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517 —atternsHofHhumanHgeneticHdiversitygHimplicationsHforHhumanHevolutionaryHhistoryHandHdiseaseVH2003TH
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516 ndaptiveHevolutionHofHgenesHandHgeneHfamiliesVH2003THY_THcYdUZZ 22

515 RoleHofHevolutionaryHhistoryHonHhaplotypeHblockHstructureHinHtheHhumanHgenomegHimplicationsHforH
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TH_YTHYYZUZX 15
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populationVH2005THbXTHaaeUabZ 28
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449 RedHcellHenzymesVH2005THZXXbTHYfUZ_ 46
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432 —opulationHstructureHinHtheHzediterraneanHbasingHaHôHchromosomeHperspectiveVH2006THdXTHZXdUZb 53
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431 rxtremeHpopulationHdifferencesHacrossHNeuregulinHYHgeneTHwithHimplicationsHforHassociationHstudiesVH
2006THYYTHccUdb 79

430 teneticHdiversityHandHgeneticHburdenHinHhumansVH2006THcTHYbaUcZ 6

429 vnterpretingHdisparateHresponsesHtoHcancerHtherapygHtheHroleHofHhumanHpopulationHgeneticsVH2006TH
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421 soldHdesignabilityTHdistributionTHandHdiseaseVH2006THZTHeaX 12
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419 —revalenceHofHtc—qHdeficiencyHandHknowledgeHofHdiagnosisHinHaHsampleHofHpreviouslyHunscreenedH
yebaneseHmalesgHclinicalHimplicationsVH2006THY_THZcUe 6

418 tenomicHsignaturesHofHpositiveHselectionHinHhumansHandHtheHlimitsHofHoutlierHapproachesVH2006THYcTHfeXUf 163
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malariaVH2007THaTHecc 170

408 tc—qHdeficientHallelesHandHhaplotypeHanalysisHofHhumanHtc—qHlocusHinHãˆ£oHçomˆ'HeH—rˆ›ncipeHPíestH
nfricaQVH2007THdfTHcdfUec 5

407 rstimationHofHmultilocusHlinkageHdisequilibriaHinHdiploidHpopulationsHwithHdominantHmarkersVH2007TH
YdcTHYeYYUZY 25

406 penturyUscaleHuoloceneHprocessesHasHaHsourceHofHnaturalHselectionHpressureHinHhumanHevolutiongH
uoloceneHclimateHandHtheHuumanHtenomeH—rojectVH2007THYdTHcefUcfb 2

405 zutationsHandHhaplotypeHdiversityHinHdXH—ortugueseHtc—qUdeficientHindividualsgHanHoverviewHonHtheH
originHandHevolutionHofHmutatedHallelesVH2007THfZTHYdY_Ua 7

404 uumanHnutritionHandHgeneticHvariationVH2007THZeTHãYXYUYb 11

403 uowHsomeHpeopleHbecameHfarmersVH2007TH_cUbZ

402 ngriculturalHimprovementHinHmodernHtimesVH2007THZcYUZde 1

401 uowHsimilarHareHaminoHacidHmutationsHinHhumanHgeneticHdiseasesHandHevolutionVH2007TH_cZTHZ__Ud 13

400 tc—qHPnpQnHandHPpççQnHmicrosatellitesHinHzexicanHzestizosHwithHcommonHtc—qHnfricanHvariantsVH
2007TH_eTHZ_eUaY 3

399 pombiningHevidenceHofHnaturalHselectionHwithHassociationHanalysisHincreasesHpowerHtoHdetectH
malariaUresistanceHvariantsVH2007THeYTHZ_aUaZ 60

398 ãusceptibilityHtoHzalariaTHteneticsHofVH2007TH

397 purrentHperspectivesHinHphylogeographyHandHtheHsignificanceHofHãouthHruropeanHrefugiaHinHtheH
creationHandHmaintenanceHofHruropeanHbiodiversityVH2007TH_aYU_bd 16

396 nHpracticalHgenomeHscanHforHpopulationUspecificHstrongHselectiveHsweepsHthatHhaveHreachedHfixationVH
2007THZTHeZec 348
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395 —opulationHgeneticsHandHdiseaseVHaaUbe

394 rvolutionaryHuistoryHofHtheHzalariaH—arasitesVHYdbUYed 1

393 tc—qHdeficiencygHtheHgenotypeUphenotypeHassociationVH2007THZYTHZcdUe_ 177

392
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15
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389 poUintrogressionHofHôUchromosomeHhaplogroupsHandHtheHsickleHcellHgeneHacrossHnfricaOsHãahelVH2007TH
YbTHYYe_Ub 17

388 ponceptualHbasesHforHquantifyingHtheHroleHofHtheHenvironmentHonHgeneHevolutiongHtheHparticipationH
ofHpositiveHselectionHandHneutralHevolutionVH2007THeZTHbbYUdZ 26

387 teneticHevidenceHforHongoingHbalancedHselectionHatHhumanHqNnHrepairHgenesHrRppeTHsnNppTHandH
RnqbYpVH2007THcYcTHYcbUda 8

386 pharacterizationHofHglucoseUcUphosphateHdehydrogenaseHdeficiencyHandHidentificationHofHaHnovelH
haplotypeHaedtknWvêãbUcYZPtkpQHinHtheHnchangHpopulationHofHãouthwesternHphinaVH2007THbXTHadfUeb 13

385 tenomicHmedicinegHaHnewHfrontierHofHmedicineHinHtheHtwentyHfirstHcenturyVH2007THYTH_Ud 9

384 rvolutionHofHprohnOsHdiseaseUassociatedHNodZHmutationsVH2008THcXTHYYbUZX 25

383 rvolutionaryHanalysisHofHgenesHofHtwoHpathwaysHinvolvedHinHplacentalHmalariaHinfectionVH2008THYZ_TH_a_Ubd 6

382 teneticHstudiesHofHnfricanHpopulationsgHanHoverviewHonHdiseaseHsusceptibilityHandHresponseHtoH
vaccinesHandHtherapeuticsVH2008THYZ_THbbdUfe 66

381 teographicHvariationHinHadaptationHatHtheHmolecularHlevelgHaHcaseHstudyHofHplantHimmunityHgenesVH
2008THcZTH_XcfUeY 35

380 nreHhumansHstillHevolvinglHçechnologicalHadvancesHandHuniqueHbiologicalHcharacteristicsHallowHusHtoH
adaptHtoHenvironmentalHstressVHuasHthisHstoppedHgeneticHevolutionlVH2008THfHãupplHYTHãbYUa 16

379 teneticHvariationHandHsusceptibilityHtoHinfectiongHtheHredHcellHandHmalariaVH2008THYaYTHZdcUec 91
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