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Evolutionary Biology, 2013, 26, 1925-1933. 0.8 14

355 EVOLUTION OF SEX DETERMINATION SYSTEMS WITH HETEROGAMETIC MALES AND FEMALES IN<i>SILENE</i>.
Evolution; International Journal of Organic Evolution, 2013, 67, 3669-3677. 1.1 44

356 Repeated loss of an anciently horizontally transferred gene cluster in <i>Botrytis</i>. Mycologia,
2013, 105, 1126-1134. 0.8 39

357 Genome duplication and multiple evolutionary origins of complex migratory behavior in Salmonidae.
Molecular Phylogenetics and Evolution, 2013, 69, 514-523. 1.2 86

358 Elevational patterns of genetic variation in the cosmopolitan moss <i>Bryum argenteum</i>
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382 Molecular phylogenetics and morphological evolution of St. Johnâ€™s wort (Hypericum; Hypericaceae).
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