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International:iGeneticsTH2014THYaTHYcbUdd 4.3 13

203 sstablishmentHofHanHw™“HYeXZchZXXcHaccreditedHforensicHgeneticsHlaboratoryHinHwtalyVH2014THYgTHZfgUZgg 4

202 ‘odelingHoneHcompleteHversusHtriplicateHanalysesHinHlowHtemplateHr’oHtypingVHInternationaliJournali
ofiLegaliMedicineTH2014THYZfTHZcgUde 3.1 3

201 oHdropinHpeakHheightHmodelVHForensiciScienceiInternational:iGeneticsTH2014THYYTHfXUb 4.3 16

200 suroforgenU’osHcollaborativeHexerciseHonHz—mixHtoHdemonstrateHstandardizationHofHtheH
interpretationHofHcomplexHr’oHprofilesVHForensiciScienceiInternational:iGeneticsTH2014THgTHbeUcb 4.3 43

199 UsingHcontinuousHr’oHinterpretationHmethodsHtoHrevisitHlikelihoodHratioHbehaviourVHForensiciSciencei
International:iGeneticsTH2014THYYTHYbbUca 4.3 46
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198 oHcomparisonHofHstatisticalHmodelsHforHtheHanalysisHofHcomplexHforensicHr’oHprofilesVHScienceiandi
JusticeiwiJournaliofitheiForensiciScienceiSocietyTH2014THcbTHddUeX 2 44

197 O™tochasticOHeffectsHatHbalancedHmixtureshHaHcalibrationHstudyVHForensiciScienceiInternational:iGenetics
TH2014THfTHYYaUZc 4.3 4

196 ™tochasticHsamplingHeffectsHinH™ —HtypinghHwmplicationsHforHanalysisHandHinterpretationVHForensici
ScienceiInternational:iGeneticsTH2014THYYTHYgcUZXb 4.3 21

195 revelopmentHofHtwoHhighlyHsensitiveHforensicHsexHdeterminationHassaysHbasedHonHhumanHréüYHandH
oluHrepetitiveHr’oHelementsVH2014THacTHaXZfUac 9

194 zabH—etrieverhHaHsoftwareHtoolHforHcalculatingHlikelihoodHratiosHincorporatingHaHprobabilityHofH
dropUoutHforHforensicHr’oHprofilesVH2015THYdTHZgf 28

193 ‘ucosalHcellHisolationHandHanalysisHfromHcellularHmixturesHofHthreeHcontributorsVHJournaliofiForensici
SciencesTH2015THdXTHefaUd 1.8 0

192 —eferencesVH2015THYgdUZXg

191 qomparativeHstudyHofH™ —HlociHforHtypingHoldHskeletalHremainsHwithHmodifiedHprotocolsHofHomptl™ —H
wdentifilerHandHomptl™ —H‘initilerH™ —HyitsVHAustralianiJournaliofiForensiciSciencesTH2015THbeTHZXXUZZa 1.1 4

190
—educedHreactionHvolumesHandHincreasedH aqHr’oHpolymeraseHconcentrationHimproveH™ —HprofilingH
outcomesHfromHaHrealUworldHlowHtemplateHr’oHsourcehHtelogenHhairsVHForensiciScienceviMedicineviandi
PathologyTH2015THYYTHaZdUaf

1.5 15

189 onalysisHofHforensicHr’oHmixturesHwithHartefactsVH2015THdbTHYUbf 67

188 ™ —HprofilingHofHepithelialHcellsHidentifiedHbyHäWéUtw™vHlabellingHandHlaserHmicrodissectionHusingH
standardHandHelevatedH”q—HconditionsVHForensiciScienceiInternational:iGeneticsTH2015THYdTHYUe 4.3 9

187
wsolatingHcellsHfromHfemaleWmaleHbloodHmixturesHusingHflorescenceHinHsituHhybridizationHcombinedH
withHlowHvolumeH”q—HandHitsHapplicationHinHforensicHscienceVHInternationaliJournaliofiLegaliMedicineTH
2015THYZgTHYZYYUc

3.1 4

186 qomparingHdifferentHpostUmortemHhumanHsamplesHasHr’oHsourcesHforHdownstreamHgenotypingHandH
identificationVHForensiciScienceiInternational:iGeneticsTH2015THYgTHZYZUZZX 4.3 23

185 svaluationHofHsamplesHcomprisingHminuteHamountsHofHr’oVHScienceiandiJusticeiwiJournaliofithei
ForensiciScienceiSocietyTH2015THccTHaYdUZZ 2 9

184  heHfutureHofHforensicHr’oHanalysisVH2015THaeXTH 98

183 ‘olecularHsexHidentificationHofHjuvenileHskeletalHremainsHfromHanHwrishHmedievalHpopulationHusingH
ancientHr’oHanalysisVH2015THdZTHZeUaf 10

182 uenotypingHandHinterpretationHofH™ —Ur’ohHzowUtemplateTHmixturesHandHdatabaseHmatchesU wentyH
yearsHofHresearchHandHdevelopmentVHForensiciScienceiInternational:iGeneticsTH2015THYfTHYXXUYe 4.3 90

181 —estoredHteethHcanHbeHusedHasHsamplesHforHgenotypingmVH2015THcTHeZgaUeZgb
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180 oHnovelHsetHofHrw”U™ —HmarkersHforHimprovedHanalysisHofHchallengingHr’oHmixturesVHForensiciSciencei
International:iGeneticsTH2015THYgTHYcdUYdb 4.3 31

179 poneHr’oHtypingHusingHaHnewHminié™ —HmultiplexVH2015THcTHeYeZUeYeb 1

178 roHlowHtemplateHr’oHprofilesHhaveHusefulHquantitativeHdatamVHForensiciScienceiInternational:i
GeneticsTH2015THYdTHYaUYd 4.3 20

177 snhancedHlowUtemplateHr’oHanalysisHconditionsHandHinvestigationHofHalleleHdropoutHpatternsVH
ForensiciScienceiInternational:iGeneticsTH2015THYbTHdYUec 4.3 15

176 zowUzevelHr’oHandHqomplexH‘ixturesVH2015THYcgUYfZ 2

175 qopingHwithH”otentialH‘issingHollelesVH2015THaaaUabf

174 VH2016TH 7

173 zowH emplateHr’oHonalysisHandHwnterpretationVH2016THYUYZ

172 wnterpretationHofH‘ixturesiHuraphicalVH2016THYUYa

171 revelopmentalHvalidationHofHtheHéfilerP´fiQH”lusH”q—HomplificationHyithHonHenhancedHéU™ —HmultiplexH
forHcaseworkHandHdatabaseHapplicationsVHForensiciScienceiInternational:iGeneticsTH2016THZbTHYdbUYec 4.3 77

170 svaluationHofHforensicHr’oHmixtureHevidencehHprotocolHforHevaluationTHinterpretationTHandHstatisticalH
calculationsHusingHtheHcombinedHprobabilityHofHinclusionVH2016THYeTHYZc 44

169 onalyseHvonHvautkontaktspurenHinHderHforensischenHuenetikHunterHbesondererHperˆ…cksichtigungH
vonHyontaminationHundH ransferszenarienVH2016THZdTHcaeUccZ 1

168 zowH emplateHr’oVH2016THYcYUYdf

167 r’oHonalysisHandHrocumentHsxaminationhH heHwmpactHofHsachH echniqueHonH—espectiveHonalysesVH
JournaliofiForensiciSciencesTH2016THdYTHZdUab 1.8 4

166 uvs”Uw™tuHcollaborativeHsimulatedHexerciseHforHr®wW‘”whHzessonsHlearnedHaboutHlargeUscaleHprofileH
databaseHcomparisonsVHForensiciScienceiInternational:iGeneticsTH2016THZYTHbcUca 4.3 13

165 onalysisHandHimplicationsHofHtheHmiscarriagesHofHjusticeHofHomandaHynoxHandH—affaeleH™ollecitoVH
ForensiciScienceiInternational:iGeneticsTH2016THZaTHgUYf 4.3 33

164 ossessingHtheH—iskHofH™econdaryH ransferH®iaHtingerprintHprushHqontaminationHUsingHsnhancedH
™ensitivityHr’oHonalysisH‘ethodsVHJournaliofiForensiciSciencesTH2016THdYTHZXbUYY 1.8 6

163 —eferencesVH2016THbbeUbfd
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162 odvancesHinHr’oHtypingHinHtheHagroUfoodHsupplyHchainVH2016THcZTHfXUfg 16

161 ™heddingHlightHonHtheHrelativeHr’oHcontributionHofHtwoHpersonsHhandlingHtheHsameHobjectVHForensici
ScienceiInternational:iGeneticsTH2016THZbTHYbfUYce 4.3 33

160 sxpectedHnetHgainHdataHofHlowUtemplateHr’oHanalysesVH2016THfTHaecUfd 4

159
sncodingHofHlowUqualityHr’oHprofilesHasHgenotypeHprobabilityHmatricesHforHimprovedHprofileH
comparisonsTHrelatednessHevaluationHandHdatabaseHsearchesVHForensiciScienceiInternational:iGenetics
TH2016THZcTHZZeUZag

4.3 4

158 oHcomparativeHstudyHofHqualitativeHandHquantitativeHmodelsHusedHtoHinterpretHcomplexH™ —Hr’oH
profilesVHForensiciScienceiInternational:iGeneticsTH2016THZcTHfcUgd 4.3 54

157 onalysisHofHuniHandHbiUparentalHmarkersHinHmixtureHsampleshHzessonsHfromHtheHZZndHuvs”Uw™tuH
wntercomparisonHsxerciseVHForensiciScienceiInternational:iGeneticsTH2016THZcTHdaUeZ 4.3 6

156 svaluationHofHlowUtemplateHr’oHprofilesHusingHpeakHheightsVH2016THYcTHbaYUbbc 21

155
sstimationHandH”reparationHofHtheHvypervariableH—egionsHwWwwH emplatesHforH‘itochondrialHr’oH
 ypingHtromHvumanHponesHandH eethH—emainsHUsingH™ingleplexH–uantitativeH”olymeraseHqhainH
—eactionVH2016THaeTHYcfUdb

154 ”urificationHofH”q—H”roductsHtoHwmproveH™ —H”rofilesVHMethodsiiniMoleculariBiologyTH2016THYbZXTHYaYUb 1.4

153  heHeffectHofHmarkHenhancementHtechniquesHonHtheHsubsequentHdetectionHofHsalivaVHScienceiandi
JusticeiwiJournaliofitheiForensiciScienceiSocietyTH2016THcdTHaXcUaZX 2 5

152 zowUtemplateHr’ohHoHsingleHr’oHanalysisHorHtwoHreplicatesmVHForensiciScienceiInternationalTH2016TH
ZdbTHYagUbc 2.6 13

151 torensicHr’oH ypingH”rotocolsVHMethodsiiniMoleculariBiologyTH2016TH 1.4 3

150 —apidHr’oHanalysisHforHautomatedHprocessingHandHinterpretationHofHlowHr’oHcontentHsamplesVH
2016THeTHZ 26

149 qouldH™econdaryHr’oH ransferHtalselyH”laceH™omeoneHatHtheH™ceneHofHaHqrimemVHJournaliofiForensici
SciencesTH2016THdYTHYgdUZXa 1.8 40

148 ‘odifiedHr“”U”q—HforHimprovedH™ —HtypingHofHdegradedHr’oHfromHhumanHskeletalHremainsHandH
bloodstainsVHLegaliMedicineTH2016THYfTHeUYZ 1.9 16

147 —evealingHtheHchallengesHofHlowHtemplateHr’oHanalysisHwithHtheHprototypeHwonHompli™eqâ�¢HwdentityH
panelHvZVaHonHtheH”u‘â�¢H™equencerVHForensiciScienceiInternational:iGeneticsTH2016THZZTHZcUad 4.3 31

146 sxpansionHofH‘icrobialHtorensicsVH2016THcbTHYgdbUeb 49

145 ™tabbingHsimulationsHandHr’oHtransferVHForensiciScienceiInternational:iGeneticsTH2016THZZTHeaUfX 4.3 32
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144 ®alidatingHmultiplexesHforHuseHinHconjunctionHwithHmodernHinterpretationHstrategiesVHForensici
ScienceiInternational:iGeneticsTH2016THZXTHdUYg 4.3 39

143
sstimatingHalleleHdropoutHprobabilitiesHbyHlogisticHregressionhHossessmentsHusingHoppliedH
piosystemsHacXXxzHandHaYaXxlHueneticHonalyzersHwithHvariousHcommerciallyHavailableHhumanH
identificationHkitsVHLegaliMedicineTH2016THYgTHeeUfZ

1.9 2

142 revelopmentalHvalidationHandHevaluationHofHaHmini™ —HpentaplexHinHforensicHgeneticsVHForensici
ScienceiInternational:iGeneticsTH2016THZXTHebUeg 4.3 1

141 wmprovingHreliabilityHinHenvironmentalHr’oHdetectionHsurveysHthroughHenhancedHqualityHcontrolVH
2017THdfTHaff 25

140 r’oHprofilinghHoHmetrologicalHandHsignalHprocessingHperspectiveVH2017THZXTHbUe 2

139 or’THuneHperpˆ'tuelleHavancˆ'eVH2017THZXYeTHdeUed 1

138 ™ensitiveHrw”U™ —HmarkersHforHtheHanalysisHofHunbalancedHmixturesHfromHJtouchJHr’oHsamplesVH
ForensiciScienceiInternational:iGeneticsTH2017THZfTHYYYUYYe 4.3 23

137 qharacterisationHofHartefactsHandHdropUinHeventsHusingH™ —UvalidatorHandHsingleUcellHanalysisVH
ForensiciScienceiInternational:iGeneticsTH2017THaXTHceUdc 4.3 11

136 onHevaluationHofHtheHwnternationalH™ocietyHforHonimalHueneticsHrecommendedHparentageHandH
identificationHpanelHforHtheHdomesticHpigeonHPqolumbaHliviaHdomesticaQVH2017THbfTHbaYUbac 2

135
oHfullyHcontinuousHsystemHofHr’oHprofileHevidenceHevaluationHthatHcanHutiliseH™ —HprofileHdataH
producedHunderHdifferentHconditionsHwithinHaHsingleHanalysisVHForensiciScienceiInternational:iGenetics
TH2017THaYTHYbgUYcb

4.3 9

134 oHpreliminaryHevaluationHstudyHofHnewHgenerationHmultiplexH™ —HkitsHcomprisingHofHtheHq“rw™HcoreH
lociHandHtheHsuropeanH™tandardH™etHlociVH2017THcZTHYdUZa 8

133
ueneticHtingerprintingHUsingH‘icrosatelliteH‘arkersHinHaH‘ultiplexH”q—H—eactionhHoHqompilationHofH
‘ethodologicalHopproachesHfromH”rimerHresignHtoHretectionH™ystemsVHMethodsiiniMoleculari
BiologyTH2017THYbgZTHYUYc

1.4 2

132 UHvistoryHofHforensicHr’oHprofilingHinHcriminalHinvestigationsVH2017THZXUaY

131 UH™trengthsHandHlimitationsHofHr’oHprofilingHevidenceVH2017THaZUcY

130 ”redictionHofHautosomalH™ —HtypingHsuccessHinHancientHandH™econdHWorldHWarHboneHsamplesVH
ForensiciScienceiInternational:iGeneticsTH2017THZeTHYeUZd 4.3 19

129 ™taphylococcusHaureusH™equencesHfromH“steomyeliticH™pecimensHofHaH”athologicalHponeHqollectionH
fromH”reUontibioticH imesVH2017THgTHba 3

128 ruplexHoluH™creeningHforHregradedHr’oHofH™keletalHvumanH—emainsVH2017THgTHbf

127 ‘odifiedHalleleUspecificH”q—HimprovesHvs—ZHwledcc®alHdetectionHbyHreducingHgenotypingHerrorsVH
2017THaeTH 1
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126 zikelihoodHratioHdevelopmentHforHmixedHéU™ —HprofilesVHForensiciScienceiInternational:iGeneticsTH
2018THacTHfZUgd 4.3 13

125 ‘aleHr’oHunderHfemaleHfingernailsHafterHscratchinghHtransferHandHpersistenceHevaluationHbyH— U”q—H
analysisHandHéU™ —HtypingVHInternationaliJournaliofiLegaliMedicineTH2018THYaZTHYdXaUYdXg 3.1 5

124 torensicH™’”HuenotypingHwithH™’a”shothHrevelopmentHofHaH’ovelHwnUhouseH™psH‘ultiplexH™’”H
ossayVHJournaliofiForensiciSciencesTH2018THdaTHYfZbUYfZg 1.8 5

123 svaluationH“fHoH”owderUtreeHr’oHsxtractionH‘ethodHtorH™keletalH—emainsVHJournaliofiForensici
SciencesTH2018THdaTHYfYgUYfZa 1.8 7

122 torensicHgeneticHanalysisHofHboneHremainHsamplesVHForensiciScienceiInternationalTH2018THZfbTHYdeUYec 2.6 15

121 oHpreliminaryHassessmentHofHtheHeffectHofH”req—â�¢Hr’oHrepairHtreatmentHonHmixtureHratiosHinHtwoH
personHmixturesVHScienceiandiJusticeiwiJournaliofitheiForensiciScienceiSocietyTH2018THcfTHaXfUaYb 2 1

120 snhancedHr’oHmixtureHdeconvolutionHofHsexualHoffenseHsamplesHusingHtheHrs”orrayâ�¢HsystemVH
ForensiciScienceiInternational:iGeneticsTH2018THabTHZdcUZed 4.3 21

119 —apidlyHmutatingHéU™ —HanalysesHofHcompromisedHforensicHsamplesVHInternationaliJournaliofiLegali
MedicineTH2018THYaZTHageUbXa 3.1 8

118 reterminingHtheHoptimalHforensicHr’oHanalysisHprocedureHfollowingHinvestigationHofHsampleH
qualityVHInternationaliJournaliofiLegaliMedicineTH2018THYaZTHgccUgdd 3.1 3

117 sfficientHconstructionHofHmatchHstrengthHdistributionsHforHuncertainHmultiUlocusHgenotypesVH2018THbTHeXXfZb 2

116 ’w™ HinterlaboratoryHstudiesHinvolvingHr’oHmixturesHP‘wäYaQhHoHmodernHanalysisVHForensiciSciencei
International:iGeneticsTH2018THaeTHYeZUYeg 4.3 27

115 ‘odellingHallelicHdropUoutsHinH™ —HsequencingHdataHgeneratedHbyH‘”™VHForensiciSciencei
International:iGeneticsTH2018THaeTHdUYZ 4.3 3

114 svaluationHofHtheH‘icrohaplotypesHpanelHforHr’oHmixtureHanalysesVHForensiciScienceiInternational:i
GeneticsTH2018THacTHYbgUYcc 4.3 37

113
r’oHcommissionHofHtheHwnternationalHsocietyHforHforensicHgeneticshHossessingHtheHvalueHofHforensicH
biologicalHevidenceHUHuuidelinesHhighlightingHtheHimportanceHofHpropositionshH”artHwhHevaluationHofH
r’oHprofilingHcomparisonsHgivenHPsubUQHsourceHpropositionsVHForensiciScienceiInternational:iGeneticsTH
2018THadTHYfgUZXZ

4.3 56

112 svaluationHofHtheHperformanceHofHwlluminaOsHtoren™eqâ�¢HsystemHonHseriallyHdegradedHsamplesVH2018TH
agTHZdebUZdfb 11

111 tromHunknownHtoHknownhHwdentificationHofHtheHremainsHatHtheHmausoleumHofHfosseHordeatineVH
ScienceiandiJusticeiwiJournaliofitheiForensiciScienceiSocietyTH2018THcfTHbdgUbef 2 8

110 svaluationHofHforensicHgeneticsHfindingsHgivenHactivityHlevelHpropositionshHoHreviewVHForensiciSciencei
International:iGeneticsTH2018THadTHabUbg 4.3 55

109 zowUtemplateHmethodsHyieldHlimitedHextraHinformationHforH”ower”lex´fiHtusionHdqHprofilingVHLegali
MedicineTH2018THaaTHdZUdc 1.9 3

Citation Report

22



108  heHeffectsHofHextraH”q—HcyclesHwhenHamplifyingHskeletalHsamplesHwithHtheHulobaltilerH”q—H
omplificationHyitVHInternationaliJournaliofiLegaliMedicineTH2019THYaaTHebcUecX 3.1 2

107  heH”robabilisticHuenotypingH™oftwareH™ —mixhHUtilityHandHsvidenceHforHitsH®alidityVHJournaliofi
ForensiciSciencesTH2019THdbTHagaUbXc 1.8 23

106 onHassessmentHofHtheHperformanceHofHtheHprobabilisticHgenotypingHsoftwareHsurotor‘ixhH rendsHinH
likelihoodHratiosHandHanalysisHofH ypeHwHNHwwHerrorsVHForensiciScienceiInternational:iGeneticsTH2019THbZTHaYUaf4.3 18

105 torensicHmolecularHbiomarkersHforHmixtureHanalysisVHForensiciScienceiInternational:iGeneticsTH2019TH
bYTHYXeUYYg 4.3 32

104 qase™olverhHonHinvestigativeHopenHsourceHexpertHsystemHbasedHonHsurotor‘ixVHForensiciSciencei
International:iGeneticsTH2019THbYTHfaUgZ 4.3 11

103 oHcoldHcaseHturnsHhotHafterHaXHyearsVHAustralianiJournaliofiForensiciSciencesTH2019THcYTH™dXU™de 1.1 1

102 ™ —mixHputHtoHtheHtesthHaXXHXXXHnonUcontributorHprofilesHcomparedHtoHfourUcontributorHr’oH
mixturesHandHtheHimpactHofHreplicatesVHForensiciScienceiInternational:iGeneticsTH2019THbYTHZbUaY 4.3 11

101 oHreviewHofHdirectHpolymeraseHchainHreactionHofHr’oHandH—’oHforHforensicHpurposesVHWileyi
InterdisciplinaryiReviewsiForensiciScienceTH2019THeYaac 2.6 6

100 “ptimizationHofHtheHcollectionHandHanalysisHofHtouchHr’oHtracesVH2019THeTHgfUgg 6

99 svaluatingHtheHamplificationHefficiencyHofHtheH‘ozpoq´fiHsingleUcellHr’oHyitHforHtraceHr’oVH2019THeTHacYUacZ 1

98 sfficiencyHofHqaseworkHrirectHyitHforHextractionHofHtouchHr’oHsamplesHobtainedHfromHcarsHsteeringH
wheelsVH2019THeTHYdUYf 0

97 torensicH™permatozoaHretectionVH2019THbXTHaXbUaYY 6

96 ™uccessfulHanalysisHofHaHYXXHyearsHoldHsemenHstainHgeneratingHaHcompleteHr’oH™ —HprofileVH2019TH
dYTHefUfY 3

95 ”robabilisticHgenotypingHsoftwarehHonHoverviewVHForensiciScienceiInternational:iGeneticsTH2019THafTHZYgUZZb4.3 70

94 r’oHrecoveryHandHanalysisHfromHskeletalHmaterialHinHmodernHforensicHcontextsVHForensiciSciencesi
ResearchTH2019THbTHcYUcg 3.6 45

93  heHevolutionHofHtheHfieldHofHlegalHmedicinehHoHholisticHinvestigationHofHglobalHoutputsHwithH
bibliometricHanalysisVH2020THdgTHYXYffc 16

92 wdentifyingHvictimsHofHtheHlargestH™econdHWorldHWarHfamilyHmassacreHinH™loveniaVHForensiciSciencei
InternationalTH2020THaXdTHYYXXcd 2.6 12

91 onHexaminationHofHaspectsHofHtheHprobabilisticHgenotypingHtoolhHtorensicH™tatisticalH oolVHWileyi
InterdisciplinaryiReviewsiForensiciScienceTH2020THZTH 2.6
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90 vumanHzeukocyteHontigenHallelesHasHanHaidHtoH™ —HinHcomplexHforensicHr’oHsamplesVHScienceiandi
JusticeiwiJournaliofitheiForensiciScienceiSocietyTH2020THdXTHYUf 2 2

89 r’oH‘ixturesHinHtorensicHwnvestigationshH heH™tatisticalH™tateHofHtheHortVH2020THeTHYYYUYbZ 4

88 ’extHgenerationHsequencingHofH™ —HartifactsHproducedHfromHhistoricalHboneHsamplesVHForensici
ScienceiInternational:iGeneticsTH2020THbgTHYXZage 4.3 0

87 ®alidationVH2020THZeeUaXf 1

86 sffectivenessHofHwholeHgenomeHamplificationHpriorHtoHshortHtandemHrepeatHanalysisHforHdegradedH
r’oVHForensiciScienceiInternational:iGeneticsTH2020THbgTHYXZaea 4.3 2

85 wdentificationHofHburglarsHusingHfoilHimpressioningHbasedHonHtoolHmarksHandHr’oHevidenceVHForensici
ScienceiInternationalTH2020THaYdTHYYXcZb 2.6 1

84 onalysisHofHzowHqopyH’umberHr’oHandHregradedHr’oVH2020THYUZX

83 olleleHdropUoutHandHtheHstochasticHthresholdVH2020THfgUYYX

82 zowUtemplateHr’oVH2020THYYYUYZf

81 smpiricalHcharacterizationHofHr’oHprofilesVH2020THccUff 1

80 oHtorensicHuenomicsHopproachHforHtheHwdentificationHofH™isterH‘arijaHqrucifiksaHyozuli˜�VHGenesTH2020TH
YYTH 4.2 1

79 ueneratingHr’oHprofileHfromHlowHcopyHnumberHr’ohH™trategiesHandHassociatedHrisksVHActai
ScientiarumiwiBiologicaliSciencesTH2020THbZTHecZZag 0.3

78 oHcomprehensiveHstudyHofHalleleHdropUinHoverHanHextendedHperiodHofHtimeVHForensiciSciencei
International:iGeneticsTH2020THbfTHYXZaaZ 4.3 0

77
revelopmentHofHaHmassivelyHparallelTHgenotypingUbyUsequencingHassayHinHomericanHbadgerHP axideaH
taxusQHhighlightsHtheHneedHforHcarefulHvalidationHwhenHworkingHwithHlowHtemplateHr’oVH
ConservationiGeneticsiResourcesTH2020THYZTHdXYUdYX

0.8 3

76 rirectH”q—hHoHreviewHofHuseHandHlimitationsVHScienceiandiJusticeiwiJournaliofitheiForensiciSciencei
SocietyTH2020THdXTHaXaUaYX 2 5

75 —ecoveryHofHsingleHsourceHr’oHprofilesHfromHmixturesHbyHdirectHsingleHcellHsubsamplingHandH
simplifiedHmicromanipulationVHScienceiandiJusticeiwiJournaliofitheiForensiciScienceiSocietyTH2021THdYTHYaUZc2 4

74 sxploringHnewHshortHtandemHrepeatHmarkersHforHr’oHmixtureHdeconvolutionVHWileyiInterdisciplinaryi
ReviewsiForensiciScienceTH2021THaTH 2.6 1

73 oHnovelHapproachHforHvisualizationHandHlocalizationHofHsmallHamountsHofHr’oHonHswabsHtoHimproveH
r’oHcollectionHandHrecoveryHprocessVHAnalystviTheTH2021THYbdTHYYgfUYZXd 5 2
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72 wntegratedHmicrofluidicHsystemsHforHgeneticHanalysisVH2021THcYYUcbg 0

71 UsefulnessHofH–uantitativeH”q—HinHtorensicHueneticsVH2021THYUZd

70 qhallengesHinHtheHr’oHonalysisHofHqompromisedH™amplesVH2021THYUZX

69
sxploringHtheHadvantagesHofHamplifyingHtheHentireHextractHversusHsplittingHtheHextractHandH
interpretingHreplicatesHusingHaHcontinuousHmodelHofHinterpretationVHAustralianiJournaliofiForensici
SciencesTHYUYZ

1.1

68 r‘™“HwmprovesHtheH™kiU™lopeHsffectHinHrirectH”q—VHAppliediSciencesirSwitzerlandsTH2021THYYTHYgba 2.6 1

67 —evisitingHsingleHcellHanalysisHinHforensicHscienceVHScientificiReportsTH2021THYYTHeXcb 4.9 2

66 sfficacyHofHreducedUsizeHshortHtandemHrepeatH”q—HanalysisHforHdegradedHr’oHsamplesVHGenesiandi
GenomicsTH2021THbaTHebgUecf 2.1

65 ’ovelHextractionHchemistryHandHalternativeHamplificationHstrategiesHforHuseHwithHrootlessHhairH
shaftsVHJournaliofiForensiciSciencesTH2021THddTHYgZgUYgad 1.8 2

64 onHinterUlaboratoryHstudyHofHr’oUbasedHidentityTHparentageHandHspeciesHtestingHinHanimalHforensicH
geneticsVHForensiciSciencesiResearchTHYUYb 3.6 0

63 svaluationHofHtheHouqUHsxpressmarkerHaXHyitHcomposedHofHaYHlociHforHforensicHapplicationVHForensici
ScienceiInternationalTH2021THaZbTHYYXfbg 2.6 1

62 qanHaHreferenceHOmatchOHanHevidenceHprofileHifHtheseHhaveHnoHlociHinHcommonmVHForensiciSciencei
International:iGeneticsTH2021THcaTHYXZcZX 4.3 0

61
svaluatingHtheHeffectsHofHwholeHgenomeHamplificationHstrategiesHforHamplifyingHtraceHr’oHusingH
capillaryHelectrophoresisHandHmassiveHparallelHsequencingVHForensiciScienceiInternational:iGeneticsTH
2022THcdTHYXZcgg

4.3 0

60 oH—eviewHofH”robabilisticHuenotypingH™ystemshHTHandVHGenesTH2021THYZTH 4.2 4

59 —eferencesVH2021THYeeUYfc

58 sncyclopediaHofHpiometricsVH2009THceaUceg 2

57 torensicH™trategiesHUsedHforHr’oHsxtractionHofHoncientHandHregradedH‘useumH™turgeonH
™pecimensVH2009THfcUgd 1

56 qapillaryHelectrophoresisHofHmini™ —HmarkersHtoHgenotypeHhighlyHdegradedHr’oHsamplesVHMethodsi
iniMoleculariBiologyTH2012THfaXTHaYUbZ 1.4 4

55 ™keletalH—emainsH”resumedH™ubmergedHinHWaterHforH hreeHéearsHwdentifiedHUsingH”q—U™ —HonalysisVH
JournaliofiForensiciSciencesTH2002THbeTHYcbgXx 1.8 20

(2002-2021)

25



54 —educedH®olumeH”q—HomplificationH—eactionsHUsingHtheHomptl™ —´fi”rofilerH”lusâ�¢yitVHJournaliofi
ForensiciSciencesTH2002THbeTHYcccbx 1.8 38

53 tingerprintsHasHsvidenceHforHaHueneticH”rofilehH‘orphologicalH™tudyHonHtingerprintsHandHonalysisHofH
sxogenousHandHwndividualHtactorsHoffectingHr’oH ypingVHJournaliofiForensiciSciencesTH2003THbfTHZXXZZdX 1.8 79

52 wnfanticideHinHbrownHbearhHaHcaseUstudyHinHtheHwtalianHolpsHâ��HueneticHidentificationHofHperpetratorHandH
implicationsHinHsmallHpopulationsVHNatureiConservationTHZcTHccUec 30

51 svaluationHofHYeHmicrosatelliteHmarkersHforHparentageHtestingHandHindividualHidentificationHofH
domesticHyakHPQVHPeerJTH2018THdTHecgbd 3.1 6

50 oHmixedHr’oHprofileHcontroversyHrevisitedVHJournaliofiForensiciSciencesTH2021TH 1.8 1

49 oHproofUofUprincipleHstudyHonHimplementingHpolymeraseHchainHdisplacementHreactionHP”qr—QHtoH
improveHforensicHlowUtemplateHr’oHanalysisVHForensiciScienceiInternational:iGeneticsTH2022THcdTHYXZdXg 4.3 1

48
revelopmentHandHvalidationHofHyongohHverVHaVXVYhH“penUsourceHsoftwareHforHr’oHmixtureH
interpretationHinHtheHulobaltilerHsystemHbasedHonHaHquantitativeHcontinuousHmodelVHLegaliMedicineTH
2021THcbTHYXYgeZ

1.9 0

47 ™ourceHzevelHottributionhHr’oH”rofilingHfromHtheHopocard´fiHvema race´fiHyitVHForensiciSciencesTH
2021THYTHYYdUYZg 1

46 r’oHprofilingHofHsingleHspermHcellsHafterHwholeHgenomeHamplificationVHForensiciSciencei
International:iReportsTH2021THbTHYXXZbX 1.9 0

45 —eferencesVH2004TH

44 onHwnformationHuapHinHr’oHsvidenceHwnterpretationVHSSRNiElectroniciJournalTH 1

43 torensicH‘edicineVH2010THbZcUbab

42 onalisiHdeiHrisultatiVH2010THgeUYYf

41 piologicalHsvidenceHandHtorensicHr’oH”rofilingVH2010THcgYUdeZ

40 —esearchHonHtheHdetectionHofHzq’Hr’oHfromHtracesHonHfirearmsVHAnalyticaliScienceiandiTechnologyTH
2011THZbTHcYUcg

39 sncyclopediaHofHqriminologyHandHqriminalHxusticeVH2014THYYYbUYYZf 1

38 pibliographyVH2014THYdeUYeY

37 r’oH‘ethodsHtoHwdentifyH‘issingH”ersonsVH2016THaaeUacZ

Citation Report

26



36 ”engaruhHzamaH”aparanH”engikatHqincinHslastomerH“rtodontiH erhadapHyualitasHr’oVHJurnali
BiosainsiPascasarjanaTH2017THYgTHY 0.2

35 UtilizingH™hortH andemH—epeatsHP™ —sQHasHaH—esolvingH‘atrixHinH”arentalHrisputeHr’oHonalysisVH
AmericaniJournaliofiMoleculariBiologyTH2018THXfTHYcdUYdc 0.2

34 tormalHdescriptionHofHtheHprobabilisticHmodelsVH2020THbcgUbed

33  heHsffectivenessHofH‘iniH”rimerH™ —Hq“rw™HinHr’oHregradationHasHtheHsffectHofHvighU emperatureH
sxposureVHAnalyticaliCellulariPathologyTH2020THZXZXTHZbYedga 3.4

32 pibliographyVH2020THbeeUbgc

31 UsefulnessHofH‘iniU™ —sHinHonalyzingHregradedHr’oH™amplesHandH heirHtorensicH—elevanceVH2020THZXcUZZZ

30 qaseworkHdirectHkitHasHanHalternativeHextractionHmethodHtoHenhanceHtouchHr’oHsamplesHanalysisVH
ForensiciScienceiInternational:iGeneticsTH2020THbeTHYXZaXe 4.3 3

29 torensicHapplicationsHofHmicropalaeontologyVHZbcUZdX

28 r’oUonalysenHinHderHforensischenHtallarbeitVH2007THZegUaZa 1

27  heHtoothHforHmolecularHanalysisHandHidentificationHhHaHforensicHapproachVHJournaliofiForensici
OdontowStomatologyTH2012THaXTHZZUf 0.4 3

26 sstablishingHanHintegratedHpipelineHforHautomaticHandHefficientHdetectionHofHtraceHr’oHencounteredH
inHforensicHapplicationsVVHScienceiandiJusticeiwiJournaliofitheiForensiciScienceiSocietyTH2022THdZTHcXUcg 2

25 ™econdaryHr’oHtransferHonHdenimHusingHaHhumanHbloodHanalogueVH

24 onalysisHofHzowHqopyH’umberHr’oHandHregradedHr’oVH2021THacYUaeX

23 torensicHr’ohHtromH’ewHopproachesHforHtheHpioUstainHwdentificationHtoHtheHsvaluationHofHtheH
ueneticsHsvidenceHinHqourtroomVH2021THYUaa

22
™hortHtandemHrepeatHP™ —QHinstabilityHinHtheHoralHmucosaHofHpatientsHsubmittedHtoHfixedHorthodonticH
therapyhHaHlimitationHofH™ —HprofileHqualityHforHhumanHidentificationVVHForensiciScienceviMedicineviandi
PathologyTH2022THYfTHce

1.5 0

21  otalHalleleHcountHdistributionHP oqHcurvesQHimprovesHnumberHofHcontributorHestimationHforHcomplexH
r’oHmixturesVHJournaliofitheiCanadianiSocietyiofiForensiciScienceTHYUYc 0.5 0

20 uw orHZXZXhHqualityHassuranceHtestHthroughHZX´ yearsHofHexperienceVVHInternationaliJournaliofiLegali
MedicineTH2022THYadTHdcg 3.1

19
ossessmentHofH‘ultipleHonnealingHandHzoopingUpasedHomplificationHqycleUpasedHWholeUuenomeH
omplificationHforH™hortH andemH—epeatHuenotypingHofHzowHqopyH’umberUr’oVVHGeneticiTestingiandi
MoleculariBiomarkersTH2022TH

1.6 0

(2022-2017)

27



18 UsefulnessHofH–uantitativeH”q—HinHtorensicHueneticsVH2022THeeaUege

17 torensicHr’ohHtromH’ewHopproachesHforHtheHpioUstainHwdentificationHtoHtheHsvaluationHofHtheH
ueneticsHsvidenceHinHqourtroomVH2022THfcUYYe

16 qhallengesHinHtheHr’oHonalysisHofHqompromisedH™amplesVH2022THYXdeUYXfd

15 vowHzongHroesHwtH akeHaH™taticH™peakingHwndividualHtoHqontaminateHtheHwmmediateHsnvironmentmVH
ForensiciScienceviMedicineviandiPathologyTH2006THZTHYceUYdb 1.5

14 oHnewHimplementationHofHaHsemiUcontinuousHmethodHforHr’oHmixtureHinterpretationVHForensici
ScienceiInternational:iReportsTH2022THdTHYXXZfY 1.9

13  heHnumberHofHallelesHinHr’oHmixturesHwithHrelatedHcontributorsVHForensiciScienceiInternational:i
GeneticsTH2022THYXZebf 4.3

12 wnvestigationHofHzinearHomplificationHUsingHobasicH™iteUqontainingH”rimersHqoupledHtoH—outineH™ —H
 ypingHforHz Ur’oHonalysisVH2022THYaTHYafd

11 wnternalH®alidationHofH‘a™ —â�¢H”robabilisticHuenotypingH™oftwareHforHtheHwnterpretationHofHZâ��cH
”ersonH‘ixedHr’oH”rofilesVH2022THYaTHYbZg 0

10 torensicHr’oH”rofilingVH2022THYcYUZXZ 0

9 qharacterizingHtheHamplificationHofH™ —HmarkersHinHmultiplexHpolymeraseHchainHdisplacementH
reactionHusingHmassivelyHparallelHsequencingVH2023THdZTHYXZfXZ 0

8 ‘ixtureHwnterpretationHPwnterpretationHofH‘ixedHr’oH”rofilesHWithH™ —sQVH2023THdXZUdYZ 0

7 UsingHuniqueHmolecularHidentifiersHtoHimproveHalleleHcallingHinHlowUtemplateHmixturesVH2023THdaTHYXZfXe 0

6 ”revalenceTHontimicrobialH—esistanceHandH oxinUsncodingHuenesHofHqlostridioidesHdifficileHfromH
snvironmentalH™ourcesHqontaminatedHbyHtecesVH2023THYZTHYdZ 0

5 outosomalHshortHtandemHrepeatHP™ —QHprofilingHofHhumanHskeletalHremainsVH2023THYdeUYge 0

4 qhallengesHinHforensicHgeneticHinvestigationsHofHdecomposedHorHskeletonizedHhumanHremainshH
snvironmentalHexposureTHr’oHdegradationTHinhibitorsTHandHlowHcopyHnumberHPzq’QVH2023THYcUad 0

3 ™keletalHmicrostructureTHboneHdiagenesisTHoptimalHsampleHselectionTHandHpreUprocessingHpreparationH
techniquesHforHr’oHtestingVH2023THfYUYYe 0

2 wdentificationHandHcharacterizationHofHnovelHrw”U™ —sHfromHwholeUgenomeHsequencingHdataVH2023TH
dbTHYXZfbg 0

1 qharacterizingHtheHomplificationHofH™ —H‘arkersHinH‘ultiplexH”olymeraseHqhainHrisplacementH
—eactionHUsingH‘assivelyH”arallelH™equencingVH 0

Citation Report

28



Citation Report

29


