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l Paper IF Citations

229 RolesKforKtheKtwoYhybridKsystemKinKexplorationKofKtheKyeastKproteinKinteractomeaK2002WKdWKhidYi 87

228 IntraproteomicKnetworksmKnewKforaysKintoKpredictingKinteractionKpartnersaK2002WKdeWKddhiYk

227 TheKsocietyKofKgenesmKnetworksKofKfunctionalKlinksKbetweenKgenesKfromKcomparativeKgenomicsaK
2002WKfWKresearchccig 24

226 vonservationKofKgeneKcoYregulationKinKprokaryotesKandKeukaryotesaK2002WKecWKgcjYdcnKdiscussionKgdc 79

225 vonservationKofKgeneKcoYregulationKinKprokaryotesKandKeukaryotesaK2002WKecWKgdc 2

224 vellYselfishKmodesKofKevolutionKandKmutationsKdirectedKafterKtranscriptionalKbypassaK2002WKhdcWKdgdYhe 21

223 vurrentKtwarenessKonKvomparativeKandKyunctionalKzenomicsaK2002WKfWKhhdYhie 78

222 MutantsKinKflaIKandKflaJKofKtheKarchaeonKMethanococcusKvoltaeKareKdeficientKinKflagellumKassemblyaK
2002WKgiWKkjlYkj 46

221 vomputationalKapproachesKtoKproteinYproteinKinteractionaK2003WKgWKeghYhh 8

220 yunctionKpredictionKandKproteinKnetworksaK2003WKdhWKdldYk 118

219 vomputationalKmethodsKofKanalysisKofKproteinYproteinKinteractionsaK2003WKdfWKfjjYke 125

218 MetabolitesmKaKhelpingKhandKforKpathwayKevolutionraK2003WKekWKffiYgd 117

217 vurationKisKforevermKcomparativeKgenomicsKapproachesKtoKfunctionalKannotationaK2003WKeWKdfkYdgi 7

216 zenomeKwideKidentificationKofKregulatoryKmotifsKinKuacillusKsubtilisaK2003WKgWKdk 27

215 tKmethodKforKclassifyingKmetabolitesKinKtopologicalKpathwayKanalysesKbasedKonKminimizationKofK
pathwayKnumberaK2003WKjcWKehhYjc 39

214 zeneKteamsmKaKnewKformalizationKofKgeneKclustersKforKcomparativeKgenomicsaK2003WKejWKhlYij 47

213 MissingKgenesKinKmetabolicKpathwaysmKaKcomparativeKgenomicsKapproachaK2003WKjWKefkYhd 295
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212 xvolutionaryKconservationKofKmotifKconstituentsKinKtheKyeastKproteinKinteractionKnetworkaK2003WKfhWKdjiYl 356

211 zeneKorganizationmKselectionWKselfishnessWKandKserendipityaK2003WKhjWKgdlYgc 67

210 MotifsWKmodulesKandKgamesKinKbacteriaaK2003WKiWKdehYfg 227

209 wuplicationKmodelsKforKbiologicalKnetworksaK2003WKdcWKijjYkj 208

208 wefiningKinteractingKpartnersKforKdrugKdiscoveryaK2003WKjWKekjYlj 4

207 VisualizationKandKinterpretationKofKproteinKnetworksKinKMycobacteriumKtuberculosisKbasedKonK
hierarchicalKclusteringKofKgenomeYwideKfunctionalKlinkageKmapsaKNucleiclAcidslResearchWK2003WKfdWKjcllYdcl20.1 46

206 zenomeKevolutionKrevealsKbiochemicalKnetworksKandKfunctionalKmodulesaKProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2003WKdccWKdhgekYff 11.5 123

205 PhysicalKandKfunctionalKmodularityKofKtheKproteinKnetworkKinKyeastaK2003WKeWKeleYk 23

204 tssessingKexperimentallyKderivedKinteractionsKinKaKsmallKworldaKProceedingsloflthelNationallAcademyl
oflSciencesloflthelUnitedlStatesloflAmericaWK2003WKdccWKgfjeYi 11.5 318

203 –ypergeometricKModelKofKxvolutionKofKvonservedKProteinKvodingKSequencesKinKtheKProteomesaK
2003WKcfWKLelhYLfeg 4

202 ModularKorganizationKofKcellularKnetworksaKProceedingsloflthelNationallAcademyloflSciencesloflthel
UnitedlStatesloflAmericaWK2003WKdccWKddekYff 11.5 572

201 UnravellingKNatureRsKnetworksaK2003WKfdWKdghjYid 16

200 zeneKorderKinKProkaryotesmKconservationKandKimplicationsaK2004WKeclYefj 2

199 MoleculesKinKTimeKandKSpaceaK2004WK

198 vomparativeKanalysisKofKproteinKdomainKorganizationaK2004WKdgWKfgfYhf 65

197 vontrolKofKyeastKfilamentousYformKgrowthKbyKmodulesKinKanKintegratedKmolecularKnetworkaK2004WK
dgWKfkcYlc 72

196 TheKcompleteKgenomesKofKLactobacillusKplantarumKandKLactobacillusKjohnsoniiKrevealKextensiveK
differencesKinKchromosomeKorganizationKandKgeneKcontentaK2004WKdhcWKficdYfidd 87

195 xxpressionKofKtwoKxscherichiaKcoliKacetylYvotKcarboxylaseKsubunitsKisKautoregulatedaK2004WKejlWKehecYj 47

(2004-2003)
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194 wiscoveringKproteinYproteinKinteractionsaK2004WKdWKjddYgd 10

193 QuantifyingKmodularityKinKtheKevolutionKofKbiomolecularKsystemsaK2004WKdgWKfldYj 81

192 MolecularKnetworksKinKmodelKsystemsaK2004WKhWKdjjYkj 18

191 tKprobabilisticKviewKofKgeneKfunctionaK2004WKfiWKhhlYig 99

190 NetworkKbiologymKunderstandingKtheKcellRsKfunctionalKorganizationaK2004WKhWKdcdYdf 5439

189 TheKyeastKcoexpressionKnetworkKhasKaKsmallYworldWKscaleYfreeKarchitectureKandKcanKbeKexplainedKbyK
aKsimpleKmodelaK2004WKhWKekcYg 186

188 xvidenceKforKdynamicallyKorganizedKmodularityKinKtheKyeastKproteinYproteinKinteractionKnetworkaK
2004WKgfcWKkkYlf 1381

187 PTKjbvvKYgKisKaKnovelKregulatorKofKplanarKcellKpolarityKinKvertebratesaK2004WKgfcWKlfYk 383

186 ProteinKinteractionKnetworksKfromKyeastKtoKhumanaK2004WKdgWKeleYl 278

185 xarlyKpredictionKofKdrugKmetabolismKandKtoxicitymKsystemsKbiologyKapproachKandKmodelingaK2004WKlWKdejYfh 156

184 SystematicKidentificationKofKimmunoreceptorKtyrosineYbasedKinhibitoryKmotifsKinKtheKhumanK
proteomeaK2004WKdiWKgfhYhi 40

183 StructuralKandKfunctionalKcharacterizationKofKgeneKproductsKencodedKinKtheKhumanKgenomeKbyK
homologyKdetectionaK2004WKhiWKfdjYfd 4

182 PredictionKofKproteinKfunctionKandKpathwaysKinKtheKgenomeKeraaK2004WKidWKlfcYgg 79

181 zeneKduplicationKandKhierarchicalKmodularityKinKintracellularKinteractionKnetworksaK2004WKjgWKhdYie 28

180 SelectionKforKgeneKclusteringKbyKtandemKduplicationaK2004WKhkWKddlYge 75

179 –owKbiologicallyKrelevantKareKinteractionYbasedKmodulesKinKproteinKnetworksraK2004WKhWKRlf 34

178 ModularKdecompositionKofKproteinYproteinKinteractionKnetworksaK2004WKhWKRhj 77

177 ProteinKinteractionKnetworksKfromKyeastKtoKhumanaK2004WK 2
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176 uioinformaticsKandKSystemsKuiologyWKrapidlyKevolvingKtoolsKforKinterpretingKplantKresponseKtoKglobalK
changeaK2004WKlcWKddjYdfd 10

175 SystemsKuiologymKtpplicationsKinKwrugKwiscoveryaK2005WKdefYdkf 14

174 vhemicalKbiologyKonKPINsKandKNeewLesaK2005WKlWKfdYj 3

173 zlobalKpropertiesKofKbiologicalKnetworksaK2005WKdcWKfihYje 41

172 PhylogeneticKdetectionKofKconservedKgeneKclustersKinKmicrobialKgenomesaK2005WKiWKegf 31

171 tKstudyKofKarchaealKenzymesKinvolvedKinKpolarKlipidKsynthesisKlinkingKaminoKacidKsequenceK
informationWKgenomicKcontextsKandKlipidKcompositionaK2005WKdWKfllYgdc 42

170 tccessibleKProteinKInteractionKwataKforKNetworkKModelingaKStructureKofKtheKInformationKandK
tvailableKRepositoriesaKLecturelNoteslinlComputerlScienceWK2005WKdYdf 0.9 2

169 StructuralKProteomicsKandKvomputationalKtnalysisKofKaKweadlyKPathogenmKvombatingK
MycobacteriumKtuberculosisKfromKMultipleKyrontsaK2005WKeghYeil

168 aK2005WK 13

167 InferringKgeneKfunctionKandKbiochemicalKnetworksKfromKproteinKinteractionsaK2005WK

166 SyntonsWKmetabolonsKandKinteractonsmKanKexactKgraphYtheoreticalKapproachKforKexploringK
neighbourhoodKbetweenKgenomicKandKfunctionalKdataaK2005WKedWKgeclYdh 40

165 zlobalKanalysisKofKILYeKtargetKgenesmKidentificationKofKchromosomalKclustersKofKexpressedKgenesaK
2005WKdjWKdcclYed 42

164 tKnetworkKofKtranscriptionallyKcoordinatedKfunctionalKmodulesKinKSaccharomycesKcerevisiaeaK2005WK
dhWKdelkYfci 27

163 PostYzenomicKwesignKofKuioactiveKMoleculesaK2005WKdWKdgjYdie

162 vellKxngineeringaK2005WK 3

161 PROwOvmKaKresourceKforKtheKcomparisonKofKtetheredKproteinKdomainKarchitecturesKwithKinYbuiltK
informationKonKremotelyKrelatedKdomainKfamiliesaKNucleiclAcidslResearchWK2005WKffWKWdeiYl 20.1 9

160 NebulonmKaKsystemKforKtheKinferenceKofKfunctionalKrelationshipsKofKgeneKproductsKfromKtheK
rearrangementKofKpredictedKoperonsaKNucleiclAcidslResearchWK2005WKffWKehedYfc 20.1 40

159 TheKvaKelegansKInteractomemKItsKzenerationKandKVisualizationaK2005WKddfYdff

(2005-2004)
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158 TheKProteomicsKProtocolsK–andbookaK2005WK 204

157 TopologicalYbasedKclassificationKusingKartificialKgeneKnetworksaK2005WK

156 tKcopperSITKproteinKpossiblyKinvolvedKinKtheKassemblyKofKvutKcenterKofKbacterialKcytochromeKcK
oxidaseaKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2005WKdceWKfllgYl11.5 80

155 VariationKandKevolutionKofKbiomolecularKsystemsmKsearchingKforKfunctionalKrelevanceaK2005WKhjlWKdkflYgh 12

154 StructureYbasedKsystemsKbiologymKaKzoomKlensKforKtheKcellaK2005WKhjlWKdkhgYk 23

153 tKgeneralKframeworkKforKweightedKgeneKcoYexpressionKnetworkKanalysisaK2005WKgWKtrticledj 2976

152 OrthologKsearchKofKproteinsKinvolvedKinKcopperKdeliveryKtoKcytochromeKvKoxidaseKandKfunctionalK
analysisKofKparalogsKandKgeneKneighborsKbyKgenomicKcontextaK2005WKgWKifYjc 37

151 vomputationalKPredictionKofKProteinYProteinKInteractionsaK2005WKielYihe 1

150 TheKrarityKofKgeneKshufflingKinKconservedKgenesaK2005WKiWKRhc 13

149 tnKinventoryKofKyeastKproteinsKassociatedKwithKnucleolarKandKribosomalKcomponentsaK2006WKjWKRlk 6

148 ProteinKbipartivityKandKessentialityKinKtheKyeastKproteinYproteinKinteractionKnetworkaK2006WKhWKedjjYkg 61

147 vytochromeKcmKoccurrenceKandKfunctionsaK2006WKdciWKlcYddh 208

146 ModelKofKinteractionsKinKbiologyKandKapplicationKtoKheterogeneousKnetworkKinKyeastaK2006WKfelWKlghYhe 6

145 IdentificationKofKSmtubtrsRKcisKelementsKandKproteinsKinKarchaeaKusingKtheKProkaryoticKInterzenicK
xxplorationKwatabaseKSPIzxwTaK2006WKeWKflYgl 8

144 PositionalK–omologyKinKuacterialKzenomesaKEvolutionarylBioinformaticsWK2006WKeWKddjilfgfciccecc 1.9 1

143 vompletingKtheKuricKacidKdegradationKpathwayKthroughKphylogeneticKcomparisonKofKwholeK
genomesaK2006WKeWKdggYk 167

142 –orizontalKgeneKtransferKinKaminoacylYtRNtKsynthetasesKincludingKleucineYspecificKsubtypesaK2006WK
ifWKgfjYgj 18

141 StableKevolutionaryKsignalKinKaKyeastKproteinKinteractionKnetworkaK2006WKiWKk 43
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140 xxploringKtheKcellRsKnetworkKwithKmolecularKimagingaK2006WKegWKehjYii 3

139 wetectingKyunctionalKModulesKfromKProteinKInteractionKNetworksaK2006WK

138 tKmetabolicKnetworkKinKtheKevolutionaryKcontextmKmultiscaleKstructureKandKmodularityaKProceedingsl
oflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2006WKdcfWKkjjgYl 11.5 69

137 ResourcesKandKtoolsKforKinvestigatingKbiomolecularKnetworksKinKmammalsaK2006WKdeWKfjefYfg 2

136 wescribingKancientKhorizontalKgeneKtransfersKatKtheKnucleotideKandKgeneKlevelsKbyKcomparativeK
pathogenicityKislandKgenometricsaK2006WKeeWKdcjeYl 16

135 TheKoriginsKandKevolutionKofKfunctionalKmodulesmKlessonsKfromKproteinKcomplexesaK2006WKfidWKhcjYdj 113

134 IdentificationKandKanalysisKofKevolutionarilyKcohesiveKfunctionalKmodulesKinKproteinKnetworksaK2006WK
diWKfjgYke 54

133 ModularKorganizationKofKproteinKinteractionKnetworksaK2007WKefWKecjYdg 133

132 SimpleKstochasticKmodelKforKtheKevolutionKofKproteinKlengthsaK2007WKjiWKcddleg

131 tKlargeYscaleKproteinKproteinKinteractionKanalysisKinKSynechocystisKspaKPvvikcfaK2007WKdgWKecjYdi 149

130 egKuioinformaticKPredictionKofKYeastKzeneKyunctionaK2007WKhljYiek 3

129 zeneKNetworksKandKxvolutionaryKvomputationaKijYli 1

128 yormalKModelsKofKzeneKvlustersaK2007WKdjhYece 10

127 ProteinKannotationKatKgenomicKscalemKtheKcurrentKstatusaK2007WKdcjWKfggkYii 58

126 weductionKofKintracellularKsubYsystemsKfromKaKtopologicalKdescriptionKofKtheKnetworkaK2007WKfWKhefYl 7

125 wNtKtrrayKwecodingKfromKNonlinearKMeasurementsKbyKueliefKPropagationaK2007WK 17

124 vonsistentKdissectionKofKtheKproteinKinteractionKnetworkKbyKcombiningKglobalKandKlocalKmetricsaK
2007WKkWKRejd 20

123 tnalysisKofKintegratedKbiomolecularKnetworksKusingKaKgenericKnetworkKanalysisKsuiteaK2007WKgWKdgjYdhj

(2007-2006)
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122 SpectralKclusteringKandKitsKuseKinKbioinformaticsaK2007WKecgWKehYfj 79

121 UniversalKstrategiesKinKresearchKandKdrugKdiscoveryKbasedKonKproteinYfragmentKcomplementationK
assaysaK2007WKiWKhilYke 258

120 vharacterizationKofKrelationshipsKbetweenKtranscriptionalKunitsKandKoperonKstructuresKinKuacillusK
subtilisKandKxscherichiaKcoliaK2007WKkWKgk 37

119 vomparingKtheKbiologicalKcoherenceKofKnetworkKclustersKidentifiedKbyKdifferentKdetectionK
algorithmsaK2007WKheWKelfkYelgg 5

118 vomputationalKpredictionKofKproteinYproteinKinteractionsaK2008WKfkWKdYdj 152

117 vharacterizationKofKlocalKgeometryKofKproteinKsurfacesKwithKtheKvisibilityKcriterionaK2008WKjdWKijcYkf 72

116 PStTmKaKwebKtoolKtoKcompareKgenomicKneighborhoodsKofKmultipleKprokaryoticKgenomesaK2008WKlWKdjc 25

115 vtSvtwxmKaKnovelKquasiKallKpathsYbasedKnetworkKanalysisKalgorithmKforKclusteringKbiologicalK
interactionsaK2008WKlWKig 18

114 PracticalKandKtheoreticalKadvancesKinKpredictingKtheKfunctionKofKaKproteinKbyKitsKphylogeneticK
distributionaK2008WKhWKdhdYjc 80

113 vRxuKbindingKandKactivityKinKbrainmKregionalKspecificityKandKinductionKbyKelectroconvulsiveKseizureaK
2008WKifWKjdcYec 51

112 vomparativeKzenomicsaKLecturelNoteslinlComputerlScienceWK2008WK 0.9 2

111 ModularityKofKstressKresponseKevolutionaKProceedingsloflthelNationallAcademyloflSciencesloflthel
UnitedlStatesloflAmericaWK2008WKdchWKjhccYh 11.5 48

110 tKlargeKscaleKanalysisKofKproteinYproteinKinteractionsKinKtheKnitrogenYfixingKbacteriumK
MesorhizobiumKlotiaK2008WKdhWKdfYef 63

109 tKgenomewideKfunctionalKnetworkKforKtheKlaboratoryKmouseaK2008WKgWKedcccdih 94

108 zevonTKemKgeneKcontextKanalysisKforKorthologousKproteinsWKconservedKdomainsKandKmetabolicK
pathwaysaKNucleiclAcidslResearchWK2008WKfiWKWdjiYkc 20.1 32

107 vompleteKgenomeKsequenceKofKNitrosospiraKmultiformisWKanKammoniaYoxidizingKbacteriumKfromKtheK
soilKenvironmentaK2008WKjgWKfhhlYje 158

106 ModularKcellKbiologymKretroactivityKandKinsulationaK2008WKgWKdid 359

105 IdentificationKandKanalysisKofKcoYoccurrenceKnetworksKwithKNetvutteraKPLoSlONEWK2008WKfWKefdjk 3.7 14
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104 aK2009WK 7

103 zeneKteamKtreemKaKhierarchicalKrepresentationKofKgeneKteamsKforKallKgapKlengthsaK2009WKdiWKdfkfYlk 9

102 vomparingKPearsonWKSpearmanKandK–oeffdingRsKwKmeasureKforKgeneKexpressionKassociationKanalysisaK
2009WKjWKiifYkg 29

101 IdentificationKofKgenesKinvolvedKinKtheKsameKpathwaysKusingKaK–iddenKMarkovKModelYbasedK
approachaK2009WKehWKelghYhg 5

100 zlobalKfunctionalKatlasKofKxscherichiaKcoliKencompassingKpreviouslyKuncharacterizedKproteinsaK2009WK
jWKeli 280

99 wetectingKgeneKclustersKunderKevolutionaryKconstraintKinKaKlargeKnumberKofKgenomesaK2009WKehWKhjdYj 42

98 TheKhumanKproteinKcoevolutionKnetworkaK2009WKdlWKdkidYjd 39

97 zIutmKaKclusteringKtoolKforKdetectingKproteinKcomplexesaK2009WKdcKSupplKiWKSdd 18

96 MathematicalKModelingKofKzeneticKRegulatoryKNetworksmKStressKResponsesKinKxscherichiaKcoliaKefhYejd 3

95 PlantKMetabolicKNetworksaK2009WK 3

94 NetworkYassistedKproteinKidentificationKandKdataKinterpretationKinKshotgunKproteomicsaK2009WKhWKfcf 45

93 uioinformaticsKandKvomputationalKuiologyaKLecturelNoteslinlComputerlScienceWK2009WK 0.9

92 xngineeringKPrinciplesKinKuioYmolecularKSystemsmKyromKRetroactivityKtoKModularityaK2009WKdhWKfklYflj 15

91 vomparativeKzenomicsmKtlgorithmsKandKtpplicationsaK2010WKjefYjgj

90 PyrosequencingYbasedKcomparativeKgenomeKanalysisKofKtheKnosocomialKpathogenKxnterococcusK
faeciumKandKidentificationKofKaKlargeKtransferableKpathogenicityKislandaK2010WKddWKefl 151

89 uidirectionalKbestKhitKrYwindowKgeneKclustersaK2010WKddKSupplKdWKSif 14

88 LtuYSecretomemKaKgenomeYscaleKcomparativeKanalysisKofKtheKpredictedKextracellularKandK
surfaceYassociatedKproteinsKofKLacticKtcidKuacteriaaK2010WKddWKihd 67

87 ModularityKandKantiYmodularityKinKnetworksKwithKarbitraryKdegreeKdistributionaK2010WKhWKfe 13

(2010-2009)

9



86 tK–euristicKtlgorithmKforKyindingKtheKLongestKPathwaysKinKaKuiochemicalKNetworkaK2010WK 1

85
MetatranscriptomeKanalysisKofKtheKhumanKfecalKmicrobiotaKrevealsKsubjectYspecificKexpressionK
profilesWKwithKgenesKencodingKproteinsKinvolvedKinKcarbohydrateKmetabolismKbeingKdominantlyK
expressedaK2010WKjiWKhhffYgc

66

84 SystemsKuiologymKtpplicationsKinKwrugKwiscoveryaK2010WKd 1

83 uioinformaticsKinKbioinorganicKchemistryaK2010WKeWKflYhd 16

82 ueyondKtheKboundsKofKorthologymKfunctionalKinferenceKfromKmetagenomicKcontextaK2010WKiWKdegjYhg 6

81 SIPPxRmKtKflexibleKmethodKtoKintegrateKheterogeneousKdataKintoKaKmetabolicKnetworkaK2011WK 2

80 RetroactivityKtttenuationKinKuioYMolecularKSystemsKuasedKonKTimescaleKSeparationaK2011WKhiWKjgkYjid 53

79 tKsimpleKprotocolKforKtheKcomparativeKanalysisKofKtheKstructureKandKoccurrenceKofKbiochemicalK
pathwaysKacrossKsuperkingdomsaK2011WKhdWKjfcYk 21

78 vomparativeKgenomicsKanalysisKofKcompletelyKsequencedKmicrobialKgenomesKrevealsKtheKubiquityK
ofKNYlinkedKglycosylationKinKprokaryotesaK2011WKjWKdielYgh 8

77 ttrialKfibrillationmKcurrentKknowledgeKandKfutureKdirectionsKinKepidemiologyKandKgenomicsaK2011WK
degWKdlkeYlf 197

76 TheKImpactKofKRetroactivityKonKtheKuehaviorKofKuiomolecularKSystemsaK2011WKdidYdkd

75 IntegratedKanalysisKofKtheKgeneKneighbouringKimpactKonKbacterialKmetabolicKnetworksaK2011WKhWKeidYk 4

74 varbohydrateKcatabolicKflexibilityKinKtheKmammalianKintestinalKcommensalKLactobacillusKruminisK
revealedKbyKfermentationKstudiesKalignedKtoKgenomeKannotationsaK2011WKdcKSupplKdWKSde 35

73 IdentificationKofKconservedKgeneKclustersKinKmultipleKgenomesKbasedKonKsyntenyKandKhomologyaK
2011WKdeKSupplKlWKSdk 6

72 NetworkYbasedKfunctionKpredictionKandKinteractomicsmKtheKcaseKforKmetabolicKenzymesaK2011WKdfWKdYdc 37

71 ImprovedKalgorithmsKforKfindingKgeneKteamsKandKconstructingKgeneKteamKtreesaK2011WKkWKdehkYje 6

70 NetworkKclusteringKrevealedKtheKsystemicKalterationsKofKmitochondrialKproteinKexpressionaK2011WKjWKedcceclf 11

69 OnKtheKSpectralKvharacterizationKandKScalableKMiningKofKNetworkKvommunitiesaK2012WKegWKfeiYffj 30
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68 OnKtheKgeneKteamKminingKproblemaK2012WK 0

67 RetroactivityKtoKtheKinputKinKcomplexKgeneKtranscriptionKnetworksaK2012WK 6

66 UsingKpathwayKmodulesKasKtargetsKforKassayKdevelopmentKinKxenobioticKscreeningaK2012WKkWKhfdYge 8

65 tKnewKefficientKalgorithmKforKtheKgeneYteamKproblemKonKgeneralKsequencesaK2012WKlWKffcYgg 5

64 OutputYsensitiveKalgorithmsKforKfindingKtheKnestedKcommonKintervalsKofKtwoKgeneralKsequencesaK
2012WKlWKhgkYhl 1

63 MultifactorialKdiversityKsustainsKmicrobialKcommunityKstabilityaK2013WKjWKedeiYfi 113

62 tKnovelKfunctionKpredictionKapproachKusingKproteinKoverlapKnetworksaK2013WKjWKid 8

61 RandomKwalkKdistancesKinKdataKclusteringKandKapplicationsaK2013WKjWKkfYdck 5

60 TopologyKofKmolecularKinteractionKnetworksaK2013WKjWKlc 65

59 TwoKPfamKproteinKfamiliesKcharacterizedKbyKaKcrystalKstructureKofKproteinKlpgeedcKfromKLegionellaK
pneumophilaaK2013WKdgWKeih 3

58 tKglobalKanalysisKofKadaptiveKevolutionKofKoperonsKinKcyanobacteriaaK2013WKdcfWKffdYgi 19

57 UseKofKtheKoperonKstructureKofKtheKvaKelegansKgenomeKasKaKtoolKtoKidentifyKfunctionallyKrelatedK
proteinsaK2013WKfeWKgdYhi 3

56 RecentKrecombinationKeventsKinKtheKcoreKgenomeKareKassociatedKwithKadaptiveKevolutionKinK
xnterococcusKfaeciumaKGenomelBiologylandlEvolutionWK2013WKhWKdhegYfh 3.9 64

55 –owKslavesKaffectKaKmasterKmoduleKinKgeneKtranscriptionKnetworksaK2013WK 3

54 ProteomeYwideKproteinKinteractionKmeasurementsKofKbacterialKproteinsKofKunknownKfunctionaK
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2013WKddcWKgjjYke 11.5 35

53 ModularizationKandKxvolvabilityKinKtntibioticKResistanceaK2014WKefdYegj 2

52 ttrialKfibrillationmKaKprogressiveKatrialKmyopathyKorKaKdistinctKdiseaseraK2014WKdjdWKdeiYff 18

51 IdentifyingKproteinKcomplexesKandKfunctionalKmodulesYYfromKstaticKPPIKnetworksKtoKdynamicKPPIK
networksaK2014WKdhWKdjjYlg 104

(2014-2012)
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50 vonstructingKaKzeneKTeamKTreeKinKtlmostKOKSnKlgKnTKTimeaK2014WKddWKdgeYhf 3

49 tKfastKandKhighKperformanceKmultipleKdataKintegrationKalgorithmKforKidentifyingKhumanKdiseaseK
genesaK2015WKkKSupplKfWKSe 36

48 xxploringKtheKgenomicKtraitsKofKfungusYfeedingKbacterialKgenusKvollimonasaK2015WKdiWKddcf 39

47 PredictingKyunctionalKInteractionsKtmongKzenesKinKProkaryotesKbyKzenomicKvontextaK2015WKkkfWKljYdci 3

46 ProkaryoticKSystemsKuiologyaK2015WK 1

45 tnKefficientKalgorithmKforKpairwiseKlocalKalignmentKofKproteinKinteractionKnetworksaK2015WKdfWKdhhcccf

44 TheKpowerKofKoperonKrearrangementsKforKpredictingKfunctionalKassociationsaK2015WKdfWKgceYi 12

43 MolecularKprinciplesKofKhumanKvirusKproteinYproteinKinteractionsaK2015WKfdWKdcehYff 28

42 zeneYyamilyKxxtensionKMeasuresKandKvorrelationsaK2016WKiWK 0

41 IntegrativeKSystemsKuiologyaK2016WKeghYehd

40
TrimericKautotransporterKadhesinsKcontributeKtoKtctinobacillusKpleuropneumoniaeKpathogenicityKinK
miceKandKregulateKbacterialKgeneKexpressionKduringKinteractionsKbetweenKbacteriaKandKporcineK
primaryKalveolarKmacrophagesaK2016WKdclWKhdYjc

4

39 tKproteinKnetworkKdescriptorKserverKandKitsKuseKinKstudyingKproteinWKdiseaseWKmetabolicKandKdrugK
targetedKnetworksaK2017WKdkWKdchjYdcjc 26

38 xxploringKbacterialKinterspecificKinteractionsKforKdiscoveryKofKnovelKantimicrobialKcompoundsaK2017WK
dcWKldcYleh 37

37 TheKSTRINzKdatabaseKinKecdjmKqualityYcontrolledKproteinYproteinKassociationKnetworksWKmadeK
broadlyKaccessibleaKNucleiclAcidslResearchWK2017WKghWKwfieYwfik 20.1 4068

36 ItSmKInteractionKSpecificKzOKTermKtssociationsKforKPredictingKProteinYProteinKInteractionKNetworksaK
2018WKdhWKdegjYdehk 11

35 tKNewKxfficientKtlgorithmKforKtheKyrequentKzeneKTeamKProblemaK2018WKdhWKhkkYhlk 1

34 MergingKinYsilicoKandKinKvitroKsalivaryKproteinKcomplexKpartnersKusingKtheKSTRINzKdatabasemKtK
tutorialaK2018WKdjdWKkjYlg 31

33 InvolvementKofKuurkholderiaceaeKandKsulfurousKvolatilesKinKdiseaseYsuppressiveKsoilsaK2018WKdeWKefcjYefed 76
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32 tKsurveyKofKcomputationalKmethodsKinKproteinâ��proteinKinteractionKnetworksaK2019WKejiWKfhYkj 6

31 TowardKSustainableKxnvironmentalKQualitymKPriorityKResearchKQuestionsKforKNorthKtmericaaK2019WK
fkWKdiciYdieg 29

30 OperonKvoncatenationKIsKanKtncientKyeatureKThatKRestrictsKtheKPotentialKtoKRearrangeKuacterialK
vhromosomesaK2019WKfiWKdllcYeccc 7

29 tKTwoYxnzymeKtdaptiveKUnitKwithinKuacterialKyolateKMetabolismaKCelllReportsWK2019WKejWKffhlYffjcaej 10.6 18

28 vyanobacterialKphylogeneticKanalysisKbasedKonKphylogenomicsKapproachesKrenderKevolutionaryK
diversificationKandKadaptationmKanKoverviewKofKrepresentativeKordersaK3lBiotechWK2019WKlWKkj 2.8 3

27 NetworkYuasedKvombinatorialKvRISPRYvaslKScreensKIdentifyKSynergisticKModulesKinK–umanKvellsaK
ACSlSyntheticlBiologyWK2019WKkWKgkeYglc 5.7 23

26 IntezenemKtnKIntegerKLinearKProgrammingKToolKforKwiscoveringKtpproximateKzeneKvlustersaK2019WK

25 STRINzKvddmKproteinYproteinKassociationKnetworksKwithKincreasedKcoverageWKsupportingKfunctionalK
discoveryKinKgenomeYwideKexperimentalKdatasetsaKNucleiclAcidslResearchWK2019WKgjWKwicjYwidf 20.1 5966

24 TheKcellKcycleKregulatorKzpsuKfunctionsKasKcytosolicKadaptorKforKmultipleKcellKwallKenzymesaKNaturel
CommunicationsWK2019WKdcWKeid 17.4 25

23 tKnetworkKapproachKtoKanalyzeKneuronalKlineageKandKlayerKinnervationKinKtheKwrosophilaKopticK
lobesaKPLoSlONEWK2020WKdhWKeceejklj 3.7 3

22 xvolutionarilyKconservedKplantKgenesKresponsiveKtoKrootYknotKnematodesKidentifiedKbyKcomparativeK
genomicsaKMolecularlGeneticslandlGenomicsWK2020WKelhWKdcifYdcjk 3.1 4

21 ReconstructingKtheKxvolutionaryK–istoryKofKaK–ighlyKvonservedKOperonKvlusterKinK
zammaproteobacteriaKandKuacilliaKGenomelBiologylandlEvolutionWK2021WKdfWK 3.9 2

20 tcceleratingKbiologicalKinsightKforKunderstudiedKgenesaKIntegrativelandlComparativelBiologyWK2021WK 2.8 1

19 IntegerKLinearKProgramsKforKwiscoveringKtpproximateKzeneKvlustersaKLecturelNoteslinlComputerl
ScienceWK2006WKelkYfcl 0.9 13

18 zeneKTeamKTreemKtKvompactKRepresentationKofKtllKzeneKTeamsaKLecturelNoteslinlComputerlScienceWK
2008WKdccYdde 0.9 3

17 VertebrateKhY–ydroxyisourateK–ydrolaseKIdentificationWKyunctionWKStructureWKandKxvolutionaryK
RelationshipKwithKTransthyretinaK2009WKlhYdck 2

16
vrossYspeciesKmultipleKenvironmentalKstressKresponsesmKtnKintegratedKapproachKtoKidentifyK
candidateKgenesKforKmultipleKstressKtoleranceKinKsorghumKSSorghumKbicolorKSLaTKMoenchTKandK
relatedKmodelKspeciesaKPLoSlONEWK2018WKdfWKecdleijk

3.7 8

15 TopologyKofKPlantKMetabolicKNetworksaK2009WKdjfYecl
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14 SequenceKandKzenomeKuioinformaticsaKdkdeYdkgg

13 ImprovedKtlgorithmsKforKtheKzeneKTeamKProblemaKLecturelNoteslinlComputerlScienceWK2009WKidYje 0.9

12 MutualKInformationKuasedKxxtrinsicKSimilarityKforKMicroarrayKtnalysisaKLecturelNoteslinlComputerl
ScienceWK2009WKgegYgfi 0.9 0

11 xncyclopediaKofKvomplexityKandKSystemsKScienceaK2009WKhjcYhkl

10 wetectingKzeneticKtssociationKandKzeneYzeneKInteractionKusingKNetworkKtnalysisKinKvaseYvontrolK
StudyaKUngyonglTtonggyelYontgul=lthelKoreanlJournalloflAppliedlStatisticsWK2012WKehWKhifYhjf

9 xncyclopediaKofKvomplexityKandKSystemsKScienceaK2015WKdYeh

8 tKtwoYenzymeKadaptiveKunitKwithinKbacterialKfolateKmetabolismaK

7 TheKcellKcycleKregulatorKzpsuKfunctionsKasKcytosolicKadaptorKforKmultipleKcellKwallKenzymesaK

6 tKSystemsKViewKofKvellKweathaK2004WKdhfYdjl

5 PositionalKhomologyKinKbacterialKgenomesaKEvolutionarylBioinformaticsWK2007WKeWKjjYlc 1.9 7

4 PhylogeneticKorganizationKinKtheKassimilationKofKchemicallyKdistinctKsubstratesKbyKsoilKbacteriaaK
EnvironmentallMicrobiologyWK2021WK 5.2 1

3 TheKSTRINzKdatabaseKinKecefmKproteinâ��proteinKassociationKnetworksKandKfunctionalKenrichmentK
analysesKforKanyKsequencedKgenomeKofKinterestaK 9

2 IntegrativeKSystemsKuiologyaK2016WKgkgYgld 0

1 NetworkYmedicineKapproachKforKtheKidentificationKofKgeneticKassociationKofKparathyroidKadenomaK
withKcardiovascularKdiseaseKandKtypeYeKdiabetesaK 0
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