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The Sahara as a vicariant agent, and the role of Miocene climatic events, in the diversification of the
mammalian order Macroscelidea (elephant shrews). Proceedings of the National Academy of Sciences
of the United States of America, 2003, 100, 8325-8330.

3.3 140

214 Supertrees Are a Necessary Not-So-Evil: A Comment on Gatesy et al.. Systematic Biology, 2003, 52,
724-729. 2.7 34

215 Partitioned Likelihood Support and the Evaluation of Data Set Conflict. Systematic Biology, 2003, 52,
15-22. 2.7 83

216 DIVERSIFICATION OF SULAWESI MACAQUE MONKEYS: DECOUPLED EVOLUTION OF MITOCHONDRIAL AND
AUTOSOMAL DNA. Evolution; International Journal of Organic Evolution, 2003, 57, 1931. 1.1 6



14

Citation Report

# Article IF Citations

217 EVOLUTIONARY PROCESSES IN THE GENUS COREOCARPUS: INSIGHTS FROM MOLECULAR PHYLOGENETICS.
Evolution; International Journal of Organic Evolution, 2003, 57, 52. 1.1 2

218
Cryptic species of fig-pollinating wasps: Implications for the evolution of the fig-wasp mutualism, sex
allocation, and precision of adaptation. Proceedings of the National Academy of Sciences of the
United States of America, 2003, 100, 5867-5872.

3.3 262

219 Phylogenetic relationships of African caecilians (Amphibia: Gymnophiona): Insights from
mitochondrial rRNA gene sequences. African Journal of Herpetology, 2003, 52, 83-92. 0.3 71

220 Systematics of the Lizard Family Pygopodidae with Implications for the Diversification of Australian
Temperate Biotas. Systematic Biology, 2003, 52, 757-780. 2.7 86

221 Molecular Systematics and Adaptive Radiation of Hawaii's Endemic Damselfly Genus Megalagrion
(Odonata: Coenagrionidae). Systematic Biology, 2003, 52, 89-109. 2.7 125

222 PHYLOGENETIC DIVERSIFICATION WITHIN THE SOREX CINEREUS GROUP (SORICIDAE). Journal of
Mammalogy, 2003, 84, 144-158. 0.6 44

223 Phylogenetics of Fanged Frogs:Testing Biogeographical Hypotheses at the Interface of the Asian and
Australian Faunal Zones. Systematic Biology, 2003, 52, 794-819. 2.7 143

224 Molecular Phylogenetics of Allodapine Bees, with Implications for the Evolution of Sociality and
Progressive Rearing. Systematic Biology, 2003, 52, 1-14. 2.7 86

225 The Systematic Utility of Floral and Vegetative Fragrance in Two Genera of Nyctaginaceae. Systematic
Biology, 2003, 52, 334-351. 2.7 69

226 PHYLOGENETIC SYSTEMATICS OF THE AUSTRALIAN FAIRY SHRIMP GENUS BRANCHINELLA BASED ON
MITOCHONDRIAL DNA SEQUENCES. Journal of Crustacean Biology, 2003, 23, 436-442. 0.3 6

227 EVOLUTION OF LONG-DISTANCE MIGRATION IN AND HISTORICAL BIOGEOGRAPHY OF CATHARUS THRUSHES:
A MOLECULAR PHYLOGENETIC APPROACH. Auk, 2003, 120, 299. 0.7 68

228 Heterogeneous Selection on LEGCYC Paralogs in Relation to Flower Morphology and the Phylogeny of
Lupinus (Leguminosae). Molecular Biology and Evolution, 2003, 21, 321-331. 3.5 58

229
THE PHYLOGENETICS OF TRICULINE SNAILS (RISSOOIDEA:POMATIOPSIDAE) FROM SOUTH-EAST ASIA AND
SOUTHERN CHINA: HISTORICAL BIOGEOGRAPHY AND THE TRANSMISSION OF HUMAN SCHISTOSOMIASIS.
Journal of Molluscan Studies, 2003, 69, 263-271.

0.4 32

230
Variability and Phylogenetic Incongruence of an SSU nrDNA Group I Intron in Artomyces,
Auriscalpium, and Lentinellus (Auriscalpiaceae: Homobasidiomycetes). Molecular Biology and
Evolution, 2003, 20, 1909-1916.

3.5 11

231 Molecular Taxonomy and Phylogenetics of Some Species of Australian Palaemonid Shrimps. Journal of
Crustacean Biology, 2003, 23, 169-177. 0.3 29

232 Maximum-Likelihood Analysis Using TREE-PUZZLE. Current Protocols in Bioinformatics, 2003, 1,
6.6.1-6.6.23. 25.8 24

233 Evolution of Long-Distance Migration in and Historical Biogeography of Catharus Thrushes: A
Molecular Phylogenetic Approach. Auk, 2003, 120, 299-310. 0.7 79

235 Vicariant Speciation of Curassows (Aves, Cracidae): A Hypothesis Based on Mitochondrial DNA
Phylogeny. Auk, 2004, 121, 682-694. 0.7 10



15

Citation Report

# Article IF Citations

236 Biogeography of Eastern Polynesian Monarchs (Pomarea): An Endemic Genus Close to Extinction.
Condor, 2004, 106, 837-851. 0.7 34

237 Multiple origins of the endemic Australian Macrobrachium (Decapoda : Palaemonidae) based on 16S
rRNA mitochondrial sequences. Australian Journal of Zoology, 2004, 52, 549. 0.6 29

238
Testing the Phylogenetic Position of a Parasitic Plant (Cuscuta, Convolvulaceae, Asteridae): Bayesian
Inference and the Parametric Bootstrap on Data Drawn from Three Genomes. Systematic Biology, 2004,
53, 384-399.

2.7 67

239 PHYLOGENETIC EVIDENCE FOR A MAJOR REVERSAL OF LIFE-HISTORY EVOLUTION IN PLETHODONTID
SALAMANDERS. Evolution; International Journal of Organic Evolution, 2004, 58, 2809. 1.1 14

240 EVOLUTION OF MOUTHBROODING AND LIFE-HISTORY CORRELATES IN THE FIGHTING FISH GENUS BETTA.
Evolution; International Journal of Organic Evolution, 2004, 58, 799. 1.1 3

241 Modeling Compositional Heterogeneity. Systematic Biology, 2004, 53, 485-495. 2.7 438

242
COSPECIATION ANALYSIS OF AN OBLIGATE POLLINATION MUTUALISM: HAVE GLOCHIDION TREES
(EUPHORBIACEAE) AND POLLINATING EPICEPHALA MOTHS (GRACILLARIIDAE) DIVERSIFIED IN PARALLEL?.
Evolution; International Journal of Organic Evolution, 2004, 58, 2201.

1.1 7

243 UNDERSTANDING THE ORIGINS OF AREAS OF ENDEMISM IN PHYLOGEOGRAPHIC ANALYSES: A REPLY TO
BRIDLE ET AL. Evolution; International Journal of Organic Evolution, 2004, 58, 1397. 1.1 0

244 Congruence Versus Phylogenetic Accuracy: Revisiting the Incongruence Length Difference Test.
Systematic Biology, 2004, 53, 81-89. 2.7 214

245 Mathematical Population Genetics. Interdisciplinary Applied Mathematics, 2004, , . 0.2 964

246
Nuclear protein-coding genes support lungfish and not the coelacanth as the closest living relatives
of land vertebrates. Proceedings of the National Academy of Sciences of the United States of America,
2004, 101, 4900-4905.

3.3 168

247
Repeat-type distribution in trnL intron does not correspond with species phylogeny: comparison of
the genetic markers 16S rRNA and trnL intron in heterocystous cyanobacteria. International Journal
of Systematic and Evolutionary Microbiology, 2004, 54, 765-772.

0.8 24

248 The phylogeny of <i>Gaura</i> (Onagraceae) based on ITS, ETS, and<i>trn</i><i>Lâ€•</i><i>F</i> sequence
data. American Journal of Botany, 2004, 91, 139-148. 0.8 27

249
Unraveling the Evolutionary Radiation of the Thoracican Barnacles Using Molecular and
Morphological Evidence: A Comparison of Several Divergence Time Estimation Approaches. Systematic
Biology, 2004, 53, 244-264.

2.7 112

250 Bacteriophage Flux in Endosymbionts (Wolbachia): Infection Frequency, Lateral Transfer, and
Recombination Rates. Molecular Biology and Evolution, 2004, 21, 1981-1991. 3.5 178

251 Evolution of a RNA Polymerase Gene Family in Silene (Caryophyllaceae)â€”Incomplete Concerted
Evolution and Topological Congruence Among Paralogues. Systematic Biology, 2004, 53, 914-932. 2.7 76

252 Evolution of viviparity in horned lizards (Phrynosoma): testing the cold-climate hypothesis. Journal
of Evolutionary Biology, 2004, 17, 1230-1237. 0.8 53

253
Interrelationships of Staphyliniform groups inferred from 18S and 28S rDNA sequences, with special
emphasis on Hydrophiloidea (Coleoptera, Staphyliniformia). Journal of Zoological Systematics and
Evolutionary Research, 2004, 42, 281-288.

0.6 31



16

Citation Report

# Article IF Citations

254
Evolution and phylogeny of the New Zealand cicada genus Kikihia Dugdale (Homoptera:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 747 Td (Auchenorrhyncha: Cicadidae) with special reference to the origin of the Kermadec and Norfolk

Islands' species. Journal of Biogeography, 2004, 31, 1769-1783.
1.4 51

255 The biogeography of Hoffmannseggia (Leguminosae, Caesalpinioideae, Caesalpinieae): a tale of many
travels. Journal of Biogeography, 2004, 32, 15-27. 1.4 61

256 Speciation, phylogeography and evolution of life history and morphology in plethodontid
salamanders of the Eurycea multiplicata complex. Molecular Ecology, 2004, 13, 1189-1203. 2.0 53

257 Hidden biodiversity of the extremophilic Cyanidiales red algae. Molecular Ecology, 2004, 13, 1827-1838. 2.0 167

258 Molecular phylogenetic evidence for an extracellular Cu Zn superoxide dismutase gene in insects.
Insect Molecular Biology, 2004, 13, 587-594. 1.0 37

259
Parallel adaptive radiations in arid and temperate Australia: molecular phylogeography and
systematics of the Egernia whitii (Lacertilia: Scincidae) species group. Biological Journal of the
Linnean Society, 2004, 83, 157-173.

0.7 66

260 The osteology and phylogeny of the Hawaiian finch radiation (Fringillidae: Drepanidini), including
extinct taxa. Zoological Journal of the Linnean Society, 2004, 141, 207-255. 1.0 55

261 EVOLUTION OF MOUTHBROODING AND LIFE-HISTORY CORRELATES IN THE FIGHTING FISH GENUS BETTA.
Evolution; International Journal of Organic Evolution, 2004, 58, 799-813. 1.1 54

262 THE HISTORY OF A NEARCTIC COLONIZATION: MOLECULAR PHYLOGENETICS AND BIOGEOGRAPHY OF THE
NEARCTIC TOADS (BUFO). Evolution; International Journal of Organic Evolution, 2004, 58, 2517-2535. 1.1 101

263
COSPECIATION ANALYSIS OF AN OBLIGATE POLLINATION MUTUALISM: HAVEGLOCHIDION TREES
(EUPHORBIACEAE) AND POLLINATING EPICEPHALA MOTHS(GRACILLARIIDAE) DIVERSIFIED IN PARALLEL?.
Evolution; International Journal of Organic Evolution, 2004, 58, 2201-2214.

1.1 82

264 EVOLUTION OF ANT-CULTIVAR SPECIALIZATION AND CULTIVAR SWITCHING IN APTEROSTIGMA
FUNGUS-GROWING ANTS. Evolution; International Journal of Organic Evolution, 2004, 58, 2252-2265. 1.1 62

265 PHYLOGENETIC EVIDENCE FOR A MAJOR REVERSAL OF LIFE-HISTORY EVOLUTION IN PLETHODONTID
SALAMANDERS. Evolution; International Journal of Organic Evolution, 2004, 58, 2809-2822. 1.1 165

266 UNDERSTANDING THE ORIGINS OF AREAS OF ENDEMISM IN PHYLOGEOGRAPHIC ANALYSES: A REPLY TO
BRIDLE ET AL.. Evolution; International Journal of Organic Evolution, 2004, 58, 1397-1400. 1.1 7

267
Phylogeographic Analysis of the Firefly, Luciola lateralis, in Japan and Korea Based on Mitochondrial
Cytochrome Oxidase II Gene Sequences (Coleoptera: Lampyridae). Biochemical Genetics, 2004, 42,
287-300.

0.8 22

268 Species Relationships in Krameria (Krameriaceae) Based on ITS Sequences and Morphology: Implications
for Character Utility and Biogeography. Systematic Botany, 2004, 29, 97-108. 0.2 33

269 Molecular systematics of the enigmatic 'phascolosoricine' marsupials of New Guinea. Australian
Journal of Zoology, 2004, 52, 389. 0.6 20

270 Veronica: Parallel morphological evolution and phylogeography in the Mediterranean. Plant
Systematics and Evolution, 2004, 246, 177. 0.3 76

271 Molecular phylogeny of Japanese Eleocharis (Cyperaceae) based on ITS sequence data, and
chromosomal evolution. Journal of Plant Research, 2004, 117, 409-419. 1.2 34



17

Citation Report

# Article IF Citations

272 Mitochondrial 16S rRNA sequence variations and phylogeny of the Chinese sisorid catfishes. Science
Bulletin, 2004, 49, 1586-1595. 1.7 5

273 A fragment of chloroplast DNA was transferred horizontally, probably from non-eudicots, to
mitochondrial genome of Phaseolus. Plant Molecular Biology, 2004, 56, 811-820. 2.0 37

274
Comparative Analysis of the Complete Plastid Genome Sequence of the Red Alga Gracilaria
tenuistipitata var. liui Provides Insights into the Evolution of Rhodoplasts and Their Relationship to
Other Plastids. Journal of Molecular Evolution, 2004, 59, 464-477.

0.8 113

275 The tropical Polyporus tricholoma (Polyporaceae) â€” Taxonomy, phylogeny, and the development of
methods to detect cryptic species. Mycological Progress, 2004, 3, 65-79. 0.5 9

276
A DNA-sequence based phylogeny for triculine snails (Gastropoda: Pomatiopsidae: Triculinae),
intermediate hosts for Schistosoma (Trematoda: Digenea): phylogeography and the origin of
Neotricula. Journal of Zoology, 2004, 262, 47-56.

0.8 22

277 Phylogeny and karyotype evolution of the Iberian Leptynia attenuata species complex (Insecta) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (Phasmatodea). Molecular Phylogenetics and Evolution, 2004, 30, 87-96.1.2 19

278 Phylogenetic relationships of the North American chorus frogs (Pseudacris: Hylidae). Molecular
Phylogenetics and Evolution, 2004, 30, 409-420. 1.2 77

279
Current and historical patterns of drainage connectivity in eastern Australia inferred from
population genetic structuring in a widespread freshwater fish Pseudomugil signifer
(Pseudomugilidae). Molecular Ecology, 2004, 13, 391-401.

2.0 61

280 Primate phylogeny, evolutionary rate variations, and divergence times: A contribution from the
nuclear gene IRBP. American Journal of Physical Anthropology, 2004, 124, 01-16. 2.1 93

281 The basidiomycete genusPolyporus- an emendation based on phylogeny and putative secondary
structure of ribosomal RNA molecules. Feddes Repertorium, 2004, 115, 530-546. 0.2 32

282 Phylogeny of elasmobranchs based on LSU and SSU ribosomal RNA genes. Molecular Phylogenetics and
Evolution, 2004, 31, 214-224. 1.2 113

283
Ecdysozoan phylogeny and Bayesian inference: first use of nearly complete 28S and 18S rRNA gene
sequences to classify the arthropods and their kin. Molecular Phylogenetics and Evolution, 2004, 31,
178-191.

1.2 315

284 Shifting sands and shifty lizards: molecular phylogeny and biogeography of African flat lizards
(Platysaurus). Molecular Phylogenetics and Evolution, 2004, 31, 618-629. 1.2 30

285 Novel relationships among hyloid frogs inferred from 12S and 16S mitochondrial DNA sequences.
Molecular Phylogenetics and Evolution, 2004, 31, 462-475. 1.2 237

286
Phylogenetic relationships of Carpha and its relatives (Schoeneae, Cyperaceae) inferred from
chloroplast trnL intron and trnLâ€“trnF intergenic spacer sequences. Molecular Phylogenetics and
Evolution, 2004, 31, 647-657.

1.2 24

287 Molecular phylogeny of Asian termites (Isoptera) of the families Termitidae and Rhinotermitidae based
on mitochondrial COII sequences. Molecular Phylogenetics and Evolution, 2004, 31, 701-710. 1.2 76

288
Endemic ranid (Amphibia: Anura) genera in southern mountain ranges of the Indian subcontinent
represent ancient frog lineages: evidence from molecular data. Molecular Phylogenetics and
Evolution, 2004, 31, 730-740.

1.2 115

289 Conflicting phylogenies of balsaminoid families and the polytomy in Ericales: combining data in a
Bayesian framework. Molecular Phylogenetics and Evolution, 2004, 31, 711-729. 1.2 55



18

Citation Report

# Article IF Citations

290
Unraveling the phylogeny of polygrammoid ferns (Polypodiaceae and Grammitidaceae): exploring
aspects of the diversification of epiphytic plants. Molecular Phylogenetics and Evolution, 2004, 31,
1041-1063.

1.2 190

291 Phylogeny and evolution of the Australo-Papuan honeyeaters (Passeriformes, Meliphagidae).
Molecular Phylogenetics and Evolution, 2004, 31, 943-960. 1.2 88

292 Supraordinal phylogenetic relationships of Lecanoromycetes based on a Bayesian analysis of combined
nuclear and mitochondrial sequences. Molecular Phylogenetics and Evolution, 2004, 31, 822-832. 1.2 97

293
Horned lizard (Phrynosoma) phylogeny inferred from mitochondrial genes and morphological
characters: understanding conflicts using multiple approaches. Molecular Phylogenetics and
Evolution, 2004, 31, 961-971.

1.2 27

294 Convergence among cave catfishes: long-branch attraction and a Bayesian relative rates test.
Molecular Phylogenetics and Evolution, 2004, 31, 1101-1113. 1.2 64

295 Incongruence in Veroniceae (Plantaginaceae): evidence from two plastid and a nuclear ribosomal DNA
region. Molecular Phylogenetics and Evolution, 2004, 32, 183-197. 1.2 71

296 Assessing the passerine â€œTapestryâ€•: phylogenetic relationships of the Muscicapoidea inferred from
nuclear DNA sequences. Molecular Phylogenetics and Evolution, 2004, 32, 264-273. 1.2 59

297 Evolutionary differentiation of bimaculatus group anoles based on analyses of mtDNA and
microsatellite data. Molecular Phylogenetics and Evolution, 2004, 32, 1-10. 1.2 21

298
Investigating phylogenetic relationships of sunfishes and black basses (Actinopterygii: Centrarchidae)
using DNA sequences from mitochondrial and nuclear genes. Molecular Phylogenetics and Evolution,
2004, 32, 344-357.

1.2 69

299
Phylogenetic investigations of Antarctic notothenioid fishes (Perciformes: Notothenioidei) using
complete gene sequences of the mitochondrial encoded 16S rRNA. Molecular Phylogenetics and
Evolution, 2004, 32, 881-891.

1.2 114

300 Relationships of the temperate Australasian labrid fish tribe Odacini (Perciformes; Teleostei).
Molecular Phylogenetics and Evolution, 2004, 32, 575-587. 1.2 49

301 Molecular systematics of African 20-chromosome toads (Anura: Bufonidae). Molecular Phylogenetics
and Evolution, 2004, 32, 671-685. 1.2 37

302 MtDNA phylogeny and biogeography of Copelatinae, a highly diverse group of tropical diving beetles
(Dytiscidae). Molecular Phylogenetics and Evolution, 2004, 32, 866-880. 1.2 58

303
Molecular phylogeny of two lineages of Leuciscinae cyprinids (Telestes and Scardinius) from the
peri-Mediterranean area based on cytochrome b data. Molecular Phylogenetics and Evolution, 2004,
32, 1061-1071.

1.2 76

304 A mitochondrial DNA phylogeny of African clawed frogs: phylogeography and implications for
polyploid evolution. Molecular Phylogenetics and Evolution, 2004, 33, 197-213. 1.2 245

305 Phylogeny of caecilian amphibians (Gymnophiona) based on complete mitochondrial genomes and
nuclear RAG1. Molecular Phylogenetics and Evolution, 2004, 33, 413-427. 1.2 163

306 A phylogeny of the extant Phocidae inferred from complete mitochondrial DNA coding regions.
Molecular Phylogenetics and Evolution, 2004, 33, 363-377. 1.2 61

307 Rabbits, if anything, are likely Glires. Molecular Phylogenetics and Evolution, 2004, 33, 922-935. 1.2 45



19

Citation Report

# Article IF Citations

308 Molecular phylogeography and systematics of the arid-zone members of the Egernia whitii (Lacertilia:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (Scincidae) species group. Molecular Phylogenetics and Evolution, 2004, 33, 549-561.1.2 33

309 Molecular Phylogenetics of Squamata: The Position of Snakes, Amphisbaenians, and Dibamids, and the
Root of the Squamate Tree. Systematic Biology, 2004, 53, 735-757. 2.7 398

310
Hostâ€“Symbiont Stability and Fast Evolutionary Rates in an Antâ€“Bacterium Association: Cospeciation
of Camponotus Species and Their Endosymbionts, Candidatus Blochmannia. Systematic Biology, 2004,
53, 95-110.

2.7 136

311 Multiple origins of parasitism in lice. Proceedings of the Royal Society B: Biological Sciences, 2004,
271, 1771-1776. 1.2 119

312 Vicariant Speciation of Curassows (Aves, Cracidae): A Hypothesis Based on Mitochondrial DNA
Phylogeny. Auk, 2004, 121, 682-694. 0.7 55

313 Phylogeny and Biogeography of the Amazona ochrocephala (Aves: Psittacidae) Complex. Auk, 2004, 121,
318-332. 0.7 72

314 Molecular phylogeny of two lineages of Leuciscinae cyprinids (Telestes and Scardinius) from the
peri-Mediterranean area based on cytochrome b data. Molecular Phylogenetics and Evolution, 2004, , . 1.2 0

315 Floral development and molecular phylogeny support the generic status of <i>Tasmannia</i>
(Winteraceae). American Journal of Botany, 2004, 91, 321-331. 0.8 30

316 Phylogenetic evidence for and implications of a dual origin of propaliny in anomodont therapsids
(Synapsida). Paleobiology, 2004, 30, 268-296. 1.3 45

317 Is subtribe Solidagininae (Asteraceae) monophyletic?. Taxon, 2004, 53, 691-698. 0.4 13

318 Phylogeny and evolution of grammitid ferns (Grammitidaceae): a case of rampant morphological
homoplasy. Taxon, 2004, 53, 415-428. 0.4 158

319 VICARIANT SPECIATION OF CURASSOWS (AVES, CRACIDAE): A HYPOTHESIS BASED ON MITOCHONDRIAL DNA
PHYLOGENY. Auk, 2004, 121, 682. 0.7 58

320 THE HISTORY OF A NEARCTIC COLONIZATION: MOLECULAR PHYLOGENETICS AND BIOGEOGRAPHY OF THE
NEARCTIC TOADS (BUFO). Evolution; International Journal of Organic Evolution, 2004, 58, 2517. 1.1 9

321 EVOLUTION OF ANT-CULTIVAR SPECIALIZATION AND CULTIVAR SWITCHING IN APTEROSTIGMA
FUNGUS-GROWING ANTS. Evolution; International Journal of Organic Evolution, 2004, 58, 2252. 1.1 6

322 PHYLOGENY AND BIOGEOGRAPHY OF THE AMAZONA OCHROCEPHALA (AVES: PSITTACIDAE) COMPLEX. Auk,
2004, 121, 318. 0.7 96

323 Paraphyly in Tribe Onagreae: Insights into Phylogenetic Relationships of Onagraceae Based on Nuclear
and Chloroplast Sequence Data. Systematic Botany, 2004, 29, 147-164. 0.2 74

324 Further Resolution of the Rapid Radiation of Saxifragales (Angiosperms, Eudicots) Supported by
Mixed-Model Bayesian Analysis. Systematic Botany, 2004, 29, 883-891. 0.2 28

325 Molecular Phylogeny and Biogeography of Ribes (Grossulariaceae), with an Emphasis on Gooseberries
(subg. Grossularia). Systematic Botany, 2004, 29, 77-96. 0.2 55



20

Citation Report

# Article IF Citations

326 Phylogenetic relationships of discoglossid frogs (Amphibia:Anura:Discoglossidae) based on complete
mitochondrial genomes and nuclear genes. Gene, 2004, 343, 357-366. 1.0 65

327 Mitochondrial DNA sequence, morphology and ecology yield contrasting conservation implications
for two threatened buckmoths (Hemileuca: Saturniidae). Biological Conservation, 2004, 118, 341-351. 1.9 30

328 Genome-scale data, angiosperm relationships, and â€˜ending incongruenceâ€™: a cautionary tale in
phylogenetics. Trends in Plant Science, 2004, 9, 477-483. 4.3 176

329 Molecular Phylogeny and Dating of Early Primate Divergences. , 2004, , 45-64. 30

330 Molecular Phylogeny of Chrysothamnus and Related Genera (Asteraceae, Astereae) Based on Nuclear
Ribosomal 3â€² ETS and ITS Sequence Data. Systematic Botany, 2004, 29, 199-215. 0.2 11

331
Molecular Systematics and Biogeography of the Southern South American Freshwater â€œCrabsâ€• Aegla
(Decapoda: Anomura: Aeglidae) Using Multiple Heuristic Tree Search Approaches. Systematic Biology,
2004, 53, 767-780.

2.7 113

332 BIOGEOGRAPHY OF EASTERN POLYNESIAN MONARCHS (POMAREA): AN ENDEMIC GENUS CLOSE TO
EXTINCTION. Condor, 2004, 106, 837. 0.7 31

333 Phylogenetic analyses: a brief introduction to methods and their application. Expert Review of
Molecular Diagnostics, 2004, 4, 339-350. 1.5 8

334 Data incongruence and the problem of avian louse phylogeny. Zoologica Scripta, 2004, 33, 239-259. 0.7 31

335 Molecular Phylogenetics of Core Brassicales, Placement of Orphan Genera Emblingia, Forchhammeria,
Tirania, and Character Evolution. Systematic Botany, 2004, 29, 654-669. 0.2 81

336 Morphological Evolution and Systematics of Synthyris and Besseya (Veronicaceae): A Phylogenetic
Analysis. Systematic Botany, 2004, 29, 716-736. 0.2 10

337 Parallel Loss of a Slowly Evolving Intron from Two Closely Related Families in Asparagales.
Systematic Botany, 2004, 29, 296-307. 0.2 19

338 Phylogenetic Relationships of the Enigmatic Malesian Fern Thylacopteris (Polypodiaceae,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (Polypodiidae). International Journal of Plant Sciences, 2004, 165, 1077-1087.0.6 28

339 Basidiospore homoplasy and variation in theInocybe chelanensisgroup in North America. Mycologia,
2004, 96, 295-309. 0.8 13

340 A Mitochondrial DNA Perspective on the Molecular Systematics of the Sunfish Genus Lepomis
(Actinopterygii: Centrarchidae). Copeia, 2005, 2005, 340-346. 1.4 14

341 Evolutionary history of the Drosophila bipectinata species complex. Genetical Research, 2005, 85,
23-46. 0.3 56

342 A Phylogenetic Analysis of Loasaceae Subfamily Loasoideae Based on Plastid DNA Sequences.
International Journal of Plant Sciences, 2005, 166, 289-300. 0.6 22

343 Molecular phylogenetics and evolutionary history of the neotropical Satyrine Subtribe Euptychiina
(Nymphalidae: Satyrinae). Molecular Phylogenetics and Evolution, 2005, 34, 67-80. 1.2 57



21

Citation Report

# Article IF Citations

344
Population genetics and phylogenetic inference in bacterial molecular systematics: the roles of
migration and recombination in Bradyrhizobium species cohesion and delineation. Molecular
Phylogenetics and Evolution, 2005, 34, 29-54.

1.2 344

345 Molecular systematics and radiation of western North American nymphophiline gastropods.
Molecular Phylogenetics and Evolution, 2005, 34, 284-298. 1.2 50

346 A molecular phylogenetic analysis of the â€œtrue thrushesâ€• (Aves: Turdinae). Molecular Phylogenetics
and Evolution, 2005, 34, 486-500. 1.2 71

347 Re-assessment of monophyly, evolution of myrmecophytism, and rapid radiation in Neonauclea s.s.
(Rubiaceae). Molecular Phylogenetics and Evolution, 2005, 34, 334-354. 1.2 29

348 Phylogenetic relationships and evolutionary history of snake-eyed skink Ablepharus kitaibelii (Sauria:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 582 Td (Scincidae). Molecular Phylogenetics and Evolution, 2005, 34, 245-256.1.2 66

349 Phylogeny of the New World true frogs (Rana). Molecular Phylogenetics and Evolution, 2005, 34,
299-314. 1.2 170

350 A phylogeographically distinct and deep divergence in the widespread Neotropical turnip-tailed gecko,
Thecadactylus rapicauda. Molecular Phylogenetics and Evolution, 2005, 34, 431-437. 1.2 27

351 Molecular phylogenetics and historical biogeography of Hawaiian Dryopteris (Dryopteridaceae).
Molecular Phylogenetics and Evolution, 2005, 34, 392-407. 1.2 63

352
New DNA data from a transthyretin nuclear intron suggest an Oligocene to Miocene diversification
of living South America opossums (Marsupialia: Didelphidae). Molecular Phylogenetics and Evolution,
2005, 35, 363-379.

1.2 61

353 Eccrinales (Trichomycetes) are not fungi, but a clade of protists at the early divergence of animals
and fungi. Molecular Phylogenetics and Evolution, 2005, 35, 21-34. 1.2 93

354 The phylogenetic history and biogeography of the frankincense and myrrh family (Burseraceae) based
on nuclear and chloroplast sequence data. Molecular Phylogenetics and Evolution, 2005, 35, 85-101. 1.2 176

355 A molecular phylogeny of the hawkmoth genus Hyles (Lepidoptera: Sphingidae, Macroglossinae).
Molecular Phylogenetics and Evolution, 2005, 35, 442-458. 1.2 34

356 Molecular systematics of the endemic Leptaxini (Gastropoda: Pulmonata) on the Azores islands.
Molecular Phylogenetics and Evolution, 2005, 37, 132-143. 1.2 50

357 Molecular phylogenetics and biogeography of the Neotropical redstarts (Myioborus; Aves, Parulinae).
Molecular Phylogenetics and Evolution, 2005, 37, 511-528. 1.2 85

358 A phylogeny of the Caniformia (order Carnivora) based on 12 complete protein-coding mitochondrial
genes. Molecular Phylogenetics and Evolution, 2005, 37, 192-201. 1.2 85

359 Molecular phylogeny of the benthic shallow-water octopuses (Cephalopoda: Octopodinae).
Molecular Phylogenetics and Evolution, 2005, 37, 235-248. 1.2 68

360
Phylogenetic relationships and biogeography of Podarcis species from the Balkan Peninsula, by
bayesian and maximum likelihood analyses of mitochondrial DNA sequences. Molecular Phylogenetics
and Evolution, 2005, 37, 845-857.

1.2 80

361 Evolution and phylogeography of Halimeda section Halimeda (Bryopsidales, Chlorophyta). Molecular
Phylogenetics and Evolution, 2005, 37, 789-803. 1.2 42



22

Citation Report

# Article IF Citations

362 Model-based multi-locus estimation of decapod phylogeny and divergence times. Molecular
Phylogenetics and Evolution, 2005, 37, 355-369. 1.2 223

363 Phylogenetics of the australasian mudfishes: Evolution of an eel-like body plan. Molecular
Phylogenetics and Evolution, 2005, 37, 417-425. 1.2 35

364 Dinophilidae (Annelida) is most likely not a progenetic Eunicida: Evidence from 18S and 28S rDNA.
Molecular Phylogenetics and Evolution, 2005, 37, 619-623. 1.2 28

365
Molecular systematics of Middle American harvest mice Reithrodontomys (Muridae), estimated from
mitochondrial cytochrome b gene sequences. Molecular Phylogenetics and Evolution, 2005, 37,
529-540.

1.2 46

366 RAPID AND REPEATED ORIGIN OF INSULAR GIGANTISM AND DWARFISM IN AUSTRALIAN TIGER SNAKES.
Evolution; International Journal of Organic Evolution, 2005, 59, 226-233. 1.1 120

367 Using models of nucleotide evolution to build phylogenetic trees. Developmental and Comparative
Immunology, 2005, 29, 211-227. 1.0 58

368 Phylogenetic congruence of mealybugs and their primary endosymbionts. Journal of Evolutionary
Biology, 2005, 18, 315-324. 0.8 40

369 Phylogeny and evolution of dorsal pattern in the Mexican endemic lizard genus Barisia (Anguidae:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (Gerrhonotinae). Journal of Zoological Systematics and Evolutionary Research, 2005, 43, 243-257.0.6 17

370 The phylogenetic position of Anomochilidae (Reptilia: Serpentes): first evidence from DNA sequences.
Journal of Zoological Systematics and Evolutionary Research, 2005, 43, 315-320. 0.6 42

371 Dispersal, vicariance, and timing of diversification in Nothonotus darters. Molecular Ecology, 2005,
14, 3485-3496. 2.0 72

372 Worldwide structure of mtDNA diversity among Cuvier's beaked whales (Ziphius cavirostris):
implications for threatened populations. Molecular Ecology, 2005, 14, 3353-3371. 2.0 76

373 Parallels in the evolution of the two largest New and Old World seed-beetle genera (Coleoptera,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (Bruchidae). Molecular Ecology, 2005, 14, 4003-4021.2.0 40

374 Historical biogeography and diversification within the Neotropical parrot genus <i>Pionopsitta</i>
(Aves: Psittacidae). Journal of Biogeography, 2005, 32, 1409-1427. 1.4 93

375 Phylogenetic analysis of the mitochondrial cytochrome c oxidase subunit 1 gene from 13 sipunculan
genera: intraâ€• and interphylum relationships. Invertebrate Biology, 2003, 122, 252-264. 0.3 22

376 REPLICATE PATTERNS OF SPECIES RICHNESS, HISTORICAL BIOGEOGRAPHY, AND PHYLOGENY IN HOLARCTIC
TREEFROGS. Evolution; International Journal of Organic Evolution, 2005, 59, 2433-2450. 1.1 123

377 ORIGIN OF THE SERPENTINE-ENDEMIC HERB LAYLA DISCOIDEA FROM THE WIDESPREAD L. LANDULOSA
(COMPOSITAE). Evolution; International Journal of Organic Evolution, 2005, 59, 2473-2479. 1.1 54

378
PHYLOGEOGRAPHY AND DEMOGRAPHY OF SYMPATRIC SISTER SURFPERCH SPECIES, EMBIOTOCA JACKSONI
AND E. LATERALIS ALONG THE CALIFORNIA COAST: HISTORICAL VERSUS ECOLOGICAL FACTORS. Evolution;
International Journal of Organic Evolution, 2005, 59, 386-394.

1.1 37

379
DIVERSITY IN THE WEAPONS OF SEXUAL SELECTION: HORN EVOLUTION IN THE BEETLE GENUS
ONTHOPHAGUS (COLEOPTERA: SCARABAEIDAE). Evolution; International Journal of Organic Evolution,
2005, 59, 1060-1084.

1.1 239



23

Citation Report

# Article IF Citations

380 ORIGIN AND RAPID DIVERSIFICATION OF A TROPICAL MOSS. Evolution; International Journal of Organic
Evolution, 2005, 59, 1413-1424. 1.1 37

381 Phylogeny and biogeographical history of Trogoniformes, a pantropical bird order. Biological
Journal of the Linnean Society, 2005, 84, 725-738. 0.7 47

382 Systematics of African lowland rainforest Praomys (Rodentia, Muridae) based on molecular and
craniometrical data. Zoological Journal of the Linnean Society, 2005, 145, 539-553. 1.0 23

383 Shooting darts: co-evolution and counter-adaptation in hermaphroditic snails. BMC Evolutionary
Biology, 2005, 5, 25. 3.2 148

384 Evolutionary Relationships of the Limnochromini, a Tribe of Benthic Deepwater Cichlid Fish Endemic
to Lake Tanganyika, East Africa. Journal of Molecular Evolution, 2005, 60, 277-289. 0.8 82

385 Exploring the evolution of humus collecting leaves in drynarioid ferns (Polypodiaceae, Polypodiidae)
based on phylogenetic evidence. Plant Systematics and Evolution, 2005, 252, 175-197. 0.3 60

386
Genome sequences of Agropyron mosaic virus and Hordeum mosaic virus support reciprocal
monophyly of the genera Potyvirus and Rymovirus in the family Potyviridae. Archives of Virology,
2005, 150, 299-312.

0.9 20

387 Evolutionary Origins of Genomic Repertoires in Bacteria. PLoS Biology, 2005, 3, e130. 2.6 307

388 A molecular phylogenetic approach to Longidoridae (Nematoda: Dorylaimida). Nematology, 2005, 7,
111-124. 0.2 95

389 Branch-Length Prior Influences Bayesian Posterior Probability of Phylogeny. Systematic Biology, 2005,
54, 455-470. 2.7 196

390 Asynchronous Colonization of Madagascar by the Four Endemic Clades of Primates, Tenrecs,
Carnivores, and Rodents as Inferred from Nuclear Genes. Systematic Biology, 2005, 54, 719-730. 2.7 341

391 Operon formation is driven by co-regulation and not by horizontal gene transfer. Genome Research,
2005, 15, 809-819. 2.4 131

392 Patterns of Diversifying Selection in the Phytotoxin-like scr74 Gene Family of Phytophthora infestans.
Molecular Biology and Evolution, 2005, 22, 659-672. 3.5 140

393
PHYLOGEOGRAPHY AND DEMOGRAPHY OF SYMPATRIC SISTER SURFPERCH SPECIES, EMBIOTOCA JACKSONI
AND E. LATERALIS ALONG THE CALIFORNIA COAST: HISTORICAL VERSUS ECOLOGICAL FACTORS. Evolution;
International Journal of Organic Evolution, 2005, 59, 386.

1.1 0

394 ORIGIN OF THE SERPENTINE-ENDEMIC HERB LAYIA DISCOIDEA FROM THE WIDESPREAD L. GLANDULOSA
(COMPOSITAE). Evolution; International Journal of Organic Evolution, 2005, 59, 2473. 1.1 4

395 REPLICATE PATTERNS OF SPECIES RICHNESS, HISTORICAL BIOGEOGRAPHY, AND PHYLOGENY IN HOLARCTIC
TREEFROGS. Evolution; International Journal of Organic Evolution, 2005, 59, 2433. 1.1 2

396 Mitochondrial genomes suggest that hexapods and crustaceans are mutually paraphyletic.
Proceedings of the Royal Society B: Biological Sciences, 2005, 272, 1295-1304. 1.2 191

397 Resolving Deep Phylogenetic Relationships in Salamanders: Analyses of Mitochondrial and Nuclear
Genomic Data. Systematic Biology, 2005, 54, 758-777. 2.7 52



24

Citation Report

# Article IF Citations

398 Molecular Epidemiology of Group C Viruses ( Bunyaviridae , Orthobunyavirus ) Isolated in the
Americas. Journal of Virology, 2005, 79, 10561-10570. 1.5 59

399 Evolutionary Genetics of the Accessory Gene Regulator ( agr ) Locus in Staphylococcus aureus.
Journal of Bacteriology, 2005, 187, 8312-8321. 1.0 108

400 RAPID AND REPEATED ORIGIN OF INSULAR GIGANTISM AND DWARFISM IN AUSTRALIAN TIGER SNAKES.
Evolution; International Journal of Organic Evolution, 2005, 59, 226. 1.1 6

401 ORIGIN AND RAPID DIVERSIFICATION OF A TROPICAL MOSS. Evolution; International Journal of Organic
Evolution, 2005, 59, 1413. 1.1 0

402
Nonuniform Concerted Evolution and Chloroplast Capture: Heterogeneity of Observed Introgression
Patterns in Three Molecular Data Partition Phylogenies of Asian Mitella (Saxifragaceae). Molecular
Biology and Evolution, 2005, 22, 285-296.

3.5 134

403 Weighted Least-Squares Likelihood Ratio Test for Branch Testing in Phylogenies Reconstructed from
Distance Measures. Systematic Biology, 2005, 54, 218-229. 2.7 22

404 Tertiary Endosymbiosis Driven Genome Evolution in Dinoflagellate Algae. Molecular Biology and
Evolution, 2005, 22, 1299-1308. 3.5 149

405

Cryptic Species in the <I>Anopheles</I> (<I>Nyssorhynchus</I>) <I>albitarsis</I> (Diptera: Culicidae)
Complex: Incongruence Between Random Amplified Polymorphic DNA-Polymerase Chain Reaction
Identification and Analysis of Mitochondrial DNA <I>COI</I> Gene Sequences. Annals of the
Entomological Society of America, 2005, 98, 908-917.

1.3 59

406 PHYLOGENETICS OF THE NEW WORLD RODENT FAMILY HETEROMYIDAE. Journal of Mammalogy, 2005, 86,
366-379. 0.6 72

407 Genetic variation is not concordant with morphological variation in the fern <i>Asplenium
hookerianum</i> sensu lato (Aspleniaceae). American Journal of Botany, 2005, 92, 1559-1564. 0.8 18

408 Molecular Phylogenetics of the Siphonophora (Cnidaria), with Implications for the Evolution of
Functional Specialization. Systematic Biology, 2005, 54, 916-935. 2.7 86

409 Archaeobatrachian Paraphyly and Pangaean Diversification of Crown-Group Frogs. Systematic
Biology, 2005, 54, 111-126. 2.7 150

410 Major analytical and conceptual shortcomings in a recent taxonomic revision of the
Procellariiformesâ€”a reply to Penhallurick and Wink (2004). Emu, 2005, 105, 181-186. 0.2 27

411 Ancient DNA from giant extinct lemurs confirms single origin of Malagasy primates. Proceedings of
the National Academy of Sciences of the United States of America, 2005, 102, 5090-5095. 3.3 93

412

Genetic Diversity, Recombination and Cryptic Clades in Pseudomonas viridiflava Infecting Natural
Populations of Arabidopsis thalianaSequence data from this article have been deposited with the
EMBL/GenBank Data Libraries under accession nos. AY604840, AY604841, AY604842, AY604843, AY604844,
AY604845, AY604846, AY604847, AY604848 and AY606338, AY606800.. Genetics, 2005, 169, 21-35.

1.2 50

413 A fourâ€•gene study of evolutionary relationships in <i>Solanum</i> section <i>Acanthophora</i>.
American Journal of Botany, 2005, 92, 603-612. 0.8 74

414 Life history and systematics of the aquatic discomycete <i>Mitrula</i> (Helotiales, Ascomycota) based
on cultural, morphological, and molecular studies. American Journal of Botany, 2005, 92, 1565-1574. 0.8 51

415
DIVERSITY IN THE WEAPONS OF SEXUAL SELECTION: HORN EVOLUTION IN THE BEETLE GENUS
ONTHOPHAGUS (COLEOPTERA: SCARABAEIDAE). Evolution; International Journal of Organic Evolution,
2005, 59, 1060.

1.1 13



25

Citation Report

# Article IF Citations

416 Duplication of floral regulatory genes in the Lamiales. American Journal of Botany, 2005, 92, 1284-1293. 0.8 27

417 The Comparison of the Confidence Regions in Phylogeny. Molecular Biology and Evolution, 2005, 22,
2285-2296. 3.5 27

418 Integrating Reptilian Herpesviruses into the Family Herpesviridae. Journal of Virology, 2005, 79, 725-731. 1.5 114

419
Incorporating gene-specific variation when inferring and evaluating optimal evolutionary tree
topologies from multilocus sequence data. Proceedings of the National Academy of Sciences of the
United States of America, 2005, 102, 4436-4441.

3.3 45

420 Hylid Frog Phylogeny and Sampling Strategies for Speciose Clades. Systematic Biology, 2005, 54,
778-807. 2.7 320

422 Molecular Phylogeny of Megaloceros giganteus â€” the Giant Deer or Just a Giant Red Deer?. Zoological
Science, 2005, 22, 1031-1044. 0.3 28

423
SCUTICOCILIATE ENDOSYMBIONTS OF ECHINOIDS (PHYLUM ECHINODERMATA): PHYLOGENETIC
RELATIONSHIPS AMONG SPECIES IN THE GENERA ENTODISCUS, PLAGIOPYLIELLA, THYROPHYLAX, AND
ENTORHIPIDIUM (PHYLUM CILIOPHORA). Journal of Parasitology, 2005, 91, 1190-1199.

0.3 35

424 CRYPTIC SPECIES IN THE MEXICAN POCKET GOPHER CRATOGEOMYS MERRIAMI. Journal of Mammalogy,
2005, 86, 1095-1108. 0.6 28

425 PHYLOGENETICS OF SPINY POCKET MICE (GENUS LIOMYS): ANALYSIS OF CYTOCHROMEbBASED ON MULTIPLE
HEURISTIC APPROACHES. Journal of Mammalogy, 2005, 86, 1085-1094. 0.6 12

426 Between Two Extremes: Mitochondrial DNA is neither the Panacea nor the Nemesis of Phylogenetic
and Taxonomic Inference. Systematic Biology, 2005, 54, 952-961. 2.7 371

427 Maximum-Likelihood Methods for Phylogeny Estimation. Methods in Enzymology, 2005, 395, 757-779. 0.4 22

428 Polyphyly of <i>Mussaenda</i> inferred from ITS and trnTâ€•F data and its implication for generic limits
in Mussaendeae (Rubiaceae). American Journal of Botany, 2005, 92, 544-557. 0.8 67

429 Phylogenetic Signal in AFLP Data Sets. Systematic Biology, 2005, 54, 197-217. 2.7 123

430 Basal cactus phylogeny: implications of <i>Pereskia</i> (Cactaceae) paraphyly for the transition to the
cactus life form. American Journal of Botany, 2005, 92, 1177-1188. 0.8 151

431 Distinguishing historical fragmentation from a recent population decline â€“ shrinking or pre-shrunk
skink from New Zealand?. Biological Conservation, 2005, 123, 197-210. 1.9 24

432 Phylogenetic Analysis of the Lythraceae Based on Four Gene Regions and Morphology. International
Journal of Plant Sciences, 2005, 166, 995-1017. 0.6 80

433 Phylogenomics. Annual Review of Ecology, Evolution, and Systematics, 2005, 36, 541-562. 3.8 303

434 Assessing the Uncertainty in Phylogenetic Inference. , 2005, , 463-493. 3



26

Citation Report

# Article IF Citations

436 Comparative analysis of hepatitis C virus phylogenies from coding and non-coding regions: the 5'
untranslated region (UTR) fails to classify subtypes. Virology Journal, 2006, 3, 103. 1.4 25

437 The Posterior and the Prior in Bayesian Phylogenetics. Annual Review of Ecology, Evolution, and
Systematics, 2006, 37, 19-42. 3.8 164

438
EVIDENCE FOR THE REVERSIBILITY OF DIGIT LOSS: A PHYLOGENETIC STUDY OF LIMB EVOLUTION IN BACHIA
(GYMNOPHTHALMIDAE: SQUAMATA). Evolution; International Journal of Organic Evolution, 2006, 60,
1896.

1.1 3

439 <I>Leavenworthia</I> (Brassicaceae) Revisited: Testing Classic Systematic and Mating System
Hypotheses. Systematic Botany, 2006, 31, 151-159. 0.2 24

440
Systematics and mating systems of two fungal pathogens of opium poppy: the heterothallic Crivellia
papaveracea with a Brachycladium penicillatum asexual state and a homothallic species with a
Brachycladium papaveris asexual state. Canadian Journal of Botany, 2006, 84, 1304-1326.

1.2 44

441 PLANT DEFENSE SYNDROMES. Ecology, 2006, 87, S132-S149. 1.5 574

442 Evaluating alternative hypotheses for the early evolution and diversification of ants. Proceedings of
the National Academy of Sciences of the United States of America, 2006, 103, 18172-18177. 3.3 437

443
Incorporating Molecular Evolution into Phylogenetic Analysis, and a New Compilation of Conserved
Polymerase Chain Reaction Primers for Animal Mitochondrial DNA. Annual Review of Ecology,
Evolution, and Systematics, 2006, 37, 545-579.

3.8 496

444 Phylogenetic Relationships and Chromosome Number Evolution in <I>Passiflora</I>. Systematic
Botany, 2006, 31, 138-150. 0.2 122

445 Phylogeny and Biogeography of <I>Pomaria</I> (Caesalpinioideae: Leguminosae). Systematic Botany,
2006, 31, 792-804. 0.2 12

446 Phylogeny and Biogeography of Isophyllous Species of <I>Campanula</I> (Campanulaceae) in the
Mediterranean Area. Systematic Botany, 2006, 31, 862-880. 0.2 79

447 SEASONAL MIGRATION, SPECIATION, AND MORPHOLOGICAL CONVERGENCE IN THE GENUS CATHARUS
(TURDIDAE). Auk, 2006, 123, 1052. 0.7 17

448 Medusozoan Phylogeny and Character Evolution Clarified by New Large and Small Subunit rDNA Data
and an Assessment of the Utility of Phylogenetic Mixture Models. Systematic Biology, 2006, 55, 97-115. 2.7 331

449 A Composite Molecular Phylogeny of Living Lemuroid Primates. Folia Primatologica, 2006, 77, 434-445. 0.3 18

450 Phylogeny of Eunicida (Annelida) and Exploring Data Congruence Using a Partition Addition Bootstrap
Alteration (PABA) Approach. Systematic Biology, 2006, 55, 1-20. 2.7 137

451
Assessing the potential of regions of the nuclear and mitochondrial genome to develop a â€œmolecular
tool boxâ€• for the detection and characterization of Phytophthora species. Journal of
Microbiological Methods, 2006, 67, 70-85.

0.7 94

452 Seasonal Migration, Speciation, and Morphological Convergence in the Genus Catharus (Turdidae).
Auk, 2006, 123, 1052-1068. 0.7 30

454 Molecular clock and estimation of species divergence times. , 2006, , 223-258. 0



27

Citation Report

# Article IF Citations

455 Using Minimum Bootstrap support for Splits to Construct Confidence Regions for Trees.
Evolutionary Bioinformatics, 2006, 2, 117693430600200. 0.6 2

456 Eritreo-Arabian Affinities of the Socotran Flora as Revealed from the Molecular Phylogeny of Aerva
(Amaranthaceae). Systematic Botany, 2006, 31, 560-570. 0.2 21

457 Phylogeny of the <i>Elaeodendron</i> Group (Celastraceae) Inferred from Morphological Characters
and Nuclear and Plastid Genes. Systematic Botany, 2006, 31, 512-524. 0.2 20

458
Sequence analyses of the small subunit rRNA gene confirm the paraphyly of oligotrich ciliates
<i>sensu lato</i> and support the monophyly of the subclasses Oligotrichia and Choreotrichia
(Ciliophora, Spirotrichea). Journal of Zoology, 2003, 260, 87-97.

0.8 76

459
The biogeography of the austral, subalpine genus Ourisia (Plantaginaceae) based on molecular
phylogenetic evidence: South American origin and dispersal to New Zealand and Tasmania. Biological
Journal of the Linnean Society, 2006, 87, 479-513.

0.7 64

460 The geography of diversification in the mormoopids (Chiroptera: Mormoopidae). Biological Journal of
the Linnean Society, 2006, 88, 101-118. 0.7 57

461 Molecular phylogeny of sea snakes reveals a rapidly diverged adaptive radiation. Biological Journal of
the Linnean Society, 2006, 89, 523-539. 0.7 61

462
EVIDENCE FOR THE REVERSIBILITY OF DIGIT LOSS: A PHYLOGENETIC STUDY OF LIMB EVOLUTION IN BACHIA
(GYMNOPHTHALMIDAE: SQUAMATA). Evolution; International Journal of Organic Evolution, 2006, 60,
1896-1912.

1.1 119

463
Malaria parasites (Apicomplexa, Haematozoea) and their relationships with their hosts: is there an
evolutionary cost for the specialization?. Journal of Zoological Systematics and Evolutionary
Research, 2006, 44, 265-273.

0.6 17

464 Phylogeny and biogeography of water skinks of the genus Tropidophorus (Reptilia: Scincidae): a
molecular approach. Zoologica Scripta, 2006, 35, 85-95. 0.7 23

465 A REVISED CLASSIFICATION OF THE DICTYOTEAE (DICTYOTALES, PHAEOPHYCEAE) BASED ON rbc L AND 26S
RIBOSOMAL DNA SEQUENCE ANALYSES 1. Journal of Phycology, 2006, 42, 1271-1288. 1.0 87

466 Historical biogeography of lowland species of toads (Bufo) across the Trans-Mexican Neovolcanic
Belt and the Isthmus of Tehuantepec. Journal of Biogeography, 2006, 33, 1889-1904. 1.4 81

467 Evolutionary relationships of Drosophila mojavensis geographic host races and their sister species
Drosophila arizonae. Molecular Ecology, 2006, 16, 1007-1022. 2.0 79

468 Assessment of the diversity and species specificity of the mutualistic association between Epicephala
moths and Glochidion trees. Molecular Ecology, 2006, 15, 3567-3581. 2.0 61

469 Co-cladogenesis spanning three phyla: leafhoppers (Insecta: Hemiptera: Cicadellidae) and their dual
bacterial symbionts. Molecular Ecology, 2006, 15, 4175-4191. 2.0 144

470
A genetic perspective on the geographic association of taxa among arid North American lizards of the
Sceloporus magister complex (Squamata: Iguanidae: Phrynosomatinae). Molecular Phylogenetics and
Evolution, 2006, 39, 873-880.

1.2 39

471
Multiple host shifts between distantly related plants, Juglandaceae and Ericaceae, in the leaf-mining
moth Acrocercops leucophaea complex (Lepidoptera: Gracillariidae). Molecular Phylogenetics and
Evolution, 2006, 38, 231-240.

1.2 26

472
Phylogenetic relationships of South American lizards of the genus Stenocercus (Squamata: Iguania): A
new approach using a general mixture model for gene sequence data. Molecular Phylogenetics and
Evolution, 2006, 39, 171-185.

1.2 26



28

Citation Report

# Article IF Citations

473
Phylogeny of the Callandrena subgenus of Andrena (Hymenoptera: Andrenidae) based on
mitochondrial and nuclear DNA data: Polyphyly and convergent evolution. Molecular Phylogenetics
and Evolution, 2006, 38, 330-343.

1.2 32

474 Phylogeny and biogeography of Altingiaceae: Evidence from combined analysis of five non-coding
chloroplast regions. Molecular Phylogenetics and Evolution, 2006, 39, 512-528. 1.2 75

475
Phylogenetic relationships of horned lizards (Phrynosoma) based on nuclear and mitochondrial data:
Evidence for a misleading mitochondrial gene tree. Molecular Phylogenetics and Evolution, 2006, 39,
628-644.

1.2 143

476 Molecular evidence for the age, origin, and evolutionary history of the American desert plant genus
Tiquilia (Boraginaceae). Molecular Phylogenetics and Evolution, 2006, 39, 668-687. 1.2 92

477 Reconsideration of the phylogenetic relationships of the enigmatic Bornean Bristlehead (Pityriasis) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 582 Td (gymnocephala). Molecular Phylogenetics and Evolution, 2006, 39, 893-898.1.2 23

478 Basal relationships in the Drosophila melanogaster species group. Molecular Phylogenetics and
Evolution, 2006, 39, 787-798. 1.2 37

479 Seed plant phylogeny: Gnetophytes are derived conifers and a sister group to Pinaceae. Molecular
Phylogenetics and Evolution, 2006, 40, 208-217. 1.2 44

480 Phylogeny, historical biogeography, and patterns of diversification for Pinus (Pinaceae): Phylogenetic
tests of fossil-based hypotheses. Molecular Phylogenetics and Evolution, 2006, 40, 166-182. 1.2 155

481
Phylogeny and biogeography of ice crawlers (Insecta: Grylloblattodea) based on six molecular loci:
Designating conservation status for Grylloblattodea species. Molecular Phylogenetics and
Evolution, 2006, 41, 222-237.

1.2 31

482 A molecular assessment of phylogenetic relationships and lineage accumulation rates within the
family Salamandridae (Amphibia, Caudata). Molecular Phylogenetics and Evolution, 2006, 41, 368-383. 1.2 131

483
Molecular phylogeny of the Arctoidea (Carnivora): Effect of missing data on supertree and
supermatrix analyses of multiple gene data sets. Molecular Phylogenetics and Evolution, 2006, 41,
165-181.

1.2 155

484 Evolution of active host-attraction strategies in the freshwater mussel tribe Lampsilini (Bivalvia:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (Unionidae). Molecular Phylogenetics and Evolution, 2006, 41, 195-208.1.2 55

485 A phylogenetic analysis of the major groups of catfishes (Teleostei: Siluriformes) using rag1 and rag2
nuclear gene sequences. Molecular Phylogenetics and Evolution, 2006, 41, 636-662. 1.2 294

486 Evolution in temperate and tropical seas: Disparate patterns in southern hemisphere abalone
(Mollusca: Vetigastropoda: Haliotidae). Molecular Phylogenetics and Evolution, 2006, 41, 249-256. 1.2 36

487 Origin and diversification of Thymelaea (Thymelaeaceae): inferences from a phylogenetic study based
on ITS (rDNA) sequences. Plant Systematics and Evolution, 2006, 257, 159-187. 0.3 17

488 Phylogenetics of Quiinaceae (Malpighiales): evidence from trnL-trnF sequence data and morphology.
Plant Systematics and Evolution, 2006, 257, 189-203. 0.3 15

489 Phylogenetic analysis of morphology in Prunus reveals extensive homoplasy. Plant Systematics and
Evolution, 2006, 259, 53-71. 0.3 66

490 Distribution of Assamese macaques (Macaca assamensis) in the Inner Himalayan region of Bhutan and
their mtDNA diversity. Primates, 2006, 47, 388-392. 0.7 14



29

Citation Report

# Article IF Citations

491 Phylogeographic patterns of the mysid Mesopodopsis slabberi (Crustacea, Mysida) in Western Europe:
evidence for high molecular diversity and cryptic speciation. Marine Biology, 2006, 149, 465-481. 0.7 36

492 Adaptive Evolution and Recombination of Rickettsia Antigens. Journal of Molecular Evolution, 2006,
62, 99-110. 0.8 25

493 Phylogenetics by likelihood: Evolutionary modeling as a tool for understanding the genome. Journal
of Biomedical Informatics, 2006, 39, 51-61. 2.5 27

494 Tree disagreement: Measuring and testing incongruence in phylogenies. Journal of Biomedical
Informatics, 2006, 39, 86-102. 2.5 110

495 Topology testing of phylogenies using least squares methods. BMC Evolutionary Biology, 2006, 6, 105. 3.2 7

496 Complete plastid genome sequences of Drimys, Liriodendron, and Piper: implications for the
phylogenetic relationships of magnoliids. BMC Evolutionary Biology, 2006, 6, 77. 3.2 138

497
Patterns of longâ€•distance dispersal in <i>Tiquilia</i> subg. <i>Tiquilia</i> (Boraginaceae): implications
for the origins of amphitropical disjuncts and GalÃ¡pagos Islands endemics. American Journal of
Botany, 2006, 93, 1163-1177.

0.8 47

498 Phylogenetic analysis of Tylenchida Thorne, 1949 as inferred from D2 and D3 expansion fragments of
the 28S rRNA gene sequences. Nematology, 2006, 8, 455-474. 0.2 281

499 Genome-Wide Survey for Biologically Functional Pseudogenes. PLoS Computational Biology, 2006, 2,
e46. 1.5 75

500 Multiple Mechanisms Promote the Retained Expression of Gene Duplicates in the Tetraploid Frog
Xenopus laevis. PLoS Genetics, 2006, 2, e56. 1.5 63

501 The Life-Cycle of Operons. PLoS Genetics, 2006, 2, e96. 1.5 146

502 Reconstructing the Evolutionary History of Paralogous APETALA1/FRUITFULL-Like Genes in Grasses
(Poaceae). Genetics, 2006, 174, 421-437. 1.2 137

503 Horizontal Gene Transfer and the Evolution of Microvirid Coliphage Genomes. Journal of
Bacteriology, 2006, 188, 1134-1142. 1.0 106

504 A new species of bat of the Hipposideros bicolor group (Chiroptera: Hipposideridae) from Central
Laos, with evidence of convergent evolution with Sundaic taxa. Acta Chiropterologica, 2006, 8, 39-61. 0.2 41

505 Significance of Variation Within HIV, EBV, and KSHV Subtypes. Journal of the International Association
of Providers of AIDS Care, 2006, 5, 93-102. 1.2 2

506 The history of early bee diversification based on five genes plus morphology. Proceedings of the
National Academy of Sciences of the United States of America, 2006, 103, 15118-15123. 3.3 208

507 Phylogeny and biogeography of the sandalwoods (<i>Santalum</i>, Santalaceae): repeated dispersals
throughout the Pacific. American Journal of Botany, 2007, 94, 1028-1040. 0.8 153

508 Multiple Cophylogenetic Analyses Reveal Frequent Cospeciation between Pelecaniform Birds and
Pectinopygus Lice. Systematic Biology, 2007, 56, 232-251. 2.7 87



30

Citation Report

# Article IF Citations

509
Adaptive radiation of shrubby tarweeds (<i>Deinandra</i>) in the California Islands parallels
diversification of the Hawaiian silversword alliance (Compositaeâ€“Madiinae). American Journal of
Botany, 2007, 94, 237-248.

0.8 45

510 Rickettsiae phylogeny: a multigenic approach. Microbiology (United Kingdom), 2007, 153, 160-168. 0.7 59

511 Contribution of Recombination to the Evolution of Human Immunodeficiency Viruses Expressing
Resistance to Antiretroviral Treatment. Journal of Virology, 2007, 81, 7620-7628. 1.5 103

512 Evolutionary relationships among Ascochyta species infecting wild and cultivated hosts in the
legume tribes Cicereae and Vicieae. Mycologia, 2007, 99, 59-77. 0.8 47

513 Does Macaronesia exist? Conflicting signal in the bryophyte and pteridophyte floras. American Journal
of Botany, 2007, 94, 625-639. 0.8 74

514 Opinions on Multiple Sequence Alignment, and an Empirical Comparison of Repeatability and Accuracy
between POY and Structural Alignment. Systematic Biology, 2007, 56, 133-146. 2.7 95

515 The Î±D-Globin Gene Originated via Duplication of an Embryonic Î±-Like Globin Gene in the Ancestor of
Tetrapod Vertebrates. Molecular Biology and Evolution, 2007, 24, 1982-1990. 3.5 46

516 From Phylogenetics to Phylogenomics: The Evolutionary Relationships of Insect Endosymbiotic
Î³-Proteobacteria as a Test Case. Systematic Biology, 2007, 56, 1-16. 2.7 52

517 Phylogenetic Analysis of <I>Palaua</I> (Malveae, Malvaceae) based on Plastid and Nuclear Sequences.
Systematic Botany, 2007, 32, 157-165. 0.2 16

518 Phylogeny Reconstruction. , 0, , 83-128. 1

519 Maximumâ€•Likelihood Analysis Using TREEâ€•PUZZLE. Current Protocols in Bioinformatics, 2007, 17, Unit 6.6. 25.8 41

521 Protist Homologs of the Meiotic Spo11 Gene and Topoisomerase VI reveal an Evolutionary History of
Gene Duplication and Lineage-Specific Loss. Molecular Biology and Evolution, 2007, 24, 2827-2841. 3.5 105

522 Multiple Origins and Rapid Evolution of Duplicated Mitochondrial Genes in Parthenogenetic Geckos
(Heteronotia binoei; Squamata, Gekkonidae). Molecular Biology and Evolution, 2007, 24, 2775-2786. 3.5 59

523 Multi-Criterion Phylogenetic Inference using Evolutionary Algorithms. , 2007, , . 3

524 New Approaches to Phylogenetic Tree Search and Their Application to Large Numbers of Protein
Alignments. Systematic Biology, 2007, 56, 727-740. 2.7 30

525 Estimation of Phylogeny and Invariant Sites under the General Markov Model of Nucleotide Sequence
Evolution. Systematic Biology, 2007, 56, 155-162. 2.7 32

526 Delimitation of major lineages within<i>Cuscuta</i>subgenus<i>Grammica</i>(Convolvulaceae) using
plastid and nuclear DNA sequences. American Journal of Botany, 2007, 94, 568-589. 0.8 79

527 Molecular phylogeny of the moonseed family (Menispermaceae): implications for morphological
diversification. American Journal of Botany, 2007, 94, 1425-1438. 0.8 70



31

Citation Report

# Article IF Citations

528 Phylogenomic Data Analyses Provide Evidence that Xenarthra and Afrotheria Are Sister Groups.
Molecular Biology and Evolution, 2007, 24, 2059-2068. 3.5 115

529 Phylogenetic Analysis of Feline Immunodeficiency Virus in Feral and Companion Domestic Cats of New
Zealand. Journal of Virology, 2007, 81, 2999-3004. 1.5 34

530 Evolutionary relationships among <i>Ascochyta</i> species infecting wild and cultivated hosts in the
legume tribes Cicereae and Vicieae. Mycologia, 2007, 99, 59-77. 0.8 64

531 Plastid Endosymbiosis: Sources and Timing of the Major Events. , 2007, , 109-132. 32

532 On the asymptotic validity of a bootstrap method for testing nonnested hypotheses. Economics
Letters, 2007, 94, 408-413. 0.9 6

533 Conservative evolution in duplicated genes of the primate Class I ADH cluster. Gene, 2007, 392, 64-76. 1.0 40

534 Two independent duplications forming the Cyp307a genes in Drosophila. Insect Biochemistry and
Molecular Biology, 2007, 37, 1044-1053. 1.2 37

535 Reduced selection leads to accelerated gene loss in Shigella. Genome Biology, 2007, 8, R164. 13.9 64

536
Congruence of evolutionary relationships inside the Leuconostocâ€“Oenococcusâ€“Weissella clade
assessed by phylogenetic analysis of the 16S rRNA gene, dnaA, gyrB, rpoC and dnaK. International
Journal of Systematic and Evolutionary Microbiology, 2007, 57, 276-286.

0.8 50

537 Origin and Evolution of the Mitochondrial Aminoacyl-tRNA Synthetases. Molecular Biology and
Evolution, 2007, 24, 743-756. 3.5 52

538 Basal Clades and Molecular Systematics of Heteromyid Rodents. Journal of Mammalogy, 2007, 88,
1129-1145. 0.6 71

539 Relationships of cucumbers and melons unraveled: molecular phylogenetics of<i>Cucumis</i>and
related genera (Benincaseae, Cucurbitaceae). American Journal of Botany, 2007, 94, 1256-1266. 0.8 51

540
PHYLOGENETIC POSITION OF THE NEW WORLD QUAIL (ODONTOPHORIDAE): EIGHT NUCLEAR LOCI AND
THREE MITOCHONDRIAL REGIONS CONTRADICT MORPHOLOGY AND THE SIBLEY-AHLQUIST TAPESTRY. Auk,
2007, 124, 71.

0.7 29

541 PAML 4: Phylogenetic Analysis by Maximum Likelihood. Molecular Biology and Evolution, 2007, 24,
1586-1591. 3.5 11,130

542
Phylogeny of Fusarium oxysporum f. sp. lactucae Inferred from Mitochondrial Small Subunit,
Elongation Factor 1-Î±, and Nuclear Ribosomal Intergenic Spacer Sequence Data. Phytopathology, 2007,
97, 87-98.

1.1 85

543 From Fossils to Molecules: Phylogeny and the Core Eudicot Floral Groundplan in Hamamelidoideae
(Hamamelidaceae, Saxifragales). Systematic Botany, 2007, 32, 317-347. 0.2 33

545 Phylogenetic relationships among taxa in the Jahnulales inferred from 18S and 28S nuclear ribosomal
DNA sequences. Canadian Journal of Botany, 2007, 85, 873-882. 1.2 40

546 Host Range and Molecular Phylogenies of the Soft Rot Enterobacterial Genera <i>Pectobacterium</i>
and <i>Dickeya</i>. Phytopathology, 2007, 97, 1150-1163. 1.1 469



32

Citation Report

# Article IF Citations

547 Phylogenetic Position of the New World Quail (Odontophoridae): Eight Nuclear Loci and Three
Mitochondrial Regions Contradict Morphology and the Sibley-Ahlquist Tapestry. Auk, 2007, 124, 71-84. 0.7 34

548 Phylogeny of finescale shiners of the genus Lythrurus (Cypriniformes: Cyprinidae) inferred from four
mitochondrial genes. Molecular Phylogenetics and Evolution, 2007, 42, 287-297. 1.2 12

549 Further insights into the phylogeny of Arabidopsis (Brassicaceae) from nuclear Atmyb2 flanking
sequence. Molecular Phylogenetics and Evolution, 2007, 42, 122-130. 1.2 14

550
Molecular phylogenetic analysis of Commiphora (Burseraceae) yields insight on the evolution and
historical biogeography of an â€œimpossibleâ€• genus. Molecular Phylogenetics and Evolution, 2007, 42,
62-79.

1.2 47

551
Phylogeographic structure and historical demography of the western diamondback rattlesnake
(Crotalus atrox): A perspective on North American desert biogeography. Molecular Phylogenetics and
Evolution, 2007, 42, 193-212.

1.2 127

552 Phylogeographic incongruence of codistributed amphibian species based on small differences in
geographic distribution. Molecular Phylogenetics and Evolution, 2007, 43, 468-479. 1.2 23

553 Horizontal gene transfer of a plastid gene in the non-photosynthetic flowering plants Orobanche
and Phelipanche (Orobanchaceae). Molecular Phylogenetics and Evolution, 2007, 43, 974-985. 1.2 57

554 Duplication and paralog sorting of RPB2 and RPB1 genes in core eudicots. Molecular Phylogenetics
and Evolution, 2007, 44, 850-862. 1.2 17

555 Ribosomal RNA genes and deuterostome phylogeny revisited: More cyclostomes, elasmobranchs,
reptiles, and a brittle star. Molecular Phylogenetics and Evolution, 2007, 43, 1005-1022. 1.2 102

556

Defining the limits of taxonomic conservatism in hostâ€“plant use for phytophagous insects:
Molecular systematics and evolution of hostâ€“plant associations in the seed-beetle genus Bruchus
Linnaeus (Coleoptera: Chrysomelidae: Bruchinae). Molecular Phylogenetics and Evolution, 2007, 43,
251-269.

1.2 59

557
Evolutionary differentiation in the Neotropical montane region: Molecular phylogenetics and
phylogeography of Buarremon brush-finches (Aves, Emberizidae). Molecular Phylogenetics and
Evolution, 2007, 44, 993-1016.

1.2 124

558 Cryptic intercontinental colonization in water fleas Daphnia pulicaria inferred from phylogenetic
analysis of mitochondrial DNA variation. Molecular Phylogenetics and Evolution, 2007, 44, 42-52. 1.2 32

559 Tests of biogeographic hypotheses for diversification in the Amazonian forest frog, Physalaemus
petersi. Molecular Phylogenetics and Evolution, 2007, 44, 825-837. 1.2 64

560
Conflicting phylogenetic signal of nuclear vs mitochondrial DNA markers in midwife toads (Anura,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 227 Td (Discoglossidae, Alytes): Deep coalescence or ancestral hybridization?. Molecular Phylogenetics and

Evolution, 2007, 44, 494-500.
1.2 45

561 Mitochondrial phylogeography of Rana (Pelophylax) populations in the Eastern Mediterranean region.
Molecular Phylogenetics and Evolution, 2007, 44, 115-125. 1.2 95

562 Bridging the Rubicon: Phylogenetic analysis reveals repeated colonizations of marine and fresh
waters by thalassiosiroid diatoms. Molecular Phylogenetics and Evolution, 2007, 45, 193-210. 1.2 224

563 The evaluation for generic-level monophyly of Ancyrocephalinae (Monogenea, Dactylogyridae) using
ribosomal DNA sequence data. Molecular Phylogenetics and Evolution, 2007, 44, 530-544. 1.2 50

564 Phylogeny of benthic Phyllodocidae (Polychaeta) based on morphological and molecular data.
Molecular Phylogenetics and Evolution, 2007, 45, 261-271. 1.2 22



33

Citation Report

# Article IF Citations

565

Phylogenetic and evolutionary implications of complete chloroplast genome sequences of four
early-diverging angiosperms: Buxus (Buxaceae), Chloranthus (Chloranthaceae), Dioscorea
(Dioscoreaceae), and Illicium (Schisandraceae). Molecular Phylogenetics and Evolution, 2007, 45,
547-563.

1.2 154

566 Defining a monophyletic Cardinalini: A molecular perspective. Molecular Phylogenetics and
Evolution, 2007, 45, 1014-1032. 1.2 75

567 Cophylogeny and disparate rates of evolution in sympatric lineages of chewing lice on pocket
gophers. Molecular Phylogenetics and Evolution, 2007, 45, 997-1013. 1.2 46

568 Evolution of mitochondrial-type cytochrome c domains and of the protein machinery for their
assembly. Journal of Inorganic Biochemistry, 2007, 101, 1798-1811. 1.5 39

569 Data congruence, paedomorphosis and salamanders. Frontiers in Zoology, 2007, 4, 22. 0.9 10

570 Molecular phylogeny of the genus Tibicina (Hemiptera, Cicadidae): rapid radiation and acoustic
behaviour. Biological Journal of the Linnean Society, 2007, 91, 611-626. 0.7 34

571
Do pollen feeding, pupal-mating and larval gregariousness have a single origin in Heliconius
butterflies? Inferences from multilocus DNA sequence data. Biological Journal of the Linnean Society,
2007, 92, 221-239.

0.7 138

572
The interrelationships of Devonian lungfishes (Sarcopterygii: Dipnoi) as inferred from neurocranial
evidence and new data from the genus Soederberghia Lehman, 1959. Zoological Journal of the Linnean
Society, 2007, 151, 115-171.

1.0 45

573
Rapid evolution of sexual signals in sympatric Calopteryx damselflies: reinforcement or
?noisy-neighbour? ecological character displacement?. Journal of Evolutionary Biology, 2007, 20,
1637-1648.

0.8 32

574 Phylogenetic concordance analysis shows an emerging pathogen is novel and endemic. Ecology
Letters, 2007, 10, 1075-1083. 3.0 57

575 Molecular phylogeny of the genus <i>Alticola </i>(Cricetidae, Rodentia) as inferred from the
sequence of the cytochrome <i> b</i> gene. Zoologica Scripta, 2007, 36, 547-563. 0.7 53

576 Traces of ancient range shifts in a mountain plant group (<i>Androsace halleri</i> complex,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (Primulaceae). Molecular Ecology, 2007, 16, 3890-3901.2.0 37

577 The role of tropical dry forest as a long-term barrier to dispersal: a comparative phylogeographical
analysis of dry forest tolerant and intolerant frogs. Molecular Ecology, 2007, 16, 4789-4807. 2.0 69

578 Rapid diversification of colouration among populations of a poison frog isolated on sky peninsulas in
the central cordilleras of Peru. Journal of Biogeography, 2007, 34, 417-426. 1.4 31

579 Chromosomal stasis in diploids contrasts with genome restructuring in autoâ€• and allopolyploid taxa
of Hepatica (Ranunculaceae). New Phytologist, 2007, 174, 669-682. 3.5 65

580 ESTIMATING A GEOGRAPHICALLY EXPLICIT MODEL OF POPULATION DIVERGENCE. Evolution; International
Journal of Organic Evolution, 2007, 61, 477-493. 1.1 92

581
Distribution and Phylogenetic Relationships of Freshwater Thaumatomonads with a Description of
the New Species<i>Thaumatomonas coloniensis</i>n. sp.. Journal of Eukaryotic Microbiology, 2007, 54,
347-357.

0.8 31

582 Phylogenetics and host associations of Fahrenholzia sucking lice (Phthiraptera: Anoplura).
Systematic Entomology, 2007, 32, 359-370. 1.7 19



34

Citation Report

# Article IF Citations

583 Species delimitation and phylogenetic relationships in Lactarius section Deliciosi in Europe.
Mycological Research, 2007, 111, 1285-1297. 2.5 24

584 Ancestry Influences the Fate of Duplicated Genes Millions of Years After Polyploidization of Clawed
Frogs (Xenopus). Genetics, 2007, 176, 1119-1130. 1.2 59

585
Unusual Origin of a Nuclear Pseudogene in the Italian Wall Lizard: Intergenomic and Interspecific
Transfer of a Large Section of the Mitochondrial Genome in the Genus Podarcis (Lacertidae). Journal
of Molecular Evolution, 2007, 64, 308-320.

0.8 48

586 Variability of Nuclear SSU-rDNA Group Introns Within Septoria Species: Incongruence with Host
Sequence Phylogenies. Journal of Molecular Evolution, 2007, 64, 489-499. 0.8 15

587 Using Confidence Set Heuristics During Topology Search Improves the Robustness of Phylogenetic
Inference. Journal of Molecular Evolution, 2007, 64, 80-89. 0.8 0

588 Non-monophyly of fish in the Sinipercidae (Perciformes) as inferred from cytochrome b gene.
Hydrobiologia, 2007, 583, 77-89. 1.0 16

589
The radiation of Thaparocleidus (Monogenoidea: Dactylogyridae: Ancylodiscoidinae): phylogenetic
analyses and taxonomic implications inferred from ribosomal DNA sequences. Parasitology Research,
2007, 102, 283-288.

0.6 13

590 Statistical measures of uncertainty for branches in phylogenetic trees inferred from molecular
sequences by using model-based methods. Journal of Applied Genetics, 2008, 49, 49-67. 1.0 30

591
Placing the origin of two species-rich genera in the late cretaceous with later species divergence in
the tertiary: a phylogenetic, biogeographic and molecular dating analysis of Piper and Peperomia
(Piperaceae). Plant Systematics and Evolution, 2008, 275, 9-30.

0.3 69

592
Conservation of linkage and evolution of developmental function within the Tbx2/3/4/5 subfamily of
T-box genes: implications for the origin of vertebrate limbs. Development Genes and Evolution, 2008,
218, 613-628.

0.4 60

593 Higher level phylogeny and evolutionary trends in Campanulaceae subfam. Lobelioideae: Molecular
signal overshadows morphology. Molecular Phylogenetics and Evolution, 2008, 46, 1-18. 1.2 66

594
Phylogeny, evolutionary history, and biogeography of Orientalâ€“Australian rear-fanged water snakes
(Colubroidea: Homalopsidae) inferred from mitochondrial and nuclear DNA sequences. Molecular
Phylogenetics and Evolution, 2008, 46, 576-593.

1.2 57

595
Assessing phylogenetic dependence of morphological traits using co-inertia prior to investigate
character evolution in Loricariinae catfishes. Molecular Phylogenetics and Evolution, 2008, 46,
986-1002.

1.2 31

596 Origin and higher-level relationships of psoroptidian mites (Acari: Astigmata: Psoroptidia): Evidence
from three nuclear genes. Molecular Phylogenetics and Evolution, 2008, 47, 1135-1156. 1.2 60

597 Phylogenetic relationships and heterogeneous evolutionary processes among phrynosomatine sand
lizards (Squamata, Iguanidae) revisited. Molecular Phylogenetics and Evolution, 2008, 47, 700-716. 1.2 23

598 Random local neighbor joining: A new method for reconstructing phylogenetic trees. Molecular
Phylogenetics and Evolution, 2008, 47, 117-128. 1.2 100

599 A new perspective on the evolutionary history of western European Sorex araneus group revealed by
paternal and maternal molecular markers. Molecular Phylogenetics and Evolution, 2008, 47, 237-250. 1.2 45

600
Towards the phylogeny of chafers (Sericini): Analysis of alignment-variable sequences and the
evolution of segment numbers in the antennal club. Molecular Phylogenetics and Evolution, 2008, 47,
783-798.

1.2 57



35

Citation Report

# Article IF Citations

601 Phylogeography of the Pygmy Rain Frog (Pristimantis ridens) across the lowland wet forests of
isthmian Central America. Molecular Phylogenetics and Evolution, 2008, 47, 992-1004. 1.2 61

602 How well do we understand the overall backbone of cycad phylogeny? New insights from a large,
multigene plastid data set. Molecular Phylogenetics and Evolution, 2008, 47, 1232-1237. 1.2 45

603 Whatâ€™s in a name: The taxonomic status of human head and body lice. Molecular Phylogenetics and
Evolution, 2008, 47, 1203-1216. 1.2 89

604 Phylogenetic relationships of glassfrogs (Centrolenidae) based on mitochondrial and nuclear genes.
Molecular Phylogenetics and Evolution, 2008, 48, 574-595. 1.2 83

605
Contrasting patterns in species boundaries and evolution of anemonefishes (Amphiprioninae,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 587 Td (Pomacentridae) in the centre of marine biodiversity. Molecular Phylogenetics and Evolution, 2008, 49,

268-276.
1.2 74

606
Molecular phylogenetics of cixiid planthoppers (Hemiptera: Fulgoromorpha): New insights from
combined analyses of mitochondrial and nuclear genes. Molecular Phylogenetics and Evolution, 2008,
48, 667-678.

1.2 25

607
Additional molecular evidence strongly supports the distinction between the recently described
African primate Rungwecebus kipunji (Cercopithecidae, Papionini) and Lophocebus. Molecular
Phylogenetics and Evolution, 2008, 48, 789-794.

1.2 24

608 Phylogeography of two New Zealand lizards: McCannâ€™s skink (Oligosoma maccanni) and the brown
skink (O. zelandicum). Molecular Phylogenetics and Evolution, 2008, 48, 1168-1177. 1.2 28

609 Molecular phylogeny of reed beetles (Col., Chrysomelidae, Donaciinae): The signature of ecological
specialization and geographical isolation. Molecular Phylogenetics and Evolution, 2008, 48, 936-952. 1.2 39

610
Biogeography and evolution of body size and life history of African frogs: Phylogeny of squeakers
(Arthroleptis) and long-fingered frogs (Cardioglossa) estimated from mitochondrial data. Molecular
Phylogenetics and Evolution, 2008, 49, 806-826.

1.2 63

611 Phylogenetic relationships of Ruteae (Rutaceae): New evidence from the chloroplast genome and
comparisons with non-molecular data. Molecular Phylogenetics and Evolution, 2008, 49, 736-748. 1.2 31

612
Nuclear and mitochondrial phylogeography of the Atlantic forest endemic Xiphorhynchus fuscus
(Aves: Dendrocolaptidae): Biogeography and systematics implications. Molecular Phylogenetics and
Evolution, 2008, 49, 760-773.

1.2 136

613 Phylogenetics and biogeography of the broad-nosed bats, genus Platyrrhinus (Chiroptera:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (Phyllostomidae). Molecular Phylogenetics and Evolution, 2008, 49, 749-759.1.2 65

614 Whole genome-based assessment of the taxonomic position of the arthropod pathogenic bacterium
Rickettsiella grylli. FEMS Microbiology Letters, 2008, 283, 117-127. 0.7 28

615
EVOLUTIONARY LINKS BETWEEN REPRODUCTIVE MORPHOLOGY, ECOLOGY AND MATING BEHAVIOR IN
OPISTHOBRANCH GASTROPODS. Evolution; International Journal of Organic Evolution, 2008, 62,
900-916.

1.1 40

616
IS FLORAL SPECIALIZATION AN EVOLUTIONARY DEADâ€•END? POLLINATION SYSTEM TRANSITIONS
IN<i>RUELLIA</i>(ACANTHACEAE). Evolution; International Journal of Organic Evolution, 2008, 62,
1712-1737.

1.1 199

617
RAPID COLOR EVOLUTION IN AN APOSEMATIC SPECIES: A PHYLOGENETIC ANALYSIS OF COLOR VARIATION IN
THE STRIKINGLY POLYMORPHIC STRAWBERRY POISON-DART FROG. Evolution; International Journal of
Organic Evolution, 2008, 62, 2742-2759.

1.1 116

618 Comparative phylogeography reveals pre-decline population structure of New Zealand Cyclodina
(Reptilia: Scincidae) species. Biological Journal of the Linnean Society, 0, 95, 388-408. 0.7 40



36

Citation Report

# Article IF Citations

619 Rodent louse diversity, phylogeny, and cospeciation in the Manu Biosphere Reserve, Peru. Biological
Journal of the Linnean Society, 2008, 95, 598-610. 0.7 14

620 Phylogeography of native ploidy levels and invasive tetraploids of <i>Solidago gigantea</i>.
Molecular Ecology, 2008, 17, 5245-5256. 2.0 25

621 Widespread mitoâ€•nuclear discordance with evidence for introgressive hybridization and selective
sweeps in <i>Lycaeides</i>. Molecular Ecology, 2008, 17, 5231-5244. 2.0 133

622 The evolution of sexual and parthenogenetic<i>Warramaba</i>: a window onto Plioâ€“Pleistocene
diversification processes in an arid biome. Molecular Ecology, 2008, 17, 5257-5275. 2.0 25

623 Origins of asexuality in Bryobia mites (Acari: Tetranychidae). BMC Evolutionary Biology, 2008, 8, 153. 3.2 22

624 Non-homogeneous models of sequence evolution in the Bio++ suite of libraries and programs. BMC
Evolutionary Biology, 2008, 8, 255. 3.2 122

625 Independent Origins of New Sex-Linked Chromosomes in the melanica and robusta Species Groups of
Drosophila. BMC Evolutionary Biology, 2008, 8, 33. 3.2 27

626 Empirical evaluation of a prior for Bayesian phylogenetic inference. Philosophical Transactions of the
Royal Society B: Biological Sciences, 2008, 363, 4031-4039. 1.8 35

627 Phylogeny and Floral Diversity in the Genus<i>Garcinia</i>(Clusiaceae) and Relatives. International
Journal of Plant Sciences, 2008, 169, 1288-1303. 0.6 61

628 Recombination in feline immunodeficiency virus from feral and companion domestic cats. Virology
Journal, 2008, 5, 76. 1.4 20

629 Reversing opinions on Dolloâ€™s Law. Trends in Ecology and Evolution, 2008, 23, 602-609. 4.2 153

630
Reticulate evolution in the parasitic genus<i>Cuscuta</i>(Convolvulaceae): over and over againThis
paper is one of a selection of papers published in the Special Issue on Systematics Research.. Botany,
2008, 86, 791-808.

0.5 30

631 A Rapid Bootstrap Algorithm for the RAxML Web Servers. Systematic Biology, 2008, 57, 758-771. 2.7 6,439

632 A Likelihood Framework for Estimating Phylogeographic History on a Continuous Landscape.
Systematic Biology, 2008, 57, 544-561. 2.7 142

634 Molecular Systematics of the Cyprinid Genus Campostoma (Actinopterygii: Cypriniformes):
Disassociation between Morphological and Mitochondrial Differentiation. Copeia, 2008, 2008, 360-369. 1.4 27

635 Taxonomic revision of the marbled skink (<i>Cyclodina oliveri</i>, Reptilia: Scincidae) species complex,
with a description of a new species. New Zealand Journal of Zoology, 2008, 35, 129-146. 0.6 22

636 Newly discovered sister lineage sheds light on early ant evolution. Proceedings of the National
Academy of Sciences of the United States of America, 2008, 105, 14913-14917. 3.3 105

637 Comparative Genomics. Lecture Notes in Computer Science, 2008, , . 1.0 4



37

Citation Report

# Article IF Citations

638 Intraphylum Diversity and Complex Evolution of Cyanobacterial Aminoacyl-tRNA Synthetases.
Molecular Biology and Evolution, 2008, 25, 2369-2389. 3.5 23

639 Horizontal transfer of transposable elements in plants. Communicative and Integrative Biology, 2008,
1, 74-77. 0.6 35

640 Phylogenomic evidence for multiple losses of flight in ratite birds. Proceedings of the National
Academy of Sciences of the United States of America, 2008, 105, 13462-13467. 3.3 187

641 Incongruence between cpDNA and nrITS trees indicates extensive hybridization within
<i>Eupersicaria</i> (Polygonaceae). American Journal of Botany, 2008, 95, 1122-1135. 0.8 55

642
Molecular Phylogeny of the Salmonellae: Relationships among <i>Salmonella</i> Species and
Subspecies Determined from Four Housekeeping Genes and Evidence of Lateral Gene Transfer Events.
Journal of Bacteriology, 2008, 190, 7060-7067.

1.0 72

643 An Improved General Amino Acid Replacement Matrix. Molecular Biology and Evolution, 2008, 25,
1307-1320. 3.5 2,748

644 Phylogeny of marattioid ferns (Marattiaceae): inferring a root in the absence of a closely related
outgroup. American Journal of Botany, 2008, 95, 626-641. 0.8 51

645 Building trees of algae: some advances in phylogenetic and evolutionary analysis. European Journal of
Phycology, 2008, 43, 229-252. 0.9 46

646 Maximum Likelihood Supertrees. Systematic Biology, 2008, 57, 243-250. 2.7 113

647 A Phylogenetic Study of Evolutionary Transitions in Sexual Systems in
Australasian<i>Wurmbea</i>(Colchicaceae). International Journal of Plant Sciences, 2008, 169, 141-156. 0.6 38

648
Polyploid and Hybrid Origins of Pacific Island Sandalwoods (<i>Santalum</i>, Santalaceae) Inferred
from Lowâ€•Copy Nuclear and Flow Cytometry Data. International Journal of Plant Sciences, 2008, 169,
677-685.

0.6 45

649 Paleodistributions and Comparative Molecular Phylogeography of Leafcutter Ants (Atta spp.) Provide
New Insight into the Origins of Amazonian Diversity. PLoS ONE, 2008, 3, e2738. 1.1 77

650 The Genetic Basis of Phenotypic Convergence in Beach Mice: Similar Pigment Patterns but Different
Genes. Molecular Biology and Evolution, 2008, 26, 35-45. 3.5 149

651 Does Choice in Model Selection Affect Maximum Likelihood Analysis?. Systematic Biology, 2008, 57,
76-85. 2.7 108

652 Statistical Tests between Competing Hypotheses of Hox Cluster Evolution. Systematic Biology, 2008,
57, 708-718. 2.7 15

653
Pisciforma, Setisura, and Furcatergalia (Order: Ephemeroptera) Are Not Monophyletic Based on 18S
rDNA Sequences: A Response to Sun et al. (2006). Annals of the Entomological Society of America,
2008, 101, 1-6.

1.3 8

654 Codivergence in Heteromyid Rodents (Rodentia: Heteromyidae) and Their Sucking Lice of the Genus
Fahrenholzia (Phthiraptera: Anoplura). Systematic Biology, 2008, 57, 449-465. 2.7 45

656 Phylogenetic Analyses: A Toolbox Expanding towards Bayesian Methods. International Journal of
Plant Genomics, 2008, 2008, 1-16. 2.2 7



38

Citation Report

# Article IF Citations

657 Taxonomic and biogeographic implications of a phylogenetic analysis of the Campanulaceae based on
three chloroplast genes. Taxon, 2009, 58, 715-734. 0.4 72

658 Mutational Meltdown in Primary Endosymbionts: Selection Limits Muller's Ratchet. PLoS ONE, 2009, 4,
e4969. 1.1 43

659
Molecular Analysis of a Large Subtelomeric Nucleotide-Binding-Siteâ€“Leucine-Rich-Repeat Family in Two
Representative Genotypes of the Major Gene Pools of <i>Phaseolus vulgaris</i>. Genetics, 2009, 181,
405-419.

1.2 77

660
Genetic characterization of orthobunyavirus Melao, strains BE AR633512 and BE AR8033, and
experimental infection in golden hamsters (Mesocricetus auratus). Journal of General Virology, 2009,
90, 223-233.

1.3 10

661 Evolution in the<i>Drosophila ananassae</i>species subgroup. Fly, 2009, 3, 157-169. 0.9 24

662 Organised Genome Dynamics in the Escherichia coli Species Results in Highly Diverse Adaptive Paths.
PLoS Genetics, 2009, 5, e1000344. 1.5 1,005

663 Multiple Chromosomal Rearrangements Structured the Ancestral Vertebrate Hox-Bearing
Protochromosomes. PLoS Genetics, 2009, 5, e1000349. 1.5 20

664 Lateral Transfer of Genes and Gene Fragments in Prokaryotes. Genome Biology and Evolution, 2009, 1,
429-438. 1.1 59

665 A Broadscale Phylogenetic Analysis of Group II Intron RNAs and Intron-Encoded Reverse
Transcriptases. Molecular Biology and Evolution, 2009, 26, 2795-2808. 3.5 33

666 An Ancient Horizontal Gene Transfer between Mosquito and the Endosymbiotic Bacterium Wolbachia
pipientis. Molecular Biology and Evolution, 2009, 26, 367-374. 3.5 96

667 Parallel Evolution between Aromatase and Androgen Receptor in the Animal Kingdom. Molecular
Biology and Evolution, 2009, 26, 123-129. 3.5 14

668 Estimated Molecular Phylogenetic Relationships of Six Siphonostomatoid Families (Copepoda)
Symbiotic on Elasmobranchs. Crustaceana, 2009, 82, 1547-1567. 0.1 29

669 Hemocyanin Suggests a Close Relationship of Remipedia and Hexapoda. Molecular Biology and
Evolution, 2009, 26, 2711-2718. 3.5 60

670 Distribution and Phylogeny of Light-Oxygen-Voltage-Blue-Light-Signaling Proteins in the Three
Kingdoms of Life. Journal of Bacteriology, 2009, 191, 7234-7242. 1.0 95

671 Conjugation genes are common throughout the genus<i>Rickettsia</i>and are transmitted
horizontally. Proceedings of the Royal Society B: Biological Sciences, 2009, 276, 3619-3627. 1.2 37

672 A multi-gene phylogeny for Stachybotrys evidences lack of trichodiene synthase (tri5) gene for
isolates of one of three intrageneric lineages. Mycological Research, 2009, 113, 877-886. 2.5 10

673 High concentration of basidiolichens in a single family of agaricoid mushrooms (Basidiomycota:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (Agaricales: Hygrophoraceae). Mycological Research, 2009, 113, 1154-1171.2.5 68

674 Molecular evolution of UCP1 and the evolutionary history of mammalian non-shivering
thermogenesis. BMC Evolutionary Biology, 2009, 9, 4. 3.2 67



39

Citation Report

# Article IF Citations

675 Î²â€•keratins of the crocodilian epidermis: composition, structure, and phylogenetic relationships.
Journal of Experimental Zoology Part B: Molecular and Developmental Evolution, 2009, 312B, 42-57. 0.6 51

676 Increased constraints on MC4R during primate and human evolution. Human Genetics, 2009, 124,
633-647. 1.8 27

677 Climate change and evolution of the New World pitviper genus <i>Agkistrodon</i> (Viperidae).
Journal of Biogeography, 2009, 36, 1164-1180. 1.4 24

678 Systems biology: model based evaluation and comparison of potential explanations for given
biological data. FEBS Journal, 2009, 276, 903-922. 2.2 104

679
TEMPORAL PATTERNS OF DIVERSIFICATION AND MICROENDEMISM IN EASTERN HIGHLAND ENDEMIC
BARCHEEK DARTERS (PERCIDAE: ETHEOSTOMATINAE). Evolution; International Journal of Organic
Evolution, 2009, 63, 228-243.

1.1 57

680 Phylogeny and generic delimitation of Asian Marantaceae. Botanical Journal of the Linnean Society,
2009, 159, 381-395. 0.8 19

681 Molecular appraisal of<i>Bunium</i>and some related arid and subarid geophilic Apiaceae-Apioideae
taxa of the Ancient Mediterranean. Botanical Journal of the Linnean Society, 2009, 160, 149-170. 0.8 31

682 Phylogeny, biogeography and classification of the snake superfamily Elapoidea: a rapid radiation in the
late Eocene. Cladistics, 2009, 25, 38-63. 1.5 118

683 Bias and conflict in phylogenetic inference of mycoâ€•heterotrophic plants: a case study in Thismiaceae.
Cladistics, 2009, 25, 64-77. 1.5 54

684 The ghosts of Gondwana and Laurasia in modern liverwort distributions. Biological Reviews, 2010, 85,
471-487. 4.7 56

685 Multigene analysis of phylogenetic relationships and divergence times of primate sucking lice
(Phthiraptera: Anoplura). Molecular Phylogenetics and Evolution, 2009, 50, 376-390. 1.2 71

686
Evolution underground: A molecular phylogenetic investigation of Australian burrowing freshwater
crayfish (Decapoda: Parastacidae) with particular focus on Engaeus Erichson. Molecular
Phylogenetics and Evolution, 2009, 50, 580-598.

1.2 38

687 Historical biogeography and speciation in the Neotropical highlands: Molecular phylogenetics of the
jay genus Cyanolyca. Molecular Phylogenetics and Evolution, 2009, 50, 618-632. 1.2 48

688 The first comprehensive molecular phylogeny of Bryozoa (Ectoprocta) based on combined analyses of
nuclear and mitochondrial genes. Molecular Phylogenetics and Evolution, 2009, 52, 225-233. 1.2 70

689 Phylogeny of Barnadesioideae (Asteraceae) inferred from DNA sequence data and morphology.
Molecular Phylogenetics and Evolution, 2009, 51, 572-587. 1.2 54

690 Phylogenetic relationships among diploid species of Symphyotrichum (Asteraceae: Astereae) based on
two nuclear markers, ITS and GAPDH. Molecular Phylogenetics and Evolution, 2009, 51, 540-553. 1.2 16

691 Origin, diversification, and systematics of the New Zealand skink fauna (Reptilia: Scincidae). Molecular
Phylogenetics and Evolution, 2009, 52, 470-487. 1.2 104

692 Molecular dating and biogeography of fig-pollinating wasps. Molecular Phylogenetics and Evolution,
2009, 52, 715-726. 1.2 47



40

Citation Report

# Article IF Citations

693
Evaluating the efficacy of continuous quantitative characters for reconstructing the phylogeny of a
morphologically homogeneous spider taxon (Araneae, Mygalomorphae, Antrodiaetidae, Antrodiaetus).
Molecular Phylogenetics and Evolution, 2009, 53, 300-313.

1.2 27

694 Evolutionary history of a prominent North American warbler clade: The Oporornisâ€“Geothlypis
complex. Molecular Phylogenetics and Evolution, 2009, 53, 668-678. 1.2 20

695 Concentration inequality for evolutionary trees. Journal of Multivariate Analysis, 2009, 100,
2055-2064. 0.5 1

696 Cladistics and the Origin of Birds: A Review and Two New Analyses. Ornithological Monographs, 2009,
66, 1-78. 1.3 29

697 Disentangling Reticulate Evolution in an Arcticâ€“Alpine Polyploid Complex. Systematic Biology, 2009,
58, 55-73. 2.7 80

698 Molecular phylogeny and evolution of prosimians based on complete sequences of mitochondrial
DNAs. Gene, 2009, 441, 53-66. 1.0 105

699 Evolution of the RNA-dependent RNA polymerase (RdRP) genes: Duplications and possible losses before
and after the divergence of major eukaryotic groups. Gene, 2009, 447, 29-39. 1.0 125

700 Infecting epidemiology with genetics: a new frontier in disease ecology. Trends in Ecology and
Evolution, 2009, 24, 21-30. 4.2 172

701 Phylogenetic Relationships of <i>Pinus</i> Subsection <i>Ponderosae</i> Inferred from Rapidly
Evolving cpDNA Regions. Systematic Botany, 2009, 34, 481-491. 0.2 51

702 Phylogenetic analysis indicates that<i>Culicoides dewulfi</i>should not be considered part of
the<i>Culicoides obsoletus</i>complex. Bulletin of Entomological Research, 2009, 99, 371-375. 0.5 32

703 Systematics of Nearctic Cybaeus (Araneae:Cybaeidae). Invertebrate Systematics, 2009, 23, 367. 0.5 12

704 Genotyping of Genetically Monomorphic Bacteria: DNA Sequencing in Mycobacterium tuberculosis
Highlights the Limitations of Current Methodologies. PLoS ONE, 2009, 4, e7815. 1.1 377

705 Testing Phylogenetic Methods to Identify Horizontal Gene Transfer. Methods in Molecular Biology,
2009, 532, 227-240. 0.4 11

706 Utility of Secondary Structure in Phylogenetic Reconstructions Using nrDNA ITS Sequences - an
Example from Potalieae (Gentianaceae: Asteridae). Systematic Botany, 2009, 34, 414-428. 0.2 14

707 Paraphyly in the Bamboo Subtribe Chusqueinae (Poaceae: Bambusoideae) and a Revised Infrageneric
Classification for <i>Chusquea</i>. Systematic Botany, 2009, 34, 673-683. 0.2 55

708 Cophylogeny of Nosema (Microsporidia: Nosematidae) and Bees (Hymenoptera: Apidae) Suggests Both
Cospeciation and a Host-switch. Journal of Parasitology, 2009, 95, 198-203. 0.3 33

709 Evolution of<i>AGL6-like</i>MADS Box Genes in Grasses (Poaceae): Ovule Expression Is Ancient and
Palea Expression Is New Â . Plant Cell, 2009, 21, 2591-2605. 3.1 74

710 Experimental Design in Caecilian Systematics: Phylogenetic Information of Mitochondrial Genomes
and Nuclear rag1. Systematic Biology, 2009, 58, 425-438. 2.7 27



41

Citation Report

# Article IF Citations

711 Phylogenetic Inference Using Molecular Data. Crustacean Issues, 2009, , 67-88. 0.9 3

712 Ecology and pathology of amphibian ranaviruses. Diseases of Aquatic Organisms, 2009, 87, 243-266. 0.5 264

713 Phylogenetic Relationships Between and within Phacelia Sections Whitlavia and Gymnobythus
(Boraginaceae). Systematic Botany, 2009, 34, 737-746. 0.2 9

714 Phylogeny, Introgression, and Character Evolution of Diploid Species in <I>Mentzelia</I> Section
<I>Trachyphytum</I> (Loasaceae). Systematic Botany, 2010, 35, 601-617. 0.2 7

716 Orchestrating the Phylogenetic Likelihood Function on Emerging Parallel Architectures. Embedded
Multi-core Systems, 2010, , 85-115. 0.1 5

717 Molecular systematics: A synthesis of the common methods and the state of knowledge. Cellular and
Molecular Biology Letters, 2010, 15, 311-41. 2.7 51

718 The Phylogenetic Position of Myxozoa: Exploring Conflicting Signals in Phylogenomic and Ribosomal
Data Sets. Molecular Biology and Evolution, 2010, 27, 2733-2746. 3.5 69

719 Phylogenetic relationships of the endemic Antarctic benthic hydroids (Cnidaria, Hydrozoa): what does
the mitochondrial 16S rRNA tell us about it?. Polar Biology, 2010, 33, 41-57. 0.5 43

720
MHC screening for marsupial conservation: extremely low levels of class II diversity indicate
population vulnerability for an endangered Australian marsupial. Conservation Genetics, 2010, 11,
269-278.

0.8 14

721 Gene trees, species and species trees in the Ctenosaura palearis clade. Conservation Genetics, 2010, 11,
1767-1781. 0.8 14

722 Weighted bootstrapping: a correction method for assessing the robustness of phylogenetic trees.
BMC Evolutionary Biology, 2010, 10, 250. 3.2 7

723 Evolutionary history of mammalian sucking lice (Phthiraptera: Anoplura). BMC Evolutionary Biology,
2010, 10, 292. 3.2 89

724 Molecular phylogeny of pearl oysters and their relatives (Mollusca, Bivalvia, Pterioidea). BMC
Evolutionary Biology, 2010, 10, 342. 3.2 43

725 FLU, an amino acid substitution model for influenza proteins. BMC Evolutionary Biology, 2010, 10, 99. 3.2 53

726 Phylogenetic relationships of mullets (Mugilidae) in China Seas based on partial sequences of two
mitochondrial genes. Biochemical Systematics and Ecology, 2010, 38, 647-655. 0.6 18

727 Parallelized phylogenetic post-analysis on multi-core architectures. Journal of Computational
Science, 2010, 1, 107-114. 1.5 11

728 Phylogeny and biogeography of the rice tribe (Oryzeae): Evidence from combined analysis of 20
chloroplast fragments. Molecular Phylogenetics and Evolution, 2010, 54, 266-277. 1.2 87

729
Evidence for cospeciation events in the hostâ€“symbiont system involving crinoids (Echinodermata) and
their obligate associates, the myzostomids (Myzostomida, Annelida). Molecular Phylogenetics and
Evolution, 2010, 54, 357-371.

1.2 24



42

Citation Report

# Article IF Citations

730 Evidence for a vicariant origin of Macaronesianâ€“Eritreo/Arabian disjunctions in Campylanthus Roth
(Plantaginaceae). Molecular Phylogenetics and Evolution, 2010, 54, 607-616. 1.2 40

731 Origin and diversification of Philippine bulbuls. Molecular Phylogenetics and Evolution, 2010, 54,
822-832. 1.2 76

732
Red drifters and dark residents: The phylogeny and ecology of a Plio-Pleistocene dragonfly radiation
reflects Africaâ€™s changing environment (Odonata, Libellulidae, Trithemis). Molecular Phylogenetics
and Evolution, 2010, 54, 870-882.

1.2 41

733
Complex patterns of continental speciation: Molecular phylogenetics and biogeography of
sub-Saharan puddle frogs (Phrynobatrachus). Molecular Phylogenetics and Evolution, 2010, 55,
883-900.

1.2 49

734 Placing the mountain goat: A total evidence approach to testing alternative hypotheses. Molecular
Phylogenetics and Evolution, 2010, 55, 18-25. 1.2 13

735 Nucleotide substitution rates for the full set of mitochondrial protein-coding genes in Coleoptera.
Molecular Phylogenetics and Evolution, 2010, 56, 796-807. 1.2 141

736
Phylogeny of entelegyne spiders: Affinities of the family Penestomidae (NEW RANK), generic phylogeny
of Eresidae, and asymmetric rates of change in spinning organ evolution (Araneae, Araneoidea,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 497 Td (Entelegynae). Molecular Phylogenetics and Evolution, 2010, 55, 786-804.1.2 98

737
Phylogeny of the freshwater copepod Mesocyclops (Crustacea: Cyclopidae) based on combined
molecular and morphological data, with notes on biogeography. Molecular Phylogenetics and
Evolution, 2010, 55, 753-764.

1.2 44

738 Species boundaries and cryptic lineage diversity in a Philippine forest skink complex (Reptilia;) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 422 Td (Squamata; Scincidae: Lygosominae). Molecular Phylogenetics and Evolution, 2010, 56, 572-585.1.2 47

739 The importance of taxon sampling in genomic studies: An example from the cyclooxygenases of teleost
fishes. Molecular Phylogenetics and Evolution, 2010, 56, 451-455. 1.2 10

740 The first internal molecular phylogeny of the animal phylum Entoprocta (Kamptozoa). Molecular
Phylogenetics and Evolution, 2010, 56, 370-379. 1.2 28

741 Molecular phylogenetics of porcini mushrooms (Boletus section Boletus). Molecular Phylogenetics
and Evolution, 2010, 57, 1276-1292. 1.2 126

742
Description of Five New <i>Loma</i> (Microsporidia) Species in Pacific Fishes with Redesignation of
the Type Species <i>Loma morhua</i> Morrison &amp; Sprague, 1981, Based on Morphological and
Molecular Speciesâ€•Boundaries Tests. Journal of Eukaryotic Microbiology, 2010, 57, 529-553.

0.8 18

743 Phylogenetic relationships between flies of the Tephritinae subfamily (Diptera, Tephritidae) and their
symbiotic bacteria. Molecular Phylogenetics and Evolution, 2010, 56, 312-326. 1.2 26

744 Towards a molecular phylogeny of Mollusks: Bivalvesâ€™ early evolution as revealed by mitochondrial
genes. Molecular Phylogenetics and Evolution, 2010, 57, 641-657. 1.2 102

745
Molecular phylogenetics and phylogeography of the white-fronted capuchin (Cebus albifrons;) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 147 Td (Cebidae, Primates) by means of mtCOII gene sequences. Molecular Phylogenetics and Evolution, 2010,

57, 1049-1061.
1.2 35

746
Influence of different substrates on the evolution of morphology and life-history traits of
azooxanthellate solitary corals (Scleractinia: Flabellidae). Biological Journal of the Linnean Society,
2010, 101, 184-192.

0.7 10

747 A Multi-Criterion Evolutionary Approach Applied to Phylogenetic Reconstruction. , 0, , . 9



43

Citation Report

# Article IF Citations

748 <i>Chautemsia calcicola</i>: A new genus and species of Gloxinieae (Gesneriaceae) from Minas Gerais,
Brazil. Taxon, 2010, 59, 203-208. 0.4 8

749
Evolutionary history and taxonomy of the <i>Cuscuta umbellata</i> complex (Convolvulaceae):
Evidence of extensive hybridization from discordant nuclear and plastid phylogenies. Taxon, 2010, 59,
1783-1800.

0.4 31

750
Selective loss of polymorphic mating types is associated with rapid phenotypic evolution during
morphic speciation. Proceedings of the National Academy of Sciences of the United States of America,
2010, 107, 4254-4259.

3.3 136

751 A Molecular Phylogeny of North American Atripliceae (Chenopodiaceae), with Implications for Floral
and Photosynthetic Pathway Evolution. Systematic Botany, 2010, 35, 839-857. 0.2 22

752
Gene cooption and convergent evolution of oxygen transport hemoglobins in jawed and jawless
vertebrates. Proceedings of the National Academy of Sciences of the United States of America, 2010,
107, 14274-14279.

3.3 71

753
microRNAs reveal the interrelationships of hagfish, lampreys, and gnathostomes and the nature of
the ancestral vertebrate. Proceedings of the National Academy of Sciences of the United States of
America, 2010, 107, 19379-19383.

3.3 257

754 First-Order Correct Bootstrap Support Adjustments for Splits that Allow Hypothesis Testing When
Using Maximum Likelihood Estimation. Molecular Biology and Evolution, 2010, 27, 1621-1629. 3.5 31

755 Phylogenetic Systematics of <i>Ipomopsis</i> (Polemoniaceae): Relationships and Divergence Times
Estimated from Chloroplast and Nuclear DNA Sequences. Systematic Botany, 2010, 35, 181-200. 0.2 22

756 New Algorithms and Methods to Estimate Maximum-Likelihood Phylogenies: Assessing the
Performance of PhyML 3.0. Systematic Biology, 2010, 59, 307-321. 2.7 15,166

757
Genetic covariation of the marine fungal symbiont Haloguignardia irritans (Ascomycota,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 387 Td (Pezizomycotina) with its algal hosts Cystoseira and Halidrys (Phaeophyceae, Fucales) along the west

coast of North America. Fungal Biology, 2010, 114, 82-95.
1.1 23

758 An Efficient Algorithm for Approximating Geodesic Distances in Tree Space. IEEE/ACM Transactions on
Computational Biology and Bioinformatics, 2011, 8, 1196-1207. 1.9 2

759 Inferring the higherâ€•order phylogeny of mosses (Bryophyta) and relatives using a large, multigene
plastid data set. American Journal of Botany, 2011, 98, 839-849. 0.8 97

761 Evolutionary relationships of the old world fruit bats (Chiroptera, Pteropodidae): Another star
phylogeny?. BMC Evolutionary Biology, 2011, 11, 281. 3.2 50

763 FPGA Optimizations for a Pipelined Floating-Point Exponential Unit. Lecture Notes in Computer
Science, 2011, , 316-327. 1.0 2

764 Phylogenomic Evidence for the Presence of a Flagellum and cbb3 Oxidase in the Free-Living
Mitochondrial Ancestor. Molecular Biology and Evolution, 2011, 28, 3285-3296. 3.5 124

765 Differential Loss and Retention of Cytoglobin, Myoglobin, and Globin-E during the Radiation of
Vertebrates. Genome Biology and Evolution, 2011, 3, 588-600. 1.1 64

766 Evaluating Phylogenetic Congruence in the Post-Genomic Era. Genome Biology and Evolution, 2011, 3,
571-587. 1.1 46

767 Gene acquisition, duplication and metabolic specification: the evolution of fungal methylisocitrate
lyases. Environmental Microbiology, 2011, 13, 1534-1548. 1.8 16



44

Citation Report

# Article IF Citations

768 Phylogenetic position of the Ohiya rat (<i>Srilankamys ohiensis</i>) based on mitochondrial and
nuclear gene sequence analysis. Zoologica Scripta, 2011, 40, 545-553. 0.7 8

769 Diversification in Adelomyia hummingbirds follows Andean uplift. Molecular Ecology, 2011, 20,
4564-4576. 2.0 100

770 Multilocus sequence typing (MLST) for the infra-generic taxonomic classification of
entomopathogenic Rickettsiella bacteria. FEMS Microbiology Letters, 2011, 324, 125-134. 0.7 13

771 THE LOCAL-CLOCK PERMUTATION TEST: A SIMPLE TEST TO COMPARE RATES OF MOLECULAR EVOLUTION ON
PHYLOGENETIC TREES. Evolution; International Journal of Organic Evolution, 2011, 65, 606-611. 1.1 12

772 Deep mtDNA subdivision within Linnean species in an endemic radiation of tiger beetles from New
Zealand (genus Neocicindela). Molecular Phylogenetics and Evolution, 2011, 59, 251-262. 1.2 36

773 Origin and Evolution of the Canal Raphe System in Diatoms. Protist, 2011, 162, 723-737. 0.6 96

774
New insights on systematics and phylogenetics of Mediterranean <b><i>Blaps</i></b> species
(Coleoptera: Tenebrionidae: Blaptini), assessed through morphology and dense taxon sampling.
Systematic Entomology, 2011, 36, 340-361.

1.7 22

776 Phylogenetic diversification of the globin gene superfamily in chordates. IUBMB Life, 2011, 63, 313-322. 1.5 47

777 Molecular Epidemiology of Oropouche Virus, Brazil. Emerging Infectious Diseases, 2011, 17, 800-806. 2.0 55

778
Old-New World and trans-African disjunctions of Thamnosma (Rutaceae): Intercontinental
long-distance dispersal and local differentiation in the succulent biome. American Journal of Botany,
2011, 98, 76-87.

0.8 48

779 Molecular systematics of the parasitic genus Conopholis (Orobanchaceae) inferred from plastid and
nuclear sequences. American Journal of Botany, 2011, 98, 896-908. 0.8 6

780 Lateral Transfer of Genes and Gene Fragments in Staphylococcus Extends beyond Mobile Elements.
Journal of Bacteriology, 2011, 193, 3964-3977. 1.0 38

781 New World Origins of Southwest Pacific Gesneriaceae: Multiple Movements Across and Within the
South Pacific. International Journal of Plant Sciences, 2011, 172, 434-457. 0.6 31

782 Molecular Systematics and Biogeography of <i>Descurainia</i> (Brassicaceae) based on Nuclear ITS
and Non-Coding Chloroplast DNA. Systematic Botany, 2011, 36, 957-980. 0.2 13

783 Repeated Evolution of Identical Domain Architecture in Metazoan Netrin Domain-Containing Proteins.
Genome Biology and Evolution, 2012, 4, 883-899. 1.1 23

784 Whole-Genome Duplications Spurred the Functional Diversification of the Globin Gene Superfamily in
Vertebrates. Molecular Biology and Evolution, 2012, 29, 303-312. 3.5 88

785 Phylogenetic and Coalescent Strategies of Species Delimitation in Snubnose Darters (Percidae:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (Etheostoma). Systematic Biology, 2012, 61, 63.2.7 74

786 Phylogeny Estimation of the Radiation of Western North American Chipmunks (Tamias) in the Face of
Introgression Using Reproductive Protein Genes. Systematic Biology, 2012, 61, 44. 2.7 55



45

Citation Report

# Article IF Citations

787
Phylogenetics and population genetics of the Eurasian parasitoid <i><scp>M</scp>acrocentrus
cingulum</i> based on mitochondrial and nuclear loci. Entomologia Experimentalis Et Applicata, 2012,
145, 1-14.

0.7 4

788
Molecular Relationships and Classification of Several Tufted Capuchin Lineages (Cebus apella, Cebus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 707 Td (xanthosternos and Cebus nigritus, Cebidae), by Means of Mitochondrial Cytochrome Oxidase II Gene

Sequences. Folia Primatologica, 2012, 83, 100-125.
0.3 24

789 A re-interpretation of the Fabroniaceae, a phylogenetic perspective. Bryologist, 2012, 115, 109-117. 0.1 4

790 Molecular phylogeny of extant horseshoe crabs (Xiphosura, Limulidae) indicates Paleogene
diversification of Asian species. Molecular Phylogenetics and Evolution, 2012, 62, 21-26. 1.2 72

791
Phylogenetic inference rejects sporophyte based classification of the Funariaceae (Bryophyta): Rapid
radiation suggests rampant homoplasy in sporophyte evolution. Molecular Phylogenetics and
Evolution, 2012, 62, 130-145.

1.2 57

792
Evolution of the thioester-containing proteins (TEPs) of the arthropoda, revealed by molecular
cloning of TEP genes from a spider, Hasarius adansoni. Developmental and Comparative Immunology,
2012, 36, 483-489.

1.0 42

793 A support vector machine based test for incongruence between sets of trees in tree space. BMC
Bioinformatics, 2012, 13, 210. 1.2 7

794
Widespread and persistent invasions of terrestrial habitats coincident with larval feeding behavior
transitions during snail-killing fly evolution (Diptera: Sciomyzidae). BMC Evolutionary Biology, 2012,
12, 175.

3.2 13

795 The origins of the evolutionary signal used to predict protein-protein interactions. BMC Evolutionary
Biology, 2012, 12, 238. 3.2 8

796 Barcoding, molecular taxonomy, and exploration of the diversity of shrews (Soricomorpha:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 382 Td (Soricidae) on Mount Nimba (Guinea). Zoological Journal of the Linnean Society, 2012, 166, 672-687.1.0 16

797
Cladistic tests of monophyly and relationships of biostratigraphically significant conodonts using
multielement skeletal data â€“<i>Lochriea homopunctatus</i> and the genus <i>Lochriea</i>.
Palaeontology, 2012, 55, 1279-1291.

1.0 7

798 Evolution of Viral Genomes: Interplay Between Selection, Recombination, and Other Forces. Methods
in Molecular Biology, 2012, 856, 239-272. 0.4 31

799 Molecular phylogeny of extant equids and effects of ancestral polymorphism in resolving
species-level phylogenies. Molecular Phylogenetics and Evolution, 2012, 65, 573-581. 1.2 24

800 Multigene Phylogenetic Analyses to Delimit New Species in Fungal Plant Pathogens. Methods in
Molecular Biology, 2012, 835, 549-569. 0.4 17

801 A Rickettsiella Bacterium from the Hard Tick, Ixodes woodi: Molecular Taxonomy Combining
Multilocus Sequence Typing (MLST) with Significance Testing. PLoS ONE, 2012, 7, e38062. 1.1 32

802 Systematics and evolution of the needle grasses (Poaceae: Pooideae: Stipeae) based on analysis of
multiple chloroplast loci, ITS, and lemma micromorphology. Taxon, 2012, 61, 18-44. 0.4 67

803 Midâ€•Miocene divergence of <i>Ionopsidium</i> and <i>Cochlearia</i> and its impact on the systematics
and biogeography of the tribe Cochlearieae (Brassicaceae). Taxon, 2012, 61, 76-92. 0.4 35

804 Plastid genome evolution in mycoheterotrophic Ericaceae. Plant Molecular Biology, 2012, 79, 5-20. 2.0 47



46

Citation Report

# Article IF Citations

805 Nimbya and Embellisia revisited, with nov. comb for Alternaria celosiae and A. perpunctulata.
Mycological Progress, 2012, 11, 799-815. 0.5 57

806 Phylogenetics and biogeography of the Balkan â€˜sand gobiesâ€™ (Teleostei: Gobiidae): vulnerable species in
need of taxonomic revision. Biological Journal of the Linnean Society, 2012, 105, 73-91. 0.7 35

807 Molecular phylogeny of the subgenus Holothuria (Selenkothuria) Deichmann, 1958 (Holothuroidea:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (Aspidochirotida). Zoological Journal of the Linnean Society, 2012, 165, 109-120.1.0 11

808 Evolution of cave <i><scp>A</scp>xiokebuita</i> and <i><scp>S</scp>peleobregma</i>
(<scp>S</scp>calibregmatidae, <scp>A</scp>nnelida). Zoologica Scripta, 2013, 42, 623-636. 0.7 23

810 Phylogeography of the western jumping mouse (<i>Zapus princeps</i>) detects deep and persistent
allopatry with expansion. Journal of Mammalogy, 2013, 94, 1016-1029. 0.6 17

811 Higher level phylogenetic relationships within the bamboos (Poaceae: Bambusoideae) based on five
plastid markers. Molecular Phylogenetics and Evolution, 2013, 67, 404-413. 1.2 148

812 Inferring the Evolutionary History of IncP-1 Plasmids Despite Incongruence among Backbone Gene
Trees. Molecular Biology and Evolution, 2013, 30, 154-166. 3.5 63

813 A comprehensive molecular phylogeny for the hornbills (Aves: Bucerotidae). Molecular Phylogenetics
and Evolution, 2013, 67, 468-483. 1.2 38

814 Novel and highly diverse fungal endophytes in soybean revealed by the consortium of two different
techniques. Journal of Microbiology, 2013, 51, 56-69. 1.3 51

815 <i>Pikaia gracilens</i> Walcott: Stem Chordate, or Already Specialized in the Cambrian?. Journal of
Experimental Zoology Part B: Molecular and Developmental Evolution, 2013, 320, 247-271. 0.6 23

816 Multilocus Sequence Analysis (MLSA) of â€˜Rickettsiella agriotidisâ€™, an Intracellular Bacterial Pathogen
of Agriotes Wireworms. Current Microbiology, 2013, 66, 1-9. 1.0 7

817 Diversification of the Yellow-shouldered bats, Genus Sturnira (Chiroptera, Phyllostomidae), in the
New World tropics. Molecular Phylogenetics and Evolution, 2013, 68, 683-698. 1.2 114

818 Gymnaconitum, a new genus of Ranunculaceae endemic to the Qinghai-Tibetan Plateau. Taxon, 2013, 62,
713-722. 0.4 44

819 A Molecular Phylogeny of the Moss Genus <I>Taxithelium</I> (Pylaisiadelphaceae) Based on Plastid,
Mitochondrial and Nuclear Markers. Systematic Botany, 2013, 38, 861-868. 0.2 9

820 Taxonomic adjustments in the systematics of the southern African lacertid lizards (Sauria:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 182 Td (Lacertidae). Zootaxa, 2013, 3669, 101.0.2 11

821 TreeFix: Statistically Informed Gene Tree Error Correction Using Species Trees. Systematic Biology,
2013, 62, 110-120. 2.7 101

822
More Problems Despite Bigger Flowers: Systematics of &lt;I&gt;Cuscuta tinctoria&lt;/I&gt; Clade
(subgenus &lt;I&gt;Grammica&lt;/I&gt;, Convolvulaceae) with Description of Six New Species.
Systematic Botany, 2013, 38, 1160-1187.

0.2 13

823 A Chloroplast Phylogeny of Agavaceae subfamily Chlorogaloideae: Implications for the Tempo of
Evolution on Serpentine Soils. Systematic Botany, 2013, 38, 996-1011. 0.2 13



47

Citation Report

# Article IF Citations

824
&lt;p class="HeadingRunIn"&gt;&lt;strong&gt;A molecular phylogeny of the African plated lizards,
genus &lt;em&gt;GerrhosaurusÂ &lt;/em&gt;Wiegmann, 1828 (Squamata: Gerrhosauridae), with the
description of two new genera&lt;/strong&gt;&lt;/p&gt;. Zootaxa, 2013, 3750, 465.

0.2 19

825 Molecular phylogenetics of ponerine ants (Hymenoptera: Formicidae: Ponerinae). Zootaxa, 2013, 3647,
201-50. 0.2 86

826 Bayesian Analysis of Congruence of Core Genes in Prochlorococcus and Synechococcus and
Implications on Horizontal Gene Transfer. PLoS ONE, 2014, 9, e85103. 1.1 12

827 Detecting history of species using mining of motifs in Phylogenetic Networks. , 2014, , . 2

828 Global Phylogenomic Analysis Disentangles the Complex Evolutionary History of DNA Replication in
Archaea. Genome Biology and Evolution, 2014, 6, 192-212. 1.1 68

829 Models of nucleotide substitution. , 2014, , 1-34. 1

830 Systematics and Evolution of Inflorescence Structure in the &lt;I&gt;Tradescantia&lt;/I&gt; Alliance
(Commelinaceae). Systematic Botany, 2014, 39, 105-116. 0.2 24

831 Phylogenetics and morphological evolution of coral-dwelling barnacles (Balanomorpha:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 462 Td (Pyrgomatidae). Biological Journal of the Linnean Society, 2014, 113, 162-179.0.7 21

832
Paraphyly of Section &lt;I&gt;Stygnanthe&lt;/I&gt; (&lt;I&gt;Columnea,&lt;/I&gt; Gesneriaceae) and a
Revision of the Species of Section &lt;I&gt;Angustiflorae&lt;/I&gt;, a New Section Inferred from ITS and
Chloroplast DNA Data. Systematic Botany, 2014, 39, 613-636.

0.2 9

833 Lights out: the evolution of bacterial bioluminescence in Loliginidae. Hydrobiologia, 2014, 725, 189-203. 1.0 15

834 Phylogeny, character evolution, and biogeography of <i>Cuscuta</i> (dodders; Convolvulaceae)
inferred from coding plastid and nuclear sequences. American Journal of Botany, 2014, 101, 670-690. 0.8 77

835 Reassessment of the systematics of the widespread Neotropical genus<i>Cercomacra</i>(Aves:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 302 Td (Thamnophilidae). Zoological Journal of the Linnean Society, 2014, 170, 546-565.1.0 19

836 Molecular Dating, Evolutionary Rates, and the Age of the Grasses. Systematic Biology, 2014, 63, 153-165. 2.7 155

837
Molecular data do not provide unambiguous support for the monophyly of flatfishes
(Pleuronectiformes): A reply to Betancur-R and OrtÃ. Molecular Phylogenetics and Evolution, 2014, 75,
149-153.

1.2 25

838 Continental monophyly of cichlid fishes and the phylogenetic position of Heterochromis multidens.
Molecular Phylogenetics and Evolution, 2014, 73, 53-59. 1.2 4

839 Towards a phylogenetic approach to the composition of species complexes in the North and Central
American Triatoma, vectors of Chagas disease. Infection, Genetics and Evolution, 2014, 24, 157-166. 1.0 16

840 Shell shape convergence masks biological diversity in gliding scallops: description of Ylistrum n. gen.
(Pectinidae) from the Indo-Pacific Ocean. Journal of Molluscan Studies, 2014, 80, 400-411. 0.4 11

841 Alignment Errors Strongly Impact Likelihood-Based Tests for Comparing Topologies. Molecular
Biology and Evolution, 2014, 31, 3057-3067. 3.5 23



48

Citation Report

# Article IF Citations

842 Latent homology and convergent regulatory evolution underlies the repeated emergence of yeasts.
Nature Communications, 2014, 5, 4471. 5.8 133

843 Higher level molecular phylogeny of darkling beetles (<scp>C</scp>oleoptera:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (<scp>T</scp>enebrionidae). Systematic Entomology, 2014, 39, 486-499.1.7 74

844 Searching for the sister to sedges (<i>Carex</i>): resolving relationships in the
Cariceae-Dulichieae-Scirpeae clade (Cyperaceae). Botanical Journal of the Linnean Society, 2014, 176, 1-21. 0.8 26

845 Novel Information Theory-Based Measures for Quantifying Incongruence among Phylogenetic Trees.
Molecular Biology and Evolution, 2014, 31, 1261-1271. 3.5 259

846 The Phylogenetic Relationships of the Endemic Genera of Australo-Papuan Hawks. Journal of Raptor
Research, 2014, 48, 36-43. 0.2 10

847 Mitochondrial Phylogenomics of Early Land Plants: Mitigating the Effects of Saturation,
Compositional Heterogeneity, and Codon-Usage Bias. Systematic Biology, 2014, 63, 862-878. 2.7 108

848 Tests for Two Trees Using Likelihood Methods. Molecular Biology and Evolution, 2014, 31, 1029-1039. 3.5 16

849 Molecular systematics and historical biogeography of the green lizards (Lacerta) in Greece: Insights
from mitochondrial and nuclear DNA. Molecular Phylogenetics and Evolution, 2014, 76, 144-154. 1.2 37

850 Molecular phylogeny of East and Southeast Asian fossorial moles (Lipotyphla, Talpidae). Journal of
Mammalogy, 2014, 95, 455-466. 0.6 13

851 Horizontal transfer of an adaptive chimeric photoreceptor from bryophytes to ferns. Proceedings of
the National Academy of Sciences of the United States of America, 2014, 111, 6672-6677. 3.3 146

852 Preâ€•Pleistocene origin of an endangered habitat: links between vernal pools and aquatic <i>Oxalis</i>
in the Greater Cape Floristic Region of South Africa. Journal of Biogeography, 2014, 41, 1572-1582. 1.4 6

853
Ultrastructural characterization and multilocus sequence analysis (MLSA) of â€˜Candidatus
Rickettsiella isopodorumâ€™, a new lineage of intracellular bacteria infecting woodlice (Crustacea:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 297 Td (Isopoda). Systematic and Applied Microbiology, 2014, 37, 351-359.1.2 19

854 Molecular phylogeny reveals the true colours of Myeloconidaceae (Ascomycota: Ostropales).
Australian Systematic Botany, 2014, 27, 38. 0.3 13

855 A tale of North and South America: time and mode of dispersal of the amphitropical
genusMunroa(Poaceae, Chloridoideae). Botanical Journal of the Linnean Society, 2015, 179, 110-125. 0.8 13

856 Using RAxML to Infer Phylogenies. Current Protocols in Bioinformatics, 2015, 51, 6.14.1-6.14.14. 25.8 215

857
TAL effectors and activation of predicted host targets distinguish Asian from African strains of the
rice pathogen Xanthomonas oryzae pv. oryzicola while strict conservation suggests universal
importance of five TAL effectors. Frontiers in Plant Science, 2015, 6, 536.

1.7 105

858

Scorpion speciation in the Holy Land: Multilocus phylogeography corroborates diagnostic
differences in morphology and burrowing behavior among Scorpio subspecies and justifies
recognition as phylogenetic, ecological and biological species. Molecular Phylogenetics and
Evolution, 2015, 91, 226-237.

1.2 18

859 Diagnostics for a troubled backbone: testing topological hypotheses of trapelioid lichenized fungi in
a large-scale phylogeny of Ostropomycetidae (Lecanoromycetes). Fungal Diversity, 2015, 73, 239-258. 4.7 46



49

Citation Report

# Article IF Citations

860 Entangled evolutionary history of <i>Cuscuta pentagona</i> clade: A story involving hybridization
and Darwin in the Galapagos. Taxon, 2015, 64, 1225-1242. 0.4 27

861 Transfer of energy pathway genes in microbial enhanced biological phosphorus removal communities.
BMC Genomics, 2015, 16, 526. 1.2 6

862 Automation and Evaluation of the SOWH Test with SOWHAT. Systematic Biology, 2015, 64, 1048-1058. 2.7 40

863
Evolutionary History of <i>Blepharis</i> (Acanthaceae) and the Origin of C<sub>4</sub>
Photosynthesis in Section <i>Acanthodium</i>. International Journal of Plant Sciences, 2015, 176,
770-790.

0.6 36

864 Evolution of the complement system in protostomes revealed by de novo transcriptome analysis of six
species of Arthropoda. Developmental and Comparative Immunology, 2015, 50, 58-67. 1.0 24

865 Phylogeny and evolution of phytophagous ladybird beetles (Coleoptera: Coccinellidae: Epilachnini),
with recognition of new genera. Systematic Entomology, 2015, 40, 547-569. 1.7 25

866 Assignment of Homoeologs to Parental Genomes in Allopolyploids for Species Tree Inference, with an
Example from Fumaria (Papaveraceae). Systematic Biology, 2015, 64, 448-471. 2.7 26

867 Inferring Horizontal Gene Transfer. PLoS Computational Biology, 2015, 11, e1004095. 1.5 260

868 Amino acid transporter expansions associated with the evolution of obligate endosymbiosis in
sap-feeding insects (Hemiptera: sternorrhyncha). BMC Evolutionary Biology, 2015, 15, 52. 3.2 22

869 Evolution of the bamboos (Bambusoideae; Poaceae): a full plastome phylogenomic analysis. BMC
Evolutionary Biology, 2015, 15, 50. 3.2 137

870 Evidence of Statistical Inconsistency of Phylogenetic Methods in the Presence of Multiple Sequence
Alignment Uncertainty. Genome Biology and Evolution, 2015, 7, 2102-2116. 1.1 17

871 Molecular phylogenetics and phylogeography of all the Saimiri taxa (Cebidae, Primates) inferred from
mt COI and COII gene sequences. Primates, 2015, 56, 145-161. 0.7 13

872
Phylogenetic relationships, possible ancient hybridization, and biogeographic history of Abies
(Pinaceae) based on data from nuclear, plastid, and mitochondrial genomes. Molecular Phylogenetics
and Evolution, 2015, 82, 1-14.

1.2 72

873

Continuous Miocene, Pliocene and Pleistocene Influences on Mitochondrial Diversification of the
Capybara (Hydrochoerus Hydrochoeris; Hydrochoeridae, Rodentia): Incapacity to Determine Exclusive
Hypotheses on the Origins of the Amazon and Orinoco Diversity for This Species. Journal of
Phylogenetics & Evolutionary Biology, 2016, 04, .

0.2 7

874 The First Comprehensive Phylogeny of Coptis (Ranunculaceae) and Its Implications for Character
Evolution and Classification. PLoS ONE, 2016, 11, e0153127. 1.1 25

875 Support Measures, Phylogenetic Tree. , 2016, , 256-260. 0

876 Phylogenetic diversity and its conservation in the presence of phylogenetic uncertainty: a case study
of cladoceran communities in urban waterbodies. Biodiversity and Conservation, 2016, 25, 2113-2136. 1.2 7

877 The Identification of the Closest Living Relative(s) of Tetrapods: Phylogenomic Lessons for Resolving
Short Ancient Internodes. Systematic Biology, 2016, 65, 1057-1075. 2.7 45



50

Citation Report

# Article IF Citations

878 Phylogenetic Tree Comparison. , 2016, , 277-284. 0

879 An African Origin of the Eurylaimides (Passeriformes) and the Successful Diversification of the
Ground-Foraging Pittas (Pittidae). Molecular Biology and Evolution, 2016, 34, msw250. 3.5 9

880 Phylogenetic Stability, Tree Shape, and Character Compatibility: A Case Study Using Early Tetrapods.
Systematic Biology, 2016, 65, 737-758. 2.7 6

881 Analysis of full-length genomes of porcine teschovirus (PTV) and the effect of purifying selection on
phylogenetic trees. Archives of Virology, 2016, 161, 1199-1208. 0.9 12

882 Comparative Genomics of Early-Diverging Mushroom-Forming Fungi Provides Insights into the Origins
of Lignocellulose Decay Capabilities. Molecular Biology and Evolution, 2016, 33, 959-970. 3.5 213

883 The complement system of elasmobranches revealed by liver transcriptome analysis of a hammerhead
shark, Sphyrna zygaena. Developmental and Comparative Immunology, 2016, 61, 13-24. 1.0 28

884 New deep-sea species of Xenoturbella and the position of Xenacoelomorpha. Nature, 2016, 530, 94-97. 13.7 124

885
Phylogenetic relationships within the cosmopolitan buckthorn family (Rhamnaceae) support the
resurrection of <i>Sarcomphalus </i> and the description of <i>Pseudoziziphus</i> gen. nov.. Taxon,
2016, 65, 47-64.

0.4 54

886 Histology and affinity of anaspids, and the early evolution of the vertebrate dermal skeleton.
Proceedings of the Royal Society B: Biological Sciences, 2016, 283, 20152917. 1.2 44

887 Which molecular markers for assessing which taxonomic level? The case study of the mite family
Phytoseiidae (Acari: Mesostigmata). Cladistics, 2017, 33, 251-267. 1.5 13

888
Unique Phylogenetic Distributions of the Ska and Dam1 Complexes Support Functional Analogy and
Suggest Multiple Parallel Displacements of Ska by Dam1. Genome Biology and Evolution, 2017, 9,
1295-1303.

1.1 50

889 Structure-based analysis of Bacilli and plasmid dihydrofolate reductase evolution. Journal of
Molecular Graphics and Modelling, 2017, 71, 135-153. 1.3 3

890 Statistical hybrid detection and the inference of ancestral distribution areas in Tolpis (Asteraceae).
Biological Journal of the Linnean Society, 2017, 121, 133-149. 0.7 6

891 Testing hypotheses on suprageneric relationships and morphological evolution in the Leucobryaceae
(Bryophyta). Plant Systematics and Evolution, 2017, 303, 1383-1397. 0.3 12

892 Nuclear and mitochondrial phylogeny of Rossella (Hexactinellida: Lyssacinosida, Rossellidae): a
species and a species flock in the Southern Ocean. Polar Biology, 2017, 40, 2435-2444. 0.5 7

893 Phylogenomic analyses of Crassiclitellata support major Northern and Southern Hemisphere clades
and a Pangaean origin for earthworms. BMC Evolutionary Biology, 2017, 17, 123. 3.2 27

894 Recircumscription of <i>Delphinium</i> subg. <i>Delphinium</i> (Ranunculaceae) and implications for
its biogeography. Taxon, 2017, 66, 554-566. 0.4 15

895 A molecular phylogeny of the Sematophyllaceae s.l. (Hypnales) based on plastid, mitochondrial and
nuclear markers, and its taxonomic implications. Taxon, 2017, 66, 811-831. 0.4 25



51

Citation Report

# Article IF Citations

896 Robust Inference of Genetic Exchange Communities from Microbial Genomes Using TF-IDF. Frontiers in
Microbiology, 2017, 8, 21. 1.5 14

898 Studying AMPK in an Evolutionary Context. Methods in Molecular Biology, 2018, 1732, 111-142. 0.4 3

899 Evolutionary relationships of two balitorids (Cypriniformes, Balitoridae) revealed by comparative
mitogenomics. Zoologica Scripta, 2018, 47, 300-310. 0.7 9

900
Bayesian selection of misspecified models is overconfident and may cause spurious posterior
probabilities for phylogenetic trees. Proceedings of the National Academy of Sciences of the United
States of America, 2018, 115, 1854-1859.

3.3 61

901 The Interrelationships of Land Plants and the Nature of the Ancestral Embryophyte. Current Biology,
2018, 28, 733-745.e2. 1.8 398

902 Phylogenomics. Methods in Molecular Biology, 2018, 1704, 103-187. 0.4 15

903 Boreotropical range expansion and long-distance dispersal explain two amphi-Pacific tropical
disjunctions in Sabiaceae. Molecular Phylogenetics and Evolution, 2018, 124, 181-191. 1.2 27

904
Classification of breast tissues into mass and non-mass by means of the micro-genetic algorithm,
phylogenetic trees, LBP and SVM. Computer Methods in Biomechanics and Biomedical Engineering:
Imaging and Visualization, 2018, 6, 315-330.

1.3 2

905 Phylogenetic analysis and revision of subfamily classification of Belostomatidae genera (Insecta:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 422 Td (Heteroptera: Nepomorpha). Zoological Journal of the Linnean Society, 2018, 182, 319-359.1.0 19

906
Functional and evolutionary characterization of a secondary metabolite gene cluster in budding
yeasts. Proceedings of the National Academy of Sciences of the United States of America, 2018, 115,
11030-11035.

3.3 75

907 A molecular phylogeny of the Old World cypresses (Cupressus: Cupressaceae): evidence from nuclear
and chloroplast DNA sequences. Plant Systematics and Evolution, 2018, 304, 1181-1197. 0.3 1

908
Molecular phylogeny and cryptic morphology reveal a new genus of West Indian woody bamboo
(Poaceae: Bambusoideae: Bambuseae) hidden by convergent character evolution. Taxon, 2018, 67,
916-930.

0.4 18

909 The Role of Biomarker as a Taxonomic Material and Indicator of Characters Performance on Marine
Biota. Journal of Marine Science: Research & Development, 2018, 08, . 0.4 0

910 Phylogeny of Vibrio vulnificus from the Analysis of the Core-Genome: Implications for Intra-Species
Taxonomy. Frontiers in Microbiology, 2017, 8, 2613. 1.5 50

911 Comparative Genomics and Phylogenomic Analysis of the Genus Salinivibrio. Frontiers in
Microbiology, 2019, 10, 2104. 1.5 23

912 A brief overview of the concepts, methods and computational tools used in phylogenetic tree
construction and gene prediction. Meta Gene, 2019, 21, 100586. 0.3 8

913 A new phylogenetic hypothesis of turtles with implications for the timing and number of
evolutionary transitions to marine lifestyles in the group. Palaeontology, 2019, 62, 93-134. 1.0 73

914 Sponges Lack ParaHox Genes. Genome Biology and Evolution, 2019, 11, 1250-1257. 1.1 11



52

Citation Report

# Article IF Citations

915
Out of Africa? A dated molecular phylogeny of the cicada tribe Platypleurini Schmidt (Hemiptera:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 747 Td (Cicadidae), with a focus on African genera and the genus <i>Platypleura</i> Amyot &amp;

Audinetâ€•Serville. Systematic Entomology, 2019, 44, 842-861.
1.7 9

916 Phylogenomic incongruence, hypothesis testing, and taxonomic sampling: The monophyly of
characiform fishes*. Evolution; International Journal of Organic Evolution, 2019, 73, 329-345. 1.1 78

917 Phylogenetics and Systematics in a Nutshell. , 2020, , 81-112. 4

918 The influence of a priori grouping on inference of genetic clusters: simulation study and literature
review of the DAPC method. Heredity, 2020, 125, 269-280. 1.2 77

919 Early vertebrate origin of CTCFL, a CTCF paralog, revealed by proximity-guided shark genome
scaffolding. Scientific Reports, 2020, 10, 14629. 1.6 5

920 Deep genetic divergence and paraphyly in cryptic species of <i>Mugil</i> fishes (Actinopterygii:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 542 Td (Mugilidae). Systematics and Biodiversity, 2020, 18, 116-128.0.5 20

921 Nanopore sequencing-based genome assembly and evolutionary genomics of circum-basmati rice.
Genome Biology, 2020, 21, 21. 3.8 73

922 Nonbifurcating Phylogenetic Tree Inference via the Adaptive LASSO. Journal of the American
Statistical Association, 2021, 116, 858-873. 1.8 1

923 Phylogenetic Analysis of SARS-CoV-2 Data Is Difficult. Molecular Biology and Evolution, 2021, 38,
1777-1791. 3.5 119

924 Phylogenetic inferences reveal deep polyphyly of Aongstroemiaceae and Dicranellaceae within the
haplolepideous mosses (Dicranidae, Bryophyta). Taxon, 2021, 70, 246-262. 0.4 7

925
Mitochondrial phylogeny, diversity, and ichthyogeography of gobies (Teleostei: Gobiidae) from the
oldest and deepest Caspian sub-basin and tracing source and spread pattern of an introduced
Rhinogobius species at the tricontinental crossroad. Hydrobiologia, 2021, 848, 1267-1293.

1.0 15

926 Genome-based local dynamics of canine rabies virus epidemiology, transmission, and evolution in
Davao City, Philippines, 2018â€“2019. Infection, Genetics and Evolution, 2021, 92, 104868. 1.0 3

928 Felsenstein Phylogenetic Likelihood. Journal of Molecular Evolution, 2021, 89, 134-145. 0.8 9

930 Phylogenetic Patterns, Evolutionary Trends, and the Origin of Antâ€”Plant Associations in Piper
section Macrostachys: Burgerâ€™s Hypotheses Revisited. , 2004, , 156-178. 11

931 Phylogenetic Approaches to Molecular Epidemiology. , 2002, , 25-40. 3

933
Reinstatement of Loxogramme dictyopteris, based on phylogenetic evidence, for the New Zealand
endemic fern, Anarthropteris lanceolata (Polypodiaceae, Polypodiidae). Australian Systematic Botany,
2006, 19, 309.

0.3 16

934 A molecular phylogeny of the Australian skink genera Eulamprus, Gnypetoscincus and Nangura.
Australian Journal of Zoology, 2003, 51, 317. 0.6 23

935 Least and Most Powerful Phylogenetic Tests to Elucidate the Origin of the Seed Plants in the Presence
of Conflicting Signals under Misspecified Models. Systematic Biology, 2003, 52, 781-793. 2.7 10



53

Citation Report

# Article IF Citations

937 Phylogeny reconstruction: overview. , 2006, , 73-99. 1

938 Maximum likelihood methods. , 2006, , 100-144. 3

939 Bayesian methods. , 2006, , 145-184. 1

940 Neutral and adaptive protein evolution. , 2006, , 259-292. 6

941 Probabilistic models and their impact on the accuracy of reconstructed ancestral protein sequences.
, 2007, , 43-57. 6

943 Genetic diversity of North American vertebrates in protected areas. Biological Journal of the Linnean
Society, 2021, 132, 388-399. 0.7 7

944 Male-Killing Wolbachia and Mitochondrial DNA: Selective Sweeps, Hybrid Introgression and Parasite
Population Dynamics. Genetics, 2003, 164, 5-12. 1.2 207

947 From Gene Trees to Organismal Phylogeny in Prokaryotes:The Case of the Î³-Proteobacteria. PLoS
Biology, 2003, 1, e19. 2.6 393

948 Likelihood-Based Inference of B Cell Clonal Families. PLoS Computational Biology, 2016, 12, e1005086. 1.5 93

949 Cryptic Diversity within the Major Trypanosomiasis Vector Glossina fuscipes Revealed by Molecular
Markers. PLoS Neglected Tropical Diseases, 2011, 5, e1266. 1.3 22

950 Phylogenetic Analysis of Pelecaniformes (Aves) Based on Osteological Data: Implications for
Waterbird Phylogeny and Fossil Calibration Studies. PLoS ONE, 2010, 5, e13354. 1.1 79

951 Red and Green Algal Origin of Diatom Membrane Transporters: Insights into Environmental Adaptation
and Cell Evolution. PLoS ONE, 2011, 6, e29138. 1.1 44

952 Paleogenetic Analyses Reveal Unsuspected Phylogenetic Affinities between Mice and the Extinct
Malpaisomys insularis, an Endemic Rodent of the Canaries. PLoS ONE, 2012, 7, e31123. 1.1 17

953 Convergent Evolution Associated with Habitat Decouples Phenotype from Phylogeny in a Clade of
Lizards. PLoS ONE, 2012, 7, e51636. 1.1 35

954 PACo: A Novel Procrustes Application to Cophylogenetic Analysis. PLoS ONE, 2013, 8, e61048. 1.1 243

955 Do Photobiont Switch and Cephalodia Emancipation Act as Evolutionary Drivers in the Lichen
Symbiosis? A Case Study in the Pannariaceae (Peltigerales). PLoS ONE, 2014, 9, e89876. 1.1 41

956 Phylogenomic Analyses of Echinodermata Support the Sister Groups of Asterozoa and Echinozoa.
PLoS ONE, 2015, 10, e0119627. 1.1 87

957 Letter: TreeAdder: A Tool to Assist the Optimal Positioning of a New Leaf into an Existing Phylogenetic
Tree. Open Bioinformatics Journal, 2007, 1, 1-2. 1.0 1



54

Citation Report

# Article IF Citations

958
An Analysis of the Sectional Classification of Anthurium (Araceae): Comparing Infrageneric Groupings
and Their Diagnostic Morphology with a Molecular Phylogeny of the Genus. Annals of the Missouri
Botanical Garden, 2019, 104, 69-82.

1.3 16

959 Distribution of endangered Italian gudgeon Romanogobio benacensis (Cypriniformes, Cyprinidae,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 702 Td (Gobioninae) with remarks on distinguishing morphological characters. ZooKeys, 2018, 729, 103-127.0.5 2

960 Phylogeny of Paleozoic limbed vertebrates reassessed through revision and expansion of the largest
published relevant data matrix. PeerJ, 2019, 6, e5565. 0.9 77

961 Multi-gene incongruence consistent with hybridisation in<i>Cladocopium</i>(Symbiodiniaceae), an
ecologically important genus of coral reef symbionts. PeerJ, 2019, 7, e7178. 0.9 7

962 Models of amino acid and codon substitution. , 2006, , 40-70. 1

963 Models of nucleotide substitution. , 2006, , 3-39. 0

964 Simulating molecular evolution. , 2006, , 293-307. 7

966 Comparison of methods and tests on trees. , 2006, , 185-220. 0

967 An Evolutionary Study of the Human Papillomavirus Genomes. Lecture Notes in Computer Science,
2008, , 128-142. 1.0 1

968 Phylogenese. , 2009, , 146-205. 0

969 Molecular Phylogenetics: Testing Evolutionary Hypotheses. Methods in Molecular Biology, 2009, 502,
131-168. 0.4 2

970 Reconstructing and Interpreting Evolutionary Relationships. , 0, , 856-868. 0

971 Phylogeny reconstruction: overview. , 2014, , 70-101. 0

972 Comparison of phylogenetic methods and tests on trees. , 2014, , 153-181. 0

973 Molecular clock and estimation of species divergence times. , 2014, , 361-389. 0

974 Models of amino acid and codon substitution. , 2014, , 35-69. 0

975 Maximum likelihood methods. , 2014, , 102-152. 0

976 Bayesian theory. , 2014, , 182-213. 0



55

Citation Report

# Article IF Citations

977 Simulating molecular evolution. , 2014, , 418-441. 2

978 Neutral and adaptive protein evolution. , 2014, , 390-417. 0

980 Bayesian phylogenetics. , 2014, , 263-307. 0

981 Coalescent theory and species trees. , 2014, , 308-360. 0

982 Bayesian computation (MCMC). , 2014, , 214-262. 0

983 Deeper Understanding of Norovirus and Astrovirus by Analyzing Genome and Coding Sequences Using
Apriori Algorithm. International Journal of Information and Education Technology, 2015, 5, 131-135. 0.9 0

989 The Location of Substitutions and Bacterial Genome Arrangements. Genome Biology and Evolution,
2021, 13, . 1.1 2

992 Mitochondrial DNA Phylogeny of Babblers (Timaliidae). Auk, 2003, 120, 35-54. 0.7 4

993 Phylogeny and Biogeography of the Amazona Ochrocephala (Aves: Psittacidae) Complex. Auk, 2004, 121,
318-332. 0.7 9

995 Using minimum bootstrap support for splits to construct confidence regions for trees. Evolutionary
Bioinformatics, 2007, 2, 129-43. 0.6 1

996
Phylogenomic analysis of evolutionary relationships in Ranitomeya poison frogs (Family) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 347 Td (Dendrobatidae) using ultraconserved elements. Molecular Phylogenetics and Evolution, 2022, 168,

107389.
1.2 6

997 Widespread interspecific phylogenetic tree incongruence between mosquito-borne and insect-specific
flaviviruses at hotspots originally identified in Zika virus. Virus Evolution, 2022, 8, veac027. 2.2 2

1007 Gene expression phylogenies and ancestral transcriptome reconstruction resolves major transitions
in the origins of pregnancy. ELife, 0, 11, . 2.8 7

1016 Distance-Based Phylogenetic Placement with Statistical Support. Biology, 2022, 11, 1212. 1.3 0

1018 Making sense of the taxonomy of the most commercially important shrimps Penaeus Fabricius, 1798Â s. l.
(Crustacea: Decapoda: Penaeidae), a way forward. Aquaculture, 2023, 563, 738955. 1.7 5

1019 Untying the Gordian knot of plastid phylogenomic conflict: A case from ferns. Frontiers in Plant
Science, 0, 13, . 1.7 0

1020 A scalable model for simulating multi-round antibody evolution and benchmarking of clonal tree
reconstruction methods. Frontiers in Immunology, 0, 13, . 2.2 3

1021 Basal Anseriformes from the Early Paleogene of North America and Europe. Diversity, 2023, 15, 233. 0.7 4



56

Citation Report

# Article IF Citations


