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l Paper IF Citations

292 NutrientYregulatedLproteinLkinasesLinLbuddingLyeastZL2002XLbbbXLbffYi 86

291 tontrollingLtranscriptionLbyLdestructionkLtheLregulationLofLyeastLxcnepLstabilityZLCurrentgGeneticsXL
2003XLeeXLiYbi 2.9 32

290 tonductingLtheLinitiationLofLproteinLsynthesiskLtheLroleLofLezwexZL2003XLjfXLbebYfg 161

289 znitiationLofLproteinLbiosynthesisLinLeukaryotesZLBiochemistrygandgMoleculargBiologygEducationXL2003XL
dbXLdhiYdif 1.3 10

288 rLuNrLregionLofLTorulasporaLdelbrueckiiLcontainingLtheLyzSdLgenekLsequenceXLgeneLorderLandL
evolutionZLYeastXL2003XLcaXLbdfjYgi 3.4 2

287
TheLcrystalLstructureLofLtheLNYterminalLregionLofLtheLalphaLsubunitLofLtranslationLinitiationLfactorLcL
TezwcalphaULfromLSaccharomycesLcerevisiaeLprovidesLaLviewLofLtheLloopLcontainingLserineLfbXLtheL
targetLofLtheLezwcalphaYspecificLkinasesZL2003XLddeXLbihYjf

35

286 rllLroadsLleadLtoLrTweZL2003XLeXLeecYe 163

285 sakerâ��sLyeastkLchallengesLandLfutureLprospectsZL2003XLfhYjh 19

284 TranslationalLcontrolLbyLTΔRLandLTrαecLthroughLdephosphorylationLofLezwcalphaLkinaseLxtNcZL
2003XLbhXLifjYhc 228

283 αhagocytosisLbyLneutrophilsLinducesLanLaminoLacidLdeprivationLresponseLinLSaccharomycesL
cerevisiaeLandLtandidaLalbicansZL2003XLbaaXLbbaahYbc 192

282 rminoLacidLstarvationLandLxcnepLregulateLadhesiveLgrowthLandLw ΔbbLgeneLexpressionLinL
SaccharomycesLcerevisiaeZL2003XLbeXLechcYie 84

281 xlobalLtranscriptionLanalysisLofL™rebsLtricarboxylicLacidLcycleLmutantsLrevealsLanLalternatingLpatternL
ofLgeneLexpressionLandLeffectsLonLhypoxicLandLoxidativeLgenesZL2003XLbeXLjfiYhc 93

280 RapamycinYinducedLtranslationalLderepressionLofLxtNeLmRNrLinvolvesLaLnovelLmechanismLforL
activationLofLtheLezwcLalphaLkinaseLxtNcZLJournalgofgBiologicalgChemistryXL2003XLchiXLcaefhYga 5.4 81

279 TheLimmunosuppressantLw™fagLuncoversLaLpositiveLregulatoryLcrossYtalkLbetweenLtheLyogbpLandL
xcncpLpathwaysZLJournalgofgBiologicalgChemistryXL2003XLchiXLddiihYjf 5.4 12

278 αvR™LezwcalphaLkinaseLregulatesLneonatalLgrowthLbyLcontrollingLtheLexpressionLofLcirculatingL
insulinYlikeLgrowthLfactorYzLderivedLfromLtheLliverZL2003XLbeeXLdfafYbd 45

277 hLRegulationLofLtheLyeastLgeneralLaminoLacidLcontrolLpathwayLinLresponseLtoLnutrientLstressZL2004XLbhbYbjj 13

276 bbLzntegrationLofLnutrientLsignallingLpathwaysLinLtheLyeastLSaccharomycesLcerevisiaeZL2004XLchhYdbi 5
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275 usRwYçvxNLmethodkLanLalgorithmLforLdeducingLminimumLequivalentLgeneLnetworksLfromL
largeYscaleLgeneLexpressionLprofilesLofLgeneLdeletionLmutantsZLBioinformaticsXL2004XLcaXLcggcYhf 7.2 17

274 uifferentialLactivationLofLezwcLkinasesLinLresponseLtoLcellularLstressesLinLSchizosaccharomycesL
pombeZLGeneticsXL2004XLbgiXLbighYhf 4 75

273 TranslationalLprofilingkLtheLgenomeYwideLmeasureLofLtheLnascentLproteomeZL2004XLdXLbadYbb 47

272 TranslationLreinitiationLatLalternativeLopenLreadingLframesLregulatesLgeneLexpressionLinLanL
integratedLstressLresponseZL2004XLbghXLchYdd 652

271  ossLofLtranslationalLcontrolLinLyeastLcompromisedLforLtheLmajorLmRNrLdecayLpathwayZL2004XLceXLcjjiYdaba 74

270 TranslationalLregulationLviaLfSLmRNrLleaderLsequencesLrevealedLbyLmutationalLanalysisLofLtheL
rrabidopsisLtranslationLinitiationLfactorLsubunitLezwdhZL2004XLbgXLddebYfg 82

269 rctivatingLtranscriptionLfactorLdLisLintegralLtoLtheLeukaryoticLinitiationLfactorLcLkinaseLstressL
responseZL2004XLceXLbdgfYhh 373

268 TΔRLcontrolsLtranscriptionalLandLtranslationalLprogramsLviaLSapYSiteLproteinLphosphataseLsignalingL
effectorsZL2004XLceXLiddcYeb 66

267 rLxcnepLhomologLisLessentialLforLtheLinductionLofLaLribosomalLproteinL ebLvariantLresponsibleLforL
cycloheximideLresistanceLinLtheLyeastLtandidaLmaltosaZLJournalgofgBiologicalgChemistryXL2004XLchjXLcdadaYh5.4 5

266 NuclearLlocalizationLdestabilizesLtheLstressYregulatedLtranscriptionLfactorLçsncZLJournalgofg
BiologicalgChemistryXL2004XLchjXLffecfYdc 5.4 57

265 SaccharomycesLcerevisiaeLrqrbLisLanLinternalYmembraneLtransporterLinvolvedLinLexcretionLofLaminoL
acidsZLEukaryoticgCellXL2004XLdXLbejcYfad 61

264 αostYtranscriptionalLexpressionLregulationLinLtheLyeastLSaccharomycesLcerevisiaeLonLaLgenomicL
scaleZL2004XLdXLbaidYjc 186

263 znLvitroLphosphorylationLofLinitiationLfactorLcLalphaLTazwcLalphaULfromLhyperthermophilicLarchaeonL
αyrococcusLhorikoshiiLΔTdZL2004XLbdfXLehjYif 39

262 uisruptionLofLtheLmouseLmTΔRLgeneLleadsLtoLearlyLpostimplantationLlethalityLandLprohibitsL
embryonicLstemLcellLdevelopmentZL2004XLceXLjfaiYbg 375

261 ReinitiationLinvolvingLupstreamLΔRwsLregulatesLrTweLmRNrLtranslationLinLmammalianLcellsZL2004XL
babXLbbcgjYhe 1088

260 tdcbcdLandLcheckpointLforkheadLassociatedLwithLRzNxLproteinsLcontrolLtheLcellLcycleLbyLcontrollingL
ezwcgammaLabundanceZLJournalgofgBiologicalgChemistryXL2004XLchjXLeegfgYgg 5.4 37

259 zdentificationLofLaLnovelLoneYcarbonLmetabolismLregulonLinLSaccharomycesLcerevisiaeZLJournalgofg
BiologicalgChemistryXL2004XLchjXLhahcYib 5.4 24

258 TorLsignalingLandLnutrientYbasedLsignalsLconvergeLonLçksbpLphosphorylationLtoLregulateL
expressionLofLRtgbZRtgdpYdependentLtargetLgenesZLJournalgofgBiologicalgChemistryXL2004XLchjXLegfchYdf 5.4 66

(2004-2004)
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257 znhibitionLofLfSLtoLdSLmRNrLdegradationLunderLstressLconditionsLinLSaccharomycesLcerevisiaekLfromL
xtNeLtoLçvTbgZL2004XLbaXLefiYgi 16

256 uimerizationLisLrequiredLforLactivationLofLezwcLkinaseLxcncLinLresponseLtoLdiverseLenvironmentalL
stressLconditionsZLJournalgofgBiologicalgChemistryXL2004XLchjXLccicaYdc 5.4 64

255 TheLrspergillusLfumigatusLtranscriptionalLactivatorLtpcrLcontributesLsignificantlyLtoLtheLvirulenceL
ofLthisLfungalLpathogenZL2004XLfcXLhifYjj 103

254 tharacterizationLofLzuzYeXLaLbZzαLtranscriptionLfactorLinducingLautophagyLandLcellLdeathLinLtheL
fungusLαodosporaLanserinaZL2004XLfdXLbgcfYea 41

253 ç™cYinducedLtristetraprolinkbeYdYdLcomplexesLpreventLstressLgranuleLassociationLandLrRvYmRNrL
decayZLEMBOgJournalXL2004XLcdXLbdbdYce 13 410

252 NutritionalLgenomicsLinLyeastLmodelsZL2004XLcaXLbggYhc 4

251 SolutionLstructureLofLtheLRWuLdomainLofLtheLmouseLxtNcLproteinZL2004XLbdXLcaijYbaa 56

250 NuclearLimportLofLyeastLxcnepLrequiresLkaryopherinsLSrpbpLandL™apjfpZL2004XLchbXLcfhYgg 8

249 w™fagLsensitizesLmammalianLcellsLtoLhighLosmolarityLbyLmodulatingLpdiLçrαLkinaseLactivationZL
2004XLgbXLhaaYi 9

248 TargetsLofLprogrammedLdestructionkLaLprimerLtoLregulatoryLproteolysisLinLyeastZL2004XLgbXLbgbfYdc 13

247  essonsLfromLtheLgenomeLsequenceLofLNeurosporaLcrassakLtracingLtheLpathLfromLgenomicLblueprintL
toLmulticellularLorganismZLMicrobiologygandgMoleculargBiologygReviewsXL2004XLgiXLbYbai 13.2 492

246 tapYdependentLandLcapYindependentLtranslationLinLeukaryoticLsystemsZLGeneXL2004XLddcXLbYbb 3.8 190

245 SenseLandLsensibilitykLnutritionalLresponseLandLsignalLintegrationLinLyeastZL2004XLhXLgceYda 88

244 αarasiteYspecificLezwcLTeukaryoticLinitiationLfactorYcULkinaseLrequiredLforLstressYinducedLtranslationL
controlZLBiochemicalgJournalXL2004XLdiaXLfcdYdb 3.8 72

243 çetabolicLandLstressLadaptationLbyLçycosphaerellaLgraminicolaLduringLsporulationLinLitsLhostL
revealedLthroughLmicroarrayLtranscriptionLprofilingZL2005XLgXLfchYea 34

242 rLputativeLstimulatoryLroleLforLactivatorLturnoverLinLgeneLexpressionZL2005XLediXLbbdYg 156

241 yeightenedLstressLresponseLinLprimaryLfibroblastsLexpressingLmutantLezwcsLgenesLfromL
trty_VWçLleukodystrophyLpatientsZL2005XLbbiXLjjYbag 69

240 rLproteomeLanalysisLofLtheLyeastLresponseLtoLtheLherbicideLcXeYdichlorophenoxyaceticLacidZL2005XLfXLbiijYjab 41
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239 α™RLandLxtNcLkinasesLandLguanineLnucleotideLexchangeLfactorLeukaryoticLtranslationLinitiationL
factorLcsLTezwcsULrecognizeLoverlappingLsurfacesLonLezwcalphaZL2005XLcfXLdagdYhf 56

238 xlobalLroleLofLtheLproteinLkinaseLxcncLinLtheLhumanLpathogenLtandidaLalbicansZLEukaryoticgCellXL
2005XLeXLbgihYjg 51

237 rminoLacidsLmediateLmTΔR_raptorLsignalingLthroughLactivationLofLclassLdLphosphatidylinositolL
dΔyYkinaseZL2005XLbacXLbecdiYed 622

236 StressYactivatedLproteinLkinaseLpathwayLfunctionsLtoLsupportLproteinLsynthesisLandLtranslationalL
adaptationLinLresponseLtoLenvironmentalLstressLinLfissionLyeastZLEukaryoticgCellXL2005XLeXLbhifYjd 48

235 uNrYbindingLspecificityLofLtheLzuzYeLbasicLleucineLzipperLfactorLofLαodosporaLanserinaLdefinedLbyL
systematicLevolutionLofLligandsLbyLexponentialLenrichmentLTSv vXUZLEukaryoticgCellXL2005XLeXLehgYid 15

234 çolecularLmechanismLofLtemperatureLsensingLbyLtheLcircadianLclockLofLNeurosporaLcrassaZL2005XL
bjXLbjgiYhd 89

233 yaveLtRNrXLwillLtravelZL2005XLbacXLbbbchYi 16

232 RetrogradeLresponseLtoLmitochondrialLdysfunctionLisLseparableLfromLTΔRb_cLregulationLofL
retrogradeLgeneLexpressionZLJournalgofgBiologicalgChemistryXL2005XLciaXLecfciYdf 5.4 68

231 uepletionLofLSaccharomycesLcerevisiaeLtRNrTyisULguanylyltransferaseLThgbpLleadsLtoLunchargedL
tRNryisLwithLadditionalLmTfUtZL2005XLcfXLibjbYcab 78

230 çodulationLofLyeastLgenomeLexpressionLinLresponseLtoLdefectiveLRNrLpolymeraseLzzzYdependentL
transcriptionZL2005XLcfXLigdbYec 28

229 SevereLadenineLstarvationLactivatesLTybLtranscriptionLandLretrotranspositionLinLSaccharomycesL
cerevisiaeZL2005XLcfXLhefjYhc 40

228 vvolutionLofLdYdeoxyYuYarabinoYheptulosonateYhYphosphateLsynthaseYencodingLgenesLinLtheLyeastL
SaccharomycesLcerevisiaeZL2005XLbacXLjhieYj 35

227 StarvationYinducedLcleavageLofLtheLtRNrLanticodonLloopLinLTetrahymenaLthermophilaZLJournalgofg
BiologicalgChemistryXL2005XLciaXLecheeYj 5.4 163

226 znhibitionLofLtranslationLinitiationLbyLvolatileLanestheticsLinvolvesLnutrientYsensitiveL
xtNYindependentLandLYdependentLprocessesLinLyeastZL2005XLbgXLdhchYdj 28

225 xtNcLwhetsLtheLappetiteLforLaminoLacidsZL2005XLbiXLbebYc 44

224 sioactiveLsmallLmoleculesLrevealLantagonismLbetweenLtheLintegratedLstressLresponseLandL
sterolYregulatedLgeneLexpressionZL2005XLcXLdgbYhb 62

223 TheLyeastLezwevYassociatedLproteinLvapbpLattenuatesLxtNeLtranslationLuponLTΔRYinactivationZL
FEBSgLettersXL2005XLfhjXLceddYi 3.8 19

222 NitrogenLmetabolismLofLrspergillusLandLitsLroleLinLpathogenicityZL2005XLedLSupplLbXLSdbYea 58

(2005-2005)
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221 uesignLprinciplesLofLmolecularLnetworksLrevealedLbyLglobalLcomparisonsLandLcompositeLmotifsZL
2006XLhXLRff 19

220 wungalLxenomicsZL2006XL 5

219 thildhoodLataxiaLwithLtNSLhypomyelination_vanishingLwhiteLmatterLdiseaseYYaLcommonL
leukodystrophyLcausedLbyLabnormalLcontrolLofLproteinLsynthesisZL2006XLiiXLhYbf 57

218 NutritionalLhomeostasisLandLindispensableLaminoLacidLsensingkLaLnewLsolutionLtoLanLoldLpuzzleZL
2006XLcjXLjbYj 50

217 uhrRΔeXLanLaminoLacidLbiosyntheticLgeneXLisLstimulatedLbyLhighLsalinityLinLuebaryomycesLhanseniiZL
YeastXL2006XLcdXLhcfYde 3.4 6

216 uirectLribosomalLbindingLbyLaLcellularLinhibitorLofLtranslationZL2006XLbdXLbadYbb 34

215 toordinateLregulationLofLmultipleLandLdistinctLbiosyntheticLpathwaysLbyLTΔRLandLα™rLkinasesLinLSZL
cerevisiaeZLCurrentgGeneticsXL2006XLejXLcibYjd 2.9 40

214 tommonLfeaturesLandLinterestingLdifferencesLinLtranscriptionalLresponsesLtoLsecretionLstressLinLtheL
fungiLTrichodermaLreeseiLandLSaccharomycesLcerevisiaeZL2006XLhXLdc 75

213 dafYbgLprotectsLtheLnematodeLtaenorhabditisLelegansLduringLfoodLdeprivationZL2006XLgbXLeeeYga 119

212 vukaryoticLinitiationLfactorLcsLandLitsLroleLinLalterationsLinLmRNrLtranslationLthatLoccurLunderLaL
numberLofLpathophysiologicalLandLphysiologicalLconditionsZL2006XLibXLchbYjg 14

211 SodiumYinducedLxtNeLexpressionLcontrolsLtheLaccumulationLofLtheLfSLtoLdSLRNrLdegradationL
inhibitorXLdSYphosphoadenosineLfSYphosphateZLJournalgofgBiologicalgChemistryXL2006XLcibXLdchgYic 5.4 15

210
çultipleLendoplasmicLreticulumYtoYnucleusLsignalingLpathwaysLcoordinateLphospholipidL
metabolismLwithLgeneLexpressionLbyLdistinctLmechanismsZLJournalgofgBiologicalgChemistryXL2006XL
cibXLceahaYid

5.4 47

209 rctivationLofLSaccharomycesLcerevisiaeLyzSdLresultsLinLxcnepYdependentXLSWz_SNwYdependentL
mobilizationLofLnucleosomesLoverLtheLentireLgeneZL2006XLcgXLigahYcc 48

208 αairLofLunusualLxtNfLhistoneLacetyltransferasesLandLrurcLhomologuesLinLtheLprotozoanLparasiteL
ToxoplasmaLgondiiZLEukaryoticgCellXL2006XLfXLgcYhg 46

207 yeterologousLexpressionLofLmembraneLandLsolubleLproteinsLderepressesLxtNeLmRNrLtranslationL
inLtheLyeastLSaccharomycesLcerevisiaeZLEukaryoticgCellXL2006XLfXLceiYgb 12

206 tomparativeLgenomicsLofLtranscriptionalLregulationLinLyeastsLandLitsLapplicationLtoLidentificationLofL
aLcandidateLalphaYisopropylmalateLtransporterZL2006XLeXLjibYji 7

205 TranscriptionalLprofilingLofLcrossLpathwayLcontrolLinLNeurosporaLcrassaLandLcomparativeLanalysisLofL
theLxcneLandLtαtbLregulonsZLEukaryoticgCellXL2007XLgXLbabiYcj 65

204
zdentificationLofLtheLcadmiumYinducibleLyansenulaLpolymorphaLSvΔbLgeneLpromoterLbyL
transcriptomeLanalysisLandLitsLapplicationLtoLwholeYcellLheavyYmetalLdetectionLsystemsZLAppliedgandg
EnvironmentalgMicrobiologyXL2007XLhdXLfjjaYgaaa

4.8 45
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203 vndospermZL2007XL 4

202 StwtdceYmediatedLdegradationLofLtheLyacbpLtranscriptionLfactorLregulatesLtheLunfoldedLproteinL
responseLinLSaccharomycesLcerevisiaeZL2007XLbiXLecgYea 25

201 TheLSaccharomycesLhomologLofLmammalianLRrt™bXLtpcc_rscbpXLisLrequiredLforLw ΔbbYdependentL
adhesiveLgrowthLandLdimorphismZL2007XLgXLbjgiYhj 47

200 xeneticsLandLtheLçechanismsLofLrctionLofLznhaledLrnestheticsZL2007XLfXLbcfYbeb 4

199 zmpairedLtRNrLnuclearLexportLlinksLuNrLdamageLandLcellYcycleLcheckpointZL2007XLbdbXLjbfYcg 77

198 xalbbpLdosageYcompensatesLtranscriptionalLactivatorLdeletionsLviaLTafbepZL2007XLdheXLjYcd 20

197 çetabolicLmechanismsLofLcancerYinducedLinhibitionLofLimmuneLresponsesZL2007XLbhXLdajYbg 30

196 TheLStructureLandLvxpressionLofLterealLStorageLαroteinLxenesZL2007XLbjfYcbi 9

195 rminoLrcidYSensingLçechanismskLsiochemistryLandLsehaviorZL2007XLcejYcgj 2

194 çechanismsLofLfoodLintakeLrepressionLinLindispensableLaminoLacidLdeficiencyZL2007XLchXLgdYhi 102

193 sradyzoiteLuevelopmentZL2007XLdebYdgg 20

192 xeneticLbasisLofLproteomeLvariationLinLyeastZL2007XLdjXLbdgjYhf 722

191 SignalLintegrationLinLtheLendoplasmicLreticulumLunfoldedLproteinLresponseZL2007XLiXLfbjYcj 4695

190 uifferentialLwloipYdependentLregulationLofLw ΔbLandLw ΔbbLforLcellYcellLandLcellYsubstrateL
adherenceLofLSZLcerevisiaeLSciicZL2007XLggXLbchgYij 60

189 znferenceLofLtranscriptionLmodificationLinLlongYliveLyeastLstrainsLfromLtheirLexpressionLprofilesZL
2007XLiXLcbj 29

188 tytoplasmaticLpostYtranscriptionalLregulationLandLintracellularLsignallingZL2007XLchhXLdebYff 14

187 çachineLlearningLforLregulatoryLanalysisLandLtranscriptionLfactorLtargetLpredictionLinLyeastZL2007XLbXLcfYeg 16

186 TheLrspergillusLnidulansLstressLresponseLtranscriptionLfactorLStzrLisLascomyceteYspecificLandLshowsL
speciesYspecificLpolymorphismsLinLtheLtYterminalLregionZL2008XLbbcXLbedfYeg 23

(2008-2007)
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185 yowLSaccharomycesLrespondsLtoLnutrientsZL2008XLecXLchYib 407

184 TranslationalLtontrolLçechanismsLinLSynapticLαlasticityLandLçemoryZL2008XLghfYgje 1

183 rLproteomicLviewLofLtandidaLalbicansLyeastLcellLmetabolismLinLexponentialLandLstationaryLgrowthL
phasesZL2008XLcjiXLcjbYdbi 53

182 RoleLofLxcneLforLadaptationLtoLmethylglyoxalLinLSaccharomycesLcerevisiaekLmethylglyoxalL
attenuatesLproteinLsynthesisLthroughLphosphorylationLofLezwcalphaZL2008XLdhgXLhdiYec 10

181 rminoLacidLandLcodonLusageLprofileskLadaptiveLchangesLinLtheLfrequencyLofLaminoLacidsLandLcodonsZL
GeneXL2008XLeahXLdaYeb 3.8 38

180 uephosphorylationLofLtranslationLinitiationLfactorLcalphaLenhancesLglucoseLtoleranceLandL
attenuatesLhepatosteatosisLinLmiceZL2008XLhXLfcaYdc 329

179 αharmacologicalLinterferenceLwithLproteinYproteinLinteractionsLmediatedLbyLcoiledYcoilLmotifsZL
2008XLegbYic 39

178 TranslationalLcontrolLofLgeneLexpressionLfromLtranscriptsLtoLtranscriptomesZL2008XLchbXLbjjYcfb 40

177
uespiteLincreasedLrTweLbindingLatLtheLt_vsαYrTwLcompositeLsiteLfollowingLactivationLofLtheL
unfoldedLproteinLresponseXLsystemLrLtransporterLcLTSNrTcULtranscriptionLactivityLisLrepressedLinL
yepxcLcellsZLJournalgofgBiologicalgChemistryXL2008XLcidXLchhdgYchheh

5.4 28

176 wissionLyeastLmitogenYactivatedLproteinLkinaseLStybLinteractsLwithLtranslationLfactorsZLEukaryoticg
CellXL2008XLhXLdciYdi 21

175 αhosphorylationLofLezwcLdirectsLrTwfLtranslationalLcontrolLinLresponseLtoLdiverseLstressLconditionsZL
JournalgofgBiologicalgChemistryXL2008XLcidXLhageYhd 5.4 190

174 uynamicsLandLdesignLprinciplesLofLaLbasicLregulatoryLarchitectureLcontrollingLmetabolicLpathwaysZL
2008XLgXLebeg 39

173 rLchemicalLgenomicsLstudyLidentifiesLSnfbLasLaLrepressorLofLxtNeLtranslationZLJournalgofgBiologicalg
ChemistryXL2008XLcidXLdfiijYji 5.4 41

172
t_vsαLhomologyLproteinLTtyΔαULinteractsLwithLactivatingLtranscriptionLfactorLeLTrTweULandL
negativelyLregulatesLtheLstressYdependentLinductionLofLtheLasparagineLsynthetaseLgeneZLJournalgofg
BiologicalgChemistryXL2008XLcidXLdfbagYbh

5.4 118

171 uisruptingLvesicularLtraffickingLatLtheLendosomeLattenuatesLtranscriptionalLactivationLbyLxcneZL
2008XLciXLghjgYibi 19

170 UnderstandingLmechanismsLandLtheLroleLofLdifferentiationLinLpathogenesisLofLToxoplasmaLgondiikLaL
reviewZL2009XLbaeXLbffYgb 32

169 yumanLproteinLphosphataseLααgLregulatoryLsubunitsLprovideLSiteYdependentLandL
rapamycinYsensitiveLsapLfunctionLinLSaccharomycesLcerevisiaeZLPLoSgONEXL2009XLeXLegddb 3.7 17

168 xenomeYwideLanalysisLofLtRNrLchargingLandLactivationLofLtheLezwcLkinaseLxcncpZLJournalgofg
BiologicalgChemistryXL2009XLcieXLcfcfeYgh 5.4 93
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167 uepletionLofLtheLcullinLtdcfdpLinducesLmorphogeneticLchangesLinLtandidaLalbicansZLEukaryoticgCellXL
2009XLiXLhfgYgh 18

166 TheLnewLyeastLisLaLmouseZL2009XLhXLebaaabag 3

165 uiscoveryLofLproteinYuNrLinteractionsLbyLpenalizedLmultivariateLregressionZLNucleicgAcidsgResearchXL
2009XLdhXLfcegYfe 20.1 9

164 TranscriptomicLresponseLofLtheLmycoparasiticLfungusLTrichodermaLatrovirideLtoLtheLpresenceLofLaL
fungalLpreyZL2009XLbaXLfgh 118

163 tRNrsLasLregulatorsLinLgeneLexpressionZL2009XLfcXLcefYfc 20

162 YeastLproteinLexpressionLprofileLduringLaceticLacidYinducedLapoptosisLindicatesLcausalLinvolvementL
ofLtheLTΔRLpathwayZL2009XLjXLhcaYdc 71

161 rTweYdependentLtranscriptionLmediatesLsignalingLofLaminoLacidLlimitationZL2009XLcaXLedgYed 377

160 TranslationalLcontrolLofLlongYlastingLsynapticLplasticityLandLmemoryZL2009XLgbXLbaYcg 684

159 TranslationalLregulationLmechanismsLofLrαYbLproteinsZL2009XLgicXLhYbc 161

158 znteractionLofLgeneticLandLenvironmentalLfactorsLinLSaccharomycesLcerevisiaeLmeiosiskLtheLdevilLisLinL
theLdetailsZL2009XLffhXLdYca 16

157 vvolutionaryLrolesLofLupstreamLopenLreadingLframesLinLmediatingLgeneLregulationLinLfungiZL2009XL
gdXLdifYeaj 87

156 αeroxisomeLdeficiencyLcausesLaLcomplexLphenotypeLbecauseLofLhepaticLSRvsα_znsigLdysregulationL
associatedLwithLendoplasmicLreticulumLstressZLJournalgofgBiologicalgChemistryXL2009XLcieXLhcdcYef 5.4 47

155 TranslationalLregulatoryLmechanismsLinLsynapticLplasticityLandLmemoryLstorageZL2009XLjaXLcjdYdbb 33

154 uifferentialLYeastLxeneLTranscriptionLduringLsreweryLαropagationZL2010XLgiXLcbYcj 5

153 RetrotransposonLexpressionLinLethanolYstressedLSaccharomycesLcerevisiaeZL2010XLihXLbeehYfe 14

152 αhosphorylationLofLezwcLalphaLinLSfjLcellskLaLstressXLsurvivalLandLsuicidalLsignalZL2010XLbfXLghjYjc 18

151 rutophagyLinLcellularLgrowthLcontrolZLFEBSgLettersXL2010XLfieXLbebhYcg 3.8 124

150 βuantitativeLproteomicLanalysisLofLribosomalLproteinL dfbLmutantLofLSaccharomycesLcerevisiaeZL
2010XLbiaeXLghgYid 2

(2010-2009)
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149 tontrolLofLimmuneLresponseLbyLaminoLacidLmetabolismZL2010XLcdgXLcedYge 196

148 NetworkYbasedLgenomicLdiscoverykLapplicationLandLcomparisonLofLçarkovLrandomLfieldLmodelsZL
2010XLfjXLbafYbcf 15

147 αhosphoproteomicLanalysisLrevealsLinterconnectedLsystemYwideLresponsesLtoLperturbationsLofL
kinasesLandLphosphatasesLinLyeastZLSciencegSignalingXL2010XLdXLrse 8.8 229

146 αostYtranscriptionalLregulationLinLtheLmyob˛�LmutantLofLSaccharomycesLcerevisiaeZL2010XLbbXLgja 4

145 vxpressionLprofilingLafterLactivationLofLaminoLacidLdeprivationLresponseLinLyepxcLhumanLhepatomaL
cellsZL2010XLebXLdbfYch 43

144 soronLstressLactivatesLtheLgeneralLaminoLacidLcontrolLmechanismLandLinhibitsLproteinLsynthesisZL
PLoSgONEXL2011XLgXLechhhc 3.7 35

143 xcnepYmediatedLtranscriptionalLrepressionLofLribosomalLproteinLgenesLunderLaminoYacidL
starvationZLEMBOgJournalXL2011XLdaXLifjYhc 13 36

142 uifferentialLchromatinLproteomicsLofLtheLççSYinducedLuNrLdamageLresponseLinLyeastZL2011XLjXLgc 13

141 TranslationalLcontrolLofLcyclinsZL2011XLgXLf 28

140 çafbLproteinXLrepressorLofLRNrLpolymeraseLzzzXLindirectlyLaffectsLtRNrLprocessingZLJournalgofg
BiologicalgChemistryXL2011XLcigXLdjehiYii 5.4 38

139 VirusYinducedLvRLstressLandLtheLunfoldedLproteinLresponseZL2012XLdXLcjd 101

138 αlasmodiumLfalciparumLrespondsLtoLaminoLacidLstarvationLbyLenteringLintoLaLhibernatoryLstateZL
2012XLbajXLvdchiYih 110

137 rLnovelLroleLforLproteinLkinaseLxcncLinLyeastLtoleranceLtoLintracellularLacidLstressZLBiochemicalg
JournalXL2012XLeebXLcffYge 3.8 31

136 TranscriptionalLrepressionLofLrTweLgeneLbyLttrrT_enhancerYbindingLproteinL˛†LTt_vsα˛†UL
differentiallyLregulatesLintegratedLstressLresponseZLJournalgofgBiologicalgChemistryXL2012XLcihXLcbjdgYej 5.4 27

135 çediatorLphosphorylationLpreventsLstressLresponseLtranscriptionLduringLnonYstressLconditionsZL
JournalgofgBiologicalgChemistryXL2012XLcihXLeeabhYcg 5.4 26

134 urivingLtheLcellLcycleLthroughLmetabolismZL2012XLciXLfjYih 94

133  ysophosphatidicLacidLdifferentiallyLregulatesLaxonalLmRNrLtranslationLthroughLfSUTRLelementsZL
2012XLfaXLbdgYeg 25

132 çetabolicLremodelingLinLironYdeficientLfungiZL2012XLbicdXLbfajYca 76
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131 çolecularLSignalingLtascadesLandLxeneLRegulationZL2012XLchdYcjj

130 TheLbrainSsLresponseLtoLanLessentialLaminoLacidYdeficientLdietLandLtheLcircuitousLrouteLtoLaLbetterL
mealZL2012XLegXLddcYei 27

129 RegulationLofLaminoLacidXLnucleotideXLandLphosphateLmetabolismLinLSaccharomycesLcerevisiaeZL
GeneticsXL2012XLbjaXLiifYjcj 4 296

128 zdentificationLofLgenesLrelatedLtoLnitrogenLuptakeLinLwineLstrainsLofLSaccharomycesLcerevisiaeZL
WorldgJournalgofgMicrobiologygandgBiotechnologyXL2012XLciXLbbahYbd 4.4 12

127 TheLxtNcLhomologueLinLrrabidopsisLthalianaLinteractsLwithLunchargedLtRNrLandLusesLrrabidopsisL
ezwc˛–LmoleculesLasLdirectLsubstratesZL2013XLbfXLbdYi 36

126 uiscoveringLRNrYproteinLinteractomeLbyLusingLchemicalLcontextLprofilingLofLtheLRNrYproteinL
interfaceZL2013XLdXLbhadYbd 22

125
wiveLconditionsLcommonlyLusedLtoLdownYregulateLtorLcomplexLbLgenerateLdifferentLphysiologicalL
situationsLexhibitingLdistinctLrequirementsLandLoutcomesZLJournalgofgBiologicalgChemistryXL2013XL
ciiXLchcedYchcgc

5.4 24

124 znfluenceLofLnitrogenLsupplyLonLtheLproductionLofLhigherLalcohols_estersLandLexpressionLofL
flavourYrelatedLgenesLinLcachaˆ§aLfermentationZL2013XLbdiXLhabYi 30

123 TranslationalLcontrolLbyLezwc˛–LkinasesLinLlongYlastingLsynapticLplasticityLandLlongYtermLmemoryZL
2013XLbafXLjdYj 62

122 TheLezwc˛–LkinaseskLtheirLstructuresLandLfunctionsZL2013XLhaXLdejdYfbb 487

121 TheLtpcbLregulatorLofLtheLcrossYpathwayLcontrolLofLaminoLacidLbiosynthesisLisLrequiredLforL
pathogenicityLofLtheLvascularLpathogenLVerticilliumLlongisporumZL2013XLcgXLbdbcYce 32

120 TanshinonesLextendLchronologicalLlifespanLinLbuddingLyeastLSaccharomycesLcerevisiaeZL2014XLjiXLigbhYci 16

119 TheLTrwjLtYterminalLconservedLregionLdomainLisLrequiredLforLSrxrLandLTwzzuLpromoterLoccupancyL
toLpromoteLtranscriptionalLactivationZL2014XLdeXLbfehYgd 16

118 uiscriminationLbetweenLthermodynamicLmodelsLofLcisYregulationLusingLtranscriptionLfactorL
occupancyLdataZLNucleicgAcidsgResearchXL2014XLecXLccceYde 20.1 8

117 vvolutionLandLgeneticLarchitectureLofLchromatinLaccessibilityLandLfunctionLinLyeastZLPLoSgGeneticsXL
2014XLbaXLebaaeech 6 13

116 çetabolismLinLfungalLpathogenesisZL2014XLeXLaabjgjf 65

115 sradyzoiteLuevelopmentZL2014XLfcbYfej 9

114 yeavyLtranscriptionLofLyeastLgenesLcorrelatesLwithLdifferentialLlossLofLhistoneLycsLrelativeLtoLyeL
andLqueuedLRNrLpolymerasesZLNucleicgAcidsgResearchXL2014XLecXLbcfbcYcc 20.1 39
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113 wungalLxenomicsZL2014XL 0

112
xcnepLandLtheLtrabtreeLeffectLofLyeastkLdrawingLtheLcausalLmodelLofLtheLtrabtreeLeffectLinL
SaccharomycesLcerevisiaeLandLexplainingLevolutionaryLtradeYoffsLofLadaptationLtoLgalactoseL
throughLsystemsLbiologyZLFEMSgYeastgResearchXL2014XLbeXLgfeYgc

3.1 11

111 xlucoseYLandLnitrogenLsensingLandLregulatoryLmechanismsLinLSaccharomycesLcerevisiaeZLFEMSgYeastg
ResearchXL2014XLbeXLgidYjg 3.1 59

110 TheLztYbLgeneLfromLSaccharomycesLcerevisiaeLaffectsLnitrogenLconsumptionLduringLalcoholicL
fermentationZL2014XLbhXLbfaYbff 4

109 zRvSYdependentLtranslatedLgenesLinLfungikLcomputationalLpredictionXLphylogeneticLconservationL
andLfunctionalLassociationZL2015XLbgXLbafj 6

108 rgingLinLtheLSingleYtelledLvukaryoteXLSZLcerevisiaeZL2015XLbjYej

107 WhatLçakesLaLTranscriptionalLçasterLRegulatorpLrLSystemsLsiologyLrpproachZL2015XLbgbYbhe 2

106  essLisLmorekLNutrientLlimitationLinducesLcrossYtalkLofLnutrientLsensingLpathwaysLwithLNruL
homeostasisLandLcontributesLtoLlongevityZL2015XLbaXLdddYdfh 9

105 TranscriptionalLmasterLregulatorLanalysisLinLbreastLcancerLgeneticLnetworksZL2015XLfjLαtLsXLghYhh 39

104 rminoLrcidLStarvationLvnhancesLαrogrammedLRibosomalLwrameshiftLinLçetavirusLTydLofL
SaccharomycesLcerevisiaeZL2016XLcabgXLbYg

103 TransferLRNrZL2016XLdajYdea 1

102 thromatinLrssociationLofLxcneLzsL imitedLbyLαostYtranslationalLçodificationsLTriggeredLbyLitsL
uNrYsindingLinLSaccharomycesLcerevisiaeZLGeneticsXL2016XLcaeXLbeddYbeef 4 14

101 rsymmetryLinLinwardYLandLoutwardYaffinityLconstantLofLtransportLexplainLunidirectionalLlysineLfluxL
inLSaccharomycesLcerevisiaeZLScientificgReportsXL2016XLgXLdbeed 4.9 15

100 TheLintegratedLstressLresponseZL2016XLbhXLbdheYbdjf 922

99 UpstreamLΔpenLReadingLwramesLuifferentiallyLRegulateLxeneYspecificLTranslationLinLtheLzntegratedL
StressLResponseZLJournalgofgBiologicalgChemistryXL2016XLcjbXLbgjchYdf 5.4 185

98 TheLtranscriptionLfactorLxtNeLregulatesLαyçiLandLaltersLtriacylglycerolLmetabolismLinL
SaccharomycesLcerevisiaeZLCurrentgGeneticsXL2016XLgcXLiebYifb 2.9 4

97 ΔnLtheLuependencyLofLtellularLαroteinL evelsLonLmRNrLrbundanceZL2016XLbgfXLfdfYfa 1235

96 YeastLfactoriesLforLtheLproductionLofLaromaticLcompoundskLfromLbuildingLblocksLtoLplantLsecondaryL
metabolitesZL2016XLedXLbgbbYbgce 53
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95 αhenotypicLαrofilingLRevealsLthatLtandidaLalbicansLΔpaqueLtellsLRepresentLaLçetabolicallyL
SpecializedLtellLStateLtomparedLtoLuefaultLWhiteLtellsZLMBioXL2016XLhXL 7.8 28

94 ReconfigurationLofLTranscriptionalLtontrolLofL ysineLsiosynthesisLinLtandida´ albicansLznvolvesLaL
tentralLRoleLforLtheLxcneLTranscriptionalLrctivatorZL2016XLbXL 5

93 tontrolLofLtandidaLalbicansLmorphologyLandLpathogenicityLbyLpostYtranscriptionalLmechanismsZL
2016XLhdXLecgfYechi 23

92 xeneYLandLgenomeYbasedLanalysisLofLsignificantLcodonLpatternsLinLyeastXLratLandLmiceLgenomesL
withLtheLtUTLtodonLUTilizationLtoolZLMethodsXL2016XLbahXLjiYbaj 4.6 12

91 rLαlasmaLçembraneLrssociationLçoduleLinLYeastLrminoLrcidLTransportersZLJournalgofgBiologicalg
ChemistryXL2016XLcjbXLbgaceYdh 5.4 11

90 NutrientLsensingLandLTΔRLsignalingLinLyeastLandLmammalsZLEMBOgJournalXL2017XLdgXLdjhYeai 13 367

89 StressingLvscherichiaLcoliLtoLeducateLstudentsLaboutLresearchkLrLtURvLtoLinvestigateLmultipleLlevelsL
ofLgeneLregulationZLBiochemistrygandgMoleculargBiologygEducationXL2017XLefXLeejYefi 1.3 4

88
çultilevelLengineeringLofLtheLupstreamLmoduleLofLaromaticLaminoLacidLbiosynthesisLinL
SaccharomycesLcerevisiaeLforLhighLproductionLofLpolymerLandLdrugLprecursorsZLMetabolicg
EngineeringXL2017XLecXLbdeYbee

9.7 51

87 RibosomeLsiogenesisLçodulatesLTybLtopyLNumberLtontrolLinZLGeneticsXL2017XLcahXLbeebYbefg 4 6

86 SequencecVeckLaLnovelLembeddingLapproachLforLmodelingLtranscriptionLfactorLbindingLaffinityL
landscapeZLBioinformaticsXL2017XLddXLdfhfYdfid 7.2 29

85 TranslationLznitiationLfromLtonservedLNonYrUxLtodonsLαrovidesLrdditionalL ayersLofLRegulationL
andLtodingLtapacityZLMBioXL2017XLiXL 7.8 13

84 çultiproteinYbridgingLfactorLbLregulatesLvegetativeLgrowthXLosmoticLstressXLandLvirulenceLinL
çagnaportheLoryzaeZLCurrentgGeneticsXL2017XLgdXLcjdYdaj 2.9 12

83 TranslationalLtontrolLçechanismsLinLSynapticLαlasticityLandLçemoryLpZL2017XLdbbYdci

82 znvolvementLofLtheLTranscriptionalLtoactivatorLThçswbLinLtheLsiocontrolLrctivityLofZLFrontiersging
MicrobiologyXL2017XLiXLcchd 5.7 11

81 ™spbYdependentLphosphorylationLofLezwexLmodulatesLpostYtranscriptionalLregulationLofLspecificL
mRNrsLunderLglucoseLdeprivationLconditionsZLNucleicgAcidsgResearchXL2018XLegXLdaehYdaga 20.1 8

80 çutationalLanalysisLofLTrwgLrevealedLtheLessentialLrequirementLofLtheLhistoneYfoldLdomainLandLtheL
yvrTLrepeatLdomainLforLtranscriptionalLactivationZLFEBSgJournalXL2018XLcifXLbejbYbfba 5.7 2

79 TheLxcncYezwc˛–LpathwayLconnectsLironLandLaminoLacidLhomeostasisLinZLBiochemicalgJournalXL2018XL
ehfXLbfcdYbfde 3.8 4

78 RegulationLofLSensingXLTransportationXLandLtatabolismLofLNitrogenLSourcesLinLSaccharomycesL
cerevisiaeZLMicrobiologygandgMoleculargBiologygReviewsXL2018XLicXL 13.2 49
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77 RoleLofLtheLunfoldedLproteinLresponseLinLdeterminingLtheLfateLofLtumorLcellsLandLtheLpromiseLofL
multiYtargetedLtherapiesZLCellgStressgandgChaperonesXL2018XLcdXLdbhYdde 4 15

76 tRNrLdynamicsLbetweenLtheLnucleusXLcytoplasmLandLmitochondrialLsurfacekL ocationXLlocationXL
locationZLBiochimicagEtgBiophysicagActagvgGenegRegulatorygMechanismsXL2018XLbigbXLdhdYdig 6 46

75 TyRbLmediatesLxtNeLandLtuteLtoLlinkLmorphogenesisLwithLnutrientLsensingLandLtheLstressL
responseLinLtandida´ albicansZLInternationalgJournalgofgMoleculargMedicineXL2018XLecXLdbjdYdcai 4.4 6

74 TΔRtbYsignallingLisLdownYregulatedLinLSaccharomycesLcerevisiaeLhspda˛�LcellsLbyLSNwbYdependentL
mechanismsZLYeastXL2018XLdfXLgfdYggh 3.4 2

73 αhysiologicalLandLçolecularLçechanismsLofLçethionineLRestrictionZLFrontiersgingEndocrinologyXL2018
XLjXLcbh 5.7 12

72
rdaptiveLvvolutionLRelievesLNitrogenLtataboliteLRepressionLandLuecreasesLUreaLrccumulationLinL
tulturesLofLtheLthineseLRiceLWineLYeastLStrainLSaccharomycesLcerevisiaeLXZYbbZLJournalgofg
AgriculturalgandgFoodgChemistryXL2018XLggXLjagbYjagj

5.7 20

71 TheLregulationLofLtheLsulfurLaminoLacidLbiosyntheticLpathwayLinLtryptococcusLneoformanskLtheL
relationshipLofLtysdXLtalcineurinXLandLxppcLphosphatasesZLScientificgReportsXL2019XLjXLbbjcd 4.9 11

70 RegulationLandLmetabolicLengineeringLstrategiesLforLpermeasesLofLSaccharomycesLcerevisiaeZL
WorldgJournalgofgMicrobiologygandgBiotechnologyXL2019XLdfXLbbc 4.4 2

69 RegulationLofLrminoLrcidLTransportLinLSaccharomycesLcerevisiaeZLMicrobiologygandgMolecularg
BiologygReviewsXL2019XLidXL 13.2 24

68 rccessibilityLofLpromoterLuNrLisLnotLtheLprimaryLdeterminantLofLchromatinYmediatedLgeneL
regulationZLGenomegResearchXL2019XLcjXLbjifYbjjf 9.7 21

67 vngineeringLtheLYeastLforLtheLαroductionLofL YTWUYvrgothioneineZLFrontiersgingBioengineeringgandg
BiotechnologyXL2019XLhXLcgc 5.8 14

66 StructuralLbasisLforLtheLinhibitionLofLtranslationLthroughLezwc˛–LphosphorylationZLNatureg
CommunicationsXL2019XLbaXLcgea 17.4 28

65 uietLmodulatesLtheLrelationshipLbetweenLimmuneLgeneLexpressionLandLfunctionalLimmuneL
responsesZLInsectgBiochemistrygandgMoleculargBiologyXL2019XLbajXLbciYbeb 4.5 26

64 çetabolicLregulatoryLmechanismsLandLphysiologicalLrolesLofLfunctionalLaminoLacidsLandLtheirL
applicationsLinLyeastZLBioscienceugBiotechnologygandgBiochemistryXL2019XLidXLbeejYbegc 2.1 17

63 uesumoylationLofLRNrLpolymeraseLzzzLliesLatLtheLcoreLofLtheLSumoLstressLresponseLinLyeastZLJournalg
ofgBiologicalgChemistryXL2019XLcjeXLbihieYbihjf 5.4 9

62 touplingLefficiencyLofLsecondaryLactiveLtransportersZLCurrentgOpiniongingBiotechnologyXL2019XLfiXLgcYhb 11.4 24

61 αrotectiveLmechanismsLandLresponsesLofLmicroYfungiLtowardsLultravioletYinducedLcellularLdamageZL
PolargScienceXL2019XLcaXLbjYde 2.3 15

60 çechanismLandLroleLofLtheLintraYaxonalLtalreticulinLtranslationLinLresponseLtoLaxonalLinjuryZL
ExperimentalgNeurologyXL2020XLdcdXLbbdahc 5.7 9
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59 ΔverexpressionLofLtheLtranscriptionLfactorLyrtbLimprovesLnerolidolLproductionLinLengineeredL
yeastZLEnzymegandgMicrobialgTechnologyXL2020XLbdeXLbajeif 3.8 7

58 znfluenceLofLtetraconazoleLonLtheLproteomeLprofileLofLSaccharomycesLcerevisiaeL alvinLThdâ�¢LstrainZL
JournalgofgProteomicsXL2020XLcchXLbadjbf 3.9 1

57 TranscriptionLfactorsLandLrstLtransporterskLfromLpleiotropicLdrugLresistanceLtoLcellularLsignalingLinL
yeastZLFEBSgLettersXL2020XLfjeXLdjedYdjge 3.8 8

56 NonoptimalLtodonLUsageLzsLtriticalLforLαroteinLStructureLandLwunctionLofLtheLçasterLxeneralL
rminoLrcidLtontrolLRegulatorLtαtYbZLMBioXL2020XLbbXL 7.8 5

55 yypomodifiedLtRNrLinLevolutionarilyLdistantLyeastsLcanLtriggerLrapidLtRNrLdecayLtoLactivateLtheL
generalLaminoLacidLcontrolLresponseXLbutLwithLdifferentLconsequencesZLPLoSgGeneticsXL2020XLbgXLebaaiijd6 3

54 ShortYtermLcoldLstressLandLheatLshockLproteinsLinLtheLcrustaceanLrrtemiaLfranciscanaZLCellgStressg
andgChaperonesXL2020XLcfXLbaidYbajh 4 3

53 TheLTargetLofLRapamycinLSignallingLαathwayLinLrgeingLandL ifespanLRegulationZLGenesXL2020XLbbXL 4.2 22

52 rLproteinLkinaseLrYregulatedLnetworkLencodesLshortYLandLlongYlivedLcellularLmemoriesZLScienceg
SignalingXL2020XLbdXL 8.8 7

51 rdaptationLofLcodonLusageLtoLtRNrLzdeLmodificationLcontrolsLtranslationLkineticsLandLproteomeL
landscapeZLPLoSgGeneticsXL2020XLbgXLebaaiidg 6 11

50 βuantitativeLanalysisLofLtranscriptionLfactorLbindingLandLexpressionLusingLcallingLcardsLreporterL
arraysZLNucleicgAcidsgResearchXL2020XLeiXLefa 20.1 2

49 sradyzoiteLandLsexualLstageLdevelopmentZL2020XLiahYifh 1

48 znLsilicoLidentificationLofLkeyLregulatorsLinstigatingLtheLpreYmeioticLphaseLduringLrespirationLinL
SaccharomycesLcerevisiaeZLFEMSgYeastgResearchXL2021XLcbXL 3.1

47 TheLyeastLezwcLkinaseLxcncLfacilitatesLycΔcYmediatedLfeedbackLinhibitionLofLbothLproteinLsynthesisL
andLvRLoxidativeLfoldingLduringLrecombinantLproteinLproductionZL

46 zronLueficiencyLandLRecoveryLinLYeastkLrLβuantitativeLαroteomicsLrpproachZLJournalgofgProteomeg
ResearchXL2021XLcaXLchfbYchgb 5.6 0

45 SelectivityLofLmRNrLdegradationLbyLautophagyLinLyeastZLNaturegCommunicationsXL2021XLbcXLcdbg 17.4 6

44 αvR™LSignalingLtontrolsLçyoblastLuifferentiationLbyLRegulatingLçicroRNrLNetworksZLFrontiersging
CellgandgDevelopmentalgBiologyXL2021XLjXLghaedf 5.7 3

43 TheLleucineYNyeWLuptakeLregulatorLrnybLlimitsLgrowthLasLpartLofLaLgeneralLaminoLacidLcontrolL
responseLtoLlossLofL aLproteinLbyLfissionLyeastZLPLoSgONEXL2021XLbgXLeacfdeje 3.7 0

42
xtNeLRegulatesLSecondaryLçetabolismLthroughLrctivationLofLrntioxidantLxeneLvxpressionLunderL
NitrogenL imitationLtonditionsLinLxanodermaLlucidumZLAppliedgandgEnvironmentalgMicrobiologyXL
2021XLihXLeaabfgcb

4.8 1
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41 αhenotypicLandLgenomicLdifferencesLamongLSZLcerevisiaeLstrainsLinLnitrogenLrequirementsLduringL
wineLfermentationsZLFoodgMicrobiologyXL2021XLjgXLbadgif 6 4

40 ReprogrammingLmRNrLvxpressionLinLResponseLtoLuefectLinLRNrLαolymeraseLzzzLrssemblyLinLtheL
YeastZLInternationalgJournalgofgMoleculargSciencesXL2021XLccXL 6.3 1

39
TheLYeastLezwcL™inaseLxcncLwacilitatesLyΔYçediatedLweedbackLznhibitionLofLsothLαroteinLSynthesisL
andLvndoplasmicLReticulumLΔxidativeLwoldingLduringLRecombinantLαroteinLαroductionZLAppliedgandg
EnvironmentalgMicrobiologyXL2021XLihXLeaadabcb

4.8 4

38
towpeaLNrtLTranscriptionLwactorsLαositivelyLRegulateLtellularLStressLResponseLandLsalanceL
vnergyLçetabolismLinLYeastLReprogrammingLofLsiosyntheticLαathwaysZLACSgSyntheticgBiologyXL2021XL
baXLccigYcdah

5.7 3

37 zntegrationLofLçetabolismLwithLVirulenceLinLtandidaLalbicansZL2006XLbifYcad 2

36 TheLxeneticsLandLsiochemistryLofLçaizeLZeinLStorageLαroteinsZL2009XLhbfYhda 1

35 beLzntegrationLofLçetabolismLwithLVirulenceLinLtandidaLalbicansZL2014XLdejYdha 0

34 çolecularLsiologyLofLwungalLrminoLrcidLsiosynthesisLRegulationZL2004XLcdjYcgj 4

33 xlobalLtranslationalLlandscapeLofLtheLtandidaLalbicansLmorphologicalLtransitionZLG3:gGenesug
GenomesugGeneticsXL2021XLbbXL 3.2 2

32 uNrLaccessibilityLisLnotLtheLprimaryLdeterminantLofLchromatinYmediatedLgeneLregulationZL 2

31 rLxeneticLzncompatibilityLrcceleratesLrdaptationLinLYeastZLPLoSgGeneticsXL2015XLbbXLebaafeah 6 18

30 RNrLαolymeraseLzzzLΔutputLzsLwunctionallyL inkedLtoLtRNrLuimethylYxcgLçodificationZLPLoSg
GeneticsXL2015XLbbXLebaafghb 6 58

29  ackLofLcSYΔYmethylationLinLtheLtRNrLanticodonLloopLofLtwoLphylogeneticallyLdistantLyeastLspeciesL
activatesLtheLgeneralLaminoLacidLcontrolLpathwayZLPLoSgGeneticsXL2018XLbeXLebaahcii 6 34

28 TheLroleLofLmasterLregulatorsLinLgeneLregulatoryLnetworksZLPapersgingPhysicsXL2015XLhXL 1

27 RbsbLproteinXLinvolvedLinLRNrLpolymeraseLzzzLcomplexLassemblyLinLtheLyeastLSaccharomycesL
cerevisiaeXLinducesLaLxcneLresponseLandLformsLaggregatesLwhenLoverproducedZLGeneXL2022XLiajXLbegade3.8

26 αrinciplesLandLαracticeLofLuNrLçicroarrayLTechnologyZLjhiYjje

25 TranslationalLcontrolLthroughLdifferentialLribosomeLpausingLduringLaminoLacidLlimitationLinL
mammalianLcellsZL

24 StructuralLbasisLforLtheLinhibitionLofLtranslationLthroughLezwc˛–LphosphorylationZL
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23 rLαroteinL™inaseLrYRegulatedLNetworkLvncodesLShortYLandL ongY ivedLtellularLçemoryZL

22 vngineeringLtheLyeastSaccharomycesLcerevisiaeforLtheLproductionLofL YTWUYergothioneineZL

21 xenomeYscaleLreconstructionLofLxcne_rTweLnetworksLdrivingLaLgrowthLprogramZL 1

20 yypomodifiedLtRNrLinLevolutionarilyLdistantLyeastsLcanLtriggerLrapidLtRNrLdecayLtoLactivateLtheL
generalLaminoLacidLcontrolLresponseXLbutLwithLdifferentLconsequencesZL

19 xenomeYscaleLreconstructionLofLxcne_rTweLnetworksLdrivingLaLgrowthLprogramZLPLoSgGeneticsXL
2020XLbgXLebaajcfc 6 1

18 NonYoptimalLcodonLusageLisLcriticalLforLproteinLstructureLandLfunctionLofLtheLmasterLgeneralLaminoL
acidLcontrolLregulatorLtαtYbZL

17 αroteinLmultifunctionalitykLprinciplesLandLmechanismsZLTranslationalgOncogenomicsXL2008XLdXLjjYbdg 4

16
vndoplasmicLreticulumLstressYregulatedLdegradationLofLaLtransloconYassociatedLproteinLisL
independentLofLintegratedLstressLresponseLtranscriptionLfactorLxcnepZLMicroPublicationgBiologyXL
2020XLcacaXL

0.8

15 NucleoporinLTαRLpromotesLtRNrLnuclearLexportLandLproteinLsynthesisLinLlungLcancerLcellsZLPLoSg
GeneticsXL2021XLbhXLebaajijj 6 3

14 vffectsLofLrbolishingLWhicLonLtheLαroteomeLandLNitrogenLtataboliteLRepressionYSensitiveLαroteinL
αroductionZZLG3:gGenesugGenomesugGeneticsXL2021XL 3.2

13 Table_bZuΔtXZL2019XL

12 rminoLacidsLcontrolLbloodLglucoseLlevelsLthroughLmTΔRLsignalingZLEuropeangJournalgofgCellgBiologyXL
2022XLbabXLbfbcea 6.1 0

11 wUNYαRΔSvkLrLueepL earningLrpproachLtoLαredictLtonditionYSpecificLxeneLvxpressionLinLwungiZL

10 xlutamineLtransportLasLaLpossibleLregulatorLofLnitrogenLcataboliteLrepressionLinLSaccharomycesL
cerevisiaeZL

9 αhenotypicLresponseLofLyeastLmetabolicLnetworkLtoLavailabilityLofLproteinogenicLaminoLacidsZLjXL

8 TheLaminoLacidLsensorLxtNcLcontrolsLredLbloodLcellLclearanceLandLironLmetabolismLthroughL
regulationLofLliverLmacrophagesZL2022XLbbjXL 0

7 vthanolY actateLTransitionLofL achancea´ Thermotolerans´ zsL inkedLtoLNitrogenLçetabolismZL 0

6 vthanolYlactateLtransitionLofL achanceaLthermotoleransLisLlinkedLtoLnitrogenLmetabolismZL2022XLbaebgh 0
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5 xtNeLvnhancesLtheLTranscriptionalLRegulationLofLrrerLbyLznteractingLwithLS™ΔbLToLçediateL
NitrogenLUtilizationLinLxanodermaLlucidumZL 0

4 rLnonYcanonicalLsensingLpathwayLmediatesαlasmodiumadaptationLtoLrrLdeficiencyZL 0

3 TransferLRNrZL2016XLeahYedi 0

2 rLnonYcanonicalLsensingLpathwayLmediatesLαlasmodiumLadaptationLtoLaminoLacidLdeficiencyZL2023XL
gXL 0

1 wunctionalLsimilarityLofLnonYcodingLregionsLisLrevealedLinLphylogeneticLaverageLmotifLscoreL
representationsZL 0
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