
Citation Report
Listjofjarticlesjciting

ThegsecondggenerationgofgthegInternationalgEquineg
GenegMappinggWorkshopghalftsiblingglinkagegmap

DOI:g10u1046xju1365t2052u2003u00973ux
gAnimalgGeneticssg2003sg34sg161t8u

Source:jhttps://exaly.com/paperypdf/35247743/citationyreport.pdf

Version:j2024y04y28j

Thisjreportjhasjbeenjgeneratedjbasedjonjthejcitationsjrecordedjbyjexaly.comjforjthejabovejarticle.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.



m Paper IF Citations

39 EquineNgenomicspNgallopingNtoNnewNfrontiersdNCytogeneticqandqGenomeqResearchbN2003bNgfhbNgnjcn 1.9 16

38 áeneticNvariationNinNPrzewalskiVsNhorsesbNwithNspecialNfocusNonNtheNlastNwildNcaughtNmarebNhigNOrlitzaN
õõõdNCytogeneticqandqGenomeqResearchbN2003bNgfhbNhhlcij 1.9 29

37 TheNfirstcgenerationNwholecgenomeNradiationNhybridNmapNinNtheNhorseNidentifiesNconservedN
segmentsNinNhumanNandNmouseNgenomesdNGenomeqResearchbN2003bNgibNmjhckg 9.7 121

36 FirstcgenerationNlinkageNmapNofNtheNgraybNshortctailedNopossumbNMonodelphisNdomesticabNrevealsN
genomecwideNreductionNinNfemaleNrecombinationNratesdNGeneticsbN2004bNgllbNifmcho 4 47

35
ExceptionalNconservationNofNhorsechumanNgeneNorderNonNXNchromosomeNrevealedNbyN
highcresolutionNradiationNhybridNmappingdNProceedingsqofqtheqNationalqAcademyqofqSciencesqofqtheq
UnitedqStatesqofqAmericabN2004bNgfgbNhinlcog

11.5 64

34 áeneticNmappingNofNdominantNwhiteNWWXbNaNhomozygousNlethalNconditionNinNtheNhorseNWEquusN
caballusXdNJournalqofqAnimalqBreedingqandqGeneticsbN2004bNghgbNimjcini 2.9 12

33 õdentificationNofNputativeNhomologyNbetweenNhorseNmicrosatelliteNflankingNsequencesNandN
crosscspeciesNESTsbNmRNwsNandNgenomicNsequencesdNAnimalqGeneticsbN2004bNikbNhncii 2.5 14

32 wssignmentNofNtheNappaloosaNcoatNcolourNgeneNWLPXNtoNequineNchromosomeNgdNAnimalqGeneticsbN2004
bNikbNgijcm 2.5 29

31 õsolationbNcharacterizationNandNchromosomeNassignmentNofNijgNnewlyNisolatedNequineNTKYN
microsatelliteNmarkersdNAnimalqGeneticsbN2004bNikbNjnmcol 2.5 7

30 VariationNinNhumanNmeioticNrecombinationdNAnnualqReviewqofqGenomicsqandqHumanqGeneticsbN2004bNkbNigmcjo9.7 129

29 wNgdjcMbNintervalNRçNmapNofNhorseNchromosomeNgmNprovidesNdetailedNcomparisonNwithNhumanNandN
mouseNhomologuesdNGenomicsbN2004bNnibNhficgk 4.3 16

28 PhylogeneticNanalysisNandNspeciesNallocationNofNindividualNequidsNusingNmicrosatelliteNdatadNJournalq
ofqAnimalqBreedingqandqGeneticsbN2005bNghhNSupplNgbNmncnl 2.9 26

27 SequencebNdetectionNofNpolymorphismsNandNradiationNhybridNmappingNofNtheNequineN
catecholcocmethyltransferaseNgenedNAnimalqGeneticsbN2005bNilbNgof 2.5 6

26 wNhighcresolutionNphysicalNmapNofNequineNhomologsNofNçSwgoNshowsNdivergentNevolutionNcomparedN
withNotherNmammalsdNMammalianqGenomebN2005bNglbNligcjo 3.2 21

25 EquineNFõSçNmappingNofNilNgenesNknownNtoNlocateNonNhumanNchromosomeNendsdNCytogeneticqandq
GenomeqResearchbN2005bNgggbNjlckf 1.9 6

24 wdvancesNinNlivestockNgenomicspNopeningNtheNbarnNdoordNGenomeqResearchbN2005bNgkbNgloocmfk 9.7 59

23 ProspectsNforNwholeNgenomeNlinkageNdisequilibriumNmappingNinNthoroughbredsdNGenebN2005bNijlbNghmcih3.8 15

Citation Report

2



22 çighcresolutionNRçNmapNofNhorseNchromosomeNhhNrevealsNaNputativeNancestralNvertebrateN
chromosomedNGenomicsbN2005bNnkbNgnnchff 4.3 14

21
õnternationalNEquineNáeneNMappingNWorkshopNReportpNaNcomprehensiveNlinkageNmapNconstructedN
withNdataNfromNnewNmarkersNandNbyNmergingNfourNmappingNresourcesdNCytogeneticqandqGenomeq
ResearchbN2005bNgggbNkcgk

1.9 54

20 SingleNlinkageNgroupNperNchromosomeNgeneticNlinkageNmapNforNtheNhorsebNbasedNonNtwoN
threecgenerationbNfullcsiblingbNcrossbredNhorseNreferenceNfamiliesdNGenomicsbN2006bNnmbNgcho 4.3 59

19 yonstructionNofNaNmediumcdensityNhorseNgeneNmapdNAnimalqGeneticsbN2006bNimbNgjkckk 2.5 29

18 çighcresolutionNgeneNmapsNofNhorseNchromosomesNgjNandNhgpNadditionalNinsightsNintoNevolutionNandN
rearrangementsNofNçSwkNhomologsNinNmammalsdNGenomicsbN2007bNnobNnocggh 4.3 9

17 MultidirectionalNcrosscspeciesNpaintingNilluminatesNtheNhistoryNofNkaryotypicNevolutionNinN
PerissodactyladNChromosomeqResearchbN2008bNglbNnocgfm 4.4 57

16 wNsecondNgenerationNgeneticNmapNforNrainbowNtroutNWOncorhynchusNmykissXdNBMCqGeneticsbN2008bNobNmj 2.6 108

15 wNxwyNcontigNmapNoverNtheNproximalNapproximatelyNidiNMbNregionNofNhorseNchromosomeNhgdN
CytogeneticqandqGenomeqResearchbN2008bNghfbNgljcmh 1.9 2

14 MarcadoresNSNPpNconceitosNbˆ¡sicosbNaplicaˆ§ˆµesNnoNmanejoNeNnoNmelhoramentoNanimalNeN
perspectivasNparaNoNfuturodNRevistaqBrasileiraqDeqZootecniabN2009bNinbNljcmg 1.2 7

13 õnheritedNOcularNzisordersdN2011bNjijcjjh 3

12 MolecularNphylogenyNofNextantNequidsNandNeffectsNofNancestralNpolymorphismNinNresolvingN
speciesclevelNphylogeniesdNMolecularqPhylogeneticsqandqEvolutionbN2012bNlkbNkmicng 4.1 21

11 MicrosatelliteNvariationNinNtheNequineNMçydNAnimalqGeneticsbN2013bNjjbNhlmcmk 2.5 16

10 áenomicNToolsNandNResourcespNzevelopmentNandNwpplicationsNofNanNEquineNSNPNáenotypingNwrraydN
2013bNggicghj 2

9 wssemblyNandNwnalysisNofNtheNEquineNáenomeNSequencedN2013bNgficggg 1

8 wppliedNequineNgeneticsdNEquineqVeterinaryqJournalbN2014bNjlbNkincjj 2.4 16

7 MçyNhaplotypeNdiversityNinNPersianNwrabianNhorsesNdeterminedNusingNpolymorphicNmicrosatellitesdN
ImmunogeneticsbN2018bNmfbNifkcigk 3.2 7

6 yattleNgenomicspNgenomeNprojectsbNcurrentNstatusbNandNfutureNapplicationsdN2020bNichn 0

5 PwdoptcacTissuePNõnitiativeNwdvancesNEffortsNtoNõdentifyNTissuecSpecificNçistoneNMarksNinNtheNMaredN
FrontiersqinqGeneticsbN2021bNghbNljooko 4.5 1

(2021-2005)

3



4 zNwNandNáeneticNTestingdN2005bNjfocjgo

3 UnexpectedNStructuralNFeaturesNofNtheNEquineNMajorNçistocompatibilityNyomplexdNoicgfg

2 áeneticNLinkageNMapsdNggcjm 1

1 cNPlantNMetabolomicspNTechniquesbNwpplicationsbNTrendsbNandNyhallengesdN2013bNjmjckfi

Citation Report

4


