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1.4 83

336 A single origin of large colony size in allodapine bees suggests a threshold event among 50 million
years of evolutionary tinkering. Insectes Sociaux, 2012, 59, 207-214. 0.7 15

337 Keeping it simple: flowering plants tend to retain, and revert to, simple leaves. New Phytologist, 2012,
193, 481-493. 3.5 34
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364 Evolution of antennules of cytheroidean ostracods (Crustacea). Arthropod Structure and
Development, 2013, 42, 395-405. 0.8 2

365 Adaptive responses to directional trait selection in the Miocene enabled Cape proteas to colonize the
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Water barriers and intraâ€•island isolation contribute to diversification in the insular
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376 Estimating field metabolic rates for Australian marsupials using phylogeny. Comparative Biochemistry
and Physiology Part A, Molecular &amp; Integrative Physiology, 2013, 164, 598-604. 0.8 10
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382 Molecular phylogenetics and morphological evolution of St. Johnâ€™s wort (Hypericum; Hypericaceae).
Molecular Phylogenetics and Evolution, 2013, 66, 1-16. 1.2 86

383 Is Permanent Parasitism Reversible?â€”Critical Evidence from Early Evolution of House Dust Mites.
Systematic Biology, 2013, 62, 411-423. 2.7 85
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387 Phylogenetic analyses of <i>Coprinopsis</i> sections <i>Lanatuli</i> and <i>Atramentarii</i> identify
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0.6 33
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