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292 SolutionKstructureKofKPicWKaKshortKfourXdisulfideXbridgedKscorpionKtoxinKspecificKofKpotassiumK
channelsYK2003WK]aWK]gccXdc 12

291
TheKthreeXdimensionalKsolutionKstructureKofKαas]WKaKnewKfloralKdefensinKfromKαicotianaKalataKandK
itsKapplicationKtoKaKhomologyKmodelKofKtheKcropKdefenseKproteinKalfpuPYKJournal of Molecular 
BiologyWK2003WKbadWK]fdXgg

6.5 114

290 TheKScPex]bpKSwbKdomainKexposesKtwoKdistinctKbindingKsitesKforKPexdpKandKPex]cpYKJournal of 
Molecular BiologyWK2003WKbaeWK]cafXbd 6.5 66

289
wighXresolutionKXXrayKandKα¹RKstructuresKofKtheKS¹αKTudorKdomainiKconformationalKvariationKinK
theKbindingKsiteKforKsymmetricallyKdimethylatedKarginineKresiduesYKJournal of Molecular BiologyWK
2003WKbafWKd[fXa[

6.5 142

288 pnastellinWKanKuαbKfragmentKwithKfibronectinKpolymerizationKactivityWKresemblesKamyloidKfibrilK
precursorsYKJournal of Molecular BiologyWK2003WKbbaWKa[dX]d 6.5 67

287 StructuralKbasisKforKtheKmolecularKrecognitionKbetweenKhumanKsplicingKfactorsKUapuedKandK
Su]ZmqqPYK2003WK]]WKhedXfe 158

286 StructureKofKtheKvTPaseXbindingKdomainKofKSecdKandKelucidationKofKitsKRalKbindingKsiteYK2003WKafgWK]f[dbXh 27

285 StructureKofKtheKmaleKdeterminantKfactorKforKqrassicaKselfXincompatibilityYK2003WKafgWKbebghXhd 48
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255 StructureKandKphosphatidylinositolXSbWcTXbisphosphateKbindingKofKtheKrXterminalKPwKdomainKofK
humanKpleckstrinYK2005WK]bWKaffXge 20

254 TheKpXwKdomainKadoptsKalternativeKfoldsKtheKsolutionKstructureKofKwqP]KpXwYK2005WK]bWKfcbXdb 33

253 XXrayKcrystallographicKandKα¹RKstudiesKofKtheKthirdKzwKdomainKofKhnRαPKzKinKcomplexKwithK
singleXstrandedKnucleicKacidsYK2005WK]bWK][ddXef 72

252 TheKsolutionKstructureKofKaKtransientKphotoreceptorKintermediateiKseltaadKphotoactiveKyellowK
proteinYK2005WK]bWKhdbXea 68
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235 StructuralKbasisKforKpPPTPPP•PPKpeptideKrecognitionKbyKtheKuqP]]WW]KdomainYKJournal of 
Molecular BiologyWK2005WKbcgWKbhhXc[g 6.5 20
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220 ¹Tw]gfKfromK¹ethanobacteriumKthermoautotrophicumKhasKthreeKwtpTXlikeKrepeatsYK2006WKbdWK]chXdc 5
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αβtSYKdataYK2006WKbeWK]ghXhg 13
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xmplicationKofKRαaseKwKandKsαpZRαpKduplexKinteractionYK2007WK]fehWKa[Xg 1

189 StructureKofKtheKhistoneKchaperoneKpSu]KboundKtoKtheKhistoneKwbKrXterminalKhelixKandKfunctionalK
insightsYK2007WK]dWK]h]Xh 39
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mRαpKdegradationYK2007WK]dWKcgdXhg 85
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uniqueKfunctionalKactivitiesYK2008WK]fWKf]]Xac 117

183 SolutionKstructureKofKraaVXfreeKratKalphaXparvalbuminYK2008WK]fWKcb]Xg 19

182 StructuralKbasesKforKrecognitionKofKpnpbaZ•pαPKproteinsYK2008WKafdWKadcgXe[ 7

181 StructureKofKtheKtps]dXstoninaKcomplexKprovidesKaKmolecularKexplanationKforKtwXdomainKligandK
specificityYK2008WKafWKddgXeh 24

180 uoldKandKfunctionKofKpolypeptideKtransportXassociatedKdomainsKresponsibleKforKdeliveringKunfoldedK
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179 pccurateKα¹RKstructuresKthroughKminimizationKofKanKextendedKhybridKenergyYK2008WK]eWK]b[dX]a 43

178 ¹utationsKinKtheKhydrophobicKcoreKofKubiquitinKdifferentiallyKaffectKitsKrecognitionKbyKreceptorK
proteinsYKJournal of Molecular BiologyWK2008WKbfdWKhfhXhe 6.5 36

177 SolutionKstructureKofKαt¹βKzincKfingerKandKimpactKofKanKanhidroticKectodermalKdysplasiaKwithK
immunodeficiencyXrelatedKpointKmutationYKJournal of Molecular BiologyWK2008WKbffWK]c]hXba 6.5 40
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175 α¹RKanalysisKofKviralKproteinKstructuresYK2008WKcd]WKcc]Xea 11

174 α¹RKsolutionKstructureKofKtheKneurotrypsinKzringleKdomainYK2008WKcfWK]aah[Xg 8

173 StructureKofKtheKcomplexKbetweenKphosphorylatedKsubstratesKandKtheKSruKbetaXTrrPKubiquitinK
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165 StructureKofKaKglycosylphosphatidylinositolXanchoredKdomainKfromKaKtrypanosomeKvariantKsurfaceK
glycoproteinYK2008WKagbWKbdgcXbdhb 24

164 wumanKmacrophageKinflammatoryKproteinKbalphaiKproteinKandKpeptideKnuclearKmagneticKresonanceK
solutionKstructuresWKdimerizationWKdynamicsWKandKantiXinfectiveKpropertiesYK2008WKdaWKggbXhc 31

163 TheKmembraneXbindingKmotifKofKtheKchloroplastKsignalKrecognitionKparticleKreceptorKScputsYTK
regulatesKvTPaseKactivityYK2009WKagcWK]cgh]Xh[b 20

162 TheKstructureKofKbinderKofKprlaKSqpRTTKrevealsKaKnovelKvKproteinKbindingKdomainiKimplicationsKforK
functionYK2009WKagcWKhhaXh 9

161 pRαTKPpSXqKhasKaKfragileKnativeKstateKstructureKwithKanKalternativeKbetaXsheetKregisterKnearbyKinK
sequenceKspaceYK2009WK][eWKae]fXaa 25

160 StructureKandKmodeKofKactionKofKmicroplusinWKaKcopperKxxXchelatingKantimicrobialKpeptideKfromKtheK
cattleKtickKRhipicephalusKSqoophilusTKmicroplusYK2009WKagcWKbcfbdXce 63

159 TheKstructureKofKanKinterdomainKcomplexKthatKregulatesKtalinKactivityYK2009WKagcWK]d[hfX][e 99

158 StructureKandKdynamicsKofKtheKhumanKmuscleK•x¹KproteinYK2009WKdgbWK][]fXaa 9

157 TheKhighKresolutionKα¹RKstructureKofKparvulustatKSZXaegdTKfromKStreptomycesKparvulusKuwX]ec]iK
comparisonKwithKtendamistatKfromKStreptomycesKtendaeKc]dgYK2009WK][WK]]hXaf 13

156 StructuresKofKwxVKTpRKRαpXligandKcomplexesKrevealKhigherKbindingKstoichiometriesYK2009WK][WK]ch[Xc 17

155 putomatedKα¹RKstructureKdeterminationKofKstereoXarrayKisotopeKlabeledKubiquitinKfromKminimalK
setsKofKspectraKusingKtheKSpx•Xu•YpKsystemYK2009WKccWKae]Xfa 25

154 ¹xαβtSiKaKnewKapproachKtoKselectKaKrepresentativeKensembleKofKstructuresKinKα¹RKstudiesKofK
SpartiallyTKunfoldedKstatesYKppplicationKtoKseltaadXPYPYK2009WKfcWKghdXh[c 13

153 uoldingKtransitionsKinKcalpainKactivatorKpeptidesKstudiedKbyKsolutionKα¹RKspectroscopyYK2009WK]dWKc[cX][ 2

152 StructuralKinsightKintoKtheKinteractionKofKproteinsKcontainingKαPuWKsPuWKandKvPuKmotifsKwithKtheK
rXterminalKtwXdomainKofKtws]YK2009WK]gWKacf]Xh 21

151 α¹RKstructureKofKaKfungalKvirulenceKfactorKrevealsKstructuralKhomologyKwithKmammalianKsaposinKqYK
2009WKfaWKbccXdb 26

150 ronformationalKstabilityKandKactivityKofKpfbKrequireKaKsecondKhelixKinKtheKtetramerizationKdomainYK
2009WK]eWK]dgaXh 46

149 PhosphorylationXmediatedKunfoldingKofKaKzwKdomainKregulatesKzSRPKlocalizationKviaK]cXbXbKbindingYK
2009WK]eWKabgXce 79
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148 WeakKoligomerizationKofKlowXmolecularXweightKproteinKtyrosineKphosphataseKisKconservedKfromK
mammalsKtoKbacteriaYK2009WKafeWKcbceXdf 8

147 StructuralKbasisKofKtheKbroadKspecificityKofKaKgeneralKodorantXbindingKproteinKfromKhoneybeeYK2009WK
cgWKacb]Xc] 45

146 StructureKandKinsightKintoKblueKlightXinducedKchangesKinKtheKqlrP]Kq•UuKdomainYK2009WKcgWKaea[Xh 67

145 tssentialKrolesKofKhydrophobicKresiduesKinKbothK¹sXaKandKtollXlikeKreceptorKcKinKactivationKbyK
endotoxinYK2009WKagcWK]d[daXe[ 85

144 StructuralKandKmotionalKcontributionsKofKtheKqacillusKsubtilisKrlprKαXdomainKtoKadaptorKproteinK
interactionsYKJournal of Molecular BiologyWK2009WKbgfWKebhXda 6.5 13

143 αovelKinsightsKintoKtheKmechanismsKofKrxαgdKSwbKdomainsKbindingKtoKrblKproteinsiKsolutionXbasedK
investigationsKandKinKvivoKimplicationsYKJournal of Molecular BiologyWK2009WKbgfWK]]a[Xbe 6.5 11

142 StructuralKmimicryKofKβXantigenKbyKaKpeptideKrevealedKinKaKcomplexKwithKanKantibodyKraisedKagainstK
ShigellaKflexneriKserotypeKaaYKJournal of Molecular BiologyWK2009WKbggWKgbhXd[ 6.5 13

141 TheKstructureKofKtheKαXterminusKofKkindlinX]iKaKdomainKimportantKforKalphaiibbetabKintegrinK
activationYKJournal of Molecular BiologyWK2009WKbhcWKhccXde 6.5 69

140 TheKsolutionKstructureKofKtheKbacterialKwSPf[KchaperoneKproteinKdomainKsnazSbhbXd[fTKinKcomplexK
withKtheKpeptideKαR•••TvYK2003WK]aWKadggXhe 89

139 rhapterK]Kα¹RKofKpntimicrobialKPeptidesYK2009WKedWK]Xd] 19

138 pnKintramolecularKswitchKregulatesKphosphoindependentKuwpKdomainKinteractionsKinK
¹ycobacteriumKtuberculosisYK2009WKaWKra]a 69

137 SolutionKstructureKandKdynamicsKofKtheKsmallKvTPaseKRalqKinKitsKactiveKconformationiKsignificanceK
forKeffectorKproteinKbindingYK2009WKcgWKa]haXa[e 41

136 ProteinKStructureKralculationKusingKpmbiguousKRestraintsYK2010WK 3

135 α¹RKstructureKnoteiKUqpKdomainKofKrxPfdYK2010WKceWKacdXd[ 9

134 α¹RKstructureKnoteiKoxidizedKmicrosomalKhumanKcytochromeKbdYK2010WKcfWKaghXhd 12

133 TheKRalqXR•xPfeKcomplexKrevealsKaKnovelKmodeKofKralXeffectorKinteractionYK2010WK]gWKhgdXhd 38

132 •ongKrangeKdynamicKeffectsKofKpointXmutationsKtrapKaKresponseKregulatorKinKanKactiveK
conformationYK2010WKdgcWKca[bXf 7

131 StructureXorientedKmethodsKforKproteinKα¹RKdataKanalysisYK2010WKdeWKb]]Xag 5
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130 RecognitionKofKintermediateKfunctionalityKbyKacylKcarrierKproteinKoverKaKcompleteKcycleKofKfattyKacidK
biosynthesisYK2010WK]fWKffeXgd 39

129 ProteinKbsKstructureKdeterminationKbyKhighXresolutionKsolidXstateKα¹RYK2010WK]bWKcabXcb[ 5

128 α¹RKstructureKofKaKphosphatidylXethanolamineKbindingKproteinKfromKsrosophilaYK2010WKfgWK]e[eX][ 4

127 ¹olecularKbasisKofKuxRXmediatedKcXmycKtranscriptionalKcontrolYK2010WK]fWK][dgXec 44

126 αtSKconsensusKredefinedKbyKstructuresKofKPzxXtypeKandKRevXtypeKnuclearKexportKsignalsKboundKtoK
rR¹]YK2010WK]fWK]befXfe 180

125 StructureKofKaKdoubleKubiquitinXlikeKdomainKinKtheKtalinKheadiKaKroleKinKintegrinKactivationYK2010WKahWK][ehXg[ 109

124 wighXresolutionKα¹RKstructureKofKanKRαpKmodelKsystemiKtheK]cXmerKcUUrvgKtetraloopKhairpinK
RαpYKNucleic Acids ResearchWK2010WKbgWKegbXhc 20.1 146

123 ¹echanismKforKtheKselectiveKinteractionKofKrXterminalKtps]dKhomologyKdomainKproteinsKwithK
specificKpsnXProXPheXcontainingKpartnersYK2010WKagdWKgegfXhc 33

122 TheKheterohexamericKcomplexKstructureWKaKcomponentKinKtheKnonXclassicalKpathwayKforKfibroblastK
growthKfactorK]KSuvu]TKsecretionYK2010WKagdWK]dcecX]dcfd 19

121 SolutionKstructureKofKtheKdimerizationKdomainKofKribosomalKproteinKPaKprovidesKinsightsKforKtheK
structuralKorganizationKofKeukaryoticKstalkYKNucleic Acids ResearchWK2010WKbgWKda[eX]e 20.1 29

120 pnalysisKofKtheKspecificKinteractionsKbetweenKtheKlectinKdomainKofKmalectinKandKdiglucosidesYK2010WK
a[WK][][Xa[ 46

119 α¹RKanalysisKofKtheKstructureWKdynamicsWKandKuniqueKoligomerizationKpropertiesKofKtheKchemokineK
rr•afYK2010WKagdWK]ccacXbf 40

118 βrientationKofKtheKcentralKdomainsKofKzSRPKandKitsKimplicationsKforKtheKinteractionKwithKtheKRαpK
targetsYKNucleic Acids ResearchWK2010WKbgWKd]hbXa[d 20.1 29

117 ¹olecularKrequirementsKforKtheKinsecticidalKactivityKofKtheKplantKpeptideKpeaKalbuminK]KsubunitKbK
SPp]bTYK2010WKagdWKbaeghXbaehc 24

116 StructureKandKRαpKrecognitionKbyKtheKsnRαpKandKsnoRαpKtransportKfactorKPwpXYK2010WK]eWK]a[dX]e 13

115 ¹olecularKlevelKinteractionKofKtheKhumanKacidicKfibroblastKgrowthKfactorKwithKtheKantiangiogenicK
agentWKinositolKhexaphosphateYK2010WKchWK][fdeXec 3

114 SolutionKstructureKofKanKacylKcarrierKproteinKdomainKfromKaKfungalKtypeKxKpolyketideKsynthaseYK2010WK
chWKa]geXhb 33

113 StructureXfunctionKstudiesKofKchemokineXderivedKcarboxyXterminalKantimicrobialKpeptidesYK2010WK
]fhgWK][eaXfa 24
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112 wighXresolutionKsolidXstateKα¹RKstructureKofKaK]fYeKksaKproteinYK2010WK]baWK][baXc[ 110

111 xdentificationKofKnucleicKacidKbindingKresiduesKinKtheKurSKdomainKofKtheKpolycombKgroupKproteinK
polyhomeoticYK2011WKd[WKchhgXd[[f 7

110 SolutionKandKsolidXstateKα¹RKstructuralKstudiesKofKantimicrobialKpeptidesK•PcinXxKandK•PcinXxxYK2011WK
][]WK]]hbXa[] 16

109 pdvancesKinKautomatedKα¹RKproteinKstructureKdeterminationYK2011WKccWKadfXb[h 65

108 StructureKandKmechanismKofKactionKofKaKdeKnovoKantimicrobialKdetergentXlikeKpeptideYK2011WK]g[gWK][eX]e 30

107 SolutionKstructureKofKUx¹KandKinteractionKofKtandemKubiquitinKbindingKdomainsKinKSTp¹]KwithK
ubiquitinYK2011WKc[dWKacXb[ 8

106 ¹odelingKpilusKstructuresKfromKsparseKdataYK2011WK]fbWKcbeXcc 34

105 StructureKandKfunctionKofKqamtKwithinKtheKouterKmembraneKandKtheK˛†XbarrelKassemblyKmachineYK
2011WK]aWK]abXg 79

104 pKkinkedKantimicrobialKpeptideKfromKqombinaKmaximaYKxYKThreeXdimensionalKstructureKdeterminedK
byKα¹RKinKmembraneXmimickingKenvironmentsYK2011WKc[WKccfXea 21

103 ryclicKTritrpticinKpnalogsKwithKsistinctKqiologicalKpctivitiesYK2011WKbWK]baXcb 6

102 qayesianKestimationKofKα¹RKrestraintKpotentialKandKweightiKaKvalidationKonKaKrepresentativeKsetKofK
proteinKstructuresYK2011WKfhWK]dadXbf 20

101 α¹RXStrukturenKvonKThiostreptonXserivatenKzurKrharakterisierungKderKribosomalenKqindetascheYK
2011WK]abWKbbeeXbbf[ 8

100 zonformationsbestimmungKderKanβwXvruppeKinKRαpKdurchKα¹RXSpektroskopieKundK
sichtefunktionalrechnungenYK2011WK]abWKdd[hXdd]a 2

99 α¹RKstructuresKofKthiostreptonKderivativesKforKcharacterizationKofKtheKribosomalKbindingKsiteYK2011WK
d[WKbb[gX]a 29

98 seterminationKofKtheKconformationKofKtheKaRβwKgroupKinKRαpKbyKα¹RKspectroscopyKandKsuTK
calculationsYK2011WKd[WKdbhfXc[[ 7

97 TheKx•]alphaXS][[p]bKheterotetramericKcomplexKstructureiKaKcomponentKinKtheKnonXclassicalK
pathwayKforKinterleukinK]alphaKsecretionYK2011WKageWK]ce[gX]f 22

96 StructureKofKtheKrXterminalKdomainKofKαeisseriaKheparinKbindingKantigenKSαwqpTWKoneKofKtheKmainK
antigensKofKaKnovelKvaccineKagainstKαeisseriaKmeningitidisYK2011WKageWKc]fefXc]ffd 30

95 SolutionKstructureKofKtheKdimerizationKdomainKofKtheKeukaryoticKstalkKP]ZPaKcomplexKrevealsKtheK
structuralKorganizationKofKeukaryoticKstalkKcomplexYKNucleic Acids ResearchWK2012WKc[WKb]faXga 20.1 25
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94 xnitialKinsightsKintoKstructureXactivityKrelationshipsKofKavianKdefensinsYK2012WKagfWKffceXdd 22

93 StructureKofKnucleophosminKsαpXbindingKdomainKandKanalysisKofKitsKcomplexKwithKaKvXquadruplexK
sequenceKfromKtheKcX¹YrKpromoterYK2012WKagfWKaedbhXcg 43

92 TheKapoXstructureKofKtheKlowKmolecularKweightKproteinXtyrosineKphosphataseKpKS¹ptppTKfromK
¹ycobacteriumKtuberculosisKallowsKforKbetterKtargetXspecificKdrugKdevelopmentYK2012WKagfWKbcdehXga 30

91 SolutionKα¹RKstudiesKofKintegralKpolytopicK˛–XhelicalKmembraneKproteinsiKtheKstructureK
determinationKofKtheKsevenXhelixKtransmembraneKreceptorKsensoryKrhodopsinKxxWKpSRxxYK2012WKh]cWKadXcd 6

90 xnfluenceKofKspecificKaminoKacidKsideXchainsKonKtheKantimicrobialKactivityKandKstructureKofKbovineK
lactoferrampinYK2012WKh[WKbeaXff 13

89 StructuralKdynamicsKofKbacterialKtranslationKinitiationKfactorKxuaYK2012WKagfWK][haaXba 20

88 uromKaKmarineKneuropeptideKtoKantimicrobialKpseudopeptidesKcontainingKazaX˛†SbTXaminoKacidsiK
structureKandKactivityYK2012WKddWKa[adXbc 28

87 wydrophobicKmatchingKcontrolsKtheKtiltKandKstabilityKofKtheKdimericKplateletXderivedKgrowthKfactorK
receptorKSPsvuRTK˛†KtransmembraneKsegmentYK2012WKagfWKae]fgXge 49

86 StructuralKandKbiophysicalKcharacterizationKofKanKantimicrobialKpeptideKchimeraKcomprisedKofK
lactoferricinKandKlactoferrampinYK2012WK]g]gWKfeaXfd 46

85 α¹RKstudiesKofKwpR]KRαpKsecondaryKstructuresKrevealKconformationalKdynamicsKinKtheKhumanK
RαpYK2012WK]bWKa][[X]a 20

84 xnXcellKα¹RKofKintrinsicallyKdisorderedKproteinsKinKprokaryoticKcellsYK2012WKghdWK]hXb] 8

83 PurificationKandKcharacterizationKofKwbKhgX]]ciKaKnovelKhemoglobinXderivedKantimicrobialKpeptideK
fromKtheKmidgutKofKRhipicephalusKSqoophilusTKmicroplusYK2012WKbfWK]a[Xf 17

82 xnfluenceKofK´„wKchemicalKshiftKassignmentsKofKtheKinterfaceKresiduesKonKstructureKdeterminationsKofK
homodimericKproteinsYK2012WKaaaWKheX][c 6

81 SelfXassemblyKofKfunctionalWKamphipathicKamyloidKmonolayersKbyKtheKfungalKhydrophobinKtpSYK2012WK
][hWKtg[cX]] 97

80 sesignKofKaKnovelKtryptophanXrichKmembraneXactiveKantimicrobialKpeptideKfromKtheK
membraneXproximalKregionKofKtheKwxVKglycoproteinWKgpc]YK2012WKgWK]]faXgc 19

79 α¹RKstructureKnoteiKtheKferrousKironKtransportKproteinKrKSueorTKfromKzlebsiellaKpneumoniaeYK2012WK
dbWK]e]Xd 17

78 ¹echanismKofKactionKofKpuroindolineKderivedKtryptophanXrichKantimicrobialKpeptidesYK2013WK]gagWK]g[aX]b 64

77 pnKintroductionKtoKbiologicalKα¹RKspectroscopyYK2013WK]aWKb[[eXad 98
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76 StructuralKbasisKforKtheKinteractionKofKhumanK˛†XdefensinKeKandKitsKputativeKchemokineKreceptorK
rrRaKandKbreastKcancerKmicrovesiclesYKJournal of Molecular BiologyWK2013WKcadWKccfhXhd 6.5 24

75 α¹RKofKplantKproteinsYK2013WKf]WK]Xbc 4

74 TheKrXterminalKregionKofKcytoplasmicKpolyadenylationKelementKbindingKproteinKisKaKZZKdomainKwithK
potentialKforKproteinXproteinKinteractionsYKJournal of Molecular BiologyWK2013WKcadWKa[]dXa[ae 6.5 19

73 ProteinKStructureKseterminationKfromKα¹RKsataYK2013WKacfXagg

72 TheKaddressingKfragmentKofKmitogaliginiKfirstKinsightsKintoKfunctionalKandKstructuralKpropertiesYK
2013WK]cWKf]]Xa[

71 TheKstructureKofKwasqKrevealsKaKnewKclassKofKTonqKproteinKfoldYK2013WKgWKedghec 19

70
SolutionKstructureKofKhumanKP]â�¢PaKheterodimerKprovidesKinsightsKintoKtheKroleKofKeukaryoticKstalkK
inKrecruitingKtheKribosomeXinactivatingKproteinKtrichosanthinKtoKtheKribosomeYKNucleic Acids 
ResearchWK2013WKc]WKgffeXgf

20.1 30

69 SolutionKstructureKofKaKsαpKmimickingKmotifKofKanKRαpKaptamerKagainstKtranscriptionKfactorKp¹•]K
RuntKdomainYK2013WK]dcWKd]bXh 10

68 uunctionalKroleKofKtheKflexibleKαXterminalKextensionKofKuzqPbgKinKcatalysisYK2013WKbWKahgd 5

67 xnteractionKofKaKpartiallyKdisorderedKantisigmaKfactorKwithKitsKpartnerWKtheKsignalingKdomainKofKtheK
TonqXdependentKtransporterKwasRYK2014WKhWKeghd[a 9

66 StructuralKandKspectroscopicKinsightsKintoKqolpXglutaredoxinKcomplexesYK2014WKaghWKacdggXhg 36

65 TheKstructureKofKPlasmodiumKyoeliiKmerozoiteKsurfaceKproteinK]]hWKantibodyKspecificityKandK
implicationsKforKmalariaKvaccineKdesignYK2014WKcWK]b[[h] 3

64 ThreeXdimensionalKα¹RKstructureKofKwenKtggKvallinKSrhickenKβvodefensinTKrevealsKaKnewKvariationK
ofKtheK˛†XdefensinKfoldYK2014WKaghWKfa]]Xfaa[ 20

63 α¹RKofKglycansiKsheddingKnewKlightKonKoldKproblemsYK2014WKfhWKcgXeg 44

62 xnfluenceKofKtheKabsoluteKconfigurationKofKnpeXcagedKcytosineKonKsαpKsingleKbaseKpairKstabilityYK
2014WKdbWK][faXd 5

61 xnteractionKofKS][[p]bKwithKraKdomainKofKreceptorKforKadvancedKglycationKendKproductsKSRpvtTYK
2014WK]gccWK]f]gXag 15

60 SolutionKandKhighXpressureKα¹RKstudiesKofKtheKstructureWKdynamicsWKandKstabilityKofKtheK
crossXreactiveKallergenicKcodKparvalbuminKvadKmK]YK2014WKgaWKb[baXca 18

59 αoncovalentKspinKlabelingKofKriboswitchKRαpsKtoKobtainKlongXrangeKstructuralKα¹RKrestraintsYK2014WK
hWK]bb[Xh 18
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58 VirtualSpectrumWKaKtoolKforKsimulatingKpeakKlistKforKmultiXdimensionalKα¹RKspectraYK2014WKe[WKd]Xee 4

57 TheKsolutionKstructureKofKtheKregulatoryKdomainKofKtyrosineKhydroxylaseYKJournal of Molecular 
BiologyWK2014WKcaeWK]cgbXhf 6.5 39

56 xnfluenceKofKα¹RKsataKrompletenessKonKStructureKseterminationsKofKwomodimericKProteinsYK2014WK
e]WK]ahfX]b[e

55 xnfluenceKofKtheKpbsoluteKronfigurationKofKαPtXragedKrytosineKonKsαpKSingleKqaseKPairKStabilityYK
2014WK]aeWK][h[X][hb 2

54 tvolutionKofK¹acromolecularKsockingKTechniquesiKTheKraseKStudyKofKαickelKandKxronK¹etabolismKinK
PathogenicKqacteriaYK2015WKa[WK]caedXha 3

53 TheKtqαpXaKαXTerminalKTransactivationKsomainKuoldsKintoKaKsimericKStructureKRequiredKforKTargetK
veneKpctivationYK2015WK]]WKe][[ch][ 5

52 α¹RKstructureKandKdynamicsKofKQcs[dhWKaKkinetoplastidXspecificKandKconservedKproteinKfromK
TrypanosomaKcruziYK2015WK]h[WK]]Xa[ 2

51 xmprovedKreliabilityWKaccuracyKandKqualityKinKautomatedKα¹RKstructureKcalculationKwithKpRxpYK2015WK
eaWKcadXbg 18

50
SynergicKinterplayKofKtheK•aKmotifWKRR¹]KandKtheKinterdomainKlinkerKofK•pRPeKinKtheKrecognitionKofK
collagenKmRαpKexpandsKtheKRαpKbindingKrepertoireKofKtheK•aKmoduleYKNucleic Acids ResearchWK2015WK
cbWKecdXe[

20.1 44

49 StructuresKofKtheKreducedKandKoxidizedKstateKofKtheKmutantKsacpKofKyeastKthioredoxinK]iKinsightsK
intoKtheKmechanismKforKtheKclosingKofKtheKwaterKcavityYK2015WKebWKc]fXcab 3

48 wydroxyXtryptophanKcontainingKderivativesKofKtritrpticiniKmodificationKofKantimicrobialKactivityKandK
membraneKinteractionsYK2015WK]gcgWKaffXgg 19

47 StructuralKbasisKforKtheKrecognitionKofKspliceosomalKSmαZqZqRKproteinsKbyKtheKRq¹dKβrRtKdomainK
inKsplicingKregulationYK2016WKdWK 19

46 StructuralKStudiesKofKtheKαeddcKWWKsomainsKandKTheirKSelectivityKforKtheKronnexincbKSrxcbTK
rarboxylKTerminusYK2016WKah]WKfebfXd[ 32

45 RecognitionKofKextendedKlinearKandKcyclisedKpolyketideKmimicsKbyKaKtypeKxxKacylKcarrierKproteinYK2016
WKfWK]ffhX]fgd 10

44 SolutionKα¹RKStructureKofKaK•igandZwybridXaXvXQuadruplexKromplexKRevealsKRearrangementsKthatK
pffectK•igandKqindingYK2017WKdeWKf][aXf][e 36

43 SolutionKα¹RKStructureKofKaK•igandZwybridXaXvXQuadruplexKromplexKRevealsKRearrangementsKthatK
pffectK•igandKqindingYK2017WK]ahWKfa[gXfa]a 16

42 TheKmolecularKbasisKofKsubtypeKselectivityKofKhumanKkininKvXproteinXcoupledKreceptorsYK2018WK]cWKagcXah[ 56

41 StructuralKProteomicsYK2018WKhhX]ag
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40 βligomericKtransitionKandKdynamicsKofKRαpKbindingKbyKtheKwuRKRR¹]KdomainKinKsolutionYK2018WKfaWK]fhX]ha 8

39 TheKdomainKarchitectureKofKPtkpWKtheKfirstKtyrosineKkinaseKfromKWKdiffersKfromKtheKconventionalK
kinaseKarchitectureYK2018WKahbWK]]gabX]]gbe 5

38 ProteinKStructureKpnalysisKandKValidationYK2019WKd]aXd]h

37 StructuralKandK¹utagenesisKStudiesKtvinceKtheKRoleKofKtheKtxtendedKProtuberantKsomainKofK
RibosomalKProteinKu•][KinKProteinKTranslationYK2019WKdgWKbfccXbfdc 1

36 ParamagneticXiterativeKrelaxationKmatrixKapproachiKextractingKPRtXrestraintsKfromKαβtSYKspectraK
forKbsKstructureKelucidationKofKbiomoleculesYK2019WKfbWKehhXf]a 6

35 ScaledKplternatingKSteepestKsescentKplgorithmKpppliedKforKProteinKStructureKseterminationKfromK
αuclearK¹agneticKResonanceKsataYK2019WKaeWK][a[X][ah 3

34 synamicsKofKZikaKVirusKrapsidKProteinKinKSolutioniKTheKPropertiesKandKtxposureKofKtheKwydrophobicK
rleftKpreKrontrolledKbyKtheK˛–XwelixK]KSequenceYK2019WKdgWKacggXachg 11

33 α¹RKstructureKofKrmPxXxxWKaKnonXclassicalKzazalKproteaseKinhibitoriKUnderstandingKitsK
conformationalKdynamicsKandKsubtilisinKpKinhibitionYK2019WKa[eWKag[Xahc 3

32 synamicKionKpairKbehaviorKstabilizesKsingleK˛–XhelicesKinKproteinsYK2019WKahcWKba]hXbabc 5

31 SolidXStateKα¹RKSpectroscopyKofKRαpYKMethods in EnzymologyWK2019WKe]dWKbbbXbf] 1.7 9

30 pRxpwebiKaKserverKforKautomatedKα¹RKstructureKcalculationYKNucleic Acids ResearchWK2020WKcgWKWc]XWcf 20.1 3

29 SolidXStateKα¹RKforKStudyingKtheKStructureKandKsynamicsKofKViralKpssembliesYK2020WK]aWK 12

28 α¹RKSpectroscopicKrharacterizationKofKtheKrX¹annoseKronformationKinKaKThrombospondinKRepeatK
UsingKaKSelectiveK•abelingKppproachYK2020WKdhWKa[edhXa[eed 5

27 TheKdynamicsKofKfreeKandKphosphopeptideXboundKvrbaXSwaKrevealsKtwoKdynamicallyKindependentK
subdomainsKandKanKencounterKcomplexKwithKfuzzyKinteractionsYK2020WK][WK]b[c[ 4

26 α¹RKSpectroscopicKrharacterizationKofKtheKrX¹annoseKronformationKinKaKThrombospondinKRepeatK
UsingKaKSelectiveK•abelingKppproachYK2020WK]baWKa[gc[Xa[gce 0

25 pnKautoinhibitoryKintramolecularKinteractionKproofXreadsKRαpKrecognitionKbyKtheKessentialKsplicingK
factorKUapuaYK2020WK]]fWKf]c[Xf]ch 6

24 StructureKandKRoleKofKqrβRKPUusKinKαoncanonicalKPRr]KpssemblyKandKsiseaseYK2020WKdhWKaf]gXafag 5

23 pedesKaegyptiKβdorantKqindingKProteinKaaKselectivelyKbindsKfattyKacidsKthroughKaKconformationalK
changeKinKitsKrXterminalKtailYK2020WK][WKbb[[ 11

(2020-2018)

17



22 TheKdiscoveryKandKmaturationKofKpeptideKbiologicsKtargetingKtheKsmallKvXproteinKrdccaiKpK
bioblockadeKforKRasXdrivenKsignalingYK2020WKahdWKageeXaggc 10
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