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2241 –ystemsGbiologyGisGtakingGoffUGGenome ResearchSG2003SGXZSGYZccTdW 9.7 30

2240 —heGxogicGofGxifeUGGenome ResearchSG2003SGXZSGYZcaTYZcb 9.7 78

2239 ohallengesGinGtheG‘verallGmnalysisGofGyicrobialG’roteomesUG2004SGYSGceTdb

2238 —XpnaseSGaGcommunityGwebTbasedGresourceGforGtypeGXGdiabetesGresearchUG2005SGZZSGpa__Te 41

2237 –ystemsGlevelGinsightsGintoGtheGstressGresponseGtoG VGradiationGinGtheGhalophilicGarchaeonG
talobacteriumGz”oTXUGGenome ResearchSG2004SGX_SGXWYaTZa 9.7 115

2236 —heGniomolecularGunteractionGzetworkGpatabaseGandGrelatedGtoolsGYWWaGupdateUG2005SGZZSGp_XdTY_ 437

2235 oontrolGofGyeastGfilamentousTformGgrowthGbyGmodulesGinGanGintegratedGmolecularGnetworkUGGenome 
ResearchSG2004SGX_SGZdWTeW 9.7 72

2234 mrrayX’athfGmappingGandGvisualizingGmicroarrayGgeneTexpressionGdataGwithGintegratedGbiologicalG
pathwayGresourcesGusingG–calableGVectorGsraphicsUG2004SGZYSGé_bWT_ 51

2233 yultiTlayeredGrepresentationGforGcellGsignalingGpathwaysUG2004SGZSGXWWeTYY 6

2232 éebunterViewerfGvisualizingGandGanalyzingGmolecularGinteractionGnetworksUG2004SGZYSGédeTea 19

2231 slobalGnetworkGanalysisGofGphenotypicGeffectsfGproteinGnetworksGandGtoxicityGmodulationGinG
–accharomycesGcerevisiaeUG2004SGXWXSGXdWWbTXX 105

2230 senomeGsequenceGofGtaloarculaGmarismortuifGaGhalophilicGarchaeonGfromGtheGpeadG–eaUGGenome 
ResearchSG2004SGX_SGYYYXTZ_ 9.7 246

2229  nderstandingGtheGyeastGproteomefGaGbioinformaticsGperspectiveUG2004SGXSGXeZTYWa 3

2228 yolecularGnetworksGinGmodelGsystemsUG2004SGaSGXccTdc 18

2227 ’athnxm–—fGaGtoolGforGalignmentGofGproteinGinteractionGnetworksUG2004SGZYSGédZTd 293

2226 qxploitingGbiologicalGcomplexityGforGstrainGimprovementGthroughGsystemsGbiologyUG2004SGYYSGXYbXTc 150
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2225 mGcommonGopenGrepresentationGofGmassGspectrometryGdataGandGitsGapplicationGtoGproteomicsG
researchUG2004SGYYSGX_aeTbb 632

2224 pzmTmicroarrayGanalysisGofGbrainGcancerfGmolecularGclassificationGforGtherapyUG2004SGaSGcdYTeY 166

2223 ’roteomicsUG2004SGaSGYbcTeZ 159

2222 —owardsGaGsystemsGbiologyGunderstandingGofGhumanGhealthfGinterplayGbetweenGgenotypeSG
environmentGandGnutritionUG2004SGXWSGaXTd_ 37

2221 untegratingGphenotypicGandGexpressionGprofilesGtoGmapGarsenicTresponseGnetworksUG2004SGaSG”ea 143

2220 oomprehensiveGdeGnovoGstructureGpredictionGinGaGsystemsTbiologyGcontextGforGtheGarchaeaG
talobacteriumGspUGz”oTXUG2004SGaSG”aY 36

2219 –ystemTbasedGproteomicGanalysisGofGtheGinterferonGresponseGinGhumanGliverGcellsUG2004SGaSG”a_ 55

2218 –ystemsGbiologyGandGnewGtechnologiesGenableGpredictiveGandGpreventativeGmedicineUG2004SGZWbSGb_WTZ 821

2217 nioinformaticsGandG–ystemsGniologySGrapidlyGevolvingGtoolsGforGinterpretingGplantGresponseGtoGglobalG
changeUG2004SGeWSGXXcTXZX 10

2216 totGspotsGforGmodulatingGtoxicityGidentifiedGbyGgenomicGphenotypingGandGlocalizationGmappingUG
2004SGXbSGXXcTYa 82

2215 —owardGanGintegrativeGsystemsGtoxicologyUG2004SGaSGXXbZTb 4

2214 ohartingGgeneGregulatoryGnetworksfGstrategiesSGchallengesGandGperspectivesUG2004SGZdXSGXTXY 61

2213 ’athwayGanalysisGofGcoronaryGatherosclerosisUG2005SGYZSGXWZTXd 136

2212 tighTthroughputGmetabolicGstateGanalysisfGtheGmissingGlinkGinGintegratedGfunctionalGgenomicsGofG
yeastsUG2005SGZddSGbbeTcc 134

2211 –ystematicGinterpretationGofGgeneticGinteractionsGusingGproteinGnetworksUG2005SGYZSGabXTb 341

2210 ’robabilisticGmodelGofGtheGhumanGproteinTproteinGinteractionGnetworkUG2005SGYZSGeaXTe 338

2209 nioinformaticGmethodsGforGintegratingGwholeTgenomeGexpressionGresultsGintoGcellularGnetworksUG
2005SGXWSGcYcTZ_ 37

2208 —oolsGenablingGtheGelucidationGofGmolecularGpathwaysGactiveGinGhumanGdiseasefGapplicationGtoG
tepatitisGoGvirusGinfectionUG2005SGbSGXa_ 13
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2207 oomponentTbasedGsoftwareGarchitectureGforGbiosystemGreverseGengineeringUG2005SGXWSG_WWT_Wc 2

2206 ’henotypeGanalysisGusingGnetworkGmotifsGderivedGfromGchangesGinGregulatoryGnetworkGdynamicsUG
2005SGbWSGaYaT_b 3

2205 rurtherGstepsGtowardsGdataGstandardisationfGtheG’roteomicG–tandardsGunitiativeGt ’‘GZOrdPGannualG
congressSGneijingGYaTYcOthPG‘ctoberSGYWW_UG2005SGaSGZZcTe 31

2204 ’roteinGinteractionGdatabasesUG2005SG

2203 ”efiningGproteinGsubcellularGlocalizationUG2005SGXSGebb 68

2202 nalancingGproteinGsimilarityGandGgeneGcoTexpressionGrevealsGnewGlinksGbetweenGgeneticG
conservationGandGdevelopmentalGdiversityGinGinvertebratesUG2005SGYXSGXaaWTd 13

2201 –tudyGofGcoordinativeGgeneGexpressionGatGtheGbiologicalGprocessGlevelUG2005SGYXSGZbaXTc 10

2200 pynamicGpropertiesGofGnetworkGmotifsGcontributeGtoGbiologicalGnetworkGorganizationUG2005SGZSGeZ_Z 259

2199 mGgridGlayoutGalgorithmGforGautomaticGdrawingGofGbiochemicalGnetworksUG2005SGYXSGYWZbT_Y 50

2198 ”etrovirusesGandGyeastGretrotransposonsGuseGoverlappingGsetsGofGhostGgenesUGGenome ResearchSG
2005SGXaSGb_XTa_ 9.7 74

2197 seneticalGgenomicsGanalysisGofGaGyeastGsegregantGpopulationGforGtranscriptionGnetworkGinferenceUG
2005SGXcWSGaZZT_Y 76

2196 VisualizingGniologicalG’athwaysfG”equirementsGmnalysisSG–ystemsGqvaluationGandG”esearchGmgendaUG
2005SG_SGXeXTYWa 68

2195 ’roVizfGproteinGinteractionGvisualizationGandGexplorationUG2005SGYXSGYcYT_ 90

2194 oreatingSGyodelingSGandGVisualizingGyetabolicGzetworksUG2005SG_eXTaXd 4

2193 yedusafGaGsimpleGtoolGforGinteractionGgraphGanalysisUG2005SGYXSG__ZYTZ 146

2192 pivergentGmechanismsGofGciseSGtransXXTandGtransXWSGcisXYTconjugatedGlinoleicGacidGaffectingGinsulinG
resistanceGandGinflammationGinGapolipoproteinGqGknockoutGmicefGaGproteomicsGapproachUG2005SGXeSGXc_bTd 69

2191 ”esponseGofGapolipoproteinGqQZTxeidenGtransgenicGmiceGtoGdietaryGfattyGacidsfGcombiningGliverG
proteomicsGwithGphysiologicalGdataUG2005SGXeSGdXZTa 52

2190 prosophilaGmelanogasterfGaGcaseGstudyGofGaGmodelGgenomicGsequenceGandGitsGconsequencesUG
Genome ResearchSG2005SGXaSGXbbXTc 9.7 59
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2189 udentifyingGregulatoryGsubnetworksGforGaGsetGofGgenesUG2005SG_SGbdZTeY 53

2188 pizzyfGstochasticGsimulationGofGlargeTscaleGgeneticGregulatoryGnetworksGOsupplementaryGmaterialPUG
2005SGZSG_ZcTa_ 21

2187 seneGfunctionGpredictionGfromGcongruentGsyntheticGlethalGinteractionsGinGyeastUG2005SGXSGYWWaUWWYb 101

2186 oonservedGpatternsGofGproteinGinteractionGinGmultipleGspeciesUG2005SGXWYSGXec_Te 586

2185 nizs‘fGaGoytoscapeGpluginGtoGassessGoverrepresentationGofGgeneGontologyGcategoriesGinGbiologicalG
networksUG2005SGYXSGZ__dTe 3065

2184 piscoveringGfunctionalGtranscriptionGfactorGbindingGfromGsuperimposedGgeneGnetworksUG

2183 –ystemsGbiologyGforGtheGvirtualGplantUG2005SGXZdSGaaWT_ 72

2182 ’roteomicGresourcesfGintegratingGbiomedicalGinformationGinGhumansUG2005SGZb_SGXZTd 10

2181 seneticGnetworkGinteractionsGamongGreplicationSGrepairGandGnuclearGporeGdeficienciesGinGyeastUG2005SG
_SG_aeTbd 97

2180 rromGproteinGnetworksGtoGbiologicalGsystemsUG2005SGaceSGXdYXTc 65

2179 mnGintegratedGapproachGforGinferenceGandGmechanisticGmodelingGforGadvancingGdrugGdevelopmentUG
2005SGaceSGXdcdTdZ 24

2178 oomputationalGrepresentationGofGdevelopmentalGgeneticGregulatoryGnetworksUG2005SGYdZSGXTXb 181

2177 yanagingGgenomicGandGproteomicGknowledgeUG2005SGYSGXecTYW_ 2

2176 ohapterGXYGnioinformaticsGstandardsGandGtoolsGinGproteomicsUG2005SG_bSGaWXTaYX

2175 ‘ntologicalGanalysisGofGgeneGexpressionGdatafGcurrentGtoolsSGlimitationsSGandGopenGproblemsUG2005SG
YXSGZadcTea 669

2174 ’uyéalkerfGvisualisingGproteinGinteractionGnetworksGusingGtheGt ’‘G’–uGmolecularGinteractionG
formatUG2005SG_SGXZcTe 5

2173 nioxayoutOvavaPfGversatileGnetworkGvisualisationGofGstructuralGandGfunctionalGrelationshipsUG2005SG_SGcXT_ 46

2172 pizzyfGstochasticGsimulationGofGlargeTscaleGgeneticGregulatoryGnetworksUG2005SGZSG_XaTZb 174
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2171 mGcompendiumGofGoaenorhabditisGelegansGregulatoryGtranscriptionGfactorsfGaGresourceGforGmappingG
transcriptionGregulatoryGnetworksUG2005SGbSG”XXW 142

2170 iVicifGunterrelationalGVisualizationGandGoorrelationGunterfaceUG2005SGbSG”XXa 9

2169  lyssesGTGanGapplicationGforGtheGprojectionGofGmolecularGinteractionsGacrossGspeciesUG2005SGbSG”XWb 20

2168 ValidationGandGrefinementGofGgeneTregulatoryGpathwaysGonGaGnetworkGofGphysicalGinteractionsUG2005
SGbSG”bY 63

2167 perivationGofGgeneticGinteractionGnetworksGfromGquantitativeGphenotypeGdataUG2005SGbSG”Zd 100

2166 ”ecurrentGinsertionGandGduplicationGgenerateGnetworksGofGtransposableGelementGsequencesGinGtheG
prosophilaGmelanogasterGgenomeUG2006SGcSG”XXY 134

2165 –ystematicGscreeningGofGpolyphosphateGOpolyG’PGlevelsGinGyeastGmutantGcellsGrevealsGstrongG
interdependenceGwithGprimaryGmetabolismUG2006SGcSG”XWe 54

2164 unferringGtranscriptionalGmodulesGfromGohu’TchipSGmotifGandGmicroarrayGdataUG2006SGcSG”Zc 78

2163 oomparativeGanalysisGofG–accharomycesGcerevisiaeGééGdomainsGandGtheirGinteractingGproteinsUG
2006SGcSG”ZW 48

2162 UG2006SGaZSGY_ZdTY__Z 0

2161 taveGsreenGTGmGVisualGmnalyticsGrrameworkGforGxargeG–emanticGsraphsUG2006SG 11

2160 explo”asefGqxploratoryGpataGmnalysisGofG–ystemsGniologyGpataUG 3

2159 untegrativeGpataGyiningGforGmssessingGunternationalGoonflictGqventsUG2006SG

2158 ’athnankfGéebTnasedG“ueryingGandGVisualziationGofGanGuntegratedGniologicalG’athwayGpatabaseUG

2157 –ystemsGbiologyGapproachesGidentifyGm—rZGasGaGnegativeGregulatorGofG—ollTlikeGreceptorG_UG2006SG__XSGXcZTd 608

2156 ’ath–ysfGintegratingGmolecularGinteractionGgraphsGforGsystemsGbiologyUG2006SGcSGaa 36

2155 qffectsGofGprostratinGonGoyclinG—XV’T—qrbGfunctionGandGtheGgeneGexpressionGprofileGinGprimaryG
restingGop_RG—GcellsUG2006SGZSGbb 61

2154 VisualizingGnetworksUG2006SG_XXSG_WdTYX 14
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2153 mGnetworkTbasedGanalysisGofGtheGlateTphaseGreactionGofGtheGskinUG2006SGXXdSGYYWTa 25

2152 yodulationGofGtheG—x”TmediatedGinflammatoryGresponseGbyGtheGendogenousGhumanGhostGdefenseG
peptideGxxTZcUG2006SGXcbSGY_aaTb_ 430

2151 yotifGsearchGinGgraphsfGapplicationGtoGmetabolicGnetworksUG2006SGZSGZbWTd 117

2150 mctGgloballySGthinkGlocallyfGsystemsGbiologyGaddressesGtheG’pαGdomainUG2006SGXSGYWcTXW 20

2149 ’athwayGanalysisGusingGrandomGforestsGclassificationGandGregressionUG2006SGYYSGYWYdTZb 182

2148 mGpzmGintegrityGnetworkGinGtheGyeastG–accharomycesGcerevisiaeUG2006SGXY_SGXWbeTdX 456

2147 mGgeneTcenteredGoUGelegansGproteinTpzmGinteractionGnetworkUG2006SGXYaSGXXeZTYWa 194

2146 untegratedGanalysisGofGmultipleGdataGsourcesGrevealsGmodularGstructureGofGbiologicalGnetworksUG2006
SGZ_aSGZWYTe 25

2145 ooevolutionSGmodularityGandGhumanGdiseaseUG2006SGXbSGbZcT__ 19

2144 qngineeringGyeastGtranscriptionGmachineryGforGimprovedGethanolGtoleranceGandGproductionUG2006SG
ZX_SGXabaTd 638

2143 yodularityGofGtheGtranscriptionalGresponseGofGproteinGcomplexesGinGyeastUG2006SGZbZSGadeTbXW 21

2142 mGwiringGofGtheGhumanGnucleolusUG2006SGYYSGYdaTea 52

2141 orinderfGlocatingGcliquesGandGoverlappingGmodulesGinGbiologicalGnetworksUG2006SGYYSGXWYXTZ 673

2140 éorkingGtogetherGtoGrespondGtoGtheGchallengesGofGq GpolicyGtoGreplaceGanimalGtestingUG2006SGZ_SGXXTd 3

2139 nio’mXGâ��GbiologicalGpathwayGdataGexchangeGformatUG2006SG 6

2138 VirologyGinGtheGYXstGcenturyfGfindingGfunctionGwithGfunctionalGgenomicsUG2006SGXSG_cTaZ 10

2137 yicroarrayGanalysisGofGgeneGexpressionfGconsiderationsGinGdataGminingGandGstatisticalGtreatmentUG
2006SGYaSGZaaTbZ 56

2136 —ranscriptionalGactivatorsGinGyeastUG2006SGZ_SGeaaTbc 77
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2135 oomprehensiveGcurationGandGanalysisGofGglobalGinteractionGnetworksGinG–accharomycesGcerevisiaeUG
2006SGaSGXX 246

2134 ”econstructingGproteinGcomplexesfGfromGproteomicsGtoGsystemsGbiologyUG2006SGbSG_cY_TZX 16

2133 runctionalGannotationGofGproteinsGidentifiedGinGhumanGbrainGduringGtheGt ’‘GnrainG’roteomeG
’rojectGpilotGstudyUG2006SGbSGaWaeTca 23

2132 —heGpitfallsGofGproteomicsGexperimentsGwithoutGtheGcorrectGuseGofGbioinformaticsGtoolsUG2006SGbSGaaccTeb 77

2131 ’roteomeGinformaticsGuufGbioinformaticsGforGcomparativeGproteomicsUG2006SGbSGa__aTbb 30

2130 mGfirstGglobalGanalysisGofGplasmidGencodedGproteinsGinGtheGmoxmyqGdatabaseUG2006SGZWSGedWTe_ 34

2129 —owardGtheGsystemsGbiologyGofGvesicleGtransportUG2006SGcSGcbXTd 7

2128 slobalGmappingGofGpharmacologicalGspaceUG2006SGY_SGdWaTXa 686

2127 ”everseGengineeringGcellularGnetworksUG2006SGXSGbbYTcX 273

2126 —heGmodelGorganismGasGaGsystemfGintegratingGNomicsNGdataGsetsUG2006SGcSGXedTYXW 572

2125 slobalGlandscapeGofGproteinGcomplexesGinGtheGyeastG–accharomycesGcerevisiaeUG2006SG__WSGbZcT_Z 2327

2124 –ystemsGbiologyGasGaGfoundationGforGgenomeTscaleGsyntheticGbiologyUG2006SGXcSG_ddTeY 100

2123 mggregationGofGbioinformaticsGdataGusingG–emanticGéebGtechnologyUG2006SG_SGYXbTYYX 23

2122 mGsemanticGwebGapproachGtoGbiologicalGpathwayGdataGreasoningGandGintegrationUG2006SG_SGYWcTYXa 6

2121 mlgorithmsGforGnetworkGanalysisGinGsystemsTmpyqV—oxGusingGtheGyetaooreGandGyetaprugG
platformsUG2006SGZbSGdccTeWX 110

2120 pesigningGhighlyGflexibleGandGusableGcyberinfrastructuresGforGconvergenceUG2006SGXWeZSGXbXTce 12

2119 yodelingGnetworkGgrowthGwithGassortativeGmixingUG2006SGaWSGbXcTbZW 12

2118 mnalysisGofGmicroarrayGexperimentsGofGgeneGexpressionGprofilingUG2006SGXeaSGZcZTdd 177
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2117 ‘neGhundredGyearsGofGhighTthroughputGprosophilaGresearchUG2006SGX_SGZ_eTbY 17

2116 mdvancesGinGtheGanalysisGofGdynamicGproteinGcomplexesGbyGproteomicsGandGdataGprocessingUG2006SG
ZdbSG_dYTeZ 9

2115 runctionalGgeneGanalysisGofGindividualGresponseGtoGchallengeGofG–uVmacYZeGinGyUGmulattaG’nyoG
cultureUG2006SGZ_dSGY_YTaY 8

2114 unformationGintegrationGofGproteinTproteinGinteractionsGasGessentialGtoolsGforGimmunomicsUG2006SG
Y__SGd_Tb 3

2113 –ystemsGbiologyGofGinnateGimmunityUG2006SGY__SGXWaTe 34

2112 senomicsGofG—srTbetaXGsignalingGinGstemGcellGcommitmentGandGdendriticGcellGdevelopmentUG2006SG
Y__SGXXbTYW 6

2111 niologicalGmicroarrayGinterpretationfGtheGrulesGofGengagementUG2006SGXcaeSGZXeTYc 35

2110 simniofGaGvavaGpackageGforGtheGdevelopmentGofGdetailedGcellGmodelsUG2006SGeWSGZbWTcc 34

2109 Vmz—qpfGaGsystemGforGadvancedGdataGanalysisGandGvisualizationGinGtheGcontextGofGbiologicalG
networksUG2006SGcSGXWe 350

2108 —heGsagglefGanGopenTsourceGsoftwareGsystemGforGintegratingGbioinformaticsGsoftwareGandGdataG
sourcesUG2006SGcSGXcb 120

2107 mGdatabaseGandGtoolSGuyGnrowserSGforGexploringGandGintegratingGemergingGgeneGandGproteinG
interactionGdataGforGprosophilaUG2006SGcSGXea 24

2106 qxplorationGofGbiologicalGnetworkGcentralitiesGwithGoentinizUG2006SGcSGYXe 134

2105 untegratedGbiclusteringGofGheterogeneousGgenomeTwideGdatasetsGforGtheGinferenceGofGglobalG
regulatoryGnetworksUG2006SGcSGYdW 178

2104 –nqmy–TyicroarrayfGdatabaseGsoftwareGsupportingGgenomicGexpressionGanalysesGforGsystemsG
biologyUG2006SGcSGYdb 45

2103 éhole’athway–copefGaGcomprehensiveGpathwayTbasedGanalysisGtoolGforGhighTthroughputGdataUG
2006SGcSGZW 177

2102 qvaluationGofGclusteringGalgorithmsGforGproteinTproteinGinteractionGnetworksUG2006SGcSG_dd 577

2101 c’athfGopenGsourceGsoftwareGforGcollectingSGstoringSGandGqueryingGbiologicalGpathwaysUG2006SGcSG_ec 83

2100 untzetpnGvXUWfGanGintegratedGproteinTproteinGinteractionGnetworkGdatabaseGgeneratedGbyGaG
probabilisticGmodelUG2006SGcSGaWd 54
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2099 mnGevaluationGofGhumanGproteinTproteinGinteractionGdataGinGtheGpublicGdomainUG2006SGcG–upplGaSG–Xe 168

2098 slobalGsimilarityGandGlocalGdivergenceGinGhumanGandGmouseGgeneGcoTexpressionGnetworksUG2006SGbSGcW 58

2097 mGhighTthroughputGscreenGidentifyingGsequenceGandGpromiscuityGcharacteristicsGofGtheGlox’GspacerG
regionGinGoreTmediatedGrecombinationUG2006SGcSGcZ 45

2096 —ransformingGomicsGdataGintoGcontextfGbioinformaticsGonGgenomicsGandGproteomicsGrawGdataUG2006SG
YcSGYbaeTca 31

2095 untegrativeGmrrayGmnalyzerfGaGsoftwareGpackageGforGanalysisGofGcrossTplatformGandGcrossTspeciesG
microarrayGdataUG2006SGYYSGXbbaTc 13

2094 oomputationalGmodelingGofGtheG’lasmodiumGfalciparumGinteractomeGrevealsGproteinGfunctionGonGaG
genomeTwideGscaleUGGenome ResearchSG2006SGXbSGa_YTe 9.7 79

2093  singGéebGmgentsGforGpataGyiningGofGrungalGsenomesUG2006SGbSGYecTZWe

2092 tierarchicalGvisualizationGofGmetabolicGnetworksGusingGvirtualGrealityUG2006SG 6

2091 nioompUG2006SG

2090 udentificationGofGtheGproliferationVdifferentiationGswitchGinGtheGcellularGnetworkGofGmulticellularG
organismsUG2006SGYSGeX_a 78

2089 teterotachyGinGmammalianGpromoterGevolutionUG2006SGYSGeZW 90

2088 zetmlignfGaGwebTbasedGtoolGforGcomparisonGofGproteinGinteractionGnetworksUG2006SGYYSGYXcaTc 53

2087 sraphTbasedGanalysisGandGvisualizationGofGexperimentalGresultsGwithG‘zpqXUG2006SGYYSGXZdZTeW 159

2086 ’umzmfGproteinGinteractionsGandGnetworkGanalysisUG2006SGYYSGXWXaTc 43

2085 zetworkGanalysisGofGhumanGinTstentGrestenosisUG2006SGXX_SGYb__Ta_ 56

2084 mGsystematicG”zmGinterferenceGscreenGrevealsGaGcellGmigrationGgeneGnetworkGinGoUGelegansUG2006SG
XXeSG_dXXTd 67

2083 ’roteomeGanalysisGofGtalobacteriumGspUGz”oTXGfacilitatedGbyGtheGbiomoduleGanalysisGtoolGny–orterUG
2006SGaSGedcTec 13

2082 pisentanglingGinformationGflowGinGtheG”asTcmy’GsignalingGnetworkUGGenome ResearchSG2006SGXbSGaYWTb 9.7 13
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2081 –qnuzufG–oftwareGqnvironmentGforGnuologicalGzetworkGunferenceUG2006SGYYSGYcWbTd 18

2080 xocalGsimilarityGanalysisGrevealsGuniqueGassociationsGamongGmarineGbacterioplanktonGspeciesGandG
environmentalGfactorsUG2006SGYYSGYaZYTd 183

2079 ’”‘pu–—uzGéebG–itefGaGtoolGforGtheGfunctionalGclassificationGofGproteinsGfromGinteractionGnetworksUG
2006SGYYSGY_dTaW 18

2078 qxpressionGandGfunctionalGprofilingGrevealGdistinctGgeneGclassesGinvolvedGinGfattyGacidGmetabolismUG
2006SGYSGYWWbUWWWe 39

2077 nioinformaticsGmpproachesGtoGuntegrateGyetabolomicsGandG‘therG–ystemsGniologyGpataUG2006SGXWaTXXa 9

2076 pryGworkGinGaGwetGworldfGcomputationGinGsystemsGbiologyUG2006SGYSG_W 14

2075 mGnetworkTbasedGanalysisGofGpolyanionTbindingGproteinsGutilizingGyeastGproteinGarraysUG2006SGaSGYYbZTcd 12

2074  nravelingGtranscriptionGregulatoryGnetworksGbyGproteinTpzmGandGproteinTproteinGinteractionG
mappingUGGenome ResearchSG2006SGXbSGX__aTa_ 9.7 121

2073 —ranscriptionalGcoordinationGofGtheGmetabolicGnetworkGinGmrabidopsisUG2006SGX_YSGcbYTc_ 163

2072 pevelopmentGandGumplementationGofGtheG’–uGyuG–tandardGforGyolecularGunteractionUG2006SG 1

2071 yultiplexedGproteinGarrayGplatformsGforGanalysisGofGautoimmuneGdiseasesUG2006SGY_SGZeXT_Xd 94

2070 niologicalzetworksfGvisualizationGandGanalysisGtoolGforGsystemsGbiologyUG2006SGZ_SGé_bbTcX 70

2069 —heGt−zmGplatformGforGcomparativeGinteractomicsfGaGwebGtoolGforGmanagingSGcomparingGandGminingG
multipleGnetworksUG2006SGYYSGYebdTcW 61

2068 sene’rofGaGoytoscapeGplugTinGforGadvancedGvisualizationGandGanalysisGofGinteractionGnetworksUG2006SG
YYSGYXcdTe 40

2067 niozetnuilderfGautomaticGintegrationGofGbiologicalGnetworksUG2007SGYZSGZeYTZ 73

2066 untegrationGofGexpressionGprofilesGandGgeneticGmappingGdataGtoGidentifyGcandidateGgenesGinG
intracranialGaneurysmUG2007SGZYSG_aTac 27

2065 nacteriomeUorgTTanGintegratedGproteinGinteractionGdatabaseGforGqUGcoliUG2008SGZbSGpbZYTb 43

2064 untmctTTopenGsourceGresourceGforGmolecularGinteractionGdataUG2007SGZaSGpabXTa 626
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2063 yakingGdatabaseGsystemsGusableUG2007SG 130

2062 zetworkGgenomicsUG2007SGdeTXXa 9

2061 –ystemsGanalysisGofGchaperoneGnetworksGinGtheGmalarialGparasiteG’lasmodiumGfalciparumUG2007SGZSGXcWXTXa 88

2060 udentificationGofGputativeGandrogenGreceptorGinteractionGproteinGmodulesfGcytoskeletonGandG
endosomesGmodulateGandrogenGreceptorGsignalingGinGprostateGcancerGcellsUG2007SGbSGYaYTcX 46

2059 –ungearfGinteractiveGvisualizationGandGfunctionalGanalysisGofGgenomicGdatasetsUG2007SGYZSGYaeTbX 32

2058 unferringGgenomeTwideGfunctionalGlinkagesGinGqUGcoliGbyGcombiningGimprovedGgenomeGcontextG
methodsfGcomparisonGwithGhighTthroughputGexperimentalGdataUGGenome ResearchSG2007SGXcSGaYcTZa 9.7 50

2057 mGpredictedGinteractomeGforGmrabidopsisUG2007SGX_aSGZXcTYe 233

2056 yichiganGyolecularGunteractionsGOyiyuPfGputtingGtheGjigsawGpuzzleGtogetherUG2007SGZaSGpabbTcX 88

2055 –ystematicGdiscoveryGofGfunctionalGmodulesGandGcontextTspecificGfunctionalGannotationGofGhumanG
genomeUG2007SGYZSGiYYYTe 62

2054 qxpressionGofGaGtumorTrelatedGgeneGnetworkGincreasesGinGtheGmammalianGhypothalamusGatGtheGtimeG
ofGfemaleGpubertyUG2007SGX_dSGaX_cTbX 73

2053 —heGriceGkinaseGdatabaseUGmGphylogenomicGdatabaseGforGtheGriceGkinomeUG2007SGX_ZSGaceTdb 116

2052 —XpnasefGintegrationGandGpresentationGofGcomplexGdataGforGtypeGXGdiabetesGresearchUG2007SGZaSGpc_YTb 56

2051 ”egulationGofGyeastGoscillatoryGdynamicsUG2007SGXW_SGYY_XTb 120

2050 UG2007SG

2049 mGnetworkGofGgenesGregulatedGbyGlightGinGcyanobacteriaUG2007SGXXSGXbbTda 12

2048 –qnuzuTomnuzfGmnGmnalysisG’ipelineGforGniologicalGzetworkGunferenceSGwithGaGoaseG–tudyGinG
’roteinT’roteinGunteractionGzetworkG”econstructionUG2007SG 1

2047 wineticGyodelingGusingGnio’mXGontologyUG2007SGYWWcSGZZeTZ_d 10

2046 mGsraphT—heoreticGmnalysisGofGtheGtumanG’roteinTunteractionGzetworkG singGyulticoreG’arallelG
mlgorithmsUG2007SG 4
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2045 pifferentialGbindingGofGcalmodulinTrelatedGproteinsGtoGtheirGtargetsGrevealedGthroughGhighTdensityG
mrabidopsisGproteinGmicroarraysUG2007SGXW_SG_cZWTa 299

2044 mGlargeTscaleGproteinGproteinGinteractionGanalysisGinG–ynechocystisGspUG’oobdWZUG2007SGX_SGYWcTXb 149

2043 ‘ntoT—oolsfGnewGadditionsGandGimprovementsGinGYWWbUG2007SGZaSGéYWbTXX 84

2042 unTdepthGanalysisGofGtheGadipocyteGproteomeGbyGmassGspectrometryGandGbioinformaticsUG2007SGbSGXYacTcZ 91

2041 xiteratureTbasedGcompoundGprofilingfGapplicationGtoGtoxicogenomicsUG2007SGdSGXaYXTZ_ 20

2040 —heGnios”upGunteractionGpatabasefGYWWdGupdateUG2008SGZbSGpbZcT_W 548

2039 —ranscriptionalGresponsesGtoGfattyGacidGareGcoordinatedGbyGcombinatorialGcontrolUG2007SGZSGXXa 53

2038 Vismz—GZUWfGnewGmodulesGforGpathwayGvisualizationSGeditingSGpredictionGandGconstructionUG2007SGZaSGébYaTZY 58

2037 zetyatchfGaGoytoscapeGpluginGforGsearchingGbiologicalGnetworksUG2007SGYZSGeXWTY 62

2036 s‘lorizefGaGoytoscapeGplugTinGforGnetworkGvisualizationGwithGseneG‘ntologyTbasedGlayoutGandG
coloringUG2007SGYZSGZe_Tb 84

2035 oerebralfGaGoytoscapeGpluginGforGlayoutGofGandGinteractionGwithGbiologicalGnetworksGusingG
subcellularGlocalizationGannotationUG2007SGYZSGXW_WTY 145

2034 structureVizfGlinkingGoytoscapeGandG o–rGohimeraUG2007SGYZSGYZ_aTc 60

2033 —heGyi–inkG’luginfGoytoscapeGasGaGgraphicalGinterfaceGtoGtheGpatabaseGofGunteractingG’roteinsUG2007SG
YZSGYXeZTa 16

2032
“uantitativeGphosphoproteomeGprofilingGofGéntZaTmediatedGsignalingGnetworkfGindicatingGtheG
involvementGofGribonucleosideTdiphosphateGreductaseGyYGsubunitGphosphorylationGatGresidueG
serineGYWGinGcanonicalGéntGsignalGtransductionUG2007SGbSGXeaYTbc

54

2031 ”eliableGpredictionGofGregulatorGtargetsGusingGXYGprosophilaGgenomesUGGenome ResearchSG2007SGXcSGXeXeTZX9.7 123

2030 oyclonefGjavaTbasedGqueryingGandGcomputingGwithG’athwayVsenomeGdatabasesUG2007SGYZSGXYeeTZWW 10

2029 mGtandemGaffinityGpurificationTbasedGtechnologyGplatformGtoGstudyGtheGcellGcycleGinteractomeGinG
mrabidopsisGthalianaUG2007SGbSGXYYbTZd 175

2028 mssessingGsignificanceGofGconnectivityGandGconservationGinGproteinGinteractionGnetworksUG2007SGX_SGc_cTb_ 45
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2027 udentificationGofGtightlyGregulatedGgroupsGofGgenesGduringGprosophilaGmelanogasterGembryogenesisUG
2007SGZSGcY 62

2026 oelloircuitsfGaGdatabaseGofGproteinGnetworkGmodelsUG2007SGZaSGpaZdT_a 18

2025 mnalyzingGseneG”elationshipsGforGpownG–yndromeGwithGxabeledG—ransitionGsraphsUG2007SG 0

2024 settingGconnectedfGanalysisGandGprinciplesGofGbiologicalGnetworksUG2007SGYXSGXWXWTY_ 380

2023 nroadGnetworkTbasedGpredictabilityGofG–accharomycesGcerevisiaeGgeneGlossTofTfunctionGphenotypesUG
2007SGdSG”Yad 71

2022 untegrativeGanalysisGforGfindingGgenesGandGnetworksGinvolvedGinGdiabetesGandGotherGcomplexG
diseasesUG2007SGdSG”YaZ 45

2021 ’mαm”fGaGframeworkGforGcollectionGandGdisseminationGofGcisTregulatoryGsequenceGannotationUG2007SG
dSG”YWc 77

2020 orossTspeciesGclusterGcoTconservationfGaGnewGmethodGforGgeneratingGproteinGinteractionGnetworksUG
2007SGdSG”Xda 10

2019 yetabolicGpeculiaritiesGofGmspergillusGnigerGdisclosedGbyGcomparativeGmetabolicGgenomicsUG2007SGdSG”XdY 42

2018 zetworkGmotifGanalysisGofGaGmultiTmodeGgeneticTinteractionGnetworkUG2007SGdSG”XbW 10

2017 mGfunctionalGmapGofGzrkappanGsignalingGidentifiesGnovelGmodulatorsGandGmultipleGsystemGcontrolsUG
2007SGdSG”XW_ 16

2016 —oxicogenomicGanalysisGofGoaenorhabditisGelegansGrevealsGnovelGgenesGandGpathwaysGinvolvedGinG
theGresistanceGtoGcadmiumGtoxicityUG2007SGdSG”XYY 124

2015 ”eactomefGaGknowledgeGbaseGofGbiologicGpathwaysGandGprocessesUG2007SGdSG”Ze 454

2014 senomeGmappingGandGexpressionGanalysesGofGhumanGintronicGnoncodingG”zmsGrevealGtissueTspecificG
patternsGandGenrichmentGinGgenesGrelatedGtoGregulationGofGtranscriptionUG2007SGdSG”_Z 159

2013 “ualitativeGnetworkGmodelsGandGgenomeTwideGexpressionGdataGdefineGcarbonVnitrogenTresponsiveG
molecularGmachinesGinGmrabidopsisUG2007SGdSG”c 240

2012 olusteringGofGgenesGintoGregulonsGusingGintegratedGmodelingTo‘s”uyUG2007SGdSG”_ 48

2011 zetworkGvisualizationGandGnetworkGanalysisUG2007SGecSGY_aTca 19

2010 mnalysisGofGexpressionGdatafGanGoverviewUG2007SGohapterGXXSG nitXXU_ 1
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2009 towGtoGinferGgeneGnetworksGfromGexpressionGprofilesUG2007SGZSGcd 437

2008 –electiveG”afGinhibitionGinGcancerGtherapyUG2007SGXXSGXadcTbWe 50

2007 ’roteomicsGinGYWWaVYWWbfGdevelopmentsSGapplicationsGandGchallengesUG2007SGceSG_ZYaT_Z 53

2006 ’athwayGanalysisGsoftwareGasGaGtoolGforGdrugGtargetGselectionSGprioritizationGandGvalidationGofGdrugG
mechanismUG2007SGXXSG_XXTYX 23

2005 sraph–capefGintegratedGmultivariateGnetworkGvisualizationUG2007SG 5

2004 oomparingGproteinGinteractionGnetworksGviaGaGgraphGmatchTandTsplitGalgorithmUG2007SGX_SGdeYTeWc 49

2003 qnablingGhighTthroughputGdataGmanagementGforGsystemsGbiologyfGtheGnioinformaticsG”esourceG
yanagerUG2007SGYZSGeWbTe 42

2002 yotifzetworkfGsenomeTéideGpomainGmnalysisGusingGsridTenabledGéorkflowsUG2007SG 2

2001 ”egulationGofGgeneGexpressionGbyGsmallGnonTcodingG”zmsfGaGquantitativeGviewUG2007SGZSGXZd 231

2000 —oolsGforGvisuallyGexploringGbiologicalGnetworksUG2007SGYZSGYbaXTe 180

1999 mGsystemsGbiologyGapproachGforGpathwayGlevelGanalysisUGGenome ResearchSG2007SGXcSGXaZcT_a 9.7 796

1998 oomparativeGproteomeGanalysisGofGhumanGepithelialGovarianGcancerUG2007SGaSGXb 46

1997 —heGintracellularGregionGofGzotchGligandsfGdoesGtheGtailGmakeGtheGdifferencekUG2007SGYSGXe 39

1996 zetworkTbasedGpredictionGofGproteinGfunctionUG2007SGZSGdd 743

1995 qUGcoliGmetabolomicsfGcapturingGtheGcomplexityGofGaGâ��simpleâ��GmodelUG2007SGXdeTYZ_ 3

1994 mnalysisGofGexpressionGdatafGanGoverviewUG2007SGohapterGcSG nitGcUX 7

1993 nrainGexpressedGmicro”zmsGimplicatedGinGschizophreniaGetiologyUG2007SGYSGedcZ 210

1992 ’roteomicGshiftsGinGembryonicGstemGcellsGwithGgeneGdoseGmodificationsGsuggestGtheGpresenceGofG
balancerGproteinsGinGproteinGregulatoryGnetworksUG2007SGYSGeXYXd 21

(2007-2007)

15



1991 —ranscriptionalGnetworksGinG–UGcerevisiaeGlinkedGtoGanGaccumulationGofGbaseGexcisionGrepairG
intermediatesUG2007SGYSGeXYaY 14

1990 ’ublicGpatabasesGandG–oftwareGforGtheG’athwayGmnalysisGofGoancerGsenomesUG2007SGZSGXXcbeZaXWcWWZWW 9

1989 untegrativeGdatabaseGmanagementGforGmouseGdevelopmentfGsystemsGandGconceptsUG2007SGdXSGXTXe 5

1988 –ystemsGlevelGanalysisGofGosteoclastogenesisGrevealsGintrinsicGandGextrinsicGregulatoryGinteractionsUG
2007SGYZbSGYXdXTec 24

1987 omnuzfGcollectiveGanalysisGofGbiologicalGinteractionGnetworksUG2007SGZXSGYYYTa 16

1986 mnGintegrativeGinGsilicoGapproachGforGdiscoveringGcandidatesGforGdrugTtargetableGproteinTproteinG
interactionsGinGinteractomeGdataUG2007SGcSGXW 16

1985 —heGurologicGepithelialGstemGcellGdatabaseGO q–oPGTGaGwebGtoolGforGcellGtypeTspecificGgeneGexpressionG
andGimmunohistochemistryGimagesGofGtheGprostateGandGbladderUG2007SGcSGXe 22

1984 nroadeningGtheGhorizonTTlevelGYUaGofGtheGt ’‘T’–uGformatGforGmolecularGinteractionsUG2007SGaSG__ 204

1983 mGglobalGanalysisGofGgeneticGinteractionsGinGoaenorhabditisGelegansUG2007SGbSGd 120

1982 mGXUaaGmGresolutionGXTrayGcrystalGstructureGofGtqrYVq”tGandGinsightsGintoGitsGtranscriptionalGandG
cellTcycleGinteractionGnetworksUG2007SGbdSG_YcTZc 16

1981 –ystematicGinvestigationGofGlycopeneGeffectsGinGxzoa’GcellsGbyGuseGofGnovelGlargeTscaleGproteomicG
analysisGsoftwareUG2007SGXSGaXZTaYZ 27

1980 zineGstepsGtoGproteomicGwisdomfGmGpracticalGguideGtoGusingGproteinTproteinGinteractionGnetworksG
andGmolecularGpathwaysGasGaGframeworkGforGinterpretingGdiseaseGproteomicGprofilesUG2007SGXSGXXabTbd 5

1979 —heGextantGcoreGbacterialGproteomeGisGanGarchiveGofGtheGoriginGofGlifeUG2007SGcSGdcaTde 44

1978 éuT’tufGaGweightedGyeastGinteractomeGenrichedGforGdirectGphysicalGinteractionsUG2007SGcSGeZYT_Z 72

1977 udentifyingGfunctionalGmodulesGinGtheGphysicalGinteractomeGofG–accharomycesGcerevisiaeUG2007SGcSGe__TbW 112

1976 oomputationalGanalysisGofGhumanGproteinGinteractionGnetworksUG2007SGcSGYa_XTaY 57

1975 piscoveringGfunctionsGandGrevealingGmechanismsGatGmolecularGlevelGfromGbiologicalGnetworksUG2007SG
cSGYdabTbe 90

1974 “uantitativeGproteomicsGusingGuniformGOXaPzTlabelingSGym–o‘—SGandGtheGtransTproteomicGpipelineUG
2007SGcSGZ_bYTe 40
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1973 ”elatingGproteinGpharmacologyGbyGligandGchemistryUG2007SGYaSGXecTYWb 1278

1972 mnGintegratedGmassGspectrometricGandGcomputationalGframeworkGforGtheGanalysisGofGproteinG
interactionGnetworksUG2007SGYaSGZ_aTaY 147

1971 —owardsGzoomableGmultidimensionalGmapsGofGtheGcellUG2007SGYaSGa_cTa_ 73

1970 —heGminimumGinformationGrequiredGforGreportingGaGmolecularGinteractionGexperimentGOyuyuxPUG2007SG
YaSGde_Td 229

1969 runctionalGatlasGofGtheGintegrinGadhesomeUG2007SGeSGdadTbc 899

1968 ’redictionGandGassignmentGofGfunctionGforGaGdivergentGzTsuccinylGaminoGacidGracemaseUG2007SGZSG_dbTeX 87

1967 –caffoldGcompositionGandGbiologicalGrelevanceGofGscreeningGlibrariesUG2007SGZSG__YTb 148

1966 untegrationGofGbiologicalGnetworksGandGgeneGexpressionGdataGusingGoytoscapeUG2007SGYSGYZbbTdY 1798

1965 yetazetworkfGaGcomputationalGprotocolGforGtheGgeneticGstudyGofGmetabolicGnetworksUG2007SGYSGbdaTe_ 25

1964 “uantitativeGpredictionGofGcellularGmetabolismGwithGconstraintTbasedGmodelsfGtheGo‘n”mG—oolboxUG
2007SGYSGcYcTZd 661

1963 neyondGstandardizationfGdynamicGsoftwareGinfrastructuresGforGsystemsGbiologyUG2007SGdSGYZaT_Z 39

1962 pisruptedGinG–chizophreniaGXGunteractomefGevidenceGforGtheGcloseGconnectivityGofGriskGgenesGandGaG
potentialGsynapticGbasisGforGschizophreniaUG2007SGXYSGc_Tdb 349

1961 yodelTbasedGclusteringGforGsocialGnetworksUG2007SGXcWSGZWXTZa_ 359

1960 yetabolicGnetworkGvisualizationGeliminatingGnodeGredundanceGandGpreservingGmetabolicGpathwaysUG
2007SGXSGYe 32

1959 mGsystemsGbiologyGapproachGtoGmodellingGteaGOoamelliaGsinensisPUG2007SGXSG 2

1958 nio’’fGaGtoolGforGwebTpublicationGofGbiologicalGnetworksUG2007SGdSGXbd 12

1957 piscoveringGfunctionalGlinkagesGandGuncharacterizedGcellularGpathwaysGusingGphylogeneticGprofileG
comparisonsfGaGcomprehensiveGassessmentUG2007SGdSGXcZ 66

1956 senomeGqxpressionG’athwayGmnalysisG—oolTTanalysisGandGvisualizationGofGmicroarrayGgeneG
expressionGdataGunderGgenomicSGproteomicGandGmetabolicGcontextUG2007SGdSGXce 16
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1955 senym’’GYfGnewGfeaturesGandGresourcesGforGpathwayGanalysisUG2007SGdSGYXc 207

1954 oharacterizationGofGproteinTinteractionGnetworksGinGtumorsUG2007SGdSGYY_ 81

1953 mGhighTaccuracyGconsensusGmapGofGyeastGproteinGcomplexesGrevealsGmodularGnatureGofGgeneG
essentialityUG2007SGdSGYZb 194

1952 mnGexplorationGofGalternativeGvisualisationsGofGtheGbasicGhelixTloopThelixGproteinGinteractionG
networkUG2007SGdSGYde 5

1951 olassificationGofGmicroarrayGdataGusingGgeneGnetworksUG2007SGdSGZa 149

1950 nzpnGTGtheGniochemicalGzetworkGpatabaseUG2007SGdSGZbc 33

1949 senesYzetworksfGconnectingGlistsGofGgeneGsymbolsGusingGmammalianGproteinGinteractionsG
databasesUG2007SGdSGZcY 114

1948 —heGriregoosefGtwoTwayGintegrationGofGdiverseGdataGfromGdifferentGbioinformaticsGwebGresourcesG
withGdesktopGapplicationsUG2007SGdSG_ab 27

1947 mnGefficientGgridGlayoutGalgorithmGforGbiologicalGnetworksGutilizingGvariousGbiologicalGattributesUG
2007SGdSGcb 22

1946 unferringGbiologicalGnetworksGwithGoutputGkernelGtreesUG2007SGdG–upplGYSG–_ 18

1945 –haredGtranscriptionalGcorrelationsGinGseedGformationGandGinGplantsGresponseGtoGdroughtUG2007SGdSG 1

1944 nioompfGanGinformationGfusionGplatformGforGbioTnetworkGinferenceGandGanalysisUG2007SGdG–upplGeSG–Y 6

1943 omsTencodedGpolyglutamineGlengthGpolymorphismGinGtheGhumanGgenomeUG2007SGdSGXYb 60

1942 qvidenceGforGsystemsTlevelGmolecularGmechanismsGofGtumorigenesisUG2007SGdSGXda 28

1941 qsr”GassociatedGexpressionGprofilesGvaryGwithGbreastGtumorGsubtypeUG2007SGdSGYad 208

1940 senesGinvolvedGinG—srGbetaXTdrivenGepithelialTmesenchymalGtransitionGofGrenalGepithelialGcellsGareG
topologicallyGrelatedGinGtheGhumanGinteractomeGmapUG2007SGdSGZdZ 16

1939 unvestigationGofGfactorsGaffectingGpredictionGofGproteinTproteinGinteractionGnetworksGbyG
phylogeneticGprofilingUG2007SGdSGZeZ 14

1938 mGsystemsGbiologyGanalysisGofGproteinTproteinGinteractionsGbetweenGyeastGsuperoxideGdismutasesG
andGpzmGrepairGpathwaysUG2007SG_ZSGaacTbc 19
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1937 slobalGmappingGofGgeneVproteinGinteractionsGinG’ubyedGabstractsfGaGframeworkGandGanGexperimentG
withG’aZGinteractionsUG2007SG_WSG_aZTb_ 12

1936 mGnewGframeworkGforGidentifyingGcombinatorialGregulationGofGtranscriptionGfactorsfGaGcaseGstudyGofG
theGyeastGcellGcycleUG2007SG_WSGcWcTYa 25

1935 qxpandingGtheGmetabolicGengineeringGtoolboxfGmoreGoptionsGtoGengineerGcellsUG2007SGYaSGXZYTc 183

1934 mGframeworkGforGelucidatingGregulatoryGnetworksGbasedGonGpriorGinformationGandGexpressionGdataUG
2007SGXXXaSGY_WTd 15

1933 pialogueGonGreverseTengineeringGassessmentGandGmethodsfGtheGp”qmyGofGhighTthroughputG
pathwayGinferenceUG2007SGXXXaSGXTYY 267

1932 ’hospho’epTTaGphosphoproteomeGresourceGforGsystemsGbiologyGresearchGinGprosophilaGwcXbcGcellsUG
2007SGZSGXZe 160

1931 unferringGtheGskeletonGcellGcycleGregulatoryGnetworkGofGmalariaGparasiteGusingGcomparativeGgenomicG
andGvariationalGnayesianGapproachesUG2008SGXZYSGXZXT_Y 7

1930 senomicsGandGfunctionalGgenomicsGwithGhaloarchaeaUG2008SGXeWSGXecTYXa 31

1929  ncoveringGtheGgeneGknockoutGlandscapeGforGimprovedGlycopeneGproductionGinGqUGcoliUG2008SGcdSGdWXTXW 51

1928 pifferentialG’lasmaGslycoproteomeGofGpXeG–kinGoancerGyouseGyodelG singGtheGoorraGxabelTrreeG
xoTy–G’roteomicsG’latformUG2008SG_SGXWa 10

1927 oomputationalGpredictionGofGproteinTproteinGinteractionsUG2008SGZdSGXTXc 152

1926 runctionalGgenomicsGinGradiationGbiologyfGaGgatewayGtoGcellularGsystemsTlevelGstudiesUG2008SG_cSGYaTZX 39

1925 yonitoringGofGmultipleGsclerosisGimmunotherapyfGfromGsingleGcandidatesGtoGbiomarkerGnetworksUG
2008SGYaaG–upplGbSG_dTac 73

1924 mGglobalGviewGofGdrugTtherapyGinteractionsUG2008SGdSGa 66

1923 qfficiencyGofGtheGimmunomeGproteinGinteractionGnetworkGincreasesGduringGevolutionUG2008SG_SG_ 12

1922 niologicalGprocessesSGpropertiesGandGmolecularGwiringGdiagramsGofGcandidateGlowTpenetranceGbreastG
cancerGsusceptibilityGgenesUG2008SGXSGbY 13

1921 mGsurveyGofGvisualizationGtoolsGforGbiologicalGnetworkGanalysisUG2008SGXSGXY 134

1920 yiningGtissueGspecificitySGgeneGconnectivityGandGdiseaseGassociationGtoGrevealGaGsetGofGgenesGthatG
modifyGtheGactionGofGdiseaseGcausingGgenesUG2008SGXSGd 28
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1919 ’—’epsilonGhasGaGcriticalGroleGinGsignalingGtransductionGpathwaysGandGphosphoproteinGnetworkG
topologyGinGredGcellsUG2008SGdSG_beaTcWd 26

1918 ’roteomicGapproachesGtoGtheGanalysisGofGmultiproteinGsignalingGcomplexesUG2008SGdSGdZYTaX 42

1917 ’roteinGnetworkingfGinsightsGintoGglobalGfunctionalGorganizationGofGproteomesUG2008SGdSGceeTdXb 62

1916 ’m—uwmmadfGputtingGmicroarrayGdataGintoGpathwayGcontextUG2008SGdSGYXebTd 7

1915 ’hosphoproteomicsfGmGpossibleGrouteGtoGnovelGbiomarkersGofGbreastGcancerUG2008SGYSGXdXTe_ 7

1914 —ranscriptionalGprofilingGofGtheGmegabladderGmousefGaGuniqueGmodelGofGbladderGdysmorphogenesisUG
2008SGYZcSGXcWTdb 11

1913 ’roteomicGanalysisGtoGcharacterizeGdifferentialGmouseGstrainGsensitivityGtoGcadmiumTinducedG
forelimbGteratogenesisUG2008SGdYSGXdcTee 13

1912 mpplicationsGofGdomainTdomainGinteractionsGinGpathwayGstudyUG2008SGZYSGdXTc 3

1911 seneGmoduleGlevelGanalysisfGidentificationGtoGnetworksGandGdynamicsUG2008SGXeSG_dYTeX 76

1910 mGgraphTtheoreticGanalysisGofGtheGhumanGproteinTinteractionGnetworkGusingGmulticoreGparallelG
algorithmsUG2008SGZ_SGbYcTbZe 14

1909 –electedGreactionGmonitoringGforGquantitativeGproteomicsfGaGtutorialUG2008SG_SGYYY 1081

1908 qvolutionGofGmammalsGandGtheirGgutGmicrobesUG2008SGZYWSGXb_cTaX 2355

1907 mGsystemsGbiologyGapproachGtoGpredictionGofGoncogenesGandGmolecularGperturbationGtargetsGinG
nTcellGlymphomasUG2008SG_SGXbe 161

1906 oomprehensiveGmicro”zmGprofilingGrevealsGaGuniqueGhumanGembryonicGstemGcellGsignatureG
dominatedGbyGaGsingleGseedGsequenceUG2008SGYbSGXaWbTXb 184

1905 ’hylogeneticGprofilingUG2008SG_aZSGYWXTXb 4

1904 éalkingGtheGinteractomeGforGprioritizationGofGcandidateGdiseaseGgenesUG2008SGdYSGe_eTad 875

1903 —heGtumanG’henotypeG‘ntologyfGaGtoolGforGannotatingGandGanalyzingGhumanGhereditaryGdiseaseUG
2008SGdZSGbXWTa 585

1902  nderstandingGbiologicalGfunctionsGthroughGmolecularGnetworksUG2008SGXdSGYY_TZc 117
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1901 −amanakaGfactorsGcriticallyGregulateGtheGdevelopmentalGsignalingGnetworkGinGmouseGembryonicG
stemGcellsUG2008SGXdSGXXccTde 85

1900 yappingGtheGhumanGproteinGinteractomeUG2008SGXdSGcXbTY_ 40

1899 —heGfibromatosisGsignatureGdefinesGaGrobustGstromalGresponseGinGbreastGcarcinomaUG2008SGddSGaeXTbWX 86

1898 ”egulatoryGpotentialGforGconcertedGmodulationGofGzrfYTGandGzfkbXTmediatedGgeneGexpressionGinG
inflammationGandGcarcinogenesisUG2008SGeeSGYWcWTdY 125

1897 mGconsensusGyeastGmetabolicGnetworkGreconstructionGobtainedGfromGaGcommunityGapproachGtoG
systemsGbiologyUG2008SGYbSGXXaaTbW 471

1896 zetworkGpharmacologyfGtheGnextGparadigmGinGdrugGdiscoveryUG2008SG_SGbdYTeW 2255

1895 —owardsGaGcyberinfrastructureGforGtheGbiologicalGsciencesfGprogressSGvisionsGandGchallengesUG2008SGeSGbcdTdd 123

1894 slobalGmonitoringGofGautumnGgeneGexpressionGwithinGandGamongGphenotypicallyGdivergentG
populationsGofG–itkaGspruceGO’iceaGsitchensisPUG2008SGXcdSGXWZTXYY 103

1893 oomprehensiveGgeneGexpressionGatlasGforGtheGmrabidopsisGym’GkinaseGsignallingGpathwaysUG2008SG
XceSGb_ZTbbY 81

1892 VisualizingGsenomeGqxpressionGandG”egulatoryGzetworkGpynamicsGinGsenomicGandGyetabolicG
oontextUG2008SGYcSGddcTde_ 17

1891 yolecularGandGcellularGapproachesGforGtheGdetectionGofGproteinTproteinGinteractionsfGlatestG
techniquesGandGcurrentGlimitationsUG2008SGaZSGbXWTZa 142

1890 –’uwqTTaGdatabaseSGvisualizationGandGanalysisGtoolGofGcellularGsignalingGpathwaysUG2008SGeSGXXW 48

1889 unferringGtheGroleGofGtranscriptionGfactorsGinGregulatoryGnetworksUG2008SGeSGYYd 10

1888 mGvisualGanalyticsGapproachGforGunderstandingGbiclusteringGresultsGfromGmicroarrayGdataUG2008SGeSGY_c 32

1887 senoxi’fGaGsoftwareGprogramGforGclusteringGgeneGlistsGbyGliteratureGprofilingGandGconstructingGgeneG
coToccurrenceGnetworksGrelatedGtoGcustomGkeywordsUG2008SGeSGZWd 34

1886 rq”zGTGaGvavaGframeworkGforGstochasticGsimulationGandGevaluationGofGreactionGnetworksUG2008SGeSGZab 23

1885 yethodologyGcapturefGdiscriminatingGbetweenGtheGIbestIGandGtheGrestGofGcommunityGpracticeUG2008SG
eSGZae 12

1884 ’redictingGproteinGlinkagesGinGbacteriafGwhichGmethodGisGbestGdependsGonGtaskUG2008SGeSGZec 14
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1883 ’resentingGandGexploringGbiologicalGpathwaysGwithG’athVisioUG2008SGeSGZee 272

1882 i”efundexfGaGconsolidatedGproteinGinteractionGdatabaseGwithGprovenanceUG2008SGeSG_Wa 404

1881 sene—railqxpressfGaGwebTbasedGpipelineGforGtheGstatisticalGevaluationGofGmicroarrayGexperimentsUG
2008SGeSGaaY 63

1880 ”’’myxV”uy–fGaGmetadataGformatGandGanGinformationGmanagementGsystemGforGreverseGphaseG
proteinGarraysUG2008SGeSGaaa 13

1879 nuildingGpathwayGclustersGfromG”andomGrorestsGclassificationGusingGclassGvotesUG2008SGeSGdc 24

1878 –ynechozq—fGintegratedGproteinTproteinGinteractionGdatabaseGofGaGmodelGcyanobacteriumG
–ynechocystisGspUG’ooGbdWZUG2008SGeG–upplGXSG–YW 22

1877 mGproteinGinteractionGbasedGmodelGforGschizophreniaGstudyUG2008SGeG–upplGXYSG–YZ 9

1876 ”pr–capefG–emanticGéebGmeetsGsystemsGbiologyUG2008SGeG–upplG_SG–b 20

1875 ’roteoxensfGaGvisualGanalyticGtoolGforGmultiTscaleGdatabaseTdrivenGbiologicalGnetworkGdataGminingUG
2008SGeG–upplGeSG–a 18

1874 xinkingGoytoscapeGandGtheGcorynebacterialGreferenceGdatabaseGooryne”egzetUG2008SGeSGXd_ 28
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1698 mnalyzingGbiologicalGnetworkGparametersGwithGoenti–ca’eUG2009SGYaSGYdacTe 349

1697 —heGthioredoxinTlikeGproteinGrodTderivedGconeGviabilityGfactorGO”doVrxPGinteractsGwithG—m GandG
inhibitsGitsGphosphorylationGinGtheGretinaUG2009SGdSGXYWbTXd 45
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1695 mssessingGtheGyostGqffectiveGpepthGforG’’uGmnalysisUG2009SG

1694 –implevissridfGgridGservicesGforGvisualizationGofGdiverseGbiomedicalGknowledgeGandGmolecularG
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1599 –eekingGuniqueGandGcommonGbiologicalGthemesGinGmultipleGgeneGlistsGorGdatasetsfGpathwayGpatternG
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1564 riveG“—xGhotspotsGforGyieldGinGshortGrotationGcoppiceGbioenergyGpoplarfGtheG’oplarGniomassGxociUG
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1527 –ystematicGpredictionGofGhumanGmembraneGreceptorGinteractionsUG2009SGeSGaY_ZTaa 16

1526 —heGunteractoriumfGvisualisingGproteinsSGcomplexesGandGinteractionGnetworksGinGaGvirtualGZTpGcellUG
2009SGeSGaZWeTXa 7

1525 udentificationGofGgroupGspecificGmotifsGinGbetaTlactamaseGfamilyGofGproteinsUG2009SGXbSGXWe 15

1524 mys”zfGaGdatabaseGandGvisualisationGsystemGforGtheGstorageGandGanalysisGofGdevelopmentalGgeneticG
regulatoryGnetworksUG2009SGeSGZZ 3

(2009-2009)

41



1523 nioinformaticGanalysisGofGxenobioticGreactiveGmetaboliteGtargetGproteinsGandGtheirGinteractingG
partnersUG2009SGeSGa 19
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854 ’opulationGgeneticGstructureGandGhistoryGofGaGgeneralistGparasiteGinfectingGmultipleGsympatricGhostG
speciesUG2011SG_XSGdeTed 59

853 sraphicalGsimulationGenvironmentsGforGmodellingGandGsimulationGofGintegrativeGphysiologyUG2011SG
XWYSGYeaTZW_ 8

852 —oTVsofGaGtumorGclassificationGsystemGusingGvariationsGinGgenesNGcorrelationUG2011SGXW_SGedcTXWX 6

851 —heGphysiologicalSGtranscriptionalGandGgeneticGresponsesGofGanGozoneTsensitiveGandGanGozoneG
tolerantGpoplarGandGselectedGextremesGofGtheirGrYGprogenyUG2011SGXaeSG_aTa_ 25

850 pirectingGhumanGembryonicGstemGcellGdifferentiationGbyGnonTviralGdeliveryGofGsi”zmGinGZpGcultureUG
2011SGZYSGcceZTdWW 39

849 —heGinfluenceGofGscaffoldGelasticityGonGgermGlayerGspecificationGofGhumanGembryonicGstemGcellsUG
2011SGZYSGebXYTYX 122

848 mGmethodologyGbasedGonGmolecularGinteractionsGandGpathwaysGtoGfindGcandidateGgenesGassociatedG
toGdiseasesfGitsGapplicationGtoGschizophreniaGandGmlzheimerNsGdiseaseUG2011SGeSGa_XTac 4

847 xessonsGlearnedGfromGmolecularGscaffoldGanalysisUG2011SGaXSGXc_YTaZ 73

846 yappingGtheGproteinGinteractionGnetworkGinGmethicillinTresistantG–taphylococcusGaureusUG2011SGXWSGXXZeTaW 49

845 –oftwareGforGsystemsGbiologyfGfromGtoolsGtoGintegratedGplatformsUG2011SGXYSGdYXTZY 191

844 zetp–fGaGoytoscapeGpluginGtoGanalyzeGtheGrobustnessGofGdynamicsGandGfeedforwardVfeedbackGloopG
structuresGofGbiologicalGnetworksUG2011SGYcSGYcbcTd 22

843 ’roteomicGanalysisGofGvirusThostGinteractionsGinGanGinfectiousGcontextGusingGrecombinantGvirusesUG
2011SGXWSGyXXWUWWc__Z 42

842 oommunityGecologyGofGhotGspringGcyanobacterialGmatsfGpredominantGpopulationsGandGtheirG
functionalGpotentialUG2011SGaSGXYbYTcd 131

841 niochemicalGinvestigationGandGgeneGexpressionGanalysisGofGtheGimmunostimulatoryGfunctionsGofGanG
edibleG–alaciaGextractGinGratGsmallGintestineUG2011SGZcSGZXTe 11

840 mGdirectedGproteinGinteractionGnetworkGforGinvestigatingGintracellularGsignalGtransductionUG2011SG_SGrsd 248
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839 VisualizingGgeneTsetGenrichmentGresultsGusingGtheGoytoscapeGplugTinGenrichmentGmapUG2011SGcdXSGYacTcc 51

838 ’roteinTproteinGinteractionGandGpathwayGdatabasesSGaGgraphicalGreviewUG2011SGXYSGcWYTXZ 49

837 oomparingGbioassayGresponseGandGsimilarityGensembleGapproachesGtoGprobingGproteinG
pharmacologyUG2011SGYcSGZW__Te 12

836 oytoscapeGYUdfGnewGfeaturesGforGdataGintegrationGandGnetworkGvisualizationUG2011SGYcSG_ZXTY 3291

835 mGteuristicGmlgorithmGforGpetectingGuntercellularGunteractionsUG2011SG

834 qmbryonicGstemGcellsfGproteinGinteractionGnetworksUG2011SGYSGXZTYa 10

833 zetworksGinGplantGepidemiologyfGfromGgenesGtoGlandscapesSGcountriesSGandGcontinentsUG2011SGXWXSGZeYT_WZ 69

832 —heG–tructuralGniologyGwnowledgebasefGaGportalGtoGproteinGstructuresSGsequencesSGfunctionsSGandG
methodsUG2011SGXYSG_aTa_ 60

831 yetabolomicsGinGpesticideGresearchGandGdevelopmentfGreviewGandGfutureGperspectivesUG2011SGcSGZaTaZ 89

830 senomeTwideGgeneGexpressionGprofilesGinGresponseGtoGplastidGdivisionGperturbationsUG2011SGYZ_SGXWaaTbZ 4

829 untegrativeGcomputationalGbiologyGforGcancerGresearchUG2011SGXZWSG_baTdX 21

828 ’roteomeGanalysisGofGmicrotubuleTassociatedGproteinsGandGtheirGinteractingGpartnersGfromG
mammalianGbrainUG2011SG_XSGZbZTda 14

827 —heGsemanticGorganizationGofGtheGanimalGcategoryfGevidenceGfromGsemanticGverbalGfluencyGandG
networkGtheoryUG2011SGXYSGXdZTeb 68

826 —heGdevelopmentalGagingGandGoriginsGofGhealthGandGdiseaseGhypothesesGexplainedGbyGdifferentG
proteinGnetworksUG2011SGXYSGYeZTZWd 20

825 uncreasingGphosphoproteomeGcoverageGandGidentificationGofGphosphorylationGmotifsGthroughG
combinationGofGdifferentGt’xoGfractionationGmethodsUG2011SGdceSGYaTZ_ 32

824  singGviewsGofG–ystemsGniologyGoloudfGapplicationGforGmodelGbuildingUG2011SGXZWSG_aTa_ 1

823 unteractomicGstudyGonGinteractionGbetweenGlipidGdropletsGandGmitochondriaUG2011SGYSG_dcTeb 102

822 orossGexperimentalGanalysisGofGmicroarrayGgeneGexpressionGdataGfromGvolatileGorganicGcompoundsG
treatedGtargetsUG2011SGcSGYZZTY_X 10
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821 ’otentialGsynergisticGandGmultitargetGeffectGofGherbalGpairGohuanxiongG”hizomeT’aeoniaGmlbiforaG
’allGonGosteoarthritisGdiseasefGaGcomputationalGpharmacologyGapproachUG2011SGXcSGbedTcWZ 14

820 oorrelationGbetweenGcoldGandGhotGpatternGinGtraditionalGohineseGmedicineGandGgeneGexpressionG
profilesGinGrheumatoidGarthritisUG2011SGaSGYXeTYd 29

819 miYz fGmGoytoscapeGpluginGforGuniformizationGofGbiomolecularGaccessionGidentifiersUG2011SGXaSG_abT_bY

818 qffectsGofGabioticGstressGonGplantsfGaGsystemsGbiologyGperspectiveUG2011SGXXSGXbZ 771

817 pengueTYGstructuralGproteinsGassociateGwithGhumanGproteinsGtoGproduceGaGcoagulationGandGinnateG
immuneGresponseGbiasedGinteractomeUG2011SGXXSGZ_ 17

816 oonstructionGofGgeneGregulatoryGnetworksGusingGbiclusteringGandGnayesianGnetworksUG2011SGdSGZe 15

815 zonsynonymousGsubstitutionGrateGOwaPGisGaGrelativelyGconsistentGparameterGforGdefiningG
fastTevolvingGandGslowTevolvingGproteinTcodingGgenesUG2011SGbSGXZ 27

814 yultiTmembershipGgeneGregulationGinGpathwayGbasedGmicroarrayGanalysisUG2011SGbSGYY 3

813 pecreasedGexpressionGofGnGcellGrelatedGgenesGinGleukocytesGofGwomenGwithG’arkinsonNsGdiseaseUG
2011SGbSGbb 16

812 éordoloudfGaGoytoscapeGpluginGtoGcreateGaGvisualGsemanticGsummaryGofGnetworksUG2011SGbSGc 66

811 mGmetabolicGmodelGofGtheGmitochondrionGandGitsGuseGinGmodellingGdiseasesGofGtheGtricarboxylicGacidG
cycleUG2011SGaSGXWY 51

810 –imulatingGquantitativeGcellularGresponsesGusingGasynchronousGthresholdGnooleanGnetworkG
ensemblesUG2011SGaSGXWe 25

809 qxploringGpathwayGinteractionsGinGinsulinGresistantGmouseGliverUG2011SGaSGXYc 14

808 senomicGphenotypingGofGtheGessentialGandGnonTessentialGyeastGgenomeGdetectsGnovelGpathwaysGforG
alkylationGresistanceUG2011SGaSGXac 17

807 ’rioritizingGcancerTrelatedGgenesGwithGaberrantGmethylationGbasedGonGaGweightedGproteinTproteinG
interactionGnetworkUG2011SGaSGXad 16

806 udentifyingGcancerGbiomarkersGbyGnetworkTconstrainedGsupportGvectorGmachinesUG2011SGaSGXbX 61

805 unitialGcharacterizationGofGtheGhumanGcentralGproteomeUG2011SGaSGXc 56

804 senomeTscaleGreconstructionGandGsystemGlevelGinvestigationGofGtheGmetabolicGnetworkGofG
yethylobacteriumGextorquensGmyXUG2011SGaSGXde 91
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803 pynamicGproteomicGprofilingGofGaGunicellularGcyanobacteriumGoyanotheceGm—ooaXX_YGacrossG
lightTdarkGdiurnalGcyclesUG2011SGaSGXe_ 34

802 yodelTbasedGclusteringGrevealsGvitaminGpGdependentGmultiTcentralityGhubsGinGaGnetworkGofG
vitaminTrelatedGproteinsUG2011SGaSGXea 11

801 ”egulatoryGcoordinationGofGclusteredGmicro”zmsGbasedGonGmicro”zmTtranscriptionGfactorG
regulatoryGnetworkUG2011SGaSGXee 43

800 oodonGusageGvariabilityGdeterminesGtheGcorrelationGbetweenGproteomeGandGtranscriptomeGfoldG
changesUG2011SGaSGZZ 30

799 wnowledgeGmanagementGforGsystemsGbiologyGaGgeneralGandGvisuallyGdrivenGframeworkGappliedGtoG
translationalGmedicineUG2011SGaSGZd 36

798 ’redictiveGintegrationGofGgeneGfunctionalGsimilarityGandGcoTexpressionGdefinesGtreatmentGresponseG
ofGendothelialGprogenitorGcellsUG2011SGaSG_b 7

797 slobalGnetworkGanalysisGofGdrugGtoleranceSGmodeGofGactionGandGvirulenceGinGmethicillinTresistantG–UG
aureusUG2011SGaSGbd 31

796 niologicalzetworksTTtoolsGenablingGtheGintegrationGofGmultiTscaleGdataGforGtheGhostTpathogenG
studiesUG2011SGaSGc 17

795  singGnextGgenerationGtranscriptomeGsequencingGtoGpredictGanGectomycorrhizalGmetabolomeUG2011SG
aSGcW 52

794  nderstandingGandGpredictingGsyntheticGlethalGgeneticGinteractionsGinG–accharomycesGcerevisiaeG
usingGdomainGgeneticGinteractionsUG2011SGaSGcZ 9

793 xargeTscaleGanalysisGofGexpressionGsignaturesGrevealsGhiddenGlinksGamongGdiverseGcellularGprocessesUG
2011SGaSGdc 6

792 oharacterizationGtheGregulationGofGherpesvirusGmi”zmsGfromGtheGviewGofGhumanGproteinGinteractionG
networkUG2011SGaSGeZ 4

791 ’roteomicGpatternsGofGcervicalGcancerGcellGlinesSGaGnetworkGperspectiveUG2011SGaSGeb 46

790 –tateG–paceGyodelGwithGhiddenGvariablesGforGreconstructionGofGgeneGregulatoryGnetworksUG2011SGaG
–upplGZSG–Z 9

789 mGnetworkTbasedGbiomarkerGapproachGforGmolecularGinvestigationGandGdiagnosisGofGlungGcancerUG
2011SG_SGY 64

788 opo‘omfGaGstatisticalGmethodGtoGdefineGcomplexityGdependenceGofGcoToccuringGchromosomalG
aberrationsUG2011SG_SGYX 6

787 oellGcycleGandGagingSGmorphogenesisSGandGresponseGtoGstimuliGgenesGareGindividualizedGbiomarkersG
ofGglioblastomaGprogressionGandGsurvivalUG2011SG_SG_e 65

786 —ransformingGgrowthGfactorG˛†GreceptorGXGisGaGnewGcandidateGprognosticGbiomarkerGafterGacuteG
myocardialGinfarctionUG2011SG_SGdZ 26
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785  singGgraphGtheoryGtoGanalyzeGbiologicalGnetworksUG2011SG_SGXW 357

784 —heG”egulatoryGzetworkGofG’seudomonasGaeruginosaUG2011SGXSGZ 45

783 ’redictedG”elativeGyetabolomicG—urnoverGO’”y—PfGdeterminingGmetabolicGturnoverGfromGaGcoastalG
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781 om–ompq_–omzfGminingGsignalGtransductionGnetworkGfromGhighTthroughputGdataGbasedGonGsteepestG
descentGmethodUG2011SGXYSGXb_ 11

780 éebTbasedGmetabolicGnetworkGvisualizationGwithGaGzoomingGuserGinterfaceUG2011SGXYSGXcb 26

779 oontextTdependentGtranscriptionalGregulationsGbetweenGsignalGtransductionGpathwaysUG2011SGXYSGXe 4

778 yappingGtheGdistributionGofGpackingGtopologiesGwithinGproteinGinteriorsGshowsGpredominantG
preferenceGforGspecificGpackingGmotifsUG2011SGXYSGXea 15

777 sraphorunchGYfG–oftwareGtoolGforGnetworkGmodelingSGalignmentGandGclusteringUG2011SGXYSGY_ 52

776 niofftomologyffunterologéalkTTaG’erlGmoduleGtoGbuildGputativeGproteinTproteinGinteractionG
networksGthroughGinterologGmappingUG2011SGXYSGYde 11

775 s’–T’rotfGaGwebTbasedGvisualizationGplatformGforGintegratingGhostTpathogenGinteractionGdataUG2011SG
XYSGYed 43

774 zq—sqyfGzetworkGqmbeddedG—emporalGsqnerativeGyodelGforGgeneGexpressionGdataUG2011SGXYSGZYc 6

773 “uantitativeGutilizationGofGpriorGbiologicalGknowledgeGinGtheGnayesianGnetworkGmodelingGofGgeneG
expressionGdataUG2011SGXYSGZae 16

772 io—zetfGaGoytoscapeGpluginGtoGproduceGandGanalyzeGintegrativeGcomplexGtraitsGnetworksUG2011SGXYSGZdW 30

771 i”ef–capeUGmGoytoscapeGplugTinGforGvisualizationGandGdataGminingGofGproteinGinteractionGdataGfromG
i”efundexUG2011SGXYSGZdd 13

770 clusteryakerfGaGmultiTalgorithmGclusteringGpluginGforGoytoscapeUG2011SGXYSG_Zb 337

769 zetworkGbasedGtranscriptionGfactorGanalysisGofGregeneratingGaxolotlGlimbsUG2011SGXYSGdW 20

768 zetworkTbasedGfunctionalGenrichmentUG2011SGXYG–upplGXZSG–X_ 10
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767 –z’GandGgeneGnetworksGconstructionGandGanalysisGfromGclassificationGofGcopyGnumberGvariationsG
dataUG2011SGXYG–upplGaSG–_ 10

766 ’roceedingsGofGtheG—enthGmnnualG —T‘”zxTwn”uzGnioinformaticsG–ummitGYWXXUG2011SGXYG–upplGcSGmX

765 runctionalGspecializationGinGnucleotideGsugarGtransportersGoccurredGthroughGdifferentiationGofGtheG
geneGclusterGqammGOp rbPGbeforeGtheGradiationGofGViridiplantaeUG2011SGXXSGXYZ 28

764 yolecularGevolutionGofGtheGvertebrateG—x”XGgeneGfamilyTTaGcomplexGhistoryGofGgeneGduplicationSG
geneGconversionSGpositiveGselectionGandGcoTevolutionUG2011SGXXSGX_e 50

763 seneticGadaptationGofGtheGantibacterialGhumanGinnateGimmunityGnetworkUG2011SGXXSGYWY 20

762 VisualizationGandGexplorationGofGconservedGregulatoryGmodulesGusingG”eX–peciesGYUG2011SGXXSGYbc 3

761 oomparativeGtissueGtranscriptomicsGrevealGpromptGinterTorganGcommunicationGinGresponseGtoGlocalG
bacterialGkidneyGinfectionUG2011SGXYSGXYZ 13

760 oommonGandGuniqueGelementsGofGtheGmnmTregulatedGtranscriptomeGofGmrabidopsisGguardGcellsUG
2011SGXYSGYXb 134

759 yicro”zmGgenesGpreferentiallyGexpressedGinGdendriticGcellsGcontainGsitesGforGconservedGtranscriptionG
factorGbindingGmotifsGinGtheirGpromotersUG2011SGXYSGZZW 20

758 prosophilaGselenophosphateGsynthetaseGXGregulatesGvitaminGnbGmetabolismfGpredictionGandG
confirmationUG2011SGXYSG_Yb 14

757 runctionalGannotationGofGtheGtranscriptomeGofG–orghumGbicolorGinGresponseGtoGosmoticGstressGandG
abscisicGacidUG2011SGXYSGaX_ 153

756 oomparativeGanalysisGandGassessmentGofGyUGtuberculosisGtZc”vGproteinTproteinGinteractionG
datasetsUG2011SGXYG–upplGZSG–YW 24

755 ’redictingGsequenceGandGstructuralGspecificitiesGofG”zmGbindingGregionsGrecognizedGbyGsplicingG
factorG–”–rXUG2011SGXYG–upplGaSG–d 20

754 ‘ntologyTbasedGnrucellaGvaccineGliteratureGindexingGandGsystematicGanalysisGofGgeneTvaccineG
associationGnetworkUG2011SGXYSG_e 29

753 oariesGinducedGcytokineGnetworkGinGtheGodontoblastGlayerGofGhumanGteethUG2011SGXYSGe 70

752 udentificationGofGfunctionalGmotionsGinGtheGadenylateGkinaseGOmpwPGproteinGfamilyGbyGcomputationalG
hybridGapproachesUG2011SGceSGXbbYTcX 12

751 —heGevolutionGofGfunctionGinGstrictosidineGsynthaseTlikeGproteinsUG2011SGceSGZWdYTed 39

750 oombiningGpeptideGrecognitionGspecificityGandGcontextGinformationGforGtheGpredictionGofGtheG
X_TZTZTmediatedGinteractomeGinG–UGcerevisiaeGandGtUGsapiensUG2011SGXXSGXYdT_Z 32
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749 —heG’roteinGunformationGandG’ropertyGqxplorerGYfGgaggleTlikeGexplorationGofGbiologicalGproteomicG
dataGwithinGoneGwebpageUG2011SGXXSGXa_Td 9

748 rourTdimensionalGvisualisationGandGanalysisGofGproteinTproteinGinteractionGnetworksUG2011SGXXSGYbcYTdY 14

747 mnGexpandedGproteinTproteinGinteractionGnetworkGinGnacillusGsubtilisGrevealsGaGgroupGofGhubsfG
qxplorationGbyGanGintegrativeGapproachUG2011SGXXSGYedXTeX 43

746 ”eactomeGpathwayGanalysisGtoGenrichGbiologicalGdiscoveryGinGproteomicsGdataGsetsUG2011SGXXSGZaedTbXZ 71

745 “uantitativeGproteomicsGofGmicrobesfG’rinciplesGandGapplicationsGtoGvirulenceUG2011SGXXSGYe_cTab 22

744 mdvancesGinGanalysisGofGtranscriptionalGregulatoryGnetworksUG2011SGZSGYXTZa 27

743 mdaptationGofGcellsGtoGnewGenvironmentsUG2011SGZSGa__TbX 112

742 ‘ccurrenceGandGdistributionGofGpineappleGmealybugGwiltTassociatedGvirusesGO’yéaVsPGinGypYG
pineappleGfieldsGinGtheGValleGdelGoaucaGpepartmentSGoolombiaUG2023SG_dSGYXcTYYa 0

741 qxpressionGofGqy—TrelatedGgenesGinGlymphGnodeGmetastasisGinGendometrialGcancerfGaG—osmTbasedG
studyUG2023SGYXSG 0

740 udentifyingGimmuneGcellGinfiltrationGandGconstructingGaGce”zmGnetworkGtoGexploreGnovelGdiagnosticG
biomarkersGandGtherapeuticGtargetsGinGatopicGdermatitisUG 0

739 qxploringGooreGsenesGbyGoomparativeG—ranscriptomicsGmnalysisGforGqarlyGpiagnosisSG’rognosisSGandG
—herapiesGofGoolorectalGoancerUG2023SGXaSGXZbe 0

738 zewG’henylspirodrimanesGfromGtheG–pongeTmssociatedGrungusG–tachybotrysGchartarumGy —GZZWdUG
2023SGYXSGXZa 0

737 udentificationGofG’arkinsonâ��sGdiseaseTassociatedGchromatinGregulatorsUG2023SGXZSG 0

736 recalGyicrobiotaSGrorageGzutrientsSGandGyetabolicG”esponsesGofGtorsesGsrazingGéarmTGandG
ooolT–easonGsrassG’asturesUG2023SGXZSGceW 0

735 m”’oXmGcorrelatesGwithGpoorGprognosisGinGprostateGcancerGandGisGupTregulatedGbyGglutamineG
metabolismGtoGpromoteGtumorGcellGmigrationSGinvasionGandGcytoskeletalGchangesUG2023SGXZSG 0

734 pynamicsGofGbacterialGcommunityGinGtheGforegutGandGhindgutGofGearthwormsGwithGtheGnutritionG
suppliedGbyGkitchenGwasteGduringGvermicompostingUG2023SGZc_SGXYdccc 0

733 ’roteomicGVariabilityGandGzutrientT”elatedG’roteinsGacrossG’igmentedGandGzonT’igmentedG”iceG
srainsUG2023SGZSGbZTcc 0

732  –’XaG”epressesGtepatocellularGoarcinomaG’rogressionGbyG”egulationGofG’athwaysGofGoellG
’roliferationGandGoellGyigrationfGmG–ystemGniologyGmnalysisUG2023SGXaSGXZcX 0
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731 qxploitingGmoderateGhypoxiaGtoGbenefitGpatientsGwithGbrainGdiseasefGyolecularGmechanismsGandG
translationalGresearchGinGprogressUG 0

730 mndrogenG”eceptorGdrivenGgeneGscoreGidentifiesGtumorsGwithGqpithelialGtoGyesenchymalG—ransitionG
featuresGinGtripleGnegativeGbreastGcancerUG 0

729 ’harmacologyTnasedG’redictionGofGtheG—argetsGandGyechanismsGforGucariinGagainstGyyocardialG
unfarctionUG2023SGaeSG_YW 0

728 qpigeneticGassociationGstudyGuncoveredGtZwYcGacetylationGenhancersGandGdysregulatedGgenesGinG
highTfatTdietTinducedGnonalcoholicGfattyGliverGdiseaseGinGratsUG2022SGX_SGXaYZTXa_W 0

727 —heGgutGmicrobiotaGinGexperimentalGabdominalGaorticGaneurysmUGXWSG 0

726 oomparativeGtranscriptomeGanalysisGofGadultGworkerGbeesGunderGshortTtermGheatGstressUGXXSG 0

725 oouplingGqnvironmentalGéholeGyixtureG—oxicityG–creeningGwithG nbiasedG”zmT–eqG”evealsG
–iteT–pecificGniologicalG”esponsesGinGαebrafishUG2023SGXXSGYWX 0

724 udentificationGofGtheGregulatoryGnetworkGandGpotentialGmarkersGforGtypeGYGdiabetesGmellitusGrelatedG
toGinternalGexposureGtoGmetalsGinGohineseGadultsUG 0

723 reasibilityGofGdetectingGsnakeGenvenomationGbiomarkersGfromGdriedGbloodGspotsUG2023SG_SGYbTZb 0

722 neyondGbacteriafG”econstructingGmicroorganismGconnectionsGandGdecipheringGtheGpredictedG
mutualismsGinGmammalianGgutGmetagenomesUG2023SGXZSG 0

721 ”zmGmbmGmethylationGregulatorTmediatedGmodificationGpatternsGandGtumorGmicroenvironmentG
characterizationGinGhepatocellularGcarcinomaUG 0

720 mGconservedGgeneGregulatoryGnetworkGcontrolsGrootGepidermalGcellGpatterningGinGsuperrosidGspeciesUG 0

719 –keletalGdysplasiaTcausingG—”’V_GmutationsGsuppressGtheGhypertrophicGdifferentiationGofGhumanG
i’–oTderivedGchondrocytesUGXYSG 0

718 qffectsGofGxongT—ermG’hysicalGmctivityGandGnommGmvailabilityGonGtheG–ubcellularGmssociationsG
betweenGuntramyocellularGxipidsSG’erilipinsGandG’soTX˛–UG2023SGY_SG_YdY 0

717 ’robingGtheGyechanismsGofGunhibitorsGnindingGtoG’resenilinGtomologueG singGyolecularGpynamicsG
–imulationsUG2023SGYdSGYWcb 0

716 –ingleTcellGtranscriptomicGdissectionGofGtheGcellularGandGmolecularGeventsGunderlyingGtheG
triclosanTinducedGliverGfibrosisGinGmiceUG2023SGXWSG 0

715 xiquidGorystalGyonomerfGmG’otentialG’’m”˛‡GmntagonistUG2023SGacSGZcadTZccX 0

714 qxploringGyyocardialGuschemiaT”eperfusionGunjuryGyechanismGofGoinnamonGbyGzetworkG
’harmacologySGyolecularGpockingSGandGqxperimentGValidationUG2023SGYWYZSGXTX_ 0
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713 éholeGtranscriptomeGanalysisGtoGexploreGtheGimpairedGimmunologicalGfeaturesGinGcriticallyGillGelderlyG
patientsGwithGsepsisUG2023SGYXSG 0

712 mnastrozoleTmediatedGmodulationGofGmitochondrialGactivityGbyGinhibitionGofGmitochondrialG
permeabilityGtransitionGporeGopeningfGanGinitialGperspectiveUGXTXc 0

711 ’roteomicGringerprintGofGxungGribrosisG’rogressionGandG”esponseGtoG—herapyGinGnleomycinTunducedG
youseGyodelUG2023SGY_SG__XW 0

710 uy’’m—GYUWfGmnGqnhancedGandGqxpandedG’hytochemicalGmtlasGofGundianGyedicinalG’lantsUG2023SGdSGddYcTdd_a 0

709 udentificationGofGhubGgenesGassociatedGwithGosteoporosisGdevelopmentGbyGcomprehensiveG
bioinformaticsGanalysisUGX_SG 0

708 mGcomprehensiveGpanTcancerGanalysisGrevealsGcancerTassociatedGrobustGisomi”GexpressionG
landscapesGinGmi”zmGarmGswitchingUG 0

707 oomparativeGandG—emporalGoharacterizationGofGx’–GandGnlueTxightTunducedG—x”_G–ignalG
—ransductionGandGseneGqxpressionGinG‘ptogeneticallyGyanipulatedGqndothelialGoellsUG2023SGXYSGbec 0

706 oomprehensiveGanalysisGrevealsGhubGgenesGassociatedGwithGimmuneGcellGinfiltrationGinGallergicG
rhinitisUG 0

705 ooTexpressionGnetworkGofGm”zmGandGpzmGmethylationGinGfirstTepisodeGandGdrugTnaiveGadolescentsG
withGmajorGdepressiveGdisorderUGX_SG 0

704 pimensionalityGreductionGmethodsGforGextractingGfunctionalGnetworksGfromGlargeTscaleGo”u–’”G
screensUG 0

703 piscoveryTnasedG’roteomicsGudentifyG–keletalGyuscleGyitochondrialGmlterationsGasGanGqarlyG
yetabolicGpefectGinGaGyouseGyodelGofG˛†T—halassemiaUG2023SGY_SG__WY 0

702 ’otentialGdiagnosticGmarkersGandGtherapeuticGtargetsGforGrheumatoidGarthritisGwithGcomorbidG
depressionGbasedGonGbioinformaticsGanalysisUGX_SG 0

701 oomparativeGgeneGregulatoryGnetworkGanalysisGinGmlzheimerâ��sGdiseaseGandGmajorGdepressiveG
disorderUG 0

700 zetworkGanalysisGofGXb–Gr”zmGsequencesGsuggestsGmicrobialGkeystoneGtaxaGcontributeGtoGmarineG
zY‘GcyclingUG2023SGbSG 0

699 udentificationGofGnovelGprognosticGtargetsGinGcoronaryGarteryGdiseaseGandGrelatedGcomplicationsG
usingGbioinformaticsGandGnextGgenerationGsequencingGdataGanalysisUG 0

698 ’uZwVmw—V–q”n’TXGpathwayGregulatesGmlismaGorientalisGbeverageGtreatmentGofGatherosclerosisGinG
m’‘qâ��Vâ��GhighTfatGdietGmiceUG2023SGbXSG_cZT_dc 0

697 oomprehensiveGstudyGofGriceG−mnn−GgeneGfamilyfGevolutionSGexpressionGandGinteractingGproteinsG
analysisUGXXSGeX_cdZ 0

696 r—–tZGfacilitatesGcomplexGuGdegradationGthroughGaGdirectGinteractionGwithGtheGcomplexGuGsubunitG
’––—UG 0
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695 –ourG‘rangeGyicrobiomeGusGmffectedGbyGunfectionsGofG’lenodomusGtracheiphilusGoausalGmgentGofG
oitrusGyalG–eccoGpiseaseUG2023SGXZSGba_ 0
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557 oomparativeGtranscriptomeGanalysisGidentifiesGcandidateGgenesGrelatedGtoGseedGcoatGcolorGinG
rapeseedUGX_SG 0

556 ’lateletTperivedGyicro”zmsG”egulateGoardiacG”emodelingGmfterGyyocardialGuschemiaUG2023SGXZYSG 0

555 udentificationGofGimmuneTrelatedGgenesGinGdiagnosingGatherosclerosisGwithGrheumatoidGarthritisG
throughGbioinformaticsGanalysisGandGmachineGlearningUGX_SG 0

554 nioherbicidalGmctivityGandGyetabolicG’rofilingGofGmllelopathicGyetabolitesGofG—hreeGoassiaGspeciesG
usingG ’xoTq—‘rTy–Vy–GandGyolecularGzetworkingUG2023SGXeSG 0

553 mnalysisGofGoorynebacteriumGsilvaticumGgenomesGfromG’ortugalGrevealsGaGsingleGclusterGandGaGcladeG
suggestedGtoGproduceGdiphtheriaGtoxinUGXXSGeX_dea 0

552 sém–GandGgeneticGandGphenotypicGcorrelationsGofGplasmaGmetabolitesGwithGcompleteGbloodGcountG
traitsGinGhealthyGyoungGpigsGrevealGimplicationsGforGpigGimmuneGresponseUGXWSG 0
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551 ‘perantGtrainingGforGhighlyGpalatableGfoodGaltersGtranslatingGm”zmGinGnucleusGaccumbensGpYG
neuronsGandGrevealsGaGmodulatoryGroleGofzeurochondrinUG 0

550 ’roteomicGandGnioinformaticG—oolsGtoGudentifyG’otentialGtubG’roteinsGinGtheGmudiogenicG
–eizureT’roneGtamsterGsm–tV–alUG2023SGXZSGXW_d 0

549 —heGhumanGspermGproteomeâ��—owardGaGpanelGforGmaleGfertilityGtestingUG 0

548 untegratedGanalysesGofGsingleTcellG”zmTseqGpublicGdataGrevealGtheGgeneGregulatoryGnetworkG
landscapeGofGrespiratoryGepithelialGandGperipheralGimmuneGcellsGinGo‘VupTXeGpatientsUG 0

547 pissectingGtheGeffectGofGethyleneGinGtheGtranscriptionalGregulationGofGchillingGtreatmentGinGgrapevineG
leavesUG2023SGXebSGXWd_TXWec 0

546 zetworkGpharmacologyGandGexperimentalGvalidationGtoGrevealGtheGtargetGofGmatrineGagainstG’””–VUG
2023SGYbSGXWbZcX 0

545 pebottleneckingGandGreformulatingGfeedGmediaGforGimprovedGot‘GcellGgrowthGandGtiterGbyG
dataTdrivenGandGmodelTguidedGanalysesUG 0

544 nioinformaticsGanalysisGandGverificationGofGmbmGrelatedGgenesGbasedGonGtheGconstructionGofGkeloidG
diagnosticGmodelUG 0

543 pevelopmentGandGvalidationGofGaGgenomicGnomogramGbasedGonGaGce”zmGnetworkGforG
comprehensiveGanalysisGofGobstructiveGsleepGapneaUGX_SG 0

542 pissectionGofGtheGroleGofGaG–tZGdomainGinGtheGevolutionGofGbindingGpreferenceGofGparalogousG
proteinsUG 0

541 —ranscriptomeGandGooTqxpressionGzetworkGmnalysisG”evealsGtheGyolecularGyechanismGofG”iceG”ootG
–ystemsGinG”esponseGtoGxowTzitrogenGoonditionsUG2023SGY_SGaYeW 0

540 mssessmentGofGlipidGmetabolismTdisruptingGeffectsGofGnonTphthalateGplasticizerGdiisobutylGadipateG
throughGinGsilicoGandGinGvitroGapproachesUG 0

539 oharacteristicsGofGplantGtraitGnetworkGandGitsGinfluencingGfactorsGinGimpoundedGlakesGandGchannelG
riversGofG–outhTtoTzorthGéaterG—ransferG’rojectSGohinaUGX_SG 0

538
mnGintegratedGapproachGofGhighTperformanceGliquidGchromatographyâ��massGspectrometryTbasedG
chemicalGprofilingSGnetworkGpharmacologySGandGmolecularGdockingGtoGrevealGtheGpotentialG
mechanismsGofG“ishenGsubiaoGgranulesGforGtreatingGcoronavirusGdiseaseGYWXeUGYYWWeaZ

0

537 zetworkG’harmacologyG’redictionGandGqxperimentalGVerificationGforGmntiTrerroptosisGofGqdaravoneG
mfterGqxperimentalGuntracerebralGtemorrhageUG 0

536 slobalGexpressionGandGfunctionalGanalysisGofGhumanGpi”zmsGduringGt–VTXGinfectionUG2023SGZYdSGXeeWdc 0

535 —heGgeneticGoverlapGbetweenGmlzheimerâ��sGdiseaseSGamyotrophicGlateralGsclerosisSGxewyGbodyG
dementiaSGandG’arkinsonâ��sGdiseaseUG2023SG 0

534 –ystematicGreviewGofGmolecularGpathwaysGinGburnGwoundGhealingUG2023SG 0
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533 mGmultiTomicsGintegrativeGanalysisGbasedGonGo”u–’”GscreensGreTdefinesGtheGpluripotencyGregulatoryG
networkGinGq–osUG 0

532 mirwayGtranscriptomeGnetworksGidentifyGsusceptibilityGtoGfrequentGasthmaGexacerbationsGinG
childrenUG2023SG 0

531 senomicGclinesGacrossGtheGspeciesGboundaryGbetweenGaGhybridGpineGandGitsGprogenitorGinGtheGeasternG
—ibetanG’lateauUG2023SGXWWac_ 0

530 senomeTwideGidentificationGandGcharacterizationGofGtomatoGX_TZTZGOG–l—r—GPGgenesGandGfunctionalG
analysisGofG–l—r—bGunderGheatGstressUG2023SGXcaSG 0

529 ‘ntologyGforGoellularG–enescenceGyechanismsUG 0

528 mGlearningGexperienceGelicitsGsexTdependentGneurogenomicGresponsesGinGnicyclusGanynanaG
butterfliesUG 0

527 nioinformaticsTnasedGmnalysisGofGweyGsenesGinG–teroidTunducedG‘steonecrosisGofGtheGremoralGteadG
—hatGmreGmssociatedGwithGoopperGyetabolismUG2023SGXXSGdcZ 0

526 pesignGandGoomputationalGmnalysisGofGanGyy’eGunhibitorGinGtypoxiaTunducedGslioblastomaG
yultiformeUG2023SGdSGXWabaTXWaeW 0

525 udentificationGofGozsosGinGslycineGmaxGandG–creeningGofG”elatedG”esistanceGsenesGafterGrusariumG
solaniGunfectionUG2023SGXYSG_Ze 0

524 —riapXGupregulationGpromotesGescapeGfromGmitoticTslippageTinducedGsXGarrestUG2023SG_YSGXXYYXa 0

523 –ingleTcellGanalysisGofGlymphaticGendothelialGcellGfateGspecificationGandGdifferentiationGduringG
zebrafishGdevelopmentUG 0

522 “uantitativeGproteomicGlandscapeGofGunstableGatherosclerosisGidentifiesGmolecularGsignaturesGandG
therapeuticGtargetsGforGplaqueGstabilizationUG2023SGbSG 0

521 oharacteristicGmnalysisGofGreaturedGsenesGmssociatedGwithGoholangiocarcinomaG’rogressionUG2023SG
XXSGd_c 0

520 oholinesteraseGunhibitorsGfromGanGqndophyticGrungusGmspergillusGniveusGrvTer_WXfGyetabolomicsSG
usolationGandGyolecularGpockingUG2023SGYdSGYaae 0

519 –ystematicGidentificationGofGpotentialGkeyGmicro”zmsGandGcirc”zmsGinGtheGdorsalGrootGgangliaGofG
miceGwithGsciaticGnerveGinjuryUGXbSG 0

518 ’lasmaGproteomicsGofG–m”–TooVTYGinfectionGandGseverityGrevealsGimpactGonGmlzheimerâ��sGandG
coronaryGdiseaseGpathwaysUG2023SGYbSGXWb_Wd 0

517 mblGdepletionGviaGautophagyGmediatesGtheGbeneficialGeffectsGofGquercetinGagainstGmlzheimerG
pathologyGacrossGspeciesUG 0

516 uncreasedGintracellularGpersulfideGlevelsGattenuateGtly TmediatedGhemolysinGtranscriptionalG
activationGinVibrioGcholeraeUG 0
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515 zetworkGpharmacologyGandGmolecularGmodellingGstudyGofGqnhydraGfluctuansGforGtheGpredictionGofG
theGmolecularGmechanismsGinvolvedGinGtheGameliorationGofGnephrolithiasisUGXTXX 0

514 seneticGarchitectureGofGspatialGelectricalGbiomarkersGforGcardiacGarrhythmiaGandGrelationshipGwithG
cardiovascularGdiseaseUG2023SGX_SG 0

513 senomeTwideGanalysisGofGgeneticGpleiotropyGandGcausalGgenesGacrossGthreeGageTrelatedGocularG
disordersUG2023SGX_YSGaWcTaYY 0

512  VGTinducedGmutagenesisGofGneauveriaGbassianaGOGtypocrealesfGolavicipitaceaeGPGyieldsGtwoG
hypervirulentGisolatesGwithGdifferentGtranscriptomicGprofilesUG 0

511 udentificationGofGlongGnoncodingG”zmsGinvolvedGinGplumuleTvernalizationGofGohineseGcabbageUGX_SG 0

510 —heGpotentialGvalueGofGcuprotosisGinGmyocardialGimmuneGinfiltrationGthatGoccursGinGpediatricG
congenitalGheartGdiseaseGinGresponseGtoGsurgeryGwithGcardiopulmonaryGbypassUG2023SGXXSG 0

509 qngineeredGyesenchymalG–temGoellsG‘verTqxpressingGnpzrG’rotectGtheGnrainGfromG—raumaticGnrainG
unjuryTunducedGzeuronalGpeathSGzeurologicalGpeficitsSGandGoognitiveGumpairmentsUG2023SGXbSG_Zb 0

508 ”’flexfGmGooarseTsrainedGzetworkGyodelGforG”zmG’ocketGrlexibilityG–tudyUG2023SGY_SGa_ec 0

507 mrabidopsisGcellGsuspensionGcultureGandG”zmGsequencingGrevealGregulatoryGnetworksGunderlyingG
plantGprogrammedGcellGdeathUG 0

506 nacterialGhemophilinGhomologsGandGtheirGspecificGtypeGelevenGsecretorGproteinsGhaveGconservedG
rolesGinGhemeGcaptureGandGareGdiversifyingGasGaGfamilyUG 0

505 udentificationGofGpotentialGselectiveGautophagyGreceptorsGfromGproteinTcontentGprofilingGofG
autophagosomesUG 0

504 yrsqdGlinksGabsorptionGofGdietaryGfattyGacidsGwithGcatabolismGofGenterocyteGlipidGstoresGthroughG
tzr_˛‡TdependentGtranscriptionGofGoq–GenzymesUG2023SG_YSGXXYY_e 0

503 unteractomicsGinGplantGdefencefGprogressGandGopportunitiesUG 0

502 ’pqZmGandGs–wZnGasGmtrialGribrillationG–usceptibilityGsenesGinGtheGohineseG’opulationGviaG
nioinformaticsGandGsenomeTéideGmssociationGmnalysisUG2023SGXXSGeWd 0

501 qxplorationGofGtheG’roductionGofG—hreeG—hiodiketopiperazinesGbyGanGqndophyticGrungalG–trainGofG
oophinformaGmamaneUG 0

500  nravelingGtheGseneG”egulatoryGzetworksGofGtheGslobalG”egulatorsGVemGandGxaemGinGmspergillusG
nidulansUG2023SGXXSG 0

499 qstrogenGreceptorGalphaGdeficiencyGinGcardiomyocytesGreprogramsGtheGheartTderivedGextracellularG
vesicleGproteomeGandGinducesGobesityGinGfemaleGmiceUG2023SGYSGYbdTYde 0

498 yycorrhizalTbasedGinoculantsGinGtheGrootGmicrobiomeGenhancedGphytocannabinoidGproductionGinG
medicalGoannabisGcultivarsUG 0
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497 ”evealingGevolutionGofGtropaneGalkaloidGbiosynthesisGbyGanalyzingGtwoGgenomesGinGtheG–olanaceaeG
familyUG2023SGX_SG 0

496 tumanG’oloTlikeGwinaseGunhibitorsGasGmntiplasmodialsUG2023SGeSGXWW_TXWYX 0

495 uncreasingGlysergicGacidGlevelsGforGergotGalkaloidGbiosynthesisfGpirectingGcatalysisGviaGtheGrTsGloopGofG
olavineGoxidasesUGX_SG 0

494 yolecularGmechanismsGofGtuanglianGvieduGdecoctionGinGtreatingGmlzheimerâ��sGdiseaseGbyGregulatingG
microbiomeGviaGnetworkGpharmacologyGandGmolecularGdockingGanalysisUGXZSG 0

493 yicrobialGnetworkGandGcompositionGchangesGaccordingGtoGtobaccoGvarietiesGandGinterferesG
differentlyGinGblackGshankGdiseaseGdefenseUG2023SGXZ_SG 0

492 ’otentialG—oxicGyechanismsGofGzeonicotinoidGunsecticidesGinG”icefGunhibitingGmuxinTyediatedG–ignalG
—ransductionUG2023SGacSG_daYT_dbY 0

491 piseasedTinducedGmultifacetedGvariationsGinGcommunityGassemblyGandGfunctionsGofGplantTassociatedG
microbiomesUGX_SG 0

490 —heGclusterinGconnectomefGqmergingGplayersGinGchondrocyteGbiologyGandGputativeGexploratoryG
biomarkersGofGosteoarthritisUGX_SG 0

489 qxploringG—abularGpataG—hroughGzetworksUG2023SGXeaTYWW 0

488 —heGreciprocalGchangesGinGdominantGspeciesGwithGcompleteGmetabolicGfunctionsGexplainGtheG
decouplingGphenomenonGofGmicrobialGtaxonomicGandGfunctionalGcompositionGinGaGgrasslandUGX_SG 0

487 yoderateGmaternalGnutrientGreductionGinGpregnancyGaltersGfattyGacidGoxidationGandG”zmGsplicingGinG
theGnonhumanGprimateGfetalGliverUGXTd 0

486 ’roteomicGandGphosphoproteomicGcharacteristicsGofGtheGcortexSGhippocampusSGthalamusSGlungSGandG
kidneyGinGo‘VupTXeTinfectedGfemaleGwXdThmoqYGmiceUG2023SGeWSGXW_aXd 0

485 untegrationGofGtumanGandGViralGmi”zmsGinGqpsteinTnarrGVirusTmssociatedG—umorsGandGumplicationsG
forGprugG”epurposingUG2023SGYcSGeZTXWd 0

484 mnGinGsilicoGapproachGtoGtheGidentificationGofGdiagnosticGandGprognosticGmarkersGinGlowTgradeG
gliomasUGXXSGeXaWeb 0

483 udentificationGofGpotentialGxnc”zmsGasGpapillaryGthyroidGcarcinomaGbiomarkersGbasedGonGintegratedG
bioinformaticsGanalysisGusingG—osmGandG”zmGsequencingGdataUG2023SGXZSG 0

482 y‘’mfGmnGintegrativeGmultiTomicsGpathwayGanalysisGmethodGforGmeasuringGomicsGactivityUG2023SGXdSGeWYcdYcY 0

481 oervicovaginalGtumanG’apillomavirusGsenomesSGyicrobiotaGoompositionGandGoytokineG
ooncentrationsGinG–outhGmfricanGmdolescentsUG2023SGXaSGcad 0

480 —ranscriptomeGanalysisGrevealsGdefenseTrelatedGgenesGandGpathwaysGduringGdodderGOouscutaG
australisPGparasitismGonGwhiteGcloverGO—rifoliumGrepensPUGX_SG 0
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479 yaturedGcompostGamendmentGimprovesGcompostGnutrientGcontentGbyGchangingGtheGbacterialG
communityGduringGtheGcompostingGofGohineseGherbGresiduesUGX_SG 0

478 senomeTéideGudentificationGandGoharacterizationGofGnovineGribroblastGsrowthGractorGOrsrPGseneG
andGutsGqxpressionGduringGmdipocyteGpifferentiationUG2023SGY_SGabbZ 0

477 zetworkGpharmacologyGpredictsGcombinationalGeffectGofGnovelGherbalGpairGconsistGofGqphedraeG
herbaGandGooicisGsemenGonGadipogenesisGinGZ—ZTxXGcellsUG2023SGXdSGeWYdYdca 0

476 unGsilicoGanalysisGtoGidentifyGmi”TXYcXTapV’xon_GOphospholipaseGoGnetaG_PGaxisGmediatedGoxaliplatinG
resistanceGinGmetastaticGcolorectalGcancerUG2023SGXZSG 0

475 untratumoralGnacteriaGpysbiosisGusGmssociatedGwithGtumanG’apillaryG—hyroidGoancerGandGoorrelatedG
withG‘ncogenicG–ignalingG’athwaysUG2023SG 0

474 unsightsGintoGtheGgenomicGevolutionGandGtheGalkaliGtoleranceGmechanismsGofGmgaricusGsinodeliciosusG
byGcomparativeGgenomicGandGtranscriptomicGanalysesUG2023SGeSG 0

473 yiningGtheGpotentialGtherapeuticGtargetsGforGo‘VupGTXeGinfectionGinGpatientsGwithGsevereGburnG
injuriesGviaGbioinformaticsGanalysisUG 0

472 mGcentralGchaperoneTlikeGroleGforGX_TZTZGproteinsGinGhumanGcellsUG2023SGdZSGec_TeeZUeXa 0

471 â��unGtheGlightGofGevolutionfâ��GkeratinsGasGexceptionalGtumorGbiomarkersUGXXSGeXaWee 0

470 oomparisonGofGgeneGexpressionGbetweenGhumanGandGmouseGi’–oTderivedGcardiomyocytesGforGstemG
cellGtherapiesGofGcardiovascularGdefectsGviaGbioinformaticGanalysisUG2023SGdSG 0

469
mntiviralGandGantiTinflammatoryGactivityGofGnaturalGcompoundsGagainstGvapaneseGencephalitisGvirusG
viaGinhibitionGofGz–aGproteinGandGregulationGofGkeyGimmuneGandGinflammatoryGsignalingGpathwaysUG
2023SGeaSG

0

468 pemystifyingGtheG”oleGofG’rognosticGniomarkersGinGnreastGoancerGthroughGuntegratedG
—ranscriptomeGandG’athwayGqnrichmentGmnalysesUG2023SGXZSGXX_Y 0

467 dupmRtUGpyloriGreducesGdiversityGofGgastricGmicrobiomeGandGincreasesGriskGofGerosiveGgastritisUGXZSG 0

466 nαuznGyodelTnasedG’athwayGmnalysisGandGyoduleGudentificationGracilitatesGuntegrationGofG
yicrobiomeGandGyetabolomeGpataUG2023SGXXSGcbb 0

465 –tateGofGtheGmrtGofGtheGyolecularGniologyGofGtheGunteractionGbetweenGoocoaGandGéitchesâ��GnroomG
piseasefGmG–ystematicG”eviewUG2023SGY_SGabd_ 0

464 ”hizosphereGrungalGpynamicsGinG–ugarcaneGduringGpifferentGsrowthG–tagesUG2023SGY_SGacWX 0

463 –usceptibilityGandG’ermissivityGofGαebrafishGOpanioGrerioPGxarvaeGtoGoyprinivirusesUG2023SGXaSGcbd 0

462 udentificationGofGpredictorsGforGneurologicalGoutcomeGafterGcardiacGarrestGinGperipheralGbloodG
mononuclearGcellsGthroughGintegratedGbioinformaticsGanalysisGandGmachineGlearningUG2023SGYZSG 0
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461
mGoomparativeG–tudyGonGsrowthG’erformanceSGnodyGoompositionSGandGxiverG—issueGyetabolismG
”earingGonG–oybeanGxecithinTqnrichedGmrtemiaGzaupliiGandGyicrodietGinG”ockGnreamGO‘plegnathusG
fasciatusPGxarvaeUG2023SGYWYZSGXTXd

0

460 udentificationGofGimmuneGcellsGinfiltratingGinGhippocampusGandGkeyGgenesGassociatedGwithG
mlzheimerâ��sGdiseaseUG2023SGXbSG 0

459
mnGintegratedGapproachGofGnetworkGpharmacologySGmolecularGdockingSGandGexperimentalG
verificationGuncoversGkaempferolGasGtheGeffectiveGmodulatorGofGt–pXcnXGforGtreatmentGofG
endometrialGcancerUG2023SGYXSG

0

458 o‘xZmXSGoXoxdSGVomzSG—tn–YSGandGo‘xXmYGareGcorrelatedGwithGtheGonsetGofGbiliaryGatresiaUG2023SG
XWYSGeZZYee 0

457 udentificationGofGaGpediatricGacuteGhypoxemicGrespiratoryGfailureGsignatureGinGperipheralGbloodG
leukocytesGatGY_GhoursGpostTuo GadmissionGwithGmachineGlearningUGXXSG 0

456 rq”y—XGusGaG’rognosticGyarkerGunvolvedGinGummuneGunfiltrationGofG’ancreaticGmdenocarcinomaG
oorrelatingGwithGmbmGyodificationGandGzecroptosisUG2023SGX_SGcZ_ 0

455 udentificationGofGnewGpotentialGdownstreamGtranscriptionalGtargetsGofGtheGstrigolactoneGpathwayG
includingGglucosinolateGbiosynthesisUG2023SGcSG 0

454 VacuolarGproteinGsortingGZaGOV’–ZaPGactsGasGaGtumorGpromoterGviaGfacilitatingGcellGcycleGprogressionG
inGpancreaticGductalGadenocarcinomaUG2023SGYZSG 0

453 tnVGrewiresGliverGcancerGsignalingGbyGalteringG’’YmGcomplexesUG 0

452 o”u–’”VoaseTmediatedGknockoutGofGtheGubiquitinGvariantG bwqw–revealsGaGroleGinGregulatingG
nucleolarGstructuresGandGcompositionUG 0

451 XanthohumolGimprovesGcognitiveGimpairmentGbyGregulatingGmi”zmTaZYTZpVyppedXGinG
ovariectomizedGmiceUG2023SGY_WSGXXbeTXXcd 0

450 –oxX_GunhibitsGtheGrunctionsGofGtheGzmoW_Zâ��y−nbXG–ignalingGoascadeGtoG”educeGtheGxigninG
oontentGinGmutotetraploidG’opulusGhopeiensisUG2023SGY_SGadWe 0

449 mGmultiTomicGapproachGidentifiesGanGautismGspectrumGdisorderGOGm–pGPGregulatoryGcomplexGofG
functionalGepimutationsGinGplacentasGfromGchildrenGbornGpretermUG 0

448 yechanisticGconvergenceGofGdepressionGandGsuicidalityGonGastrocyteGfattyGacidGmetabolismUG 0

447 pifferencesGinGéholeTnloodG—ranscriptionalG’rofilesGinGunflammatoryGnowelGpiseaseG’atientsG
”espondingGtoGVedolizumabGoomparedGwithGzonT”espondersUG2023SGY_SGadYW 0

446 yicro”zmsGinGtearGfluidsGpredictGunderlyingGmolecularGchangesGassociatedGwithGmlzheimerâ��sGdiseaseUG
2023SGbSGeYWYYWXcac 0

445 rireGandG”hizosphereGqffectsGonGnacterialGooT‘ccurrenceG’atternsUG2023SGXXSGceW 0

444 —ranscriptomicGyodulationG”evealsGtheG–pecificGoellularG”esponseGinGohineseG–eaGnassGOxateolabraxG
maculatusPGsillsGunderG–alinityGohangeGandGmlkalinityG–tressUG2023SGY_SGadcc 0
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443 qxplorationGofGtheGcommonGgeneticGlandscapeGofGo‘VupTXeGandGmaleGinfertilityUGX_SG 0

442 senomeTwideGcharacterizationGofGubiquitinTconjugatingGenzymeGgeneGfamilyGexploresGitsGgeneticG
effectsGonGtheGoilGcontentGandGyieldGofGnrassicaGnapusUGX_SG 0

441 —heGyolecularGyechanismGofGtheG—qmpXGseneGandGmi”T_XWTapGmffectGqmbryonicG–keletalGyuscleG
pevelopmentfGmGmi”zmTyediatedGce”zmGzetworkGmnalysisUG2023SGXYSGe_Z 0

440 oyclinGnXGisGaGnovelGprognosticGbiomarkerGandGpromotesGproliferationSGmigrationGandGinvasionGinG
éilmsG—umourUG 0

439 oancerTderivedGmutationGinGtheG‘smGstalkGdomainGpromotesGcellGmalignancyGthroughGdysregulatingG
’pxuycGandGpaZUG 0

438 mGxargeT–caleG’roteomicsG”esourceGofGoirculatingGqxtracellularGVesiclesGforGniomarkerGpiscoveryGinG
’ancreaticGoancerUG 0

437 –m”–TooVTYGz–’XYGassociatesGwithGtheG—”ioGcomplexGandGtheG’ZYZxGsubstitutionGisGaGhostGadaptionUG 0

436 —rendsGofGtherapyGinGtheGtreatmentGofGasthmaUG2023SGXcSGXcaZ_bbbYZXXaac 0

435 oomparativeGtranscriptomeGanalysisGofGmolecularGmechanismsGunderlyingGadventitiousGrootG
developmentsGinGtuangshanGnitterGteaGOoamelliaGgymnogynaGohangPGunderGredGlightGqualityUGX_SG 0

434 –exualGbehaviorGshapesGmaleGgenitourinaryGmicrobiomeGcompositionUG2023SG_SGXWWedX 0

433 xowerGrespiratoryGtractGmicrobiomeGcompositionGandGcommunityGinteractionsGinGsmokersUG2023SGaSG 0

432 —heGcharacteristicsGofGsoilGmicrobialGcoToccurrenceGnetworksGacrossGaGhighTlatitudeGforestedGwetlandG
ecotoneGinGohinaUGX_SG 0

431 niosynthesisGofGZSbTpideoxyTheptosesGforGtheGoapsularG’olysaccharidesGofGoampylobacterGjejuniUG
2023SGbYSGXYdcTXYec 0

430 qpigeneticGdosageGidentifiesGtwoGmajorGandGfunctionallyGdistinctG˛†GcellGsubtypesUG2023SG 0

429 untegratingGnetworkGpharmacologyGapproachesGforGtheGinvestigationGofGmultiTtargetG
pharmacologicalGmechanismGofGbTshogaolGagainstGcervicalGcancerUGXTXc 0

428 udentificationGofGcommonGmolecularGsignaturesGofG–m”–TooVTYGinfectionGandGitsGinfluenceGonGacuteG
kidneyGinjuryGandGchronicGkidneyGdiseaseUGX_SG 0

427 —heGgutGmicrobiotaGofGtropicalGmarineGfishGisGlargelyGunculturedGandGdistinctGfromGsurroundingGwaterG
microbiotaUG 0

426 ”asTdependentGactivationGofGnymxYGregulatesGhypoxicGmetabolismGinGpancreaticGcancerUG 0
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425 zetworkTlevelGanalysisGofGageingGandGitsGrelationshipGwithGdiseasesGandGtissueGregenerationGinGtheG
mouseGliverUG2023SGXZSG 0

424 —heGe—yâ��mi”dadâ��Gy−nbYGTGlikeGmoduleGregulatesGanthocyaninGbiosynthesisGunderGlowTnitrogenG
conditionsGinGyalusGspectabilisUG 0

423 zeutrophilGmctivationGandGummuneG—hrombosisG’rofilesG’ersistGinGoonvalescentGo‘VupTXeUG 0

422 xongevityTmssociatedG—ranscriptionGractorGm—rcG’romotesGtealthspanGbyG–uppressingGoellularG
–enescenceGandG–ystematicGunflammationUG2022SGW 0

421 —owardGnovelGtreatmentGagainstGfilariasisfGunsightGintoGgenomeTwideGcoTevolutionaryGanalysisGofG
filarialGnematodesGandGéolbachiaUGX_SG 0

420 oharacteristicsGofGtheGrumenGviromeGinGvapaneseGcattleUG 0

419 nioinformaticsTbasedGinvestigationGonGtheGgeneticGinfluenceGbetweenG–m”–TooVTYGinfectionsGandG
idiopathicGpulmonaryGfibrosisGOu’rPGdiseasesSGandGdrugGrepurposingUG2023SGXZSG 0

418 mcceleratingGnetworkGlayoutsGusingGgraphGneuralGnetworksUG2023SGX_SG 0

417 pownregulationGofGlnc”zmG–ztsXGinGhypoxiaGandGstemGcellsGisGassociatedGwithGpoorGdiseaseG
prognosisGinGgliomasUG2023SGYYSGXXZaTXXaZ 0

416 —heG”n’omeGofGinfluenzaGmGvirusGm”zmGrevealsGaGroleGforG—p’T_ZGinGviralGreplicationUG 0

415 senomeTcentricGmetagenomicsGrevealsGtheGhostTdrivenGdynamicsGandGecologicalGroleGofGo’”G
bacteriaGinGanGactivatedGsludgeGsystemUG2023SGXXSG 0

414 oellularGproteomicGprofilingGofGesophagealGepithelialGcellsGculturedGunderGphysioxiaGorGnormoxiaG
revealsGhighGcorrelationGofGradiationGresponseUG2023SG 0

413 mGnovelGmi”TeebTapTαbpXpathwayGinGmicrogliaGcontributesGtoGtheGpathogenesisGofGschizophreniaUG 0

412 zetworkGmnalysisG”evealsGtheGyolecularGnasesGofG–tatinG’leiotropyG—hatGVaryGwithGseneticG
nackgroundUG2023SGXXSG 0

411 mntileishmanialGmctivityGofGoinnamicGmcidGperivativesGagainstGxeishmaniaGinfantumUG2023SGYdSGYd__ 0

410
oonstructionGandGanalysisGofGproteinâ��proteinGinteractionGnetworksGbasedGonGnuclearGproteomicsG
dataGofGtheGdesiccationTtolerantGXerophytaGschlechteriGleavesGsubjectedGtoGdehydrationGstressUG2023
SGXbSG

0

409 rullTlengthG”zmGsequencingGrevealsGtheGmechanismsGbyGwhichGanG—–éVâ��to”VGcomplexGsuppressesG
plantGbasalGresistanceUGX_SG 0

408 rloralGpevelopmentG–tageT–pecificG—ranscriptomicGmnalysisG”evealsGtheGrormationGyechanismGofG
pifferentG–hapesGofG”ayGrloretsGinGohrysanthemumUG2023SGX_SGcbb 0
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407 ’neumolysinGasGaGtargetGforGnewGtherapiesGagainstGpneumococcalGinfectionsfGmGsystematicGreviewUG
2023SGXdSGeWYdYecW 0

406 udentificationGandGanalysisGofGligninGbiosynthesisGgenesGrelatedGtoGfruitGripeningGandGstressGresponseG
inGbananaGOyusaGacuminataGxUGmmmGgroupSGcvUGoavendishPUGX_SG 0

405 ppXadGexpressionGpromotesGinflammationGandGgrowthGarrestGinG–ertoliGcellsGbyGstabilizingGpbaG
m”zmGinGpatientsGwithG–ertoliGcellTonlyGsyndromeUGX_SG 0

404 untegrativeGomicsTanalysisGofGlipidGmetabolismGregulationGbyGperoxisomeGproliferatorTactivatedG
receptorGaGandGbGagonistsGinGmaleGmtlanticGcodUGX_SG 0

403 oaptureG”uoTseqGrevealsGpositionalGrulesGofG’—n’XTassociatedG”zmGloopsGinGsplicingGregulationUG2023
SGdZSGXZXXTXZYcUec 0

402 —emporalGgenomeTwideGfitnessGanalysisGofyycobacteriumGmarinumduringGinfectionGrevealsGgeneticG
requirementGforGvirulenceGandGsurvivalGinGamoebaeGandGmicroglialGcellsUG 0

401 –ystemicGmntiTunflammatoryG—herapyGmidedGbyGourcuminTxadenGpoubleTteadedGzanoparticlesG
oombinedGwithGunjectableGxongTmctingGunsulinGinGaG”odentGyodelGofGpiabetesGqyeGpiseaseUG2023SGXcSGbdacTbdc_ 0

400 oentipedaGminimaGactiveGcomponentsGandGmechanismsGinGlungGcancerUG2023SGYZSG 0

399 qxploringGtheGmechanismGofGactionGofGherbalGcompoundingGinGtheGtreatmentGofGmyastheniaGgravisG
basedGonGnetworkGpharmacologyUGXTXb 0

398 oomparisonGofGhepaticGresponsesGtoGglucoseGperturbationGbetweenGhealthyGandGobeseGmiceGbasedG
onGtheGedgeGtypeGofGnetworkGstructuresUG2023SGXZSG 0

397 —heGmbmGmethylationGlandscapeSGmolecularGcharacterizationGandGclinicalGrelevanceGinGprostateG
adenocarcinomaUGX_SG 0

396 mnGunteractionGzetworkGprivenGmpproachGforGudentifyingGoervicalSGqndometrialSGVulvarGoarcinomicG
niomarkersGandG—heirGyultiTtargetedGunhibitoryGmgentsGfromGrewGéidelyGmvailableGyedicinalG’lantsUG 0

395 zotchGactivationGpromotesGboneGmetastasisGviaG–’m”oGinhibitionGinGadenoidGcysticGcarcinomaUG 0

394 qnterohemorrhagicGqscherichiaGcoliGrespondsGtoGgutGmicrobiotaGmetabolitesGbyGalteringGmetabolismG
andGactivatingGstressGresponsesUG2023SGXaSG 0

393 f”zofG ncoveringGtheGdynamicGandGconditionTspecificG”n’Tnc”zmGcircuitsGfromGmultiTomicsGdataUG
2023SGYXSGYYcbTYYda 0

392 udentificationGofGaGstableGmajorGsucroseTrelatedG“—xGandGdiagnosticGmarkerGforGflavorGimprovementG
inGpeanutUG2023SGXZbSG 0

391 yenaGregulatesGnesprinTYGtoGcontrolGactinâ��nuclearGlaminaGassociationsSGtransTnuclearGmembraneG
signallingGandGgeneGexpressionUG2023SGX_SG 0

390
undividualizedGxipidGyetabolismTmssociatedG–ixTseneG–ignatureGforG’redictionGofG‘verallG–urvivalSG
ummuneGunfiltrationSGummunotherapyG”esponseSGandG’otentialGoandidateGprugsGinGxungG–quamousG
oellGoarcinomaG’atientsfGpevelopmentGandGValidationUG

0
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389 zetprillerTVZfGmG’owerfulG–ocialGzetworkGmnalysisG—oolUG2022SG 0

388 nioinformaticsGandGsystematicGbiologyGmethodsGtoGdetermineGtheGpathogenicGlinkGbetweenG
o‘VupTXeGandGatrialGfibrillationUG 0

387  pregulationGofGoXoxXGandGros”XmGisGmssociatedGéithGtheGischemicGstrokeGandGorohnâ��sGpiseaseUG 0

386  rinaryTderivedGextracellularGvesiclesGrevealGaGdistinctGmicro”zmGsignatureGassociatedGwithGtheG
developmentGandGprogressionGofGrabryGnephropathyUGXWSG 0

385 ummuneGandGionicGmechanismsGmediatingGtheGeffectGofGdexamethasoneGinGsevereGo‘VupTXeUGX_SG 0

384 pia’m–qrGproteotypeGanalysisGindicatesGchangesGinGcellGgrowthGandGmetabolicGswitchGinducedGbyG
caspaseTeGinhibitionGinGchondrogenicGcellsUG 0

383 yindGofGaGdauerfGoomparativeGconnectomicsGrevealsGdevelopmentalGplasticityUG 0

382
untegratedGmetabolomicGandGtranscriptomicGanalysisGrevealsGtheGmechanismGunderlyingGtheG
accumulationGofGanthocyaninsGandGotherGflavonoidsGinGtheGfleshGandGskinGofGteinturierGgrapesUG2023SG
XecSGXWcbbc

0

381  pregulationGofGniomarkerGximdXGéasGoorrelatedGwithGummuneGunfiltrationGinGpoxorubicinT”elatedG
oardiotoxicityUG2023SGYWYZSGXTYZ 0

380 –temGcellTbasedGmodelingGandGsingleTcellGmultiomicsGrevealGgeneTregulatoryGmechanismsG
underlyingGhumanGskeletalGdevelopmentUG2023SGXXYYcb 0

379 ’hotobiomodulationG”educesGtheGoytokineG–tormG–yndromeGmssociatedGwithGo‘VupTXeGinGtheG
αebrafishGyodelUG2023SGY_SGbXW_ 0

378 yetabarcodingGandGyetabolomicsG”evealGtheGqffectGofGtheGunvasiveGmlienG—reeGyiconiaGcalvescensG
poUGonG–oilGpiversityGonGtheG—ropicalGuslandGofGyoâ��oreaGOrrenchG’olynesiaPUG2023SGXXSGdZY 0

377 sinsenosideG”kZGisGaGnovelG’uZwVmw—TtargetingGtherapeuticsGagentGthatGregulatesGautophagyGandG
apoptosisGinGhepatocellularGcarcinomaUG2023SG 0

376 ”eductiveGqnzymeGoascadesGforGValorizationGofG’olyethyleneG—erephthalateGpeconstructionG
’roductsUG2023SGXZSG_ccdT_cde 0

375 rαpcSG”egulatedGbyGzonTopsGyethylationSG’laysGanGumportantG”oleGinGummatureG’orcineG–ertoliGoellG
’roliferationUG2023SGY_SGbXce 0

374 ”iskGstratificationGbasedGonGpzmGdamageTrepairTrelatedGsignatureGreflectsGtheGmicroenvironmentalG
featureSGmetabolicGstatusGandGtherapeuticGresponseGofGbreastGcancerUGX_SG 0

373 ’redictiveGinvestigationGofGidiopathicGpulmonaryGfibrosisGsubtypesGbasedGonGcellularG
senescenceTrelatedGgenesGforGdiseaseGtreatmentGandGmanagementUGX_SG 0

372 ’roteomicG’rofilingGofGoolorectalGmdenomasGudentifiesGaG’redictiveG”iskG–ignatureGforGpevelopmentG
ofGyetachronousGmdvancedGoolorectalGzeoplasiaUG2023SG 0
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371 qxploringGtheGcommonGpathogenesisGofGcalcificGaorticGvalveGdiseaseGandGatheroscleroticG
cardiovascularGdiseaseGthroughGbioinformaticsGanalysisUG 0

370 udentificationGofGsenomicG–ignaturesGinGnullmastiffGpogsG singGoompositeG–electionG–ignalsG
mnalysisGofGYZG’urebredGoladesUG2023SGXZSGXX_e 0

369
—heG”elatedGyechanismsG’redictedGthroughGzetworkTnasedG’harmacologicalGmnalysisGandGtheG
mntiTunflammatoryGqffectsGofGrraxinusGrhynchophyllaGtanceGnarkGonGoontactGpermatitisGinGyiceUG
2023SGY_SGbWeX

0

368 ’roteomeTwideGlysineGacetylationGprofilingGtoGinvestigateGtheGinvolvementGofGhistoneGdeacetylaseG
tpmaGinGtheGsaltGstressGresponseGofGmrabidopsisGleavesUG 0

367 oomparativeG–tudyGofG—ranscriptomeG’rofileGandGummuneTrelatedGsenesGzetworkGmssociatedGwithG
untestinalGqpithelialG—issueGbasedGonGyicroarrayGpataGinG’oultryGwithGooccidiosisUG2022SGXZSGXa_TXbY 0

366 oomparativeGtranscriptomeGanalysisGrevealsGtheGphosphateGstarvationGalleviationGmechanismGofG
phosphateGaccumulatingG’seudomonasGputidaGinGmrabidopsisGthalianaUG2023SGXZSG 0

365 mGnovelGfeedbackGregulatedGloopGofGcirc””yYTusrYn’XTy−oGpromotesGbreastGcancerGmetastasisUG
2023SGYZSG 0

364 éeightedGgeneGcoTexpressionGnetworkGanalysisGrevealedG—GcellGdifferentiationGassociatedGwithGtheG
ageTrelatedGphenotypesGinGo‘VupTXeGpatientsUG2023SGXbSG 0

363 —heGgenomicGlandscapeGofGreferenceGgenomesGofGcultivatedGhumanGgutGbacteriaUG2023SGX_SG 0

362 mpigeninGexertsGantiTcancerGeffectsGinGcolonGcancerGpossiblyGbyGregulatingGteatGshockGproteinGeWG
alphaGfamilyGclassGmGmemberGXGOt–’eWmmXPUG 0

361 yicrobialGcompositionGofGtumorousGandGadjacentGgastricGtissueGisGassociatedGwithGprognosisGofG
gastricGcancerUG2023SGXZSG 0

360 ’hysiologicalSGtranscriptomeGandGcoTexpressionGnetworkGanalysisGofGchlorophyllTdeficientGmutantsGinG
flueTcuredGtobaccoUG2023SGYZSG 0

359 unvestigationGofGtargetsGandGanticancerGmechanismsGofGcovalentlyGactingGnaturalGproductsGbyG
functionalGproteomicsUG 0

358 —weedleGgeneGfamilyGofGprosophilaGsuzukiiGOyatsumuraPGlarvaGenhancesGtheGbasalGtoleranceGtoGcoldG
andGhypoxiaUG 0

357 ’roteomeGintegralGsolubilityGalterationGhighTthroughputGproteomicsGassayGidentifiesGoollectinTXYGasG
aGnonTapoptoticGmicroglialGcaspaseTZGsubstrateUG2023SGX_SG 0

356 xipidGmetabolismTrelatedGmi”zmsGwithGpotentialGdiagnosticGrolesGinGprostateGcancerUG2023SGYYSG 0

355 pecipheringGmolecularGmechanismsGofG–m”–TooVTYGpathogenesisGandGdrugGrepurposingGthroughG
s”zGmotifsfGaGcomprehensiveGsystemsGbiologyGstudyUG2023SGXZSG 0

354 udentificationGofGrozXGasGaGnovelGmacrophageGinfiltrationTassociatedGbiomarkerGforGdiagnosisGofG
pediatricGinflammatoryGbowelGdiseasesUG2023SGYXSG 0
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353 udentificationGofGpiagnosticGyarkersGinG–ynovialG—issueGofG‘steoarthritisGbyGéeightedGseneG
ooexpressionGzetworkUG 0

352 ’roteomicGanalysisGofGsialolithsGfromGcalcifiedSGlipidGandGmixedGgroupsGasGaGsourceGofGpotentialG
biomarkersGofGdepositGformationGinGtheGsalivaryGglandsUG2023SGYWSG 0

351 udentificationGofGpotentialGferroptosisGhubGgenesGinGacuteTonTchronicGliverGfailureGbasedGonG
bioinformaticsGanalysisGandGexperimentalGverificationUG2023SGXbSG 0

350 senomeTwideGidentificationGofGtheG—ur−GfamilyGrevealsGvmαGsubfamilyGfunctionGinGresponseGtoG
hormoneGtreatmentGinGnetulaGplatyphyllaUG2023SGYZSG 0

349 –xm’–t‘—GrevealsGrapidGdynamicsGofGextracellularlyGexposedGproteomeGinGresponseGtoG
calciumTactivatedGplasmaGmembraneGphospholipidGscramblingUG 0

348 mGmultiTomicsGstrategyGforGtheGstudyGofGmicrobialGmetabolismfGapplicationGtoGtheGhumanGskinâ��sG
microbiomeUG 0

347 udentificationGandGvalidationGofGferroptosisTrelatedGgenesGinGpatientsGinfectedGwithGdengueGvirusfG
implicationGinGtheGpathogenesisGofGpqzVUG 0

346 mntiTotmoXGexosomesGforGnoseTtoTbrainGdeliveryGofGmi”TcbWTZpGinGcerebralGischemiaVreperfusionG
injuryGmiceGinhibitingGneuronGferroptosisUG2023SGYXSG 0

345 yetaTanalysesGofGhostGmetagenomesGfromGcolorectalGcancerGpatientsGrevealGstrongGrelationshipG
betweenGcolorectalGcancerTassociatedGspeciesUG 0

344 oirculatingGyetabolomicGandGxipidomicG–ignaturesGudentifyGaG—ypeGYGpiabetesG”iskG’rofileGinG
xowTnirthTéeightGyenGwithGzonTmlcoholicGrattyGxiverGpiseaseUG2023SGXaSGXaeW 0

343 unterferonTinducibleGphospholipidsGgovernGuru—yZGTdependentGendosomalGantiviralGimmunityUG 0

342  ncoveringGbiomarkersGforGpotentialGtherapeuticGtargetingGforGo‘VupTXeTrelatedGacuteGkidneyG
injuryfGmGbioinformaticGapproachUG2023SGaSG 0

341 noneGyarrowGyesenchymalG–temGoellsGqxpandedGunsideGtheGzichoidGyicroT–caffoldfGaGrocusGonG
mntiTunflammatoryG”esponseUG 0

340 olinicalGfeaturesGandGsharedGmechanismsGofGchronicGgastritisGandGosteoporosisUG2023SGXZSG 0

339 udentificationGofGummuneGyicroenvironmentGohangesSGummuneT”elatedG’athwaysGandGsenesGinG
yaleGmndrogeneticGmlopeciaUG 0

338 untegratedGanalysisGofGtranscriptomicsGandGmetabolomicsGofGpeachGunderGcoldGstressUGX_SG 0

337 untegratedGmnalysisGofGlnc”zmâ��m”zmG”egulatoryGzetworksG”elatedGtoGxipidGyetabolismGinG
tighT‘leicTmcidG”apeseedUG2023SGY_SGbYcc 0

336 –ystemicGmlterationsGofGoancerGoellsGandG—heirGnoostGbyG’olyploidizationfG nicellularGmttractorG
O omPGyodelUG2023SGY_SGbXeb 0
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335 tighlightingGunGVitroGtheG”oleGofGnrainTlikeGqndothelialGoellsGonGtheGyaturationGandGyetabolismGofG
nrainG’ericytesGbyG–ém—tG’roteomicsUG2023SGXYSGXWXW 0

334
yicroporousGmembraneGandGcultureGmediumGaffectGinGvitroGseedlingGdevelopmentGofGpalbergiaG
nigraGOVellUPGqxGnenthUGOrabaceaePGbyGmodulationGofGtheGproteinGprofileGandGaccumulationGofG
ethyleneGandGo‘YUG

0

333 qxplorationGofGtheG–haredGseneG–ignaturesGandGyolecularGyechanismsGnetweenGnreastGoancerGandG
qndometriosisUG 0

332 senomeT–caleGmnalysisGofGoellularG”estrictionGractorsG—hatGunhibitG—ransgeneGqxpressionGfromG
mdenoTmssociatedGVirusGVectorsUG 0

331 ’hylogeneticGmnalysesGandG—ranscriptionalG–urveyG”evealGtheGoharacteristicsSGqvolutionSGandG
qxpressionG’rofileGofGzn–T—ypeG”esistanceGsenesGinG’apayaUG2023SGXZSGecW 0

330 mnticancerGqffectGofGmctiveGoomponentGofGmstragalusGyembranaceusGoombinedGwithG‘laparibGonG
‘varianGoancerG’redictedGbyGzetworkTnasedG’harmacologyUG 0

329 udentifyingGpotentialGbiomarkersGforGtheGdiagnosisGandGtreatmentGofGugmGnephropathyGbasedGonG
bioinformaticsGanalysisUG2023SGXbSG 0

328 —heGYWYWGderechoGrevealedGlimitedGoverlapGbetweenGmaizeGgenesGassociatedGwithGrootGlodgingGandG
rootGsystemGarchitectureUG 0

327 xossGofGtheGyaternalGqffectGseneGzlrpYGmltersGtheG—ranscriptomeGofG‘vulatedGyouseG‘ocytesGandG
umpactsGqxpressionGofGtistoneGpemethylaseGwpyXnUG 0

326 ’otentialG—argetsGandGyechanismsGofGvieduG“uyuGαiyinGpecoctionGforG—reatingG–xqTsu‘’fGnasedGonG
zetworkG’harmacologyGandGyolecularGpockingUG2023SGYWYZSGXTXa 0

325 ’harmacologicalGyechanismGofGmucklandiaeG”adixGagainstGsastricG lcerGnasedGonGzetworkG
’harmacologyGandGunGVivoGqxperimentUG2023SGaeSGbbb 0

324 nioactiveGoompoundsGandG–ignalingG’athwaysGofGéolfiporiaGextensaGinG–uppressingGunflammatoryG
”esponseGbyGzetworkG’harmacologyUG2023SGXZSGdeZ 0

323 ’psrTpTinducedGimmunoproteasomeGactivationGandGcellTcellGinteractionsUG2023SGYXSGY_WaTY_Xd 0

322 oombiningGbioinformaticsGandGmachineGlearningGtoGidentifyGcommonGmechanismsGandGbiomarkersGofG
chronicGobstructiveGpulmonaryGdiseaseGandGatrialGfibrillationUGXWSG 0

321 udentificationGofGzovelGzecroptosisGandGummuneGunfiltrationGinGtheG’rogressionGofGudiopathicG
’ulmonaryGribrosisUG 0

320 pistinctGgeneGdysregulationGpatternsGheraldGprecisionGmedicineGpotentialityGinGsystemicGlupusG
erythematosusUG2023SGXZbSGXWZWYa 0

319 oollagenGtydrogelGoontainingG’olyethylenimineTsoldGzanoparticlesGforGprugG”eleaseGandG
qnhancedGneatingG’ropertiesGofGqngineeredGoardiacG—issuesUG 0

318  rinaryGyetabolomicsGudentifiedGyetabolicG’erturbationsGmssociatedGwithGsutkaSGaG–mokelessGrormG
ofG—obaccoUG2023SGZbSGbbeTbd_ 0
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317 up–xUs‘mfGseneG‘ntologyGmnalysisGforGyetabolomicsUG 0

316 â��udentificationGofGpotentialGdrugGforGdengueGhemorrhagicGfeverGfGzetworkTbasedGdrugGreprofilingG
approachâ��GO’reprintPUG 0

315 —heGrotationGofG’hallusGimpudicusGbenefitsGtheGmicroenvironmentGviaGimprovingGtheGsoilGmicrobialG
structureGandGsoilGpropertiesUG 0

314 yolecularGmechanismGstudyGandGtumorGheterogeneityGofGohineseGangelicaGandGrructusGaurantiiGinG
theGtreatmentGofGcolorectalGcancerGthroughGcomputationalGandGmolecularGdynamicsUG2023SGYZSG 0

313 pownregulatedGannexinGmXGexpressionGcorrelatesGwithGpoorGprognosisSGmetastasisSGandG
immunosuppressiveGmicroenvironmentGinGqwingâ��sGsarcomaUG2023SGXaSGYZYXTYZ_b 0

312 –oilGconditionsGandGtheGplantGmicrobiomeGboostGtheGaccumulationGofGmonoterpenesGinGtheGfruitGofG
oitrusGreticulataGâ��ohachiâ��UG2023SGXXSG 0

311 udentificationGofGtranscriptionGfactorsGrelatedGtoGdiabeticGtubulointerstitialGinjuryUG2023SGYXSG 0

310 —heGgenomeGofGxactucaGsalignaGSGaGwildGrelativeGofGlettuceSGprovidesGinsightGintoGnonThostGresistanceG
toGtheGdownyGmildewGnremiaGlactucaeUG 0

309
—heGinhibitoryGroleGofGmicro”zmTX_XTZpGinGhumanGcutaneousGmelanomaGgrowthGandGmetastasisG
throughGtheGfibroblastGgrowthGfactorGXZTmediatedGmitogenTactivatedGproteinGkinaseGaxisUG’ublishG
mheadGofG’rintSG

0

308 —ranscriptomicGanalysisGrevealsGsharedGgeneGsignaturesGandGmolecularGmechanismsGbetweenG
obesityGandGperiodontitisUGX_SG 0

307 oomprehensiveGanalysisGofGtheGexpressionGandGprognosisGforG”muYfGmGpromisingGbiomarkerGinGbreastG
cancerUGXZSG 0

306  seGofGpainTrelatedGgeneGfeaturesGtoGpredictGdepressionGbyGsupportGvectorGmachineGmodelGinG
patientsGwithGfibromyalgiaUGX_SG 0

305 yolecularGtargetsGofGmetforminGagainstGovarianGcancerGbasedGonGnetworkGpharmacologyUG 0

304 nioinformaticsGscreeningGofGcolorectalTcancerGcausingGmolecularGsignaturesGthroughGgeneG
expressionGprofilesGtoGdiscoverGtherapeuticGtargetsGandGcandidateGagentsUG2023SGXbSG 0

303 —woGhaplotypeTresolvedGgenomesGofGhighlyGheterozygousGmmnGallotriploidGbananasGprovideGinsightsG
intoGsubgenomeGasymmetricGevolutionGandGbananaGwiltGcontrolUG 0

302 ’hylobonefGmGcomprehensiveGdatabaseGofGboneGextracellularGmatrixGproteinsGinGhumanGandGmodelG
organismsUG 0

301
seneratingGrunctionalGandGtighlyG’roliferativeGyelanocytesGperivedGfromGtumanG’luripotentG–temG
oellsfGmG’romisingG—oolGforGniotherapeuticGmpproachesGtoG—reatG–kinG’igmentationGpisordersUG2023SG
Y_SGbZed

0

300 seneGenrichmentGandGcoTexpressionGanalysisGshedGlightGonGtranscriptionalGresponsesGtoG”alstoniaG
solanacearumGinGtomatoUG2023SGY_SG 0
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299 slobalGmultiTomicsGprofilingGrevealsGevolutionaryGdriversGofGphylogeographicGdiversityGofGfungalG
specializedGmetabolismUG 0

298 xearningGtranscriptionalGandGregulatoryGdynamicsGdrivingGcancerGcellGplasticityGusingGneuralG
‘pqTbasedGoptimalGtransportUG 0

297 —ranscriptomeGmnalysisG”evealsGtheG’rofileGofGxongGzonToodingG”zmsGduringGyyogenicG
pifferentiationGinGsoatsUG2023SGY_SGbZcW 0

296 —obaccoGmlkaloidGmssessmentGinGaGp––TunducedGoolitisGyouseGyodelGwithGaGrullyGtumanizedG
ummuneG–ystemUG2023SGY_SGb_Xe 0

295 unfectionGstrategiesGofGdifferentGchytridsGinGaGdiatomGspringGbloomUG 0

294 udentifyingGdiseasesGassociatedGwithG’ostTo‘VupGsyndromeGthroughGanGintegratedGnetworkGbiologyG
approachUGXTYW 0

293 zs–TbasedGprofilingGidentifiesGmi”zmsGandGpathwaysGdysregulatedGinGcisplatinTresistantGesophagealG
cancerGcellsUG2023SGYZSG 0

292 ”egulatoryGzetworksGofGlnc”zmsSGmi”zmsSGandGm”zmsGinG”esponseGtoGteatG–tressGinGéheatG
O—riticumGmestivumGxUPfGmnGuntegratedGmnalysisUG2023SGYWYZSGXTXc 0

291 pYXGfacilitatesGchronicGlungGinflammationGviaGepithelialGandGendothelialGcellsUG2023SGXaSGYZeaTY_Xc 0

290 ’otentialGmolecularGmechanismsGofGqrlongjiaonangGactionGinGidiopathicGsuddenGhearingGlossfGmG
networkGpharmacologyGandGmolecularGdockingGanalysesUGX_SG 0

289 –permiogenesisGalterationsGinGtheGabsenceGofGo—orGrevealedGbyGsingleGcellG”zmGsequencingUGXXSG 0

288 —heG–ecretomeGofG’arentalGandGnoneGyetastaticGnreastGoancerGqlicitsGpistinctGqffectsGinGtumanG
‘steoclastGmctivityGafterGmctivationGofG˛†YGmdrenergicG–ignalingUG2023SGXZSGbYY 0

287 tumanGthymopoiesisGproducesGpolyspecificGopdRG˛–V˛†G—GcellsGrespondingGtoGmultipleGviralGantigensUG
XYSG 0

286 unferringGseneG”egulatoryGzetworksGfromG”zmTseqGpataG singGwernelGolassificationUG2023SGXYSGaXd 0

285 oomprehensiveGchemicalGprofilingGandGquantitativeGanalysisGofGethnic−iGmedicineGyiaoTruTαhiT—ongG
granulesGusingG t’xoTy–Vy–UG2023SGYXSGYX_TYYa 0

284 zovelG—ranscriptomicGunteractomesGofGzoncodingG”zmsGinGtheGteartGunderGmlteredG—hyroidG
tormonalG–tatesUG2023SGY_SGbabW 0

283 —heGnacterialGyicrobiomeGofGtheGooralG–keletonGmlgalG–ymbiontG‘streobiumG–howsG’referentialG
mssociationsGandG–ignaturesGofG’hylosymbiosisUG 0

282 ’rognosticGbiomarkersGandGmolecularGpathwaysGmediatingGtelicobacterGpyloriâ��inducedGgastricG
cancerfGaGnetworkTbiologyGapproachUG2023SGYXSGed 0
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281 slobalG—ranscriptomicGmnalysesG’rovideGzewGunsightGintoGtheGyolecularGyechanismsGofGqndocarpG
rormationGandGpevelopmentGinGuronGéalnutGOvuglansGsigillataGpodePUG2023SGY_SGba_Z 0

280 udentificationGofGtheGzmoG—ranscriptionGractorGramilyGduringGqarlyG–eedGpevelopmentGinGmkebiaG
trifoliataGO—hunbUPGwoidzUG2023SGXYSGXaXd 0

279 zetworkG’harmacologicalGmnalysisGandGqxperimentalGValidationGofGtheGqffectGofG–milacisGslabraeG
”hixomaGonGsastrointestinalGyotilityGpisorderUG2023SGXYSGXaWe 0

278 mutophagyzetfGtighTresolutionGdataGsourceGforGtheGanalysisGofGautophagyGandGitsGregulationUG 0

277 yechanismGofGskinGwhiteningGthroughG–anTnaiGdecoctionTinducedGtyrosinaseGinhibitionGandG
discoveryGofGnaturalGproductsGtargetingGtyrosinaseUG2023SGXWYSGeZZ_YW 0

276 mGnetworkGpharmacologyGandGmolecularGdockingGapproachGinGtheGexploratoryGinvestigationGofGtheG
biologicalGmechanismsGofGlagundiGOVitexGnegundoGxUPGcompoundsGagainstGo‘VupTXeUG2023SGYXSGe_ 0

275 —ranscriptomeGprofilingGrevealsGtranscriptionalGregulationGofGVu–—mGinG—GcellGactivationUG2023SGXacSGXWXTXXX 0

274 ”unsGofGhomozygosityGandGsignaturesGofGselectionGforGnumberGofGoocytesGandGembryosGinGtheGsirG
undicineGcattleUG 0

273 unsightGintoGtheGmechanismGofGpzmGmethylationGandGmi”zmTm”zmGregulatoryGnetworkGinGischemicG
strokeUG2023SGYWSGXWYb_TXWYdZ 0

272 qxecutableGzetworkGyodelsGofGuntegratedGyultiomicsGpataUG 0

271 qxplorationGofG´ theGmechanismsGofGoyperiG”hizomaGinGtheGtreatmentGofGendometriosisGthroughGsq‘G
datasetsSGnetworkGpharmacologySGandGmolecularGdockingGstudiesUG 0

270 wnowledgeGsraph´ oonstructionGbasedGon´ sranulosaGoellsG—ranscriptomeGfromGpolycysticGovaryG
syndromeGwithGzormoandrogenGandGtyperandrogenUG 0

269 pivergentGcontributionsGofGcodingGandGnoncodingGsequencesGtoGinitialGhighTaltitudeGadaptationGinG
passerineGbirdsGendemicGtoGtheG“inghaiâ��—ibetG’lateauUG 0

268 mnalysisGofGbiofilmGandGbacterialGcommunitiesGinGtheGtowelGenvironmentGwithGdailyGuseUG 0

267 VTyapperfGtopologicalGdataGanalysisGforGhighTdimensionalGdataGwithGvelocityUG2023SGX_SGeYTXWa 0

266 —heGmbmTregulationGandGsingleGcellGeffectGpatternGinGsunitinibGresistanceGonGclearGcellGrenalGcellG
carcinomafGudentificationGandGvalidationGofGtargetsUGX_SG 0

265 yoleculesGinteractUGnutGhowGstrongGandGhowGmuchkUG 0

264 ’astureTfinishingGofGbisonGimprovesGanimalGmetabolicGhealthGandGpotentialGhealthTpromotingG
compoundsGinGmeatUG2023SGX_SG 0
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263 qxtracellularGyatrixGandG’roteinG’hosphorylationGpysregulationG”elatedGtoGpiabetesTunducedG
qrectileGpysfunctionUG2023SGYWYZSGXTXZ 0

262 slycosylationGincreasesGactiveGsiteGrigidityGleadingGtoGimprovedGenzymeGstabilityGandGturnoverUG 0

261 qstablishmentGofGkillerGwhaleGO‘rcinusGorcaPGprimaryGfibroblastGcellGculturesGandGtheirGtranscriptomicG
responsesGtoGpollutantGexposureUG2023SGXc_SGXWceXa 0

260 —es’redfGmGoomprehensiveGoomputationalG—oolGforGtheG’redictionGofG—ypeGeG–ecretionG–ystemSG
slidingGyotilityGandGtheGmssociatedG–ecretedG’roteinsUG 0

259 pynamicsGofGinflammatoryGcytokineGexpressionGinGbovineGendometrialGcellsGexposedGtoGcowGbloodG
plasmaGsmallGextracellularGvesiclesGOsqVPGmayGreflectGhighGfertilityUG2023SGXZSG 0

258
senomeTwideGpzmGmethylationGprofilingGafterGmyurvedaGinterventionGtoGbronchialGasthmaticsG
identifiesGdifferentialGmethylationGinGseveralGtranscriptionGfactorsGwithGimmuneGprocessGrelatedG
functionUG2023SGX_SGXWWbeY

0

257 sém–GacrossGmultipleGenvironmentsGandGésozmGsuggestGtheGinvolvementGofGαmm”rYZGinG
embryonicGcallusGinductionGfromGimmatureGmaizeGembryosUG2023SGXZbSG 0

256
—heG nusualGpominanceGofGtheG−eastGsenusGslaciozymaGinGtheGpeeperGxayerGinGanGmntarcticG
’ermafrostGooreGOmdˆ'lieGooveSGzorthernGVictoriaGxandPGusGprivenGbyGqlementalGoompositionUG2023SG
eSG_Za

0

255 —ranscriptomicGdataGmetaTanalysisGrevealsGcommonGandGinjuryGmodelGspecificGgeneGexpressionG
changesGinGtheGregeneratingGzebrafishGheartUG2023SGXZSG 0

254 mlteredGqxpressionGofGo−–x—”XGisGmssociatedGéithGmdverseGolinicalG‘utcomeGinG—ripleGzegativeG
nreastG—umorsfGmnGMltgiMgtgunG–ilicoMltgViMgtgGmpproachUG2023SGXeSGX_dTXad 0

253 udentificationGofGnoneGyetastaticGandG’rognosticGmlternativeG–plicingG–ignaturesGinG’rostateG
mdenocarcinomaUG 0

252 –keletalGmuscleGgeneGexpressionGdysregulationGinGlongTtermGspaceflightsGandGagingGisG
clockTdependentUG2023SGeSG 0

251 –erumGsolubleGmediatorsGasGprognosticGbiomarkersGforGmorbiditySGdiseaseGoutcomeSGandG
lateTrelapsingGhepatitisGinGyellowGfeverGpatientsUG2023SGXWeZYX 0

250 unterTGandGintraspecificGphytochemicalGvariationGcorrelateGwithGepiphyticGflowerGandGleafGbacterialG
communitiesUG 0

249 zetworkG’harmacologicG–tudyGofG”adixG’aeToniaeG”ubraGinGtheG—reatmentGofGpiabetesG”etinopathyUG
2023SGXZSGaWWYTaWXb 0

248 mu”TeeaTapGandGmu”TX_daTZpGasGoandidateGyolecularGniomarkersGforGtheG–urvivalGofGxungGoancerG
’atientsUG2023SGaYSGdcTXWW 0

247 o‘”qGo‘z–q”VqpG—”mz–o”u’—u‘zmxG”qs xm—‘”−Gzq—é‘”w–GpqruzqG—tqGuzVm–uVqG
—”‘’t‘nxm–—GoqxxGxuzqmsqUG 0

246 –mokingTrelatedGepigeneticGmodificationsGareGassociatedGwithGtheGprognosisGandG
chemotherapeuticsGofGpatientsGwithGbladderGcancerUG2023SGZcSGWZe_bZYWYZXXbbc 0
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245 oirc’V—XGpromotesGq”TpositiveGbreastGtumorigenesisGandGdrugGresistanceGbyGtargetingGq–”XGandG
ymV–UG 0

244 mllelicGphenotypeGpredictionGofGphenylketonuriaGbasedGonGtheGmachineGlearningGmethodUG2023SGXcSG 0

243 “uantitativeGproteomicGanalysisGrevealsGapoq_TdependentGphosphorylationGofGtheGactinTregulatingG
proteinGVm–’UG2023SGXWWa_X 0

242 –haredGmolecularGsignaturesGbetweenGcoronavirusGinfectionGandGneurodegenerativeGdiseasesG
provideGtargetsGforGbroadTspectrumGdrugGdevelopmentUG2023SGXZSG 0

241 mntiTinflammatoryGpotentialGofGselectiveGsmallGcompoundsGbyGtargetingG—zrT˛–GMampgGzrTknG
signalingfGaGcomprehensiveGmolecularGdockingGandGsimulationGstudyUGXTX_ 0

240 qxtensiveSGtransientSGandGlongTlastingGgeneGregulationGinGaGsongTcontrollingGbrainGareaGduringG
testosteroneTinducedGsongGdevelopmentGinGadultGfemaleGcanariesUG 0

239 udentifyingGdeterminantsGofGsynapticGspecificityGbyGintegratingGconnectomesGandGtranscriptomesUG 0

238 –ignificanceGofGoxidativeGstressGinGtheGdiagnosisGandGsubtypeGclassificationGofGintervertebralGdiscG
degenerationUG 0

237 yultiTomicsGanalysisGrevealsGaGcrucialGroleGforG”etinoicGmcidGinGpromotingGepigeneticGandG
transcriptionalGcompetenceGofGaninGvitromodelGofGhumanG’haryngealGqndodermUG 0

236 mG–ystematicG”eviewGofGyolecularG’athwayGmnalysisGofGprugsGforG’otentialG seGinGxiverGoancerG
—reatmentUG2023SGYSGYXWTYZX 0

235 –ystemicGyetabolicGandGyitochondrialGpefectsGinG”ettG–yndromeGyodelsUG 0

234 unvestigationGofGsharedGgenesGandGregulatoryGmechanismsGassociatedGwithGcoronavirusGdiseaseGYWXeG
andGischemicGstrokeUGX_SG 0

233 typoxiaTinducibleGfactorGstabilisationTrelatedGlnc”zmsGinGretinopathyGofGprematurityUG2023SG_ZSG 0

232 –mallG”zmGsequencingGofGcirculatingGsmallGextracellularGvesiclesGmicro”zmsGinGpatientsGwithG
amyotrophicGlateralGsclerosisUG2023SGXZSG 0

231 VerticallyGstratifiedGmethaneSGnitrogenGandGsulphurGcyclingGandGcouplingGmechanismsGinGmangroveG
sedimentGmicrobiomesUG2023SGXXSG 0

230 clusteryakerYfGaGmajorGupdateGtoGclusteryakerSGaGmultiTalgorithmGclusteringGappGforGoytoscapeUG
2023SGY_SG 0

229 qxploringGtheG’harmacologicalGyechanismsGofGsinkgoGbilobaGqxtractGinGtheG—reatmentGofG
–ensorineuralGtearingGxossUG 0

228 mnGoxidativeGstressTrelatedGlnc”zmGprognosticGriskGmodelGforGthyroidGcancerUG 0
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227 udentificationGandGvalidationGofGnewGymp–TboxGhomologousGgenesGinGZWXWGriceGpanTgenomeUG 0

226 ”ewiringGofGmi”zmTm”zmGbipartiteGcoTexpressionGnetworkGasGaGnovelGwayGtoGunderstandGtheG
prostateGcancerGrelatedGplayersUGXTXY 0

225 —npnGstructureGrevealsGminimalGfunctionalGcoreGofGoasXYGnucleaseGfamilyUG2023SGbXbSGZd_TZde 0

224 udentificationGofG’otentialGprugG—argetsGinGqrythrocyteGunvasionG’athwayGofG’lasmodiumGfalciparumUG
2023SGdWSG 0

223 sraphGVisualizationfGmlternativeGyodelsGunspiredGbyGnioinformaticsUG2023SGYZSGZc_c 0

222 mdvancedGqlectronicGandG‘ptoelectronicG–ensorsSGmpplicationsSGyodellingGandGundustryGaUWG
’erspectivesUG2023SGXZSG_adY 0

221 VirusesGinteractGwithGhostsGthatGspanGdistantlyGrelatedGmicrobialGdomainsGinGdenseGhydrothermalG
matsUG 0

220 zetworkG’harmacologyG’redictionGandGqxperimentalGVerificationGofG”hubarbT’eachGwernelG
’romotingGmpoptosisGinGqndometriosisUG 0

219 mGfluorescentGreporterGmodelGforGtheGvisualizationGandGcharacterizationGofG—poUG 0

218 zervousGsystemTrelatedGgeneGregulatoryGnetworksGandGfunctionalGevolutionGofGq—–GproteinsGacrossG
speciesUG2023SGXW_deX 0

217 zovelGmutationsGreduceGexpressionGofGmeioticGregulatorsG–−oqXGandGn‘xxGinGtestisGofGazoospermicG
menGfromGéestGnengalSGundiaUG 0

216 senomicsGtoGzotebookGOgYnbPfGextendingGtheGelectronicGnotebookGtoGaddressGtheGchallengesGofG
bioinformaticsGanalysisUG 0

215 yetaboliteGmnalysisGofGmlternariaGyycotoxinsGbyGxoTy–Vy–GandGyultipleG—oolsUG2023SGYdSGZYad 0

214 senomeTwideGassociationGandGtranscriptomeGanalysisGprovideGtheG–z’sGandGmolecularGinsightsGintoG
theGhypoxiaGtoleranceGinGlargeGyellowGcroakerGOxarimichthysGcroceaPUG2023SGacZSGcZea_c 0

213 –oilGorganicGcarbonGfractionGaccumulationGandGbacterialGcharacteristicsGinGcurtilageGsoilfGqffectsGofG
landGconversionGandGlandGuseUG2023SGXdSGeWYdZdWY 0

212 zuclearGtranslocationGofGcsm–GorchestratesGVqsrTmTmediatedGangiogenesisUG2023SG_YSGXXYZYd 0

211 qsearchZpfGpropagatingGgeneGexpressionGinGchromatinGnetworksGtoGilluminateGactiveGenhancersUG 0

210 mpplicationGofG—rapu–GtoGdefineGtheGcoreGessentialGgenomeGofGoampylobacterGjejuniGandG
oampylobacterGcoliUG2023SGYZSG 0
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209 —tm’nuG’uo—GTGaGfastSGcautiousSGandGaccurateGmetabarcodingGanalysisGpipelineUG 0

208 rerroptosisG–ignatureG–hapesGtheGummuneG’rofilesGtoGqnhanceGtheG”esponseGtoGummuneGoheckpointG
unhibitorsGinGteadGandGzeckGoancerUG 0

207 unvestigationGonGtheGmechanismGofGsinkgoGroliumGinGtheGtreatmentGofGzonTalcoholicGrattyGxiverG
piseaseGbyGstrategyGofGnetworkGpharmacologyGandGmolecularGdockingUG2023SGXTXZ 0

206 –tudyGonGmechanismGofGhepatoprotectiveGeffectGofGohrysanthemumGmorifoliumG”amatUGbasedGonG
metabolomicsGwithGnetworkGanalysisGandGnetworkGpharmacologyUG2023SGXYYYSGXYZcXX 0

205 pistinctGmaternalGmetabolitesGareGassociatedGwithGobesityGandGglucoseTinsulinGaxisGinGtheGfirstG
trimesterGofGpregnancyUG 0

204 éidespreadG”zmGhypoeditingGinGschizophreniaGandGitsGrelevanceGtoGmitochondrialGfunctionUG2023SGeSG 0

203 udentificationGofGkeyGgenesGandGimmuneGinfiltrationGbasedGonGweightedGgeneGcoTexpressionGnetworkG
analysisGinGvestibularGschwannomaUG2023SGXWYSGeZZ_cW 0

202 —ranscriptomeGandGmnatomicalGoomparisonsG”evealGtheGqffectsGofGyethylGvasmonateGonGtheG–eedG
pevelopmentGofGoamelliaGoleiferaUG 0

201 mmplificationGofGproteaseTactivatedGreceptorsGsignalingGinGsporadicGcerebralGcavernousG
malformationGendothelialGcellsUG2023SGXdcWSGXXe_c_ 0

200 –tandardizationGandGunterpretationGofG”zmTsequencingGforG—ransplantationUG’ublishGmheadGofG’rintSG 0

199
–tructureTbasedGmolecularGnetworkingSGmolecularGdockingSGdynamicsGsimulationGandG
pharmacokineticGstudiesGofG‘laxGsubscorpioideaGforGidentificationGofGpotentialGinhibitorsGagainstG
selectedGcancerGtargetsUGXTXb

0

198 ’anTcancerGanalysisGofGtheGionGpermeomeGrevealsGfunctionalGregulatorsGofGglioblastomaGaggressionUG 0

197 qxtensiveGvariationGofGleafGspecializedGmetaboliteGproductionGinGsessileGoakGO“uercusGpetraeaPG
populationsGisGtoGaGlargeGextentGgeneticallyGdeterminedGbutGnotGlocallyGadaptiveUG 0

196 mrchaealGselfTactivatingGs’zTloopGs—’asesGinvolveGaGlockTswitchTrockGmechanismGforGs—’G
hydrolysisUG 0

195 udentificationGandGtrackingGofGt—xVTXâ��infectedG—GcellGclonesGinGvirusTassociatedGneurologicGdiseaseUG
2023SGdSG 0

194 senomeTéideGyetaTmnalysisGudentifiesGyultipleGzovelG”areGVariantsGtoG’redictGoommonGtumanG
unfectiousGpiseasesG”iskUG2023SGY_SGcWWb 0

193 udentificationGofG”’pZVtpmXGramilyGsenesGinG–ugarGneetGandG”esponseGtoGmbioticG–tressesUG 0

192 udentificationGofGxongGuntergenicGzoncodingG”zmsGinG”hizoctoniaGcerealisGfollowingGunoculationGofG
éheatUG 0
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191 untegratedGanalysisGofGhubGgenesGandGmi”zmTGtranscriptionGfactorThubGgeneGinteractionGnetworkGinG
necrotizingGenterocolitisUG 0

190
nioinformaticsGandGnetworkGpharmacologyTbasedGstudyGtoGelucidateGtheGmultiTtargetG
pharmacologicalGmechanismGofGtheGindigenousGplantsGofGyedinaGvalleyGinGtreatingGtoVTrelatedG
hepatocellularGcarcinomaUG2023SG

0

189 yoriGfructusGaqueousGextractsGattenuatesGliverGinjuryGbyGinhibitingGferroptosisGviaGtheGzrfYGpathwayUG
2023SGX_SG 0

188 unsightsGintoGmicro”zmGregulationGofGflowerGcolorationGinGaGlilyGcultivarGVivianGpetalUG2023SGWTW 0

187 —heGeffectGofGtemperatureGandGinvasiveGalienGpredatorGonGgeneticGandGphenotypicGvariationGinGtheG
damselflyGuschnuraGelegansfGcrossTlatitudeGcomparisonUG2023SGYWSG 0

186 yultiTomicGcharacterizationGofGtheGmaizeGs’uGsynthesisGmutantGgwtXGwithGdefectsGinGkernelG
developmentUG2023SGYZSG 0

185  nrevealingGofGdysregulatedGhubGgenesGlinkedGwithGimmuneGsystemGandGinflammatoryGsignalingG
pathwaysGinGtheGpathogenesisGofGirritableGbowelGsyndromeGbyGsystemGbiologyGapproachesUG2023SGZeSGXWXY_X 0

184 udentificationGandGValidationGofGmcsT”elatedG’rognosticG–ignaturesGandGmssociatedG”egulatoryGmxisG
inGteadGandGzeckG–quamousGoellGoarcinomaUG 0

183 —heGmatureGphyllosphereGmicrobiomeGofGgrapevineGisGassociatedGwithGresistanceGagainstG
’lasmoparaGviticolaUGX_SG 0

182 qxploringGtheGmechanismGofGactionGofGslycyrrhizaGglabraeeGforGdiabeticGencephalopathyGbasedGonG
networkGpharmacologyGandGinGvitroGexperimentsUG 0

181 mGprognosticGandGimmunologicalGanalysisGofGcnTcontainingGwelchGstructuralGdomainGOwxtpocnPGinG
panTcancerfGaGpotentialGtargetGforGimmunotherapyGandGsurvivalUG 0

180 yicro”zmsTmediatedGregulationGofGtheGdifferentiationGofGdentalGpulpTderivedGmesenchymalGstemG
cellsfGaGsystematicGreviewGandGbioinformaticGanalysisUG2023SGX_SG 0

179 —argetingGqssentialGtypotheticalG’roteinsGofG’seudomonasGaeruginosaG’m‘XGforGyiningGofGzovelG
—herapeuticsfGmnGunG–ilicoGmpproachUG2023SGYWYZSGXTYd 0

178 ViséaterzetfGmG’ythonGpackageGforGvisualizationGofGwaterGdistributionGnetworksUG2023SGdSGaXZe 0

177 –u”GtelomereGsilencingGdependsGonGnuclearGenvelopeGlipidsGandGmodulatesGsensitivityGtoGaGlysolipidUG
2023SGYYYSG 0

176 mctivationGofGmy’wGpromotesGcardiacGdifferentiationGbyGstimulatingGtheGautophagyGpathwayUG 0

175 yonkeypoxGvirusfGphylogenomicsSGhostâ��pathogenGinteractomeGandGmutationalGcascadeUG2023SGeSG 0

174 mnGautomatedGproximityGproteomicsGpipelineGforGsubcellularGproteomeGandGproteinGinteractionG
mappingUG 0
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173 udentificationGofGcommonGfactorsGamongGribrosarcomaSG”habdomyosarcomaSGandG‘steosarcomaGbyG
networkGanalysisUG 0

172 —ranscriptomicsGrevealsGtheGeffectsGofGz—”wXGonGendoplasmicGreticulumGstressGresponseTassociatedG
genesGinGhumanGneuronalGcellGlinesUGXXSGeXaYXe 0

171 xargeTscaleGphageGcultivationGforGcommensalGhumanGgutGbacteriaUG2023SGZXSGbbaTbccUec 0

170 peGnovoGfullGlengthGtranscriptomeGanalysisGofGaGnaturallyGcaffeineTfreeGteaGplantGrevealsGspecificityG
inGsecondaryGmetabolicGregulationUG2023SGXZSG 0

169 untegrativeGanalysisGofGtm–yosGgeneGexpressionGprofileGrevealedGtheGroleGofGthrombinGinGtheG
pathogenesisGofGatherosclerosisUG2023SGYZSG 0

168 ’lasmaGqxosomalGzonToodingG”zmG’rofileGmssociatedGwithG”enalGpamageG”evealsG’otentialG
—herapeuticG—argetsGinGxupusGzephritisUG2023SGY_SGcWdd 0

167 qvolutionaryGanalysisGofG—o’GgeneGfamilyGandGitsGresponseGtoGhormonalGandGabioticGstressGinGryeG
O–ecaleGcerealeGxUPUG 0

166 untegratedGxoTy–Vy–GandGnetworkGpharmacologyGapproachGforGpredictingactiveGingredientsGandG
pharmacologicalGmechanismsGofG—ribulusGterrestrisGxUGagainstGcardiacGdiseasesUGXTXb 0

165 yultiomicsGandGspatialGmappingGcharacterizesGhumanGopdGRG—GcellGstatesGinGcancerUG2023SGXaSG 0

164 udentifyingGaGdynamicGtranscriptomicGlandscapeGofGtheGcynomolgusGmacaqueGplacentaGduringG
pregnancyGatGsingleTcellGresolutionUG2023SG 0

163 xongT—ermG—ranscriptomicGohangesGandGoardiomyocyteGtyperpolyploidyGafterGxactoseGuntoleranceG
inGzeonatalG”atsUG2023SGY_SGcWbZ 0

162 ooliphagesGofGtheGhumanGurinaryGmicrobiotaUG2023SGXdSGeWYdZeZW 0

161 udentificationGofGdiagnosticGbiomarksGandGimmuneGcellGinfiltrationGinGulcerativeGcolitisUG2023SGXZSG 0

160 qxerciseGtrainingGremodelsGinguinalGwhiteGadiposeGtissueGthroughGadaptationsGinGinnervationSG
vascularizationSGandGtheGextracellularGmatrixUG2023SG_YSGXXYZeY 0

159 —ranscriptomicGanalysisGidentifiedG–xo_WmXGasGaGkeyGironGmetabolismTrelatedGgeneGinGairwayG
macrophagesGinGchildhoodGallergicGasthmaUGXXSG 0

158 oonnectingGisletTspecificGhubGgenesGandGpathwaysGinGtypeGYGdiabetesGmellitusGthroughGtheG
bioinformaticsGlensUG2023SGZbSGYWXXcc 0

157 –erumGmetabolicGalterationsGinGperitonealGdialysisGpatientsGwithGexcessiveGdaytimeGsleepinessUG2023SG
_aSG 0

156 oomputationalG–creenGforG–exT–pecificGprugGqffectsGinGaGoardiacGribroblastGzetworkGyodelUG 0
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155 srapheneGoxideGexposureGaltersGgutGmicrobialGcommunityGcompositionGandGmetabolismGinGanGinG
vitroGhumanGmodelUG2023SGXWW_bZ 0

154 yappingGoirc”zmâ��mi”zmâ��m”zmGregulatoryGaxisGidentifiesGhsa_circ_WWdWe_YGandGhsa_circ_WWdWXZaG
asGaGpotentialGtheranosticGagentsGforG–m”–TooVTYGinfectionUG2023SGXdSGeWYdZade 0

153 senomicGandGtranscriptomicGanalysesGsupportGaGsilkGglandGoriginGofGspiderGvenomGglandsUG2023SGYXSG 0

152 udentificationGofGcommonGcandidateGgenesGandGpathwaysGforG–pinaGnifidaGandGéilmâ��sG—umorGusingG
anGintegrativeGbioinformaticsGanalysisUGXTXb 0

151 –ingleTstepGgenomeTwideGassociationGstudiesGandGpostTsém–GanalysesGforGtheGnumberGofGoocytesG
andGembryosGinGsirGcattleUG 0

150 yosaicGresultsGafterGpreimplantationGgeneticGtestingGforGaneuploidyGmayGbeGaccompaniedGbyG
changesGinGglobalGgeneGexpressionUGXWSG 0

149 senomicGandGmetabolicGanalysesGrevealGantagonisticGlanthipeptidesGinGarchaeaUG2023SGXXSG 0

148 –equenceTnasedG’latformsGforGpiscoveringGniomarkersGinGxiquidGniopsyGofGzonT–mallToellGxungG
oancerUG2023SGXaSGYYca 0

147 yolecularGpockingGandGzetworkG’harmacologyGunteractionGmnalysisGofGsingkoGnilobaGOqsncbXPG
qxtractGwithGpualG—argetGunhibitoryGyechanismGinGmlzheimerâ��sGpiseaseUG2023SGXTYY 0

146 yacrophageTunducedGqxacerbationGofGzasopharyngealGunflammatoryGxymphocytesGinGo‘VupTXeG
piseaseUG2023SGZSGabcTaeX 0

145 oonstructionGofGanGmbmTrelatedGlnc”zmGmodelGforGpredictingGprognosisGandGimmunotherapyGinG
patientsGwithGlungGadenocarcinomaUG2023SGXWYSGeZZaZW 0

144 –pecificGpupylationGasGupqntityGreporterGO–’upq”PGforGtheGidentificationGofGproteinTbiomoleculeG
interactionsUG 0

143
mntidepressantsGamitriptylineSGfluoxetineSGandGtraditionalGohineseGmedicineGXiaoyaosanGcausedG
alterationsGinGgutGpzmGviromeGcompositionGandGfunctionGinGratsGexposedGchronicGunpredictableGmildG
stressUGX_SG

0

142 udentificationGandGvalidationGofGchemokineGsystemTrelatedGgenesGinGidiopathicGpulmonaryGfibrosisUG
X_SG 0

141 unvestigationGofGchangesGinGpzmGmethylationGassociatedGwithGalterationsGinGgeneGexpressionG
resultingGinGdifferencesGbetweenGleanGandGobeseGadipogenesisUG2023SGXXaSGXXWbYZ 0

140 mnalysisGofGzipahGVirusG”eplicationGandGtostG’roteomeG”esponseG’atternsGinGpifferentiatedG’orcineG
mirwayGqpithelialGoellsGoulturedGatGtheGmirâ��xiquidGunterfaceUG2023SGXaSGebX 0

139 udentificationGofGpifferentiallyGqxpressedGsenesGandGyolecularG’athwaysGunvolvedGinG
‘steoclastogenesisG singG”zmTseqUG2023SGX_SGeXb 0

138 rromGobservationalGtoGactionablefGrethinkingGomicsGinGbiologicsGproductionUG2023SG 0
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137 yultiTomicsGanalysisGrevealsGaGmacrophageTrelatedGmarkerGgeneGsignatureGforGprognosticG
predictionSGimmuneGlandscapeSGgenomicGheterogeneitySGandGdrugGchoicesGinGprostateGcancerUGX_SG 0
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