CITATION REPORT
List of articles citing

Source: https://exaly.com/paper-pdf/32633156/citation-report.pdf
Version: 2024-04-09

This report has been generated based on the citations recorded by exaly.com for the above article. For
the latest version of this publication list, visit the link given above.

The third column is the impact factor (IF) of the journal, and the fourth column is the number of

citations of the article.




CITATION REPORT

# Paper IF Citations

Integration of molecular diagnostics with therapeutics: implications for drug discovery and patient
care. 2002, 2, 531-41

The SELDI-TOF MS approach to proteomics: protein profiling and biomarker identification. 2002,
213 292,587-92 469

SELDI proteinchip MS: a platform for biomarker discovery and cancer diagnosis. 2002, 2, 549-63

211 Overview of proteome analysis. 2003, Chapter 22, Unit 22.1 3

GM crops - is there a food safety issue?. 2002, 13, 25-30

209 Bloodborne biomolecular markers in prostate cancer development and progression. 2002, 2, 918-26 48

The progressing clinical utility of DNA microarrays. 2002, 52, 50-9

207 Integrating diagnostics and therapeutics: revolutionizing drug discovery and patient care. 2002, 7, 859-64 27

Current Awareness on Comparative and Functional Genomics. 2002, 3, 211-218

205 Dimensionality is the issue: use of photoaptamers in protein microarrays. 2002, 13, 309-14 8o

Proteomics in drug discovery. 2002, 6, 427-33

203 Proteomics in cancer research. 2002, 12, 409-23 15

Emerging molecular markers of cancer. 2002, 2, 210-9

201 The use of gene-specific IgY antibodies for drug target discovery. 2003, 8, 364-71 73

Tumor markers: discovery to practice. 2003, 8, 441-3

199 The use of peptidomics in endocrine research. 2003, 132, 1-9 54

Amide proton transfer (APT) contrast for imaging of brain tumors. 2003, 50, 1120-6




(2004-2003)

197 Anapproach to the proteomic analysis of a breast cancer cell line (SKBR-3). 2003, 3, 1037-46 53

Serum biomarkers of hepatitis B virus infected liver inflammation: a proteomic study. 2003, 3, 666-74

195 SELDI-TOF MS for diagnostic proteomics. 2003, 75, 148A-55A 138

Point: Proteomic patterns in biological fluids: do they represent the future of cancer diagnostics?.
Clinical Chemistry, 2003, 49, 1272-5

193 Proteomics Methods for Probing Molecular Mechanisms in Signal Transduction. 2003, 86, E115-E124

Counterpoint: The vision for a new diagnostic paradigm. Clinical Chemistry, 2003, 49, 1276-8

191 The Integration of Molecular Diagnostics With Therapeutics. 2003, 119, 26-36 31

Comprehensive proteomic profiling identifies serum proteomic signatures for detection of
hepatocellular carcinoma and its subtypes. Clinical Chemistry, 2003, 49, 752-60

189 Handbook of Proteomic Methods. 2003,

A data-analytic strategy for protein biomarker discovery: profiling of high-dimensional proteomic
data for cancer detection. 2003, 4, 449-63

The ProteinChipll System in Biomedical Research/Das ProteinChipll -System in der

187 biomedizinischen Forschung. 2003, 27, 85-91

Bayesian approach to analysis of protein patterns for identification of myeloma cancer.

185  The posttranslational phase of gene expression: new possibilities in molecular diagnosis. 2003, 3, 25-38 49

An Automated Peak Identification/Calibration Procedure for High-Dimensional Protein Measures
From Mass Spectrometers. 2003, 2003, 242-248

183  Squamous Carcinomas of the Head and Neck. 2003, 509-VIII

Proteomics methods for probing molecular mechanisms in signal transduction. 2003, 81 Suppl 3, 48-57

181 .2004, 4

Tissue ischemia time affects gene and protein expression patterns within minutes following

surgical tumor excision. 2004, 36, 1030-7




179

L7y

175

L7

171

169

167

165

163

CITATION REPORT

Detection of tumor markers with ProteinChip technology. 2004, 5, 45-67 101

SELDI-TOF serum profiling for prognostic and diagnostic classification of breast cancers. 2003, 19, 229-38

The promise of biomarkers in colorectal cancer detection. 2004, 20, 87-96 9

Principles of Molecular Oncology. 2004,

Session 2: Molecular Diagnostics: Molecular Diagnostics: Chairman'’s Introduction JOHN F.
LECHNER, Office of Technology for Diagnostics Systems, Bayer Diagnostics, Berkeley, California
94702.2004, 32, 137-138

Molecular markers for early detection of renal carcinoma: investigative approach. Clinical Cancer
Research, 2004, 10, 6296S-301S

Identification of altered protein expression and post-translational modifications in primary
colorectal cancer by using agarose two-dimensional gel electrophoresis. Clinical Cancer Research, 129 119
2004, 10, 2007-14

Identification of patients with head and neck cancer using serum protein profiles. 2004, 130, 98-104

Genomics, proteomics and metabonomics in toxicology: hopefully not ‘fashionomics’. 2004, 5, 879-93 30

Serum protein profiles to identify head and neck cancer. Clinical Cancer Research, 2004, 10, 1625-32 12.9

M34 actin regulatory protein is a sensitive diagnostic marker for early- and late-stage mammary

carcinomas. Clinical Cancer Research, 2004, 10, 4437-43 129 2

A picoliter chamber array for cell-free protein synthesis. 2004, 136, 149-54

Treatment of Carcinogenesis. 2004, 607-673 o}

Proteomics in cancer. 2004, 15 Suppl 4, iv167-71

Identification of hypoxia-regulated proteins in head and neck cancer by proteomic and tissue array
profiling. 2004, 64, 7302-10 33

A proteomic analysis of human bile. 2004, 3, 715-28

Proteomics in transfusion medicine. 2004, 44, 601-4 16

Serum protein profiling by SELDI mass spectrometry: detection of multiple variants of serum

amyloid alpha in renal cancer patients. 2004, 84, 845-56




(2004-2004)

161 Genomics and proteomics: implications for inflammatory bowel diseases. 2004, 10 Suppl 1, S1-6 6

Bioinformatics tools to understand human diseases. 2004, 135, 579-85

159 Data mining techniques for cancer detection using serum proteomic profiling. 2004, 32, 71-83 135

Proteomic analysis of dunning prostate cancer cell lines with variable metastatic potential using
SELDI-TOF. 2004, 60, 325-31

Identification of tumor-associated proteins in oral tongue squamous cell carcinoma by proteomics.
157" 2004, 4,271-8 3

Immobilized microfluidic enzymatic reactors. 2004, 25, 3550-63

155 Proteomics and cancer diagnosis: the potential of mass spectrometry. 2004, 37, 579-83 79

Proteomic patterns to identify ovarian cancer: 3 years on. 2004, 4, 575-7

L Analysis of serum proteomic patterns for early cancer diagnosis: drawing attention to potential
53 problems. 2004, 96, 353-6 359

Mass spectrometry as a diagnostic and a cancer biomarker discovery tool: opportunities and
potential limitations. 2004, 3, 367-78

In vivo posttranslational modifications of the high mobility group A1a proteins in breast cancer

5T cells of differing metastatic potential. 2004, 43, 11500-15 43

Comprehensive proteomic analysis of human pancreatic juice. 2004, 3, 1042-55

149 Diagnosis of pancreatic cancer using serum proteomic profiling. 2004, 6, 674-86 67

Proteomic analysis of plasma from patients during an acute coronary syndrome. 2004, 44, 1578-83

147 Assessing protein patterns in disease using imaging mass spectrometry. 2004, 3, 245-52 142

Proteomic evaluation of core biopsy specimens from breast lesions. 2004, 204, 79-86

145 LBnalyse protdmiquell intf€s et perspectives en biologie clinique. 2004, 19, 313-322 1

Proteomic analysis of human tears: defensin expression after ocular surface surgery. 2004, 3, 410-6




CITATION REPORT

L Proteomic Pattern Classification Using Bio-markers for Prostate Cancer Diagnosis. Lecture Notes in o
43 Computer Science, 2004, 631-638 9

The Post-Translational Phase of Gene Expression in Tumor Diagnosis. 2005, 4, 23-32

141 Proteomic approaches in the search for disease biomarkers. 2005, 814, 11-9 57

SELDI-TOF MS profiling of serum for detection of the progression of chronic hepatitis C to
hepatocellular carcinoma. 2005, 41, 634-42

Application of fluorescence difference gel electrophoresis saturation labelling for the analysis of

139 microdissected precursor lesions of pancreatic ductal adenocarcinoma. 2005, 5, 2665-79 114

Oxidation of specific methionine and tryptophan residues of apolipoprotein A-l in
hepatocarcinogenesis. 2005, 5, 4964-72

L Cu(ll)-loaded iminodiacetic acid-silica particles for protein profiling of human serum samples using
37 surface-enhanced affinity capture: support porosity effects. 2005, 19, 3398-404 29

Proteomics in Bladder Cancer. 2005, 157-184

L Activated surfaces for laser desorption mass spectrometry: application for peptide and protein
35 analysis. 2005, 11, 2559-76 9

Identification of serum amyloid A as a biomarker to distinguish prostate cancer patients with bone
lesions. Clinical Chemistry, 2005, 51, 695-707

L Multicategory Classification using Extended SVM-RFE and Markov Blanket on SELDI-TOF Mass
33 Spectrometry Data. 2005,

Proteomic cancer classification with mass spectrometry data. 2005, 5, 281-92

131 Multi-Image 2D-PAGE Feature Detection.

Cancer proteomics: many technologies, one goal. 2005, 2, 693-703

Reliability of human serum protein profiles generated with C8 magnetic beads assisted MALDI-TOF

mass spectrometry. 2005, 77, 7232-41 81

129

Proteomics: the next revolution in laboratory medicine?. 2005, 357, 113-22

127  Proteomics. 2005, 402, 245-89 34

Mass Spectrometry Data Analysis in Proteomics. 2006,




(2007-2006)

Molecular profiling of hepatocellular carcinoma in mice with a chronic deficiency of hepatic

s-adenosylmethionine: relevance in human liver diseases. 2006, 5, 944-53 18

125

A serum proteomic pattern for the detection of colorectal adenocarcinoma using surface enhanced
laser desorption and ionization mass spectrometry. 2006, 24, 747-53

123 Prediction of labor for pregnant women using high-resolution mass spectrometry data. 2006, 1

Classification of Relapse Ovarian Cancer on MALDI-TOF Mass Spectrometry Data. 2006,

Increased serum levels of complement C3a anaphylatoxin indicate the presence of colorectal

121 tumors. 2006, 131, 1020-9; quiz 1284 73

Phyloproteomics: what phylogenetic analysis reveals about serum proteomics. 2006, 5, 2236-40

Identification of the SELDI ProteinChip human serum retentate by microcapillary liquid

119 chromatography-tandem mass spectrometry. 2006, 5, 2207-16 17

Plasma Protein Profiles Differ between Women Diagnosed with Cervical Intraepithelial Neoplasia
(CIN) 1 and 3. 2006, 2, 117693510600200

117 Proteomic identification of new biomarkers and application in thyroid cytology. 2006, 50, 518-28 44

Proteomic analysis of the allograft response. 2006, 82, 267-74

Proteomic analysis of primary esophageal squamous cell carcinoma reveals downregulation of a

115 cell adhesion protein, periplakin. 2006, 6, 1011-8 79

Application of serum protein fingerprint in diagnosis of papillary thyroid carcinoma. 2006, 6, 5344-9

113  Proteomic study of plasma proteins in pregnant women with asthma. 2006, 11, 41-8 25

Two-dimensional electrophoretic proteome study of serum thermostable fraction from patients
with various tumor conditions. 2006, 71, 354-60

A machine learning perspective on the development of clinical decision support systems utilizing

T mass spectra of blood samples. 2006, 39, 227-48 79

The characterization of the invasion phenotype of uveal melanoma tumour cells shows the
presence of MUC18 and HMG-1 metastasis markers and leads to the identification of DJ-1 as a
potential serum biomarker. 2006, 119, 1014-22

Utlization of human expert techniques for detection of low-abundant peaks in high-resolution mass

109 spectra. 2006, 2006, 5798-801

Quantitative proteomics by stable isotope labeling and mass spectrometry. Methods in Molecular

Biology, 2007, 367, 209-18




107

105

103

101

95

93

91

CITATION REPORT

Fibrinogen gamma overexpression in pancreatic cancer identified by large-scale proteomic analysis 3
of serum samples. 2006, 66, 2592-9 3

Detection of hypopharyngeal squamous cell carcinoma using serum proteomics. 2006, 126, 853-60

Proteomic biomarker identification for diagnosis of early relapse in ovarian cancer. 2006, 4, 1159-79 15

A novel, high-throughput workflow for discovery and identification of serum carrier protein-bound
peptide biomarker candidates in ovarian cancer samples. Clinical Chemistry, 2007, 53, 1067-74

Opportunities and limitations of SELDI-TOF-MS in biomedical research: practical advices. 2007, 4, 51-65 113

The use of proteomics to study wound healing: a preliminary study for forensic estimation of
wound age. 2007, 47, 134-40

Mitochondrial alterations in human gastric carcinoma cell line. 2007, 293, C761-71 62

Pico/Nanoliter Chamber Array Chips for Single-cell, DNA and Protein Analyses. 2007,

Identification of potential markers for the detection of pancreatic cancer through comparative

serum protein expression profiling. 2007, 34, 205-14 115

Principles of proteomics and its applications in cancer. 2007, 5, 14-22

Proteomics of Human Body Fluids. 2007, 17

Proteomics in uveal melanoma research: opportunities and challenges in biomarker discovery. 2007
,4,273-86

Proteomics approaches to study genetic and metabolic disorders. 2007, 6, 506-12 12

Cancer Proteomics: How Far are We from the Clinics?. 2007, 7, 91-97

Proteomic Analysis of the Serum in Patients with Acute Coronary Syndrome. 2007, 37, 271

Serum proteomics with SELDI-TOF-MS in congenital human cytomegalovirus hepatitis. 2007, 79, 1500-5

Clinical proteomics in chronic inflammatory diseases: A review. 2007, 1, 1123-33 3

Different isoforms of apolipoprotein Al present heterologous post-translational expression in HIV

infected patients. 2007, 6, 180-4




(2009-2007)

3 Identification of human hepatocellular carcinoma-related proteins by proteomic approaches. 2007,
9 388,637-43 23

SELDI-TOF MS profiling of serum for detection of laryngeal squamous cell carcinoma and the
progression to lymph node metastasis. 2008, 134, 769-76

Proteomic-based approach for biomarkers discovery in early detection of invasive urothelial

87 carcinoma. 2008, 2, 78-89 10

Proteomics and genomics of urinary bladder cancer. 2008, 2, 1194-207

3 Breast cancer related proteins are present in saliva and are modulated secondary to ductal
5 carcinoma in situ of the breast. 2008, 26, 159-67

Current status and future prospects in the search for protein biomarkers of immunosenescence.
2008, 5, 561-9

3 Application of a global proteomic approach to archival precursor lesions: deleted in malignant brain
3 tumors 1 and tissue transglutaminase 2 are upregulated in pancreatic cancer precursors. 2008, 8, 608-16 45

Microsystems technology and biosensing. 2008, 109, 285-350

Serum protein profile study of normal and cervical cancer subjects by high performance liquid

81 chromatography with laser-induced fluorescence. 2008, 13, 054062

11

Preliminary study of proteomic shift from normal to premalignant laryngeal lesions and to
laryngeal squamous cell carcinoma. 2009, 129, 774-8

An extended Markov blanket approach to proteomic biomarker detection from high-resolution
79 mass spectrometry data. 2009, 13, 195-206 9

The application of SELDI-TOF mass spectrometry to mammalian cell culture. 2009, 27, 177-84

Alterations to the protein profile of bladder carcinoma cell lines induced by plant extract MINA-05
77 in vitro. 2009, 9, 1883-92 >

Matrix-insensitive protein assays push the limits of biosensors in medicine. 2009, 15, 1327-32

Acoustic whole blood plasmapheresis chip for prostate specific antigen microarray diagnostics. L
75 2009, 81, 6030-7 53

Salivary biomarkers for the detection of malignant tumors that are remote from the oral cavity.
2009, 29, 71-85

Sensitive Protein Assay with Distinction of Conformations Based on Visible Absorption Changes of
73 Citrate-Stabilized Gold Nanoparticles. 2009, 113, 6936-6947 33

New potential biomarkers in the diagnosis of esophageal squamous cell carcinoma. 2009, 14, 340-6




CITATION REPORT

Transcriptomic and proteomic analysis in the cardiovascular setting: unravelling the disease?. 2009,
71 10,433-42

Biomarkers for Colorectal Cancer: Identification Through Proteomics. 2010, 7, 212-221

69 Proteomics: an evolving technology in Laboratory Medicine. 2010, 5,

Detection of label-free cancer biomarkers using nickel nanoislands and quartz crystal microbalance.
2010, 5, 661-8

Identification of a truncated cystatin SA-I as a saliva biomarker for oral squamous cell carcinoma
using the SELDI ProteinChip platform. 2010, 39, 68-74 45

Protdomique et spectromtrie de masse. 2011, 2011, 31-40

6 Analysis of differentially expressed proteins in colorectal cancer using hydroxyapatite column and
5 SDS-PAGE. 2011, 165, 1211-24 9

The use of Formalin fixed wax embedded tissue for proteomic analysis. 2011, 64, 297-302

A real time detection of the ovarian tumor associated antigen 1 (OVTA 1) in human serum by quartz
crystal microbalance immobilized with anti-OVTA 1 polyclonal chicken IgY antibodies. 2012, 32, 2073-2078 9

Analysis of the role of p38 MAP kinase in epidermal growth factor-induced JB6 Cl41 cell
transformation by cDNA array. 2012, 497, 71-8

Colorimetric and ultrasensitive bioassay based on a dual-amplification system using aptamer and

61 DNAzyme. 2012, 84, 4711-7 195

Comparative proteomic profiling of human bile reveals SSP411 as a novel biomarker of
cholangiocarcinoma. 2012, 7, e47476

59 Two-Dimensional Gel Electrophoresis (2-DE). 2012, 2

Sulphur tracer experiments in laboratory animals using 34S-labelled yeast. 2013, 405, 2889-99

Patterned polymer nanowire arrays as an effective protein immobilizer for biosensing and HIV L
57 detection. 2013, 5, 527-31 3

A label-free ultrasensitive electrochemical aptameric recognition system for protein assay based on
hyperbranched rolling circle amplification. 2013, 49, 11418-20

55  OMICS Technologies. 2013, 1353-1387

Isolation and characterization of a canine mammary cell line prepared for proteomics analysis. 2013

, 45, 183-90

10



(2016-2014)

Mass spectrometric analysis of cerebrospinal fluid protein for glioma and its clinical application.
53 2014, 18, 100-5 3

Pathophysiology of tobacco smoke exposure: recent insights from comparative and redox
proteomics. 2014, 33, 183-218

Ultrasensitive colorimetric carcinoembryonic antigen biosensor based on hyperbranched rolling

5t circle amplification. 2014, 139, 4330-4 26

Proteomics in uveal melanoma. 2014, 118, 1-12

49 Transcutaneous in vivo Raman spectroscopy of breast tumors and pretumors. 2015, 46, 1053-1061 3

[Mass spectrometry and clinical proteomics]. 2015, 73, 39-48

47  Aprotein deep sequencing evaluation of metastatic melanoma tissues. 2015, 10, e0123661 17

Bladder carcinoma data with clinical risk fFactors and molecular markers: a cluster analysis. 2015,
2015, 168682

The DIONESUS algorithm provides scalable and accurate reconstruction of dynamic

45 phosphoproteomic networks to reveal new drug targets. 2015, 7, 776-91 10

Cancer proteomics: developments in technology, clinical use and commercialization. 2015, 12, 391-405

Highly sensitive fluorescent sensor for mercury based on hyperbranched rolling circle amplification.
43 2015, 140,907-11 .

Hyperbranched rolling circle amplification based electrochemiluminescence aptasensor for
ultrasensitive detection of thrombin. 2015, 63, 166-171

41 Proteomics: An Indispensable Tool for Novel Biomarker Identification in Melanoma. 2016, 7, 1

In vitro comparative models for canine and human breast cancers. 2016, 89, 38-49

Novel possibilities in the study of the salivary proteomic profile using SELDI-TOF/MS technology.
39 2016, 11,1967-1972 9

Transcriptomic Analyses in Zebrafish Cancer Models for Global Gene Expression and Pathway
Discovery. 2016, 916, 147-68

37  Sipalllis an early biomarker of liver fibrosis in CCl4-treated rats. 2016, 5, 858-65 3

Tracing the voyage of SELDI-TOF MS in cancer biomarker discovery and its current depreciation

trend [heed for resurrection?. 2016, 76, 95-101

11



CITATION REPORT

The clinical impact of recent advances in LC-MS for cancer biomarker discovery and verification.
35 2016, 13,99-114 37

Multivariate classification of disease phenotypes of esophageal adenocarcinoma by pattern
recognition analysis of MALDI-TOF mass spectra of serum N-linked glycans. 2017, 132, 83-88

33  Tissue and plasma proteomics for early stage cancer detection. 2018, 14, 405-423 19

Novel Potential Biomarkers for Infection and Associated Cholangiocarcinoma. 2018, 32, 871-878

. Proteomics analysis indicated the protein expression pattern related to the development of fetal
3 conotruncal defects. 2019, 234, 13544-13556

Assessment of Early Therapeutic Response to Nitroxoline in Temozolomide-Resistant Glioblastoma
by Amide Proton Transfer Imaging: A Preliminary Comparative Study with Diffusion-weighted
Imaging. 2019, 9, 5585

Identification of an Immunoglobulin M (IgM) Antibody Against Enolase 1 Protein (ENO1) Derived
29 from HEK-293 Cells in Patients with Kidney Failure. 2020, 26, 1251-1257

Cancer Omics in Africa: Present and Prospects. 2020, 10, 606428

27 Quantitative proteomic analysis of bile in extrahepatic cholangiocarcinoma patients. 2020, 11, 4073-4080 7

Facile synthesis of mesoporous copper silicate aggregates for highly selective enrichment of
hemoglobin. 2021, 167, 106256

5 Alterations in protein expression and site-specific N-glycosylation of prostate cancer tissues. 2021, 5
5 11,15886

Proteomics: Concepts and applications in human medicine. 2021, 12, 57-69

23 Translational Research in Oncology. 2020, 261-311 3

Protein Biochips and Array-Based Proteomics. 2003, 1-80

The integration of molecular diagnostics with therapeutics. Implications for drug development and

21 pathology practice. 2003, 119, 26-36 9

Comparative study of proteome between primary cancer and hepatic metastatic tumor in
colorectal cancer. 2004, 10, 2652-6

An integrated approach to the detection of colorectal cancer utilizing proteomics and

19 bioinformatics. 2004, 10, 3127-31 68

The Role of Omics Approaches to Characterize Molecular Mechanisms of Rare Ovarian Cancers:

Recent Advances and Future Perspectives. 2021, 9,

12



CITATION REPORT

17 Application of Proteomics to the Discovery of Serological Tumor Markers. 2003, 331-345

Serologische Definition neuer Tumorantigene des Pankreaskarzinoms mittels Hoch-Dichte Protein
Filter02003, 21-23

L General Considerations in the Use and Application of Laboratory Tests for the Evaluation of Cancer.
5 2004,3-14

Hybridization of Blind Source Separation and Rough Sets for Proteomic Biomarker Indentification.
Lecture Notes in Computer Science, 2004, 486-491

13 Molecular Techniques in Cancer Diagnosis and Management. 2004, 325-360

Computer Aided Knowledge Discovery in Biomedicine. 2009, 126-141

11 Molecular Proteomics in Early Detection of Head and Neck Cancer. 2010, 19-30

Computer Aided Knowledge Discovery in Biomedicine. 2012, 1389-1403

9 Tumor Markers. 2012, 617-667 1

Proteomic Research on the Antitumor Properties of Medicinal Mushrooms. Molecules, 2021, 26, 4.8

7 Proteomics of Human Pancreatic Juice. 2007, 377-397

Biomarker Selection, Employing an Iterative Peak Selection Method, and Prostate Spectra
Characterization for Identifying Biomarkers Related to Prostate Cancer. 2007, 566-574

B Fighting Cancer with Bacteria and Their Toxins. /nternational Journal of Molecular Sciences, 2021, 63 1
22, :

Tracing and Forecasting Metabolic Indices of Cancer Patients Using Patient-Specific Deep Learning
Models. Journal of Personalized Medicine, 2022, 12, 742

Multiplexed Quantitative Proteomic Profiling of Cancer Cells and Tissues Using Isobaric L
3 Labeling-Based Tags. Methods in Molecular Biology, 2022, 211-223 4

Plasma Protein Profiling for Diagnosis of Pancreatic Cancer Reveals the Presence of Host Response

Proteins. Clinical Cancer Research, 2005, 11, 1110-1118

1 Analytical scaling of Quadrupole Mass Spectrometer for Point of Care Applications. 2022, 17, P08026

L



