
The genome sequence of the food-borne pathogen Campylobacter jejuni reveals
hypervariable sequences

Nature

403, 665-668

DOI: 10.1038/35001088

Citation Report



Citation Report

2

# Article IF Citations

1 Purification, characterization and sequence analysis of Omp50,a new porin isolated from
Campylobacter jejuni. Biochemical Journal, 2000, 352, 637. 1.7 12

2 Protein Histidine Kinase. , 2001, 124, 171-182. 8

3 Purification and Characterization of Cytochrome c-553 from Helicobacter pylori. Journal of
Biochemistry, 2000, 128, 371-375. 0.9 8

6 The role of lateral gene transfer in the evolution of isoprenoid biosynthesis pathways. Molecular
Microbiology, 2000, 37, 703-716. 1.2 247

7 Oxygen detoxification in the strict anaerobic archaeon Archaeoglobus fulgidus: superoxide
scavenging by Neelaredoxin. Molecular Microbiology, 2000, 38, 322-334. 1.2 69

8 Genome rearrangement by replication-directed translocation. Nature Genetics, 2000, 26, 195-197. 9.4 182

9 Microbial genome analysis: insights into virulence, host adaptation and evolution. Nature Reviews
Genetics, 2000, 1, 30-39. 7.7 109

10 The iron-responsive regulator Fur ofCampylobacter jejuniis expressed from two separate promoters.
FEMS Microbiology Letters, 2000, 188, 115-118. 0.7 27

11
Structural and functional analysis of the riboflavin synthesis genes encoding GTP cyclohydrolase II
(ribA), DHBP synthase (ribBA), riboflavin synthase (ribC), and riboflavin deaminase/reductase (ribD)
fromHelicobacter pyloristrain P1. FEMS Microbiology Letters, 2000, 191, 191-197.

0.7 33

12 Bacterial genomics: The controlled chaos of shifty pathogens. Current Biology, 2000, 10, R498-R501. 1.8 10

13 Micro-evolution and emergence of pathogens. International Journal for Parasitology, 2000, 30,
1423-1430. 1.3 12

14 Characteristics of the aerobic respiratory chains of the microaerophiles Campylobacter jejuni and
Helicobacter pylori. Archives of Microbiology, 2000, 174, 1-10. 1.0 91

15 A selDABC cluster for selenocysteine incorporation in Eubacterium acidaminophilum. Archives of
Microbiology, 2000, 174, 200-212. 1.0 28

16 Comparative Genomics and Understanding of Microbial Biology. Emerging Infectious Diseases, 2000, 6,
505-512. 2.0 72

17 Random Transposon Mutagenesis of Campylobacter jejuni. Infection and Immunity, 2000, 68, 5450-5453. 1.0 30

18
Essential role of Glu-C66 for menaquinol oxidation indicates transmembrane electrochemical
potential generation by Wolinella succinogenes fumarate reductase. Proceedings of the National
Academy of Sciences of the United States of America, 2000, 97, 13051-13056.

3.3 77

19 Sialylation of Lipooligosaccharide Cores Affects Immunogenicity and Serum Resistance of
Campylobacter jejuni. Infection and Immunity, 2000, 68, 6656-6662. 1.0 129

20 Cytochrome c Nitrite Reductase from Wolinella succinogenes. Journal of Biological Chemistry, 2000,
275, 39608-39616. 1.6 184



3

Citation Report

# Article IF Citations

21 Reverse Transcriptase-Polymerase Chain Reaction Validation of 25 "Orphan" Genes from Escherichia
coli K-12 MG1655. Genome Research, 2000, 10, 959-966. 2.4 26

22 Artemis: sequence visualization and annotation. Bioinformatics, 2000, 16, 944-945. 1.8 2,912

23 Campylobacters: the most common bacterial enteropathogens in the Nordic countries. Annals of
Medicine, 2000, 32, 440-445. 1.5 82

24 Detection and Characterization of Autoagglutination Activity by Campylobacter jejuni. Infection and
Immunity, 2000, 68, 6168-6175. 1.0 81

25 Campylobacter jejuni Cytolethal Distending Toxin Mediates Release of Interleukin-8 from Intestinal
Epithelial Cells. Infection and Immunity, 2000, 68, 6535-6541. 1.0 216

26 Serine 121 Is an Essential Amino Acid for Biotin Sulfoxide Reductase Functionality. Journal of
Biological Chemistry, 2000, 275, 35086-35090. 1.6 11

27 Sequence Polymorphism, Predicted Secondary Structures, and Surface-Exposed Conformational
Epitopes of Campylobacter Major Outer Membrane Protein. Infection and Immunity, 2000, 68, 5679-5689. 1.0 90

28 A DNA structural atlas for Escherichia coli 1 1Edited by T. Richmond. Journal of Molecular Biology,
2000, 299, 907-930. 2.0 213

29 The iron-responsive regulator Fur of Campylobacter jejuni is expressed from two separate promoters.
FEMS Microbiology Letters, 2000, 188, 115-118. 0.7 21

30 Assessing evolutionary relationships among microbes from whole-genome analysis. Current Opinion
in Microbiology, 2000, 3, 475-480. 2.3 94

31 Microbial genomics. Trends in Microbiology, 2000, 8, 161. 3.5 0

32 Horizontal gene transfer among microbial genomes: new insights from complete genome analysis.
Current Opinion in Genetics and Development, 2000, 10, 606-611. 1.5 237

33 Genomic Exploration of the Hemiascomycetous Yeasts: 3. Methods and strategies used for sequence
analysis and annotation. FEBS Letters, 2000, 487, 17-30. 1.3 37

34 GENOMICS: Genomics Happens. Science, 2000, 289, 1488-1489. 6.0 6

35 Evidence for symmetric chromosomal inversions around the replication origin in bacteria. Genome
Biology, 2000, 1, research0011.1. 13.9 287

36
Spectroscopic Studies and Characterization of a Novel Electron-Transfer Chain fromEscherichia
coliInvolving a Flavorubredoxin and Its Flavoprotein Reductase Partnerâ€ . Biochemistry, 2000, 39,
16230-16237.

1.2 72

37 A Metabolic Node in Action: Chorismate-Utilizing Enzymes in Microorganisms. Critical Reviews in
Microbiology, 2001, 27, 75-131. 2.7 167

38 Pairwise sequence alignment below the twilight zone11Edited by B. Honig. Journal of Molecular
Biology, 2001, 307, 721-735. 2.0 126



4

Citation Report

# Article IF Citations

39 Structural investigations of calcium binding and its role in activity and activation of outer membrane
phospholipase A from Escherichia coli. Journal of Molecular Biology, 2001, 309, 477-489. 2.0 33

40
The structure of CMP:2-keto-3-deoxy- manno -octonic acid synthetase and of its complexes with
substrates and substrate analogs 1 1Edited by I. A. Wilson. Journal of Molecular Biology, 2001, 312,
143-155.

2.0 32

41 Development of a PCR ELISA assay for the identification of Campylobacter jejuni and Campylobacter
coli. Molecular and Cellular Probes, 2001, 15, 291-300. 0.9 28

42 Identification of a putative chromosomal replication origin from Helicobacter pylori and its
interaction with the initiator protein DnaA. Nucleic Acids Research, 2001, 29, 2251-2259. 6.5 46

43 Regulation of transcription in Helicobacter pylori: simple systems or complex circuits?. International
Journal of Medical Microbiology, 2001, 291, 107-117. 1.5 48

44 Genotypic and serotypic stability of strains during in vitro and in vivo passage. International Journal
of Medical Microbiology, 2001, 291, 379-385. 1.5 23

45 Towards the molecular mechanism of Na+/solute symport in prokaryotes. Biochimica Et Biophysica
Acta - Bioenergetics, 2001, 1505, 131-143. 0.5 50

46 The iron-induced ferredoxin FdxA of Campylobacter jejuni is involved in aerotolerance. FEMS
Microbiology Letters, 2001, 196, 189-193. 0.7 28

47 Effect of environmental and chemotactic stimuli on the activity of the Campylobacter jejuni flaA Ïƒ28
promoter. FEMS Microbiology Letters, 2001, 205, 43-48. 0.7 3

48 Preferential usage of some minor codons in bacteria. Gene, 2001, 276, 107-115. 1.0 20

49
Analysis of codon usage diversity of bacterial genes with a self-organizing map (SOM):
characterization of horizontally transferred genes with emphasis on the E. coli O157 genome. Gene,
2001, 276, 89-99.

1.0 191

50 Bacterial transporters for sulfate and organosulfur compounds. Research in Microbiology, 2001, 152,
279-290. 1.0 94

51 Molybdate transport. Research in Microbiology, 2001, 152, 311-321. 1.0 129

52 Deciphering Campylobacter jejuni cell surface interactions from the genome sequence. Current
Opinion in Microbiology, 2001, 4, 35-40. 2.3 43

53 Playing Dr Jekyll and Mr Hyde: combined mechanisms of phase variation in bacteria. Current Opinion in
Microbiology, 2001, 4, 570-581. 2.3 133

54 Comparative genomics and bioenergetics. Biochimica Et Biophysica Acta - Bioenergetics, 2001, 1506,
147-162. 0.5 51

55 Microbial disease in humans: A genomic perspective. Molecular Diagnosis and Therapy, 2001, 6, 243-252. 1.3 10

56 Novel Macrolide-Specific ABC-Type Efflux Transporter in Escherichia coli. Journal of Bacteriology,
2001, 183, 5639-5644. 1.0 330



5

Citation Report

# Article IF Citations

57
Comparison of Genotypes and Serotypes of Campylobacter jejuni Isolated from Danish Wild Mammals
and Birds and from Broiler Flocks and Humans. Applied and Environmental Microbiology, 2001, 67,
3115-3121.

1.4 103

58 Protein Phosphatasesâˆ’A Phylogenetic Perspective. Chemical Reviews, 2001, 101, 2291-2312. 23.0 74

59 Purification and characterization of acyl-acyl carrier protein synthetase from oleaginous yeast and
its role in triacylglycerol biosynthesis. Biochemical Journal, 2001, 360, 471. 1.7 8

60 Purification and characterization of acyl-acyl carrier protein synthetase from oleaginous yeast and
its role in triacylglycerol biosynthesis. Biochemical Journal, 2001, 360, 471-479. 1.7 15

61 <i>Campylobacter jejuni</i>. , 2001, 8, 150-165. 71

65 Phylogenetic Analysis of Metabolic Pathways. Journal of Molecular Evolution, 2001, 52, 471-489. 0.8 83

66 Cloning and Characterization of a Campylobacter jejuni Iron-Uptake Operon. Current Microbiology,
2001, 42, 139-143. 1.0 16

67 Campylobacter enteritis and the Guillain-BarrÃ© syndrome. Current Infectious Disease Reports, 2001, 3,
116-122. 1.3 25

68 The branching order and phylogenetic placement of species from completed bacterial genomes, based
on conserved indels found in various proteins. International Microbiology, 2001, 4, 187-202. 1.1 92

69 Allelic exchange mutagenesis of rpoN encoding RNA-polymerase Ïƒ54 subunit in Helicobacter pylori.
Journal of Infection and Chemotherapy, 2001, 7, 148-155. 0.8 10

70 The physiology and metabolism of Campylobacter jejuni and Helicobacter pylori. Journal of Applied
Microbiology, 2001, 90, 16S-24S. 1.4 70

71 Surface components of Campylobacter and Helicobacter. Journal of Applied Microbiology, 2001, 90,
25S-35S. 1.4 3

72 Post genome analysis of Campylobacter jejuni. Journal of Applied Microbiology, 2001, 90, 36S-44S. 1.4 14

73 Pathogenesis of enteric Campylobacter infection. Journal of Applied Microbiology, 2001, 90, 45S-56S. 1.4 113

74 Current epidemiological issues in human campylobacteriosis. Journal of Applied Microbiology, 2001,
90, 85S-95S. 1.4 112

75 Bile-induced 'pili' in Campylobacter jejuni are bacteria-independent artifacts of the culture medium.
Molecular Microbiology, 2001, 39, 1546-1549. 1.2 19

76 Transposon mutagenesis of Campylobacter jejuni identifies a bipartite energy taxis system required for
motility. Molecular Microbiology, 2001, 40, 214-224. 1.2 184

77 A phase-variable capsule is involved in virulence of Campylobacter jejuni 81-176. Molecular
Microbiology, 2001, 40, 769-777. 1.2 270



6

Citation Report

# Article IF Citations

78 Identification of the Helicobacter pylori anti-Ïƒ28 factor. Molecular Microbiology, 2001, 41, 477-487. 1.2 77

79 Advances in genomics for microbial food fermentations and safety. Current Opinion in
Biotechnology, 2001, 12, 493-498. 3.3 44

80 The sialate-pyruvate lyase from pig kidney. FEBS Journal, 2001, 268, 6473-6486. 0.2 3

81 Gene Arrangements and Phylogeny in the Class Proteobacteria. Journal of Theoretical Biology, 2001,
213, 9-19. 0.8 22

82 Molecular Characterization of a Cryptic Plasmid from Campylobacter jejuni. Plasmid, 2001, 45, 127-133. 0.4 14

83 Comparing function and structure between entire proteomes. Protein Science, 2001, 10, 1970-1979. 3.1 248

84 The iron-induced ferredoxin FdxA ofCampylobacter jejuniis involved in aerotolerance. FEMS
Microbiology Letters, 2001, 196, 189-193. 0.7 39

85 Cytolethal distending toxin (CDT): a bacterial weapon to control host cell proliferation?. FEMS
Microbiology Letters, 2001, 203, 141-148. 0.7 82

86 Effect of environmental and chemotactic stimuli on the activity of theCampylobacter jejuni
flaAÃ•Âƒ28promoter. FEMS Microbiology Letters, 2001, 205, 43-48. 0.7 33

87 Chance and necessity: the evolution of morphological complexity and diversity. Nature, 2001, 409,
1102-1109. 13.7 478

88 Classification and phylogeny of hydrogenases. FEMS Microbiology Reviews, 2001, 25, 455-501. 3.9 331

89 Fidelity of replication of repetitive DNA in mutS and repair proficient Escherichia coli. Mutation
Research - Fundamental and Molecular Mechanisms of Mutagenesis, 2001, 474, 1-14. 0.4 21

90 Serotype and genotype diversity and hatchery transmission of Campylobacter jejuni in commercial
poultry flocks. Veterinary Microbiology, 2001, 82, 141-154. 0.8 79

91 Macrolide Resistance in Campylobacter coli of Animal Origin in Denmark. Antimicrobial Agents and
Chemotherapy, 2001, 45, 371-372. 1.4 63

92 Multilocus Sequence Typing System for Campylobacter jejuni. Journal of Clinical Microbiology, 2001,
39, 14-23. 1.8 771

93
Genome Sequence-Based Fluorescent Amplified Fragment Length Polymorphism of Campylobacter jejuni
, Its Relationship to Serotyping, and Its Implications for Epidemiological Analysis. Journal of Clinical
Microbiology, 2001, 39, 3823-3829.

1.8 40

94 Survival of Campylobacter jejuni during Stationary Phase: Evidence for the Absence of a Phenotypic
Stationary-Phase Response. Applied and Environmental Microbiology, 2001, 67, 2248-2254. 1.4 66

95 Helicobacter pylori Pore-Forming Cytolysin Orthologue TlyA Possesses In Vitro Hemolytic Activity and
Has a Role in Colonization of the Gastric Mucosa. Infection and Immunity, 2001, 69, 1697-1703. 1.0 42



7

Citation Report

# Article IF Citations

96 Demonstration of Polysaccharide Capsule in Campylobacter jejuni Using Electron Microscopy.
Infection and Immunity, 2001, 69, 5921-5924. 1.0 76

97 Lactate Stimulation of Gonococcal Metabolism in Media Containing Glucose: Mechanism, Impact on
Pathogenicity, and Wider Implications for Other Pathogens. Infection and Immunity, 2001, 69, 6565-6572. 1.0 36

98 Detection and Initial Characterization of Novel Capsular Polysaccharide among Diverse
Campylobacter jejuni Strains Using Alcian Blue Dye. Journal of Clinical Microbiology, 2001, 39, 279-284. 1.8 81

99 Survival of Clinical and Poultry-Derived Isolates of Campylobacter jejuni at a Low Temperature (4Â°C).
Applied and Environmental Microbiology, 2001, 67, 4186-4191. 1.4 118

100 Trypanosomal dUTPases as Potential Targets for Drug Design. Current Protein and Peptide Science,
2001, 2, 389-397. 0.7 27

101 Homotrimeric dUTPases; Structural Solutions for Specific Recognition and Hydrolysis of dUTP.
Current Protein and Peptide Science, 2001, 2, 287-300. 0.7 56

102 Single or Double Mutational Alterations of GyrA Associated with Fluoroquinolone Resistance
inCampylobacter jejuniandCampylobacter coli. Microbial Drug Resistance, 2001, 7, 257-261. 0.9 97

103 Cloning, Expression, and Catalytic Activity ofHelicobacter hepaticus Urease. Infection and Immunity,
2001, 69, 5914-5920. 1.0 42

104 In Vitro Transposition System for Efficient Generation of Random Mutants of Campylobacter jejuni.
Journal of Bacteriology, 2001, 183, 2384-2388. 1.0 41

105 The Iron- and Temperature-Regulated cjrBC Genes of Shigella and Enteroinvasive Escherichia coli
Strains Code for Colicin Js Uptake. Journal of Bacteriology, 2001, 183, 3958-3966. 1.0 37

106 Phosphorylation of the Response Regulator CheV Is Required for Adaptation to Attractants during
Bacillus subtilisChemotaxis. Journal of Biological Chemistry, 2001, 276, 43618-43626. 1.6 80

107 Sodium Ion-Driven Serine/Threonine Transport in Porphyromonas gingivalis. Journal of Bacteriology,
2001, 183, 4142-4148. 1.0 35

108 A genomic island in Pseudomonas aeruginosa carries the determinants of flagellin glycosylation.
Proceedings of the National Academy of Sciences of the United States of America, 2001, 98, 9342-9347. 3.3 134

109 Identification of the Carbohydrate Moieties and Glycosylation Motifs in Campylobacter jejuni
Flagellin. Journal of Biological Chemistry, 2001, 276, 34862-34870. 1.6 323

110
Genomic Heterogeneity and O-Antigenic Diversity of Campylobacter upsaliensis and Campylobacter
helveticus Strains Isolated from Dogs and Cats in Germany. Journal of Clinical Microbiology, 2001, 39,
2548-2557.

1.8 35

111 Strain-specific genes of Helicobacter pylori: distribution, function and dynamics. Nucleic Acids
Research, 2001, 29, 4395-4404. 6.5 43

112 A new approach to fragment assembly in DNA sequencing. , 2001, , . 36

113
Genomic Relatedness within Five Common Finnish Campylobacter jejuni Pulsed-Field Gel
Electrophoresis Genotypes Studied by Amplified Fragment Length Polymorphism Analysis, Ribotyping,
and Serotyping. Applied and Environmental Microbiology, 2001, 67, 1581-1586.

1.4 44



8

Citation Report

# Article IF Citations

114 The superfamily of chemotaxis transducers: From physiology to genomics and back. Advances in
Microbial Physiology, 2001, 45, 157-198. 1.0 133

115 Yersinia pestis pFra Shows Biovar-Specific Differences and Recent Common Ancestry with a Salmonella
enterica Serovar Typhi Plasmid. Journal of Bacteriology, 2001, 183, 2586-2594. 1.0 56

116 Systematic Identification of Selective Essential Genes in Helicobacter pylori by Genome Prioritization
and Allelic Replacement Mutagenesis. Journal of Bacteriology, 2001, 183, 1259-1268. 1.0 151

117 CdtA, CdtB, and CdtC Form a Tripartite Complex That Is Required for Cytolethal Distending Toxin
Activity. Infection and Immunity, 2001, 69, 4358-4365. 1.0 291

118 Evidence for a Genetically Stable Strain of Campylobacter jejuni. Applied and Environmental
Microbiology, 2001, 67, 1185-1189. 1.4 75

120 Allelic Diversity and Recombination in Campylobacter jejuni. Journal of Bacteriology, 2001, 183,
2553-2559. 1.0 135

121 Essential Thioredoxin-Dependent Peroxiredoxin System from Helicobacter pylori : Genetic and Kinetic
Characterization. Journal of Bacteriology, 2001, 183, 1961-1973. 1.0 179

122 Roles of rpoN , fliA, and flgR in Expression of Flagella in Campylobacter jejuni. Journal of
Bacteriology, 2001, 183, 2937-2942. 1.0 85

123 Whole Genome Comparison of Campylobacter jejuni Human Isolates Using a Low-Cost Microarray
Reveals Extensive Genetic Diversity. Genome Research, 2001, 11, 1706-1715. 2.4 278

124 An Eulerian path approach to DNA fragment assembly. Proceedings of the National Academy of
Sciences of the United States of America, 2001, 98, 9748-9753. 3.3 1,094

125 Detection of Heat-Stable Antigens of Campylobacter jejuni and C. coli by Direct Agglutination and
Passive Hemagglutination. Journal of Clinical Microbiology, 2002, 40, 996-1000. 1.8 17

126
Environmental Regulation of Campylobacter jejuni Major Outer Membrane Protein Porin Expression in
Escherichia coli Monitored by Using Green Fluorescent Protein. Applied and Environmental
Microbiology, 2002, 68, 4209-4215.

1.4 29

127 Structure-Function Studies of Two Novel UDP-GlcNAc C6 Dehydratases/C4 Reductases. Journal of
Biological Chemistry, 2002, 277, 26769-26778. 1.6 25

128 The Crystal Structure of Helicobacter pyloriCysteine-rich Protein B Reveals a Novel Fold for a
Penicillin-binding Protein. Journal of Biological Chemistry, 2002, 277, 10187-10193. 1.6 37

129 tRNomics: Analysis of tRNA genes from 50 genomes of Eukarya, Archaea, and Bacteria reveals
anticodon-sparing strategies and domain-specific features. Rna, 2002, 8, 1189-1232. 1.6 349

130
gyrA Polymorphism in Campylobacter jejuni : Detection of gyrA Mutations in 162 C. jejuni Isolates by
Single-Strand Conformation Polymorphism and DNA Sequencing. Antimicrobial Agents and
Chemotherapy, 2002, 46, 2644-2647.

1.4 59

131 Phase Variation of Campylobacter jejuni 81-176 Lipooligosaccharide Affects Ganglioside Mimicry and
Invasiveness In Vitro. Infection and Immunity, 2002, 70, 787-793. 1.0 195

132 DNA Sequence and Mutational Analyses of the pVir Plasmid of Campylobacter jejuni 81-176. Infection
and Immunity, 2002, 70, 6242-6250. 1.0 158



9

Citation Report

# Article IF Citations

133 LsaA, an Antigen Involved in Cell Attachment and Invasion, Is Expressed by Lawsonia intracellularis
during Infection In Vitro and In Vivo. Infection and Immunity, 2002, 70, 2899-2907. 1.0 39

134 The Genetic Bases for the Variation in the Lipo-oligosaccharide of the Mucosal Pathogen,
Campylobacter jejuni. Journal of Biological Chemistry, 2002, 277, 327-337. 1.6 254

135 Genome sequence of the hyperthermophilic crenarchaeon Pyrobaculum aerophilum. Proceedings of
the National Academy of Sciences of the United States of America, 2002, 99, 984-989. 3.3 206

136 Structure of the N-Linked Glycan Present on Multiple Glycoproteins in the Gram-negative Bacterium,
Campylobacter jejuni. Journal of Biological Chemistry, 2002, 277, 42530-42539. 1.6 380

137
Decreased Electroporation Efficiency in Borrelia burgdorferi Containing Linear Plasmids lp25 and
lp56: Impact on Transformation of Infectious B. burgdorferi. Infection and Immunity, 2002, 70,
4798-4804.

1.0 88

138
Characterization of the Campylobacter jejuni Heptosyltransferase II Gene, waaF, Provides Genetic
Evidence that Extracellular Polysaccharide Is Lipid A Core Independent. Journal of Bacteriology, 2002,
184, 2100-2107.

1.0 51

139 A Complete Sequence of the T. tengcongensis Genome. Genome Research, 2002, 12, 689-700. 2.4 209

140
Growth of Campylobacter jejuni Supported by Respiration of Fumarate, Nitrate, Nitrite,
Trimethylamine- N -Oxide, or Dimethyl Sulfoxide Requires Oxygen. Journal of Bacteriology, 2002, 184,
4187-4196.

1.0 161

142 Helicobacter pylori functional genomics. Methods in Microbiology, 2002, 33, 291-319. 0.4 4

143 Investigating the Relationship Between Genome Structure, Composition, and Ecology in Prokaryotes.
Molecular Biology and Evolution, 2002, 19, 789-800. 3.5 11

144 The Eubacterial Lipoprotein-Specific (Type II) Signal Peptidase. The Enzymes, 2002, 22, 3-26. 0.7 4

145 Potential of fumarate reductase as a novel therapeutic target in Helicobacter pylori infection. Expert
Opinion on Therapeutic Targets, 2002, 6, 135-146. 1.5 30

146 Genomics for Applied Microbiology. Advances in Applied Microbiology, 2002, 51, 201-248e. 1.3 14

147 Analysis of gluconeogenic and anaplerotic enzymes in Campylobacter jejuni: an essential role for
phosphoenolpyruvate carboxykinase. Microbiology (United Kingdom), 2002, 148, 685-694. 0.7 109

148 Evolutionary Analysis by Whole-Genome Comparisons. Journal of Bacteriology, 2002, 184, 2260-2272. 1.0 70

149 Novel Aeromonas hydrophila PPD134/91 Genes Involved in O-Antigen and Capsule Biosynthesis.
Infection and Immunity, 2002, 70, 2326-2335. 1.0 39

150 CmeABC Functions as a Multidrug Efflux System in Campylobacter jejuni. Antimicrobial Agents and
Chemotherapy, 2002, 46, 2124-2131. 1.4 473

151 Identification of Motility and Autoagglutination Campylobacter jejuni Mutants by Random Transposon
Mutagenesis. Infection and Immunity, 2002, 70, 1761-1771. 1.0 128



10

Citation Report

# Article IF Citations

152 Campylobacter infection: small bowel and colon. Current Opinion in Gastroenterology, 2002, 18, 4-9. 1.0 8

153
High resolution genotyping of Campylobacter jejuni strains by macrorestriction analysis with XhoI
and polymerase chain reaction targeting enterobacterial repetitive intergenic consensus sequences:
can we predict the zoonotic potential of strains?. Epidemiology and Infection, 2002, 129, 435-443.

1.0 9

154 The relationship of Campylobacter jejuni infection and the development of Guillain-BarrÃ© syndrome.
Current Opinion in Infectious Diseases, 2002, 15, 221-228. 1.3 32

155 Annotation of microbial genomes. Methods in Microbiology, 2002, 33, 3-26. 0.4 5

156 Microbial Adaptation and Survival in Foods. , 2002, , . 8

157 From sequence to consequence: In silico hypothesis generation and testing. Methods in Microbiology,
2002, , 27-48. 0.4 3

158 Measuring immune selection. Parasitology, 2002, 125, S3-S16. 0.7 40

159 Signal processing and statistical methods in analysis of text and DNA. , 2002, , . 4

160 Identification of a Thiosulfate Utilization Gene Cluster from the Green Phototrophic Bacterium
Chlorobium limicola,. Biochemistry, 2002, 41, 2932-2945. 1.2 43

161 The 1.25 Ã… Resolution Structure of the Diheme NapB Subunit of Soluble Nitrate Reductase Reveals a
Novel Cytochrome c Fold with a Stacked Heme Arrangement,. Biochemistry, 2002, 41, 4827-4836. 1.2 45

162 BIVM, a Novel Gene Widely Distributed among Deuterostomes, Shares a Core Sequence with an
Unusual Gene in Giardia lamblia. Genomics, 2002, 79, 750-755. 1.3 10

163 Campylobactercolonization in poultry: sources of infection and modes of transmission. Animal
Health Research Reviews, 2002, 3, 95-105. 1.4 154

164 Animal Models in Biomedical Research. , 2002, , 1185-1225. 6

165 Molecular and Spectroscopic Analysis of the Cytochromecbb3 Oxidase from Pseudomonas stutzeri.
Journal of Biological Chemistry, 2002, 277, 31474-31483. 1.6 30

166 Complete genome sequence of Clostridium perfringens, an anaerobic flesh-eater. Proceedings of the
National Academy of Sciences of the United States of America, 2002, 99, 996-1001. 3.3 651

167 Succinate:quinone oxidoreductases from Ïµ-proteobacteria11Dedicated to Achim KrÃ¶ger on the
occasion of his 65th birthday. Biochimica Et Biophysica Acta - Bioenergetics, 2002, 1553, 84-101. 0.5 52

168 Modification of hemecbinding motifs in the small subunit (NrfH) of theWolinella
succinogenescytochromecnitrite reductase complex. FEBS Letters, 2002, 522, 83-87. 1.3 28

169 Characterization of deoxyuridine 5â€²-triphosphate nucleotidohydrolase fromTrypanosoma cruzi1. FEBS
Letters, 2002, 526, 147-150. 1.3 23



11

Citation Report

# Article IF Citations

170 Proteins with Class Î±/Î² Fold Have High-level Participation in Fusion Events. Journal of Molecular
Biology, 2002, 320, 713-719. 2.0 8

171 The ecology of Campylobacter jejuni in avian and human hosts and in the environment. International
Journal of Infectious Diseases, 2002, 6, S16-S21. 1.5 34

172 Genetic differentiation of Campylobacter jejuni. International Journal of Infectious Diseases, 2002, 6,
S22-S25. 1.5 5

173 Î±-Crystallin-Type Heat Shock Proteins: Socializing Minichaperones in the Context of a Multichaperone
Network. Microbiology and Molecular Biology Reviews, 2002, 66, 64-93. 2.9 480

174 Natural transformation in Helicobacter pylori: DNA transport in an unexpected way. Trends in
Microbiology, 2002, 10, 159-162. 3.5 57

175 Natural transformation in Helicobacter pylori: DNA transport in an unexpected way. Trends in
Microbiology, 2002, 10, 162. 3.5 2

176 Exploiting genome sequence: predictions for mechanisms of Campylobacter chemotaxis. Trends in
Microbiology, 2002, 10, 155-159. 3.5 85

177 Recoding: translational bifurcations in gene expression. Gene, 2002, 286, 187-201. 1.0 193

178 A systematic investigation identifies a significant number of probable pseudogenes in the Escherichia
coli genome. Gene, 2002, 294, 25-33. 1.0 29

179 The residue immediately upstream of the RNase P cleavage site is a positive determinant. Biochimie,
2002, 84, 693-703. 1.3 39

180 Growth cycle of Helicobacter pylori in gastric mucous layer. Keio Journal of Medicine, 2002, 51, 15-19. 0.5 7

181 Rational identification of new antibacterial drug targets that are essential for viability using a
genomics-based approach. , 2002, 95, 1-20. 57

182 The physiology of Campylobacter species and its relevance to their role as foodborne pathogens.
International Journal of Food Microbiology, 2002, 74, 177-188. 2.1 354

183 The role of iron in Campylobacter gene regulation, metabolism and oxidative stress defense. FEMS
Microbiology Reviews, 2002, 26, 173-186. 3.9 74

184
The pab1 gene of Coprinus cinereus encodes a bifunctional protein for para-aminobenzoic acid (PABA)
synthesis: implications for the evolution of fused PABA synthases. Journal of Basic Microbiology,
2002, 42, 91.

1.8 21

185 Microarray Analysis ofCampylobacter jejuni: To the Guts of the Problem!. Comparative and Functional
Genomics, 2002, 3, 338-341. 2.0 0

187 Using Homolog Groups to Create a Whole-Genomic Tree of Free-Living Organisms: An Update. Journal
of Molecular Evolution, 2002, 54, 539-547. 0.8 118

188 Molecular Evolution of the Lysine Biosynthetic Pathways. Journal of Molecular Evolution, 2002, 55,
445-449. 0.8 134



12

Citation Report

# Article IF Citations

189
Bacterial 16S rRNA Gene Analysis Revealed That Bacteria Related to Arcobacter spp. Constitute an
Abundant and Common Component of the Oyster Microbiota (Tiostrea chilensis). Microbial Ecology,
2002, 44, 365-371.

1.4 99

190 Chronic effects of Campylobacter infection. Microbes and Infection, 2002, 4, 399-403. 1.0 128

191 Phase variation of a Î²-1,3 galactosyltransferase involved in generation of the ganglioside GM1-like
lipo-oligosaccharide of Campylobacter jejuni. Molecular Microbiology, 2002, 37, 501-514. 1.2 206

192 Identification of N-acetylgalactosamine-containing glycoproteins PEB3 and CgpA in Campylobacter
jejuni. Molecular Microbiology, 2002, 43, 497-508. 1.2 121

193 ThenrfIgene is essential for the attachment of the active site haem group ofWolinella
succinogenescytochromecnitrite reductase. Molecular Microbiology, 2002, 43, 763-770. 1.2 37

194
Molecular microbiology and pathogenesis of Helicobacter and Campylobacter updated: a meeting
report of the 11th conference on Campylobacter, Helicobacter and related organisms. Molecular
Microbiology, 2002, 45, 255-262.

1.2 13

195 Structural heterogeneity of carbohydrate modifications affects serospecificity
ofCampylobacterflagellins. Molecular Microbiology, 2002, 46, 587-597. 1.2 132

196 The structures of the lipooligosaccharide and capsule polysaccharide of Campylobacter jejuni genome
sequenced strain NCTC 11168. FEBS Journal, 2002, 269, 5119-5136. 0.2 150

197 Identification and molecular characterisation of CmeB, aCampylobacter jejunimultidrug efflux pump.
FEMS Microbiology Letters, 2002, 206, 185-189. 0.7 178

198 Homonucleotide stretches in chromosomal DNA ofCampylobacter jejunidisplay high frequency
polymorphism as detected by direct PCR analysis. FEMS Microbiology Letters, 2002, 212, 77-85. 0.7 49

199 SpeciatingCampylobacter jejuniandCampylobacter coliisolates from poultry and humans using six
PCR-based assays. FEMS Microbiology Letters, 2002, 216, 201-209. 0.7 38

200 The role of iron inCampylobactergene regulation, metabolism and oxidative stress defense. FEMS
Microbiology Reviews, 2002, 26, 173-186. 3.9 90

201 Enzymology and bioenergetics of respiratory nitrite ammonification. FEMS Microbiology Reviews,
2002, 26, 285-309. 3.9 332

202 Cytochrome cbb3 oxidase and bacterial microaerobic metabolism. Biochemical Society Transactions,
2002, 30, 653-658. 1.6 66

203 Selection and Characterization of Fluoroquinolone-Resistant Mutants ofCampylobacter jejuniUsing
Enrofloxacin. Microbial Drug Resistance, 2002, 8, 335-343. 0.9 73

204 Genome deterioration: loss of repeated sequences and accumulation of junk DNA. Genetica, 2002, 115,
1-12. 0.5 78

205 Mutations inpollbut notmutSLHdestabilizeHaemophilus influenzaetetranucleotide repeats. EMBO
Journal, 2002, 21, 1465-1476. 3.5 48

206 Purification and properties of the formate dehydrogenase and characterization of the fdhA gene of
Sulfurospirillum multivorans. Archives of Microbiology, 2003, 180, 394-401. 1.0 14



13

Citation Report

# Article IF Citations

207 No simple dependence between protein evolution rate and the number of protein-protein interactions:
only the most prolific interactors tend to evolve slowly. BMC Evolutionary Biology, 2003, 3, 1. 3.2 200

208 Sequence analysis of a cryptic plasmid pCJ419 from Campylobacter jejuni and construction of an
Escherichia coliâ€“Campylobacter shuttle vector. Plasmid, 2003, 50, 152-160. 0.4 16

209 Induction of an adaptive tolerance response in the foodborne pathogen,Campylobacter jejuni. FEMS
Microbiology Letters, 2003, 223, 89-93. 0.7 68

210 ThehydEgene is essential for the formation ofWolinella succinogenesNiFe-hydrogenase. FEMS
Microbiology Letters, 2003, 227, 197-202. 0.7 10

211 The genome of Campylobacter jejuni: Codon and amino acid usage. Apmis, 2003, 111, 605-618. 0.9 3

212 Pseudaminic acid, the major modification on Campylobacter flagellin, is synthesized via the Cj1293
gene. Molecular Microbiology, 2003, 50, 659-671. 1.2 174

213
Transcription of Ïƒ54-dependent but not Ïƒ28-dependent flagellar genes in Campylobacter jejuni is
associated with formation of the flagellar secretory apparatus. Molecular Microbiology, 2003, 50,
687-702.

1.2 160

214 Inter-laboratory evaluation of three flagellin PCR/RFLP methods for typing Campylobacter jejuni and
C. coli: the CAMPYNET experience. Journal of Applied Microbiology, 2003, 95, 1321-1333. 1.4 54

215 Cattle and sheep farms as reservoirs of Campylobacter. Journal of Applied Microbiology, 2003, 94,
104-113. 1.4 221

216 Structure and genotypic plasticity of the Campylobacter fetus sap locus. Molecular Microbiology,
2003, 48, 685-698. 1.2 26

217 Structural, genetic and functional characterization of the flagellin glycosylation process in
Helicobacter pylori. Molecular Microbiology, 2003, 48, 1579-1592. 1.2 252

218 Electron transport to periplasmic nitrate reductase (NapA) of Wolinella succinogenes is independent
of a NapC protein. Molecular Microbiology, 2003, 49, 69-79. 1.2 64

219 High-throughput epidemiologic typing in clinical microbiology. Clinical Microbiology and Infection,
2003, 9, 86-100. 2.8 57

220 The genetics of glycosylation in Gram-negative bacteria. FEMS Microbiology Letters, 2003, 218, 211-222. 0.7 99

221 Molecular evolution meets the genomics revolution. Nature Genetics, 2003, 33, 255-265. 9.4 120

222 The value of comparison. Nature Reviews Microbiology, 2003, 1, 11-12. 13.6 9

223 Pathogenomics. Nature Reviews Microbiology, 2003, 1, 176-177. 13.6 4

224
Comparative Genotyping of Campylobacter jejuni by Amplified Fragment Length Polymorphism,
Multilocus Sequence Typing, and Short Repeat Sequencing: Strain Diversity, Host Range, and
Recombination. Journal of Clinical Microbiology, 2003, 41, 15-26.

1.8 242



14

Citation Report

# Article IF Citations

225
A phenylalanineâ€“arginine Î²-naphthylamide sensitive multidrug efflux pump involved in intrinsic and
acquired resistance of Campylobacter to macrolides. International Journal of Antimicrobial Agents,
2003, 22, 237-241.

1.1 60

226
Maximal adherence and invasion of INT 407 cells by Campylobacter jejuni requires the CadF
outer-membrane protein and microfilament reorganization. Microbiology (United Kingdom), 2003, 149,
153-165.

0.7 213

227
Detection of Conserved N-Linked Glycans and Phase-variable Lipooligosaccharides and Capsules from
Campylobacter Cells by Mass Spectrometry and High Resolution Magic Angle Spinning NMR
Spectroscopy. Journal of Biological Chemistry, 2003, 278, 24509-24520.

1.6 180

228 Insights into the Evolution of Allosteric Properties. The NADH Binding Site of Hexameric Type II Citrate
Synthasesâ€ ,â€¡. Biochemistry, 2003, 42, 5555-5565. 1.2 29

229 Sweet new world: glycoproteins in bacterial pathogens. Trends in Microbiology, 2003, 11, 554-561. 3.5 184

230 Adaptation by Phase Variation in Pathogenic Bacteria. Advances in Applied Microbiology, 2003, 52,
263-301. 1.3 39

231 Importance of the +73/294 Interaction in Escherichia coli RNase P RNA Substrate Complexes for
Cleavage and Metal Ion Coordination. Journal of Molecular Biology, 2003, 325, 697-709. 2.0 48

232 RpoD Promoters in Campylobacter jejuni Exhibit a Strong Periodic Signal Instead of a âˆ’35 Box. Journal
of Molecular Biology, 2003, 326, 1361-1372. 2.0 84

233 A Sco homologue plays a role in defence against oxidative stress in pathogenicNeisseria. FEBS Letters,
2003, 546, 411-415. 1.3 44

234 Genes to genetic immunization: identification of bacterial vaccine candidates. Methods, 2003, 31,
193-198. 1.9 10

235 Campylobacter â€“ a tale of two protein glycosylation systems. Trends in Microbiology, 2003, 11, 233-238. 3.5 166

236 The source of laterally transferred genes in bacterial genomes. Genome Biology, 2003, 4, R57. 13.9 172

237 Variation of the natural transformation frequency of Campylobacter jejuni in liquid shake culture.
Microbiology (United Kingdom), 2003, 149, 3603-3615. 0.7 56

238 Use of an Openâ€•Reading Frameâ€“SpecificCampylobacter jejuniDNA Microarray as a New Genotyping Tool
for Studying Epidemiologically Related Isolates. Journal of Infectious Diseases, 2003, 187, 691-694. 1.9 83

239 A revised annotation and comparative analysis of Helicobacter pylori genomes. Nucleic Acids
Research, 2003, 31, 1704-1714. 6.5 74

240 5,7-DIAMINO-3,5,7,9-TETRADEOXYNON-2-ULOSONIC ACIDS IN BACTERIAL GLYCOPOLYMERS: CHEMISTRY AND
BIOCHEMISTRY. Advances in Carbohydrate Chemistry and Biochemistry, 2003, 58, 371-417. 0.4 132

241 Natural Transformation of Campylobacter jejuni Requires Components of a Type II Secretion System.
Journal of Bacteriology, 2003, 185, 5408-5418. 1.0 75

242
PCR-Restriction Fragment Length Polymorphism Analysis for Detection of Point Mutations Associated
with Macrolide Resistance in Campylobacter spp. Antimicrobial Agents and Chemotherapy, 2003, 47,
1125-1128.

1.4 74



15

Citation Report

# Article IF Citations

243 The complete genome sequence of the carcinogenic bacterium Helicobacter hepaticus. Proceedings of
the National Academy of Sciences of the United States of America, 2003, 100, 7901-7906. 3.3 223

244 Complete genome sequence and analysis of Wolinella succinogenes. Proceedings of the National
Academy of Sciences of the United States of America, 2003, 100, 11690-11695. 3.3 199

245 Interactions of Campylobacter jejuni Cytolethal Distending Toxin Subunits CdtA and CdtC with HeLa
Cells. Infection and Immunity, 2003, 71, 4883-4890. 1.0 108

246 Sequence â€” Evolution â€” Function. , 2003, , . 124

247 Heat Shock (Ïƒ<sup>32</sup> and HrcA/CIRCE) Regulons in Î²-, Î³- and Îµ-Proteobacteria. Journal of Molecular
Microbiology and Biotechnology, 2003, 6, 174-181. 1.0 13

248 Gene Expression Profile of Campylobacter jejuni in Response to Growth Temperature Variation.
Journal of Bacteriology, 2003, 185, 2009-2016. 1.0 205

249 Compositional Changes in RNA, DNA and Proteins for Bacterial Adaptation to Higher and Lower
Temperatures. Journal of Biochemistry, 2003, 133, 507-513. 0.9 99

250 Effects of Quorum Sensing on <i>flaA</i> Transcription and Autoagglutination in <i>Campylobacter
jejuni</i>. Microbiology and Immunology, 2003, 47, 833-839. 0.7 71

251 Induction of Proinflammatory Responses in the Human Monocytic Cell Line THP-1 by Campylobacter
jejuni. Infection and Immunity, 2003, 71, 2626-2633. 1.0 72

252 MultilocusSequence Typing for Comparison of Veterinary and HumanIsolates of Campylobacter jejuni.
Applied and Environmental Microbiology, 2003, 69, 6370-6379. 1.4 158

253 Bacterial Genomes and Infectious Diseases. Pediatric Research, 2003, 54, 1-7. 1.1 50

254 FeoB is not required for ferrous iron uptake inCampylobacter jejuni. Canadian Journal of
Microbiology, 2003, 49, 727-731. 0.8 15

255 Description of a â€œPhoenixâ€• Phenomenon in the Growth of Campylobacter jejuni at Temperatures Close
to the Minimum for Growth. Applied and Environmental Microbiology, 2003, 69, 4975-4978. 1.4 13

256 Mutation rates: estimating phase variation rates when fitness differences are present and their impact
on population structure. Microbiology (United Kingdom), 2003, 149, 485-495. 0.7 48

257 Evolutionary Implications of Microbial Genome Tetranucleotide Frequency Biases. Genome Research,
2003, 13, 145-158. 2.4 232

258 Rates and Consequences of Recombination between rRNA Operons. Journal of Bacteriology, 2003, 185,
966-972. 1.0 71

259 Whole-proteome interaction mining. Bioinformatics, 2003, 19, 125-134. 1.8 134

260 Genomics of food-borne bacterial pathogens. Nutrition Research Reviews, 2003, 16, 21. 2.1 18



16

Citation Report

# Article IF Citations

261 Recent developments in Campylobacter pathogenesis. Current Opinion in Infectious Diseases, 2003, 16,
487-491. 1.3 45

262 Molecular Evidence for Dissemination of Unique Campylobacter jejuni Clones in CuracÌ§ao,
Netherlands Antilles. Journal of Clinical Microbiology, 2003, 41, 5593-5597. 1.8 61

263
In Vivo Selection of Campylobacter Isolates with High Levels of Fluoroquinolone Resistance
Associated with gyrA Mutations and the Function of the CmeABC Efflux Pump. Antimicrobial Agents
and Chemotherapy, 2003, 47, 390-394.

1.4 218

265 Phase Variation in Helicobacter Pylori Lipopolysaccharide. , 2003, , 122-141. 1

267 Risk Assessment Prediction from Genome Sequences: Promises and Dreams. Journal of Food
Protection, 2004, 67, 2053-2057. 0.8 3

268 Characterization of Campylobacter Isolates Recovered from Clinically Healthy Pigs and from Sporadic
Cases of Campylobacteriosis in Humans. Journal of Food Protection, 2004, 67, 228-234. 0.8 29

269 Enteric Campylobacter: Purging Its Secrets?. Pediatric Research, 2004, 55, 3-12. 1.1 75

270 Using the Genome to Understand Pathogenicity. , 2004, 266, 261-287. 12

271 Classification of eubacteria based on their complete genome: where does Mycoplasmataceae belong?.
Proceedings of the Royal Society B: Biological Sciences, 2004, 271, S127-30. 1.2 12

272 Characterization of the Menaquinone Reduction Site in the Diheme Cytochrome b Membrane Anchor
of Wolinella succinogenes NiFe-hydrogenase. Journal of Biological Chemistry, 2004, 279, 274-281. 1.6 43

273 High-Resolution Genotyping of Campylobacter upsaliensis Strains Originating from Three Continents.
Journal of Clinical Microbiology, 2004, 42, 3441-3448. 1.8 11

274
Expression of the efflux pump genes cmeB, cmeF and the porin gene porA in
multiple-antibiotic-resistant Campylobacter jejuni. Journal of Antimicrobial Chemotherapy, 2004, 54,
341-347.

1.3 80

275
Fluorescent Amplified Fragment Length Polymorphism Genotyping of Campylobacter jejuni and
Campylobacter coli Strains and Its Relationship with Host Specificity, Serotyping, and Phage Typing.
Journal of Clinical Microbiology, 2004, 42, 229-235.

1.8 41

276 Two TonB Systems in Actinobacillus pleuropneumoniae : Their Roles in Iron Acquisition and Virulence.
Infection and Immunity, 2004, 72, 701-708. 1.0 49

277 Adaptation of Campylobacter jejuni NCTC11168 to High-Level Colonization of the Avian
Gastrointestinal Tract. Infection and Immunity, 2004, 72, 3769-3776. 1.0 162

278 Genome-wide Expression Analyses of Campylobacter jejuni NCTC11168 Reveals Coordinate Regulation of
Motility and Virulence by flhA. Journal of Biological Chemistry, 2004, 279, 20327-20338. 1.6 190

279 N-Linked Protein Glycosylation Is Required for Full Competence in Campylobacter jejuni 81-176. Journal
of Bacteriology, 2004, 186, 6508-6514. 1.0 110

280 The crucial role of Campylobacter jejuni genes in anti-ganglioside antibody induction in Guillain-BarrÃ©
syndrome. Journal of Clinical Investigation, 2004, 114, 1659-1665. 3.9 172



17

Citation Report

# Article IF Citations

281 l -Serine Catabolism via an Oxygen-Labile l -Serine Dehydratase Is Essential for Colonization of the
Avian Gut by Campylobacter jejuni. Infection and Immunity, 2004, 72, 260-268. 1.0 146

282 Role of an Inducible Single-Domain Hemoglobin in Mediating Resistance to Nitric Oxide and Nitrosative
Stress in Campylobacter jejuni and Campylobacter coli. Journal of Bacteriology, 2004, 186, 5332-5341. 1.0 93

283 CBS Genome Atlas Database: a dynamic storage for bioinformatic results and sequence data.
Bioinformatics, 2004, 20, 3682-3686. 1.8 80

284 Comparison of Campylobacter jejuni Isolates Implicated in Guillain-BarreÌ• Syndrome and Strains That
Cause Enteritis by a DNA Microarray. Infection and Immunity, 2004, 72, 1199-1203. 1.0 64

285 Sequence-Based Typing of flaB Is a More Stable Screening Tool Than Typing of flaA for Monitoring of
Campylobacter Populations. Journal of Clinical Microbiology, 2004, 42, 4840-4842. 1.8 34

286 The FlgS/FlgR Two-component Signal Transduction System Regulates the fla Regulon in Campylobacter
jejuni. Journal of Biological Chemistry, 2004, 279, 16214-16222. 1.6 124

287 Large-Scale Comparative Genomics Meta-Analysis of Campylobacter jejuni Isolates Reveals Low Level of
Genome Plasticity. Journal of Clinical Microbiology, 2004, 42, 4566-4576. 1.8 103

288 The diversity within an expanded and redefined repertoire of phase-variable genes in Helicobacter
pylori. Microbiology (United Kingdom), 2004, 150, 817-830. 0.7 85

289 Evidence that the algI/algJ Gene Cassette, Required for O Acetylation of Pseudomonas aeruginosa
Alginate, Evolved by Lateral Gene Transfer. Journal of Bacteriology, 2004, 186, 4759-4773. 1.0 43

290 Identification of Campylobacter jejuni ATCC 43431-Specific Genes by Whole Microbial Genome
Comparisons. Journal of Bacteriology, 2004, 186, 4781-4795. 1.0 70

291 The Campylobacter jejuni general glycosylation system is important for attachment to human
epithelial cells and in the colonization of chicks. Microbiology (United Kingdom), 2004, 150, 1957-1964. 0.7 162

292
The Genome-Sequenced Variant of Campylobacter jejuni NCTC 11168 and the Original Clonal Clinical
Isolate Differ Markedly in Colonization, Gene Expression, and Virulence-Associated Phenotypes.
Journal of Bacteriology, 2004, 186, 503-517.

1.0 170

293
Enrichment Followed by Quantitative PCR both for Rapid Detection and as a Tool for Quantitative Risk
Assessment of Food-Borne Thermotolerant Campylobacters. Applied and Environmental Microbiology,
2004, 70, 3588-3592.

1.4 88

294 Characterization of Plasmid-MediatedaphA-3Kanamycin Resistance inCampylobacter jejuni. Microbial
Drug Resistance, 2004, 10, 98-105. 0.9 59

295 Nucleotide sequences and comparison of two large conjugative plasmids from different
Campylobacter species. Microbiology (United Kingdom), 2004, 150, 3507-3517. 0.7 138

296 Iron Acquisition and Regulation in Campylobacter jejuni. Journal of Bacteriology, 2004, 186, 4714-4729. 1.0 226

297 Adjust quality scores from alignment and improve sequencing accuracy. Nucleic Acids Research, 2004,
32, 5183-5191. 6.5 33

298
Analysis of gyrA mutations in quinolone-resistant and -susceptible Campylobacter jejuni isolates from
retail poultry and human clinical isolates by non-radioactive single-strand conformation
polymorphism analysis and DNA sequencing. Journal of Applied Microbiology, 2004, 96, 1040-1047.

1.4 28



18

Citation Report

# Article IF Citations

299 Determination of toxicity of Campylobacter jejuni isolated from humans and from poultry carcasses
acquired at various stages of production. Journal of Applied Microbiology, 2004, 97, 347-353. 1.4 17

300 JlpA, a novel surface-exposed lipoprotein specific to Campylobacter jejuni, mediates adherence to host
epithelial cells. Molecular Microbiology, 2004, 39, 1225-1236. 1.2 170

301 Identification of Campylobacter jejuni genes involved in commensal colonization of the chick
gastrointestinal tract. Molecular Microbiology, 2004, 52, 471-484. 1.2 365

302 FlaC, a protein of Campylobacter jejuni TGH9011 (ATCC43431) secreted through the flagellar apparatus,
binds epithelial cells and influences cell invasion. Molecular Microbiology, 2004, 53, 541-553. 1.2 126

303 The Campylobacter jejuni dccRS two-component system is required for optimal in vivo colonization
but is dispensable for in vitro growth. Molecular Microbiology, 2004, 54, 1269-1286. 1.2 64

304
Analysis of Campylobacter jejuni capsular loci reveals multiple mechanisms for the generation of
structural diversity and the ability to form complex heptoses. Molecular Microbiology, 2004, 55,
90-103.

1.2 162

305 The pattern and kinetics of substrate metabolism of Campylobacter jejuni and Campylobacter coli.
Letters in Applied Microbiology, 2004, 39, 261-266. 1.0 30

306 Campylobacter, from obscurity to celebrity. Clinical Microbiology and Infection, 2004, 10, 868-876. 2.8 350

307 Identification of an oxidative stress-sensitive protein fromCampylobacter jejuni, homologous to
rubredoxin oxidoreductase/rubrerythrin. FEMS Microbiology Letters, 2004, 235, 57-63. 0.7 30

308 The fdh operon of Sulfurospirillum multivorans. FEMS Microbiology Letters, 2004, 237, 235-242. 0.7 1

309 Comparative analysis of four Campylobacterales. Nature Reviews Microbiology, 2004, 2, 872-885. 13.6 95

310 Cloning, sequencing, and sequence analysis of two novel plasmids from the thermophilic anaerobic
bacterium Anaerocellum thermophilum. Plasmid, 2004, 52, 131-138. 0.4 15

311 A Genomic Perspective on the Relationship Between the Aquificales and the e-Proteobacteria.
Systematic and Applied Microbiology, 2004, 27, 313-322. 1.2 19

312 Use of the Genomic Signature in Bacterial Classification and Identification. Systematic and Applied
Microbiology, 2004, 27, 175-185. 1.2 45

313 Emergence of variants with altered survival properties in stationary phase cultures of Campylobacter
jejuni. International Journal of Food Microbiology, 2004, 90, 321-329. 2.1 28

314 Gene prediction using the Self-Organizing Map: automatic generation of multiple gene models. BMC
Bioinformatics, 2004, 5, 23. 1.2 23

315 Microbes and their productsâ€”physiological effects upon mammalian mucosa. Advanced Drug Delivery
Reviews, 2004, 56, 727-762. 6.6 11

316 Helicobacter pyloriHP1034 (ylxH) is required for motility. Helicobacter, 2004, 9, 387-395. 1.6 14



19

Citation Report

# Article IF Citations

317 Transcriptional analysis of dynamic heat-shock response by the hyperthermophilic bacterium
Thermotoga maritima. Extremophiles, 2004, 8, 209-217. 0.9 37

318 Use of Tn KPK2 for sequencing a 10.6-kb Pst I DNA fragment of Bradyrhizobium japonicum and for the
construction of aspA and ndvA mutants. Archives of Microbiology, 2004, 181, 418-427. 1.0 2

319 The Origin of Eukaryotes Is Suggested as the Symbiosis of Pyrococcus into Î³-Proteobacteria by
Phylogenetic Tree Based on Gene Content. Journal of Molecular Evolution, 2004, 59, 606-619. 0.8 39

320 Simple sequence repeats (microsatellites): mutational mechanisms and contributions to bacterial
pathogenesis. A meeting review. FEMS Immunology and Medical Microbiology, 2004, 40, 11-19. 2.7 27

321
Crystallization and preliminary crystallographic studies of MOMP (major outer membrane protein)
fromCampylobacter jejuni. Acta Crystallographica Section D: Biological Crystallography, 2004, 60,
2349-2351.

2.5 6

322 Phase and Antigenic Variation in Bacteria. Clinical Microbiology Reviews, 2004, 17, 581-611. 5.7 664

323 Genomics, Proteomics, and Clinical Bacteriology. , 2004, , . 4

324 High-Throughput Cloning ofCampylobacterjejuniORFs by in Vivo Recombination inEscherichiacoli.
Journal of Proteome Research, 2004, 3, 582-586. 1.8 42

325
Relative contribution of target gene mutation and efflux to fluoroquinolone and erythromycin
resistance, in French poultry and pig isolates of Campylobacter coli. International Journal of
Antimicrobial Agents, 2004, 23, 468-472.

1.1 89

326 HutZ Is Required for Efficient Heme Utilization in Vibrio cholerae. Journal of Bacteriology, 2004, 186,
4142-4151. 1.0 79

327 The operon of. FEMS Microbiology Letters, 2004, 237, 235-242. 0.7 1

328 The bacterial cytochrome cbb3 oxidases. Biochimica Et Biophysica Acta - Bioenergetics, 2004, 1655,
388-399. 0.5 260

329 The power in comparisons. Trends in Microbiology, 2004, 12, 62-63. 3.5 6

330 Multiple mechanisms of bipA gene regulation by the Bordetella BvgAS phosphorelay system. Trends in
Microbiology, 2004, 12, 63-65. 3.5 6

331
Oral immunization of chickens with avirulent Salmonella vaccine strain carrying C. jejuni 72Dz/92
cjaA gene elicits specific humoral immune response associated with protection against challenge with
wild-type Campylobacter. Vaccine, 2004, 22, 1379-1389.

1.7 110

332 The Guillainâ€“BarrÃ© syndrome: a true case of molecular mimicry. Trends in Immunology, 2004, 25, 61-66. 2.9 282

333 Characterization of CJ1293, a new UDP-GlcNAc C6dehydratase fromCampylobacter jejuni1. FEBS Letters,
2004, 559, 136-140. 1.3 36

334 Bacterial Genomes for the Masses. , 2004, 266, 3-15. 1



20

Citation Report

# Article IF Citations

335
Differentiation of Campylobacter coli , Campylobacter jejuni , Campylobacter lari , and Campylobacter
upsaliensis by a Multiplex PCR Developed from the Nucleotide Sequence of the Lipid A Gene lpxA.
Journal of Clinical Microbiology, 2004, 42, 5549-5557.

1.8 170

336 Use of the omp50 Gene for Identification of Campylobacter Species by PCR. Journal of Clinical
Microbiology, 2004, 42, 2301-2305. 1.8 19

337 Functional refolding of the Campylobacter jejuni MOMP (major outer membrane protein) porin by
GroEL from the same species. Biochemical Journal, 2004, 378, 851-856. 1.7 16

338 Substrate specificity of Helicobacter pylori histone-like HU protein is determined by insufficient
stabilization of DNA flexure points. Biochemical Journal, 2004, 383, 343-351. 1.7 37

339 Bacterial pathogens of man. , 2005, , . 0

340 Genome sequence of Blochmannia pennsylvanicus indicates parallel evolutionary trends among
bacterial mutualists of insects. Genome Research, 2005, 15, 1023-1033. 2.4 169

341 Electron transport through nitrate and nitrite reductases in Campylobacter jejuni. Biochemical
Society Transactions, 2005, 33, 190-192. 1.6 32

342 PorA protein of Campylobacter jejuni is not a cytotoxin mediating inflammatory diarrhoea. Microbes
and Infection, 2005, 7, 853-859. 1.0 10

343 Prokaryotic K+channels: From crystal structures to diversity. FEMS Microbiology Reviews, 2005, 29,
961-985. 3.9 97

344 The<i>Campylobacter jejuni</i>glycome. FEMS Microbiology Reviews, 2005, 29, 377-390. 3.9 24

345 Role ofdprAin transformation ofCampylobacter jejuni. FEMS Microbiology Letters, 2005, 252, 161-168. 0.7 26

346 Diversity at every level. Nature Reviews Microbiology, 2005, 3, 196-197. 13.6 0

347 Genetic Diversity and Antibiotic Resistance Patterns in a Campylobacter Population Isolated from
Poultry Farms in Switzerland. Applied and Environmental Microbiology, 2005, 71, 2840-2847. 1.4 65

348 Factors affecting the pressure resistance of some Campylobacter species. Letters in Applied
Microbiology, 2005, 41, 321-326. 1.0 24

349 Functional analysis of theCampylobacter jejuniN-linked protein glycosylation pathway. Molecular
Microbiology, 2005, 55, 1695-1703. 1.2 193

350 The Campylobacter jejuni stringent response controls specific stress survival and
virulence-associated phenotypes. Molecular Microbiology, 2005, 56, 8-27. 1.2 144

351 An ATP-binding cassette-type cysteine transporter in Campylobacter jejuni inferred from the structure
of an extracytoplasmic solute receptor protein. Molecular Microbiology, 2005, 57, 143-155. 1.2 72

352 Enemies within. Nature Reviews Microbiology, 2005, 3, 8-9. 13.6 1



21

Citation Report

# Article IF Citations

353 Protein glycosylation in bacterial mucosal pathogens. Nature Reviews Microbiology, 2005, 3, 225-237. 13.6 380

354
The HS:1 serostrain of Campylobacter jejuni has a complex teichoic acid-like capsular polysaccharide
with nonstoichiometric fructofuranose branches and O-methyl phosphoramidate groups. FEBS
Journal, 2005, 272, 4407-4422.

2.2 59

355
EVALUATION OF ATTACHMENT AND PENETRATION ABILITIES OF CAMPYLOBACTER JEJUNI ISOLATES OBTAINED
FROM HUMANS AND CHICKEN CARCASSES DURING PROCESSING AND AT RETAIL. Journal of Food Safety,
2005, 25, 209-223.

1.1 9

356 DETERMINATION OF POSSIBLE GENOMIC CHANGES ASSOCIATED WITH DIMORPHISM IN CAMPYLOBACTER
JEJUNI. Journal of Food Safety, 2005, 25, 198-208. 1.1 0

357 The glycome. FEMS Microbiology Reviews, 2005, 29, 377-390. 3.9 88

358 Physiological changes in Campylobacter jejuni on entry into stationary phase. International Journal of
Food Microbiology, 2005, 101, 1-8. 2.1 30

359 The impact of genomics on vaccine design. Trends in Biotechnology, 2005, 23, 84-91. 4.9 83

360 Proteinâ€“protein interaction of HP137 with histidine kinase HP244 does not contribute to flagellar
regulation in Helicobacter pylori. Microbiological Research, 2005, 160, 299-305. 2.5 0

361 A new approach for the analysis of bacterial microarray-based Comparative Genomic Hybridization:
insights from an empirical study. BMC Genomics, 2005, 6, 78. 1.2 29

362 Helicobacter pylori Infection and Surgical Diseaseâ€”Part I. Current Problems in Surgery, 2005, 42,
756-789. 0.6 2

363 Genome Sequencing and Analysis. , 2005, , 43-73. 5

364 Phosphonate catabolism by Campylobacter spp.. Archives of Microbiology, 2005, 183, 113-120. 1.0 22

366 Phase variation and antigenic variation. , 2005, , 277-322. 7

367 Comparative genomics of the ï¿½ï¿½ï¿½ï¿½ï¿½ï¿½-proteobacterial human pathogensHelicobacter pyloriandCampylobacter
jejuni. , 2005, , . 0

368 pVir and Bloody Diarrhea in<i>Campylobacter jejuni</i>Enteritis. Emerging Infectious Diseases, 2005, 11,
839-843. 2.0 52

369 Genome sequencing of microbial species. , 2005, , . 0

370 Evidence of a Large Novel Gene Pool Associated with Prokaryotic Genomic Islands. PLoS Genetics,
2005, 1, e62. 1.5 219

371 Fluoroquinolone-Resistant Campylobacter Isolates from Conventional and Antibiotic-Free Chicken
Products. Environmental Health Perspectives, 2005, 113, 557-560. 2.8 124



22

Citation Report

# Article IF Citations

372 Campylobactergene polymorphism as a determinant of clinical features of Guillainâ€“BarrÃ© syndrome.
Neurology, 2005, 65, 1376-1381. 1.5 104

373
Biochemical Characterization of the Campylobacter jejuni Cj1294, a Novel UDP-4-keto-6-deoxy-GlcNAc
Aminotransferase That Generates UDP-4-amino-4,6-dideoxy-GalNAc. Journal of Biological Chemistry,
2005, 280, 20902-20908.

1.6 34

374 CmeR Functions as a Transcriptional Repressor for the Multidrug Efflux Pump CmeABC in
Campylobacter jejuni. Antimicrobial Agents and Chemotherapy, 2005, 49, 1067-1075. 1.4 172

375
Speciation of Campylobacter coli , C. jejuni , C. helveticus , C. lari , C. sputorum , and C. upsaliensis by
Matrix-Assisted Laser Desorption Ionization-Time of Flight Mass Spectrometry. Applied and
Environmental Microbiology, 2005, 71, 6292-6307.

1.4 138

376
Susceptibility of Campylobacter hyointestinalis subsp. hyointestinalis to antimicrobial agents and
characterization of quinolone-resistant strains. Journal of Antimicrobial Chemotherapy, 2005, 55,
182-187.

1.3 11

377 The Campylobacter jejuni Response Regulator, CbrR, Modulates Sodium Deoxycholate Resistance and
Chicken Colonization. Journal of Bacteriology, 2005, 187, 3662-3670. 1.0 81

378
Cytolethal Distending Toxin (CDT)-Negative Campylobacter jejuni Strains and Anti-CDT Neutralizing
Antibodies Are Induced during Human Infection but Not during Colonization in Chickens. Infection
and Immunity, 2005, 73, 3053-3062.

1.0 75

379 Diverse roles for HspR in Campylobacter jejuni revealed by the proteome, transcriptome and
phenotypic characterization of an hspR mutant. Microbiology (United Kingdom), 2005, 151, 905-915. 0.7 56

380 Isolated insular infarction eliminates contralateral cold, cold pain, and pinprick perception.
Neurology, 2005, 65, 1381-1381. 1.5 61

381 Phosphate flow in the chemotactic response system of Helicobacter pylori. Microbiology (United) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 382 Td (Kingdom), 2005, 151, 3299-3311.0.7 55

382 Comparison of Campylobacter jejuni Lipooligosaccharide Biosynthesis Loci from a Variety of Sources.
Journal of Clinical Microbiology, 2005, 43, 2771-2781. 1.8 119

383 Characterization of Temporal Protein Production in Pseudomonas aeruginosa Biofilms. Journal of
Bacteriology, 2005, 187, 8114-8126. 1.0 192

384 Campylobacter jejuni Gene Expression in the Chick Cecum: Evidence for Adaptation to a Low-Oxygen
Environment. Infection and Immunity, 2005, 73, 5278-5285. 1.0 100

385 Molecular basis of macrolide resistance in Campylobacter: role of efflux pumps and target mutations.
Journal of Antimicrobial Chemotherapy, 2005, 56, 491-497. 1.3 68

386 Explorative Multifactor Approach for Investigating Global Survival Mechanisms of Campylobacter
jejuni under Environmental Conditions. Applied and Environmental Microbiology, 2005, 71, 2086-2094. 1.4 83

387 The HtrA Protease of Campylobacter jejuni Is Required for Heat and Oxygen Tolerance and for Optimal
Interaction with Human Epithelial Cells. Applied and Environmental Microbiology, 2005, 71, 3205-3212. 1.4 96

388 Diversity within the Campylobacter jejuni type I restrictionâ€“modification loci. Microbiology (United) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (Kingdom), 2005, 151, 337-351.0.7 55

389 Isolation of DNA for PCR assays from noncultivable Campylobacter jejuni isolates. Poultry Science,
2005, 84, 1530-1532. 1.5 7



23

Citation Report

# Article IF Citations

390 Use of Genome-Wide Expression Profiling and Mutagenesis To Study the Intestinal Lifestyle of
Campylobacter jejuni. Infection and Immunity, 2005, 73, 1797-1810. 1.0 122

391 Campylobacter jejuni activates mitogen-activated protein kinases in Caco-2 cell monolayers and in
vitro infected primary human colonic tissue. Microbiology (United Kingdom), 2005, 151, 2765-2772. 0.7 35

392 Campylobacter jejuni inhibits the absorptive transport functions of Caco-2 cells and disrupts cellular
tight junctions. Microbiology (United Kingdom), 2005, 151, 2451-2458. 0.7 79

393 Development and Application of an Insertional System for Gene Delivery and Expression in
Campylobacter jejuni. Applied and Environmental Microbiology, 2005, 71, 4004-4013. 1.4 93

394 Understanding the behaviour of pathogenic cells: proteome and metabolome analyses. , 2005, , 3-52. 0

395 Enzymatic Synthesis of Cytidine 5â€²-Monophospho-N-acetylneuraminic Acid. Bioscience, Biotechnology
and Biochemistry, 2005, 69, 1944-1950. 0.6 3

396 Detection of Mutations Associated with Macrolide Resistance in ThermophilicCampylobacterspp. by
Real-Time PCR. Microbial Drug Resistance, 2005, 11, 40-47. 0.9 56

397
Promoter Analysis of Cytolethal Distending Toxin Genes (<i>cdtA, B</i>, and <i>C</i>) and Effect of a
<i>luxS</i> Mutation on CDT Production in <i>Campylobacter jejuni</i>. Microbiology and
Immunology, 2005, 49, 599-603.

0.7 33

398
The genome of the heartwater agent Ehrlichia ruminantium contains multiple tandem repeats of
actively variable copy number. Proceedings of the National Academy of Sciences of the United States
of America, 2005, 102, 838-843.

3.3 158

399 Characterization of Cytolethal Distending Toxin of Campylobacter Species Isolated from Captive
Macaque Monkeys. Journal of Clinical Microbiology, 2005, 43, 641-649. 1.8 27

400 A truncated haemoglobin implicated in oxygen metabolism by the microaerophilic food-borne
pathogen Campylobacter jejuni. Microbiology (United Kingdom), 2005, 151, 4079-4091. 0.7 50

401 Phosphorylation-Independent Activity of Atypical Response Regulators of Helicobacter pylori. Journal
of Bacteriology, 2005, 187, 3100-3109. 1.0 84

402 A Single Bifunctional UDP-GlcNAc/Glc 4-Epimerase Supports the Synthesis of Three Cell Surface
Glycoconjugates in Campylobacter jejuni. Journal of Biological Chemistry, 2005, 280, 4792-4802. 1.6 117

403
Enzymatic and Genetic Characterization of Carbon and Energy Metabolisms by Deep-Sea Hydrothermal
Chemolithoautotrophic Isolates of Epsilonproteobacteria. Applied and Environmental Microbiology,
2005, 71, 7310-7320.

1.4 182

404 Campylobacter and Salmonella in poultry and poultry products: hows and whys of molecular typing.
World's Poultry Science Journal, 2005, 61, 185-197. 1.4 4

405 Mosaic Structure of a Multiple-Drug-Resistant, Conjugative Plasmid from Campylobacter jejuni.
Antimicrobial Agents and Chemotherapy, 2005, 49, 2454-2459. 1.4 65

406 Intestinal Innate Immunity to Campylobacter jejuni Results in Induction of Bactericidal Human
Beta-Defensins 2 and 3. Infection and Immunity, 2005, 73, 7281-7289. 1.0 81

407
Signature-Tagged Transposon Mutagenesis Studies Demonstrate the Dynamic Nature of Cecal
Colonization of 2-Week-Old Chickens by Campylobacter jejuni. Applied and Environmental
Microbiology, 2005, 71, 8031-8041.

1.4 60



24

Citation Report

# Article IF Citations

408
Prevalence of potential virulence markers in Polish Campylobacter jejuni and Campylobacter coli
isolates obtained from hospitalized children and from chicken carcasses. Journal of Medical
Microbiology, 2005, 54, 615-619.

0.7 79

409 Isolation and Expression of a Novel Molecular Class D Î²-Lactamase, OXA-61, from Campylobacter jejuni.
Antimicrobial Agents and Chemotherapy, 2005, 49, 2515-2518. 1.4 68

410 Role of Efflux Pumps and Topoisomerase Mutations in Fluoroquinolone Resistance in Campylobacter
jejuni and Campylobacter coli. Antimicrobial Agents and Chemotherapy, 2005, 49, 3347-3354. 1.4 131

411 Campylobacter jejuni-Induced Cytokine Responses in Avian Cells. Infection and Immunity, 2005, 73,
2094-2100. 1.0 83

412
Enhanced in vivo fitness of fluoroquinolone-resistant Campylobacter jejuni in the absence of
antibiotic selection pressure. Proceedings of the National Academy of Sciences of the United States of
America, 2005, 102, 541-546.

3.3 326

413 Evidence for Multiple-Antibiotic Resistance in Campylobacter jejuni Not Mediated by CmeB or CmeF.
Antimicrobial Agents and Chemotherapy, 2005, 49, 1289-1293. 1.4 49

414 Comparative Typing of Campylobacter jejuni by Heat-Stable Serotyping and PCR-Based Restriction
Fragment Length Polymorphism Analysis. Journal of Clinical Microbiology, 2005, 43, 1166-1170. 1.8 6

415 Genomic Diversity in Campylobacter jejuni : Identification of C. jejuni 81-176-Specific Genes. Journal of
Clinical Microbiology, 2005, 43, 2330-2338. 1.8 49

416 A sulphite respiration system in the chemoheterotrophic human pathogen Campylobacter jejuni.
Microbiology (United Kingdom), 2005, 151, 233-242. 0.7 80

417 Genome Update: base skews in 200+ bacterial chromosomes. Microbiology (United Kingdom), 2005, 151,
633-637. 0.7 1

418
Incidence and Mechanism of Ciprofloxacin Resistance in Campylobacter spp. Isolated from Commercial
Poultry Flocks in the United Kingdom before, during, and after Fluoroquinolone Treatment.
Antimicrobial Agents and Chemotherapy, 2005, 49, 699-707.

1.4 95

419 Destabilization of tetranucleotide repeats in Haemophilus influenzae mutants lacking RnaseHI or the
Klenow domain of PolI. Nucleic Acids Research, 2005, 33, 400-408. 6.5 12

420 A novel method for accurate operon predictions in all sequenced prokaryotes. Nucleic Acids
Research, 2005, 33, 880-892. 6.5 316

421 Deoxyuridine Triphosphate Nucleotidohydrolase as a Potential Antiparasitic Drug Target. Journal of
Medicinal Chemistry, 2005, 48, 5942-5954. 2.9 67

422
NssR, a member of the Crp-Fnr superfamily from Campylobacter jejuni, regulates a nitrosative
stress-responsive regulon that includes both a single-domain and a truncated haemoglobin.
Molecular Microbiology, 2005, 57, 735-750.

1.2 66

424 Tetracycline resistance of Australian Campylobacter jejuni and Campylobacter coli isolates. Journal
of Antimicrobial Chemotherapy, 2005, 55, 452-460. 1.3 96

425 Emerging technologies in DNA sequencing. Genome Research, 2005, 15, 1767-1776. 2.4 384

426 Involvement of SenC in Assembly of Cytochrome c Oxidase in Rhodobacter capsulatus. Journal of
Bacteriology, 2005, 187, 8081-8087. 1.0 58



25

Citation Report

# Article IF Citations

427 Campylobacter jejuni gene expression in response to iron limitation and the role of Fur. Microbiology
(United Kingdom), 2005, 151, 243-257. 0.7 166

428 In vitro cell culture methods for investigating Campylobacter invasion mechanisms. Journal of
Microbiological Methods, 2005, 61, 145-160. 0.7 78

429 Mutation and recombination in : Mechanisms and role in generating strain diversity. International
Journal of Medical Microbiology, 2005, 295, 299-305. 1.5 69

430 Displacement of É›-proteobacterial core genes by horizontally transferred homologous genes.
Research in Microbiology, 2005, 156, 738-747. 1.0 4

431 Major Structural Differences and Novel Potential Virulence Mechanisms from the Genomes of
Multiple Campylobacter Species. PLoS Biology, 2005, 3, e15. 2.6 483

432 Genomic Adaptation to Acidic Environment: Evidence fromHelicobacter pylori. American Naturalist,
2005, 166, 776-784. 1.0 18

433 Application of Microbial Genomic Science to Advanced Therapeutics. Annual Review of Medicine, 2005,
56, 459-474. 5.0 39

434 Prevalence of Four Virulence Genes in Campylobacter jejuni Determined by PCR and Sequence Analysis.
Molecular Diagnosis and Therapy, 2005, 9, 211-215. 1.3 13

435 Transcriptional slippage in bacteria: distribution in sequenced genomes and utilization in IS element
gene expression. Genome Biology, 2005, 6, R25. 13.9 59

436 PCR Basics. , 2006, , 1-25. 3

437 Prokaryotic Genomics. , 2006, , 246-260. 1

438 Invited review: Diversity of endotoxin and its impact on pathogenesis. Journal of Endotoxin Research,
2006, 12, 205-223. 2.5 43

439 Genotyping of Campylobacter jejuni from Broiler Carcasses and Slaughterhouse Environment by
Amplified Fragment Length Polymorphism. Poultry Science, 2006, 85, 2278-2284. 1.5 24

440 Phospholipase A in Gram-negative bacteria and its role in pathogenesis. Microbiology (United) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 222 Td (Kingdom), 2006, 152, 1263-1274.0.7 121

441 Campylobacter in Poultry: Filling an Ecological Niche. Avian Diseases, 2006, 50, 1-9. 0.4 151

442
HR-MAS NMR studies of 15N-labeled cells confirm the structure of the O-methyl phosphoramidate CPS
modification in Campylobacter jejuni and provide insight into its biosynthesis. Canadian Journal of
Chemistry, 2006, 84, 676-684.

0.6 9

443 Asparagine-linked protein glycosylation: from eukaryotic to prokaryotic systems. Glycobiology, 2006,
16, 91R-101R. 1.3 300

444 Multilocus Sequence Typing of Bacteria. Annual Review of Microbiology, 2006, 60, 561-588. 2.9 798



26

Citation Report

# Article IF Citations

445 Prokaryotic DNA Mismatch Repair. Progress in Molecular Biology and Translational Science, 2006, 81,
1-49. 1.9 23

446 Structure, Mechanism and Physiological Roles of Bacterial Cytochrome c Peroxidases. Advances in
Microbial Physiology, 2006, 52, 73-106. 1.0 65

447 Infectious Agents in Mucosa-Associated Lymphoid Tissueâ€“Type Lymphomas: Pathogenic Role and
Therapeutic Perspectives. Clinical Lymphoma and Myeloma, 2006, 6, 289-300. 1.4 39

448 Pathogenomics of Gastric and Enterohepatic Helicobacter Species. , 2006, , 301-313. 0

449 Bacterial Contingency Loci: The Role of Simple Sequence DNA Repeats in Bacterial Adaptation. Annual
Review of Genetics, 2006, 40, 307-333. 3.2 374

450 Introduction to the Proteobacteria. , 2006, , 3-37. 218

451 Biochemical Characterization of UDP-GlcNAc/Glc 4-Epimerase fromEscherichia coliO86:B7â€ .
Biochemistry, 2006, 45, 13760-13768. 1.2 31

452 Pathogens on meat and infection in animals â€“ Establishing a relationship using campylobacter and
salmonella as examples. Meat Science, 2006, 74, 89-97. 2.7 45

453 Cofacial Heme Binding is Linked to Dimerization by a Bacterial Heme Transport Protein. Journal of
Molecular Biology, 2006, 362, 1108-1119. 2.0 45

454 Analysis of covariance patterns in gene expression data and FT-IR spectra. Journal of Microbiological
Methods, 2006, 65, 573-584. 0.7 28

455 Expression and purification of native and truncated forms of CadF, an outer membrane protein of
Campylobacter. International Journal of Biological Macromolecules, 2006, 39, 135-140. 3.6 15

456
Numerical analysis of DNA microarray data of Campylobacter jejuni strains correlated with survival,
cytolethal distending toxin and haemolysin analyses. International Journal of Medical Microbiology,
2006, 296, 353-363.

1.5 22

457 Species identification of erythromycin-resistant Campylobacter isolates and optimization of a duplex
PCR for rapid detection. Research in Microbiology, 2006, 157, 503-507. 1.0 7

458 Novel surface polypeptides of Campylobacter jejuni as traveller's diarrhoea vaccine candidates
discovered by proteomics. Vaccine, 2006, 24, 6446-6455. 1.7 37

460 Recovery Methods for Detection and Quantification of Campylobacter Depend on Meat Matrices and
Bacteriological or PCR Tools. Journal of Food Protection, 2006, 69, 2100-2106. 0.8 8

461
Heterologous production in Wolinella succinogenes and characterization of the quinol:fumarate
reductase enzymes from Helicobacter pylori and Campylobacter jejuni. Biochemical Journal, 2006, 395,
191-201.

1.7 38

462 Bacterial infections in Guillain-BarrÃ© and Fisher syndromes. Current Opinion in Neurology, 2006, 19,
451-457. 1.8 48

463 How bacterial pathogens evolve. , 2006, , 3-22. 1



27

Citation Report

# Article IF Citations

464 Impact of CD31 mismatches on the outcome of hematopoeitic stem cell transplant of HLA-identical
sibling. Hematology, 2006, 11, 227-234. 0.7 16

465
First restriction and genetic mapping of the genomic DNA of urease-positive thermophilic
campylobacters (UPTC), and small restriction fragment sequencing. British Journal of Biomedical
Science, 2006, 63, 146-146.

1.2 0

466 Phase Variation and Adaptive Strategies of N. meningitidis: Insights into the Biology of a Commensal
and Pathogen. , 2006, , 99-118. 2

467 Stress Response of Campylobacter spp. and its Role in Food Processing. Zoonoses and Public Health,
2006, 53, 351-357. 1.4 45

468 Genome mapping of Arcobacter butzleri. FEMS Microbiology Letters, 2006, 256, 290-297. 0.7 4

469 Characterization ofHelicobacter pyloriÃ•Âƒ54promoter-binding activity. FEMS Microbiology Letters, 2006,
259, 20-26. 0.7 4

470
The HS:19 serostrain of Campylobacter jejuni has a hyaluronic acid-type capsular polysaccharide with a
nonstoichiometric sorbose branch and O-methyl phosphoramidate group. FEBS Journal, 2006, 273,
3975-3989.

2.2 38

471
Two distinct mutations in gyrA lead to ciprofloxacin and nalidixic acid resistance in Campylobacter
coli and Campylobacter jejuni isolated from chickens and beef cattle*. Journal of Applied
Microbiology, 2006, 100, 682-688.

1.4 55

472 Environmental survival mechanisms of the foodborne pathogen Campylobacter jejuni. Journal of
Applied Microbiology, 2006, 100, 623-632. 1.4 271

473 Genetic diversity and description of transmission routes for Campylobacter on broiler farms by
amplified-fragment length polymorphism. Journal of Applied Microbiology, 2006, 101, 1130-1139. 1.4 47

474
Campylobacter spp. subtype analysis using gel-based repetitive extragenic palindromic-PCR
discriminates in parallel fashion to flaA short variable region DNA sequence analysis. Journal of
Applied Microbiology, 2006, 101, 1249-1258.

1.4 6

475 Changes in flagellin glycosylation affect Campylobacter autoagglutination and virulence. Molecular
Microbiology, 2006, 60, 299-311. 1.2 227

476 A phase-variable mechanism controlling the Campylobacter jejuni FlgR response regulator influences
commensalism. Molecular Microbiology, 2006, 61, 1646-1659. 1.2 111

477 The Campylobacter jejuni PhosS/PhosR operon represents a non-classical phosphate-sensitive
two-component system. Molecular Microbiology, 2006, 62, 278-291. 1.2 59

478 Definition of the bacterial N-glycosylation site consensus sequence. EMBO Journal, 2006, 25, 1957-1966. 3.5 314

479 Phosphonate degradation in microorganisms. Enzyme and Microbial Technology, 2006, 40, 145-150. 1.6 21

480 Fitness of antimicrobial-resistant Campylobacter and Salmonella. Microbes and Infection, 2006, 8,
1972-1978. 1.0 78

481 Mechanisms of fluoroquinolone and macrolide resistance in Campylobacter spp.. Microbes and
Infection, 2006, 8, 1967-1971. 1.0 176



28

Citation Report

# Article IF Citations

482 Three-dimensional structure and ligand interactions of the low molecular weight protein tyrosine
phosphatase fromCampylobacter jejuni. Protein Science, 2006, 15, 2381-2394. 3.1 17

483 Demonstration of the shorter flagellin (flaA) gene of urease-positive thermophilicCampylobacter
isolated from the natural environment in Northern Ireland. Folia Microbiologica, 2006, 51, 183-90. 1.1 6

484 PCR detection of virulence-associated genes in Campylobacter jejuni strains with differential ability
to invade Caco-2 cells and to colonize the chick gut. Veterinary Microbiology, 2006, 113, 123-129. 0.8 72

485 Prevalence of the Campylobacter multi-drug efflux pump (CmeABC) in Campylobacter spp. Isolated
from freshly processed Turkeys. Food Microbiology, 2006, 23, 453-460. 2.1 46

486 Influence of inoculation levels and processing parameters on the survival of Campylobacter jejuni in
German style fermented turkey sausages. Food Microbiology, 2006, 23, 701-707. 2.1 16

487 Survival and stress induced expression of groEL and rpoD of Campylobacter jejuni from different
growth phases. International Journal of Food Microbiology, 2006, 112, 200-207. 2.1 63

488
New type of kdp region with a split sensor-kinase kdpD gene located within two divergent kdp operons
from the thermoacidophilic bacterium Alicyclobacillus acidocaldarius. Biochimica Et Biophysica Acta
Gene Regulatory Mechanisms, 2006, 1759, 437-441.

2.4 5

489 Sequence analysis of two cryptic plasmids from an agricultural isolate of Campylobacter coli.
Plasmid, 2006, 55, 64-69. 0.4 16

490 Molecular signatures (unique proteins and conserved indels) that are specific for the epsilon
proteobacteria (Campylobacterales). BMC Genomics, 2006, 7, 167. 1.2 53

491 Identification of DNA sequence variation in Campylobacter jejuni strains associated with the
Guillain-BarrÃ© syndrome by high-throughput AFLP analysis. BMC Microbiology, 2006, 6, 32. 1.3 20

492 Major Role for FeoB in Campylobacter jejuni Ferrous Iron Acquisition, Gut Colonization, and
Intracellular Survival. Infection and Immunity, 2006, 74, 5433-5444. 1.0 183

493 Flagellin-Independent Regulation of Chemokine Host Defense in Campylobacter jejuni -Infected
Intestinal Epithelium. Infection and Immunity, 2006, 74, 3437-3447. 1.0 57

494 Disruption of Tight Junctions and Induction of Proinflammatory Cytokine Responses in Colonic
Epithelial Cells by Campylobacter jejuni. Infection and Immunity, 2006, 74, 6581-6589. 1.0 179

495 Who Ate Whom? Adaptive Helicobacter Genomic Changes That Accompanied a Host Jump from Early
Humans to Large Felines. PLoS Genetics, 2006, 2, e120. 1.5 145

496 DNA Sequences Shaped by Selection for Stability. PLoS Genetics, 2006, 2, e22. 1.5 40

497
Campylobacter jejuni-infected human epithelial cell lines vary in their ability to secrete interleukin-8
compared to in vitro-infected primary human intestinal tissue. Microbiology (United Kingdom), 2006,
152, 3661-3665.

0.7 45

498 Diversity of endotoxin and its impact on pathogenesis. Journal of Endotoxin Research, 2006, 12,
205-223. 2.5 262

499 The Complete Genome Sequence and Comparative Genome Analysis of the High Pathogenicity Yersinia
enterocolitica Strain 8081. PLoS Genetics, 2006, 2, e206. 1.5 227



29

Citation Report

# Article IF Citations

500 Flagellar glycosylation â€“ a new component of the motility repertoire?. Microbiology (United) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 742 Td (Kingdom), 2006, 152, 1249-1262.0.7 209

501 Enzymatic activity of Campylobacter jejuni hippurate hydrolase. Protein Engineering, Design and
Selection, 2006, 19, 17-25. 1.0 11

502 Phase-Variable Surface Structures Are Required for Infection of Campylobacter jejuni by
Bacteriophages. Applied and Environmental Microbiology, 2006, 72, 4638-4647. 1.4 88

503 Biofilm formation in Campylobacter jejuni. Microbiology (United Kingdom), 2006, 152, 387-396. 0.7 215

504 Interaction of CmeABC and CmeDEF in conferring antimicrobial resistance and maintaining cell
viability in Campylobacter jejuni. Journal of Antimicrobial Chemotherapy, 2006, 57, 52-60. 1.3 132

505 Heat Resistance and Mechanism of Heat Inactivation in Thermophilic Campylobacters. Applied and
Environmental Microbiology, 2006, 72, 908-913. 1.4 59

506
Iha from an Escherichia coli Urinary Tract Infection Outbreak Clonal Group A Strain Is Expressed In
Vivo in the Mouse Urinary Tract and Functions as a Catecholate Siderophore Receptor. Infection and
Immunity, 2006, 74, 3427-3436.

1.0 56

507 Campylobacter jejuni Induces Maturation and Cytokine Production in Human Dendritic Cells. Infection
and Immunity, 2006, 74, 2697-2705. 1.0 90

508 A Ïƒ28-Regulated Nonflagella Gene Contributes to Virulence of Campylobacter jejuni 81-176. Infection
and Immunity, 2006, 74, 769-772. 1.0 46

509
Synergy between Efflux Pump CmeABC and Modifications in Ribosomal Proteins L4 and L22 in
Conferring Macrolide Resistance in Campylobacter jejuni and Campylobacter coli. Antimicrobial
Agents and Chemotherapy, 2006, 50, 3893-3896.

1.4 99

510 Unique Features of a Highly Pathogenic Campylobacter jejuni Strain. Infection and Immunity, 2006, 74,
4694-4707. 1.0 272

511 Functional Characterization of the Flagellar Glycosylation Locus in Campylobacter jejuni 81â€“176
Using a Focused Metabolomics Approach. Journal of Biological Chemistry, 2006, 281, 18489-18498. 1.6 105

512
Fingerprinting of Campylobacter jejuni by Using Resolution-Optimized Binary Gene Targets Derived
from Comparative Genome Hybridization Studies. Applied and Environmental Microbiology, 2006, 72,
7793-7803.

1.4 30

513 Cj1496c Encodes a Campylobacter jejuni Glycoprotein That Influences Invasion of Human Epithelial
Cells and Colonization of the Chick Gastrointestinal Tract. Infection and Immunity, 2006, 74, 4715-4723. 1.0 60

514 Exchange of Lipooligosaccharide Synthesis Genes Creates Potential Guillain-BarreÌ• Syndrome-Inducible
Strains of Campylobacter jejuni. Infection and Immunity, 2006, 74, 1368-1372. 1.0 25

516 Campylobacter jejuni Colonization of Mice with Limited Enteric Flora. Infection and Immunity, 2006, 74,
5261-5271. 1.0 124

517 Cj1121c, a Novel UDP-4-keto-6-deoxy-GlcNAc C-4 Aminotransferase Essential for Protein Glycosylation
and Virulence in Campylobacter jejuni. Journal of Biological Chemistry, 2006, 281, 27733-27743. 1.6 32

518
Structural and Functional Characterization of PseC, an Aminotransferase Involved in the
Biosynthesis of Pseudaminic Acid, an Essential Flagellar Modification in Helicobacter pylori. Journal
of Biological Chemistry, 2006, 281, 8907-8916.

1.6 88



30

Citation Report

# Article IF Citations

519 Bacterial glycoproteomics. Microbiology (United Kingdom), 2006, 152, 1575-1580. 0.7 60

520
Comparative Genomic Analysis of Campylobacter jejuni Strains Reveals Diversity Due to Genomic
Elements Similar to Those Present in C. jejuni Strain RM1221. Journal of Clinical Microbiology, 2006, 44,
4125-4135.

1.8 115

521 Heme Utilization in Campylobacter jejuni. Journal of Bacteriology, 2006, 188, 7862-7875. 1.0 73

522 Functional Characterization of Dehydratase/Aminotransferase Pairs from Helicobacter and
Campylobacter. Journal of Biological Chemistry, 2006, 281, 723-732. 1.6 154

523
High-Resolution DNA Melt Curve Analysis of the Clustered, Regularly Interspaced
Short-Palindromic-Repeat Locus of Campylobacter jejuni. Applied and Environmental Microbiology,
2007, 73, 3431-3436.

1.4 105

524 Analysis of the Roles of FlgP and FlgQ in Flagellar Motility of Campylobacter jejuni. Journal of
Bacteriology, 2007, 189, 179-186. 1.0 53

525 Genome Sequence of a Clinical Isolate of Campylobacter jejuni from Thailand. Infection and Immunity,
2007, 75, 3425-3433. 1.0 68

526 Plastic cells and populations: DNA substrate characteristics in Helicobacter pylori transformation
define a flexible but conservative system for genomic variation. FASEB Journal, 2007, 21, 3458-3467. 0.2 49

527 A MyD88-Deficient Mouse Model Reveals a Role for Nramp1 in Campylobacter jejuni Infection. Infection
and Immunity, 2007, 75, 1994-2003. 1.0 62

528 Commonality and Biosynthesis of the O-Methyl Phosphoramidate Capsule Modification in
Campylobacter jejuni. Journal of Biological Chemistry, 2007, 282, 28566-28576. 1.6 86

529 Targeted Metabolomics Analysis of Campylobacter coli VC167 Reveals Legionaminic Acid Derivatives as
Novel Flagellar Glycans. Journal of Biological Chemistry, 2007, 282, 14463-14475. 1.6 107

530 Polyphosphate Kinase 1 Is a Pathogenesis Determinant in <i>Campylobacter jejuni</i>. Journal of
Bacteriology, 2007, 189, 8099-8108. 1.0 106

531 Deep-sea vent Îµ-proteobacterial genomes provide insights into emergence of pathogens. Proceedings of
the National Academy of Sciences of the United States of America, 2007, 104, 12146-12150. 3.3 228

532 The Orphan Response Regulator HP1021 of Helicobacter pylori Regulates Transcription of a Gene
Cluster Presumably Involved in Acetone Metabolism. Journal of Bacteriology, 2007, 189, 2339-2349. 1.0 28

533 Characterization of Campylobacter jejuni Biofilms under Defined Growth Conditions. Applied and
Environmental Microbiology, 2007, 73, 1908-1913. 1.4 187

534
Comparison of lipooligosaccharide biosynthesis genes of Campylobacter jejuni strains with varying
abilities to colonize the chicken gut and to invade Caco-2 cells. Journal of Medical Microbiology,
2007, 56, 1589-1594.

0.7 23

535 Genome Dynamics of Campylobacter jejuni in Response to Bacteriophage Predation. PLoS Pathogens,
2007, 3, e119. 2.1 156

536 Riboflavin Biosynthesis Is Associated with Assimilatory Ferric Reduction and Iron Acquisition by
<i>Campylobacter jejuni</i>. Applied and Environmental Microbiology, 2007, 73, 7819-7825. 1.4 59



31

Citation Report

# Article IF Citations

537 Helicobacter pylori Evolution: Lineage- Specific Adaptations in Homologs of Eukaryotic Sel1-Like Genes.
PLoS Computational Biology, 2007, 3, e151. 1.5 33

538 Co-Infection Dynamics of a Major Food-Borne Zoonotic Pathogen in Chicken. PLoS Pathogens, 2007, 3,
e175. 2.1 26

539 Identification of a Campylobacter jejuni Protein That Cross-Reacts with Cholera Toxin. Infection and
Immunity, 2007, 75, 3070-3073. 1.0 15

540
The Absence of Intervening Sequences in 23S rRNA Genes of Campylobacter coli Isolates from Turkeys
Is a Unique Attribute of a Cluster of Related Strains Which Also Lack Resistance to Erythromycin.
Applied and Environmental Microbiology, 2007, 73, 1208-1214.

1.4 11

541 Correcting Base-Assignment Errors in Repeat Regions of Shotgun Assembly. IEEE/ACM Transactions on
Computational Biology and Bioinformatics, 2007, 4, 54-64. 1.9 9

542 Comparison of virulence-associated in vitro properties of typed strains of Campylobacter jejuni from
different sources. Journal of Medical Microbiology, 2007, 56, 722-732. 0.7 26

543 Cj0011c, a Periplasmic Single- and Double-Stranded DNA-Binding Protein, Contributes to Natural
Transformation in Campylobacter jejuni. Journal of Bacteriology, 2007, 189, 7399-7407. 1.0 34

544 Effect of Macrolide Usage on Emergence of Erythromycin-Resistant Campylobacter Isolates in
Chickens. Antimicrobial Agents and Chemotherapy, 2007, 51, 1678-1686. 1.4 93

545 Norepinephrine increases the pathogenic potential of Campylobacter jejuni. Gut, 2007, 56, 1060-1065. 6.1 155

546 CapA, an Autotransporter Protein of Campylobacter jejuni , Mediates Association with Human
Epithelial Cells and Colonization of the Chicken Gut. Journal of Bacteriology, 2007, 189, 1856-1865. 1.0 119

547 The Complete Genome Sequence of <i>Campylobacter jejuni</i> Strain 81116 (NCTC11828). Journal of
Bacteriology, 2007, 189, 8402-8403. 1.0 147

548 Deletion of a previously uncharacterized flagellar-hook-length control gene fliK modulates the Ïƒ
54-dependent regulon in Campylobacter jejuni. Microbiology (United Kingdom), 2007, 153, 3099-3111. 0.7 26

549 <i>Chlamydia trachomatis</i>: Genome sequence analysis of lymphogranuloma venereum isolates.
Genome Research, 2008, 18, 161-171. 2.4 207

550 Global Analysis of Twoâ€•Component Gene Regulation in H. pylori by Mutation Analysis and
Transcriptional Profiling. Methods in Enzymology, 2007, 423, 514-530. 0.4 9

551
Multivariate Analysis of Complex DNA Sequence Electropherograms for High-Throughput
Quantitative Analysis of Mixed Microbial Populations. Applied and Environmental Microbiology, 2007,
73, 4975-4983.

1.4 20

552 The Genome of Gryllus bimaculatus Nudivirus Indicates an Ancient Diversification of
Baculovirus-Related Nonoccluded Nudiviruses of Insects. Journal of Virology, 2007, 81, 5395-5406. 1.5 70

553 Temperate Bacteriophages Affect Pulsed-Field Gel Electrophoresis Patterns of Campylobacter jejuni.
Journal of Clinical Microbiology, 2007, 45, 386-391. 1.8 39

554 Heterogeneity of a Campylobacter jejuni Protein That Is Secreted through the Flagellar Filament.
Infection and Immunity, 2007, 75, 3859-3867. 1.0 95



32

Citation Report

# Article IF Citations

555
Oxygen Reactivity of Both Respiratory Oxidases in Campylobacter jejuni : the cydAB Genes Encode a
Cyanide-Resistant, Low-Affinity Oxidase That Is Not of the Cytochrome bd Type. Journal of
Bacteriology, 2007, 189, 1604-1615.

1.0 76

556
Characterization of Genetically Matched Isolates of Campylobacter jejuni Reveals that Mutations in
Genes Involved in Flagellar Biosynthesis Alter the Organism's Virulence Potential. Applied and
Environmental Microbiology, 2007, 73, 3123-3136.

1.4 51

557 Detection and Genotyping of Arcobacter and Campylobacter Isolates from Retail Chicken Samples by
Use of DNA Oligonucleotide Arrays. Applied and Environmental Microbiology, 2007, 73, 3645-3655. 1.4 54

558
Clonal Complexes of Campylobacter jejuni Identified by Multilocus Sequence Typing Are Reliably
Predicted by Restriction Fragment Length Polymorphism Analyses of the flaA Gene. Journal of Clinical
Microbiology, 2007, 45, 102-108.

1.8 39

559 Conjugative Transfer of Chromosomally Encoded Antibiotic Resistance from Helicobacter pylori to
Campylobacter jejuni. Journal of Clinical Microbiology, 2007, 45, 402-408. 1.8 41

560 Expression of the htrB gene is essential for responsiveness of Salmonella typhimurium and
Campylobacter jejuni to harsh environments. Microbiology (United Kingdom), 2007, 153, 254-262. 0.7 29

561 Campylobacter jejuni. , 2007, , 237-248. 7

562 The second century of Campylobacter research: recent advances, new opportunities and old problems.
Current Opinion in Infectious Diseases, 2007, 20, 514-518. 1.3 33

563 Processes controlling the transmission of bacterial pathogens in the environment. Research in
Microbiology, 2007, 158, 195-202. 1.0 35

564
Insufficient differentiation of live and dead Campylobacter jejuni and Listeria monocytogenes cells by
ethidium monoazide (EMA) compromises EMA/real-time PCR. Research in Microbiology, 2007, 158,
405-412.

1.0 111

565 Oxygen requirement and tolerance of Campylobacter jejuni. Research in Microbiology, 2007, 158,
644-650. 1.0 51

566 Genomic diversity in Helicobacter and related organisms. Research in Microbiology, 2007, 158, 737-744. 1.0 22

567 Campylobacter flagella: not just for motility. Trends in Microbiology, 2007, 15, 456-461. 3.5 276

568
A Bacterial Virulence Factor with a Dual Role as an Adhesin and a Solute-binding Protein: The Crystal
Structure at 1.5Â Ã… Resolution of the PEB1a Protein from the Food-borne Human Pathogen
Campylobacter jejuni. Journal of Molecular Biology, 2007, 372, 160-171.

2.0 31

569 Crystal Structure of the Transcriptional Regulator CmeR from Campylobacter jejuni. Journal of
Molecular Biology, 2007, 372, 583-593. 2.0 50

570 Pathogenomics of Helicobacter. International Journal of Medical Microbiology, 2007, 297, 589-600. 1.5 13

571 Living in a changing environment: Insights into host adaptation in Neisseria meningitidis from
comparative genomics. International Journal of Medical Microbiology, 2007, 297, 601-613. 1.5 21

572 Bidirectional transcription of lipooligosaccharide synthesis genes from Campylobacter jejuni.
International Journal of Medical Microbiology, 2007, 297, 431-441. 1.5 3



33

Citation Report

# Article IF Citations

573 Î³-Glutamyl transpeptidase has a role in the persistent colonization of the avian gut by Campylobacter
jejuni. Microbial Pathogenesis, 2007, 43, 198-207. 1.3 72

574 A proteome-wide protein interaction map for Campylobacter jejuni. Genome Biology, 2007, 8, R130. 3.8 214

575
Development of a multiplex PCR assay for identification of Campylobacter coli, Campylobacter fetus,
Campylobacter hyointestinalis subsp. hyointestinalis, Campylobacter jejuni, Campylobacter lari and
Campylobacter upsaliensis. Journal of Medical Microbiology, 2007, 56, 1467-1473.

0.7 120

576 Proteomic Analyses of a Robust versus a Poor Chicken Gastrointestinal Colonizing Isolate of
<i>Campylobacter jejuni</i>. Journal of Proteome Research, 2007, 6, 4582-4591. 1.8 40

577 The Importance of Virulence Prediction and Gene Networks in Microbial Risk Assessment. Human and
Ecological Risk Assessment (HERA), 2007, 13, 254-268. 1.7 3

578 Analysis of topoisomerase mutations in fluoroquinolone-resistant and -susceptible Campylobacter
jejuni strains isolated in Senegal. International Journal of Antimicrobial Agents, 2007, 29, 397-401. 1.1 10

579 Campylobacter jejuni colonization and transmission in broiler chickens: a modelling perspective.
Journal of the Royal Society Interface, 2007, 4, 819-829. 1.5 42

580
Mass Spectrometric Analysis of Intact Lipooligosaccharide:â€‰ Direct Evidence for <i>O</i>-Acetylated
Sialic Acids and Discovery of <i>O</i>-Linked Glycine Expressed by <i>Campylobacter jejuni</i>.
Biochemistry, 2007, 46, 14704-14714.

1.2 42

581 Campylobacter jejuni adhere to and invade chicken intestinal epithelial cells in vitro. Microbiology
(United Kingdom), 2007, 153, 561-569. 0.7 131

582 The Complete Genome Sequence and Analysis of the Epsilonproteobacterium Arcobacter butzleri. PLoS
ONE, 2007, 2, e1358. 1.1 203

583 Polyketide synthases and nonribosomal peptide synthetases: the emerging view from bacterial
genomics. Natural Product Reports, 2007, 24, 1073. 5.2 292

584 Host-associated Genetic Import in<i>Campylobacter jejuni</i>. Emerging Infectious Diseases, 2007, 13,
267-272. 2.0 134

585 Structural Analysis of the Capsular Polysaccharide fromCampylobacter jejuni RM1221. ChemBioChem,
2007, 8, 625-631. 1.3 34

586 Ganglioside mimicry and peripheral nerve disease. Muscle and Nerve, 2007, 35, 691-711. 1.0 122

587 Flagellin gene structure offlaA andflaB and adjacent gene loci in urease-positive
thermophilicCampylobacter (UPTC). Journal of Basic Microbiology, 2007, 47, 63-73. 1.8 5

588 Preliminary structural studies of the transcriptional regulator CmeR fromCampylobacter jejuni. Acta
Crystallographica Section F: Structural Biology Communications, 2007, 63, 34-36. 0.7 3

589 The cytoplasmic phosphoproteome of the Gramâ€•negative bacterium <b><i>Campylobacter jejuni</i></b>:
Evidence for modification by unidentified protein kinases. Proteomics, 2007, 7, 4338-4348. 1.3 48

590 Campylobacter jejuni: molecular biology and pathogenesis. Nature Reviews Microbiology, 2007, 5,
665-679. 13.6 662



34

Citation Report

# Article IF Citations

591 Channel-mediated potassium uptake in Helicobacter pylori is essential for gastric colonization. EMBO
Journal, 2007, 26, 232-241. 3.5 37

592 Bacterial pathogenomics. Nature, 2007, 449, 835-842. 13.7 374

593 Bacteriophage influence Campylobacter jejuni types populating broiler chickens. Environmental
Microbiology, 2007, 9, 2341-2353. 1.8 61

594 A major role for intestinal epithelial nucleotide oligomerization domain 1 (NOD1) in eliciting host
bactericidal immune responses to Campylobacter jejuni. Cellular Microbiology, 2007, 9, 2404-2416. 1.1 95

595 Prognosis and pathological characteristics of five children with non-Shiga toxin-mediated hemolytic
uremic syndrome. Pediatrics International, 2007, 49, 196-201. 0.2 8

596
Growth ofCampylobacter jejunion nitrate and nitrite: electron transport to NapA and NrfA via NrfH
and distinct roles for NrfA and the globin Cgb in protection against nitrosative stress. Molecular
Microbiology, 2007, 63, 575-590.

1.2 105

597 Genotyping of thermotolerant Campylobacter from poultry slaughterhouse by amplified fragment
length polymorphism. Journal of Applied Microbiology, 2007, 103, 271-279. 1.4 13

598 Axonal Guillainâ€•BarrÃ© syndrome: carbohydrate mimicry and pathophysiology. Journal of the Peripheral
Nervous System, 2007, 12, 238-249. 1.4 74

599 Systematic serotyping and riboprinting of Campylobacter spp. improves surveillance: experiences from
two Danish counties. Clinical Microbiology and Infection, 2007, 13, 635-642. 2.8 13

600 <i>Campylobacter</i> sialyltransferase gene polymorphism directs clinical features of Guillainâ€“BarrÃ©
syndrome. Journal of Neurochemistry, 2007, 103, 150-158. 2.1 28

601 Bioinformatic study of bile responses inCampylobacterales. FEMS Immunology and Medical
Microbiology, 2007, 49, 101-123. 2.7 30

602 Identification of putative zinc hydrolase genes of the metallo-Î²-lactamase superfamily
fromCampylobacter jejuni. FEMS Immunology and Medical Microbiology, 2007, 49, 159-164. 2.7 9

603 Molecular mimicry inCampylobacter jejuni: role of the lipo-oligosaccharide core oligosaccharide in
inducing anti-ganglioside antibodies. FEMS Immunology and Medical Microbiology, 2007, 50, 27-36. 2.7 48

604
Ten years after the firstHelicobacter pylorigenome: comparative and functional genomics provide new
insights in the variability and adaptability of a persistent pathogen: Table 1. FEMS Immunology and
Medical Microbiology, 2007, 50, 165-176.

2.7 26

605 A global response to sulfur starvation inPseudomonas putidaand its relationship to the expression of
low-sulfur-content proteins. FEMS Microbiology Letters, 2007, 267, 184-193. 0.7 23

606 Expression patterns and role of the CadF protein inCampylobacter jejuniandCampylobacter coli. FEMS
Microbiology Letters, 2007, 274, 9-16. 0.7 51

607 Deletion of<i>peb4</i>gene impairs cell adhesion and biofilm formation in<i>Campylobacter jejuni</i>.
FEMS Microbiology Letters, 2007, 275, 278-285. 0.7 77

608 Antibiotic resistance and resistance mechanisms in<i>Campylobacter jejuni</i>and<i>Campylobacter
coli</i>. FEMS Microbiology Letters, 2007, 277, 123-132. 0.7 201



35

Citation Report

# Article IF Citations

609 The role of Dsb proteins of Gram-negative bacteria in the process of pathogenesis. FEMS Microbiology
Reviews, 2007, 31, 626-636. 3.9 49

610 <i>IN VITRO</i> SURVIVAL AT LOW pH AND ACID ADAPTATION RESPONSE OF <i>CAMPYLOBACTER JEJUNI</i>
AND <i>CAMPYLOBACTER COLI</i>. Journal of Food Safety, 2007, 27, 326-343. 1.1 16

611 Use of suppression subtractive hybridisation to extend our knowledge of genome diversity in
Campylobacter jejuni. BMC Genomics, 2007, 8, 110. 1.2 10

612 Phase variation and microevolution at homopolymeric tracts in Bordetella pertussis. BMC Genomics,
2007, 8, 122. 1.2 26

613 Re-annotation and re-analysis of the Campylobacter jejuni NCTC11168 genome sequence. BMC Genomics,
2007, 8, 162. 1.2 189

614
Identification of genomic differences between Campylobacter jejuni subsp. jejuni and C. jejuni subsp.
doylei at the nap locus leads to the development of a C. jejuni subspeciation multiplex PCR method.
BMC Microbiology, 2007, 7, 11.

1.3 25

615 Common genomic features of Campylobacter jejuni subsp. doylei strains distinguish them from C.
jejuni subsp. jejuni. BMC Microbiology, 2007, 7, 50. 1.3 33

616 Characterization of Campylobacter phages including analysis of host range by selected Campylobacter
Penner serotypes. BMC Microbiology, 2007, 7, 90. 1.3 53

617 Sel1-like repeat proteins in signal transduction. Cellular Signalling, 2007, 19, 20-31. 1.7 146

618 Prevalence, genetic diversity, and antibiotic resistance patterns of Campylobacter jejuni from retail
raw chickens in Korea. International Journal of Food Microbiology, 2007, 114, 50-59. 2.1 77

619 Campylobacters as zoonotic pathogens: A food production perspective. International Journal of Food
Microbiology, 2007, 117, 237-257. 2.1 612

620 Î²-Lactam resistance and Î²-lactamases in bacteria of animal origin. Veterinary Microbiology, 2007, 121,
197-214. 0.8 219

621 A role for the tet(O) plasmid in maintaining Campylobacter plasticity. Plasmid, 2007, 57, 18-28. 0.4 31

622 Ehrlichia ruminantium: genomic and evolutionary features. Trends in Parasitology, 2007, 23, 414-419. 1.5 28

623 Regulation of expression of atypical orphan response regulators of Helicobacter pylori.
Microbiological Research, 2007, 162, 1-14. 2.5 46

624 Origin of ganglioside complex antibodies in Guillainâ€“BarrÃ© syndrome. Journal of Neuroimmunology,
2007, 188, 69-73. 1.1 39

625
(<i>E</i>)-Methylisoeugenol and Elemicin:â€‰ Antibacterial Components of <i>Daucus carota</i> L.
Essential Oil against <i>Campylobacter jejuni</i>. Journal of Agricultural and Food Chemistry, 2007,
55, 7332-7336.

2.4 120

626 Metal-responsive gene regulation and metal transport in Helicobacter species. BioMetals, 2007, 20,
417-429. 1.8 18



36

Citation Report

# Article IF Citations

627 Functional Analysis of the Campylobacter jejuni cj0183 and cj0588 Genes. Current Microbiology, 2008,
56, 592-596. 1.0 23

628
Genomic differences between Campylobacter jejuni isolates identify surface membrane and flagellar
function gene products potentially important for colonizing the chicken intestine. Functional and
Integrative Genomics, 2008, 8, 407-420.

1.4 30

629 Serological assessment of synthetic peptides of Campylobacter jejuni NCTC11168 FlaA protein using
antibodies against multiple serotypes. Medical Microbiology and Immunology, 2008, 197, 45-53. 2.6 8

630 Les infections Ã¡ Campylobacter. Revue Francophone Des Laboratoires, 2008, 2008, 27-35. 0.0 1

631 Identification of membraneâ€•associated proteins from <b><i>Campylobacter jejuni</i></b> strains using
complementary proteomics technologies. Proteomics, 2008, 8, 122-139. 1.3 87

632 Campylobacter jejuni-mediated disease pathogenesis: an update. Transactions of the Royal Society of
Tropical Medicine and Hygiene, 2008, 102, 123-129. 0.7 121

633 Microbial Haemoglobins: Proteins at the Crossroads of Oxygen and Nitric Oxide Metabolism. , 2008, ,
241-257. 1

634 Characterization of<i>Campylobacter concisus</i>hemolysins. FEMS Immunology and Medical
Microbiology, 2008, 54, 224-235. 2.7 25

635 Molecular responses of <i>Campylobacterâ€ƒjejuni</i> to cadmium stress. FEBS Journal, 2008, 275,
5021-5033. 2.2 18

636 Microbiology in the post-genomic era. Nature Reviews Microbiology, 2008, 6, 419-430. 13.6 324

637 <i>In vivo</i>virulence properties of bacterial cytolethal-distending toxin. Cellular Microbiology,
2008, 10, 1599-1607. 1.1 95

638
A temperatureâ€•regulated <i>Campylobacter jejuni</i> gluconate dehydrogenase is involved in
respirationâ€•dependent energy conservation and chicken colonization. Molecular Microbiology, 2008,
68, 474-491.

1.2 40

639
Amino acidâ€•dependent growth of <i>Campylobacter jejuni</i>: key roles for aspartase (AspA) under
microaerobic and oxygenâ€•limited conditions and identification of AspB (Cj0762), essential for growth
on glutamate. Molecular Microbiology, 2008, 69, 77-93.

1.2 144

640 Restoration of flagellar biosynthesis by varied mutational events in <i>Campylobacter jejuni</i>.
Molecular Microbiology, 2008, 70, 519-536. 1.2 49

641 Genetic instability is associated with changes in the colonization potential of<i>Campylobacter
jejuni</i>in the avian intestine. Journal of Applied Microbiology, 2008, 105, 95-104. 1.4 49

642 Campylobacter jejunias a secondary colonizer of poultry biofilms. Journal of Applied Microbiology,
2008, 105, 1199-1208. 1.4 73

643 Stabilization of the genome of the mismatch repair deficient Mycobacterium tuberculosis by
context-dependent codon choice. BMC Genomics, 2008, 9, 249. 1.2 15

644 Sequence variability of Campylobacter temperate bacteriophages. BMC Microbiology, 2008, 8, 49. 1.3 25



37

Citation Report

# Article IF Citations

645 Performance of a 70-mer oligonucleotide microarray for genotyping of Campylobacter jejuni. BMC
Microbiology, 2008, 8, 73. 1.3 16

646 Identification of nine sequence types of the 16S rRNA genes of Campylobacter jejuni subsp. jejuni
isolated from broilers. Acta Veterinaria Scandinavica, 2008, 50, 10. 0.5 12

647 Pneumococcal Surface Adhesin A (PsaA): A Review. Critical Reviews in Microbiology, 2008, 34, 131-142. 2.7 80

648
Development and evaluation of a loop-mediated isothermal amplification assay for rapid and simple
detection of Campylobacter jejuni and Campylobacter coli. Journal of Medical Microbiology, 2008, 57,
444-451.

0.7 79

649 Structure of a Ïƒ28-Regulated Nonflagellar Virulence Protein from Campylobacter jejuni. Journal of
Molecular Biology, 2008, 384, 364-376. 2.0 9

650 The omp50 gene is transcriptionally controlled by a temperature-dependent mechanism conserved
among thermophilic Campylobacter species. Research in Microbiology, 2008, 159, 270-278. 1.0 6

651
Role of the Cj1371 periplasmic protein and the Cj0355c two-component regulator in the Campylobacter
jejuni NCTC 11168 response to oxidative stress caused by paraquat. Research in Microbiology, 2008, 159,
718-726.

1.0 44

652 Microbial activity and distribution during enhanced contaminant dissolution from a NAPL source
zone. Water Research, 2008, 42, 2963-2974. 5.3 53

653 Campylobacter sugars sticking out. Trends in Microbiology, 2008, 16, 428-435. 3.5 120

654 Succinate dehydrogenase gene arrangement and expression in Anaplasma phagocytophilum. Gene, 2008,
414, 41-48. 1.0 5

655 Metabolic Diversity in Campylobacter jejuni Enhances Specific Tissue Colonization. Cell Host and
Microbe, 2008, 4, 425-433. 5.1 148

656 Campylobacter jejuni Host Tissue Tropism: A Consequence of Its Low-Carb Lifestyle?. Cell Host and
Microbe, 2008, 4, 409-410. 5.1 13

657 An Alternative Menaquinone Biosynthetic Pathway Operating in Microorganisms. Science, 2008, 321,
1670-1673. 6.0 233

658 Functional analysis of a Campylobacter jejuni alkaline phosphatase secreted via the Tat export
machinery. Microbiology (United Kingdom), 2008, 154, 584-592. 0.7 37

659 HLA-Class II Alleles in Egyptian Patients with Hepatocellular Carcinoma. Immunological Investigations,
2008, 37, 661-674. 1.0 25

660
Genomic Evidence for Interspecies Acquisition of Chromosomal DNA fromCampylobacter
jejunibyCampylobacter coliStrains of a Turkey-Associated Clonal Group (Cluster II). Foodborne
Pathogens and Disease, 2008, 5, 387-398.

0.8 6

661 The Complete Genome Sequence and Analysis of the Human Pathogen<i>Campylobacter lari</i>.
Foodborne Pathogens and Disease, 2008, 5, 371-386. 0.8 44

662 Affinity-Capture Tandem Mass Spectrometric Characterization of Polyprenyl-Linked Oligosaccharides:
Tool to Study Protein N-Glycosylation Pathways. Analytical Chemistry, 2008, 80, 5468-5475. 3.2 20



38

Citation Report

# Article IF Citations

663
Comparative genome analysis of <i>Salmonella</i> Enteritidis PT4 and <i>Salmonella</i> Gallinarum
287/91 provides insights into evolutionary and host adaptation pathways. Genome Research, 2008, 18,
1624-1637.

2.4 394

664 Oxygen- and NssR-dependent Globin Expression and Enhanced Iron Acquisition in the Response of
Campylobacter to Nitrosative Stress. Journal of Biological Chemistry, 2008, 283, 28413-28425. 1.6 29

665
Identification of <i>Campylobacter jejuni</i> Genes Contributing to Acid Adaptation by
Transcriptional Profiling and Genome-Wide Mutagenesis. Applied and Environmental Microbiology,
2008, 74, 1598-1612.

1.4 57

666 Competing Isogenic <i>Campylobacter</i> Strains Exhibit Variable Population Structures In Vivo.
Applied and Environmental Microbiology, 2008, 74, 3857-3867. 1.4 46

667 Characterization of Two <i>Campylobacter jejuni</i> Strains for Use in Volunteer
Experimental-Infection Studies. Infection and Immunity, 2008, 76, 5655-5667. 1.0 43

668 A Multicopper Oxidase (Cj1516) and a CopA Homologue (Cj1161) Are Major Components of the Copper
Homeostasis System of <i>Campylobacter jejuni</i>. Journal of Bacteriology, 2008, 190, 8075-8085. 1.0 37

669 Emergence of a Tetracycline-Resistant<i>Campylobacter jejuni</i>Clone Associated with Outbreaks of
Ovine Abortion in the United States. Journal of Clinical Microbiology, 2008, 46, 1663-1671. 1.8 114

670 Role of Cj1211 in Natural Transformation and Transfer of Antibiotic Resistance Determinants in
<i>Campylobacter jejuni</i>. Antimicrobial Agents and Chemotherapy, 2008, 52, 2699-2708. 1.4 42

671 The <i>Campylobacter jejuni</i> NADH:Ubiquinone Oxidoreductase (Complex I) Utilizes Flavodoxin
Rather than NADH. Journal of Bacteriology, 2008, 190, 915-925. 1.0 70

672 Host-Pathogen Interactions in<i>Campylobacter</i>Infections: the Host Perspective. Clinical
Microbiology Reviews, 2008, 21, 505-518. 5.7 274

673 CmeR Functions as a Pleiotropic Regulator and Is Required for Optimal Colonization of
<i>Campylobacter jejuni</i> In Vivo. Journal of Bacteriology, 2008, 190, 1879-1890. 1.0 60

674 Role of the DksA-Like Protein in the Pathogenesis and Diverse Metabolic Activity of <i>Campylobacter
jejuni</i>. Journal of Bacteriology, 2008, 190, 4512-4520. 1.0 24

675 Identification of hyperinvasive Campylobacter jejuni strains isolated from poultry and human clinical
sources. Journal of Medical Microbiology, 2008, 57, 570-580. 0.7 57

676 Roles of Î± and Î² Carbonic Anhydrases of <i>Helicobacter pylori</i> in the Urease-Dependent Response to
Acidity and in Colonization of the Murine Gastric Mucosa. Infection and Immunity, 2008, 76, 497-509. 1.0 71

677
Correlation of Proinflammatory and Anti-Inflammatory Cytokine Levels with Histopathological
Changes in an Adult Mouse Lung Model of<i>Campylobacter jejuni</i>Infection. Vaccine Journal, 2008,
15, 1780-1787.

3.2 15

678 The Macaque Gut Microbiome in Health, Lentiviral Infection, and Chronic Enterocolitis. PLoS
Pathogens, 2008, 4, e20. 2.1 371

680 Analysis of the <i>Campylobacter jejuni</i> FlgR Response Regulator Suggests Integration of Diverse
Mechanisms To Activate an NtrC-Like Protein. Journal of Bacteriology, 2008, 190, 2422-2433. 1.0 30

681 Molecular Characterization of the <i>Salmonella enterica</i> Serovar Typhi Vi-Typing Bacteriophage
E1. Journal of Bacteriology, 2008, 190, 2580-2587. 1.0 41



39

Citation Report

# Article IF Citations

682 Key Role of Mfd in the Development of Fluoroquinolone Resistance in Campylobacter jejuni. PLoS
Pathogens, 2008, 4, e1000083. 2.1 97

683 Campylobacter jejuni response to human mucin MUC2: modulation of colonization and pathogenicity
determinants. Journal of Medical Microbiology, 2008, 57, 795-802. 0.7 96

684 Real-Time PCR Approach for Detection of Environmental Sources of <i>Campylobacter</i> Strains
Colonizing Broiler Flocks. Applied and Environmental Microbiology, 2008, 74, 2492-2504. 1.4 44

685 Utilization of Lactoferrin-Bound and Transferrin-Bound Iron by Campylobacter jejuni. Journal of
Bacteriology, 2008, 190, 1900-1911. 1.0 34

686 Role of the Campylobacter jejuni Cj1461 DNA Methyltransferase in Regulating Virulence
Characteristics. Journal of Bacteriology, 2008, 190, 6524-6529. 1.0 39

687 Characterization of Two Putative Cytochrome c Peroxidases of Campylobacter jejuni Involved in
Promoting Commensal Colonization of Poultry. Infection and Immunity, 2008, 76, 1105-1114. 1.0 63

688
The Campylobacter jejuni Thiol Peroxidases Tpx and Bcp Both Contribute to Aerotolerance and
Peroxide-Mediated Stress Resistance but Have Distinct Substrate Specificities. Journal of Bacteriology,
2008, 190, 5279-5290.

1.0 72

689
Contribution of the stereospecific methionine sulphoxide reductases MsrA and MsrB to oxidative and
nitrosative stress resistance in the food-borne pathogen Campylobacter jejuni. Microbiology (United) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 457 Td (Kingdom), 2008, 154, 2219-2230.0.7 48

690 Role of <i>Campylobacter jejuni</i> Respiratory Oxidases and Reductases in Host Colonization. Applied
and Environmental Microbiology, 2008, 74, 1367-1375. 1.4 75

691 <i>Campylobacter jejuni</i> CsrA Mediates Oxidative Stress Responses, Biofilm Formation, and Host
Cell Invasion. Journal of Bacteriology, 2008, 190, 3411-3416. 1.0 127

692 Codon choice in genes depends on flanking sequence informationâ€”implications for theoretical
reverse translation. Nucleic Acids Research, 2008, 36, e16. 6.5 8

693 <i>Campylobacter jejuni</i> Biofilms Up-Regulated in the Absence of the Stringent Response Utilize a
Calcofluor White-Reactive Polysaccharide. Journal of Bacteriology, 2008, 190, 1097-1107. 1.0 61

694 Expression and Purification of Cgb and Ctb, the NOâ€•Inducible Globins of the Foodborne Bacterial
Pathogen C. jejuni. Methods in Enzymology, 2008, 436, 289-302. 0.4 9

695 Analysis of AI-2/LuxSâ€“Dependent Transcription in<i>Campylobacter jejuni</i>Strain 81-176. Foodborne
Pathogens and Disease, 2008, 5, 399-415. 0.8 54

696 Pathogenesis of Campylobacter. Current Opinion in Gastroenterology, 2008, 24, 27-31. 1.0 94

697 Genetic heterogeneity of the dnaK gene locus including transcription terminator region (TTR) in
Campylobacter lari. British Journal of Biomedical Science, 2008, 65, 95-101. 1.2 1

699 In Vitro Antimicrobial and Antioxidant Activity of Commercial Rosemary Extract Formulations.
Journal of Food Protection, 2009, 72, 1744-1752. 0.8 123

700 Differential Carbohydrate Recognition by Campylobacter jejuni Strain 11168: Influences of Temperature
and Growth Conditions. PLoS ONE, 2009, 4, e4927. 1.1 95



40

Citation Report

# Article IF Citations

701
Evaluation of TECRA Broth, Bolton Broth, and Direct Plating for Recovery of Campylobacter spp. from
Broiler Carcass Rinsates from Commercial Processing Plants. Journal of Food Protection, 2009, 72,
972-977.

0.8 18

702
Systematic Identification of Genetic Loci Required for Polymyxin Resistance in<i>Campylobacter
jejuni</i>Using an Efficient<i>In Vivo</i>Transposon Mutagenesis System. Foodborne Pathogens and
Disease, 2009, 6, 173-185.

0.8 21

703 GenotypingCampylobacter jejuniby Comparative Genome Indexing: An Evaluation with Pulsed-Field Gel
Electrophoresis andflaASVR Sequencing. Foodborne Pathogens and Disease, 2009, 6, 337-349. 0.8 5

704
Study of free oligosaccharides derived from the bacterial <i>N</i> -glycosylation pathway.
Proceedings of the National Academy of Sciences of the United States of America, 2009, 106,
15019-15024.

3.3 58

705
Creation of a Large Deletion Mutant of<i>Campylobacter jejuni</i>Reveals that the
Lipooligosaccharide Gene Cluster Is Not Required for Viability. Journal of Bacteriology, 2009, 191,
2392-2399.

1.0 11

706 Functional Characterization of Excision Repair and RecA-Dependent Recombinational DNA Repair in
<i>Campylobacter jejuni</i>. Journal of Bacteriology, 2009, 191, 3785-3793. 1.0 34

707 <i>Campylobacter jejuni</i> Glycosylation Island Important in Cell Charge, Legionaminic Acid
Biosynthesis, and Colonization of Chickens. Infection and Immunity, 2009, 77, 2544-2556. 1.0 121

708 Genome Sequence of the Emerging Pathogen <i>Helicobacter canadensis</i>. Journal of Bacteriology,
2009, 191, 5566-5567. 1.0 18

709
Î²-Lactamase-Mediated Î²-Lactam Resistance in <i>Campylobacter</i> Species: Prevalence of Cj0299 () Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 427 Td (<i>bla</i> <sub>OXA-61</sub> ) and Evidence for a Novel Î²-Lactamase in <i>C</i> . <i>jejuni</i>.

Antimicrobial Agents and Chemotherapy, 2009, 53, 3357-3364.
1.4 80

710 Functional Characterization of the Twin-Arginine Translocation System in<i>Campylobacter jejuni</i>.
Foodborne Pathogens and Disease, 2009, 6, 935-945. 0.8 40

711
Sensitization of Campylobacter jejuni to fluoroquinolone and macrolide antibiotics by antisense
inhibition of the CmeABC multidrug efflux transporter. Journal of Antimicrobial Chemotherapy, 2009,
63, 946-948.

1.3 50

712
Importance of Polyphosphate Kinase 1 for <i>Campylobacter jejuni</i> Viable-but-Nonculturable Cell
Formation, Natural Transformation, and Antimicrobial Resistance. Applied and Environmental
Microbiology, 2009, 75, 7838-7849.

1.4 54

713
Atypical Roles for <i>Campylobacter jejuni</i> Amino Acid ATP Binding Cassette Transporter
Components PaqP and PaqQ in Bacterial Stress Tolerance and Pathogen-Host Cell Dynamics. Infection
and Immunity, 2009, 77, 4912-4924.

1.0 35

714 <i>Campylobacter jejuni</i>Cocultured with Epithelial Cells Reduces Surface Capsular Polysaccharide
Expression. Infection and Immunity, 2009, 77, 1959-1967. 1.0 37

715 Complete Genome Sequence and Comparative Genome Analysis of Enteropathogenic <i>Escherichia
coli</i> O127:H6 Strain E2348/69. Journal of Bacteriology, 2009, 191, 347-354. 1.0 299

716 Metabolite and transcriptome analysis of Campylobacter jejuni in vitro growth reveals a
stationary-phase physiological switch. Microbiology (United Kingdom), 2009, 155, 80-94. 0.7 88

717
Alkyl hydroperoxide reductase has a role in oxidative stress resistance and in modulating changes in
cell-surface properties in Azospirillum brasilense Sp245. Microbiology (United Kingdom), 2009, 155,
1192-1202.

0.7 26

718 Genomics of Thermophilic <i>Campylobacter</i> Species. Genome Dynamics, 2009, 6, 91-109. 2.4 5



41

Citation Report

# Article IF Citations

719 Genome Comparison of Bacterial Pathogens. Genome Dynamics, 2009, 6, 1-20. 2.4 10

720 Rapid Evolution and the Importance of Recombination to the Gastroenteric Pathogen Campylobacter
jejuni. Molecular Biology and Evolution, 2009, 26, 385-397. 3.5 160

721 Identification of an Arsenic Resistance and Arsenic-Sensing System in <i>Campylobacter jejuni</i>.
Applied and Environmental Microbiology, 2009, 75, 5064-5073. 1.4 57

722 Pathogenicity of an emergent, ovine abortifacient Campylobacter jejuni clone orally inoculated into
pregnant guinea pigs. American Journal of Veterinary Research, 2009, 70, 1269-1276. 0.3 42

723 <i>N</i>-linked glycosylation in bacteria: an unexpected application. Future Microbiology, 2009, 4,
401-412. 1.0 29

724 A Novel Phase Variation Mechanism in the Meningococcus Driven by a Ligand-Responsive Repressor and
Differential Spacing of Distal Promoter Elements. PLoS Pathogens, 2009, 5, e1000710. 2.1 78

725 Quantitative Models of In Vitro Bacteriophageâ€“Host Dynamics and Their Application to Phage Therapy.
PLoS Pathogens, 2009, 5, e1000253. 2.1 168

726 Characterization of a<i>Campylobacter jejuni</i>VirK Protein Homolog as a Novel Virulence
Determinant. Infection and Immunity, 2009, 77, 5428-5436. 1.0 19

727 Antiganglioside antibodies and their pathophysiological effects on Guillain-Barre syndrome and
related disorders--A review. Glycobiology, 2009, 19, 676-692. 1.3 138

728 The Complete Genome and Proteome of Laribacter hongkongensis Reveal Potential Mechanisms for
Adaptations to Different Temperatures and Habitats. PLoS Genetics, 2009, 5, e1000416. 1.5 52

729
The Dual-Functioning Fumarate Reductase Is the Sole Succinate:Quinone Reductase in
<i>Campylobacter jejuni</i> and Is Required for Full Host Colonization. Journal of Bacteriology, 2009,
191, 5293-5300.

1.0 67

730 Long-Term Survival of <i>Campylobacter jejuni</i> at Low Temperatures Is Dependent on
Polynucleotide Phosphorylase Activity. Applied and Environmental Microbiology, 2009, 75, 7310-7318. 1.4 44

731 Capsule Polysaccharide Conjugate Vaccine against Diarrheal Disease Caused by <i>Campylobacter
jejuni</i>. Infection and Immunity, 2009, 77, 1128-1136. 1.0 90

732 Amoxicillin therapy of poultry flocks: effect upon the selection of amoxicillin-resistant commensal
Campylobacter spp.. Journal of Antimicrobial Chemotherapy, 2009, 64, 702-711. 1.3 11

733 Activation of the <i>Campylobacter jejuni</i> FlgSR Two-Component System Is Linked to the Flagellar
Export Apparatus. Journal of Bacteriology, 2009, 191, 2656-2667. 1.0 65

734 Evaluation of procedures for outer membrane isolation from Campylobacter jejuni. Microbiology
(United Kingdom), 2009, 155, 979-988. 0.7 76

735 The Helicobacter pylori Anti-Sigma Factor FlgM Is Predominantly Cytoplasmic and Cooperates with the
Flagellar Basal Body Protein FlhA. Journal of Bacteriology, 2009, 191, 4824-4834. 1.0 21

736 Molecular, Antigenic, and Functional Characteristics of Ferric Enterobactin Receptor CfrA in
<i>Campylobacter jejuni</i>. Infection and Immunity, 2009, 77, 5437-5448. 1.0 47



42

Citation Report

# Article IF Citations

737 Genomics-Based Molecular Epidemiology of <i>Campylobacter jejuni</i> Isolates from Feedlot Cattle
and from People in Alberta, Canada. Journal of Clinical Microbiology, 2009, 47, 410-420. 1.8 19

738 Histidine kinase. , 2009, , 420-474. 0

739 Inter- and intra-genomic heterogeneity of the intervening sequence in the 23S ribosomal RNA gene of
Campylobacter jejuni and Campylobacter coli. Systematic and Applied Microbiology, 2009, 32, 91-100. 1.2 11

740 Co-evolution of genomes and plasmids within Chlamydia trachomatis and the emergence in Sweden of
a new variant strain. BMC Genomics, 2009, 10, 239. 1.2 119

741 Characterization of the oxidative stress stimulon and PerR regulon of Campylobacter jejuni. BMC
Genomics, 2009, 10, 481. 1.2 144

742 Cj0596 is a periplasmic peptidyl prolyl cis-trans isomerase involved in Campylobacter jejuni motility,
invasion, and colonization. BMC Microbiology, 2009, 9, 160. 1.3 26

743 AI-2 does not function as a quorum sensing molecule in Campylobacter jejuni during exponential
growth in vitro. BMC Microbiology, 2009, 9, 214. 1.3 38

744 Induction of a chemoattractant transcriptional response by a Campylobacter jejuni boiled cell extract
in colonocytes. BMC Microbiology, 2009, 9, 28. 1.3 10

745 Multiple factors interact to produce responses resembling spectrum of human disease in
Campylobacter jejuni infected C57BL/6 IL-10-/- mice. BMC Microbiology, 2009, 9, 57. 1.3 30

746 Genomic analysis of Campylobacter fetus subspecies: identification of candidate virulence
determinants and diagnostic assay targets. BMC Microbiology, 2009, 9, 86. 1.3 51

747 Survival of stress exposed Campylobacter jejuni in the murine macrophage J774 cell line. International
Journal of Food Microbiology, 2009, 129, 68-73. 2.1 25

748 Demonstration of the absence of intervening sequences within 23S rRNA genes from
<i>Campylobacter lari</i>. Journal of Basic Microbiology, 2009, 49, 386-394. 1.8 3

749 Survival mechanisms and culturability of Campylobacter jejuni under stress conditions. Antonie Van
Leeuwenhoek, 2009, 96, 377-394. 0.7 69

750 Synthesis of undecaprenyl pyrophosphate-linked glycans as donor substrates for bacterial protein
N-glycosylation. Tetrahedron, 2009, 65, 6310-6319. 1.0 21

751
Analysis of the Pan Genome of Campylobacter jejuni Isolates Recovered from Poultry by Pulsed-Field
Gel Electrophoresis, Multilocus Sequence Typing (MLST), and Repetitive Sequence Polymerase Chain
Reaction (rep-PCR) Reveals Different Discriminatory Capabilities. Microbial Ecology, 2009, 58, 843-855.

1.4 31

752 Role of Oxidative Stress in C. jejuni Inactivation During Freeze-Thaw Treatment. Current Microbiology,
2009, 58, 134-138. 1.0 24

753 Characterisation of Campylobacter jejuni genes potentially involved in phosphonate degradation. Gut
Pathogens, 2009, 1, 13. 1.6 4

754
Genotyping of<i>Campylobacter coli</i>isolated from humans and retail meats using multilocus
sequence typing and pulsed-field gel electrophoresis. Journal of Applied Microbiology, 2009, 106,
1722-1733.

1.4 29



43

Citation Report

# Article IF Citations

755 The CprS sensor kinase of the zoonotic pathogen <i>Campylobacter jejuni</i> influences biofilm
formation and is required for optimal chick colonization. Molecular Microbiology, 2009, 71, 253-272. 1.2 99

756
Production, characterization and determination of the real catalytic properties of the putative
â€˜succinate dehydrogenaseâ€™ from <i>Wolinella succinogenes</i>. Molecular Microbiology, 2009, 71,
1088-1101.

1.2 35

757 Identification of a <i>Campylobacter jejuni</i>â€•secreted protein required for maximal invasion of host
cells. Molecular Microbiology, 2009, 73, 650-662. 1.2 101

758
Molybdenum and tungsten in <i>Campylobacter jejuni</i>: their physiological role and identification
of separate transporters regulated by a single ModEâ€•like protein. Molecular Microbiology, 2009, 74,
758-771.

1.2 29

759
An alternative menaquinone biosynthetic pathway operating in microorganisms: an attractive target
for drug discovery to pathogenic Helicobacter and Chlamydia strains. Journal of Antibiotics, 2009, 62,
347-352.

1.0 45

760 STRESSâ€•INDUCED ADAPTIVE TOLERANCE RESPONSE AND VIRULENCE GENE EXPRESSION IN
<i>CAMPYLOBACTER JEJUNI</i>. Journal of Food Safety, 2009, 29, 126-143. 1.1 14

761 The dynamic genetic repertoire of microbial communities. FEMS Microbiology Reviews, 2009, 33, 109-132. 3.9 89

762 Determinants of phase variation rate and the fitness implications of differing rates for bacterial
pathogens and commensals. FEMS Microbiology Reviews, 2009, 33, 504-520. 3.9 111

763 Genome dynamics in major bacterial pathogens. FEMS Microbiology Reviews, 2009, 33, 453-470. 3.9 95

764 Identification of novel carbohydrate modifications on <i>Campylobacterâ€ƒjejuni</i> 11168 flagellin using
metabolomicsâ€•based approaches. FEBS Journal, 2009, 276, 1014-1023. 2.2 61

765
Comparative studies of Campylobacter jejuni genomic diversity reveal the importance of core and
dispensable genes in the biology of this enigmatic food-borne pathogen. Current Opinion in
Biotechnology, 2009, 20, 158-165.

3.3 19

766
Structures of AcrR and CmeR: Insight into the mechanisms of transcriptional repression and
multi-drug recognition in the TetR family of regulators. Biochimica Et Biophysica Acta - Proteins and
Proteomics, 2009, 1794, 844-851.

1.1 56

767 Structure and function of a Campylobacter jejuni thioesterase Cj0915, a hexameric hot dog fold
enzyme. Biochimica Et Biophysica Acta - Proteins and Proteomics, 2009, 1794, 1073-1081. 1.1 16

768 Lessons from nature: â€œPathogen-Mimeticâ€• systems for mucosal Nano-medicines. Advanced Drug
Delivery Reviews, 2009, 61, 172-192. 6.6 36

769 Specificity of <i>Campylobacter jejuni</i> Adhesin PEB3 for Phosphates and Structural Differences
among Its Ligand Complexes,. Biochemistry, 2009, 48, 3057-3067. 1.2 36

770 Immunity to Campylobacter: its role in risk assessment and epidemiology. Critical Reviews in
Microbiology, 2009, 35, 1-22. 2.7 149

771
Elucidating the Formation of 6-Deoxyheptose: Biochemical Characterization of the
GDP-<scp>d</scp>-<i>glycero</i>-<scp>d</scp>-<i>manno</i>-heptose C6 Dehydratase, DmhA, and Its
Associated C4 Reductase, DmhB. Biochemistry, 2009, 48, 7764-7775.

1.2 23

772
Mass Spectrometric Characterization of the Surface-Associated 42 kDa Lipoprotein JlpA as a
Glycosylated Antigen in Strains of <i>Campylobacter jejuni</i>. Journal of Proteome Research, 2009, 8,
4654-4664.

1.8 41



44

Citation Report

# Article IF Citations

773 <i>Campylobacter</i>proteomics: guidelines, challenges and future perspectives. Expert Review of
Proteomics, 2009, 6, 61-74. 1.3 16

774 Roles of lipooligosaccharide and capsular polysaccharide in antimicrobial resistance and natural
transformation of Campylobacter jejuni. Journal of Antimicrobial Chemotherapy, 2009, 63, 462-468. 1.3 39

775 Molecular Mechanisms of Bacterial Infection via the Gut. Current Topics in Microbiology and
Immunology, 2009, , . 0.7 4

776 Campylobacter jejuni fatty acid synthase II: Structural and functional analysis of Î²-hydroxyacyl-ACP
dehydratase (FabZ). Biochemical and Biophysical Research Communications, 2009, 380, 407-412. 1.0 17

777 Crystal structure of MqnD (TTHA1568), a menaquinone biosynthetic enzyme from Thermus
thermophilus HB8. Journal of Structural Biology, 2009, 168, 575-581. 1.3 13

778 The role of respiratory donor enzymes in Campylobacter jejuni host colonization and physiology.
Microbial Pathogenesis, 2009, 47, 8-15. 1.3 74

779 Determination of rpoA as the most suitable internal control to study stress response in C. jejuni by
RT-qPCR and application to oxidative stress. Journal of Microbiological Methods, 2009, 76, 196-200. 0.7 63

780 Intrahost Genome Alterations in Enterohemorrhagic Escherichia coli. Gastroenterology, 2009, 136,
1925-1938. 0.6 39

781 Molecular Mechanisms of Campylobacter Infection. Current Topics in Microbiology and Immunology,
2009, 337, 197-229. 0.7 50

782 The Î²-barrel finder (BBF) program, allowing identification of outer membrane Î²-barrel proteins encoded
within prokaryotic genomes. Protein Science, 2009, 11, 2196-2207. 3.1 94

783 Oxidative stress in <i>Campylobacter jejuni</i>: responses, resistance and regulation. Future
Microbiology, 2009, 4, 677-690. 1.0 87

784
Comparison of Loop-Mediated Isothermal Amplification Assay and Conventional Culture Methods for
Detection of <i>Campylobacter jejuni</i> and <i>Campylobacter coli</i> in Naturally Contaminated
Chicken Meat Samples. Applied and Environmental Microbiology, 2009, 75, 1597-1603.

1.4 75

785 Antibiotic resistance in<i>Campylobacter</i>: emergence, transmission and persistence. Future
Microbiology, 2009, 4, 189-200. 1.0 454

786 Kinetic properties and inhibition of the dimeric dUTPase-dUDPase from<i>Campylobacter jejuni</i>.
Journal of Enzyme Inhibition and Medicinal Chemistry, 2009, 24, 111-116. 2.5 8

787 <i>Campylobacter jejuni</i> Drives MyD88-Independent Interleukin-6 Secretion via Toll-Like Receptor 2.
Infection and Immunity, 2009, 77, 1553-1560. 1.0 53

788 23S rRNA Mutation A2074C Conferring High-Level Macrolide Resistance and Fitness Cost
in<i>Campylobacter jejuni</i>. Microbial Drug Resistance, 2009, 15, 239-244. 0.9 46

789 Update on<i>Campylobacter jejuni</i>vaccine development for preventing human campylobacteriosis.
Expert Review of Vaccines, 2009, 8, 625-645. 2.0 38

792 Public Health Impact of Foodborne Illness: Impetus for the International Food Safety Effort. , 0, , 1-13. 0



45

Citation Report

# Article IF Citations

793 GeneWiz browser: An Interactive Tool for Visualizing Sequenced Chromosomes. Standards in Genomic
Sciences, 2009, 1, 204-215. 1.5 21

794
Campylobacter lari: molecular and comparative analyses of the virulence-associated chromosome
locus J (vacJ) gene homologue, including the promoter region. British Journal of Biomedical Science,
2009, 66, 85-92.

1.2 4

795 Quantification of Thermotolerant Campylobacter in Swiss Water Treatment Plants, by Realâ€•Time
Quantitative Polymerase Chain Reaction. Water Environment Research, 2009, 81, 929-933. 1.3 7

796 The Mode of Biofilm Formation on Smooth Surfaces by Campylobacter jejuni. Journal of Veterinary
Medical Science, 2010, 72, 411-416. 0.3 29

797 Scientific Opinion on Quantification of the risk posed by broiler meat to human campylobacteriosis in
the EU. EFSA Journal, 2010, 8, 1437. 0.9 181

798 Systems analysis of bacterial glycomes. Biochemical Society Transactions, 2010, 38, 1290-1293. 1.6 12

800 A new approach to gene prediction, based on the self-organising map. International Journal of Medical
Engineering and Informatics, 2010, 2, 107. 0.2 0

801 Adhesion Ability of Campylobacter jejuni to Ht-29 Cells Increases with the Augmentation of Oxidant
Agent Concentration. Current Microbiology, 2010, 61, 500-505. 1.0 15

802 Campylobacter protein oxidation influences epithelial cell invasion or intracellular survival as well
as intestinal tract colonization in chickens. Journal of Applied Genetics, 2010, 51, 383-393. 1.0 12

803 Genotyping and PCR detection of potential virulence genes in Campylobacter jejuni and Campylobacter
coli isolates from different sources in Poland. Folia Microbiologica, 2010, 55, 167-175. 1.1 32

804 Helicobacter pylori apo-Fur regulation appears unconserved across species. Journal of Microbiology,
2010, 48, 378-386. 1.3 26

805 A New Multiplexed Real-Time PCR Assay to Detect Campylobacter jejuni, C. coli, C. lari, and C.
upsaliensis. Food Analytical Methods, 2010, 3, 40-46. 1.3 14

806 Simultaneous Detection and Differentiation of Campylobacter jejuni, C. coli, and C. lari in Chickens
Using a Multiplex Real-Time PCR Assay. Food Analytical Methods, 2010, 3, 321-329. 1.3 43

807 N-Linked glycoengineering for human therapeutic proteins in bacteria. Biotechnology Letters, 2010, 32,
1189-1198. 1.1 39

808 Comparative genomics and proteomics of Helicobacter mustelae, an ulcerogenic and carcinogenic
gastric pathogen. BMC Genomics, 2010, 11, 164. 1.2 40

809 Evidence for a lineage of virulent bacteriophages that target Campylobacter. BMC Genomics, 2010, 11,
214. 1.2 38

810 Temperature-dependent phenotypic variation of Campylobacter jejuni lipooligosaccharides. BMC
Microbiology, 2010, 10, 305. 1.3 18

811 Advances in <i>Campylobacter</i> biology and implications for biotechnological applications.
Microbial Biotechnology, 2010, 3, 242-258. 2.0 28



46

Citation Report

# Article IF Citations

812 Campylobacter jejuni isolates in Finnish patients differ according to the origin of infection. Gut
Pathogens, 2010, 2, 22. 1.6 20

813 Ribosomal operon intergenic sequence region (ISR) heterogeneity in Campylobacter coli and
Campylobacter jejuni. Letters in Applied Microbiology, 2010, 51, 539-545. 1.0 1

814 Identification and characterization of the aspartate chemosensory receptor of <i>Campylobacter
jejuni</i>. Molecular Microbiology, 2010, 75, 710-730. 1.2 94

815
Comparison between the biofilm initiation of<i>Campylobacter jejuni</i>and<i>Campylobacter
coli</i>strains to an inert surface using BioFilm Ring Test<sup>Â®</sup>. Journal of Applied
Microbiology, 2010, 108, 1303-1312.

1.4 57

816 High hydrostatic pressure resistance of Campylobacter jejuni after different sublethal stresses.
Journal of Applied Microbiology, 2010, 109, 146-155. 1.4 10

817 Identification of a new adhesin-like protein from Lactobacillus mucosae ME-340 with specific affinity
to the human blood group A and B antigens. Journal of Applied Microbiology, 2010, 109, 927-935. 1.4 45

818 Prevalence and Characterization of <i>Campylobacter jejuni</i> Isolated from Pasture Flock Poultry.
Journal of Food Science, 2010, 75, M496-502. 1.5 42

819 Reduction of fumarate, mesaconate and crotonate by Mfr, a novel oxygenâ€•regulated periplasmic
reductase in <i>Campylobacter jejuni</i>. Environmental Microbiology, 2010, 12, 576-591. 1.8 72

820 An Overview of Methods Used To Clarify Pathogenesis Mechanisms of Campylobacter jejuni. Journal of
Food Protection, 2010, 73, 786-802. 0.8 22

821 Bacterial lectin-like interactions in cell recognition and adhesion. , 2010, , 549-565. 2

822 Development and Evaluation of CmeC Subunit Vaccine against Campylobacter jejuni. Journal of
Vaccines & Vaccination, 2010, 01, . 0.3 15

823 Genomic Characterization of Campylobacter jejuni Strain M1. PLoS ONE, 2010, 5, e12253. 1.1 86

825 Systems Approaches to Unraveling Nitric Oxide Response Networks in Prokaryotes. , 2010, , 103-136. 3

826 Probiotics and Heart Health. , 2010, , 423-439. 3

827 Genetic diversity in Campylobacter jejuni is associated with differential colonization of broiler
chickens and C57BL/6J IL10-deficient mice. Microbiology (United Kingdom), 2010, 156, 2046-2057. 0.7 56

828 Transposon mutagenesis in a hyper-invasive clinical isolate of Campylobacter jejuni reveals a number
of genes with potential roles in invasion. Microbiology (United Kingdom), 2010, 156, 1134-1143. 0.7 27

829 Simple Sequence Repeats and Genome Plasticity in<i>Streptococcus agalactiae</i>. Journal of
Bacteriology, 2010, 192, 3990-4000. 1.0 13

830 Bacterial Chromatin. , 2010, , . 7



47

Citation Report

# Article IF Citations

831 The hrcA and hspR regulons of Campylobacter jejuni. Microbiology (United Kingdom), 2010, 156, 158-166. 0.7 32

832 Proteins involved in <i>Campylobacter jejuni</i> 81â€“176 recovery after highâ€•pressure treatment. Annals
of the New York Academy of Sciences, 2010, 1189, 133-138. 1.8 6

833 Altered Linkage of Hydroxyacyl Chains in Lipid A of Campylobacter jejuni Reduces TLR4 Activation and
Antimicrobial Resistance. Journal of Biological Chemistry, 2010, 285, 15828-15836. 1.6 46

834 Identification and Characterization of a New Ferric Enterobactin Receptor, CfrB, in
<i>Campylobacter</i>. Journal of Bacteriology, 2010, 192, 4425-4435. 1.0 50

835 Insect Infection Model for<i>Campylobacter jejuni</i>Reveals That<i>O</i>â€•methyl Phosphoramidate
Has Insecticidal Activity. Journal of Infectious Diseases, 2010, 201, 100129142112076-000. 1.9 72

836
Functional Analysis of the RdxA and RdxB Nitroreductases of <i>Campylobacter jejuni</i> Reveals that
Mutations in <i>rdxA</i> Confer Metronidazole Resistance. Journal of Bacteriology, 2010, 192,
1890-1901.

1.0 11

837 ppGpp Conjures Bacterial Virulence. Microbiology and Molecular Biology Reviews, 2010, 74, 171-199. 2.9 340

838 Investigation of the Presence and Protective Effects of Maternal Antibodies Against Campylobacter
jejuni in Chickens. Avian Diseases, 2010, 54, 86-93. 0.4 67

839
Binary genomotyping using lipooligosaccharide biosynthesis genes distinguishes
between<i>Campylobacter jejuni</i>isolates within poultry-associated multilocus sequence types.
Epidemiology and Infection, 2010, 138, 992-1003.

1.0 8

840
Roles of the twin-arginine translocase and associated chaperones in the biogenesis of the electron
transport chains of the human pathogen Campylobacter jejuni. Microbiology (United Kingdom), 2010,
156, 2994-3010.

0.7 58

841
Comparison of PCR Binary Typing (P-BIT), a New Approach to Epidemiological Subtyping of
<i>Campylobacter jejuni</i> , with Serotyping, Pulsed-Field Gel Electrophoresis, and Multilocus
Sequence Typing Methods. Applied and Environmental Microbiology, 2010, 76, 1533-1544.

1.4 39

842 Characterization of a Bifunctional Pyranose-Furanose Mutase from Campylobacter jejuni 11168.
Journal of Biological Chemistry, 2010, 285, 493-501. 1.6 30

843 Mass Spectrometry in the Elucidation of the Glycoproteome of Bacterial Pathogens. Current
Proteomics, 2010, 7, 57-81. 0.1 11

844 Identification of <i>Campylobacter jejuni</i> Genes Involved in Its Interaction with Epithelial Cells.
Infection and Immunity, 2010, 78, 3540-3553. 1.0 90

845 Phage-displayed peptides selected for binding to Campylobacter jejuni are antimicrobial. Protein
Engineering, Design and Selection, 2010, 23, 751-757. 1.0 14

846 The <i>Citrobacter rodentium</i> Genome Sequence Reveals Convergent Evolution with Human
Pathogenic <i>Escherichia coli</i>. Journal of Bacteriology, 2010, 192, 525-538. 1.0 156

847 Aspartate chemosensory receptor signalling inCampylobacter jejuni. Virulence, 2010, 1, 414-417. 1.8 10

848 Dps and Bacterial Chromatin. , 2010, , 175-201. 5



48

Citation Report

# Article IF Citations

849 Food Safety: What Can We Learn From Genomics?. Annual Review of Food Science and Technology,
2010, 1, 341-361. 5.1 11

850 Effects of Sequential<i>Campylobacter jejuni</i>81-176 Lipooligosaccharide Core Truncations on
Biofilm Formation, Stress Survival, and Pathogenesis. Journal of Bacteriology, 2010, 192, 2182-2192. 1.0 94

851 Campylobacter jejuni activates NF-ÎºB independently of TLR2, TLR4, Nod1 and Nod2 receptors. Microbial
Pathogenesis, 2010, 49, 294-304. 1.3 22

852 Differential carbon source utilization by Campylobacter jejuni 11168 in response to growth
temperature variation. Journal of Microbiological Methods, 2010, 80, 198-202. 0.7 46

853 A method for the growth and recovery of 17 species of Campylobacter and its subsequent application
to inoculated beef. Journal of Microbiological Methods, 2010, 83, 1-7. 0.7 24

854 Resistance of Campylobacter jejuni to heat and to pulsed electric fields. Innovative Food Science and
Emerging Technologies, 2010, 11, 283-289. 2.7 21

855 Campylobacter jejuni: A brief overview on pathogenicity-associated factors and disease-mediating
mechanisms. International Journal of Medical Microbiology, 2010, 300, 205-211. 1.5 335

856 Evaluation of live-attenuated Salmonella vaccines expressing Campylobacter antigens for control of
C. jejuni in poultry. Vaccine, 2010, 28, 1094-1105. 1.7 95

857 Never take candy from a stranger: the role of the bacterial glycome in hostâ€“pathogen interactions.
Future Microbiology, 2010, 5, 267-288. 1.0 24

859 In Vitro Mutagenesis Protocols. Methods in Molecular Biology, 2010, , . 0.4 14

860
Novel Glycosylation Sites Localized in <i>Campylobacter jejuni</i> Flagellin FlaA by Liquid
Chromatography Electron Capture Dissociation Tandem Mass Spectrometry. Journal of Proteome
Research, 2011, 10, 1238-1245.

1.8 26

861 Motility and Chemotaxis in <i>Campylobacter</i> and <i>Helicobacter</i>. Annual Review of
Microbiology, 2011, 65, 389-410. 2.9 278

862 Comparative genomics analysis of completely sequenced microbial genomes reveals the ubiquity of
N-linked glycosylation in prokaryotes. Molecular BioSystems, 2011, 7, 1629. 2.9 9

863 Roles of RpoN in the resistance of Campylobacter jejuni under various stress conditions. BMC
Microbiology, 2011, 11, 207. 1.3 41

864
The NO-responsive hemoglobins of Campylobacter jejuni: Concerted responses of two globins to NO
and evidence in vitro for globin regulation by the transcription factor NssR. Nitric Oxide - Biology
and Chemistry, 2011, 25, 234-241.

1.2 21

865 MCLMAN, a new minimal medium for Campylobacter jejuni NCTC 11168. Research in Microbiology, 2011,
162, 173-179. 1.0 27

866 Pathogens in Milk | Campylobacter spp.. , 2011, , 40-46. 0

867 Persistence of Two<i>Campylobacter jejuni</i>Strains in Soil and on Spinach Plants. Applied and
Environmental Soil Science, 2011, 2011, 1-7. 0.8 7



49

Citation Report

# Article IF Citations

868 Standing Genetic Variation in Contingency Loci Drives the Rapid Adaptation of Campylobacter jejuni to
a Novel Host. PLoS ONE, 2011, 6, e16399. 1.1 97

869 Functional Characterization of a Lipoprotein-Encoding Operon in Campylobacter jejuni. PLoS ONE,
2011, 6, e20084. 1.1 19

870 Regulation of Oxidative Stress Response by CosR, an Essential Response Regulator in Campylobacter
jejuni. PLoS ONE, 2011, 6, e22300. 1.1 77

871 Is theCampylobacter jejunisecretory protein Cj0069 a suitable antigen for serodiagnostics?. European
Journal of Microbiology and Immunology, 2011, 1, 86-94. 1.5 3

874 Comparative Whole Genome Sequence Analysis of the Carcinogenic Bacterial Model Pathogen
Helicobacter felis. Genome Biology and Evolution, 2011, 3, 302-308. 1.1 55

875 Genome Sequence of Campylobacter jejuni strain 327, a strain isolated from a turkey slaughterhouse.
Standards in Genomic Sciences, 2011, 4, 113-122. 1.5 12

876
Characterization of the dehydratase WcbK and the reductase WcaG involved in
GDP-6-deoxy-<i>manno</i>-heptose biosynthesis in <i>Campylobacter jejuni</i>. Biochemical Journal,
2011, 439, 235-248.

1.7 18

877 Investigating foodborne pathogens using comparative genomics. , 2011, , 275-291. 0

878 Two respiratory enzyme systems in <i>Campylobacter jejuni</i> NCTC 11168 contribute to growth on
<scp>l</scp>â€•lactate. Environmental Microbiology, 2011, 13, 48-61. 1.8 83

879 Genomic variations define divergence of water/wildlifeâ€•associated <i>Campylobacter jejuni</i> niche
specialists from common clonal complexes. Environmental Microbiology, 2011, 13, 1549-1560. 1.8 52

880 Campylobacter bacteriophages and bacteriophage therapy. Journal of Applied Microbiology, 2011, 111,
255-265. 1.4 79

881 <i>Campylobacter jejuni</i> survival within human epithelial cells is enhanced by the secreted protein
CiaI. Molecular Microbiology, 2011, 80, 1296-1312. 1.2 69

882 The role of <i>Campylobacter jejuni</i> cytolethal distending toxin in gastroenteritis: toxin
detection, antibody production, and clinical outcome. Apmis, 2011, 119, 626-634. 0.9 26

883 New molecular microbiology approaches in the study of <i>Campylobacter fetus</i>. Microbial
Biotechnology, 2011, 4, 8-19. 2.0 5

884 Colonization factors of Campylobacter jejuni in the chicken gut. Veterinary Research, 2011, 42, 82. 1.1 192

885 Closely related Campylobacter jejuni strains from different sources reveal a generalist rather than a
specialist lifestyle. BMC Genomics, 2011, 12, 584. 1.2 101

886 Effect of chicken meat environment on gene expression of Campylobacter jejuni and its relevance to
survival in food. International Journal of Food Microbiology, 2011, 145, S111-S115. 2.1 43

887 Convergent strategies in biosynthesis. Natural Product Reports, 2011, 28, 1054. 5.2 37



50

Citation Report

# Article IF Citations

888 Desulforubrerythrin from Campylobacter jejuni, a novel multidomain protein. Journal of Biological
Inorganic Chemistry, 2011, 16, 501-510. 1.1 15

889 Identification of essential genes in C. jejuni genome highlights hyper-variable plasticity regions.
Functional and Integrative Genomics, 2011, 11, 241-257. 1.4 31

891 Temperature Affects Sole Carbon Utilization Patterns of Campylobacter coli 49941. Current
Microbiology, 2011, 62, 821-825. 1.0 7

892 Detection of E. coli O157:H7 using its endogenous active membrane peroxidase. Toxicology and
Environmental Health Sciences, 2011, 3, 80-85. 1.1 4

893 Distribution of flagella secreted protein and integral membrane protein among Campylobacter jejuni
isolated from Thailand. Gut Pathogens, 2011, 3, 11. 1.6 0

894 General metabolism of Laribacter hongkongensis: a genome-wide analysis. Cell and Bioscience, 2011, 1,
16. 2.1 10

895 Environmental adaptability and stress tolerance of Laribacter hongkongensis: a genome-wide analysis.
Cell and Bioscience, 2011, 1, 22. 2.1 13

896
Expression, purification, crystallization and preliminary X-ray analysis of wild-type and of an
active-site mutant of glyceraldehyde-3-phosphate dehydrogenase from<i>Campylobacter jejuni</i>.
Acta Crystallographica Section F: Structural Biology Communications, 2011, 67, 72-75.

0.7 1

897 In vivo and in silico determination of essential genes of Campylobacter jejuni. BMC Genomics, 2011, 12,
535. 1.2 54

898 Rapid identification and quantification of Campylobacter coli and Campylobacter jejuni by real-time
PCR in pure cultures and in complex samples. BMC Microbiology, 2011, 11, 113. 1.3 72

899 Crystal structures of CmeRâ€•bile acid complexes from <i>Campylobacter jejuni</i>. Protein Science, 2011,
20, 712-723. 3.1 38

900 Proteomics of the bacterial cross-talk by quorum sensing. Journal of Proteomics, 2011, 74, 19-34. 1.2 73

901 A comparison of molecular technologies and genomotyping for tracing and strain characterization
of Campylobacter isolates. , 2011, , 263-274. 0

902 Computational Genomic Signatures. Synthesis Lectures on Biomedical Engineering, 2011, 6, 1-129. 0.1 3

903 <scp>l</scp> -Fucose utilization provides <i>Campylobacter jejuni</i> with a competitive advantage.
Proceedings of the National Academy of Sciences of the United States of America, 2011, 108, 7194-7199. 3.3 197

904
Analysis of the LIV System of Campylobacter jejuni Reveals Alternative Roles for LivJ and LivK in
Commensalism beyond Branched-Chain Amino Acid Transport. Journal of Bacteriology, 2011, 193,
6233-6243.

1.0 26

905 Cholesterol Depletion Reduces Entry of Campylobacter jejuni Cytolethal Distending Toxin and
Attenuates Intoxication of Host Cells. Infection and Immunity, 2011, 79, 3563-3575. 1.0 43

906
Transmission and doseâ€“response experiments for social animals: a reappraisal of the colonization
biology of <i>Campylobacter jejuni</i> in chickens. Journal of the Royal Society Interface, 2011, 8,
1720-1735.

1.5 24



51

Citation Report

# Article IF Citations

907
Change Is Good: Variations in Common Biological Mechanisms in the Epsilonproteobacterial
Genera<i>Campylobacter</i>and<i>Helicobacter</i>. Microbiology and Molecular Biology Reviews,
2011, 75, 84-132.

2.9 75

908 Prevalence, Development, and Molecular Mechanisms of Bacteriocin Resistance in
<i>Campylobacter</i>. Applied and Environmental Microbiology, 2011, 77, 2309-2316. 1.4 36

909 Discrimination of Major Capsular Types of Campylobacter jejuni by Multiplex PCR. Journal of Clinical
Microbiology, 2011, 49, 1750-1757. 1.8 47

910 Bacteriophage F336 Recognizes the Capsular Phosphoramidate Modification of Campylobacter jejuni
NCTC11168. Journal of Bacteriology, 2011, 193, 6742-6749. 1.0 115

911 Phenotypic and Genotypic Evidence for <scp>l</scp> -Fucose Utilization by <i>Campylobacter
jejuni</i>. Journal of Bacteriology, 2011, 193, 1065-1075. 1.0 119

912 Sulphiteâ€Š:â€Šcytochrome c oxidoreductase deficiency in Campylobacter jejuni reduces motility, host cell
adherence and invasion. Microbiology (United Kingdom), 2011, 157, 1776-1785. 0.7 17

913
The Campylobacter jejuni Transcriptional Regulator Cj1556 Plays a Role in the Oxidative and Aerobic
Stress Response and Is Important for Bacterial Survival<i>In Vivo</i>. Journal of Bacteriology, 2011,
193, 4238-4249.

1.0 63

914 Epidemiological Association of Different <i>Campylobacter jejuni</i> Groups with
Metabolism-Associated Genetic Markers. Applied and Environmental Microbiology, 2011, 77, 2359-2365. 1.4 31

915 Contribution of CmeG to antibiotic and oxidative stress resistance in Campylobacter jejuni. Journal of
Antimicrobial Chemotherapy, 2011, 66, 79-85. 1.3 82

916 Post-genome Analysis of the Foodborne Pathogen Campylobacter jejuni. , 2011, , 55-94. 0

917 Different Contributions of HtrA Protease and Chaperone Activities to <i>Campylobacter jejuni</i>
Stress Tolerance and Physiology. Applied and Environmental Microbiology, 2011, 77, 57-66. 1.4 57

918 Regulation of <i>perR</i> Expression by Iron and PerR in Campylobacter jejuni. Journal of
Bacteriology, 2011, 193, 6171-6178. 1.0 28

919
Salicylate Functions as an Efflux Pump Inducer and Promotes the Emergence of
Fluoroquinolone-Resistant Campylobacter jejuni Mutants. Applied and Environmental Microbiology,
2011, 77, 7128-7133.

1.4 48

920 Campylobacter capsule and lipooligosaccharide confer resistance to serum and cationic
antimicrobials. Virulence, 2011, 2, 30-40. 1.8 69

921 Genome Sequences of Two Stress-Tolerant Campylobacter jejuni Poultry Strains, 305 and DFVF1099.
Journal of Bacteriology, 2011, 193, 5546-5547. 1.0 12

922 Campylobacter Infections. , 2011, , 145-149. 0

923 Quantitative RNA-seq analysis of the Campylobacter jejuni transcriptome. Microbiology (United) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 102 Td (Kingdom), 2011, 157, 2922-2932.0.7 44

924 Role of Attachment to Surfaces on the Prevalence and Survival of Campylobacter through Food
Systems. Journal of Food Protection, 2012, 75, 195-206. 0.8 31



52

Citation Report

# Article IF Citations

925 Peptidoglycan-Modifying Enzyme Pgp1 Is Required for Helical Cell Shape and Pathogenicity Traits in
Campylobacter jejuni. PLoS Pathogens, 2012, 8, e1002602. 2.1 92

926 High Pressure Inactivation of Escherichia coli, Campylobacter jejuni, and Spoilage Microbiota on
Poultry Meat. Journal of Food Protection, 2012, 75, 497-503. 0.8 34

927 Functional Cloning and Characterization of Antibiotic Resistance Genes from the Chicken Gut
Microbiome. Applied and Environmental Microbiology, 2012, 78, 3028-3032. 1.4 40

928 Gold Nanoparticles-Coated SU-8 for Sensitive Fluorescence-Based Detections of DNA. Diagnostics,
2012, 2, 72-82. 1.3 8

929 Quantitative Proteomics of Intracellular Campylobacter jejuni Reveals Metabolic Reprogramming.
PLoS Pathogens, 2012, 8, e1002562. 2.1 60

930 Cj1386 Is an Ankyrin-Containing Protein Involved in Heme Trafficking to Catalase in Campylobacter
jejuni. Journal of Bacteriology, 2012, 194, 334-345. 1.0 46

931 Cj1136 Is Required for Lipooligosaccharide Biosynthesis, Hyperinvasion, and Chick Colonization by
Campylobacter jejuni. Infection and Immunity, 2012, 80, 2361-2370. 1.0 23

932
Phase variable genes of Campylobacter jejuni exhibit high mutation rates and specific mutational
patterns but mutability is not the major determinant of population structure during host
colonization. Nucleic Acids Research, 2012, 40, 5876-5889.

6.5 75

933 Structure, Diversity, and Mobility of the Salmonella Pathogenicity Island 7 Family of Integrative and
Conjugative Elements within Enterobacteriaceae. Journal of Bacteriology, 2012, 194, 1494-1504. 1.0 45

934 Increase in Campylobacter jejuni Invasion of Intestinal Epithelial Cells under Low-Oxygen Coculture
Conditions That Reflect the <i>In Vivo</i> Environment. Infection and Immunity, 2012, 80, 1690-1698. 1.0 34

935 Selenium-Dependent Biogenesis of Formate Dehydrogenase in <i>Campylobacter jejuni</i> Is
Controlled by the <i>fdhTU</i> Accessory Genes. Journal of Bacteriology, 2012, 194, 3814-3823. 1.0 46

936
Monitoring of Selected Genes in Campylobacter Jejuni and Campylobacter Coli Isolates from Domestic
Animals. Bulletin of the Veterinary Institute in Pulawy = Biuletyn Instytutu Weterynarii W Pulawach,
2012, 56, 283-286.

0.4 2

937 Campylobacter jejuni Outer Membrane Vesicles Play an Important Role in Bacterial Interactions with
Human Intestinal Epithelial Cells. Infection and Immunity, 2012, 80, 4089-4098. 1.0 138

938 Identification of Cj1051c as a Major Determinant for the Restriction Barrier of Campylobacter jejuni
Strain NCTC11168. Applied and Environmental Microbiology, 2012, 78, 7841-7848. 1.4 29

939 The methylomes of six bacteria. Nucleic Acids Research, 2012, 40, 11450-11462. 6.5 269

940
Passage of Campylobacter jejuni through the chicken reservoir or mice promotes phase variation in
contingency genes Cj0045 and Cj0170 that strongly associates with colonization and disease in a
mouse model. Microbiology (United Kingdom), 2012, 158, 1304-1316.

0.7 36

941 Complete Genome Sequence of a Variant of Campylobacter jejuni NCTC 11168. Journal of Bacteriology,
2012, 194, 6298-6299. 1.0 11

942 How a sugary bug gets through the day. Gut Microbes, 2012, 3, 135-144. 4.3 24



53

Citation Report

# Article IF Citations

943 Occurrence and Persistence of Bacterial Pathogens and Indicator Organisms in Beach Sand along the
California Coast. Applied and Environmental Microbiology, 2012, 78, 1733-1745. 1.4 92

944 Identification of Immunogenic and Virulence-Associated Campylobacter jejuni Proteins. Vaccine
Journal, 2012, 19, 113-119. 3.2 15

945 Development and Validation of a Comparative Genomic Fingerprinting Method for High-Resolution
Genotyping of Campylobacter jejuni. Journal of Clinical Microbiology, 2012, 50, 788-797. 1.8 63

946 Characterization of Campylobacter jejuni RacRS Reveals Roles in the Heat Shock Response, Motility,
and Maintenance of Cell Length Homogeneity. Journal of Bacteriology, 2012, 194, 2342-2354. 1.0 27

947 Diversity in the Protein N-Glycosylation Pathways Within the Campylobacter Genus. Molecular and
Cellular Proteomics, 2012, 11, 1203-1219. 2.5 84

948 Transcriptional Regulation of the CmeABC Multidrug Efflux Pump and the KatA Catalase by CosR in
Campylobacter jejuni. Journal of Bacteriology, 2012, 194, 6883-6891. 1.0 61

949 Hyperosmotic Stress Response of Campylobacter jejuni. Journal of Bacteriology, 2012, 194, 6116-6130. 1.0 69

950 Draft Genome Sequences of Two Campylobacter jejuni Clinical Isolates, NW and D2600. Journal of
Bacteriology, 2012, 194, 5707-5708. 1.0 1

951
Hydrogenase activity in the foodborne pathogen Campylobacter jejuni depends upon a novel ABC-type
nickel transporter (NikZYXWV) and is SlyD-independent. Microbiology (United Kingdom), 2012, 158,
1645-1655.

0.7 45

952
FdhTU-Modulated Formate Dehydrogenase Expression and Electron Donor Availability Enhance
Recovery of <i>Campylobacter jejuni</i> following Host Cell Infection. Journal of Bacteriology, 2012,
194, 3803-3813.

1.0 32

953 Chemotaxis in<i>Campylobacter Jejuni</i>. European Journal of Microbiology and Immunology, 2012, 2,
24-31. 1.5 43

954 Enhanced Adhesion of Campylobacter jejuni to Abiotic Surfaces Is Mediated by Membrane Proteins in
Oxygen-Enriched Conditions. PLoS ONE, 2012, 7, e46402. 1.1 60

955
Development of a Loop-Mediated Isothermal Amplification Assay for Rapid, Sensitive and Specific
Detection of a &lt;i&gt;Campylobacter jejuni&lt;/i&gt; Clone. Journal of Veterinary Medical Science,
2012, 74, 591-596.

0.3 13

956 Barriers to Horizontal Gene Transfer in Campylobacter jejuni. Advances in Applied Microbiology, 2012,
79, 19-42. 1.3 20

957 Campylobacter Polysaccharide Capsules: Virulence and Vaccines. Frontiers in Cellular and Infection
Microbiology, 2012, 2, 7. 1.8 123

958 Crystal structure of the multicopper oxidase from the pathogenic bacterium Campylobacter
jejuniCGUG11284: characterization of a metallo-oxidase. Metallomics, 2012, 4, 37-47. 1.0 36

959 The crystal structures of the Î±-subunit of the Î±2Î²2 tetrameric Glycyl-tRNA synthetase. Journal of
Structural and Functional Genomics, 2012, 13, 233-239. 1.2 11

960 The role of WlaRG, WlaTB and WlaTC in lipooligosaccharide synthesis by Campylobacter jejuni strain
81116. Microbial Pathogenesis, 2012, 52, 344-352. 1.3 18



54

Citation Report

# Article IF Citations

961 A new typing technique for the Rickettsiales Ehrlichia ruminantium: Multiple-locus variable number
tandem repeat analysis. Journal of Microbiological Methods, 2012, 88, 205-211. 0.7 15

962
Variation of chemosensory receptor content of Campylobacter jejuni strains and modulation of
receptor gene expression under different in vivo and in vitro growth conditions. BMC Microbiology,
2012, 12, 128.

1.3 29

963 Epidemiological association of Campylobacter jejuni groups with pathogenicity-associated genetic
markers. BMC Microbiology, 2012, 12, 171. 1.3 20

964 Acid stress response and protein induction in Campylobacter jejuni isolates with different acid
tolerance. BMC Microbiology, 2012, 12, 174. 1.3 37

965
Campylobacter jejuni CsrA complements an Escherichia coli csrA mutation for the regulation of
biofilm formation, motility and cellular morphology but not glycogen accumulation. BMC
Microbiology, 2012, 12, 233.

1.3 18

966 Respiratory proteins contribute differentially to Campylobacter jejuniâ€™s survival and in vitro
interaction with hostsâ€™ intestinal cells. BMC Microbiology, 2012, 12, 258. 1.3 39

967 Analysis of evolutionary patterns of genes in Campylobacter jejuni and C. coli. Microbial Informatics
and Experimentation, 2012, 2, 8. 7.6 8

968 Menaquinone Biosyntheses in Microorganisms. Methods in Enzymology, 2012, 515, 107-122. 0.4 35

969 â€˜Omicsâ€™ technologies in quantitative microbial risk assessment. Trends in Food Science and
Technology, 2012, 27, 12-24. 7.8 54

970 Importance of RNA stabilization: evaluation of ansB, ggt, and rpoA transcripts in microaerophilic
Campylobacter jejuni 81-176. Archives of Microbiology, 2012, 194, 803-808. 1.0 8

971 Bacterial Molecular Networks. Methods in Molecular Biology, 2012, , . 0.4 13

972 Natural Transformation of Campylobacter jejuni Occurs Beyond Limits of Growth. PLoS ONE, 2012, 7,
e45467. 1.1 28

973 Molecular Evidence for the Thriving of Campylobacter jejuni ST-4526 in Japan. PLoS ONE, 2012, 7, e48394. 1.1 42

974 Contribution of Amino Acid Catabolism to the Tissue Specific Persistence of Campylobacter jejuni in a
Murine Colonization Model. PLoS ONE, 2012, 7, e50699. 1.1 33

975 Nutrient Acquisition and Metabolism by Campylobacter jejuni. Frontiers in Cellular and Infection
Microbiology, 2012, 2, 5. 1.8 108

976 Glycoconjugates Play a Key Role in Campylobacter jejuni Infection: Interactions between Host and
Pathogen. Frontiers in Cellular and Infection Microbiology, 2012, 2, 9. 1.8 41

977
Phase Variable Expression of Capsular Polysaccharide Modifications Allows Campylobacter jejuni to
Avoid Bacteriophage Infection in Chickens. Frontiers in Cellular and Infection Microbiology, 2012, 2,
11.

1.8 87

978 Transcriptome Complexity and Riboregulation in the Human Pathogen Helicobacter pylori. Frontiers
in Cellular and Infection Microbiology, 2012, 2, 14. 1.8 31



55

Citation Report

# Article IF Citations

979 Defense and Adaptation: The Complex Inter-Relationship between Campylobacter jejuni and Mucus.
Frontiers in Cellular and Infection Microbiology, 2012, 2, 15. 1.8 61

980 A Fluoroquinolone Resistance Associated Mutation in gyrA Affects DNA Supercoiling in
Campylobacter jejuni. Frontiers in Cellular and Infection Microbiology, 2012, 2, 21. 1.8 64

981 LuxS and quorum-sensing in Campylobacter. Frontiers in Cellular and Infection Microbiology, 2012, 2,
22. 1.8 55

982 Polynucleotide phosphorylase has an impact on cell biology of Campylobacter jejuni. Frontiers in
Cellular and Infection Microbiology, 2012, 2, 30. 1.8 31

983 The Campylobacter jejuni CiaC virulence protein is secreted from the flagellum and delivered to the
cytosol of host cells. Frontiers in Cellular and Infection Microbiology, 2012, 2, 31. 1.8 87

984 Identification of genetic loci that contribute to Campylobacter resistance to fowlicidin-1, a chicken
host defense peptide. Frontiers in Cellular and Infection Microbiology, 2012, 2, 32. 1.8 10

985 Antimicrobial Activities of Isothiocyanates Against Campylobacter jejuni Isolates. Frontiers in
Cellular and Infection Microbiology, 2012, 2, 53. 1.8 68

986
A Framework for Assessing the Concordance of Molecular Typing Methods and the True Strain
Phylogeny of Campylobacter jejuni and C. coli Using Draft Genome Sequence Data. Frontiers in
Cellular and Infection Microbiology, 2012, 2, 57.

1.8 31

987 So close and yet so far â€” Molecular microbiology of<i>Campylobacter fetus</i>subspecies. European
Journal of Microbiology and Immunology, 2012, 2, 66-75. 1.5 23

988 Acid-shock of<i>Campylobacter jejuni</i>induces flagellar gene expression and host cell invasion.
European Journal of Microbiology and Immunology, 2012, 2, 12-19. 1.5 18

989 Putative mechanisms and biological role of coccoid form formation in<i>Campylobacter jejuni</i>.
European Journal of Microbiology and Immunology, 2012, 2, 41-49. 1.5 27

990
Assessment of chicken protection against Campylobacter jejuni infection by immunization with
avirulent Salmonella enterica sv. Typhimurium strain producing Campylobacter CjaD/Pal protein.
Vaccine (Auckland, N Z ), 0, , 43.

1.7 5

991 A Gene-By-Gene Approach to Bacterial Population Genomics: Whole Genome MLST of Campylobacter.
Genes, 2012, 3, 261-277. 1.0 135

992 Recent developments in bacterial protein glycan coupling technology and glycoconjugate vaccine
design. Journal of Medical Microbiology, 2012, 61, 919-926. 0.7 71

993 The Campylobacter jejuni NCTC11168 capsule prevents excessive cytokine production by dendritic cells.
Medical Microbiology and Immunology, 2012, 201, 137-144. 2.6 27

994 Differentiation of the virulence potential of Campylobacter jejuni strains by use of gene transcription
analysis and a Caco-2 assay. International Journal of Food Microbiology, 2012, 155, 60-68. 2.1 19

995 Biogenesis of cbb3-type cytochrome c oxidase in Rhodobacter capsulatus. Biochimica Et Biophysica
Acta - Bioenergetics, 2012, 1817, 898-910. 0.5 85

996 Dynamic proteome changes in Campylobacter jejuni 81-176 after high pressure shock and subsequent
recovery. Journal of Proteomics, 2012, 75, 1144-1156. 1.2 32



56

Citation Report

# Article IF Citations

997 Comparative in silico analysis of chemotaxis system of Campylobacter fetus. Archives of
Microbiology, 2012, 194, 57-63. 1.0 2

998
Carbohydrate binding and gene expression by <i>in vitro</i> and <i>in vivo</i> propagated
<i>Campylobacter jejuni</i> after Immunomagnetic Separation. Journal of Basic Microbiology, 2013, 53,
240-250.

1.8 8

999 Protein tyrosine phosphatase structureâ€“function relationships in regulation and pathogenesis. FEBS
Journal, 2013, 280, 413-431. 2.2 62

1000 RNA polymerase between lesion bypass and DNA repair. Cellular and Molecular Life Sciences, 2013, 70,
4495-4509. 2.4 8

1001
Nitric oxide reactivities of the two globins of the foodborne pathogen Campylobacter jejuni: Roles in
protection from nitrosative stress and analysis of potential reductants. Nitric Oxide - Biology and
Chemistry, 2013, 34, 65-75.

1.2 15

1002 Molecular methods to investigate adhesion, transmigration, invasion and intracellular survival of
the foodborne pathogen Campylobacter jejuni. Journal of Microbiological Methods, 2013, 95, 8-23. 0.7 59

1003 Proteomics in Foods. , 2013, , . 10

1004 Generation of Free Oligosaccharides from Bacterial Protein Nâ€•Linked Glycosylation Systems.
Biopolymers, 2013, 99, 772-783. 1.2 24

1005 Pour some sugar on it: the expanding world of bacterial protein <i><scp>O</scp></i>â€•linked
glycosylation. Molecular Microbiology, 2013, 89, 14-28. 1.2 97

1006 Roles of the superoxide dismutase SodB and the catalase KatA in the antibiotic resistance of
Campylobacter jejuni. Journal of Antibiotics, 2013, 66, 351-353. 1.0 19

1007 The Globins of Campylobacter jejuni. Advances in Microbial Physiology, 2013, 63, 97-145. 1.0 11

1008 An optimized binary typing panel improves the typing capability for Campylobacter jejuni. Diagnostic
Microbiology and Infectious Disease, 2013, 77, 312-315. 0.8 4

1009
A novel immunoproteomics method for identifying in vivo-induced Campylobacter jejuni antigens
using pre-adsorbed sera from infected patients. Biochimica Et Biophysica Acta - General Subjects, 2013,
1830, 5229-5235.

1.1 11

1011 Effect of ciprofloxacin exposure on DNA repair mechanisms in Campylobacter jejuni. Microbiology
(United Kingdom), 2013, 159, 2513-2523. 0.7 5

1012 Comparative analysis of Campylobacter populations within individual market-age broilers using fla
gene typing method. Poultry Science, 2013, 92, 2135-2144. 1.5 9

1013 Parallel evolution of genome structure and transcriptional landscape in the Epsilonproteobacteria.
BMC Genomics, 2013, 14, 616. 1.2 45

1014 Invasion of epithelial cells by Campylobacter jejuni is independent of caveolae. Cell Communication
and Signaling, 2013, 11, 100. 2.7 24

1015
Unique features of the motility and structures in the flagellate polar region of <i>Campylobacter
jejuni</i> and other species: an electron microscopic study. Microbiology and Immunology, 2013, 57,
83-90.

0.7 4



57

Citation Report

# Article IF Citations

1016 Campylobacter jejuni ferricâ€“enterobactin receptor CfrA is TonB3 dependent and mediates iron
acquisition from structurally different catechol siderophores. Metallomics, 2013, 5, 988. 1.0 32

1017 Divergent Mechanisms of Interaction of Helicobacter pylori and Campylobacter jejuni with Mucus and
Mucins. Infection and Immunity, 2013, 81, 2838-2850. 1.0 65

1018 Next-generation sequencing: The future of molecular genetics in poultry production and food safety.
Poultry Science, 2013, 92, 562-572. 1.5 71

1019 Genetic heterogeneity of Campylobacter jejuni NCTC 11168 upon human infection. Infection, Genetics
and Evolution, 2013, 16, 305-309. 1.0 29

1020
A â€œsuccessful alleleâ€• at Campylobacter jejuni contingency locus Cj0170 regulates motility; â€œsuccessful
allelesâ€• at locus Cj0045 are strongly associated with mouse colonization. Food Microbiology, 2013,
34, 425-430.

2.1 11

1021 Gene Function Hypotheses for the Campylobacter jejuni Glycome Generated by a Logic-Based Approach.
Journal of Molecular Biology, 2013, 425, 186-197. 2.0 20

1022 Characterization of the Campylobacter jejuni cryptic plasmid pTIW94 recovered from wild birds in the
southeastern United States. Plasmid, 2013, 70, 268-271. 0.4 13

1023 Evaluation of whole-genome sequencing as a genotyping tool for Campylobacter jejuni in comparison
with pulsed-field gel electrophoresis and flaA typing. Poultry Science, 2013, 92, 573-580. 1.5 25

1024
Identification and characterization of a periplasmic trilactone esterase, <scp>Cee</scp>, revealed
unique features of ferric enterobactin acquisition in <i><scp>C</scp>ampylobacter</i>. Molecular
Microbiology, 2013, 87, 594-608.

1.2 42

1025 Sensitive and Rapid Detection of Campylobacter jejuni and Campylobacter coli Using Loop-Mediated
Isothermal Amplification. Methods in Molecular Biology, 2013, 943, 267-277. 0.4 14

1026
Comparative characterization of the virulence gene clusters (lipooligosaccharide [LOS] and capsular) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 347 Td (polysaccharide [CPS]) for Campylobacter coli, Campylobacter jejuni subsp. jejuni and related

Campylobacter species. Infection, Genetics and Evolution, 2013, 14, 200-213.
1.0 42

1027 Unusual features in organisation of capsular polysaccharide-related genes of C. jejuni strain X. Gene,
2013, 522, 37-45. 1.0 11

1028 High-Resolution Transcriptome Maps Reveal Strain-Specific Regulatory Features of Multiple
Campylobacter jejuni Isolates. PLoS Genetics, 2013, 9, e1003495. 1.5 260

1029
Distribution of Nine Virulence-Associated Genes in<i>Campylobacter jejuni</i>and<i>C.
coli</i>Isolated from Broiler Feces in Shiraz, Southern Iran. Foodborne Pathogens and Disease, 2013,
10, 764-770.

0.8 31

1030 Inactivation of the LysR regulator Cj1000 of Campylobacter jejuni affects host colonization and
respiration. Microbiology (United Kingdom), 2013, 159, 1165-1178. 0.7 19

1031 Microbial Proteomics for Food Safety. , 2013, , 515-545. 0

1032
Outcome of infection of C57BL/6 IL-10âˆ’/âˆ’ mice with Campylobacter jejuni strains is correlated with
genome content of open reading frames up- and down-regulated inÂ vivo. Microbial Pathogenesis, 2013,
54, 1-19.

1.3 23

1033 Re-sequencing of a virulent strain of Campylobacter jejuni NCTC11168 reveals potential virulence
factors. Research in Microbiology, 2013, 164, 6-11. 1.0 16



58

Citation Report

# Article IF Citations

1034 CEG: a database of essential gene clusters. BMC Genomics, 2013, 14, 769. 1.2 51

1035
Effects of efflux-pump inducers and genetic variation of the multidrug transporter cmeB in biocide
resistance of Campylobacter jejuni and Campylobacter coli. Journal of Medical Microbiology, 2013, 62,
400-411.

0.7 12

1036 Phase Variation of PorA, a Major Outer Membrane Protein, Mediates Escape of Bactericidal Antibodies
by Neisseria meningitidis. Infection and Immunity, 2013, 81, 1374-1380. 1.0 34

1037 Real-Time Genomic Epidemiological Evaluation of Human Campylobacter Isolates by Use of
Whole-Genome Multilocus Sequence Typing. Journal of Clinical Microbiology, 2013, 51, 2526-2534. 1.8 124

1038 Oral Immunization with Cholera Toxin Provides Protection against Campylobacter jejuni in an Adult
Mouse Intestinal Colonization Model. MBio, 2013, 4, e00246-13. 1.8 9

1039 Production and Evaluation of Chicken Egg-Yolk-Derived Antibodies AgainstCampylobacter
jejuniColonization-Associated Proteins. Foodborne Pathogens and Disease, 2013, 10, 624-631. 0.8 19

1040 Antimicrobial Resistance Mechanisms among<i>Campylobacter</i>. BioMed Research International,
2013, 2013, 1-12. 0.9 215

1041
Whole-Genome Sequencing of Gentamicin-Resistant Campylobacter coli Isolated from U.S. Retail Meats
Reveals Novel Plasmid-Mediated Aminoglycoside Resistance Genes. Antimicrobial Agents and
Chemotherapy, 2013, 57, 5398-5405.

1.4 90

1042 Comparison of Predicted Epimerases and Reductases of the Campylobacter jejuni d-altro- and
l-gluco-Heptose Synthesis Pathways. Journal of Biological Chemistry, 2013, 288, 19569-19580. 1.6 24

1043
Genome-wide association study identifies vitamin B <sub>5</sub> biosynthesis as a host specificity
factor in <i>Campylobacter</i>. Proceedings of the National Academy of Sciences of the United States
of America, 2013, 110, 11923-11927.

3.3 267

1044 Progressive genomeâ€•wide introgression in agricultural <i>Campylobacter coli</i>. Molecular Ecology,
2013, 22, 1051-1064. 2.0 128

1045 Enhanced, Sialoadhesin-Dependent Uptake of Guillain-BarrÃ© Syndrome-Associated Campylobacter jejuni
Strains by Human Macrophages. Infection and Immunity, 2013, 81, 2095-2103. 1.0 28

1046 Complete Genome Sequence of Universal Bacteriophage Host Strain Campylobacter jejuni subsp. jejuni
PT14. Genome Announcements, 2013, 1, . 0.8 24

1047 Specific TonB-ExbB-ExbD energy transduction systems required for ferric enterobactin acquisition
in<i>Campylobacter</i>. FEMS Microbiology Letters, 2013, 347, 83-91. 0.7 21

1048 Resistance mechanisms in<i>Campylobacter jejuni</i>. Virulence, 2013, 4, 230-240. 1.8 226

1049 EptC of Campylobacter jejuni Mediates Phenotypes Involved in Host Interactions and Virulence.
Infection and Immunity, 2013, 81, 430-440. 1.0 57

1050 Insights into the Mode of Action of Benzyl Isothiocyanate on Campylobacter jejuni. Applied and
Environmental Microbiology, 2013, 79, 6958-6968. 1.4 39

1051
Campylobacter jejuni carbon starvation protein A (CstA) is involved in peptide utilization, motility and
agglutination, and has a role in stimulation of dendritic cells. Journal of Medical Microbiology, 2013,
62, 1135-1143.

0.7 49



59

Citation Report

# Article IF Citations

1052 The Polysaccharide Capsule of Campylobacter jejuni Modulates the Host Immune Response. Infection
and Immunity, 2013, 81, 665-672. 1.0 70

1053 N-Glycosylation of Campylobacter jejuni Surface Proteins Promotes Bacterial Fitness. Infection and
Immunity, 2013, 81, 1674-1682. 1.0 68

1054 Molecular cloning and characterisation of the methionine sulphoxide reductase A (msrA) gene locus
in Campylobacter lari organisms. British Journal of Biomedical Science, 2013, 70, 135-143. 1.2 1

1055 Complete Genome Sequence of the Campylobacter coli Clinical Isolate 15-537360. Genome
Announcements, 2013, 1, . 0.8 21

1056 Foodborne Campylobacter: Infections, Metabolism, Pathogenesis and Reservoirs. International Journal
of Environmental Research and Public Health, 2013, 10, 6292-6304. 1.2 199

1057
Extracellular secretion of protease HtrA from<i>Campylobacter jejuni</i>is highly efficient and
independent of its protease activity and flagellum. European Journal of Microbiology and
Immunology, 2013, 3, 163-173.

1.5 32

1058 Campylobacter. , 2013, , 165-185. 3

1059 Detection of Genetic Diversity in Campylobacter jejuni Isolated from a Commercial Turkey Flock Using
flaA Typing, MLST Analysis and Microarray Assay. PLoS ONE, 2013, 8, e51582. 1.1 31

1060 Effects of Lipooligosaccharide Inner Core Truncation on Bile Resistance and Chick Colonization by
Campylobacter jejuni. PLoS ONE, 2013, 8, e56900. 1.1 21

1061 The Contribution of ArsB to Arsenic Resistance in Campylobacter jejuni. PLoS ONE, 2013, 8, e58894. 1.1 25

1062 Bacteriophage Receptor Binding Protein Based Assays for the Simultaneous Detection of
Campylobacter jejuni and Campylobacter coli. PLoS ONE, 2013, 8, e69770. 1.1 45

1063 Comprehensive Genomic Characterization of Campylobacter Genus Reveals Some Underlying
Mechanisms for its Genomic Diversification. PLoS ONE, 2013, 8, e70241. 1.1 16

1064 Genomic Investigation into Strain Heterogeneity and Pathogenic Potential of the Emerging
Gastrointestinal Pathogen Campylobacter ureolyticus. PLoS ONE, 2013, 8, e71515. 1.1 21

1065 The Transcriptional Landscape of Campylobacter jejuni under Iron Replete and Iron Limited Growth
Conditions. PLoS ONE, 2013, 8, e79475. 1.1 39

1066 Global Distribution of Campylobacter jejuni Penner Serotypes: A Systematic Review. PLoS ONE, 2013, 8,
e67375. 1.1 41

1067
Of energy and survival incognito: a relationship between viable but non-culturable cells formation
and inorganic polyphosphate and formate metabolism in Campylobacter jejuni. Frontiers in
Microbiology, 2013, 4, 183.

1.5 27

1068 Modification of Intestinal Microbiota and Its Consequences for Innate Immune Response in the
Pathogenesis of Campylobacteriosis. Clinical and Developmental Immunology, 2013, 2013, 1-10. 3.3 108

1069 Biological Roles of the O-Methyl Phosphoramidate Capsule Modification in Campylobacter jejuni. PLoS
ONE, 2014, 9, e87051. 1.1 48



60

Citation Report

# Article IF Citations

1070 Role of Alkyl Hydroperoxide Reductase (AhpC) in the Biofilm Formation of Campylobacter jejuni. PLoS
ONE, 2014, 9, e87312. 1.1 77

1071 Phenotypic Resistance and the Dynamics of Bacterial Escape from Phage Control. PLoS ONE, 2014, 9,
e94690. 1.1 105

1072 Flagella-Mediated Adhesion and Extracellular DNA Release Contribute to Biofilm Formation and
Stress Tolerance of Campylobacter jejuni. PLoS ONE, 2014, 9, e106063. 1.1 84

1073 Biosolids Soil Application: Agronomic and Environmental Implications 2013. Applied and
Environmental Soil Science, 2014, 2014, 1-3. 0.8 4

1074 Defining the metabolic requirements for the growth and colonization capacity of Campylobacter
jejuni. Frontiers in Cellular and Infection Microbiology, 2014, 4, 137. 1.8 122

1075 Genomic and Global Approaches to Unravelling How Hypermutable Sequences Influence Bacterial
Pathogenesis. Pathogens, 2014, 3, 164-184. 1.2 13

1076 Helicobacter and Campylobacter. , 2014, , 330-339. 0

1077 Comparative Genomics of Campylobacter jejuni. , 2014, , 63-71. 3

1078 Microaerobic Physiology: Aerobic Respiration, Anaerobic Respiration, and Carbon Dioxide Metabolism.
, 2014, , 111-124. 17

1079 Persistence of Helicobacter pylori Infection: Genetic and Epigenetic Diversity. , 0, , . 2

1080 Identification of a novel <i>fosXCC</i> gene conferring fosfomycin resistance in
<i>Campylobacter</i>. Journal of Antimicrobial Chemotherapy, 2015, 70, 1261-1263. 1.3 18

1081 Bacterial Polysaccharides: An Overview. , 2014, , 1-24. 1

1082 Campylobacter ureolyticus. Virulence, 2014, 5, 498-506. 1.8 33

1083 A capsule conjugate vaccine approach to prevent diarrheal disease caused by<i>Campylobacter
jejuni</i>. Human Vaccines and Immunotherapeutics, 2014, 10, 1499-1504. 1.4 28

1084 Characterisation of a Multi-ligand Binding Chemoreceptor CcmL (Tlp3) of Campylobacter jejuni. PLoS
Pathogens, 2014, 10, e1003822. 2.1 95

1085 Characterization of Antimicrobial Resistance Patterns and Detection of Virulence Genes in
Campylobacter Isolates in Italy. Sensors, 2014, 14, 3308-3322. 2.1 46

1086 Efficient Inference of Recombination Hot Regions in Bacterial Genomes. Molecular Biology and
Evolution, 2014, 31, 1593-1605. 3.5 62

1087 Twin-Arginine Translocation System in Helicobacter pylori: TatC, but Not TatB, Is Essential for
Viability. MBio, 2014, 5, e01016-13. 1.8 19



61

Citation Report

# Article IF Citations

1088 Campylobacter jejuni infection suppressed Clâˆ’ secretion induced by CFTR activation in T-84Â cells.
Journal of Infection and Chemotherapy, 2014, 20, 682-688. 0.8 10

1089 Enhanced Transmission of Antibiotic Resistance in Campylobacter jejuni Biofilms by Natural
Transformation. Antimicrobial Agents and Chemotherapy, 2014, 58, 7573-7575. 1.4 69

1090 The Family Helicobacteraceae. , 2014, , 337-392. 18

1091 The Family Campylobacteraceae. , 2014, , 307-335. 31

1092 Utilization of hostâ€•derived cysteineâ€•containing peptides overcomes the restricted sulphur metabolism
of <scp><i>C</i></scp><i>ampylobacter jejuni</i>. Molecular Microbiology, 2014, 93, 1224-1245. 1.2 33

1093 Comparative Proteomic Label-Free Analysis of<i>Campylobacter jejuni</i>NCTC 11168 Cultured with
Porcine Mucin. Foodborne Pathogens and Disease, 2014, 11, 240-247. 0.8 8

1094 The CJIE1 prophage of Campylobacter jejuni affects protein expression in growth media with and
without bile salts. BMC Microbiology, 2014, 14, 70. 1.3 19

1095 Differences in carbon source utilisation distinguish Campylobacter jejuni from Campylobacter coli.
BMC Microbiology, 2014, 14, 262. 1.3 30

1096 Systematic identification and quantification of phase variation in commensal and pathogenic
Escherichia coli. Genome Medicine, 2014, 6, 112. 3.6 13

1097 Phenotypic Screening of a Targeted Mutant Library Reveals Campylobacter jejuni Defenses against
Oxidative Stress. Infection and Immunity, 2014, 82, 2266-2275. 1.0 38

1098 Identification of a Novel Membrane Transporter Mediating Resistance to Organic Arsenic in
Campylobacter jejuni. Antimicrobial Agents and Chemotherapy, 2014, 58, 2021-2029. 1.4 40

1099
Insights into organohalide respiration and the versatile catabolism of
<scp><i>S</i></scp><i>ulfurospirillum multivorans</i> gained from comparative genomics and
physiological studies. Environmental Microbiology, 2014, 16, 3562-3580.

1.8 76

1100 Prevalence and Pathogenic Potential of Campylobacter Isolates from Free-Living, Human-Commensal
American Crows. Applied and Environmental Microbiology, 2014, 80, 1639-1644. 1.4 40

1101 Chicken Juice Enhances Surface Attachment and Biofilm Formation of Campylobacter jejuni. Applied
and Environmental Microbiology, 2014, 80, 7053-7060. 1.4 117

1102
Evaluation of the immunogenicity of Campylobacter jejuni CjaA protein delivered by Salmonella
enterica sv. Typhimurium strain with regulated delayed attenuation in chickens. World Journal of
Microbiology and Biotechnology, 2014, 30, 281-292.

1.7 33

1103 Prediction of CTL epitope, in silico modeling and functional analysis of cytolethal distending toxin
(CDT) protein of Campylobacter jejuni. BMC Research Notes, 2014, 7, 92. 0.6 9

1104
Clinical detection of human probiotics and human pathogenic bacteria by using a novel
high-throughput platform based on next generation sequencing. Journal of Clinical Bioinformatics,
2014, 4, 1.

1.2 11

1105 A single nucleotide in the promoter region modulates the expression of the Â -lactamase OXA-61 in
Campylobacter jejuni. Journal of Antimicrobial Chemotherapy, 2014, 69, 1215-1223. 1.3 57



62

Citation Report

# Article IF Citations

1106 A SpoT polymorphism correlates with chill stress survival and is prevalent in clinical isolates of
Campylobacter jejuni. Poultry Science, 2014, 93, 2900-2909. 1.5 2

1107 Role of environmental survival in transmission of<i>Campylobacter jejuni</i>. FEMS Microbiology
Letters, 2014, 356, 8-19. 0.7 152

1108 Crystal structure of the <i>Campylobacter jejuni</i> CmeC outer membrane channel. Protein Science,
2014, 23, 954-961. 3.1 30

1109
Comparative Proteomics and Glycoproteomics Reveal Increased N-Linked Glycosylation and Relaxed
Sequon Specificity in Campylobacter jejuni NCTC11168 O. Journal of Proteome Research, 2014, 13,
5136-5150.

1.8 48

1110 Deep-sea hydrothermal vent <i>Epsilonproteobacteria</i> encode a conserved and widespread nitrate
reduction pathway (Nap). ISME Journal, 2014, 8, 1510-1521. 4.4 86

1111 Campylobacter jejuni Motility Is Required for Infection of the Flagellotropic Bacteriophage F341.
Applied and Environmental Microbiology, 2014, 80, 7096-7106. 1.4 60

1112 The in vitro interaction of CmeA with CmeC. Science Bulletin, 2014, 59, 3114-3119. 1.7 0

1113 Proteomic and genomic analysis reveals novel Campylobacter jejuni outer membrane proteins and
potential heterogeneity. EuPA Open Proteomics, 2014, 4, 184-194. 2.5 11

1114 Immunostimulatory CpG motifs in the genomes of gut bacteria and their role in human health and
disease. Journal of Medical Microbiology, 2014, 63, 293-308. 0.7 54

1115 Characterization and antigenicity of recombinant Campylobacter jejuni flagellar capping protein FliD.
Journal of Medical Microbiology, 2014, 63, 602-609. 0.7 28

1116 The Sweet Tooth of Bacteria: Common Themes in Bacterial Glycoconjugates. Microbiology and
Molecular Biology Reviews, 2014, 78, 372-417. 2.9 122

1117 Does Campylobacter jejuni Form Biofilms in Food-Related Environments?. Applied and Environmental
Microbiology, 2014, 80, 5154-5160. 1.4 75

1118
Methyl-accepting chemotaxis proteins 3 and 4 are responsible for Campylobacter jejuni chemotaxis and
jejuna colonization in mice in response to sodium deoxycholate. Journal of Medical Microbiology,
2014, 63, 343-354.

0.7 56

1119 Improved isolation protocol to detect high molecular weight polysaccharide structures of
Campylobacter jejuni. Journal of Microbiological Methods, 2014, 107, 55-57. 0.7 1

1120
A PCR-RFLP assay for the detection and differentiation of Campylobacter jejuni, C. coli, C. fetus, C.
hyointestinalis, C. lari, C. helveticus and C. upsaliensis. Journal of Medical Microbiology, 2014, 63,
659-666.

0.7 13

1121 Metabolomic analysis of the food-borne pathogen Campylobacter jejuni: application of direct injection
mass spectrometry for mutant characterisation. Metabolomics, 2014, 10, 887-896. 1.4 11

1122 <i>Campylobacter jejuni</i> gene <i>cj0511</i> encodes a serine peptidase essential for colonisation.
FEBS Open Bio, 2014, 4, 468-472. 1.0 23

1123 The Renaissance of Bacillosamine and Its Derivatives: Pathway Characterization and Implications in
Pathogenicity. Biochemistry, 2014, 53, 624-638. 1.2 72



63

Citation Report

# Article IF Citations

1124
Target optimization for peptide nucleic acid (PNA)-mediated antisense inhibition of the CmeABC
multidrug efflux pump in Campylobacter jejuni. Journal of Antimicrobial Chemotherapy, 2014, 69,
375-380.

1.3 33

1125 Radical <i>S</i>-Adenosylmethionine Enzymes. Chemical Reviews, 2014, 114, 4229-4317. 23.0 651

1126
Purification of novel bacteriocin produced by Lactobacillus coryniformis MXJ 32 for inhibiting
bacterial foodborne pathogens including antibiotic-resistant microorganisms. Food Control, 2014, 46,
264-271.

2.8 87

1127 Chemosensory Signal Transduction Pathway of Campylobacter jejuni. , 2014, , 351-366. 7

1128 Bacteriophage Therapy and Campylobacter. , 2014, , 679-693. 6

1129 Regulation of Flagellar Gene Expression and Assembly. , 2014, , 543-558. 7

1130 Survival Strategies of<i>Campylobacter jejuni</i>: Stress Responses, the Viable but Nonculturable
State, and Biofilms. , 0, , 571-590. 12

1131 Pathogenesis of Campylobacter fetus. , 2014, , 401-428. 19

1132 Iron Metabolism, Transport, and Regulation. , 0, , 591-610. 16

1133 Mechanisms of post-transcriptional gene regulation in bacterial biofilms. Frontiers in Cellular and
Infection Microbiology, 2014, 4, 38. 1.8 58

1134 Mechanisms of Antibiotic Resistance in <i>Campylobacter</i>. , 0, , 263-276. 25

1135 Regulation of Genes in Campylobacter jejuni. , 2014, , 611-624. 6

1136 <i>Campylobacter jejuni</i> Capsular Polysaccharide. , 0, , 505-521. 3

1137 Campylobacter jejuni Secretes Proteins via the Flagellar Type III Secretion System That Contribute to
Host Cell Invasion and Gastroenteritis. , 2014, , 315-332. 16

1138 Guillain-BarrÃ© Syndrome and Campylobacter Infection. , 2014, , 245-261. 13

1139 Interaction of Campylobacter jejuni with Host Cells. , 2014, , 287-296. 2

1140 Cell Biology of Human Host Cell Entry by Campylobacter jejuni. , 2014, , 297-313. 10

1141 Development of a Human Vaccine. , 0, , 429-444. 11



64

Citation Report

# Article IF Citations

1142 N-Linked Protein Glycosylation in Campylobacter. , 2014, , 445-469. 4

1143 <i>O</i>-Linked Flagellar Glycosylation in <i>Campylobacter</i>. , 0, , 471-481. 4

1144 Campylobacter jejuni Lipooligosaccharides: Structures and Biosynthesis. , 2014, , 483-504. 19

1145 <i>Campylobacter</i> Metabolomics. , 0, , 523-542. 0

1146
The acid adaptive tolerance response in <scp><i>C</i></scp><i>ampylobacter jejuni</i> induces a
global response, as suggested by proteomics and microarrays. Microbial Biotechnology, 2015, 8,
974-988.

2.0 16

1147 Enhanced biofilm formation and multiâ€•host transmission evolve from divergent genetic backgrounds
in <scp><i>C</i></scp><i>ampylobacter jejuni</i>. Environmental Microbiology, 2015, 17, 4779-4789. 1.8 76

1149 Comparative genomics and genome biology of invasive Campylobacter jejuni. Scientific Reports, 2015, 5,
17300. 1.6 18

1151
<i>Campylobacter jejuni</i>serine protease HtrA plays an important role in heat tolerance, oxygen
resistance, host cell adhesion, invasion, and transmigration. European Journal of Microbiology and
Immunology, 2015, 5, 68-80.

1.5 54

1152 Mass Spectrometry-based PhyloProteomics (MSPP): A novel microbial typing Method. Scientific
Reports, 2015, 5, 13431. 1.6 42

1153 Description of Campylobacter jejuni Bf, an atypical aero-tolerant strain. Gut Pathogens, 2015, 7, 30. 1.6 39

1154 Genetic import and phenotype specific alleles associated with hyper-invasion in Campylobacter jejuni.
BMC Genomics, 2015, 16, 852. 1.2 14

1155 SMRT sequencing of the Campylobacter coli BfR-CA-9557 genome sequence reveals unique methylation
motifs. BMC Genomics, 2015, 16, 1088. 1.2 26

1156 Efficiency of Several Cultural Methods and a Chick Bioassay to Recover Dryâ€•Stressed
<scp><i>C</i></scp><i>ampylobacter</i>. Journal of Food Safety, 2015, 35, 91-101. 1.1 1

1157
A transferable plasticity region in <scp><i>C</i></scp><i>ampylobacter coli</i> allows isolates of an
otherwise nonâ€•glycolytic foodâ€•borne pathogen to catabolize glucose. Molecular Microbiology, 2015,
98, 809-830.

1.2 26

1158
Cytochrome <i>c</i> biogenesis in <scp><i>C</i></scp><i>ampylobacter jejuni</i> requires cytochrome
<i>c<sub>6</sub></i> (<scp>CccA</scp>; <scp>C</scp>j1153) to maintain apocytochrome cysteine thiols
in a reduced state for haem attachment. Molecular Microbiology, 2015, 96, 1298-1317.

1.2 15

1159 Role of capsular modified heptose in the virulence of <scp><i>C</i></scp><i>ampylobacter jejuni</i>.
Molecular Microbiology, 2015, 96, 1136-1158. 1.2 25

1160 Supramolecular Ligands for Histone Tails by Employing a Multivalent Display of Trisulfonated
Calix[4]arenes. ChemBioChem, 2015, 16, 2599-2604. 1.3 15

1161 Comparative Genomics in the Era of Sanger Sequencing. , 0, , 4-35. 0



65

Citation Report

# Article IF Citations

1163
Detection of fluoroquinolone resistance by mutation in gyrA gene of Campylobacter spp. isolates
from broiler and laying (Gallus gallus domesticus) hens,from Rio de Janeiro State, Brazil. Ciencia
Rural, 2015, 45, 2013-2018.

0.3 17

1164 DetecÃ§Ã£o de resistÃªncia Ã s fluoroquinolonas em Campylobacter isolados de frangos de criaÃ§Ã£o
orgÃ¢nica. Pesquisa Veterinaria Brasileira, 2015, 35, 613-619. 0.5 9

1165 A Flagellar Glycan-Specific Protein Encoded by Campylobacter Phages Inhibits Host Cell Growth.
Viruses, 2015, 7, 6661-6674. 1.5 13

1166 Assessing Bacterial Interactions Using Carbohydrate-Based Microarrays. Microarrays (Basel,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 622 Td (Switzerland), 2015, 4, 690-713.1.4 14

1167 Impact of oxidative stress defense on bacterial survival and morphological change in Campylobacter
jejuni under aerobic conditions. Frontiers in Microbiology, 2015, 6, 295. 1.5 73

1168 Transcriptomic analysis of Campylobacter jejuni NCTC 11168 in response to epinephrine and
norepinephrine. Frontiers in Microbiology, 2015, 6, 452. 1.5 29

1169 Campylobacter jejuni biofilms contain extracellular DNA and are sensitive to DNase I treatment.
Frontiers in Microbiology, 2015, 6, 699. 1.5 67

1170 Regulation of oxidative stress resistance in Campylobacter jejuni, a microaerophilic foodborne
pathogen. Frontiers in Microbiology, 2015, 6, 751. 1.5 75

1171 A PAS domain-containing regulator controls flagella-flagella interactions in Campylobacter jejuni.
Frontiers in Microbiology, 2015, 6, 770. 1.5 16

1172 Synergistic anti-Campylobacter jejuni activity of fluoroquinolone and macrolide antibiotics with
phenolic compounds. Frontiers in Microbiology, 2015, 6, 1129. 1.5 57

1173 Survival with a Helping Hand: Campylobacter and Microbiota. Frontiers in Microbiology, 2015, 6, 1266. 1.5 59

1174 Important Role of a Putative Lytic Transglycosylase Cj0843c in Î²-Lactam Resistance in Campylobacter
jejuni. Frontiers in Microbiology, 2015, 6, 1292. 1.5 7

1175 Analysis of the Campylobacter jejuni Genome by SMRT DNA Sequencing Identifies
Restriction-Modification Motifs. PLoS ONE, 2015, 10, e0118533. 1.1 20

1176 Conservation of Ïƒ28-Dependent Non-Coding RNA Paralogs and Predicted Ïƒ54-Dependent Targets in
Thermophilic Campylobacter Species. PLoS ONE, 2015, 10, e0141627. 1.1 5

1178 Effects of Nitrate Addition on Rumen Fermentation, Bacterial Biodiversity and Abundance.
Asian-Australasian Journal of Animal Sciences, 2015, 28, 1433-1441. 2.4 76

1179 Partial Proteome Map of Campylobacter Jejuni Strain Nctc11168 by Gel-Free Proteomics Analysis.
International Journal of Applied Sciences and Biotechnology, 2015, 2, 464-477. 0.4 0

1180 Campylobacter jejuni and Related Species. , 2015, , 2485-2493.e4. 15

1181 PerR controls oxidative stress defence and aerotolerance but not motility-associated phenotypes of
Campylobacter jejuni. Microbiology (United Kingdom), 2015, 161, 1524-1536. 0.7 26



66

Citation Report

# Article IF Citations

1182 Contribution of surface polysaccharides to the resistance of Campylobacter jejuni to antimicrobial
phenolic compounds. Journal of Antibiotics, 2015, 68, 591-593. 1.0 17

1183 Analysis of the Activity and Regulon of the Two-Component Regulatory System Composed by
Cjj81176_1484 and Cjj81176_1483 of Campylobacter jejuni. Journal of Bacteriology, 2015, 197, 1592-1605. 1.0 15

1184 Molecular analysis of the tlyA gene in Campylobacter lari. Folia Microbiologica, 2015, 60, 505-514. 1.1 1

1185
Comparative Analysis of Cultural and PCR Based Assays for Detection of Campylobacter spp. in Human
Stool Samples. Proceedings of the National Academy of Sciences India Section B - Biological Sciences,
2015, 85, 839-844.

0.4 3

1186 Campylobacter virulence and survival factors. Food Microbiology, 2015, 48, 99-108. 2.1 282

1187
Comparative analysis of the uropathogenic Escherichia coli surface proteome by tandem
mass-spectrometry of artificially induced outer membrane vesicles. Journal of Proteomics, 2015, 115,
93-106.

1.2 33

1188 Reactions of chicken sera to recombinant Campylobacter jejuni flagellar proteins. Archives of
Microbiology, 2015, 197, 353-358. 1.0 9

1189 Nâ€•Glycosylation with Synthetic Undecaprenyl Pyrophosphateâ€•Linked Oligosaccharide to Oligopeptides
by PglB Oligosaccharyltransferase from <i>Campylobacter jejuni</i>. ChemBioChem, 2015, 16, 731-737. 1.3 6

1190 The <scp><i>C</i></scp><i>ampylobacter jejuni</i>â€…<scp>RacRS</scp> system regulates fumarate
utilization in a low oxygen environment. Environmental Microbiology, 2015, 17, 1049-1064. 1.8 26

1191 A Proposed Essential Gene Discovery Pipeline: A Campylobacter jejuni Case Study. Methods in
Molecular Biology, 2015, 1279, 167-181. 0.4 0

1193 Characterization and Localization of the Campylobacter jejuni Transformation System Proteins CtsE,
CtsP, and CtsX. Journal of Bacteriology, 2015, 197, 636-645. 1.0 10

1194 Non-selective regulation of peroxide and superoxide resistance genes by PerR in Campylobacter jejuni.
Frontiers in Microbiology, 2015, 6, 126. 1.5 24

1195 Characterization of Campylobacter jejuni DNA gyrase as the target of quinolones. Journal of Infection
and Chemotherapy, 2015, 21, 604-609. 0.8 12

1196
Novel Drug Targets for Food-Borne PathogenCampylobacter jejuni: An Integrated Subtractive
Genomics and Comparative Metabolic Pathway Study. OMICS A Journal of Integrative Biology, 2015, 19,
393-406.

1.0 6

1197
Cloning, expression, refolding, purification and preliminary crystallographic analysis of the sensory
domain of theCampylobacterchemoreceptor for aspartate A (CcaA). Acta Crystallographica Section F,
Structural Biology Communications, 2015, 71, 110-113.

0.4 6

1198
Cloning, refolding, purification and preliminary crystallographic analysis of the sensory domain of
theCampylobacterchemoreceptor for multiple ligands (CcmL). Acta Crystallographica Section F,
Structural Biology Communications, 2015, 71, 211-216.

0.4 6

1199 A comparative analysis of methylome profiles of Campylobacter jejuni sheep abortion isolate and
gastroenteric strains using PacBio data. Frontiers in Microbiology, 2014, 5, 782. 1.5 24

1200 Membrane fluidity-related adaptive response mechanisms of foodborne bacterial pathogens under
environmental stresses. Food Research International, 2015, 72, 25-36. 2.9 91



67

Citation Report

# Article IF Citations

1201 Specific genetic features of Campylobacter jejuni strain G1 revealed by genome sequencing. FEMS
Microbiology Letters, 2015, 362, 1-3. 0.7 4

1202 Cj1386, an Atypical Hemin-Binding Protein, Mediates Hemin Trafficking to KatA in Campylobacter jejuni.
Journal of Bacteriology, 2015, 197, 1002-1011. 1.0 11

1203 Heat Shock-Enhanced Conjugation Efficiency in Standard Campylobacter jejuni Strains. Applied and
Environmental Microbiology, 2015, 81, 4546-4552. 1.4 30

1204 The role of probiotics in the inhibition of Campylobacter jejuni colonization and virulence
attenuation. European Journal of Clinical Microbiology and Infectious Diseases, 2015, 34, 1503-1513. 1.3 37

1205 The <scp><i>C</i></scp><i>ampylobacter jejuni</i>â€…<scp>CprRS</scp> twoâ€•component regulatory
system regulates aspects of the cell envelope. Molecular Microbiology, 2015, 96, 189-209. 1.2 16

1206 Campylobacterâ€“Acanthamoeba interactions. Microbiology (United Kingdom), 2015, 161, 933-947. 0.7 21

1207 High-Frequency Variation of Purine Biosynthesis Genes Is a Mechanism of Success in Campylobacter
jejuni. MBio, 2015, 6, e00612-15. 1.8 13

1208 Genome Sequences of Three Salmonella enterica subsp. enterica Serovar Infantis Strains from Healthy
Broiler Chicks in Hungary and in the United Kingdom. Genome Announcements, 2015, 3, . 0.8 31

1209
Differential Distribution of Type II CRISPR-Cas Systems in Agricultural and
Nonagricultural<i>Campylobacter coli</i>and<i>Campylobacter jejuni</i>Isolates Correlates with
Lack of Shared Environments. Genome Biology and Evolution, 2015, 7, 2663-2679.

1.1 30

1210
A single nucleotide change in<i>mutY</i>increases the emergence of
antibiotic-resistant<i>Campylobacter jejuni</i>mutants. Journal of Antimicrobial Chemotherapy, 2015,
70, 2739-2748.

1.3 13

1211 Twenty years of bacterial genome sequencing. Nature Reviews Microbiology, 2015, 13, 787-794. 13.6 246

1212 Campylobacter. , 2015, , 1187-1236. 3

1213 Hijacking bacterial glycosylation for the production of glycoconjugates, from vaccines to humanised
glycoproteins. Journal of Pharmacy and Pharmacology, 2015, 67, 338-350. 1.2 43

1214 Stress Responses, Adaptation, and Virulence of Bacterial Pathogens During Host Gastrointestinal
Colonization. , 0, , 385-411. 18

1215 Incidence of zoonotic Campylobacter jejuni in fast meal meat, grill chickens and symptomatic
Egyptians. African Journal of Microbiology Research, 2016, 10, 608-615. 0.4 4

1216 Campylobacter: Properties and Occurrence. , 2016, , 602-608. 0

1217 Recent Advances in Screening of Anti-Campylobacter Activity in Probiotics for Use in Poultry.
Frontiers in Microbiology, 2016, 7, 553. 1.5 70

1218 Adhesion, Biofilm Formation, and Genomic Features of Campylobacter jejuni Bf, an Atypical Strain Able
to Grow under Aerobic Conditions. Frontiers in Microbiology, 2016, 7, 1002. 1.5 52



68

Citation Report

# Article IF Citations

1219 Dual Repression of the Multidrug Eï¬„ux Pump CmeABC by CosR and CmeR in Campylobacter jejuni.
Frontiers in Microbiology, 2016, 7, 1097. 1.5 20

1220 An Improved Culture Method for Selective Isolation of Campylobacter jejuni from Wastewater.
Frontiers in Microbiology, 2016, 7, 1345. 1.5 15

1221 Comparison of Proteomics Profiles of Campylobacter jejuni Strain Bf under Microaerobic and Aerobic
Conditions. Frontiers in Microbiology, 2016, 7, 1596. 1.5 32

1222 Virulence and Genomic Feature of Multidrug Resistant Campylobacter jejuni Isolated from Broiler
Chicken. Frontiers in Microbiology, 2016, 7, 1605. 1.5 12

1223 Glucose Metabolism via the Entner-Doudoroff Pathway in Campylobacter: A Rare Trait that Enhances
Survival and Promotes Biofilm Formation in Some Isolates. Frontiers in Microbiology, 2016, 7, 1877. 1.5 30

1224 The Campylobacter jejuni Oxidative Stress Regulator RrpB Is Associated with a Genomic Hypervariable
Region and Altered Oxidative Stress Resistance. Frontiers in Microbiology, 2016, 07, 2117. 1.5 32

1225 Campylobacter jejuni CsrA Regulates Metabolic and Virulence Associated Proteins and Is Necessary for
Mouse Colonization. PLoS ONE, 2016, 11, e0156932. 1.1 29

1226 Stress Responses, Adaptation, and Virulence of Bacterial Pathogens During Host Gastrointestinal
Colonization. Microbiology Spectrum, 2016, 4, . 1.2 25

1227 Genomic variations leading to alterations in cell morphology of Campylobacter spp. Scientific
Reports, 2016, 6, 38303. 1.6 25

1228 Insights into Campylobacter jejuni colonization and enteritis using a novel infant rabbit model.
Scientific Reports, 2016, 6, 28737. 1.6 9

1229 Targets Against Helicobacter pylori and Other Tumor-Producing Bacteria. , 2016, , 239-279. 5

1230 Detection of Campylobacter DNA using magnetic nanoparticles coupled with PCR and a colorimetric
end-point system. Food Science and Biotechnology, 2016, 25, 193-198. 1.2 13

1231 Evaluation of flagellum-related proteins FliD and FspA as subunit vaccines against Campylobacter
jejuni colonisation in chickens. Vaccine, 2016, 34, 1739-1743. 1.7 26

1232 Draft Genome Sequence of Campylobacter jejuni Bf, an Atypical Strain Able To Grow under Aerobiosis.
Genome Announcements, 2016, 4, . 0.8 9

1233 Cloning, Expression, Purification, Regulation, and Subcellular Localization of a Mini-protein from
Campylobacter jejuni. Current Microbiology, 2016, 72, 511-517. 1.0 2

1234 The biofilm matrix ofCampylobacter jejunidetermined by fluorescence lectin-binding analysis.
Biofouling, 2016, 32, 597-608. 0.8 21

1235 Human microbiome versus food-borne pathogens: friend or foe. Applied Microbiology and
Biotechnology, 2016, 100, 4845-4863. 1.7 19

1236 Antimicrobial and Virulence-Modulating Effects of Clove Essential Oil on the Foodborne Pathogen
Campylobacter jejuni. Applied and Environmental Microbiology, 2016, 82, 6158-6166. 1.4 55



69

Citation Report

# Article IF Citations

1237 Comparative Genomics of<i>Campylobacter fetus</i>from Reptiles and Mammals Reveals Divergent
Evolution in Host-Associated Lineages. Genome Biology and Evolution, 2016, 8, 2006-2019. 1.1 25

1238
Point mutations in the major outer membrane protein drive hypervirulence of a rapidly expanding
clone of <i>Campylobacter jejuni</i>. Proceedings of the National Academy of Sciences of the United
States of America, 2016, 113, 10690-10695.

3.3 56

1239 Genomic Comparison of Campylobacter spp. and Their Potential for Zoonotic Transmission between
Birds, Primates, and Livestock. Applied and Environmental Microbiology, 2016, 82, 7165-7175. 1.4 73

1241 Oxidative and nitrosative stress defences of<i>Helicobacter</i>and<i>Campylobacter</i>species that
counteract mammalian immunity. FEMS Microbiology Reviews, 2016, 40, 938-960. 3.9 42

1242 Characterization of Key Helicobacter pylori Regulators Identifies a Role for ArsRS in Biofilm
Formation. Journal of Bacteriology, 2016, 198, 2536-2548. 1.0 34

1243 Seroprevalence in Chickens against <i>Campylobacter jejuni</i> Flagellar Capping Protein (FliD) in
Selected Areas of the United States. Zoonoses and Public Health, 2016, 63, 265-270. 0.9 4

1244 Total Biosynthesis of Legionaminic Acid, a Bacterial Sialic Acid Analogue. Angewandte Chemie, 2016,
128, 12197-12200. 1.6 4

1245 Total Biosynthesis of Legionaminic Acid, a Bacterial Sialic Acid Analogue. Angewandte Chemie -
International Edition, 2016, 55, 12018-12021. 7.2 26

1246
Symbiotic <i>Burkholderia</i> Species Show Diverse Arrangements of <i>nif/fix</i> and <i>nod</i>
Genes and Lack Typical High-Affinity Cytochrome <i>cbb3</i> Oxidase Genes. Molecular Plant-Microbe
Interactions, 2016, 29, 609-619.

1.4 62

1247 Engineering the Campylobacter jejuni N-glycan to create an effective chicken vaccine. Scientific
Reports, 2016, 6, 26511. 1.6 70

1248 Pipeline for amplifying and analyzing amplicons of the V1â€“V3 region of the 16S rRNA gene. BMC
Research Notes, 2016, 9, 380. 0.6 61

1249
Accumulation of Peptidoglycan O-Acetylation Leads to Altered Cell Wall Biochemistry and Negatively
Impacts Pathogenesis Factors of Campylobacter jejuni. Journal of Biological Chemistry, 2016, 291,
22686-22702.

1.6 23

1250 Microfluidics meets metabolomics to reveal the impact of Campylobacter jejuni infection on
biochemical pathways. Biomedical Microdevices, 2016, 18, 51. 1.4 12

1251
In silico proposition to predict cluster of B- and T-cell epitopes for the usefulness of vaccine design
from invasive, virulent and membrane associated proteins of C. jejuni. In Silico Pharmacology, 2016, 4,
5.

1.8 22

1252
Exploiting Bacterial Whole-Genome Sequencing Data for Evaluation of Diagnostic Assays:
Campylobacter Species Identification as a Case Study. Journal of Clinical Microbiology, 2016, 54,
2882-2890.

1.8 14

1253 Bibliometric analysis of publications on Campylobacter: (2000â€“2015). Journal of Health, Population
and Nutrition, 2016, 35, 39. 0.7 54

1254 Impact of mutations in DNA gyrase genes on quinolone resistance in <i>Campylobacter jejuni</i>. Drug
Testing and Analysis, 2016, 8, 1071-1076. 1.6 12

1255 Genotyping and antibiotic resistance of thermophilic Campylobacter isolated from chicken and pig
meat in Vietnam. Gut Pathogens, 2016, 8, 19. 1.6 38



70

Citation Report

# Article IF Citations

1256
Major contribution of the type <scp>II</scp> beta carbonic anhydrase <scp>CanB</scp>
(<scp>C</scp>j0237) to the capnophilic growth phenotype of <scp><i>C</i></scp><i>ampylobacter
jejuni</i>. Environmental Microbiology, 2016, 18, 721-735.

1.8 12

1257 A Highly Macrolide-Resistant Campylobacter jejuni Strain with Rare A2074T Mutations in 23S rRNA
Genes. Antimicrobial Agents and Chemotherapy, 2016, 60, 2580-2581. 1.4 9

1259 Status of vaccine research and development for Campylobacter jejuni. Vaccine, 2016, 34, 2903-2906. 1.7 50

1260 Detection of virulence, antibiotic resistance and toxin (VAT) genes in Campylobacter species using
newly developed multiplex PCR assays. Journal of Microbiological Methods, 2016, 124, 41-47. 0.7 20

1261 The Landscape of Realized Homologous Recombination in Pathogenic Bacteria. Molecular Biology and
Evolution, 2016, 33, 456-471. 3.5 72

1262 The Campylobacter jejuni Ferric Uptake Regulator Promotes Acid Survival and Cross-Protection
against Oxidative Stress. Infection and Immunity, 2016, 84, 1287-1300. 1.0 23

1263 The crystal structure of the tandem-PAS sensing domain of Campylobacter jejuni chemoreceptor Tlp1
suggests indirect mechanism of ligand recognition. Journal of Structural Biology, 2016, 194, 205-213. 1.3 26

1264
Phase variation of a Type IIG restriction-modification enzyme alters site-specific methylation patterns
and gene expression inCampylobacter jejunistrain NCTC11168. Nucleic Acids Research, 2016, 44,
4581-4594.

6.5 53

1265 The Biocide and Antibiotic Resistance in Campylobacter jejuni and Campylobacter coli. Food
Engineering Series, 2016, , 269-283. 0.3 4

1266 The response of foodborne pathogens to osmotic and desiccation stresses in the food chain.
International Journal of Food Microbiology, 2016, 221, 37-53. 2.1 157

1267 Cardiovascular Health and Disease Prevention. , 2016, , 793-806. 0

1268 Rapid host switching in generalist <i>Campylobacter</i> strains erodes the signal for tracing human
infections. ISME Journal, 2016, 10, 721-729. 4.4 123

1269
Molecular Typing of Fluoroquinolone-ResistantCampylobacter jejuniIsolated from Broilers in Japan
Using Multilocus Sequence Typing and Pulsed-Field Gel Electrophoresis. Foodborne Pathogens and
Disease, 2016, 13, 1-7.

0.8 10

1270 Identification and initial characterisation of a protein involved in Campylobacter jejuni cell shape.
Microbial Pathogenesis, 2017, 104, 202-211. 1.3 12

1271 <i>Campylobacter jejuni</i>transducer like proteins: Chemotaxis and beyond. Gut Microbes, 2017, 8,
323-334. 4.3 24

1272 Campylobacter. , 2017, , 127-143. 0

1273 The hidden perils of read mapping as a quality assessment tool in genome sequencing. Scientific
Reports, 2017, 7, 43149. 1.6 5

1274 Isolation, identification and differentiation of Campylobacter spp. using multiplex PCR assay from
goats in Khartoum State, Sudan. Tropical Animal Health and Production, 2017, 49, 575-581. 0.5 10



71

Citation Report

# Article IF Citations

1275
Novel bacteriocin produced by Lactobacillus alimentarius FM-MM 4 from a traditional Chinese
fermented meat Nanx Wudl: Purification, identification and antimicrobial characteristics. Food
Control, 2017, 77, 290-297.

2.8 57

1276 Nonselective Bottlenecks Control the Divergence and Diversification of Phase-Variable Bacterial
Populations. MBio, 2017, 8, . 1.8 20

1277 Local genes for local bacteria: Evidence of allopatry in the genomes of transatlantic
<i>Campylobacter</i> populations. Molecular Ecology, 2017, 26, 4497-4508. 2.0 36

1278 Identification of potential Campylobacter jejuni genes involved in biofilm formation by EZ-Tn5
Transposome mutagenesis. BMC Research Notes, 2017, 10, 182. 0.6 17

1279
Phase-Variable Changes in the Position of <i>O</i> -Methyl Phosphoramidate Modifications on the
Polysaccharide Capsule of Campylobacter jejuni Modulate Serum Resistance. Journal of Bacteriology,
2017, 199, .

1.0 21

1280 Genome-wide fitness analyses of the foodborne pathogen Campylobacter jejuni in in vitro and in vivo
models. Scientific Reports, 2017, 7, 1251. 1.6 64

1281 Effects of meat juice on biofilm formation of Campylobacter and Salmonella. International Journal of
Food Microbiology, 2017, 253, 20-28. 2.1 53

1282 Accessory genetic content in Campylobacter jejuni ST21CC isolates from feces and blood.
International Journal of Medical Microbiology, 2017, 307, 233-240. 1.5 13

1283 Core Genome Multilocus Sequence Typing Scheme for Stable, Comparative Analyses of Campylobacter
jejuni and C. coli Human Disease Isolates. Journal of Clinical Microbiology, 2017, 55, 2086-2097. 1.8 105

1284

Morphology heterogeneity within a <i>Campylobacter jejuni</i> helical population: the use of
calcofluor white to generate rodâ€•shaped <i>C. jejuni</i> 81â€•176 clones and the genetic determinants
responsible for differences in morphology within 11168 strains. Molecular Microbiology, 2017, 104,
948-971.

1.2 14

1285 Emergence of a plasmid-borne multidrug resistance gene cfr(C) in foodborne pathogen
Campylobacter. Journal of Antimicrobial Chemotherapy, 2017, 72, 1581-1588. 1.3 80

1286 Key Role of Capsular Polysaccharide in the Induction of Systemic Infection and Abortion by
Hypervirulent Campylobacter jejuni. Infection and Immunity, 2017, 85, . 1.0 19

1287 Analysis of Campylobacter jejuni infection in the gnotobiotic piglet and genome-wide identification of
bacterial factors required for infection. Scientific Reports, 2017, 7, 44283. 1.6 21

1288 Coadministration of the Campylobacter jejuni N-Glycan-Based Vaccine with Probiotics Improves
Vaccine Performance in Broiler Chickens. Applied and Environmental Microbiology, 2017, 83, . 1.4 47

1289 A Mutator Phenotype Promoting the Emergence of Spontaneous Oxidative Stress-Resistant Mutants in
Campylobacter jejuni. Applied and Environmental Microbiology, 2017, 83, . 1.4 7

1290 A conserved DGGK motif is essential for the function of the PglB oligosaccharyltransferase from
Campylobacter jejuni. Glycobiology, 2017, 27, 978-989. 1.3 9

1291 Characterization of the dTDP-Fuc3N and dTDP-Qui3N biosynthetic pathways in Campylobacter jejuni
81116 â€ . Glycobiology, 2017, 27, cww136. 1.3 7

1292
Transcriptome and proteome dynamics in chemostat culture reveal how <i>Campylobacter jejuni</i>
modulates metabolism, stress responses and virulence factors upon changes in oxygen availability.
Environmental Microbiology, 2017, 19, 4326-4348.

1.8 30



72

Citation Report

# Article IF Citations

1293 Recognition of DNA Supercoil Geometry by Mycobacterium tuberculosis Gyrase. Biochemistry, 2017, 56,
5440-5448. 1.2 17

1294 Comparative Genomic Analysis Identifies a Campylobacter Clade Deficient in Selenium Metabolism.
Genome Biology and Evolution, 2017, 9, 1843-1858. 1.1 20

1295 <i>Lactobacillus fermentum</i> 3872 as a potential tool for combatting <i>Campylobacter jejuni</i>
infections. Virulence, 2017, 8, 1753-1760. 1.8 36

1296 Cystic Fibrosis Transmembrane Conductance Regulator Reduces Microtubule-Dependent
Campylobacter jejuni Invasion. Infection and Immunity, 2017, 85, . 1.0 2

1297 Antibiotic resistance trends and mechanisms in the foodborne pathogen,<i>Campylobacter</i>. Animal
Health Research Reviews, 2017, 18, 87-98. 1.4 71

1298 The food-borne pathogen Campylobacter jejuni responds to the bile salt deoxycholate with
countermeasures to reactive oxygen species. Scientific Reports, 2017, 7, 15455. 1.6 27

1299 Structural characterization of FlgE2 protein from <i>Helicobacter pylori</i> hook. FEBS Journal,
2017, 284, 4328-4342. 2.2 6

1300 <i>Campylobacter</i>-Associated Diseases in Animals. Annual Review of Animal Biosciences, 2017, 5,
21-42. 3.6 64

1301 Surface proteome mining for identification of potential vaccine candidates against Campylobacter
jejuni: an in silico approach. Functional and Integrative Genomics, 2017, 17, 27-37. 1.4 10

1302 Emerging facets of prokaryotic glycosylation. FEMS Microbiology Reviews, 2017, 41, 49-91. 3.9 114

1303 A quantitative proteomic screen of the Campylobacter jejuni flagellar-dependent secretome. Journal
of Proteomics, 2017, 152, 181-187. 1.2 10

1304 Characterizing Glycoproteins by Mass Spectrometry in Campylobacter jejuni. Methods in Molecular
Biology, 2017, 1512, 211-232. 0.4 1

1305 Campylobacter jejuni. Methods in Molecular Biology, 2017, , . 0.4 2

1306 Method for Efficient Refolding and Purification of Chemoreceptor Ligand Binding Domain. Journal of
Visualized Experiments, 2017, , . 0.2 3

1307 Effects of antibiotic resistance (AR) and microbiota shifts onCampylobacter jejuni-mediated diseases.
Animal Health Research Reviews, 2017, 18, 99-111. 1.4 7

1308 Essential genome of Campylobacter jejuni. BMC Genomics, 2017, 18, 616. 1.2 41

1309 Current Challenges in Poultry Meat Safety. , 2017, , 159-195. 2

1310 Herpesviruses dUTPases: A New Family of Pathogen-Associated Molecular Pattern (PAMP) Proteins
with Implications for Human Disease. Pathogens, 2017, 6, 2. 1.2 22



73

Citation Report

# Article IF Citations

1311 Genome Reduction for Niche Association in Campylobacter Hepaticus, A Cause of Spotty Liver Disease
in Poultry. Frontiers in Cellular and Infection Microbiology, 2017, 7, 354. 1.8 26

1312 Function and Regulation of the C4-Dicarboxylate Transporters in Campylobacter jejuni. Frontiers in
Microbiology, 2017, 8, 174. 1.5 19

1313 Characterisation of Aerotolerant Forms of a Robust Chicken Colonizing Campylobacter coli.
Frontiers in Microbiology, 2017, 8, 513. 1.5 21

1314 Cj0440c Affects Flagella Formation and In Vivo Colonization of Erythromycin-Susceptible and
-Resistant Campylobacter jejuni. Frontiers in Microbiology, 2017, 8, 729. 1.5 10

1315 Profiling of Campylobacter jejuni Proteome in Exponential and Stationary Phase of Growth. Frontiers
in Microbiology, 2017, 8, 913. 1.5 14

1316 Differential Survival of Hyper-Aerotolerant Campylobacter jejuni under Different Gas Conditions.
Frontiers in Microbiology, 2017, 8, 954. 1.5 35

1317 A Genome-Wide Association Study to Identify Diagnostic Markers for Human Pathogenic
Campylobacter jejuni Strains. Frontiers in Microbiology, 2017, 8, 1224. 1.5 40

1318 Phenotypic and Transcriptomic Responses of Campylobacter jejuni Suspended in an Artificial
Freshwater Medium. Frontiers in Microbiology, 2017, 8, 1781. 1.5 3

1319 The Bacterial Species Campylobacter jejuni Induce Diverse Innate Immune Responses in Human and Avian
Intestinal Epithelial Cells. Frontiers in Microbiology, 2017, 8, 1840. 1.5 17

1320 Characterization of the emerging zoonotic pathogen Arcobacter thereius by whole genome
sequencing and comparative genomics. PLoS ONE, 2017, 12, e0180493. 1.1 21

1321 Metabolic and fitness determinants for in vitro growth and intestinal colonization of the bacterial
pathogen Campylobacter jejuni. PLoS Biology, 2017, 15, e2001390. 2.6 58

1322 Biofilm compartmentalisation of the rumen microbiome: modification of fermentation and
degradation of dietary toxins. Animal Production Science, 2017, 57, 2188. 0.6 15

1323 Identification of NuoX and NuoY Ligand Binding Specificity in the Campylobacter Jejuni Complex I.
Journal of Bacteriology & Parasitology, 2017, 08, . 0.2 1

1324 Human campylobacteriosis. , 2017, , 1-25. 38

1325 Antimicrobial Resistance in <i>Campylobacter</i> spp. Microbiology Spectrum, 2018, 6, . 1.2 67

1326 Campylobacter jejuni and Campylobacter coli. , 2018, , 899-902.e3. 0

1327
Capsular genotype and lipooligosaccharide locus class distribution in Campylobacter jejuni from
young children with diarrhea and asymptomatic carriers in Bangladesh. European Journal of Clinical
Microbiology and Infectious Diseases, 2018, 37, 723-728.

1.3 12

1328 Could FlhF be a key element that controls Campylobacter jejuni flagella biosynthesis in the initial
assembly stage?. Microbiological Research, 2018, 207, 240-248. 2.5 20



74

Citation Report

# Article IF Citations

1329 Catabolite repression in <i>Campylobacter jejuni</i> correlates with intracellular succinate levels.
Environmental Microbiology, 2018, 20, 1374-1388. 1.8 13

1330 Glycosylate and move! The glycosyltransferase Maf is involved in bacterial flagella formation.
Environmental Microbiology, 2018, 20, 228-240. 1.8 20

1331 Flagellin glycosylation with pseudaminic acid in Campylobacter and Helicobacter: prospects for
development of novel therapeutics. Cellular and Molecular Life Sciences, 2018, 75, 1163-1178. 2.4 42

1332 Campylobacter spp.. , 2018, , 199-207. 0

1333
Molecular Dynamics Simulations of Quinolone Resistance-Associated T86I and P104S Mutations
in<i>Campylobacter jejuni</i><i>gyrA</i>: Unraveling Structural Repercussions. Microbial Drug
Resistance, 2018, 24, 232-243.

0.9 2

1334 Linking pangenomes and metagenomes: the <i>Prochlorococcus</i> metapangenome. PeerJ, 2018, 6,
e4320. 0.9 318

1335 Unexpected differential metabolic responses of Campylobacter jejuni to the abundant presence of
glutamate and fucose. Metabolomics, 2018, 14, 144. 1.4 25

1336 Bacterial Type II Topoisomerases and Target-Mediated Drug Resistance. , 2018, , 507-529. 13

1337 A Cotransformation Method To Identify a Restriction-Modification Enzyme That Reduces Conjugation
Efficiency in Campylobacter jejuni. Applied and Environmental Microbiology, 2018, 84, . 1.4 2

1338
Comprehensive Longitudinal Microbiome Analysis of the Chicken Cecum Reveals a Shift From
Competitive to Environmental Drivers and a Window of Opportunity for Campylobacter. Frontiers in
Microbiology, 2018, 9, 2452.

1.5 60

1339 Site-directed mutagenesis of Campylobacter concisus respiratory genes provides insight into the
pathogenâ€™s growth requirements. Scientific Reports, 2018, 8, 14203. 1.6 19

1340 Antimicrobial Resistance inCampylobacterspp.. , 2018, , 317-330. 2

1341 An adapted in vitro assay to assess Campylobacter jejuni interaction with intestinal epithelial cells:
Taking into stimulation with TNFÎ±. Journal of Microbiological Methods, 2018, 149, 67-72. 0.7 6

1342 Multilocus sequence typing of Campylobacter jejuni and Campylobacter coli to identify potential
sources of colonization in commercial turkey farms. Avian Pathology, 2018, 47, 455-466. 0.8 8

1343 <i>Campylobacter jejuni</i>Capsule Polysaccharide Conjugate Vaccine. ACS Symposium Series, 2018, ,
249-271. 0.5 16

1344 Campylobacteriosis: An Emerging Infectious Foodborne Disease. , 2018, , 119-155. 4

1345 Structure and Function of the Campylobacter jejuni Chromosome Replication Origin. Frontiers in
Microbiology, 2018, 9, 1533. 1.5 11

1346 The Interaction of the Gut Microbiota with the Mucus Barrier in Health and Disease in Human.
Microorganisms, 2018, 6, 78. 1.6 94



75

Citation Report

# Article IF Citations

1347 Phase Variable Expression of a Single Phage Receptor in Campylobacter jejuni NCTC12662 Influences
Sensitivity Toward Several Diverse CPS-Dependent Phages. Frontiers in Microbiology, 2018, 9, 82. 1.5 31

1348 The Potential of Isolation Source to Predict Colonization in Avian Hosts: A Case Study in
Campylobacter jejuni Strains From Three Bird Species. Frontiers in Microbiology, 2018, 9, 591. 1.5 18

1349
Antibiotic Sensitivity Profiling and Virulence Potential of Campylobacter jejuni Isolates from
Estuarine Water in the Eastern Cape Province, South Africa. International Journal of Environmental
Research and Public Health, 2018, 15, 925.

1.2 16

1350 Binding of Helicobacter pylori to Human Gastric Mucins Correlates with Binding of TFF1.
Microorganisms, 2018, 6, 44. 1.6 11

1351 Transcriptomic Analysis of the Campylobacter jejuni Response to T4-Like Phage NCTC 12673 Infection.
Viruses, 2018, 10, 332. 1.5 46

1352 Host-specific differences in the response of cultured macrophages to Campylobacter jejuni capsule
and O-methyl phosphoramidate mutants. Veterinary Research, 2018, 49, 3. 1.1 9

1353 A peculiar case of Campylobacter jejuni attenuated aspartate chemosensory mutant, able to cause
pathology and inflammation in avian and murine model animals. Scientific Reports, 2018, 8, 12594. 1.6 8

1354 Interaction of Copper Toxicity and Oxidative Stress in Campylobacter jejuni. Journal of Bacteriology,
2018, 200, . 1.0 10

1355
Prevalence, Persistence, and Antimicrobial Resistance of<i>Campylobacter</i>spp. from Eggs and
Laying Hens Housed in Five Commercial Housing Systems. Foodborne Pathogens and Disease, 2018, 15,
506-516.

0.8 13

1356 Campylobacter : An Important Food Safety Issue. , 2018, , 391-430. 3

1357
Pathway based therapeutic targets identification and development of an interactive database
CampyNIBase of Campylobacter jejuni RM1221 through non-redundant protein dataset. PLoS ONE, 2018,
13, e0198170.

1.1 5

1358 Campylobacter in the Food Chain. Advances in Food and Nutrition Research, 2018, 86, 215-252. 1.5 50

1359 Comparison of genomes and proteomes of four whole genome-sequenced Campylobacter jejuni from
different phylogenetic backgrounds. PLoS ONE, 2018, 13, e0190836. 1.1 7

1360 Antimicrobial Resistance in Campylobacter Species: Mechanisms and Genomic Epidemiology. Advances
in Applied Microbiology, 2018, 103, 1-47. 1.3 37

1361 Regulation of Respiratory Pathways in Campylobacterota: A Review. Frontiers in Microbiology, 2019,
10, 1719. 1.5 31

1362
Aerotolerance and multilocus sequence typing among <i>Campylobacter jejuni</i> strains isolated
from humans, broiler chickens, and cattle in Miyazaki Prefecture, Japan. Journal of Veterinary Medical
Science, 2019, 81, 1144-1151.

0.3 13

1363
Characterization and Phylogenetic Analysis of Campylobacter Species Isolated from Paediatric Stool
and Water Samples in the Northwest Province, South Africa. International Journal of Environmental
Research and Public Health, 2019, 16, 2205.

1.2 26

1364 The CydDC family of transporters. Research in Microbiology, 2019, 170, 407-416. 1.0 9



76

Citation Report

# Article IF Citations

1365 Pathogenomics of Emerging <i>Campylobacter</i> Species. Clinical Microbiology Reviews, 2019, 32, . 5.7 107

1366 On the Impact of the Pangenome and Annotation Discrepancies While Building Protein Sequence
Databases for Bacteria Proteogenomics. Frontiers in Microbiology, 2019, 10, 1410. 1.5 5

1367
Phase variation in <i>Mycobacterium tuberculosis glpK</i> produces transiently heritable drug
tolerance. Proceedings of the National Academy of Sciences of the United States of America, 2019, 116,
19665-19674.

3.3 96

1368 Tolerance to stress conditions associated with food safety in Campylobacter jejuni strains isolated
from retail raw chicken. Scientific Reports, 2019, 9, 11915. 1.6 24

1369 Cj1388 Is a RidA Homolog and Is Required for Flagella Biosynthesis and/or Function in Campylobacter
jejuni. Frontiers in Microbiology, 2019, 10, 2058. 1.5 15

1370
The Rho-Independent Transcription Terminator for the <i>porA</i> Gene Enhances Expression of the
Major Outer Membrane Protein and Campylobacter jejuni Virulence in Abortion Induction. Infection
and Immunity, 2019, 87, .

1.0 4

1371 A Tale of Three Species: Adaptation of Sodalis glossinidius to Tsetse Biology, <i>Wigglesworthia</i>
Metabolism, and Host Diet. MBio, 2019, 10, . 1.8 23

1372 Developments in Rapid Detection Methods for the Detection of Foodborne Campylobacter in the
United States. Frontiers in Microbiology, 2018, 9, 3280. 1.5 71

1373
Sodium Taurocholate Stimulates Campylobacter jejuni Outer Membrane Vesicle Production via
Down-Regulation of the Maintenance of Lipid Asymmetry Pathway. Frontiers in Cellular and Infection
Microbiology, 2019, 9, 177.

1.8 26

1374 Quantitative Analyses Reveal Novel Roles for <i>N-</i> Glycosylation in a Major Enteric Bacterial
Pathogen. MBio, 2019, 10, . 1.8 39

1375 Role of Nickel in Microbial Pathogenesis. Inorganics, 2019, 7, 80. 1.2 41

1376
Investing in Food Safety for Developing Countries: Opportunities and Challenges in Applying
Whole-Genome Sequencing for Food Safety Management. Foodborne Pathogens and Disease, 2019, 16,
463-473.

0.8 16

1377 Short-term follow-up of intestinal flora in radiation-exposed mice. Journal of Radiation Research,
2019, 60, 328-332. 0.8 16

1378 Recent advances in the production of recombinant glycoconjugate vaccines. Npj Vaccines, 2019, 4, 16. 2.9 79

1379 Essential Oils as an Intervention Strategy to Reduce Campylobacter in Poultry Production: A Review.
Frontiers in Microbiology, 2019, 10, 1058. 1.5 42

1380
Protease Activity of Campylobacter jejuni HtrA Modulates Distinct Intestinal and Systemic Immune
Responses in Infected Secondary Abiotic IL-10 Deficient Mice. Frontiers in Cellular and Infection
Microbiology, 2019, 9, 79.

1.8 26

1381 Prevalence, antimicrobial resistance profiles and virulence-associated genes of thermophilic
Campylobacter spp. isolated from ducks in a Chinese slaughterhouse. Food Control, 2019, 104, 157-166. 2.8 30

1382 Campylobacter jejuni capsule types in a Peruvian birth cohort and associations with diarrhoeal
disease severity. Epidemiology and Infection, 2019, 147, e149. 1.0 2



77

Citation Report

# Article IF Citations

1383 Enterobactin-Specific Antibodies Induced by a Novel Enterobactin Conjugate Vaccine. Applied and
Environmental Microbiology, 2019, 85, . 1.4 17

1384 Identification of a nth-Like Gene Encoding an Endonuclease III in Campylobacter jejuni. Frontiers in
Microbiology, 2019, 10, 698. 1.5 5

1385 The function, biogenesis and regulation of the electron transport chains in Campylobacter jejuni.
Advances in Microbial Physiology, 2019, 74, 239-329. 1.0 29

1386 A historical review of classic Helicobacter pylori publications in science citation index expanded.
Collnet Journal of Scientometrics and Information Management, 2019, 13, 313-330. 0.4 1

1387 Current Status of &lt;i&gt;Campylobacter&lt;/i&gt; Food Poisoning in Japan. Food Safety (Tokyo, Japan),
2019, 7, 61-73. 1.0 30

1388 ElevenCampylobacterSpecies. , 2019, , 263-287. 3

1389 Genomics of Foodborne Microorganisms. , 2019, , 927-937. 0

1390
Complete Genome Sequence of Massilia oculi sp. nov. CCUG 43427T (=DSM 26321T), the Type Strain of M.
oculi, and Comparison with Genome Sequences of Other Massilia Strains. Current Microbiology, 2019,
76, 1082-1086.

1.0 6

1391 Transcriptomic analysis of Campylobacter jejuni grown in a medium containing serine as the main
energy source. Archives of Microbiology, 2019, 201, 571-579. 1.0 1

1392 Stress Response and Virulence Potential Modulating Effect of Peppermint Essential Oil
in<i>Campylobacter jejuni</i>. BioMed Research International, 2019, 2019, 1-11. 0.9 16

1393 Proteomics Reveals Multiple Phenotypes Associated with N-linked Glycosylation in Campylobacter
jejuni. Molecular and Cellular Proteomics, 2019, 18, 715-734. 2.5 70

1394
Exploring Highly Antigenic Protein of Campylobacter jejuni for Designing Epitope Based Vaccine:
Immunoinformatics Approach. International Journal of Peptide Research and Therapeutics, 2019, 25,
1159-1172.

0.9 6

1395 Update on Campylobacter vaccine development. Human Vaccines and Immunotherapeutics, 2019, 15,
1389-1400. 1.4 34

1396 Pathogens in Milk: Campylobacter spp.. , 2020, , 419-419. 0

1397 N-glycosylation of the CmeABC multidrug efflux pump is needed for optimal function in
Campylobacter jejuni. Glycobiology, 2020, 30, 105-119. 1.3 18

1398 Investigating the influence of iron on Campylobacter jejuni transcriptome in response to acid stress.
Microbial Pathogenesis, 2020, 138, 103777. 1.3 31

1399 International Spread of Multidrug-Resistant Campylobacter coli in Men Who Have Sex With Men in
Washington State and QuÃ©bec, 2015â€“2018. Clinical Infectious Diseases, 2020, 71, 1896-1904. 2.9 20

1400
A novel bacteriocin PE-ZYB1 produced by Pediococcus pentosaceus zy-B isolated from intestine of
Mimachlamys nobilis: Purification, identification and its anti-listerial action. LWT - Food Science and
Technology, 2020, 118, 108760.

2.5 26



78

Citation Report

# Article IF Citations

1401 Rapid differentiation of <i>Campylobacter jejuni</i> cell wall mutants using Raman spectroscopy, SERS
and mass spectrometry combined with chemometrics. Analyst, The, 2020, 145, 1236-1249. 1.7 19

1402 Campylobacter. , 2020, , 241-251. 0

1403 Oral Immunization of Chickens with Lactococcus lactis Expressing cjaA Temporarily Reduces
Campylobacter jejuni Colonization. Foodborne Pathogens and Disease, 2020, 17, 366-372. 0.8 12

1404
Campylobacter jejuni isolated from poultry meat in Brazil: in silico analysis and genomic features of
two strains with different phenotypes of antimicrobial susceptibility. Molecular Biology Reports,
2020, 47, 671-681.

1.0 10

1405 Purification, characterization and mode of action of enterocin, a novel bacteriocin produced by
Enterococcus faecium TJUQ1. International Journal of Biological Macromolecules, 2020, 144, 151-159. 3.6 42

1406 Expression of the <i>Campylobacter jejuni</i> FliD protein and its reaction to chicken sera. FEMS
Microbiology Letters, 2020, 367, . 0.7 1

1407 Whole-Genome Sequencing and Bioinformatic Analysis of Environmental, Agricultural, and Human
Campylobacter jejuni Isolates From East Tennessee. Frontiers in Microbiology, 2020, 11, 571064. 1.5 7

1408 Characterization of Posttranslationally Modified Multidrug Efflux Pumps Reveals an Unexpected Link
between Glycosylation and Antimicrobial Resistance. MBio, 2020, 11, . 1.8 20

1409 Campylobacter sp.: Pathogenicity factors and prevention methodsâ€”new molecular targets for
innovative antivirulence drugs?. Applied Microbiology and Biotechnology, 2020, 104, 10409-10436. 1.7 47

1410 Experimental Evolution of Campylobacter jejuni Leads to Loss of Motility, rpoN (Ïƒ54) Deletion and
Genome Reduction. Frontiers in Microbiology, 2020, 11, 579989. 1.5 8

1411 Cooperative Regulation of Campylobacter jejuni Heat-Shock Genes by HspR and HrcA. Microorganisms,
2020, 8, 1161. 1.6 4

1412 Campylobacter jejuni 11168H Exposed to Penicillin Forms Persister Cells and Cells With Altered Redox
Protein Activity. Frontiers in Cellular and Infection Microbiology, 2020, 10, 565975. 1.8 7

1413 Campylobacter jejuni persistently colonizes gnotobiotic altered Schaedler flora C3H/HeN mice and
induces mild colitis. FEMS Microbiology Letters, 2020, 367, . 0.7 2

1414 Small-scaled association between ambient temperature and campylobacteriosis incidence in Germany.
Scientific Reports, 2020, 10, 17191. 1.6 7

1415 Active Packaging of Immobilized Zinc Oxide Nanoparticles Controls Campylobacter jejuni in Raw
Chicken Meat. Applied and Environmental Microbiology, 2020, 86, . 1.4 28

1416 Membrane Proteocomplexome of Campylobacter jejuni Using 2-D Blue Native/SDS-PAGE Combined to
Bioinformatics Analysis. Frontiers in Microbiology, 2020, 11, 530906. 1.5 2

1417 Comparative Methylome Analysis of Campylobacter jejuni Strain YH002 Reveals a Putative Novel Motif
and Diverse Epigenetic Regulations of Virulence Genes. Frontiers in Microbiology, 2020, 11, 610395. 1.5 3

1418 Campylobacter jejuni Cas9 Modulates the Transcriptome in Caco-2 Intestinal Epithelial Cells. Genes,
2020, 11, 1193. 1.0 12



79

Citation Report

# Article IF Citations

1419 Microbial Benthic Communities in the Aegean Sea. Handbook of Environmental Chemistry, 2020, , 1. 0.2 4

1420 Enterobactin-specific antibodies inhibit in vitro growth of different gram-negative bacterial
pathogens. Vaccine, 2020, 38, 7764-7773. 1.7 11

1421 Structureâ€“Activity Relationship Study Reveals the Molecular Basis for Specific Sensing of
Hydrophobic Amino Acids by the Campylobacter jejuni Chemoreceptor Tlp3. Biomolecules, 2020, 10, 744. 1.8 14

1422 Molecular dissection of Helicobacter pylori Topoisomerase I reveals an additional active site in the
carboxyl terminus of the enzyme. DNA Repair, 2020, 91-92, 102853. 1.3 3

1423 Microevolution of Campylobacter jejuni during long-term infection in an immunocompromised host.
Scientific Reports, 2020, 10, 10109. 1.6 25

1424
Small Noncoding RNA CjNC110 Influences Motility, Autoagglutination, AI-2 Localization, Hydrogen
Peroxide Sensitivity, and Chicken Colonization in Campylobacter jejuni. Infection and Immunity, 2020,
88, .

1.0 9

1425
Proteomics of Campylobacter jejuni Growth in Deoxycholate Reveals Cj0025c as a Cystine Transport
Protein Required for Wild-type Human Infection Phenotypes. Molecular and Cellular Proteomics,
2020, 19, 1263-1280.

2.5 12

1426 Prophylactic Activity of Orally Administered FliD-Reactive Monoclonal SIgA Against Campylobacter
Infection. Frontiers in Immunology, 2020, 11, 1011. 2.2 5

1427 An Updated Classification System and Review of the Lipooligosaccharide Biosynthesis Gene Locus in
Campylobacter jejuni. Frontiers in Microbiology, 2020, 11, 677. 1.5 23

1428 Molecular Hydrogen Metabolism: a Widespread Trait of Pathogenic Bacteria and Protists.
Microbiology and Molecular Biology Reviews, 2020, 84, . 2.9 70

1429 Analyses of energy metabolism and stress defence provide insights into Campylobacter concisus
growth and pathogenicity. Gut Pathogens, 2020, 12, 13. 1.6 7

1430 Activity of fructose-1,6-bisphosphatase from<i>Campylobacter jejuni</i>. Biochemistry and Cell
Biology, 2020, 98, 518-524. 0.9 3

1431 Comparative Genomic Analysis of a Multidrug-Resistant Campylobacter jejuni Strain YH002 Isolated
from Retail Beef Liver. Foodborne Pathogens and Disease, 2020, 17, 576-584. 0.8 14

1432
Point Deletion or Insertion in CmeR-Box, A2075G Substitution in 23S rRNA, and Presence of erm(B) Are
Key Factors of Erythromycin Resistance in Campylobacter jejuni and Campylobacter coli Isolated From
Central China. Frontiers in Microbiology, 2020, 11, 203.

1.5 6

1433
Binding of Phage-Encoded FlaGrab to Motile Campylobacter jejuni Flagella Inhibits Growth,
Downregulates Energy Metabolism, and Requires Specific Flagellar Glycans. Frontiers in
Microbiology, 2020, 11, 397.

1.5 14

1434 C8J_1298, a bifunctional thiol oxidoreductase of Campylobacter jejuni, affects Dsb (disulfide bond)
network functioning. PLoS ONE, 2020, 15, e0230366. 1.1 8

1435 Investigating the Role of FlhF Identifies Novel Interactions With Genes Involved in Flagellar Synthesis
in Campylobacter jejuni. Frontiers in Microbiology, 2020, 11, 460. 1.5 15

1436
Differential Distribution of the wlaN and cgtB Genes, Associated with Guillain-BarrÃ© Syndrome, in
Campylobacter jejuni Isolates from Humans, Broiler Chickens, and Wild Birds. Microorganisms, 2020,
8, 325.

1.6 25



80

Citation Report

# Article IF Citations

1437 Genomic Analysis and Antimicrobial Resistance of Aliarcobacter cryaerophilus Strains From German
Water Poultry. Frontiers in Microbiology, 2020, 11, 1549. 1.5 10

1438 Synthesizing Systems Biology Knowledge from Omics Using Genomeâ€•Scale Models. Proteomics, 2020,
20, e1900282. 1.3 22

1439 Improving protein glycan coupling technology (PGCT) for glycoconjugate vaccine production. Expert
Review of Vaccines, 2020, 19, 507-527. 2.0 21

1440 Campylobacter jejuni genes Cj1492c and Cj1507c are involved in host cell adhesion and invasion. Gut
Pathogens, 2020, 12, 8. 1.6 9

1441
Increasing prevalence of a fluoroquinolone resistance mutation amongst Campylobacter jejuni
isolates from four human infectious intestinal disease studies in the United Kingdom. PLoS ONE, 2020,
15, e0227535.

1.1 9

1442 A three-dimensional intestinal tissue model reveals factors and small regulatory RNAs important for
colonization with Campylobacter jejuni. PLoS Pathogens, 2020, 16, e1008304. 2.1 21

1443 Reuterin Demonstrates Potent Antimicrobial Activity Against a Broad Panel of Human and Poultry
Meat Campylobacter spp. Isolates. Microorganisms, 2020, 8, 78. 1.6 37

1444 Virulence and antibiotic resistance plasticity of Arcobacter butzleri: Insights on the genomic diversity
of an emerging human pathogen. Infection, Genetics and Evolution, 2020, 80, 104213. 1.0 38

1445
Variability in lag-duration of Campylobacter spp. during enrichment after cold and oxidative stress
and its impact on growth kinetics and reliable detection. Food Research International, 2020, 134,
109253.

2.9 6

1446 Identifying the targets and functions of <i>N</i>-linked protein glycosylation in <i>Campylobacter
jejuni</i>. Molecular Omics, 2020, 16, 287-304. 1.4 21

1447 Virulence Traits of Inpatient Campylobacter jejuni Isolates, and a Transcriptomic Approach to Identify
Potential Genes Maintaining Intracellular Survival. Microorganisms, 2020, 8, 531. 1.6 14

1448 PA0335, a Gene Encoding Histidinol Phosphate Phosphatase, Mediates Histidine Auxotrophy in
<i>Pseudomonas aeruginosa</i>. Applied and Environmental Microbiology, 2020, 86, . 1.4 3

1449 Differences in the Transcriptomic Response of Campylobacter coli and Campylobacter lari to Heat
Stress. Frontiers in Microbiology, 2020, 11, 523. 1.5 13

1450 Molecular Characterization and Antimicrobial Susceptibility of C. jejuni Isolates from Italian Wild
Bird Populations. Pathogens, 2020, 9, 304. 1.2 18

1451 Persistent contamination of raw milk by Campylobacter jejuni ST-883. PLoS ONE, 2020, 15, e0231810. 1.1 25

1452 Anti-adhesion activity of phytochemicals to prevent Campylobacter jejuni biofilm formation on abiotic
surfaces. Phytochemistry Reviews, 2021, 20, 55-84. 3.1 37

1453 DNA sequencing, genomes and genetic markers of microbes on fruits and vegetables. Microbial
Biotechnology, 2021, 14, 323-362. 2.0 22

1454 Progress toward the Development of Glycan-Based Vaccines against Campylobacteriosis. ACS
Infectious Diseases, 2021, 7, 969-986. 1.8 15



81

Citation Report

# Article IF Citations

1455 Inactivation of the core <i>cheVAWY</i> chemotaxis genes disrupts chemotactic motility and
organised biofilm formation in <i>Campylobacter jejuni</i>. FEMS Microbiology Letters, 2021, 367, . 0.7 10

1456 Bacterial Oxidases of the Cytochrome<i>bd</i>Family: Redox Enzymes of Unique Structure, Function,
and Utility As Drug Targets. Antioxidants and Redox Signaling, 2021, 34, 1280-1318. 2.5 45

1457 Human Campylobacteriosisâ€”A Serious Infectious Threat in a One Health Perspective. Current Topics in
Microbiology and Immunology, 2021, 431, 1-23. 0.7 44

1458 Survival and Control of Campylobacter in Poultry Production Environment. Frontiers in Cellular and
Infection Microbiology, 2020, 10, 615049. 1.8 32

1459 Campylobacter. , 2021, , 165-186. 0

1460 Population Biology and Comparative Genomics of Campylobacter Species. Current Topics in
Microbiology and Immunology, 2021, 431, 59-78. 0.7 8

1461 PROTEIN GLYCOSYLATION IN BACTERIAL CELLS AND ITS POTENTIAL APPLICATIONS. Postepy Mikrobiologii,
2021, 60, 137-149. 0.1 0

1462 Biotechnological Applications in Dairy Products and Safety. Sustainable Agriculture Reviews, 2021, ,
167-208. 0.6 0

1463 The <i>Campylobacter jejuni</i> chemoreceptor Tlp10 has a bimodal ligand-binding domain and
specificity for multiple classes of chemoeffectors. Science Signaling, 2021, 14, . 1.6 29

1464 Campylobacter Virulence Factors and Molecular Hostâ€“Pathogen Interactions. Current Topics in
Microbiology and Immunology, 2021, 431, 169-202. 0.7 21

1465 Review on Stress Tolerance in Campylobacter jejuni. Frontiers in Cellular and Infection Microbiology,
2020, 10, 596570. 1.8 27

1466 Revisiting Campylobacter jejuni Virulence and Fitness Factors: Role in Sensing, Adapting, and
Competing. Frontiers in Cellular and Infection Microbiology, 2020, 10, 607704. 1.8 36

1467 Guillain-BarrÃ© Syndrome Outbreak in Peru 2019 Associated With <i>Campylobacter jejuni</i> Infection.
Neurology: Neuroimmunology and NeuroInflammation, 2021, 8, . 3.1 20

1468 Developing Innolysins Against Campylobacter jejuni Using a Novel Prophage Receptor-Binding Protein.
Frontiers in Microbiology, 2021, 12, 619028. 1.5 24

1469 Functional and Structural Characterization of the UDP-Glucose Dehydrogenase Involved in Capsular
Polysaccharide Biosynthesis from <i>Campylobacter jejuni</i>. Biochemistry, 2021, 60, 725-734. 1.2 5

1471 Comparison of MiSeq, MinION, and hybrid genome sequencing for analysis of Campylobacter jejuni.
Scientific Reports, 2021, 11, 5676. 1.6 24

1472 The flavodoxin FldA activates the class Ia ribonucleotide reductase of <i>Campylobacter jejuni</i>.
Molecular Microbiology, 2021, 116, 343-358. 1.2 3

1473 Stress resistance associated with multi-host transmission and enhanced biofilm formation at 42Â Â°C
among hyper-aerotolerant generalist Campylobacter jejuni. Food Microbiology, 2021, 95, 103706. 2.1 16



82

Citation Report

# Article IF Citations

1474 A Pilot Study Revealing Hostâ€•Associated Genetic Signatures for Source attribution of Sporadic
Campylobacter jejuni Infection in Egypt. Transboundary and Emerging Diseases, 2021, , . 1.3 5

1476 The diversity of Campylobacter spp. throughout the poultry processing plant. Zoonoses and Public
Health, 2021, 68, 769-780. 0.9 0

1477 Bacillaene Mediates the Inhibitory Effect of Bacillus subtilis on Campylobacter jejuni Biofilms. Applied
and Environmental Microbiology, 2021, 87, e0295520. 1.4 23

1478 High-throughput sequencing reveals genetic determinants associated with antibiotic resistance in
Campylobacter spp. from farm-to-fork. PLoS ONE, 2021, 16, e0253797. 1.1 17

1479 How does feedback from phage infections influence the evolution of phase variation in
Campylobacter?. PLoS Computational Biology, 2021, 17, e1009067. 1.5 3

1480 Multi-Omics Approach Reveals the Potential Core Vaccine Targets for the Emerging Foodborne
Pathogen Campylobacter jejuni. Frontiers in Microbiology, 2021, 12, 665858. 1.5 7

1481 Bioinformatic Analysis of the Campylobacter jejuni Type VI Secretion System and Effector Prediction.
Frontiers in Microbiology, 2021, 12, 694824. 1.5 10

1482
Genes Linking Copper Trafficking and Homeostasis to the Biogenesis and Activity of the cbb3-Type
Cytochrome c Oxidase in the Enteric Pathogen Campylobacter jejuni. Frontiers in Microbiology, 2021,
12, 683260.

1.5 4

1483 Whole genome sequencing of Campylobacter in agri-food surveillance. Current Opinion in Food
Science, 2021, 39, 130-139. 4.1 5

1484 Campylobacter phages use hypermutable polyG tracts to create phenotypic diversity and evade
bacterial resistance. Cell Reports, 2021, 35, 109214. 2.9 15

1485 Staphylococcus aureus enhances biofilm formation, aerotolerance, and survival of Campylobacter
strains isolated from retail meats. Scientific Reports, 2021, 11, 13837. 1.6 12

1486 Complete Genome Sequence of Campylobacter jejuni Strain G1, Isolated from a Patient with
Guillain-BarrÃ© Syndrome. Microbiology Resource Announcements, 2021, 10, e0050521. 0.3 1

1487

Antimicrobial Efficacy and Spectrum of Phosphorous-Fluorine Co-Doped TiO2 Nanoparticles on the
Foodborne Pathogenic Bacteria Campylobacter jejuni, Salmonella Typhimurium, Enterohaemorrhagic E.
coli, Yersinia enterocolitica, Shewanella putrefaciens, Listeria monocytogenes and Staphylococcus
aureus. Foods, 2021, 10, 1786.

1.9 9

1488 Phase Variation During Host Colonization and Invasion by Campylobacter jejuni and Other
Campylobacter Species. Frontiers in Microbiology, 2021, 12, 705139. 1.5 13

1489 Campylobacter jejuni genotypes are associated with post-infection irritable bowel syndrome in
humans. Communications Biology, 2021, 4, 1015. 2.0 24

1490 Effect of Methionine Supplementation on Rumen Microbiota, Fermentation, and Amino Acid
Metabolism in In Vitro Cultures Containing Nitrate. Microorganisms, 2021, 9, 1717. 1.6 13

1491 Membrane Sensor Histidine Kinases: Insights from Structural, Ligand and Inhibitor Studies of
Full-Length Proteins and Signalling Domains for Antibiotic Discovery. Molecules, 2021, 26, 5110. 1.7 11

1492
Stabilizing Genetically Unstable Simple Sequence Repeats in the Campylobacter jejuni Genome by
Multiplex Genome Editing: a Reliable Approach for Delineating Multiple Phase-Variable Genes. MBio,
2021, 12, e0140121.

1.8 2



83

Citation Report

# Article IF Citations

1494 Antibiofilm Potential of <i>Lavandula</i> Preparations against Campylobacter jejuni. Applied and
Environmental Microbiology, 2021, 87, e0109921. 1.4 10

1495 Functional Characterization of Two PLP-Dependent Enzymes Involved in Capsular Polysaccharide
Biosynthesis from <i>Campylobacter jejuni</i>. Biochemistry, 2021, 60, 2836-2843. 1.2 8

1496 Sirtuin-Dependent Reversible Lysine Acetylation Controls the Activity of Acetyl Coenzyme A Synthetase
in Campylobacter jejuni. Journal of Bacteriology, 2021, 203, e0033321. 1.0 2

1497 Quantification of Campylobacter jejuni gene expression after successive stresses mimicking poultry
slaughtering steps. Food Microbiology, 2021, 98, 103795. 2.1 2

1498 Feeling the Heat: The Campylobacter jejuni HrcA Transcriptional Repressor Is an Intrinsic Protein
Thermosensor. Biomolecules, 2021, 11, 1413. 1.8 4

1499 Crystal structures of a dual coenzyme specific glyceraldehyde-3-phosphate dehydrogenase from the
enteric pathogen Campylobacter jejuni. Journal of Molecular Structure, 2021, 1242, 130820. 1.8 2

1500 Structureâ€“function studies of the C3/C5 epimerases and C4 reductases of the Campylobacter jejuni
capsular heptose modification pathways. Journal of Biological Chemistry, 2021, 296, 100352. 1.6 12

1501 Binding of Campylobacter jejuni FliW Adjacent to the CsrA RNA-Binding Pockets Modulates CsrA
Regulatory Activity. Frontiers in Microbiology, 2020, 11, 531596. 1.5 3

1502 Natural Competence and Horizontal Gene Transfer in Campylobacter. Current Topics in Microbiology
and Immunology, 2021, 431, 265-292. 0.7 14

1503 The Genus Campylobacter. , 2006, , 119-138. 9

1504 Campylobacter Infections. , 2009, , 189-211. 2

1505 Where Does Campylobacter Come From? A Molecular Odyssey. Advances in Experimental Medicine and
Biology, 2010, 659, 47-56. 0.8 10

1506 The Influence of Genomics on the Molecular Epidemiology of Nosocomial Pathogens. , 2002, , 113-131. 3

1507 Campylobacter. , 2006, , 63-90. 2

1508 Characterization of Lipid-Linked Oligosaccharides by Mass Spectrometry. Methods in Molecular
Biology, 2010, 600, 187-197. 0.4 4

1509 Human Gangliosides and Bacterial Lipo-oligosaccharides in the Development of Autoimmune
Neuropathies. Methods in Molecular Biology, 2010, 600, 51-65. 0.4 19

1510 Random Mutagenesis Strategies for Campylobacter and Helicobacter Species. Methods in Molecular
Biology, 2010, 634, 37-52. 0.4 3

1511 Network Analysis and Protein Function Prediction with the PRODISTIN Web Site. Methods in
Molecular Biology, 2012, 804, 313-326. 0.4 2



84

Citation Report

# Article IF Citations

1512 Bacterial Polysaccharides: An Overview. , 2015, , 81-108. 8

1513 About Campylobacter spp.. , 2016, , 1-18. 2

1514 Ehrlichia. , 2009, , 117-164. 2

1515 Biogenesis of Cytochrome c Complexes: From Insertion of Redox Cofactors to Assembly of Different
Subunits. Advances in Photosynthesis and Respiration, 2016, , 527-554. 1.0 6

1516 Campylobacter jejuni and Related Species. , 2010, , 2793-2802. 11

1517 Identification of an oxidative stress-sensitive protein from Campylobacter jejuni, homologous to
rubredoxin oxidoreductase/rubrerythrin. FEMS Microbiology Letters, 2004, 235, 57-63. 0.7 18

1518 Purification, characterization and sequence analysis of Omp50,a new porin isolated from
Campylobacter jejuni. Biochemical Journal, 2000, 352, 637-643. 1.7 32

1519 Phase-variable bacterial loci: how bacteria gamble to maximise fitness in changing environments.
Biochemical Society Transactions, 2019, 47, 1131-1141. 1.6 57

1520 Fluoroquinolone-resistant <I>Campylobacter</I> in animal reservoirs: dynamics of development,
resistance mechanisms and ecological fitness. Animal Health Research Reviews, 2003, 4, 63-71. 1.4 56

1522 Introducing Evolutionary Thinking For Medicine. , 2007, , 3-16. 6

1523 Global spatial patterns of infectious diseases and human evolution. , 2007, , 19-30. 7

1524 Human genetic variation of medical significance. , 2007, , 51-62. 1

1525 Intimate relations: Evolutionary conflicts of pregnancy and childhood. , 2007, , 65-76. 5

1526 How hormones mediate trade-offs in human health and disease. , 2007, , 77-94. 12

1527 Functional significance of MHC variation in mate choice, reproductive outcome, and disease risk. ,
2007, , 95-108. 3

1528 The ecology and evolution of antibiotic-resistant bacteria. , 2007, , 125-138. 9

1529 Pathogen evolution in a vaccinated world. , 2007, , 139-152. 11

1530 The evolution and expression of virulence. , 2007, , 153-168. 30



85

Citation Report

# Article IF Citations

1531 Evolutionary origins of diversity in human viruses. , 2007, , 169-184. 2

1532 The population structure of pathogenic bacteria. , 2007, , 185-198. 4

1533 Emergence of new infectious diseases. , 2007, , 215-228. 7

1534 Evolutionary biology as a foundation for studying aging and aging-related disease. , 2007, , 241-252. 3

1535 Evolution, developmental plasticity, and metabolic disease. , 2007, , 253-264. 8

1536 Lifestyle, diet, and disease: comparative perspectives on the determinants of chronic health risks. ,
2007, , 265-276. 8

1538 A novel paralogous gene family involved in phase-variable flagella-mediated motility in Campylobacter
jejuni. Microbiology (United Kingdom), 2002, 148, 473-480. 0.7 149

1539 Sinorhizobial chemotaxis: a departure from the enterobacterial paradigm a aTo Professor Wolfram
Heumann on his 87th birthday.. Microbiology (United Kingdom), 2002, 148, 627-631. 0.7 43

1540
Identification of genetic differences between two Campylobacter jejuni strains with different
colonization potentials The GenBank accession numbers for the sequences reported in this paper can
be found in Table 2.. Microbiology (United Kingdom), 2002, 148, 1203-1212.

0.7 91

1541 Quorum sensing in Campylobacter jejuni: detection of a luxS encoded signalling molecule.
Microbiology (United Kingdom), 2002, 148, 1475-1481. 0.7 139

1542 Mutational and transcriptional analysis of the Campylobacter jejuni flagellar biosynthesis gene flhB.
Microbiology (United Kingdom), 2002, 148, 1679-1685. 0.7 16

1543 Activation of the transcription factor NF-ÎºB by Campylobacter jejuni. Microbiology (United Kingdom),
2002, 148, 2753-2763. 0.7 49

1544 PhasomeIt: an â€˜omicsâ€™ approach to cataloguing the potential breadth of phase variation in the genus
Campylobacter. Microbial Genomics, 2018, 4, . 1.0 17

1545 Domestication of Campylobacter jejuni NCTC 11168. Microbial Genomics, 2019, 5, . 1.0 26

1546 Phage exposure causes dynamic shifts in the expression states of specific phase-variable genes of
Campylobacter jejuni. Microbiology (United Kingdom), 2017, 163, 911-919. 0.7 35

1547 Random sorting of Campylobacter jejuni phase variants due to a narrow bottleneck during
colonization of broiler chickens. Microbiology (United Kingdom), 2018, 164, 896-907. 0.7 13

1548 FliW controls growth-phase expression of Campylobacter jejuni flagellar and non-flagellar proteins
via the post-transcriptional regulator CsrA. Microbiology (United Kingdom), 2018, 164, 1308-1319. 0.7 29

1549 Ciprofloxacin-induced persister-cells in Campylobacter jejuni. Microbiology (United Kingdom), 2020,
166, 849-853. 0.7 6



86

Citation Report

# Article IF Citations

1550 Pumping iron: mechanisms for iron uptake by Campylobacter. Microbiology (United Kingdom), 2009, 155,
3157-3165. 0.7 67

1551 Modification of the Campylobacter jejuni flagellin glycan by the product of the Cj1295
homopolymeric-tract-containing gene. Microbiology (United Kingdom), 2010, 156, 1953-1962. 0.7 50

1552 From food to cell: nutrient exploitation strategies of enteropathogens. Microbiology (United) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 662 Td (Kingdom), 2014, 160, 1020-1039.0.7 63

1556 Classification and phylogeny of hydrogenases. FEMS Microbiology Reviews, 2001, 25, 455-501. 3.9 882

1557 Population Biology of Campylobacter jejuni and Related Organisms. , 0, , 27-40. 8

1558 Complexity and Versatility in the Physiology and Metabolism of Campylobacter jejuni. , 0, , 41-61. 33

1559 Comparative Genomics of Campylobacter Species Other than Campylobacter jejuni. , 0, , 73-95. 5

1561 Campylobacter and Arcobacter. , 0, , 49-65. 3

1562 Antimicrobial Resistance in<i>Campylobacter</i>. , 0, , 269-291. 3

1564 Natural Transformation, Recombination, and Repair. , 0, , 249-257. 5

1565 Gene Regulation. , 0, , 321-334. 9

1566 Type IV Secretion Machinery. , 0, , 179-221. 3

1567 Comparative Fingerprinting Analysis ofCampylobacter jejuni subsp. jejuni Strains by Amplified-Fragment
Length Polymorphism Genotyping. Journal of Clinical Microbiology, 2000, 38, 3379-3387. 1.8 40

1568 EULER-PCR: FINISHING EXPERIMENTS FOR REPEAT RESOLUTION. , 2001, , . 6

1569 The crucial role of Campylobacter jejuni genes in anti-ganglioside antibody induction in Guillain-BarrÃ©
syndrome. Journal of Clinical Investigation, 2004, 114, 1659-1665. 3.9 111

1570 A Novel Campylobacter jejuni Sequence Type from a Culture-Negative Patient in The Gambia. PLoS ONE,
2008, 3, e1773. 1.1 6

1571 Acquisition and Evolution of Plant Pathogenesisâ€“Associated Gene Clusters and Candidate
Determinants of Tissue-Specificity in Xanthomonas. PLoS ONE, 2008, 3, e3828. 1.1 89

1572 Histidine Residue 94 Is Involved in pH Sensing by Histidine Kinase ArsS of Helicobacter pylori. PLoS ONE,
2009, 4, e6930. 1.1 43



87

Citation Report

# Article IF Citations

1573 Genomic Characterization of the Guillain-Barre Syndrome-Associated Campylobacter jejuni
ICDCCJ07001 Isolate. PLoS ONE, 2010, 5, e15060. 1.1 32

1574 Identification of a Key Amino Acid of LuxS Involved in AI-2 Production in Campylobacter jejuni. PLoS
ONE, 2011, 6, e15876. 1.1 31

1575 Whole-Genome Comparison of Two Campylobacter jejuni Isolates of the Same Sequence Type Reveals
Multiple Loci of Different Ancestral Lineage. PLoS ONE, 2011, 6, e27121. 1.1 25

1576 Insights into the Transposable Mobilome of Paracoccus spp. (Alphaproteobacteria). PLoS ONE, 2012, 7,
e32277. 1.1 42

1577 Structural Heterogeneity of Terminal Glycans in Campylobacter jejuni Lipooligosaccharides. PLoS
ONE, 2012, 7, e40920. 1.1 16

1578 Signal Balancing by the CetABC and CetZ Chemoreceptors Controls Energy Taxis in Campylobacter
jejuni. PLoS ONE, 2013, 8, e54390. 1.1 38

1579 Campylobacter jejuni pdxA Affects Flagellum-Mediated Motility to Alter Host Colonization. PLoS ONE,
2013, 8, e70418. 1.1 12

1580 The Complete Campylobacter jejuni Transcriptome during Colonization of a Natural Host Determined
by RNAseq. PLoS ONE, 2013, 8, e73586. 1.1 59

1581 The Campylobacter jejuni Cj0268c Protein Is Required for Adhesion and Invasion In Vitro. PLoS ONE,
2013, 8, e81069. 1.1 12

1582 High Frequency, Spontaneous motA Mutations in Campylobacter jejuni Strain 81-176. PLoS ONE, 2014, 9,
e88043. 1.1 17

1583 Comparative Variation within the Genome of Campylobacter jejuni NCTC 11168 in Human and Murine
Hosts. PLoS ONE, 2014, 9, e88229. 1.1 34

1584
Divergent Distribution of the Sensor Kinase CosS in Non-Thermotolerant Campylobacter Species and
Its Functional Incompatibility with the Response Regulator CosR of Campylobacter jejuni. PLoS ONE,
2014, 9, e89774.

1.1 5

1585 Analysis of Resistance to Antimicrobials and Presence of Virulence/Stress Response Genes in
Campylobacter Isolates from Patients with Severe Diarrhoea. PLoS ONE, 2015, 10, e0119268. 1.1 41

1586 Prevention of Biofilm Formation and Removal of Existing Biofilms by Extracellular DNases of
Campylobacter jejuni. PLoS ONE, 2015, 10, e0121680. 1.1 38

1587 Genetic Basis and Functional Consequences of Differential Expression of the CmeABC Efflux Pump in
Campylobacter jejuni Isolates. PLoS ONE, 2015, 10, e0131534. 1.1 36

1588 Updated Campylobacter jejuni Capsule PCR Multiplex Typing System and Its Application to Clinical
Isolates from South and Southeast Asia. PLoS ONE, 2015, 10, e0144349. 1.1 50

1589 High Throughput Method for Analysis of Repeat Number for 28 Phase Variable Loci of Campylobacter
jejuni Strain NCTC11168. PLoS ONE, 2016, 11, e0159634. 1.1 20

1590 Genetic Characteristics and Multiple-PCR Development for Capsular Identification of Specific
Serotypes of Campylobacter jejuni. PLoS ONE, 2016, 11, e0165159. 1.1 7



88

Citation Report

# Article IF Citations

1591 Campylobacter jejuni transcriptome changes during loss of culturability in water. PLoS ONE, 2017, 12,
e0188936. 1.1 13

1592 Horizontal genetic exchange of chromosomally encoded markers between Campylobacter jejuni cells.
PLoS ONE, 2020, 15, e0241058. 1.1 10

1593 Salmonella enterica serovar-specific transcriptional reprogramming of infected cells. PLoS
Pathogens, 2017, 13, e1006532. 2.1 42

1594
Characterization of antimicrobial resistance and application of RFLP for epidemiological monitoring
of thermophilic Campylobacter spp. isolated from dogs and humans in Korea. Korean Journal of
Veterinary Research, 2014, 54, 91-99.

0.2 3

1595 Campylobacter : stress response and resistance. , 2005, , 279-308. 6

1596 Understanding pathogen survival and resistance in the food chain. , 2005, , 391-421. 3

1597 Comparison of the localization and post-translational modification of Campylobacter coli CjaC and
its homolog from Campylobacter jejuni, Cj0734c/HisJ.. Acta Biochimica Polonica, 2007, 54, 143-150. 0.3 11

1599 Prevalence of Four Virulence Genes in Campylobacter jejuni Determined by PCR and Sequence Analysis.
, 2005, 9, 211. 1

1600
Genes coding for virulence determinants of Campylobacter jejuni in human clinical and cattle isolates
from Alberta, Canada, and their potential role in colonization of poultry. International Microbiology,
2011, 14, 25-32.

1.1 50

1601 Molecular Epidemiology and Antimicrobial Resistance of Campylobacter coli from Caeca and Carcass
of Poultry in Lebanon. Acta Scientific Microbiology, 2018, 1, 63-70. 0.0 6

1602 Comparative genomics of Helicobacter pylori. World Journal of Gastroenterology, 2009, 15, 3984. 1.4 21

1603 Polyphosphate and associated enzymes as global regulators of stress response and virulence
in<i>Campylobacter jejuni</i>. World Journal of Gastroenterology, 2016, 22, 7402. 1.4 20

1604 Identification of temperature regulated factors of &lt;em&gt;Campylobacter jejuni&lt;/em&gt; and their
potential roles in virulence. AIMS Microbiology, 2017, 3, 885-898. 1.0 5

1605 Screening of Genes Expressed In Vivo During Interaction Between Chicken and Campylobacter jejuni.
Journal of Microbiology and Biotechnology, 2014, 24, 217-224. 0.9 12

1606 GeneWiz browser: An Interactive Tool for Visualizing Sequenced Chromosomes. Standards in Genomic
Sciences, 2009, 1, 204-215. 1.5 18

1607 Restraint Induces Sickness Responses Independent of Injection with Epstein-Barr Virus (EBV)-Encoded
dUTPase. Journal of Behavioral and Brain Science, 2014, 04, 491-505. 0.2 3

1608 Enteropathogen antibody dynamics and force of infection among children in low-resource settings.
ELife, 2019, 8, . 2.8 26

1609 Reduced Infection Efficiency of Phage NCTC 12673 on Non-Motile Campylobacter jejuni Strains Is
Related to Oxidative Stress. Viruses, 2021, 13, 1955. 1.5 4



89

Citation Report

# Article IF Citations

1610 Correlation between phenotypes of restriction / modification systems and efficiency of
transformation in Campylobacter jejuni. GSC Biological and Pharmaceutical Sciences, 2021, 17, 176-185. 0.1 0

1611 Multivalent poultry vaccine development using Protein Glycan Coupling Technology. Microbial Cell
Factories, 2021, 20, 193. 1.9 7

1612 Virulence factors of foodborne pathogen Campylobacter jejuni. Microbial Pathogenesis, 2021, 161,
105265. 1.3 21

1613 The agenda for the microbiologist. , 2000, , 655-662. 0

1614 Campylobacter jejuni / coli und Guillain -BarrÃ©-Syndrom. , 2001, , 103-112. 2

1617 New Aspects of Human Campylobacteriosis. Japanese Journal of Food Microbiology, 2003, 20, 91-97. 0.3 1

1619 Campylobacter Species. , 2003, , . 0

1620 Genome Signature Comparisons of the Proteobacteria. , 2004, , 195-206. 0

1623 Helicobacter pylori Evolution: Lineage-Specific Adaptations in Homologs of Eukaryotic Sel1-Like Genes.
PLoS Computational Biology, 2005, preprint, e151. 1.5 0

1624 Evidence of a large novel gene pool associated with prokaryotic genomic islands. PLoS Genetics, 2005,
preprint, e62. 1.5 0

1625 The development of pathogenicity. , 2005, , 78-98. 0

1626 Campylobacter and related infections. , 2006, , 259-287. 0

1627 Campylobacter. , 2006, , 476-521. 1

1629 The evolutionary context of human aging and degenerative disease. , 2007, , 301-312. 2

1630 Health consequences of ecogenetic variation. , 2007, , 43-50. 1

1631 Cancer as a microevolutionary process. , 2007, , 289-300. 0

1632 Evolution of parasites. , 2007, , 229-238. 6

1633 Perspectives on human health and disease from evolutionary and behavioral ecology. , 2007, , 109-122. 1



90

Citation Report

# Article IF Citations

1634 Medically relevant variation in the human genome. , 2007, , 31-42. 0

1635 Cancer: evolutionary origins of vulnerability. , 2007, , 277-288. 0

1636 Whole-genome analysis of pathogen evolution. , 2007, , 199-214. 0

1637 Campylobacter jejuni and Campylobacter coli. , 2008, , 867-872. 5

1638 Antimicrobial Resistance in Helicobacter and Campylobacter. , 2009, , 847-863. 1

1639 CAMPYLOBACTER JEJUNI. , 2009, , 1709-1719. 0

1640 Accuracy Assessment of Consensus Sequence from Shotgun Sequencing. , 2011, , 3-30. 0

1641 The role of molecular mimicry in the etiology of Guillain BarrÃ© Syndrome. Makedonsko Farmacevtski
Bilten, 2011, 56, 3-12. 0.0 0

1642 Pathogenesis of Non-Hodgkin Lymphoma Derived from Infection Diseases. , 2012, , 157-180. 0

1643 Campylobacter jejuni and Campylobacter coli. , 2012, , 873-878.e5. 0

1644 The Phenotypes. SpringerBriefs in Food, Health and Nutrition, 2012, , 21-37. 0.5 0

1645 Molecular data analysis of selected housekeeping and informational genes from nineteen
Campylobacter jejuni genomes. F1000Research, 0, 2, 87. 0.8 1

1646 Campylobacter. , 2013, , 50-66. 0

1647 12.Â Molecular Typing and Differentiation. , 2015, , . 0

1648 Battle against Campylobacter Infection. Japanese Journal of Food Microbiology, 2014, 31, 144-147. 0.3 0

1649 Part I Overview. , 0, , 1-9. 0

1650 Campylobacter Species. , 0, , 263-286. 1

1651 Campylobacter Pathogenomics: Genomes and Beyond. , 0, , 160-195. 0



91

Citation Report

# Article IF Citations

1652 Bacterial Human Pathogen Genomes: an Overview. , 0, , 35-62. 1

1653 Redox Mechanisms and Reactive Oxygen Species in Antibiotic Action and Resistance. , 0, , 459-471. 1

1654 Introduction to Pathogenomics. , 0, , 1-20. 0

1655 Population Dynamics of Bacterial Pathogens. , 0, , 35-53. 0

1656 Application of Microarray Analysis to the Investigation of Host-Pathogen Interactions. , 0, , 121-140. 0

1657 The Genome. , 0, , 293-311. 0

1658
Lipooligosaccharide Core Truncations Affect the Ability of <i>Campylobacter</i> <i>jejuni</i> to
Attach to Glass and Form Biofilms under Aerobic Conditions. Japan Agricultural Research Quarterly,
2015, 49, 269-275.

0.1 0

1659 Guillain-BarrÃ© Syndrome Induced by Campylobacter jejuni. British Microbiology Research Journal, 2015,
6, 71-83. 0.2 0

1660 35. IgY antibody-based method for preventing and monitoring food pathogens. Human Health
Handbooks, 2015, , 641-656. 0.1 0

1662 Regulatory Mechanisms of Special Significance: Role of Small RNAs in Virulence Regulation. , 0, ,
491-527. 1

1663 Varying Pathogenicity of Campylobacter jejuni Isolates. , 2017, , 41-60. 1

1664 Antimicrobial Resistance in Helicobacter and Campylobacter. , 2017, , 991-1006. 0

1666

Polymerase Chain Reaction-Restriction Fragment Length Polymorphism (PCR-RFLP) Analysis of Three
Lipooligosaccharide-Associated Genes of <i>Campylobacter jejuni </i>and <i>Campylobacter coli</i>
Isolated From Animal Samples. Avicenna Journal of Clinical Microbiology and Infection, 2017, 4,
11983-11983.

0.2 0

1670 Macrolides and Fluoroquinolones Resistance Mechanisms in Campylobacters and their Incidence in
Egypt; a Review Article. Zagazig Veterinary Journal, 2019, 45, 1-19. 0.1 0

1671 Scientific committee members. Open Schools Journal for Open Science, 2019, 1, . 0.0 0

1674 Using test objects in the disinfection system when fighting agents of campylobacteriosis. NaukovÃ¬
DopovÃ¬dÃ¬ NacÃ¬onalÊ¹nogo UnÃ¬versitetu BÃ¬oresursiv Ã¬ PrirodokoristuvannÃ¢ UkraÃ¯ni, 2019, 2019, . 0.1 0

1676 Expression of Escherichia coli araE and modified lacY genes in Campylobacter jejuni is not sufficient
for arabinose transport. Access Microbiology, 2019, 1, e000042. 0.2 0

1678 Questing functions and structures of hypothetical proteins from Campylobacter jejuni: a
computer-aided approach. Bioscience Reports, 2020, 40, . 1.1 6



92

Citation Report

# Article IF Citations

1679 Comparison of Genotype and Serotype of <i>Campylobacter jejuni</i> Isolate in Tokyo. Japanese Journal
of Food Microbiology, 2020, 37, 69-74. 0.3 0

1680
Seroprevalence of antibodies against Chlamydia trachomatis and enteropathogens and distance to the
nearest water source among young children in the Amhara Region of Ethiopia. PLoS Neglected
Tropical Diseases, 2020, 14, e0008647.

1.3 6

1681 Characterization of ecotin homologs from Campylobacter rectus and Campylobacter showae. PLoS
ONE, 2020, 15, e0244031. 1.1 3

1683 Genomic Approach to Understanding Infectious Disease Mechanisms. , 2006, , 31-39. 0

1684 Protein-histidine kinase. , 2007, , 432-474. 0

1685 Issues and Countermeasures for the Risk Reduction of <i>Campylobacter</i> Food Poisoning. Japanese
Journal of Food Microbiology, 2020, 37, 119-121. 0.3 0

1688 Purification, characterization and sequence analysis of Omp50,a new porin isolated from
Campylobacter jejuni. Biochemical Journal, 2000, 352 Pt 3, 637-43. 1.7 20

1690 Resistance to Antibiotics in Thermophilic Campylobacters. Frontiers in Medicine, 2021, 8, 763434. 1.2 9

1691 RNase III-mediated processing of a trans-acting bacterial sRNA and its cis-encoded antagonist. ELife,
2021, 10, . 2.8 8

1692 Production of Vaccines Using Biological Conjugation. Methods in Molecular Biology, 2022, 2414,
281-300. 0.4 0

1693 Nature's nitrite-to-ammonia expressway, with no stop at dinitrogen. Journal of Biological Inorganic
Chemistry, 2022, 27, 1-21. 1.1 7

1694 Effect of heat stress on ileal microbial community of indigenous yellowâ€•feather broilers based on 16S
rRNA gene sequencing. Veterinary Medicine and Science, 2022, 8, 642-653. 0.6 8

1695 Application of Bacteriophages to Limit Campylobacter in Poultry Production. Frontiers in
Microbiology, 2021, 12, 458721. 1.5 16

1696 Bacterial Glycoprotein Biosynthesis. , 2022, , . 0

1697 Inhibition of AI-2 Quorum Sensing and Biofilm Formation in Campylobacter jejuni by Decanoic and
Lauric Acids. Frontiers in Microbiology, 2021, 12, 811506. 1.5 5

1698 Genomic diversity and antimicrobial resistance of Campylobacter spp. from humans and livestock in
Nigeria. Journal of Biomedical Science, 2022, 29, 7. 2.6 6

1699 Viral dUTPases: Modulators of Innate Immunity. Biomolecules, 2022, 12, 227. 1.8 2

1700
Role of substrate availability in the growth of Campylobacter co-cultured with extended spectrum
beta-lactamase-producing Escherichia coli in Bolton broth. International Journal of Food
Microbiology, 2022, 363, 109518.

2.1 6



93

Citation Report

# Article IF Citations

1701
Prevalence and whole-genome sequence analysis of Campylobacter spp. strains isolated from wild
deer and boar in Japan. Comparative Immunology, Microbiology and Infectious Diseases, 2022, 82,
101766.

0.7 4

1702 Identification of Novel Phage Resistance Mechanisms in Campylobacter jejuni by Comparative
Genomics. Frontiers in Microbiology, 2021, 12, 780559. 1.5 7

1703 Recruitment of LC3 by Campylobacter jejuni to Bacterial Invasion Site on Host Cells via the
Rac1-Mediated Signaling Pathway. Frontiers in Cellular and Infection Microbiology, 2022, 12, 829682. 1.8 4

1704 Copper toxicity towards <i>Campylobacter jejuni</i> is enhanced by the nickel chelator
dimethylglyoxime. Metallomics, 2022, 14, . 1.0 0

1705 Genomic adaptations of Campylobacter jejuni to long-term human colonization. Gut Pathogens, 2021,
13, 72. 1.6 5

1706 In-silico characterization and structure-based functional annotation of a hypothetical protein from
Campylobacter jejuni involved in propionate catabolism. Genomics and Informatics, 2021, 19, e43. 0.4 6

1707 Cloning vectors for gene delivery, integration and expression in <i>Campylobacter jejuni</i>.
BioTechniques, 2022, 72, 255-262. 0.8 2

1708 PCR Basics. , 2006, , 1-25. 0

1786 Engineering a suite of E. coli strains for enhanced expression of bacterial polysaccharides and
glycoconjugate vaccines. Microbial Cell Factories, 2022, 21, 66. 1.9 5

1787 In vitro protein expression profile of Campylobacter jejuni strain NCTC11168 by two-dimensional gel
electrophoresis and mass spectrometry. Biomedical and Environmental Sciences, 2013, 26, 48-53. 0.2 2

1789
Zoonotic Transmission of Campylobacter jejuni to Caretakers From Sick Pen Calves Carrying a Mixed
Population of Strains With and Without Guillain BarrÃ© Syndrome-Associated Lipooligosaccharide
Loci. Frontiers in Microbiology, 2022, 13, 800269.

1.5 3

1790 Live-Attenuated Oral Vaccines to Reduce Campylobacter Colonization in Poultry. Vaccines, 2022, 10,
685. 2.1 9

1791 Insights into the Virulence of Campylobacter jejuni Associated with Two-Component Signal
Transduction Systems and Single Regulators. Microbiology Research, 2022, 13, 188-200. 0.8 0

1792 Whole Genome Sequencing Identifies Novel Mutations Associated With Bedaquiline Resistance in
Mycobacterium tuberculosis. Frontiers in Cellular and Infection Microbiology, 2022, 12, . 1.8 17

1793 Monitoring AMR in Campylobacter jejuni from Italy in the last 10 years (2011â€“2021): Microbiological
and WGS data risk assessment. EFSA Journal, 2022, 20, . 0.9 9

1796 Bacterial Pathogens in Food: Modern Safety Criteria and Methods of Molecular Genetic Analysis.
Bulletin of Experimental Biology and Medicine, 2022, 173, 169-181. 0.3 1

1797 Genomic Analysis Reveals That Isolation Temperature on Selective Media Introduces Genetic Variation
in Campylobacter jejuni from Bovine Feces. Pathogens, 2022, 11, 678. 1.2 1

1798 Posttranscriptional Regulation in Response to Different Environmental Stresses in Campylobacter
jejuni. Microbiology Spectrum, 2022, 10, . 1.2 1



94

Citation Report

# Article IF Citations

1799 Isolation and Identification of <i>Campylobacter</i> spp. from Food and Food-Related Environment. ,
0, , . 1

1801 Resistome Analysis of Campylobacter jejuni Strains Isolated from Human Stool and Primary Sterile
Samples in Croatia. Microorganisms, 2022, 10, 1410. 1.6 2

1802 Substrate Utilisation and Energy Metabolism in Non-Growing Campylobacter jejuni M1cam.
Microorganisms, 2022, 10, 1355. 1.6 3

1808 Impact of <i>Bacillus subtilis</i> Antibiotic Bacilysin and <i>Campylobacter jejuni</i> Efflux Pumps on
Pathogen Survival in Mixed Biofilms. Microbiology Spectrum, 2022, 10, . 1.2 3

1809 Campylobacter biofilms. Microbiological Research, 2022, 264, 127149. 2.5 6

1810 Metaphenotypes associated with recurrent genomic lineages of Campylobacter jejuni responsible for
human infections in Luxembourg. Frontiers in Microbiology, 0, 13, . 1.5 4

1811 Biotechnology applications in precision food. , 2022, , 197-222. 1

1812 Development of Fluoroquinolone Resistance through Antibiotic Tolerance in Campylobacter jejuni.
Microbiology Spectrum, 2022, 10, . 1.2 4

1814 <i>In vitro</i> antibacterial activity of OPS-2071 against Gram-positive and Gram-negative
enteropathogenic bacteria. Journal of Antimicrobial Chemotherapy, 2022, 77, 3248-3255. 1.3 1

1815 Pan-Genome Analysis of Campylobacter: Insights on the Genomic Diversity and Virulence Profile.
Microbiology Spectrum, 2022, 10, . 1.2 8

1816 Bacterial glycosylation, itâ€™s complicated. Frontiers in Molecular Biosciences, 0, 9, . 1.6 4

1817 Roles of Aerotolerance, Biofilm Formation, and Viable but Non-Culturable State in the Survival of
Campylobacter jejuni in Poultry Processing Environments. Microorganisms, 2022, 10, 2165. 1.6 9

1818 Polar localization of CheO under hypoxia promotes Campylobacter jejuni chemotactic behavior
within host. PLoS Pathogens, 2022, 18, e1010953. 2.1 0

1819 Computational Genomic Signatures. Synthesis Lectures on Biomedical Engineering, 2011, , . 0.1 0

1820 Multi-Drug Resistant Campylobacter jejuni of Poultry Origin in Ado-Ekiti, Nigeria. Journal of Advances
in Microbiology, 0, , 107-114. 0.2 0

1821 Diverse Sensory Repertoire of Paralogous Chemoreceptors Tlp2, Tlp3, and Tlp4 in <i>Campylobacter
jejuni</i>. Microbiology Spectrum, 2022, 10, . 1.2 4

1823 Campylobacter jejuni and Campylobacter coli. , 2023, , 919-922.e2. 0

1824 Whole-Genome and Plasmid Comparative Analysis of Campylobacter jejuni from Human Patients in
Toyama, Japan, from 2015 to 2019. Microbiology Spectrum, 2023, 11, . 1.2 5



95

Citation Report

# Article IF Citations

1827 The Missing Pieces: The Role of Secretion Systems in Campylobacter jejuni Virulence. Biomolecules,
2023, 13, 135. 1.8 6

1828 Breaking the Photostability and pH Limitation of Haloâ€•Fluoresceins through Chitosan Conjugation.
Advanced Materials, 2023, 35, . 11.1 0

1829 Campylobacter in aquatic and terrestrial mammals is driven by life traits: A systematic review and
meta-analysis. Frontiers in Ecology and Evolution, 0, 11, . 1.1 0

1830 Stimulation of Surface Polysaccharide Production under Aerobic Conditions Confers Aerotolerance
in Campylobacter jejuni. Microbiology Spectrum, 2023, 11, . 1.2 2

1831 Unique dimeric structure of the DUF2891 family protein CJ0554 from Campylobacter jejuni. Biochemical
and Biophysical Research Communications, 2023, 655, 11-17. 1.0 0

1832 Molecular level insight of thiocyanate degradation by Pseudomonas putida TDB-1 under a high arsenic
and alkaline condition. Science of the Total Environment, 2023, 874, 162578. 3.9 2

1834 Molecular characterization of Arcobacter butzleri isolates from poultry in rural Ghana. Frontiers in
Cellular and Infection Microbiology, 0, 13, . 1.8 5

1835 The Role of <i>luxS</i> in Campylobacter jejuni Beyond Intercellular Signaling. Microbiology
Spectrum, 2023, 11, . 1.2 4

1837 Molecular Targets in Campylobacter Infections. Biomolecules, 2023, 13, 409. 1.8 2

1838 The Development of Gut Microbiota and Its Changes Following C. jejuni Infection in Broilers. Vaccines,
2023, 11, 595. 2.1 3

1839 Cj0683 Is a Competence Protein Essential for Efficient Initialization of DNA Uptake in Campylobacter
jejuni. Biomolecules, 2023, 13, 514. 1.8 0

1840 Application of TraDIS to define the core essential genome of Campylobacter jejuni and Campylobacter
coli. BMC Microbiology, 2023, 23, . 1.3 1

1841 Growth kinetics and fitness of fluoroquinolone resistant and susceptible Campylobacter jejuni
strains of cattle origin. Frontiers in Veterinary Science, 0, 10, . 0.9 0

1859 Campylobacter. , 2024, , 1097-1132. 0

1860 Antibiotic Resistance in Campylobacter: Mechanisms, Resistance Emergence, Therapy, and Future
Perspective. , 0, , . 0

1869 Campylobacter: Virulence Factors and Pathogenesis. , 0, , . 0


