKΔystematicKÅroteinKαurnoverK’apKforKrecodingKÅroteinKregradationYK2020WKaaWK][faef 7

652 RibosomalKproteinKΔeKubiquitinationKduringKsRKstressKinKyeastKisKassociatedKwithKselectiveKmR–oK
translationKandKstressKoutcomeYK2020WK][WK]gddg 3
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651 sΔqRαKrecruitmentKbyKtheKinnerKnuclearKmembraneKproteinKveh]KisKregulatedKbyKvub]XmediatedK
alternativeKsplicingYK2020WK]aaWK 6

650 RapidKturnoverKofKtranscriptionKfactorKRim][]KconfirmsKaKflexibleKadaptationKmechanismKagainstK
environmentalKstressKinKΔaccharomycesKcerevisiaeYK2020WK_cWKdc]Xdd_ 1

649 ueneKαranscriptionKasKaKzimitingKtactorKinKÅroteinKÅroductionKandKqellKurowthYK2020WK][WKa__gXa_b_ 3

648 pringingKraftsKtoKlifehKzessonsKlearnedKfromKlipidKorganizationKacrossKdiverseKbiologicalKmembranesYK
2020WK_aaWK][bgfb 2

647 ΔtructureKofKtheKαtwwwqKsubcomplexKˇ�oKprovidesKinsightsKintoKR–oKpolymeraseKwwwKpreXinitiationK
complexKformationYK2020WK]]WKbg[c 7

646 ΔδR]XwndependentKossociationKofKv_oYZKtoKtheKzw–qKqomplexKÅromotesK’eioticKqhromosomeK
’otionYK2020WKfWKcgb[g_ 3

645 spigeneticK’echanismsKqontributeKtoKsvolutionaryKodaptationKofKueneK–etworkKoctivityKunderK
snvironmentalKΔelectionYK2020WKaaWK][fa[d 3

644 αaggingKtheKproteasomeKactiveKsiteK˛†cKcausesKtagKspecificKphenotypesKinKyeastYK2020WK][WK]f]aa 2

643 αheK–XαerminalKRegionKofKτeastKÅroteinKÅhosphataseKÅpz]KwsKaKreterminantKforKwtsKαoxicityYK2020WK
_]WK 0

642 scologicalKodvantagesKandKsvolutionaryKzimitationsKofKoggregativeK’ulticellularKrevelopmentYK
2020WKa[WKb]ccXb]dbYed 13

641 R–oXbindingKandKprionKdomainshKtheKτinKandKτangKofKphaseKseparationYK2020WKbfWKgbg]Xgc[b 21

640 ÅotassiumKstarvationKinducesKautophagyKinKyeastYK2020WK_gcWK]b]fgX]b_[_ 3

639 qonservedKork]XrelatedKkinasesKfunctionKinKaKα Rq_KsignalingKnetworkYK2020WKa]WK_[ceX_[dg 1

638 βptakeKofKexogenousKserineKisKimportantKtoKmaintainKsphingolipidKhomeostasisKinKΔaccharomycesK
cerevisiaeYK2020WK]dWKe][[febc 6

637 αheKintermembraneKspaceKproteinK’ix_aKisKaKnovelKstressXinducedKmitochondrialKimportKfactorYK
2020WK_gcWK]bdfdX]bdge 5

636 sxtensiveKcRXsurveillanceKguardsKagainstKnonXcanonicalK–orXcapsKofKnuclearKmR–osKinKyeastYK2020WK
]]WKcc[f 9

635 qharacterizationKofKÅlasmodiumKfalciparumK–srrfKandKidentificationKofKcullinsKasKitsKsubstratesYK
2020WK][WK_[__[ 2

634 wdentificationKofK’zv_ZhÅ’Δ]KdominantKmutationsKthatKpreventKr–oKmismatchKrepairKfunctionYK
2020WKaWKec] 3
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633 ’utationalKonalysisKofKtheK–sa_K–XαerminusKRevealsKwtsKsssentialKRoleKinKRibosomalKd[ΔKΔubunitK
ossemblyYK2020WK_]WK 0

632 ÅrolineXRichK’otifsKqontrolKu_XqryKαargetKÅhosphorylationKandKÅrimingKanKonchoringKÅroteinKforK
ÅoloKyinaseKzocalizationYK2020WKa]WK][eece 9

631 vspg[KqoXchaperonesKtormKÅlasticKueneticK–etworksKodaptedKtoKqlientK’aturationYK2020WKa_WK][f[da 12

630  shdKrequiresKwst_KforKlocalizationKtoKsRXÅ’KcontactsKandKefficientKphosphatidylserineKtransportKinK
buddingKyeastYK2020WK]aaWK 21

629 puddingKyeastKcompleteKr–oKsynthesisKafterKchromosomeKsegregationKbeginsYK2020WK]]WK__de 10

628 ’itochondrialKtusionK’achineryKΔpecificallyKwnvolvedKinKsnergyKreprivationXwnducedKoutophagyYK
2020WKfWK__] 4

627  neKcysteineKisKenoughhKoKmonothiolKurxKcanKfunctionallyKreplaceKallKcytosolicKαrxKandKdithiolKurxYK
2020WKadWK][]cgf 10

626 tunctionalKcharacteristicsKofKΔvlaKandKÅam]KthatKareKrequiredKforKproperKcellKwallKformationKinKyeastK
cellsYKYeastWK2020WKaeWKacgXae] 3.4

625 RelocationKofKqollapsedKtorksKtoKtheK–uclearKÅoreKqomplexKrependsKonKΔumoylationKofKr–oK
RepairKÅroteinsKandKÅermitsKRadc]KossociationYK2020WKa]WK][edac 24

624 ÅeroxisomalKtargetingKofKaKproteinKphosphataseKtypeK_qKviaKmitochondrialKtransitYK2020WK]]WK_acc 8

623 qdc_bKinteractsKwithKseptinsKtoKcreateKaKpositiveKfeedbackKloopKduringKbudKsiteKassemblyKinKyeastYK
2020WK]aaWK 6

622 urowthXrependentKoctivationKofKÅroteinKyinasesKΔuggestsKaK’echanismKforK’easuringKqellK
urowthYK2020WK_]cWKe_gXebd 2

621 ÅhosphorylationKofKtheKRec×KvelicaseKΔgs]Zpz’KqontrolsKwtsKr–oKβnwindingKoctivityKduringK
’eiosisKandK’itosisYK2020WKcaWKe[dXe_aYec 14

620 qXαerminalKvoKαagsKqompromiseKtunctionKandKsxacerbateKÅhenotypesKofKploomRsKvelicaseK
vomologKΔgs]KΔβ’ ylationXossociatedK’utantsYK2020WK][WK_f]]X_f]f 2

619 onKsssentialKandKqellXqycleXrependentK RqKrimerizationKqycleKRegulatesKsukaryoticKqhromosomalK
r–oKReplicationYK2020WKa[WKaa_aXaaafYed 6

618 R×αKcomplexKdissociatesKribosomesKcollidedKonKendogenousKR×qKsubstrateKΔrr]YK2020WK_eWKa_aXaa_ 39

617 αranscriptionKtactorKpindingKtoKReplicatedKr–oYK2020WKa[WKagfgXaggcYeb 8

616 qoαΔhKqasgXassistedKtagKswitchingYKoKhighXthroughputKmethodKforKexchangingKgenomicKpeptideK
tagsKinKyeastYK2020WK_]WK__] 2
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615 oKheatXsensitiveK shKproteinKcontrolsKÅwbÅKpolarityYK2020WK]fWK_f 5

614 qellKristributionKwithinKτeastKqoloniesKandKqolonyKpiofilmshKvowKΔtructureKrevelopsYK2020WK_]WK 4

613 ÅÅ_oKdephosphorylatesKÅds]KandKinhibitsKspindleKelongationKinYK2020WK]aaWK 2

612 ÅroperKregulationKofKinositolphosphorylceramideKlevelsKisKrequiredKforKacquirementKofKlowKpvK
resistanceKinKbuddingKyeastYK2020WK][WK][eg_ 4

611 ΔtructuralKinsightKintoKprecursorKribosomalKR–oKprocessingKbyKribonucleaseK’RÅYK2020WKadgWKdcdXdda 12

610 qtf]fXRtqKandKr–oKÅolKmKformKaKstableKleadingKstrandKpolymeraseZclampKloaderKcomplexKrequiredK
forKnormalKandKperturbedKr–oKreplicationYK2020WKbfWKf]_fXf]bc 10

609 βniqueKandKΔharedKRolesKforKvistoneKvayadK’ethylationKΔtatesKinKαranscriptionKRegulationK
tunctionsYK2020WKa]WK][eec] 14

608 ΔuperXassemblyKofKsRXphagyKreceptorKotgb[KinducesKlocalKsRKremodelingKatKcontactsKwithKformingK
autophagosomalKmembranesYK2020WK]]WKaa[d 26

607 ΔelectiveKautophagyKdegradesKnuclearKporeKcomplexesYK2020WK__WK]cgX]dd 48

606 oKγÅΔ]arKspasticKataxiaKmutationKdisruptsKtheKconservedKadaptorXbindingKsiteKinKyeastKγps]aYK2020
WK_gWKdacXdbf 18

605 ’ammalianKRetromerKwsKanKodaptableKΔcaffoldKforKqargoKΔortingKfromKsndosomesYK2020WK_fWKagaXb[cYeb 20

604 γpsagKisKrequiredKforKethanolamineXstimulatedKelevationKinKmitochondrialK
phosphatidylethanolamineYK2020WK]fdcWK]cfdcc 7

603 mR–oKwithK’ammalianKqodonKpiasKoccumulatesKinKτeastK’utantsKwithKqonstitutiveKΔtressK
uranulesYK2020WK_]WK 1

602 RedoxXdependentKregulationKofKmitochondrialKdynamicsKbyKrxX]KparalogsKinKΔaccharomycesK
cerevisiaeYK2020WKa_WK][]bc] 11

601 ulucoseWKqycfpKandKαup]pKregulateKbiofilmKformationKandKdispersalKinKwildKΔaccharomycesK
cerevisiaeYK2020WKdWKe 5

600 αheKoαor_Zo–qqoKhomologKτtaeKcooperatesKwithKΔcmaKtoKdepositKqsebKatKtheKcentromereKinK
yeastYK2020WK]]eWKcafdXcaga 5

599 Δen]KwsKRecruitedKtoKReplicationKtorksKviaKqtfbKandK’rc]KandKÅromotesKuenomeKΔtabilityYK2020WKa[WK_[gbX_][cYeg8

598 onK ptogeneticKαoolKforKwnducedKÅroteinKΔtabilizationKpasedKonKtheKÅhaeodactylumKtricornutumK
oureochromeK]aKzightX xygenXγoltageKromainYK2020WKba_WK]ff[X]g[[ 11
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597
αriglycerideKdeficiencyKandKdiacylglycerolKkinase]KactivityKleadKtoKtheKupregulationKofKmevalonateK
pathwayKinKyeasthKoKstudyKforKtheKdevelopmentKofKpotentialKyeastKplatformKforKimprovedK
productionKofKtriterpenoidYK2020WK]fdcWK]cfdd]

2

596 roesKgenomeKsurveillanceKexplainKtheKglobalKdiscrepancyKbetweenKbindingKandKeffectKofKchromatinK
factorsmYK2020WKcgbWK]aagX]aca

595 αheKÅhosphataseKÅÅ]KÅromotesK’itoticKΔlippageKthroughK’adaKrephosphorylationYK2020WKa[WKaacXabaYec 0

594 yineticKcouplingKofKtheKrespiratoryKchainKwithKoαÅKsynthaseWKbutKnotKprotonKgradientsWKdrivesKoαÅK
productionKinKcristaeKmembranesYK2020WK]]eWK_b]_X_b_] 25

593 otg]]KisKrequiredKforKinitiationKofKglucoseKstarvationXinducedKautophagyYK2020WK]dWK__[dX__]f 9

592 ’itochondrialKreactiveKoxygenKspeciesXmediatedKcytotoxicityKofKintracellularlyKaccumulatedK
dihydrosphingosineKinKtheKyeastKΔaccharomyces´ cerevisiaeYK2020WK_feWKab_eXabbf 6

591 outophagyKofKanKomyloidXlikeKαranslationalKRepressorKRegulatesK’eioticKsxitYK2020WKc_WK]b]X]c]Yec 9

590 ziquidityKwsKaKqriticalKreterminantKforKΔelectiveKoutophagyKofKÅroteinKqondensatesYK2020WKeeWK]]daX]]ecYeg 62

589 αimingKofKappearanceKofKnewKmutationsKduringKyeastKmeiosisKandKtheirKassociationKwithK
recombinationYK2020WKddWKceeXcg_ 1

588 αheKcellKpolarityKproteinsKpoi]KandKpoi_KdirectKanKactinKnucleationKcomplexKtoKsitesKofKexocytosisKinYK
2020WK]aaWK 6

587 qoXoptedKqellularKΔac]KzipidKÅhosphataseKandKÅwSbTÅKÅhosphoinositideKoreKyeyKvostKtactorsKduringK
theKpiogenesisKofKtheKαombusvirusKReplicationKqompartmentYK2020WKgbWK 13

586 RealXtimeKmonitoringKofKpopulationKdynamicsKandKphysicalKinteractionsKinKaKsyntheticKyeastK
ecosystemKbyKuseKofKmulticolourKflowKcytometryYK2020WK][bWKccbeXccd_ 9

585 ziveXcellKimagingKofKmitochondrialKmotilityKandKinteractionsKinKrrosophilaKneuronsKandKyeastYK2020WK
]ccWKc]gXcbb 2

584 oKprocessiveKphosphorylationKcircuitKwithKmultipleKkinaseKinputsKandKmutuallyKdiversionalKroutesK
controlsKu]ZΔKdecisionYK2020WK]]WK]fad 6

583 αheKhistoneKvbKbasicKpatchKregulatesKΔouoXmediatedKv_pKdeubiquitinationKandKhistoneK
acetylationYK2020WK_gcWKdcd]Xdcdg 5

582 αheK’gs]ZδR–wÅ]KoαÅaseKisKrequiredKtoKpreventKaKrecombinationKsalvageKpathwayKatKdamagedK
replicationKforksYK2020WKdWKeaazaa_e 6

581 αheKqcrbX–otKcomplexKmonitorsKtheKtranslatingKribosomeKforKcodonKoptimalityYK2020WKadfWK 59

580 βbc]aX’ms_KcooperatesKwithKaKfamilyKofKRw–uKsaKproteinsKinKbuddingKyeastKmembraneKproteinK
sortingYK2020WK]aaWK 3
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579 otg_]KorganizesKotgfKlipidationKatKtheKcontactKofKtheKvacuoleKwithKtheKphagophoreYK2021WK]eWK]bcfX]bef 10

578 ’echanisticKdissectionKofKmacroXKandKmicronucleophagyYK2021WK]eWKd_dXdag 14

577 α Rq]KreterminesKtab]KzipidKyinaseKtunctionKatKΔignalingKsndosomesKandKγacuolesYK2021WKa]WK_geXa[gYef 4

576 αranscriptionXdependentKenrichmentKofKtheKyeastKtoqαKcomplexKinfluencesKnucleosomeKdynamicsK
onKtheKR–oKpolymeraseKwwwXtranscribedKgenesYK2020WK 2

575 ΔtructureKofKtheK’aturingKg[ΔKÅreXribosomeKinKossociationKwithKtheKR–oKsxosomeYK2021WKf]WK_gaXa[aYeb 13

574 ΔubstrateKspecificitiesKandKreactionKkineticsKofKtheKyeastKoligosaccharyltransferaseKisoformsYK2021WK
_gdWK][[f[g 0

573 oKgenomeXwideKcopperXsensitizedKscreenKidentifiesKnovelKregulatorsKofKmitochondrialKcytochromeKcK
oxidaseKactivityYK2021WK_gdWK][[bfc 0

572 qatalysisXdependentKandKredundantKrolesKofKrma]KandKrma_KinKmaintenanceKofKgenomeKstabilityKinK
ΔaccharomycesKcerevisiaeYK2021WK_gdWK][[e_]

571 ’itochondrialKsortingKandKassemblyKmachineryKoperatesKbyK˛†XbarrelKswitchingYK2021WKcg[WK]daX]dg 24

570 RelocationKofKrr–oKrepeatsKforKrepairKisKdependentKonKΔβ’ XmediatedKnucleolarKreleaseKbyKtheK
qdcbfZpgeKsegregaseYK 1

569 ÅroteasomeKactivatorKplm][KlevelsKandKautophagicKdegradationKdirectlyKimpactKtheKproteasomeK
landscapeYK2021WK_gdWK][[bdf 1

568 ’icrofluidicKplatformKforKmonitoringKmutationKaccumulationYK2021WK_]WK_b[eX_b]d 1

567 ’ethylationKofK×][cKonKhistoneKv_oKisKpartKofKaKdynamicKregulatoryKmechanismKintegratingK
metabolismKwithKribosomeKbiogenesisKthroughKrecruitmentKofK–hp_YK

566 risturbedKintramitochondrialKphosphatidicKacidKtransportKimpairsKcellularKstressKsignalingYK2021WK
_gdWK][[aac 2

565 ΔndaKcontrolsKnucleusXvacuoleKjunctionsKinKresponseKtoKglucoseKsignalingYK2021WKabWK][fdae 8

564 rownregulationKofKtheKbroadXspecificityKaminoKacidKpermeaseKogp]KmediatedKbyKtheKubiquitinK
ligaseKRspcKandKtheKarrestinXlikeKproteinKpul]KinKyeastYK2021WKfcWK]_ddX]_eb 2

563 αheK–XterminusKofKΔfi]KandKyeastKcentrinKqdca]KprovideKtheKassemblyKsiteKforKaKnewKspindleKpoleK
bodyYK2021WK__[WK 1

562 ÅrogrammedKsRKfragmentationKdrivesKselectiveKsRKinheritanceKandKdegradationKinKbuddingKyeastK
meiosisYK 0
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561 γacuolarKproteinKαag]KandKotg]Xotg]aKregulateKautophagyKterminationKduringKpersistentK
starvationKinYK2021WK]abWK 3

560 –XterminalKacetylationKofKproteinsKbyK–atoKandK–atpKservesKdistinctKphysiologicalKrolesKinK
ΔaccharomycesKcerevisiaeYK2021WKabWK][fe]] 3

559 ΔaccharomycesKcerevisiaedeficientKinKtheKearlyKanaphaseKreleaseKofKqdc]bKcanKtraverseKanaphaseKwK
withoutKribosomalKr–oKdisjunctionKandKsuccessfullyKcompleteKmeiosisYK

558 ΔingleKmoleculeKmicroscopyKrevealsKkeyKphysicalKfeaturesKofKrepairKfociKinKlivingKcellsYK2021WK][WK 14

557 αheKΔRXproteinK–plaKisKanKessentialKcomponentKofKtheKmeioticKsplicingKregulatoryKnetworkKinK
ΔaccharomycesKcerevisiaeYK2021WKbgWK_cc_X_cdf 1

556 tunctionalKcharacterizationKofKÅolraaKhypomyelinatingKleukodystrophyKmutationsKinKtheKΔYK
cerevisiaeKhomologWKRÅq]d[YK2021WKedfWK]bc_cg 4

555 zigationKofKnewlyKreplicatedKr–oKcontrolsKtheKtimingKofKr–oKmismatchKrepairYK2021WKa]WK]_dfX]_edYed 7

554 ÅroteasomeKautophagyKisKspecificallyKregulatedKandKrequiresKfactorsKdispensibleKforKgeneralK
autophagyYK 0

553 αheKribosomeKcollisionKsensorKvel_KfunctionsKasKpreventiveKqualityKcontrolKinKtheKsecretoryK
pathwayYK2021WKabWK][ffee 3

552 oKstalledXribosomeKrescueKfactorKÅthaKisKrequiredKforKmitochondrialKtranslationKagainstKantibioticsK
inKΔaccharomycesKcerevisiaeYK2021WKbWKa[[ 1

551 τeastKR–oKexosomeKactivityKisKnecessaryKforKmaintainingKcellKwallKstabilityKthroughKproperKproteinK
glycosylationYK2021WKa_WKadaXaec 3

550 αypeKγKmyosinKfocusesKtheKpolarisomeKandKshapesKtheKtipKofKyeastKcellsYK2021WK__[WK 2

549 otgagKlinksKandKdeformsKtheKouterKandKinnerKnuclearKmembranesKinKselectiveKautophagyKofKtheK
nucleusYK 1

548 disruptsKintracellularKlipidKhomeostasisKinKhumanKiÅΔqXderivedKgliaYK2021WK]aWK 35

547 ΔnxbXassistedKvacuolarKtargetingKofKtranscriptionKfactorsKdefinesKaKnewKautophagyKpathwayKforK
controllingKexpressionYK2021WK]eWKacbeXacdc 2

546 αheKyeastKplatformKengineeredKforKsyntheticKgR–oXlandingKpadsKenablesKmultipleKgeneKintegrationsK
byKaKsingleKgR–oZqasgKsystemYK2021WKdbWK]]]X]_] 6

545 ΔtrandXspecificKqhwÅXseqKatKr–oKbreaksKdistinguishesKssr–oKversusKdsr–oKbindingKandKrefutesK
singleXstrandedKnucleosomesYK2021WKf]WK]fb]X]fcaYeb 7

544 αheKchaperoneXbindingKactivityKofKtheKmitochondrialKsurfaceKreceptorKαome[KprotectsKtheKcytosolK
againstKmitoproteinXinducedKstressYK2021WKacWK][fgad 19
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543 otg]cKinKconsistsKofKtwoKfunctionallyKdistinctKdomainsYK2021WKa_WKdbcXdda 2

542 ΔmccZdKfunctionsKwithKΔgs]XαopaXRmi]KtoKcompleteKchromosomeKreplicationKatKnaturalKpauseKsitesYK
2021WK]_WK_]]] 6

541 recouplingKtranscriptionKfactorKexpressionKandKactivityKenablesKdimmerKswitchKgeneKregulationYK
2021WKae_WK_g_X_gc 6

540 ΔelectivityKofKmR–oKdegradationKbyKautophagyKinKyeastYK2021WK]_WK_a]d 6

539 ’itochondrialKribosomalKproteinsKdevelopedKunconventionalKmitochondrialKtargetingKsignalsKdueKtoK
structuralKconstraintsYK 0

538 ΔexKwithoutKcrossingKoverKinKtheKyeastΔaccharomycodesKludwigiiYK

537 ReXoxidationKofKcytosolicK–orvKisKaKmajorKcontributorKtoKtheKhighKoxygenKrequirementsKofKtheK
thermotolerantKyeastK gataeaKparapolymorphaKinKoxygenXlimitedKculturesYK 1

536 αhiolutinKisKaKdirectKinhibitorKofKR–oKÅolymeraseKwwYK 0

535 ’ps]KpromotesKpolewardKchromosomeKmovementsKinKmeioticKprometaphaseYK2021WKa_WK][_[X][a_ 0

534 yel]KisKaKphosphorylationXregulatedKnoiseKsuppressorKofKtheKpheromoneKsignalingKpathwayYK

533 ΔtructuralKbasisKforKpc[RhouoÅKpqvKdomainXmediatedKregulationKofKRhoKinactivationYK2021WK]]fWK 1

532 αheKunfoldedKproteinKresponseKofKtheKendoplasmicKreticulumKsupportsKmitochondrialKbiogenesisKbyK
bufferingKnonXimportedKproteinsYK 1

531 ulobalKphosphoproteomicsKpinpointsKunchartedKucn_XmediatedKmechanismsKofKtranslationalK
controlYK2021WKf]WK]fegX]ffgYed 6

530 αheKinnerKnuclearKmembraneKproteinKzem_KcoordinatesKR–oKdegradationKatKtheKnuclearKperipheryYK

529 ÅroteasomeKoctivatorKplm][KRegulatesKαranscriptionKsspeciallyKruringKogingYYK2021WK__WKa[dXa]e 0

528 oKrareKnaturalKlipidKinducesKneuroglobinKexpressionKtoKpreventKamyloidKoligomersKtoxicityKandK
retinalKneurodegenerationYK

527 onKvspg[KcoXchaperoneKlinksKproteinKfoldingKandKdegradationKandKisKpartKofKaKconservedKproteinK
qualityKcontrolYK2021WKacWK][ga_f 1

526 qoXtranslationalKassemblyKandKlocalizedKtranslationKofKnucleoporinsKinKnuclearKporeKcomplexK
biogenesisYK2021WKf]WK_b]eX_b_eYec 9
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525 RibosomeXassociatedKqualityKcontrolKmediatesKdegradationKofKtheKprematureKtranslationK
terminationKproductK rf]pKofK rqKantizymeKmR–oYK2021WKcgcWK_[]cX_[aa 2

524 qellXtoXcellKheterogeneityKofKphosphateKgeneKexpressionKinKyeastKisKcontrolledKbyKalternativeK
transcriptionWK]bXaXaKandKΔpl_YK2021WK]fdbWK]gbe]b

523 uwrKsaKligaseKsupramolecularKchelateKassemblyKconfiguresKmultiprongedKubiquitinKtargetingKofKanK
oligomericKmetabolicKenzymeYK2021WKf]WK_bbcX_bcgYe]a 14

522 αimerXbasedKproteomicKprofilingKofKtheKubiquitinXproteasomeKsystemKrevealsKaKsubstrateKreceptorK
ofKtheKuwrKubiquitinKligaseYK2021WKf]WK_bd[X_bedYe]] 15

521 ’ethylationKofKhistoneKvaKatKlysineKaeKbyKΔet]KandKΔet_KpreventsKspuriousKr–oKreplicationYK2021WK
f]WK_egaX_f[eYef 6

520 zightXΔtressKResponseK’ediatedKbyKtheKαranscriptionKtactorK’ga_KinKtheKτeastYK2021WK]_WKe[c[]_ 2

519 αheKR–oXbindingKproteinKÅufcKcontributesKtoKbufferingKofKmR–oKuponKchromatinXmediatedK
changesKinKnascentKtranscriptionYK2021WK]abWK

518 wncreasedKmitochondrialKproteinKimportKandKcardiolipinKremodellingKuponKearlyKmtβÅRYK2021WK]eWKe][[gddb 2

517 ΔpontaneousKemergenceKofKmulticellularKheritabilityYK 3

516 onKengineeredKproteinXphosphorylationKtoggleKnetworkKwithKimplicationsKforKendogenousKnetworkK
discoveryYK2021WKaeaWK 8

515 svolutionKofKbindingKpreferencesKamongKwholeXgenomeKduplicatedKtranscriptionKfactorsYK 0

514 ’easurementKofKhistoneKreplacementKdynamicsKwithKgeneticallyKencodedKexchangeKtimersKinKyeastYK
2021WKagWK]babX]bba 1

513 ÅhosphoXregulatedKpim]Zsp]KinteractionsKtriggerKram]cKringKassemblyKatKtheKbuddingKyeastK
outer´ kinetochoreYK2021WKb[WKe][f[[b 4

512 ΔpecializationKofKchromatinXboundKnuclearKporeKcomplexesKpromotesKyeastKagingYK 1

511 r–oXR–oKhybridsKatKrΔpsKinterfereKwithKrepairKbyKhomologousKrecombinationYK2021WK][WK 5

510 αheKselfishKyeastKplasmidKutilizesKtheKcondensinKcomplexKandKcondensedKchromatinKforKfaithfulK
partitioningYK2021WK]eWKe][[gdd[ 0

509 ulycerolXaXphosphateKbiosynthesisKregeneratesKcytosolicK–orKtoKalleviateKmitochondrialKdiseaseYK
2021WKaaWK]gebX]gfeYeg 14

508 qoXoptingKofKnonoαÅXgeneratingKglycolyticKenzymesKforKαpΔγKreplicationYK2021WKccgWK]cX_g 2
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507 RewiringKphospholipidKbiosynthesisKrevealsKrobustnessKinKmembraneKhomeostasisKandKuncoversK
lipidKregulatoryKplayersYK 2

506 qysteineKresiduesKinKtheKfourthKzincKfingerKareKimportantKforKactivationKofKtheKnitricKoxideXinducibleK
transcriptionKfactorKtzf]KinKtheKyeastKΔaccharomycesKcerevisiaeYK2021WK_dWKf_aXf_g 1

505 Åexa[XlikeKproteinsKfunctionKasKadaptorsKatKdistinctKsRKmembraneKcontactKsitesYK2021WK__[WK 4

504 qohesinKisKessentialKforKtheKtimelyKactivationKofKcondensinKandKanaphaseKsegregationYK

503 RegulationKofKmembraneKscissionKinKyeastKendocytosisYK 0

502 αargetKofKRapamycinKqomplexK]KSα Rq]TWKÅroteinKyinaseKoKSÅyoTKandKqytosolicKpvKRegulateKaK
αranscriptionalKqircuitKforKzipidKrropletKtormationYK2021WK__WK 1

501 oKroleKforKRadcKinKribonucleosideKmonophosphateKSr–’ÅTKtoleranceYK2021WKbWK 0

500 onKintracellularKassayKforKactivityKscreeningKandKcharacterizationKofKglutathioneXdependentK
oxidoreductasesYK2021WK]e_WKab[Xabg 2

499 Δ’qKcomplexesKareKguardedKbyKtheKΔβ’ KproteaseKβlp_KagainstKΔβ’ XchainXmediatedKturnoverYK
2021WKadWK][gbfc 3

498 αombusvirusesKαargetKaK’ajorKqrossroadKinKtheKsndocyticKandKRecyclingKÅathwaysKviaKqoXoptingK
RabeKΔmallKuαÅaseYK2021WKgcWKe[][ed_] 2

497 oKshortKperinuclearKamphipathicK˛–XhelixKinKopq]_KpromotesKnuclearKporeKcomplexKbiogenesisYK 1

496 –ucleolarKreleaseKofKrr–oKrepeatsKforKrepairKinvolvesKΔβ’ XmediatedKuntetheringKbyKtheK
qdcbfZpgeKsegregaseYK2021WK]_WKbg]f 2

495 oKnovelKyeastXbasedKhighXthroughputKmethodKforKtheKidentificationKofKproteinKpalmitoylationK
inhibitorsYK2021WK]]WK_[[b]c 2

494 oKpreciselyKadjustableWKvariationXsuppressedKeukaryoticKtranscriptionalKcontrollerKtoKenableKgeneticK
discoveryYK2021WK][WK 4

493 –hp_KisKaKreaderKofKv_o×][cmeKandKpartKofKa´ networkKintegratingKmetabolismKwithKrR–oK
synthesisYK2021WK__WKec_bac 3

492 oKconservedKoαu_KbindingKsiteKinKδwÅwbKandKyeastKvsv_KisKdisruptedKbyKmutationsKcausingK
˛†XpropellerKproteinXassociatedKneurodegenerationYK2021WK 2

491 vighKlevelsKofKαryptophanKreduceKcellKwallKorKmembraneKstressKtoleranceKinKΔaccharomycesK
cerevisiaeYK2021WKfcWK_]a]X_]ad

490 ÅrofilingKtheKphysiologicalKpitfallsKofKantiXhepatitisKqKdirectXactingKagentsKinKbuddingKyeastYK2021WK
]bWK_]ggX__]a 4
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489 wnterorganelleKlipidKfluxKrevealedKbyKenzymaticKmassKtaggingKinKvivoYK 1

488 ΔeipinKformsKaKflexibleKcageKatKlipidKdropletKformationKsitesYK 0

487 qristaeXdependentKqualityKcontrolKofKtheKmitochondrialKgenomeYK2021WKeWKeabifffd 1

486 βnscheduledKr–oKreplicationKinKu]KcausesKgenomeKinstabilityKthroughKheadXtoXtailKreplicationKforkK
collisionsYK

485 αheK]bXaXaKÅroteinsKpmh]KandKpmh_KoreKyeyKRegulatorsKofK’eioticKqommitmentYK

484 wsofluraneKinducesKort_XRspcXdependentKendocytosisKofKpap_KinKyeastYK2021WK]]WKa[g[Xa][[ 0

483 rockingKtoKaKpasicKvelixKÅromotesKΔpecificKÅhosphorylationKbyKu]Xqdk]YK2021WK__WK 0

482 oKuwrKsaKligaseKassemblyKubiquitinatesKanKRspcKsaKadaptorKandKregulatesKplasmaKmembraneK
transportersYK 0

481 αheKmR–oKdecappingKcomplexKisKbufferedKbyKnuclearKlocalizationYK2021WK]abWK 1

480 oKzygoteXbasedKassayKtoKevaluateKintranuclearKshuttlingKinYK2021WK_WK][[ead

479 qdcbfKtargetsKw–×XlocalizedK’rc]KtoKfacilitateKrecoveryKfromKreplicationKstressYK

478 γisualizationKofKindividualKcellKdivisionKhistoryKinKcomplexKtissuesKusingKiq β–αYK2021WK_fWK_[_[X_[abYe]_ 3

477 toqαKisKrecruitedKtoKthe´ V]KnucleosomeKofKtranscribedKgenesKandKspreadsKinKaKqhd]XdependentK
mannerYK2021WKf]WKacb_XaccgYe]] 6

476 wmagingKtheKoctinKqytoskeletonKinKziveKpuddingKτeastKqellsYK2022WK_adbWKcaXf[

475 oKqRwΔÅRZqasgXbasedKmethodKforKseamlessK–XterminalKproteinKtaggingKinKΔaccharomycesKcerevisiaeYK
YeastWK2021WKafWKcg_Xd[[ 3.4 1

474 ÅorinK]K’odulatesKoutophagyKinKτeastYK2021WK][WK 0

473 octinXgeneratedKforceKappliedKduringKendocytosisKmeasuredKbyKΔla_XbasedKtRsαKtensionKsensorsYK
2021WKcdWK_b]gX_b_dYeb 1

472 –uclearKÅoreKqomplexKocetylationKRegulatesKmR–oKsxportKandKqellKqycleKqommitmentKinKpuddingK
τeastYK 1
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471 Δw–XlikeKpathwayKkinasesKregulateKtheKendKofKmitosisKinKtheKmethylotrophicKyeastK gataeaK
polymorphaYK

470 qrosstalkKbetweenKproteinKkinaseKoKandKtheKv uKpathwayKunderKimpairedKbiosynthesisKofKcomplexK
sphingolipidsKinKbuddingKyeastYK2021WK 2

469 vumanizingKtheKyeastKoriginKrecognitionKcomplexYK2021WK]_WKaa 8

468 oKgenomeKwideKcopperXsensitizedKscreenKidentifiesKnovelKregulatorsKofKmitochondrialKcytochromeKcK
oxidaseKactivityYK

467 qholineKrestoresKrespirationKinKÅsd]XdeficientKyeastKbyKreplenishingKmitochondrialK
phosphatidylethanolamineYK2021WK_gdWK][[cag 0

466 vowKtoKΔelectKaK’ateh´ yel]KisKaKÅhosphorylationXRegulatedKΔuppressorKofKtheKÅheromoneKΔignalingK
ÅathwayYK

465 ÅostXtranslationalKmodificationKanalysisKofKΔaccharomycesKcerevisiaeKhistoneKmethylationKenzymesK
revealsKphosphorylationKsitesKofKregulatoryKpotentialYK2021WK_gdWK][[]g_ 6

464 oKhighXthroughputKapproachKforKstudyingKvirusKreplicationKinKyeastYK2010WKqhapterK]dWKβnit]dxY] 22

463 tluorescenceKstainingKofKmitochondriaKforKmorphologyKanalysisKinKΔaccharomycesKcerevisiaeYK2014WK
]]daWK]a]Xc_ 3

462 onalysisKofKproteinKdynamicsKwithKtandemKfluorescentKproteinKtimersYK2014WK]]ebWK]gcX_][ 23

461 ulobalKanalysisKofKtranscriptionKfactorXbindingKsitesKinKyeastKusingKqhwÅXΔeqYK2014WK]_[cWK_a]Xcc 3

460 ÅqRXmediatedKepitopeKtaggingKofKgenesKinKyeastYK2014WK]_[cWKaeXbb 2

459 ’anipulatingKtheKyeastKgenomehKdeletionWKmutationWKandKtaggingKbyKÅqRYK2014WK]_[cWKbcXef 43

458 ΔÅzwtthKoKΔingleXqellK’ethodKtoK’apKÅroteinXÅroteinKwnteractionsKinKαimeKandKΔpaceYK2015WK]abdWK]c]Xdf 15

457 ziveXqellKwmagingKofK’itochondriaKandKtheKoctinKqytoskeletonKinKpuddingKτeastYK2016WK]adcWK_cXd_ 4

456 αimeXzapseKtluorescenceK’icroscopyKofKpuddingKτeastKqellsYK2016WK]adgWK]Xf 4

455 retectionKofKÅhosphorylationKΔtatusKofKqytokineticKqomponentsYK2016WK]adgWK_]gXae 1

454 oKReviewKofKtluorescentKÅroteinsKforKβseKinKτeastYK2016WK]adgWKa[gXbd 9

(2016-)
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453 qontrollingKÅroteinKoctivityKandKregradationKβsingKplueKzightYK2016WK]b[fWKdeXef 10

452 γisualizationKofKfluorescenceXtaggedKproteinsKinKfissionKyeasthKtheKanalysisKofKmitoticKspindleK
dynamicsKusingKutÅXtubulinKunderKtheKnativeKpromoterYK2009WKcbcWK]fcX_[a 33

451 ziveXcellKimagingKofKtheKcytoskeletonKandKmitochondrialXcytoskeletalKinteractionsKinKbuddingKyeastYK
2009WKcfdWKb]Xdf 4

450 tluorescenceKfluctuationKspectroscopyKandKimagingKmethodsKforKexaminationKofKdynamicKproteinK
interactionsKinKyeastYK2011WKecgWK_faXa[d 11

449 retectingKproteinXproteinKinteractionsKwithKtheKΔplitXβbiquitinKsensorYK2012WKefdWK]]cXa[ 27

448 sxplorationKofKÅlantKγirusKReplicationKwnsideKaKΔurrogateKvostWKΔaccharomycesKcerevisiaeWKslucidatesK
qomplexKandKqonservedK’echanismsYK2016WKacXdc 1

447 ΔensitiveKhighXthroughputKsingleXcellKR–oXseqKrevealsKwithinXclonalKtranscriptKcorrelationsKinKyeastK
populationsYK2019WKbWKdfaXdg_ 32

446 ominoKacidKstarvationKinhibitsKautophagyKinKlipidKdropletXdeficientKcellsKthroughKmitochondrialK
dysfunctionYK2020WKbeeWKad]aXad_a 2

445 αheKretromerKisKcoXoptedKtoKdeliverKlipidKenzymesKforKtheKbiogenesisKofKlipidXenrichedKtombusviralK
replicationKorganellesYK2021WK]]fWK 8

444 rifferentialKrequirementKforKpub]KandKpubaKinKregulationKofKmeioticKversusKmitoticKchromosomeK
segregationYK2020WK_]gWK 4

443 α Rq]KinactivationKstimulatesKautophagyKofKnucleoporinKandKnuclearKporeKcomplexesYK2020WK_]gWK 22

442 αheKmitoticKexitKnetworkKregulatesKtheKspatiotemporalKactivityKofKqdcb_KtoKmaintainKcellKsizeYK2021WK
__[WK 0

441 –uclearKenvelopeXvacuoleKcontactsKmitigateKnuclearKporeKcomplexKassemblyKstressYK2020WK_]gWK 9

440 ’wq ΔKsubcomplexesKassembleKindependentlyKonKtheKmitochondrialKinnerKmembraneKinKproximityK
toKsRKcontactKsitesYK2020WK_]gWK 13

439 αheKsp]XyinesinX]bKcomplexKisKrequiredKforKefficientKmetaphaseKspindleKassemblyKandKkinetochoreK
biXorientationYK2020WK_]gWK 2

438 olterationKofKcomplexKsphingolipidKcompositionKandKitsKphysiologicalKsignificanceKinKyeastK
ΔaccharomycesKcerevisiaeKlackingKvacuolarKoαÅaseYK2015WK]d]WK_adgXfa 15

437 tunctionalKrolesKofKtheKfattyKacidKdesaturasesKencodedKbyKyl zs]WKtor_KandKtoraKinKtheKyeastK
yluyveromycesKlactisYK2016WK]d_WK]bacX]bbc 11

436 ristinctKrolesKofKtheKpolarityKfactorsKpoi]KandKpoi_KinKtheKcontrolKofKexocytosisKandKabscissionKinK
buddingKyeastYK 1
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435 αheKcontributionsKofKtheKactinKmachineryKtoKendocyticKmembraneKbendingKandKvesicleKformationYK 2

434 oKpreciselyKadjustableWKvariationXsuppressedKeukaryoticKtranscriptionalKcontrollerKtoKenableKgeneticK
discoveryYK 1

433  shdKrequiresKwst_KforKlocalizationKtoKtheKsRXÅ’KcontactsKandKefficientKphosphatidylserineK
transportYK 1

432 wce_KpromotesKsRKmembraneKbiogenesisKinKyeastKbyKinhibitingKtheKconservedKlipinKphosphataseK
complexYK 3

431 –uclearKenvelopeXvacuoleKcontactsKmitigateKnuclearKporeKcomplexKassemblyKstressYK 1

430 sxtensiveKcâ��XΔurveillanceKuuardsKogainstK–onXqanonicalK–orXqapsKofK–uclearKmR–osKinKτeastYK 2

429 recouplingKtranscriptionKfactorKexpressionKandKactivityKenablesKdimmerXswitchKgeneKregulationYK 1

428 ΔnxbXmediatedKnucleophagyKtargetsKtranscriptionKfactorsKcontrollingKoαuKgeneKexpressionYK 0

427 ΔδR]XindependentKassociationKofKv_oYZKtoKtheKzw–qKcomplexKpromotesKmeioticKchromosomeK
motionYK 1

426 αheKmitochondrialKsurfaceKreceptorKαome[KprotectsKtheKcytosolKagainstKmitoproteinXinducedKstressYK 3

425 torceKrequirementsKofKendocyticKvesicleKformationYK 0

424 RibosomeKcollisionKsensorKvel_KrecognizesKmistargetingKsecretoryKribosomeXnascentKchainK
complexesYK 1

423 qellXspecificKmodulationKofKnuclearKporeKcomplexesKcontrolsKcellKcycleKentryKduringKasymmetricK
divisionYK 6

422 ΔystematicKanalysisKofKtheKmolecularKarchitectureKofKendocytosisKrevealsKaKnanoscaleKactinK
nucleationKtemplateKthatKdrivesKefficientKvesicleKformationYK 5

421 oKgenomeXwideKresourceKforKhighXthroughputKgenomicKtaggingKofKyeastK RtsYK 1

420 puddingKyeastKcompleteKr–oKreplicationKafterKchromosomeKsegregationKbeginsYK 1

419 –uclearKenvelopeKbuddingKisKaKresponseKtoKcellularKstressYK 2

418 αheKproteinKarchitectureKofKtheKendocyticKcoatKanalyzedKbyKtRsαYK 1
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417 qharacterizationKofKÅch_KlocalizationKdeterminantsKrevealsKaKnucleolarXindependentKroleKinKtheK
meioticKrecombinationKcheckpointYK 0

416 RodXshapedKtricalbinsKcontributeKtoKÅ’KasymmetryKatKcurvedKsRXÅ’KcontactKsitesYK 2

415 urowthXdependentKactivationKofKproteinKkinasesKsuggestsKaKmechanismKforKmeasuringKcellKgrowthYK 1

414 ueneKtranscriptionKasKaKlimitingKfactorKinKproteinKproductionKandKcellKgrowthYK 1

413 sΔqRαKmachineryKmediatesKselectiveKmicroautophagyKofKendoplasmicKreticulumYK 2

412 oKtimeKresolvedKinteractionKanalysisKofKpem]KreconstructsKtheKflowKofKqdcb_KduringKpolarKgrowthYK 1

411 vighKandKstableKoαÅKlevelsKpreventKaberrantKintracellularKproteinKaggregationYK 3

410 αheKqcrbX–otKcomplexKmonitorsKtheKtranslatingKribosomeKforKcodonKoptimalityYK 2

409 ÅhaseKseparationKofKsde]KpromotesKtheKinitiationKofKendocyticKeventsYK 10

408 sxploitingKhomologousKrecombinationKincreasesKΔoαoτKefficiencyKforKlossXKandKgainXofXfunctionK
screeningYK 3

407 αheKredicatedKqhaperoneKoclbKsscortsKRibosomalKÅroteinKRplbKtoKwtsK–uclearKÅreXd[ΔKossemblyK
ΔiteYK2015WK]]WKe][[ccdc 44

406 αwoKseparateKpathwaysKregulateKproteinKstabilityKofKoα’ZoαRXrelatedKproteinKkinasesK’ec]KandK
αel]KinKbuddingKyeastYK2017WK]aWKe][[dfea 7

405 qdceaKsuppressesKgenomeKinstabilityKbyKmediatingKtelomereKhomeostasisYK2018WK]bWKe][[e]e[ 10

404 αheKqcrbX–otKcomplexKregulatesKα Rq]KsignalingKandKmitochondrialKmetabolismKbyKpromotingK
vacuoleKγXoαÅaseKactivityYK2020WK]dWKe][[g[bd 2

403 qharacterizationKofKconstitutiveKsRXphagyKofKexcessKmembraneKproteinsYK2020WK]dWKe][[g_cc 1

402 αheKglutamineKsynthetaseKofKαrypanosomaKcruziKisKrequiredKforKitsKresistanceKtoKammoniumK
accumulationKandKevasionKofKtheKparasitophorousKvacuoleKduringKhostXcellKinfectionYK2018WK]_WKe[[[d]e[ 16

401 ÅhosphorylationKofKtheKyeastK˛‡XtubulinKαubbKregulatesKmicrotubuleKfunctionYK2011WKdWKe]ge[[ 38

400 ΔeamlessKgeneKtaggingKbyKendonucleaseXdrivenKhomologousKrecombinationYK2011WKdWKe_aegb 50
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399 τeastKwst_KrecruitsKtheKendoplasmicKreticulumKtoKtheKplasmaKmembraneKandKcreatesKaKribosomeXfreeK
membraneKmicrocompartmentYK2012WKeWKeage[a 62

398 wmpactKofKchromosomalKinversionsKonKtheKyeastKrozKclusterYK2012WKeWKeb_[__ 26

397 –eutralKlipidKmetabolismKinfluencesKphospholipidKsynthesisKandKdeacylationKinKΔaccharomycesK
cerevisiaeYK2012WKeWKebg_dg 23

396 αheKgeneticKbasisKofKnaturalKvariationKinKoenologicalKtraitsKinKΔaccharomycesKcerevisiaeYK2012WKeWKebgdb[ 58

395 zsb]KisKaKnegativeKregulatorKofKlas]eKdependentKactinKpolymerizationKinvolvedKinKendocytosisYK2013WK
fWKed]]be 9

394 retectionKandKcharacterizationKofKproteinKinteractionsKinKvivoKbyKaKsimpleKliveXcellKimagingKmethodYK
2013WKfWKed_]gc 18

393 αheK–XterminalKdomainsKofKγpsaKandKγpsfKareKcriticalKforKlocalizationKandKfunctionKofKtheKq RγsαK
tetheringKcomplexKonKendosomesYK2013WKfWKedea[e 15

392 wmprovedKblueWKgreenWKandKredKfluorescentKproteinKtaggingKvectorsKforKΔYKcerevisiaeYK2013WKfWKedeg[_ 132

391 αheKsuppressorKofKooq_KzethalityKΔoz]KmodulatesKsensitivityKofKheterologouslyKexpressedKartemiaK
orÅZoαÅKcarrierKtoKbongkrekateKinKyeastYK2013WKfWKeeb]fe 5

390 rynamicKtransKinteractionsKinKyeastKchromosomesYK2013WKfWKeecfgc 8

389 ’itochondrialKaminopeptidaseKdeletionKincreasesKchronologicalKlifespanKandKoxidativeKstressK
resistanceKwhileKdecreasingKrespiratoryKmetabolismKinKΔYKcerevisiaeYK2013WKfWKeee_ab 10

388 αheKΔecdapKxXdomainKisKrequiredKforKsRorKofKsolubleKproteinsKinKyeastYK2013WKfWKef_[cf 8

387 sffectsKofKtheKyeastKR–oXbindingKproteinKδhiaKonKtheKhalfXlifeKandKabundanceKofKqz–aKmR–oKandK
otherKtargetsYK2013WKfWKefbda[ 29

386 onKinKvivoKphotoXcrossXlinkingKapproachKrevealsKaKhomodimerizationKdomainKofKoha]KinKΔYKcerevisiaeYK
2014WKgWKefgbad 12

385 ÅroteomicKprofilingKofKautophagosomeKcargoKinKΔaccharomycesKcerevisiaeYK2014WKgWKeg]dc] 13

384 rualK–XKandKqXterminalKhelicesKareKrequiredKforKendoplasmicKreticulumKandKlipidKdropletKassociationK
ofKalcoholKacetyltransferasesKinKΔaccharomycesKcerevisiaeYK2014WKgWKe][b]b] 20

383 ÅqRKruplicationhKoK neXΔtepKqloningXtreeK’ethodKtoKuenerateKruplicatedKqhromosomalKzociKandK
wnterferenceXtreeKsxpressionKReportersKinKτeastYK2014WKgWKe]]bcg[ 9

382 Δβp]KÅlaysKaK–egativeKRoleKduringKΔtarvationKwnducedKΔporulationKÅrogramKinKΔaccharomycesK
cerevisiaeYK2015WK][WKe[]a_ac[ 3
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381 rualKtattyKocidKslongaseKqomplexKwnteractionsKinKorabidopsisYK2016WK]]WKe[]d[da] 12

380 otgbKplaysKanKimportantKroleKinKefficientKexpansionKofKautophagicKisolationKmembranesKbyKcleavingK
lipidatedKotgfKinKΔaccharomycesKcerevisiaeYK2017WK]_WKe[]f][be 24

379 γaultKR–osKpartiallyKinducesKdrugKresistanceKofKhumanKtumorKcellsK’qtXeKbyKbindingKtoKtheK
R–oZr–oXbindingKproteinKÅΔtKandKinducingKoncogeneKuousdYK2018WK]aWKe[]g]a_c 17

378 αheKRewiringKofKβbiquitinationKαargetsKinKaKÅathogenicKτeastKÅromotesK’etabolicKtlexibilityWKvostK
qolonizationKandKγirulenceYK2016WK]_WKe][[ccdd 48

377 qoXoptingKoαÅXgeneratingKglycolyticKenzymeKÅuy]KphosphoglycerateKkinaseKfacilitatesKtheK
assemblyKofKviralKreplicaseKcomplexesYK2017WK]aWKe][[ddfg 16

376 yeyKinterplayKbetweenKtheKcoXoptedKsortingKnexinXpoRKproteinsKandKÅwaÅKphosphoinositideKinKtheK
formationKofKtheKtombusvirusKreplicaseYK2020WK]dWKe][[g]_[ 7

375 oKnewKlinearKcyclinKdockingKmotifKthatKmediatesKexclusivelyKΔXphaseKqryXspecificKsignalingYK2021WK
b[WKe][cfag 9

374 tunctionKofKtheKΔ–oRsKτktdKonKautophagosomesKrequiresKtheKrsl]KcomplexKandKtheKotg]KkinaseK
complexYK2020WK_]WKec[eaa 7

373 RespiratoryKsupercomplexesKenhanceKelectronKtransportKbyKdecreasingKcytochromeKcKdiffusionK
distanceYK2020WK_]WKec][]c 23

372 otg]KkinaseKregulatesKautophagosomeXvacuoleKfusionKbyKcontrollingKΔ–oRsKbundlingYK2020WK_]WKec]fdg 6

371 αheKproteinKarchitectureKofKtheKendocyticKcoatKanalyzedKbyKtRsαKmicroscopyYK2020WK]dWKeg[[g 4

370 zossKofKwobbleKuridineKmodificationKinKtR–oKanticodonsKinterferesKwithKα RKpathwayKsignalingYK
2014WK]WKb]dXb_b 26

369 oKsimpleKmicrofluidicKplatformKtoKstudyKageXdependentKproteinKabundanceKandKlocalizationKchangesK
inYK2017WKbWK]dgX]eb 7

368 γalineKbiosynthesisKinKisKregulatedKbyKtheKmitochondrialKbranchedXchainKaminoKacidK
aminotransferaseKpat]YK2018WKcWK_gaX_gg 9

367 ÅrolineKmetabolismKregulatesKreplicativeKlifespanKinKtheKyeastYK2019WKdWKbf_Xbg[ 9

366 ΔtableKandKdestabilizedKutÅKreportersKtoKmonitorKcalcineurinKactivityKinYK2020WKeWK][dX]]b 3

365 ΔystematicKanalysisKofKnuclearKgeneKfunctionKinKrespiratoryKgrowthKandKexpressionKofKtheK
mitochondrialKgenomeKinYK2020WKeWK_abX_bg 5

364 rualKroleKofKaKuαÅaseKconformationalKswitchKforKmembraneKfusionKbyKmitofusinKubiquitylationYK
2020WKaWK 7
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363 oKtimeXresolvedKinteractionKanalysisKofKpem]KreconstructsKtheKflowKofKqdcb_KduringKpolarKgrowthYK
2020WKaWK 2

362 sRXassociatedKmitochondrialKdivisionKlinksKtheKdistributionKofKmitochondriaKandKmitochondrialKr–oK
inKyeastYK2013WK_WKe[[b__ 234

361 ΔterolKhomeostasisKrequiresKregulatedKdegradationKofKsqualeneKmonooxygenaseKbyKtheKubiquitinK
ligaseKroa][ZαebbYK2013WK_WKe[[gca 116

360 qellXcycleKdependentKphosphorylationKofKyeastKpericentrinKregulatesK˛‡XαuΔqXmediatedKmicrotubuleK
nucleationYK2014WKaWKe[__[f 62

359 oKRanuαÅXindependentKmechanismKallowsKribosomalKproteinKnuclearKimportKforKribosomeK
assemblyYK2014WKaWKe[abea 49

358 RoleKofKΔouoKinKtheKasymmetricKsegregationKofKr–oKcirclesKduringKyeastKageingYK2014WKaWK 67

357 oKnonXcanonicalKmechanismKforKqrm]XexportKcargoKcomplexKassemblyYK2015WKbWK 21

356 αheKvacuoleZlysosomeKisKrequiredKforKcellXcycleKprogressionYK2015WKbWK 33

355 αheKdecaXuεaKproteinsKτae]Xzto]KfunctionKasKadaptorsKrecruitingKtheKopqKproteinKRli]KforK
ironXsulfurKclusterKinsertionYK2015WKbWKe[f_a] 42

354 oxialKcontractionKandKshortXrangeKcompactionKofKchromatinKsynergisticallyKpromoteKmitoticK
chromosomeKcondensationYK2015WKbWKe][ag 24

353 oKtRsαXbasedKstudyKrevealsKsiteXspecificKregulationKofKspindleKpositionKcheckpointKproteinsKatKyeastK
centrosomesYK2016WKcWK 23

352 qlathrinKmodulatesKvesicleKscissionWKbutKnotKinvaginationKshapeWKinKyeastKendocytosisYK2016WKcWK 19

351 rirectKscreeningKforKchromatinKstatusKonKr–oKbarcodesKinKyeastKdelineatesKtheKregulomeKofKvayegK
methylationKbyKrot]YK2016WKcWK 18

350 ÅrefabricationKofKaKribosomalKproteinKsubcomplexKessentialKforKeukaryoticKribosomeKformationYK
2016WKcWK 22

349 ’olecularKarchitectureKofKtheKg[ΔKsmallKsubunitKpreXribosomeYK2017WKdWK 84

348 tunctionalKmappingKofKyeastKgenomesKbyKsaturatedKtranspositionYK2017WKdWK 76

347 oKsharpKÅif]XdependentKthresholdKseparatesKr–oKdoubleXstrandKbreaksKfromKcriticallyKshortK
telomeresYK2017WKdWK 10

346 ÅoloXlikeKkinaseKqdccKregulatesKΔpce_KrecruitmentKtoKspindleKpoleKbodyKinKtheKmethylotrophicK
yeastYK2017WKdWK 2
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345 qontextXdependentKdepositionKandKregulationKofKmR–osKinKÅXbodiesYK2018WKeWK 33

344 ’ultiXproteinKbridgingKfactorK]S’bf]TWKRpsaKandKosc]KpreventKstalledKribosomesKfromK
frameshiftingYK2018WKeWK 22

343 αheKmicrotubuleKpolymeraseKΔtu_KpromotesKoligomerizationKofKtheK˛‡XαuΔqKforKcytoplasmicK
microtubuleKnucleationYK2018WKeWK 27

342 αwoKdistinctKmechanismsKtargetKtheKautophagyXrelatedKsaKcomplexKtoKtheKpreXautophagosomalK
structureYK2019WKfWK 35

341 αheKproteasomeKbiogenesisKregulatorKRpnbKcooperatesKwithKtheKunfoldedKproteinKresponseKtoK
promoteKsRKstressKresistanceYK2019WKfWK 22

340 tR–oKligaseKstructureKrevealsKkineticKcompetitionKbetweenKnonXconventionalKmR–oKsplicingKandK
mR–oKdecayYK2019WKfWK 13

339 αypeXwKmyosinsKpromoteKactinKpolymerizationKtoKdriveKmembraneKbendingKinKendocytosisYK2019WKfWK 9

338 qooperationKofKmitochondrialKandKsRKfactorsKinKqualityKcontrolKofKtailXanchoredKproteinsYK2019WKfWK 33

337 ’eioticKcellularKrejuvenationKisKcoupledKtoKnuclearKremodelingKinKbuddingKyeastYK2019WKfWK 27

336 qytoplasmicKproteinKmisfoldingKtitratesKvspe[KtoKactivateKnuclearKvsf]YK2019WKfWK 26

335 ogeXdependentKdeteriorationKofKnuclearKporeKassemblyKinKmitoticKcellsKdecreasesKtransportK
dynamicsYK2019WKfWK 35

334 RemoteKcontrolKofKmicrotubuleKplusXendKdynamicsKandKfunctionKfromKtheKminusXendYK2019WKfWK 9

333 onKadvancedKcellKcycleKtagKtoolboxKrevealsKprinciplesKunderlyingKtemporalKcontrolKofK
structureXselectiveKnucleasesYK2020WKgWK 4

332 αheKuαÅaseK–og]KcoXordinatesKtheKassemblyWKmaturationKandKqualityKcontrolKofKdistantKribosomalK
functionalKcentersYK2020WKgWK 18

331 αheKcopyXnumberKandKvariedKstrengthsKofK’szαKmotifsKinKΔpc][cKbalanceKtheKstrengthKandK
responsivenessKofKtheKspindleKassemblyKcheckpointYK2020WKgWK 4

330 αheKmeioticKdriverKutilizesKcontrolledKproteinKaggregationKtoKgenerateKselectiveKcellKdeathYK2020WKgWK 10

329 oKconservedKandKregulatedKmechanismKdrivesKendosomalKRabKtransitionYK2020WKgWK 22

328 αheKeffectKofKhybridizationKonKtransposableKelementKaccumulationKinKanKundomesticatedKfungalK
speciesYK2020WKgWK 9
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327 tunctionalKimplicationsKofK’wRKdomainsKinKproteinKXmannosylationYK2020WKgWK 2

326 ossociationKandKdissociationKbetweenKtheKmitochondrialKtarKcomplexKandKotga_KregulateK
mitophagyYK2020WKgWK 5

325 vspg[KinteractionKnetworksKinKfungiXtoolsKandKtechniquesYK2021WK_]WK 0

324 onKwnducibleKΔystemKforKΔilencingKsstablishmentKRevealsKaKΔtepwiseK’echanismKinKδhichKonchoringK
atKtheK–uclearKÅeripheryKÅrecedesKveterochromatinKtormationYK2021WK][WK

323 redicatedKchaperonesKcoordinateKcoXtranslationalKregulationKofKribosomalKproteinKproductionKwithK
ribosomeKassemblyKtoKpreserveKproteostasisYK

322 ÅroteinKphosphataseK]KinKassociationKwithKpud]bKinhibitsKmitoticKexitKinYK2021WK][WK 1

321 tlexibleKopenKconformationKofKtheKoÅXaKcomplexKexplainsKitsKroleKinKcargoKrecruitmentKatKtheKuolgiYK
2021WK_geWK][]aab 2

320 ÅrogrammedKcorticalKsRKcollapseKdrivesKselectiveKsRKdegradationKandKinheritanceKinKyeastKmeiosisYK
2021WK__[WK 5

319 wce_KpromotesKsRKmembraneKbiogenesisKinKyeastKbyKinhibitingKtheKconservedKlipinKphosphataseK
complexYK2021WKb[WKe][egcf 5

318 qnm]KmediatesKnucleusXmitochondriaKcontactKsiteKformationKinKresponseKtoKphospholipidKlevelsYK
2021WK__[WK 6

317 ΔubunitKexchangeKamongKendolysosomalKtetheringKcomplexesKisKlinkedKtoKcontactKsiteKformationKatK
theKvacuoleYK2021WKa_WKbr]b 3

316 xourneyKtoKtheKqenterKofKtheK’itochondriaKuuidedKbyKtheKαailKonchorKofKÅroteinKαyrosineK
ÅhosphataseK]pYK

315 βsingKfluorescenceKtoKstudyKactomyosinKinKyeastsYK2014WK][cWK_eeXgf

314 αheKregulatableK’oza_KpromoterKinKΔYKcerevisiaehKcharacteristicsKandKtoolsKtoKfacilitateKitsKuseYK 0

313 qdc]bKzocalizationKasKaK’arkerKforK’itoticKsxithKwnKγivoK×uantitativeKonalysisKofKqdc]bKReleaseYK
2017WK]c[cWKcgXde 1

312 svaluationKofKtheKrynamicityKofK’itoticKsxitK–etworkKandKΔpindleKÅositionKqheckpointKqomponentsK
onKΔpindleKÅoleKpodiesKbyKtluorescenceKRecoveryKofterKÅhotobleachingKStRoÅTYK2017WK]c[cWK]deX]f_ 0

311 svolutionKofKReducedKqoXoctivatorKrependenceKzedKtoKαargetKsxpansionKofKaKΔtarvationKResponseK
ÅathwayYK

310 oKconservedKsignalingKnetworkKmonitorsKdeliveryKofKsphingolipidsKtoKtheKplasmaKmembraneKinK
buddingKyeastYK 1
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309 oKdiXacidicKmotifKtargetsKcytoplasmicKproteinsKforKunconventionalKproteinKsecretionYK

308 uenomeXδideK’echanismsKofKzifespanKsxtensionKbyKrietaryKRestrictionKinKτeastYK

307 αheKcellKpolarityKproteinsKpoi]pKandKpoi_pKstimulateKvesicleKfusionKatKtheKplasmaKmembraneKofK
yeastKcellsYK 1

306 urowthKarrestKinKyeastKwithKaberrant´ [kinetochore]´ isKrescuedKbyKtheKlossKof´ [ucnc]YK

305 sΔqRαXwwwKactsKinKscissioningKnewKperoxisomesKfromKtheKsRYK 1

304 qontextXdependentKdepositionKandKregulationKofKmR–osKinKÅXbodiesYK

303 ΔtructureKofKtheKeukaryoticKcytoplasmicKpreXb[ΔKribosomalKsubunitYK

302 ×uantitativeKonalysisKofKqlathrinX’ediatedKsndocytosisKinKτeastKbyKziveKqellKtluorescenceK
’icroscopyYK2018WK]fbeWK__cX_ae

301 oKZwÅ]KΔeparationXofXtunctionKolleleKRevealsKthatK’eioticKqentromereKÅairingKrrivesK’eioticK
ΔegregationKofKochiasmateKqhromosomesKinKpuddingKτeastYK 0

300 RepeatXspecificKfunctionsKforKtheKqXterminalKdomainKofKR–oKpolymeraseKwwKinKbuddingKyeastYK

299 zateralKplasmaKmembraneKcompartmentalizationKlinksKproteinKfunctionKandKturnoverYK

298 ÅÅ_oRts]enforcesKaKproportionalKrelationshipKbetweenKcellKsizeKandKgrowthKrateYK

297 oKsystemsKbiologyKapproachKtoKexploreKtheKimpactKofKmapleKtreeKdormancyKreleaseKonKsapKvariationK
andKmapleKsyrupKqualityYK

296 τeastKÅot]KcomplexKrestrictsKtheKaccumulationKofKR–oKpolymeraseKwwwKandKcountersKtheKreplicationK
stressKonKtheKtranscribedKgenesYK

295 wnvestigatingKtheKlongXtermKstabilityKofKproteinKimmunogenSsTKforKwholeKrecombinantKyeastXbasedK
vaccinesYK

294 revelopmentalKRegulationKofKanK rganelleKαetherKqoordinatesK’itochondrialKRemodelingKinK
’eiosisYK 1

293 ’ultiXproteinKpridgingKtactorK]S’bf]TWKRpsaKandKosc]KpreventKstalledKribosomesKfromK
frameshiftingYK

292 osymmetricKristributionKofKulucoseKαransporterKmR–oKÅrovidesKurowthKodvantageYK
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291 wmpactKofKtwoKneighbouringKribosomalKproteinKclustersKonKbiogenesisKfactorKbindingKandKassemblyK
ofKyeastKlateKsmallKribosomalKsubunitKprecursorsYK

290 Δfp]KregulatesKtheKΔouoKcomponentKαra]KinKresponseKtoKproteotoxicKstressKinKΔaccharomycesK
cerevisiaeYK

289 ÅÅ_opcc˛·KResponsibleKforKtheKvighKwnitialKRatesKofKolcoholicKtermentationKinKΔakeKτeastKΔtrainsKofK
ΔaccharomycesKcerevisiaeYK

288 sfectKofKΔecd]KinteractionKwithK’pd]KonKsndoplasmicKReticulumXKossociatedKregradationYK

287 αheKproteasomeKbiogenesisKregulatorKRpnbKcooperatesKwithKtheKunfoldedKproteinKresponseKtoK
promoteKresistanceKtoKendoplasmicKreticulumKstressYK

286 ÅooledKcloneKcollectionsKbyKmultiplexedKqRwΔÅRXqas]_aXassistedKgeneKtaggingKinKyeastYK

285 ogeXdependentKdeteriorationKofKnuclearKporeKassemblyKinKmitoticKcellsKdecreasesKtransportK
dynamicsYK

284 ÅÅbKphosphataseKcooperatesKinKrecombinationalKr–oKrepairKbyKenhancingKdoubleXstrandKbreakKendK
resectionYK

283 oKnovelKlinkKbetweenKqellKδallKwntegrityKpathwayKandKtlocculationWKregulatedKbyKyeastKΔen]K
dependentKinterplayKbetweenKRlm]KandKαup]YK

282 oKÅositiveKteedbackK’echanismKrrivesK’embraneKwngressionKruringKqytokinesisKinKanK
octomyosinXRingKwndependentK’annerYK

281 qus_KenforcesKtheKfirstKoαÅXdependentKstepKofKsplicingKbyKbindingKtoKyeastKΔtab]KthroughKaK
βv’Xβz’KinteractionYK

280 outophagicKregradationKofKanKomyloidXzikeKαranslationalKRepressorKRegulatesK’eioticKsxitYK

279 odvancedK’ethodsKforKtheKonalysisKofKolteredKÅreXmR–oKΔplicingKinKτeastKandKriseaseYK2019WK_[bgWK]a]X]b[

278 ΔpontaneousKwholeXgenomeKduplicationKrestoresKfertilityKinKinterspecificKhybridsYK

277 αheKubiquitinXconjugatingKenzymeKβbc]aX’ms_KcooperatesKwithKaKfamilyKofKtτγsXtypeXRw–uK
ubiquitinKproteinKligasesKinKydaXpolyubiquitylationKatKinternalKmembranesYK

276 ’eioticKqellularKRejuvenationKisKqoupledKtoK–uclearKRemodelingKinKpuddingKτeastYK

275 τtR[]dcZoipcKisKpartKofKanKactinKnucleationKcomplexKinKbuddingKyeastKcellsYK

274 ’ammalianKretromerKisKanKadaptableKscaffoldKforKcargoKsortingKfromKendosomesYK 0
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273 ÅÅ_oqdcccKdephosphorylatesKÅds]KtoKinhibitKspindleKelongationYK 1

272 qdc_bWKtheKsourceKofKactiveKqdcb_WKtransientlyKinteractsKwithKseptinsKtoKcreateKaKpositiveKfeedbackK
betweenKseptinKassemblyKandKbudKsiteKformationKinKyeastKcellsYK 1

271 onKactinKnucleationKcomplexKcatalyzesKfilamentKformationKatKsitesKofKexocytosisYK 1

270 ΔδR]KqhromatinKRemodelingKqomplexKÅreventsK’itoticKΔlippageKduringKΔpindleKÅositionK
qheckpointKorrestYK 1

269 oKγÅΔ]arKspasticKataxiaKmutationKdisruptsKtheKconservedKadaptorKbindingKsiteKinKyeastKγps]aYK

268 wnterconversionKbetweenKonticipatoryKandKoctiveKuwrKsaKβbiquitinKzigaseKqonformationsKviaK
’etabolicallyKrrivenKΔubstrateKReceptorKossemblyYK 0

267 –˛–XterminalKacetylationKofKproteinsKbyK–atoKandK–atpKservesKdistinctKphysiologicalKrolesK
inΔaccharomycesKcerevisiaeYK

266 αranscriptionXfactorKbindingKtoKreplicatedKr–oYK

265 mR–oKwithKmammalianKcodonKbiasKaccumulatesKinKyeastKmutantsKwithKconstitutiveKstressKgranulesYK

264 αheKcopyXnumberKandKvariedKstrengthsKofK’szαKmotifsKinKΔpc][cKbalanceKtheKstrengthKandK
responsivenessKtheKΔpindleKossemblyKqheckpointYK 0

263 ÅreciseKreplacementKofΔaccharomycesKcerevisiaeproteasomeKgenesKwithKhumanKorthologsKbyKanK
integrativeKtargetingKmethodYK

262 oKmechanismKtoKpreventKtransformationKofKtheKδhiaKmnemonKintoKaKprionYK

261 qqRbX– αKcomplexKnucleaseKqaf]KisKaKnovelKshuttleKfactorKinvolvedKinKtheKdegradationKofK
ubiquitinXmodifiedKproteinsKbyK_dΔKproteasomeYK

260 αheKeffectKofKhybridizationKonKtransposableKelementKaccumulationKinKanKundomesticatedKfungalK
speciesYK 1

259 ΔingleKmoleculeKmicroscopyKrevealsKkeyKphysicalKfeaturesKofKrepairKfociKinKlivingKcellsYK

258 sΔqRαKrecruitmentKbyKtheKinnerKnuclearKmembraneKproteinKveh]KisKregulatedKbyKvub]XmediatedK
alternativeKsplicingYK

257 ’ps]KpromotesKpolewardKchromosomeKmovementsKinKmeioticKproXmetaphaseYK

256 sxofacialKmembraneKcompositionKandKlipidKmetabolismKregulatesKplasmaKmembraneKÅbXoαÅaseK
substrateKspecificityYK 1
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255 vitchhikingKonKcondensedKchromatinKpromotesKplasmidKpersistenceKinKyeastKwithoutKperturbingK
chromosomeKfunctionYK

254 αypeKγK’yosinKfocusesKtheKpolarisomeKandKshapesKtheKtipKofKyeastKcellsYK

253 ÅotassiumKstarvationKinducesKautophagyKinKyeastYK

252 qharacterizationKofKÅlasmodiumKfalciparumK–srrfKandKidentificationKofKcullinsKasKitsKsubstratesYK

251 αheKR–oXbindingKproteinKÅufcKbuffersKmR–oKlevelsKagainstKchromatinXmediatedKchangesKinKnascentK
transcriptionYK

250 ÅroteinKÅhosphataseK]KinKassociationKwithKpud]bKinhibitsKmitoticKexitKinKΔaccharomycesKcerevisiaeYK

249 tluorescenceK’icroscopyKforKonalysisKofKRelocalizationKofKΔtructureXΔpecificKsndonucleasesYK2021WK
_]caWKc_]Xcab

248 orchitectureKofKtheKlinkerXscaffoldKinKtheKnuclearKporeYK 6

247 ÅlasmodiumKrrw]KisKanKessentialKchromatinXassociatedKproteinKwithKaKroleKinKr–oXproteinKcrosslinkK
repairYK 0

246 urowthXdependentKsignalsKdriveKanKincreaseKinKearlyKu]KcyclinKconcentrationKtoKlinkKcellKcycleKentryK
withKcellKgrowthYK2021WK][WK 5

245 ’appingKproteinKnetworksKinKyeastKmitochondriaKusingKproximityXdependentKbiotinKidentificationK
coupledKtoKproteomicsYK2020WK]WK][[_]g 1

244 qohesinKdysfunctionKresultsKinKcellKwallKdefectsKinKbuddingKyeastYK2021WK_]eWK]X]d 0

243 rrs_KregulatesKαRoÅÅwwwKinKotggKtransporthKexposingKtheKinterplayKofKÅbXoαÅasesKandK’ultisubunitK
αetheringKqomplexesYK

242 obnormalKsterolXinducedKcellKwallKglucanKdeficiencyKinKyeastKisKdueKtoKimpairedKglucanKsynthaseK
transportKtoKtheKplasmaKmembraneYK2020WK 2

241 ΔingleXcolorKtluorescenceKzifetimeKqrossXqorrelationKΔpectroscopyKinKvivoYK

240 αhewtfbmeioticKdriverKutilizesKcontrolledKproteinKaggregationKtoKgenerateKselectiveKcellKdeathYK 0

239 ’echanismsKofKupXregulationKofKβbiquitinXÅroteasomeKactivityKinKtheKabsenceKofK–atoKdependentK
–XterminalKacetylationYK

238 ’ps]KexpressionKisKcriticalKforKchromosomeKorientationKandKsegregationKinKyeastKwithKhighKploidyYK
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237 wnteractionKofKRΔqKchromatinKremodellingKcomplexKwithKnucleosomesKisKmodulatedKbyKvaKy]bK
acetylationKandKv_pKΔβ’ ylationKinKvivoYK

236 ΔtructureKofKtheKαtwwwqKsubcomplexKˇ�oKprovidesKinsightsKintoKR–oKpolymeraseKwwwKpreXinitiationK
complexKformationYK

235 ’odelXdrivenKexperimentalKdesignKidentifiesKcounterXactingKfeedbackKregulationKinKtheKosmoticK
stressKresponseKofKyeastYK

234 qXterminalKvoKtagsKcompromiseKfunctionKandKexacerbateKphenotypesKofKΔaccharomycesKcerevisiaeK
ploomâ��sKhelicaseKhomologKΔgs]KΔβ’ ylationXassociatedKmutantsYK

233 ΔexKwithoutKcrossingKoverKinKtheKyeastKΔaccharomycodesKludwigiiYK2021WK__WKa[a 1

232 tunctionalKcharacterizationKofÅolraahypomyelinatingKleukodystrophyKmutationsKinKtheΔYK
cerevisiaehomologWRÅq]d[YK

231 urowthXdependentKsignalsKdriveKanKincreaseKinKearlyKu]KcyclinKconcentrationKtoKlinkKcellKcycleKentryK
withKcellKgrowthYK

230 qharacterizationKofKqonstitutiveKmacroXsRXphagyYK

229 recappingKcomplexKisKessentialKforKfunctionalKÅXbodyKformationKandKisKbufferedKbyKnuclearK
localizationYK

228 RibosomalKproteinKΔeKubiquitinationKduringKsRKstressKinKyeastKisKassociatedKwithKselectiveKmR–oK
translationKandKstressKoutcomeYK

227 ÅexaKconfinesKpexophagyKreceptorKactivityKofKotgadKtoKperoxisomesKbyKregulatingKvrr_cXmediatedK
phosphorylationKandKproteasomalKdegradationYK2020WK_gcWK]d_g_X]d_gf 3

226 risturbedKintramitochondrialKphosphatidicKacidKtransportKimpairsKcellularKstressKsignalingYK

225 αheKrsorXboxKR–oKhelicaseKred]KfromKyeastKisKassociatedKwithKtheKsignalKrecognitionKparticleK
SΔRÅTWKandKitsKenzymaticKactivityKisKregulatedKbyKΔRÅ_]YK

224 Δ’qKqomplexesKoreKuuardedKbyKtheKΔβ’ KÅroteaseKβlp_KogainstKΔβ’ XqhainX’ediatedKαurnoverYK 0

223 recipheringKtheKrynamicKzandscapeKofKαranscriptionXossociatedKmR–ÅK×ualityKqontrolK
qomponentsK verKtheKδholeKτeastKuenomeYK2021WK__[gWK_c]X_dc 0

222 ÅoloXlikeKkinaseKactsKasKaKmolecularKtimerKthatKsafeguardsKtheKasymmetricKfateKofKspindleK
microtubuleXorganizingKcentersYK2020WKgWK 0

221 αheKandKbetaXtubulinKgenesKcannotKsubstituteKforKlossKofKtheKbetaXtubulinKgeneYK2021WK_[_]WK 1

220 oKshortKperinuclearKamphipathicK˛–XhelixKinKopq]_KpromotesKnuclearKporeKcomplexKbiogenesisYK2021WK
]]WK_][_c[ 3
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219 αheKinositolKpyrophosphateKmetabolismKofKrictyosteliumKdiscoideumKdoesKnotKregulateKinorganicK
polyphosphateKSpolyÅTKsynthesisYK2021WK][[fac 1

218 δidespreadKuseKofKunconventionalKtargetingKsignalsKinKmitochondrialKribosomeKproteinsYK2021WKe][gc]g 0

217 veterologousKsxpressionKandKossemblyKofKvumanKαzRKΔignalingKqomponentsKinYK2021WK]]WK 0

216 ÅhosphateKRestrictionKÅromotesKzongevityKviaKoctivationKofKoutophagyKandKtheK’ultivesicularK
podyKÅathwayYK2021WK][WK 2

215 qa_VKadministrationKpreventsK˛–XsynucleinKproteotoxicityKbyKstimulatingKcalcineurinXdependentK
lysosomalKproteolysisYK2021WK]eWKe][[gg]] 0

214 onK ptogeneticKαoolboxKforKΔynergisticKRegulationKofKÅroteinKobundanceYK2021WK 1

213 RecognitionKandKdeubiquitinationKofKfreeKb[ΔKforKtranslationalKresetKbyK tu_YK 0

212 βpXregulationKofKubiquitinXproteasomeKactivityKuponKlossKofK–atoXdependentK–XterminalK
acetylationYK2022WKcWK 0

211 wsolationKandKanalysisKofKaKsakeKyeastKmutantKwithKphenylalanineKaccumulationYK2021WK 2

210 βbiquitinationKdrivesKq ÅwKprimingKandKuolgiKΔ–oRsKlocalizationYK

209 osymmetricalKdoseXresponsesKshapeKtheKevolutionaryKtradeXoffKbetweenKantifungalKresistanceKandK
nutrientKuseYK

208 wncreasedKogrobacteriumXmediatedKtransformationKofKΔaccharomycesKcerevisiaeKafterKdeletionKofK
theKyeastKoro_KgeneYK2021WK 1
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40 αheKarginineKtransporterKqan]KactsKasKaKtransceptorKforKregulationKofKprolineKutilizationKinKtheKyeastK
ΔaccharomycesKcerevisiaeYK 0
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39 αheKmitochondrialKvspe[KcontrolsKtheKassemblyKofKtheKt]t XoαÅKsynthaseYK2023WK]bWK 0

38 oKmultipointKguidanceKmechanismKforK˛†XbarrelKfoldingKonKtheKΔo’KcomplexYK 0

37 RetromerKoligomerizationKdrivesKΔ–εXpoRKcoatKassemblyKandKmembraneKconstrictionYK2023WKb_WK 0

36 oKtoolboxKforKsystematicKdiscoveryKofKstableKandKtransientKproteinKinteractorsKinKbakerRsKyeastYK 0

35 ÅolyploidKyeastKareKdependentKonKelevatedKlevelsKofK’ps]KforKsuccessfulKchromosomeKsegregationYK 0

34 recodingKofKtheKubiquitinKcodeKforKclearanceKofKcollidingKribosomesKbyKtheKR×αKcomplexYK2023WK]bWK 1

33 ÅlasmodiumKrrw]KisKaKpotentialKtherapeuticKtargetKandKimportantKchromatinXassociatedKproteinYK
2023WK 0

32 αwoKmodesKofKque_XmediatedKmR–oKcleavageKwithKdistinctKsubstrateKrecognitionKinitiateKnoXgoK
decayYK2023WKc]WK_caX_e[ 1

31 αheKR–oKexportKandKR–oKdecayKcomplexesKαv KandKαRo’ÅKpreventKtranscriptionXreplicationK
conflictsWKr–oKbreaksWKandKqouKrepeatKcontractionsYK2022WK_[WKea[[]gb[ 0

30 ulobalKanalysisKofKagingXrelatedKproteinKstructuralKchangesKuncoversKenzymeKpolymerizationXbasedK
controlKofKlongevityYK 0

29 outorepressionXpasedKqonditionalKueneKsxpressionKΔystemKinKτeastKforKγariationXΔuppressedK
qontrolKofKÅroteinKrosageYK2023WKaWK 0

28 –anoscaleKstructuralKorganizationKandKstoichiometryKofKtheKbuddingKyeastKkinetochoreYK2023WK___WK 1

27 ’itochondrialKcomplexomeKrevealsKqualityXcontrolKpathwaysKofKproteinKimportYK2023WKd]bWK]caX]cg 0

26 αheKαranscriptionalKRegulatorKβmedKisKaK’ajorKrriverKofKsarlyKueneKsxpressionKduringK
uametogenesisYK 0

25 ’eioticKcellsKescapeKprolongedKspindleKcheckpointKactivityKthroughKkinetochoreKsilencingKandK
slippageYK2023WK]gWKe][][e[e 0

24 ristinctKouroraKpKpoolsKatKtheKinnerKcentromereKandKkinetochoreKhaveKdifferentKcontributionsKtoK
meioticKandKmitoticKchromosomeKsegregationYK2023WKabWK 0

23 onKevolutionarilyKconservedKbimodularKdomainKanchorsKZqavq]KandKitsKyeastKhomologueKÅmlagpK
toKtheKnuclearKbasketYK2023WKabWK 0

22 ΔystematicKanalysisKofKmicrotubuleKplusXendKnetworksKdefinesKspXcargoKcomplexesKcriticalKforK
mitosisKinKbuddingKyeastYK2023WKabWK 0
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21 ΔpatioXtemporalKregulationKofKendocyticKproteinKassemblyKbyKΔvaKdomainsKinKyeastYK2023WKabWK 0

20 ΔeptinKrefectsKtavourKΔymmetricKwnheritanceKofKtheKpuddingKτeastKreceptiveKqourtshipK’emoryYK
2023WK_bWKa[[a 0

19 ristinctKouroraKpKpoolsKatKtheKinnerKcentromereKandKkinetochoreKhaveKdifferentKcontributionsKtoK
meioticKandKmitoticKchromosomeKsegregationYK 0

18 Δnf]Zo’ÅyKfineXtunesKα Rq]KsignalingKinKresponseKtoKglucoseKstarvationYK]_WK 0

17 αheKcytoplasmicKsynthesisKandKcoupledKmembraneKtranslocationKofKeukaryoticKpolyphosphateKbyK
signalXactivatedKγαqKcomplexYK2023WK]bWK 0

16 ’olecularKbasisKofKewtcoXdependentKqoαKtailingKinKeukaryoticKribosomeXassociatedKqualityKcontrolYK
2023WKfaWKd[eXd_]Yeb 0

15 piochemicalKcharacterisationKofK’eraKhelicaseKinteractionsKandKtheKprotectionKofKmeioticK
recombinationKintermediatesYK 0

14 qhromosomeKbiorientationKrequiresKouroraKpâ��sKspatialKseparationKfromKitsKouterKkinetochoreK
substratesKbutKnotKitsKturnoverKatKkinetochoresYK 0

13 ueneticKrequirementsKforKrepairKofKlesionsKcausedKbyKsingleKgenomicKribonucleotidesKinKΔKphaseYK
2023WK]bWK 0

12 αerminatorXdependentKfacilitatedKrecyclingKofKR–oKpolymeraseKwwwKcouplesKtranscriptionalKactivationK
andKchromatinKremodelingKinKvivoYK 0

11 RegulatoryKsitesKinKtheK’on]Xqcz]KcomplexKcontrolKRabcKtoKRabeKtransitionKandKendosomeK
maturationYK 0

10 αheKÅbXoαÅaseKrrs_KinteractsKwithKandKstabilizesKtheKmultisubunitKtetheringKcomplexKαRoÅÅwwwKinK
yeastYK 0

9 βtilizingKaKnanobodyKrecruitmentKapproachKforKassessingKserineKpalmitoyltransferaseKactivityKinKsRK
subXcompartmentsKofKyeastYK 0

8 ΔpecificityKandKmechanismKofK]WdKhexanediolXinducedKdisruptionKofKnuclearKtransportYK 0

7 onKintermembraneKspaceKproteinKfacilitatesKcompletionKofKmitochondrialKdivisionKinKyeastYK 0

6 –ucleoporinK–sp]KsurveilsKtheKphaseKstateKofKtuX–upsYK 0

5 αheKdynaminKγps]KmediatesKotggKtransportKtoKtheKsitesKofKautophagosomeKformationYK2023WK][be]_ 0

4 oKsystematicKproximityKligationKapproachKtoKstudyingKproteinXsubstrateKspecificityKidentifiesKtheK
substrateKspectrumKofKtheKΔsh]KtransloconYK 0
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3 preakingKsporeKdormancyKinKbuddingKyeastKtransformsKtheKcytoplasmKandKtheKsolubilityKofKtheK
proteomeYK2023WK_]WKea[[_[b_ 0

2 zr KproteinsKandKγacfKformKaKvacuoleXlipidKdropletKcontactKsiteKrequiredKforKlipophagyKinKresponseK
toKstarvationYK 0

1 ueneticKinactivationKofKessentialvΔt]revealsKanKisolatedKtranscriptionalKstressKresponseKselectivelyK
inducedKbyKproteinKmisfoldingYK 0
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