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k Paper IF Citations

766
qunctionalHanalysisHofHtheHtandemUduplicatedHP]_XHgenesH“P“Wm–“Wn×PbdqYHandHn×PbdqZHinH
glucosinolateHbiosynthesisHandHplantHdevelopmentHbyHosHtranspositionUgeneratedHdoubleHmutantsVH
2004THY[_THc]XUc

57

765 “uccessfulHherbivoreHattackHdueHtoHmetabolicHdiversionHofHaHplantHchemicalHdefenseVH2004THYXYTH]c_dUa] 375

764 oesulfoglucosinolateHsulfotransferasesHfromHlrabidopsisHthalianaHcatalyzeHtheHfinalHstepHinHtheH
biosynthesisHofHtheHglucosinolateHcoreHstructureVH2004THZbdTH_XbYbUZ_ 153

763 nhapterHtwoH”heHbiochemicalHandHmolecularHoriginsHofHaliphaticHglucosinolateHdiversityHinH
lrabidopsisHthalianaVH2004TH[cTHYdU[c 1

762 “econdaryHmetabolitesHandHplantWenvironmentHinteractionseHaHviewHthroughHlrabidopsisHthalianaH
tingedHglassesVHPlant,rCellrandrEnvironmentTH2004THZbTHab_Uac] 8.4 261

761 nharacterizationHofHtheHlrabidopsisH”–cHglucosinolateHmutationTHanHalleleHofH”p’xtylwHqwzWp’ZVH
2004TH_]THabYUcZ 50

760  olatilesHreleasedHfromHcottonHplantsHinHresponseHtoHselicoverpaHzeaHfeedingHdamageHonHcottonH
flowerHbudsVH2004THZYcTHcZ]U[Z 80

759 xetabolicHprofilingHofHtheHlrabidopsisHpklHmutantHrevealsHselectiveHderepressionHofHembryonicH
traitsVH2004THZYdTH]cdUdd 38

758 norrelationHofHglucosinolateHcontentHtoHmyrosinaseHactivityHinHhorseradishHPlrmoraciaHrusticanaQVH
2004TH_ZTHad_XU_ 56

757 mioassayHforHassessingHresistanceHofHlrabidopsisHthalianaHwVHPseynhVQHtoHtheHadultHcruciferHfleaH
beetleTHPhyllotretaHcruciferaeHProezeQHPnoleopteraeHnhrysomelidaeQVH2005THc_THZZ_UZ[_ 10

756 reographicHandHevolutionaryHdiversificationHofHglucosinolatesHamongHnearHrelativesHofHlrabidopsisH
thalianaHPmrassicaceaeQVHPhytochemistryTH2005THaaTHY[ZYU[[ 4 108

755 ”heHtucHmutationHofHlrabidopsisHthalianaHencodingHaHheterochromatinHproteinHYHhomologHcausesH
defectsHinHtheHinductionHofHsecondaryHmetaboliteHbiosynthesisVH2005THbTH[]cU_b 28

754 lrabidopsisHt‘oYTHaHnovelHcalmodulinUbindingHnuclearHproteinTHstimulatesHglucosinolateH
accumulationHandHplantHdefenseVH2005TH][THbdUda 178

753 “econdaryHmetabolitesHinfluenceHlrabidopsisWmotrytisHinteractionseHvariationHinHhostHproductionH
andHpathogenHsensitivityVH2005TH]]THZ_U[a 225

752 weafHsurfaceHwaxHlayersHofHmrassicaceaeHlackHfeedingHstimulantsHforHPhaedonHcochleariaeVH2005THYY_TH]YU_X 34

751 ”heHglucosinolateUmyrosinaseHsystemHinHanHecologicalHandHevolutionaryHcontextVHCurrentrOpinionrinr
PlantrBiologyTH2005THcTHZa]UbY 9.9 187

750 lnalysisHofHtheHglucosinolateHpatternHofHlrabidopsisHthalianaHseedsHbyHcapillaryHzoneH
electrophoresisHcoupledHtoHelectrosprayHionizationUmassHspectrometryVH2005THZaTHY_Y[UZZ 62
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749 ”estingHtheHoptimalHdefenseHtheoryHandHtheHgrowthUdifferentiationHbalanceHhypothesisHinH
lrabidopsisHthalianaVH2005THY]aTHYadUbc 59

748 xetaboliteHprofilingHofHlrabidopsisHthalianaHPwVQHplantsHtransformedHwithHanHantisenseHchalconeH
synthaseHgeneVH2005THYTHYcYUYdc 26

747 WithinUplantHvariationHinHglucosinolateHconcentrationsHofH’aphanusHsativusHacrossHmultipleHscalesVH
2005TH[YTHYbYYU[Z 47

746 ”estingHPredictionsHofHtheHâ��pvolutionHofHtncreasedHnompetitiveHlbilityâ��HsypothesisHforHanHtnvasiveH
nruciferVH2005THYdTH_[[U__X 51

745 pxpressionHprofilingHofHmetabolicHgenesHinHresponseHtoHmethylHjasmonateHrevealsHregulationHofH
genesHofHprimaryHandHsecondaryHsulfurUrelatedHpathwaysHinHlrabidopsisHthalianaVH2005THcaTH]dYU_Xc 96

744 lnHexpressionHandHbioinformaticsHanalysisHofHtheHlrabidopsisHserineHcarboxypeptidaseUlikeHgeneH
familyVH2005THY[cTHYY[aU]c 85

743 lHtoxicHmutatorHandHselectionHalternativeHtoHtheHnonUxendelianH’ylHcacheHhypothesisHforHhotheadH
reversionVH2005THYbTHZc_aUc 16

742 “tructuralHcomplexityTHdifferentialHresponseHtoHinfectionTHandHtissueHspecificityHofHindolicHandH
phenylpropanoidHsecondaryHmetabolismHinHlrabidopsisHrootsVH2005THY[cTHYX_cUbX 158

741 xajorHsignalingHpathwaysHmodulateHlrabidopsisHglucosinolateHaccumulationHandHresponseHtoHbothH
phloemUfeedingHandHchewingHinsectsVH2005THY[cTHYY]dUaZ 339

740 lt lx[HisHrequiredHforHnormalHspecificationHofHidioblastsTHmyrosinHcellsVH2006TH]bTHYa]Ub_ 81

739 miologyHandHbiochemistryHofHglucosinolatesVH2006TH_bTH[X[U[[ 1561

738 mehaviorHofHglucosinolatesHinHpicklingHcruciferousHvegetablesVH2006TH_]THd][XUa 39

737 rlucosinolateHmetabolismHandHitsHcontrolVH2006THYYTHcdUYXX 521

736 ”heHthreeHdesulfoglucosinolateHsulfotransferaseHproteinsHinHlrabidopsisHhaveHdifferentHsubstrateH
specificitiesHandHareHdifferentiallyHexpressedVH2006THZb[THYZZU[a 71

735 lrabidopsisHmyrosinasesH”rrYHandH”rrZHhaveHredundantHfunctionHinHglucosinolateHbreakdownHandH
insectHdefenseVH2006TH]aTH_]dUaZ 293

734 ozqHtranscriptionHfactorHltoofYVYHPzmPZQHisHpartHofHaHregulatoryHnetworkHcontrollingHglucosinolateH
biosynthesisHinHlrabidopsisVH2006TH]bTHYXUZ] 200

733 xetabolicHchangesHinHlrabidopsisHthalianaHexpressingHtheHfeedbackUresistantHanthranilateHsynthaseH
alphaHsubunitHgeneHzl“lYoVHPhytochemistryTH2006THabTHZ[]dUaZ 4 33

732
reneHexpressionHandHglucosinolateHaccumulationHinHlrabidopsisHthalianaHinHresponseHtoHgeneralistH
andHspecialistHherbivoresHofHdifferentHfeedingHguildsHandHtheHroleHofHdefenseHsignalingHpathwaysVH
PhytochemistryTH2006THabTHZ]_XUaZ

4 226

(2006-2005)
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731 rlucosinolateHandHtrichomeHdefensesHinHaHnaturalHlrabidopsisHlyrataHpopulationVH2006TH[ZTHZ[_YUb[ 58

730 pffectsHofHglucosinolateHandHmyrosinaseHlevelsHinHmrassicaHjunceaHonHaHglucosinolateUsequesteringH
herbivoreHâ��HandHviceHversaVH2006THYaTHYdYUZXY 45

729 oeterminationHofHglucosinolatesHinHtraditionalHnhineseHherbsHbyHhighUperformanceHliquidH
chromatographyHandHelectrosprayHionizationHmassHspectrometryVH2006TH[caTHZZZ_U[Z 42

728 lHheritableHglucosinolateHpolymorphismHwithinHnaturalHpopulationsHofHmarbareaHvulgarisVH
PhytochemistryTH2006THabTHYZY]UZ[ 4 55

727 pffectHofHnitrogenHandHsulfurHfertilizationHonHglucosinolatesHinHtheHleavesHandHrootsHofHbroccoliH
sproutsHPmrassicaHoleraceaHvarVHitalicaQVH2006THcaTHY_YZUY_Ya 89

726 mranchedUchainHaminotransferase]HisHpartHofHtheHchainHelongationHpathwayHinHtheHbiosynthesisHofH
methionineUderivedHglucosinolatesHinHlrabidopsisVH2006THYcTHZaa]Ubd 132

725 yaturalHvariationHinHxlxHwithinHandHbetweenHpopulationsHofHlrabidopsisHlyrataHdeterminesH
glucosinolateHphenotypeVH2006THYb[THYaZdU[a 31

724 ”woHlrabidopsisHgenesHPtPx“YHandHtPx“ZQHencodeHisopropylmalateHsynthaseTHtheHbranchpointHstepH
inHtheHbiosynthesisHofHleucineVH2007THY][THdbXUca 69

723 lrabidopsisUinsectHinteractionsVH2007TH_THeXYXb 22

722 xlx[HcatalyzesHtheHformationHofHallHaliphaticHglucosinolateHchainHlengthsHinHlrabidopsisVH2007THY]]THaXUbY 146

721 rlucosinolateHprofilingHofHseedsHandHsproutsHofHmVHoleraceaHvarietiesHusedHforHfoodVH2007THYY]THZ[]UZ]Z 94

720 sostHplantUdependentHmetabolismHofH]UhydroxybenzylglucosinolateHinHPierisHrapaeeHsubstrateH
specificityHandHeffectsHofHgeneticHmodificationHandHplantHnitrileHhydrataseVH2007TH[bTHYYYdU[X 20

719 qlowerHvsVHleafHfeedingHbyHPierisHbrassicaeeHglucosinolateUrichHflowerHtissuesHareHpreferredHandH
sustainHhigherHgrowthHrateVH2007TH[[THYc[YU]] 114

718 “ulfurHinHPlantsHlnHpcologicalHPerspectiveVH2007TH 18

717 wiquidHchromatographyHwithHconventionalHdetectionVH2007TH]b_U_Xb

716 xetabolicHcharacterizationHofHmrassicaHrapaHleavesHbyHyx’HspectroscopyVH2007TH__THbd[aU][ 76

715 xappingHofH‘”wHforHresistanceHagainstHtheHcruciferHspecialistHherbivoreHPierisHbrassicaeHinHaHnewH
lrabidopsisHinbredHlineHpopulationTHoaPYQUYZHxHpiUZVH2007THZTHe_bc 41

714 oeterminationHofHoleanolicHacidTHursolicHacidHandHamygdalinHinHtheHflowerHofHpriobotryaHjaponicaH
windlVHbyHsPwnVH2007THZYTHb__UaY 46
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713 tdentificationHofHaHflavinUmonooxygenaseHasHtheH“UoxygenatingHenzymeHinHaliphaticHglucosinolateH
biosynthesisHinHlrabidopsisVH2007TH_XTHdXZUYX 186

712 ”heH’Z’[Ux×mHtranscriptionHfactorHslrYWx×mZcHisHaHregulatorHofHmethionineUderivedH
glucosinolateHbiosynthesisHinHlrabidopsisHthalianaVH2007TH_YTHZ]bUaY 296

711 “uppressionHofHoigitariaHsanguinalisHandHlmaranthusHpalmeriHusingHautumnUsownH
glucosinolateUproducingHcoverHcropsHinHorganicallyHgrownHbellHpepperVH2007TH]bTH]Z_U][Z 36

710 zntogeneticHswitchesHfromHplantHresistanceHtoHtoleranceeHminimizingHcostsHwithHagejVH2007THYXTHYbbUcb 97

709 xyzusHpersicaeHPgreenHpeachHaphidQHfeedingHonHlrabidopsisHinducesHtheHformationHofHaHdeterrentH
indoleHglucosinolateVH2007TH]dTHYXXcUYd 273

708 ”heHtranscriptionHfactorHstrYWx×m_YHregulatesHindolicHglucosinolateHbiosynthesisHinHlrabidopsisH
thalianaVH2007TH_XTHccaUdXY 294

707 nharacterizationHofHseedUspecificHbenzoyloxyglucosinolateHmutationsHinHlrabidopsisHthalianaVH2007TH
_YTHYXaZUba 84

706 tnductionHofHplantHresponsesHbyHaHsequesteringHinsecteH’elationshipHofHglucosinolateHconcentrationH
andHmyrosinaseHactivityVH2007THcTHY[UZ_ 49

705 ”heHeffectHofHsulfurHnutritionHonHplantHglucosinolateHcontenteHphysiologyHandHmolecularH
mechanismsVH2007THdTH_b[UcY 196

704 nellUHandHtissueUspecificHlocalizationHandHregulationHofHtheHepithiospecifierHproteinHinHlrabidopsisH
thalianaVH2007THa]THYb[Uc_ 45

703 “pecificityHofHinductionHresponsesHinH“inapisHalbaHwVHandHtheirHeffectsHonHaHspecialistHherbivoreVH2007TH
[[THY_cZUdb 32

702 ”heHdesertHlocustTH“chistocercaHgregariaTHdetoxifiesHtheHglucosinolatesHofH“chouwiaHpurpureaHbyH
desulfationVH2007TH[[THY_]ZU__ 52

701 oistinctHrolesHofHtheHpepperHhypersensitiveHinducedHreactionHproteinHgeneHnast’YHinHdiseaseHandH
osmoticHstressTHasHdeterminedHbyHcomparativeHtranscriptomeHandHproteomeHanalysesVH2008THZZbTH]XdUZ_ 54

700 “peciesUspecificHandHleafUageHdependentHeffectsHofHultravioletHradiationHonHtwoHmrassicaceaeVH
PhytochemistryTH2007THacTHcb_Uc_ 4 94

699 “inapisHphylogenyHandHevolutionHofHglucosinolatesHandHspecificHnitrileHdegradingHenzymesVH
PhytochemistryTH2008THadTHZd[bU]d 4 57

698 rlucosinolatesHinHmrassicaHfoodseHbioavailabilityHinHfoodHandHsignificanceHforHhumanHhealthVH2008THbTHZY[UZZd 268

697 tncreasedHterpenoidHaccumulationHinHcottonHProssypiumHhirsutumQHfoliageHisHaHgeneralHwoundH
responseVH2008TH[]TH_XcUZZ 65

696 rlucosinolateHprofilesHchangeHduringHtheHlifeHcycleHandHmycorrhizalHcolonizationHinHaHndWânH
hyperaccumulatorH”hlaspiHpraecoxHPmrassicaceaeQVH2008TH[]THYX[cU]] 22

(2008-2007)
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695 pffectsHofHionizingHradiationHonHtheHgrowthHandHallylHisothiocyanateHaccumulationHofHWasabiaH
japonicaHinHvitroHandHexHvitroVH2008TH]]TH_YU_c 8

694 xicrochipHanalysisHofHplantHglucosinolatesVH2008THZdTHZZcXUb 14

693 PrimaryHorHsecondaryjH ersatileHnitrilasesHinHplantHmetabolismVHPhytochemistryTH2008THadTHZa__Uab 4 84

692 oeterminationHofHtheHabsoluteHconfigurationHofHtheHglucosinolateHmethylHsulfoxideHgroupHrevealsHaH
stereospecificHbiosynthesisHofHtheHsideHchainVHPhytochemistryTH2008THadTHZb[bU]Z 4 24

691 ppithiospecifierHproteinHactivityHinHbroccolieHtheHlinkHbetweenHterminalHalkenylHglucosinolatesHandH
sulphoraphaneHnitrileVHPhytochemistryTH2008THadTHZba_Ub[ 4 56

690 nriticalHevaluationHandHstatisticalHvalidationHofHaHhydroponicHcultureHsystemHforHlrabidopsisHthalianaVH
2008TH]aTHZYZUc 57

689 ’evisedHdeterminationHofHfreeHandHcomplexedHmyrosinaseHactivitiesHinHplantHextractsVH2008TH]aTH_XaUYa 42

688 slrZWx×mbaHandHslr[Wx×mZdHexertHaHspecificHandHcoordinatedHcontrolHonHtheHregulationHofH
aliphaticHglucosinolateHbiosynthesisHinHlrabidopsisHthalianaVHNewrPhytologistTH2008THYbbTHaZbUa]Z 9.8 205

687 ”ranscriptionalHandHbiochemicalHsignaturesHofHdivergenceHinHnaturalHpopulationsHofHtwoHspeciesHofH
yewHâealandHalpineHPachycladonVH2008THYbTH]b]XU_[ 20

686
”owardsHglobalHunderstandingHofHplantHdefenceHagainstHaphidsUUtimingHandHdynamicsHofHearlyH
lrabidopsisHdefenceHresponsesHtoHcabbageHaphidHPmrevicoryneHbrassicaeQHattackVHPlant,rCellrandr
EnvironmentTH2008TH[YTHYXdbUYY_

8.4 216

685 ”heHglutathioneUdeficientHmutantHpadZUYHaccumulatesHlowerHamountsHofHglucosinolatesHandHisHmoreH
susceptibleHtoHtheHinsectHherbivoreH“podopteraHlittoralisVH2008TH__THbb]Uca 162

684 “ulfurHlssimilationHandHlbioticH“tressHinHPlantsVH2008TH 15

683 pvolutionHofHdroughtHtoleranceHandHdefenseeHdependenceHofHtradeoffsHonHmechanismTHenvironmentH
andHdefenseHswitchingVH2008THYYbTHZ[YUZ]] 39

682 pffectHofHlightHconditionsHonHtheHcontentsHofHglucosinolatesHinHgerminatingHseedsHofHwhiteHmustardTH
redHradishTHwhiteHradishTHandHrapeseedVH2008TH_aTHdXcbUd[ 45

681 tndoleU[UacetonitrileHproductionHfromHindoleHglucosinolatesHdetersHovipositionHbyHPierisHrapaeVH2008
THY]aTHdYaUZa 100

680 lrabidopsisHbranchedUchainHaminotransferaseH[HfunctionsHinHbothHaminoHacidHandHglucosinolateH
biosynthesisVH2008THY]aTHYXZcU[d 92

679 renotypeTHageTHtissueTHandHenvironmentHregulateHtheHstructuralHoutcomeHofHglucosinolateH
activationVH2008THY]bTH]Y_UZc 85

678 ProteomeUwideHcharacterizationHofHseedHagingHinHlrabidopsiseHaHcomparisonHbetweenHartificialHandH
naturalHagingHprotocolsVH2008THY]cTHaZXU]Y 273
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677 rlucosinolatesHandHtrichomesHtrackHtissueHvalueHinHtwoHsympatricHmustardsVH2008THcdTHba[UbZ 25

676 yonuniformHdistributionHofHglucosinolatesHinHlrabidopsisHthalianaHleavesHhasHimportantH
consequencesHforHplantHdefenseVH2008THYX_THaYdaUZXY 221

675 lHroleHforHgeneHduplicationHandHnaturalHvariationHofHgeneHexpressionHinHtheHevolutionHofH
metabolismVH2008TH[THeYc[c 83

674 ”heHimpactHofHtheHabsenceHofHaliphaticHglucosinolatesHonHinsectHherbivoryHinHlrabidopsisVH2008TH[THeZXac 178

673 nomparisonHofHrlucosinolateHProfilesHinHweafHandH“eedH”issuesHofHoifferentHmrassicaHnapusHnropsVH
2008THY[[TH__YU__c 56

672
zmicsUbasedHapproachesHtoHmethionineHsideHchainHelongationHinHlrabidopsiseHcharacterizationHofH
theHgenesHencodingHmethylthioalkylmalateHisomeraseHandHmethylthioalkylmalateHdehydrogenaseVH
2009TH_XTHYYcYUdX

72

671 qunctionalHproteomicsHofHlrabidopsisHthalianaHguardHcellsHuncoversHnewHstomatalHsignalingH
pathwaysVH2008THZXTH[ZYXUZa 226

670 –nderstandingHtheHregulationHofHaspartateHmetabolismHusingHaHmodelHbasedHonHmeasuredHkineticH
parametersVH2009TH_THZbY 93

669 yitrileUspecifierHproteinsHinvolvedHinHglucosinolateHhydrolysisHinHlrabidopsisHthalianaVH2009THZc]THYZX_bUbX 98

668 mrassicaHandHttsHnloseHlllieseHnytogeneticsHandHpvolutionVH2009THZYUYcb 48

667 ”heHgeneHcontrollingHtheHindoleHglucosinolateHmodifierYHquantitativeHtraitHlocusHaltersHindoleH
glucosinolateHstructuresHandHaphidHresistanceHinHlrabidopsisVH2009THZYTHdc_Udd 160

666 ”heHplastidicHbileHacidHtransporterH_HisHrequiredHforHtheHbiosynthesisHofHmethionineUderivedH
glucosinolatesHinHlrabidopsisHthalianaVH2009THZYTHYcY[UZd 97

665 oisruptionHofHadenosineU_OUphosphosulfateHkinaseHinHlrabidopsisHreducesHlevelsHofHsulfatedH
secondaryHmetabolitesVH2009THZYTHdYXUZb 159

664 oevelopmentUdependentHeffectsHofH– HradiationHexposureHonHbroccoliHplantsHandHinteractionsHwithH
herbivorousHinsectsVH2009THaaTHaYUac 47

663 tnducibleHexpressionHofHaHyepYUlikeHproteinHservesHasHaHmodelHtriggerHsystemHofHcamalexinH
biosynthesisVHPhytochemistryTH2009THbXTHYc_Ud 4 19

662 pvolutionHofHnitrilasesHinHglucosinolateUcontainingHplantsVHPhytochemistryTH2009THbXTHYacXUa 4 50

661 tndoleHglucosinolateHbreakdownHandHitsHbiologicalHeffectsVH2009THcTHYXYUYZX 170

660 ’ootHandHshootHglucosinolateseHaHcomparisonHofHtheirHdiversityTHfunctionHandHinteractionsHinHnaturalH
andHmanagedHecosystemsVH2009THcTHYbYUYca 145

(2009-2008)
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659 ”heHâ��mustardHoilHbombâ��eHnotHsoHeasyHtoHassemblejIHwocalizationTHexpressionHandHdistributionHofHtheH
componentsHofHtheHmyrosinaseHenzymeHsystemVH2009THcTHadUca 178

658 PiecingHtogetherHtheHtransportHpathwayHofHaliphaticHglucosinolatesVH2009THcTH_[Uab 45

657 tndolicHglucosinolatesHatHtheHcrossroadsHofHtryptophanHmetabolismVH2009THcTHZ_U[b 24

656 “pecificHandHcoordinatedHcontrolHofHindolicHandHaliphaticHglucosinolateHbiosynthesisHbyH’Z’[Ux×mH
transcriptionHfactorsHinHlrabidopsisHthalianaVH2009THcTH[UY[ 98

655 ’egulationHandHfunctionHofHspecifierHproteinsHinHplantsVH2009THcTHcbUdd 52

654 serbivoreHinductionHofHtheHglucosinolateâ��myrosinaseHdefenseHsystemeHmajorHtrendsTHbiochemicalH
basesHandHecologicalHsignificanceVH2009THcTHY]dUYbX 201

653 lrabidopsisHthalianaHencodesHaHbacterialUtypeHheterodimericHisopropylmalateHisomeraseHinvolvedHinH
bothHweuHbiosynthesisHandHtheHxetHchainHelongationHpathwayHofHglucosinolateHformationVH2009THbYTHZZbU[d 50

652 miochemicalHmarkersHforHcabbageHseedpodHweevilHPneutorhynchusHobstrictusHPxarshamQQHresistanceH
inHcanolaHPmrassicaHnapusHwVQVH2009THYbXTHZdbU[Xc 9

651 rlucosinolateHProfilesHofHlrabidopsisHthalianaHinH’esponseHtoHnadmiumHpxposureVH2009THZXXTHYXdUYYb 14

650 renotypeâ��environmentHinteractionsHaffectHflowerHandHfruitHherbivoryHandHplantHchemistryHofH
lrabidopsisHthalianaHinHaHtransplantHexperimentVH2009THZ]THYYaYUYYbY 9

649 ”heHeffectsHofHarbuscularHmycorrhizalHfungiHonHdirectHandHindirectHdefenseHmetabolitesHofHPlantagoH
lanceolataHwVH2009TH[_THc[[U][ 113

648 x“Wx“HspectralHtagUbasedHannotationHofHnonUtargetedHprofileHofHplantHsecondaryHmetabolitesVH2009
TH_bTH___Ubb 191

647 vineticsHandHsubstrateHspecificitiesHofHdesulfoUglucosinolateHsulfotransferasesHinHlrabidopsisH
thalianaVH2009THY[_THY]XUd 31

646
pcologicalHgenomicsHofHmoecheraHstrictaeHidentificationHofHaH‘”wHcontrollingHtheHallocationHofH
methionineUHvsHbranchedUchainHaminoHacidUderivedHglucosinolatesHandHlevelsHofHinsectHherbivoryVH
2009THYXZTH]a_Ub]

53

645 pxogenousHglucosinolateHproducedHbyHlrabidopsisHthalianaHhasHanHimpactHonHmicrobesHinHtheH
rhizosphereHandHplantHrootsVH2009TH[THYZ][U_b 171

644 nrocidolomiaHpavonanaHlarvalHforagingeHbehaviorHandHfeedingHsiteHpreferencesHonHcabbageTHmrassicaH
oleraceaVH2009THY[[THY_]UYa] 11

643 nharacterizationHofHglucosinolateUUmyrosinaseHsystemHinHdevelopingHsaltHcressH”hellungiellaH
halophilaVH2009THY[aTHYUd 22

642 xetabolomicsUorientedHisolationHandHstructureHelucidationHofH[bHcompoundsHincludingHtwoH
anthocyaninsHfromHlrabidopsisHthalianaVHPhytochemistryTH2009THbXTHYXYbUZd 4 105
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641 xyrosinasesHfromHrootHandHleavesHofHlrabidopsisHthalianaHhaveHdifferentHcatalyticHpropertiesVH
PhytochemistryTH2009THbXTHY[]_U_] 4 57

640 ’oleHofHglucosinolatesHinHinsectUplantHrelationshipsHandHmultitrophicHinteractionsVH2009TH_]TH_bUc[ 645

639  olatileHconstituentsHthroughoutHmrassicaHoleraceaHwVH arVHacephalaHgerminationVH2009TH_bTHabd_UcXZ 24

638 rrowingHhardierHcropsHforHbetterHhealtheH“alinityHtoleranceHandHtheHnutritionalHvalueHofHbroccoliVH
2009TH_bTH_bZUbc 99

637 melowgroundHserbivoryHandHPlantHoefensesVH2009TH]XTH[b[U[dY 147

636 zntogeneticHchangesHofHZUpropenylHandH[UindolylmethylHglucosinolatesHinHmrassicaHcarinataHleavesH
asHaffectedHbyHwaterHsupplyVH2009TH_bTHbZ_dUa[ 72

635 ”heHinfluenceHofHmetabolicallyHengineeredHglucosinolatesHprofilesHinHlrabidopsisHthalianaHonH
PlutellaHxylostellaHpreferenceHandHperformanceVH2010THZXTHYUd 22

634 WidelyHtargetedHmetabolomicsHandHcoexpressionHanalysisHasHtoolsHtoHidentifyHgenesHinvolvedHinHtheH
sideUchainHelongationHstepsHofHaliphaticHglucosinolateHbiosynthesisVH2010TH[dTHYXabUb_ 29

633 weafHandHfloralHpartsHfeedingHbyHorangeHtipHbutterflyHlarvaeHdependsHonHlarvalHpositionHbutHnotHonH
glucosinolateHprofileHorHnitrogenHlevelVH2010TH[aTHY[[_U]_ 17

632 “urveyHofHglucosinolateHvariationHinHleavesHofHmrassicaHrapaHcropsVH2010TH_bTHYXbdUYXcd 45

631 ’egulatoryHnetworksHofHglucosinolatesHshapeHlrabidopsisHthalianaHfitnessVHCurrentrOpinionrinrPlantr
BiologyTH2010THY[TH[]cU_[ 9.9 66

630 ”heHcharacterisationHofHlzPZeHaHgeneHassociatedHwithHtheHbiosynthesisHofHaliphaticHalkenylH
glucosinolatesHinHlrabidopsisHthalianaVH2010THYXTHYbX 42
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