
Citation Report
Listjofjarticlesjciting

XtalView/Xfit--Alversatilelprogramlforlmanipulatingl
atomiclcoordinateslandlelectronldensity

DOI:l10.1006/jsbi.1999.4094
lJournalloflStructurallBiology,l1999,l125,l156-65.

Source:jhttps://exaly.com/paperypdf/30914732/citationyreport.pdf

Version:j2024y04y23j

Thisjreportjhasjbeenjgeneratedjbasedjonjthejcitationsjrecordedjbyjexaly.comjforjthejabovejarticle.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.



m Paper IF Citations

2040
oiscoveryHofH
₁cisU[UP{P_†Q_U₁PbUqluoroUYTYUdimethylUZT[UdihydroYsindenU_UylQcarbamoylβUZUmethoxyUbTcUdihydroUYTaUnaphthyridinUaP_sQyl}carbonylQcyclobutylβaceticH
lcidHP lvUcZcqQHasHaH{otentTH–electiveTHandHzrallyHlvailableHyovelH†etinoicHlcidH†eceptorU†elatedH
zrphanH†eceptorHtHtnverseHlgonistVH

2039 lminoHlcidH†esiduesH†ecognizingHtsomericHrlutamateH–ubstratesHinH·o{yacetylmuramicH
acidlalanineUglutamateH–ynthetasesVH

2038 tdentificationHofHyovelTH{otentTHandHzrallyHlvailableHrnyZHtnhibitorsHwithH ypeHtHsalfHmindingHxodeVH

2037 oiscoveryHofH lvUZbZeHlHyovelTH{otentTHandHzrallyHlctiveH†eninHtnhibitorVH

2036 –tructureUmasedHoesignHofHl–vYHtnhibitorsHasH{otentialHlgentsHforHseartHqailureVH

2035 –tructureUmasedHoesignHandH–ynthesisHofH[lminoUYT_Udihydro]spyrazolopyridinU]UoneHoerivativesH
asH yrosineHvinaseHZHtnhibitorsVH

2034 llterationHofHtheHreductionHpotentialHofHtheH₁]qeU]–βPZSWSQHclusterHofHlzotobacterHvinelandiiH
ferredoxinHtVHJournaliofiBiologicaliChemistryTH1999THZb]TH[a]bdUcb 5.4 24

2033 nrystalHstructureHofHtranshydrogenaseHdomainHtttHatHYVZHlHresolutionVH1999THaTHYYZaU[Y 55

2032 –tructureHofHacetylcholinesteraseHcomplexedHwithHPUQUgalanthamineHatHZV[HlHresolutionVH1999TH]a[TH[ZYUa 220

2031 plectronHcrystalHstructureHofHanH†ylHpolymeraseHttHtranscriptionHelongationHcomplexVH1999THdcTHbdYUc 69

2030 –tructureHofHtheHoylHrepairHenzymeHendonucleaseHtVHandHitsHoylHcomplexeHdoubleUnucleotideH
flippingHatHabasicHsitesHandHthreeUmetalUionHcatalysisVH1999THdcTH[dbU]Xc 237

2029 yUterminalHdomainHswappingHandHmetalHionHbindingHinHnitricHoxideHsynthaseHdimerizationVH1999THYcTHaZbYUcY 94

2028
–tructureUfunctionHcorrelationsHofHtheHreactionHofHreducedHnicotinamideHanaloguesHwithH
pUhydroxybenzoateHhydroxylaseHsubstitutedHwithHaHseriesHofHcUsubstitutedHflavinsVHBiochemistryTH
1999TH[cTHYaa[aU]b

3.2 27

2027  heHpenultimateHrotamerHlibraryVH2000TH]XTH[cdU]Xc 849

2026 lbHinitioHstructureHdeterminationHofHtheHlantibioticHmersacidinVHActaiCrystallographicaiSectioniD:i
BiologicaliCrystallographyTH2000TH_aTHbX_UY[ 25

2025 nrystalHstructureHofHtheHbacterialHconjugationHrepressorHfinzVH2000THbTH_a_Ud 36

2024 nurrentHstateHofHautomatedHcrystallographicHdataHanalysisVH2000THbH–upplTHdbcUcY 64
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2023 xuXYXdHisHanHenzymeHthatHisHbothHanHinositolHmonophosphataseHandHtheHOmissingOHarchaealH
fructoseUYTaUbisphosphataseVH2000THbTHYX]aU_X 78

2022 oylUboundHstructuresHandHmutantsHrevealHabasicHoylHbindingHbyHl{pYHandHoylHrepairH
coordinationH₁correctedβVH2000TH]X[TH]_YUa 578

2021 –higaUlikeHtoxinsHareHneutralizedHbyHtailoredHmultivalentHcarbohydrateHligandsVH2000TH]X[THaadUbZ 772

2020 sowHselfUtoleranceHandHtheHimmunosuppressiveHdrugHqv_XaHpreventHmUcellHmitogenesisVH2000TH]X[THabZUa 147

2019 norrectioneH heHthymineHglycosylaseHxmo]HcanHbindHtoHtheHproductHofHdeaminationHatHmethylatedH
nprHsitesVH2000TH]X]TH_Z_U_Z_ 2

2018 prratumeHoylUboundHstructuresHandHmutantsHrevealHabasicHoylHbindingHbyHl{pYHandHoylHrepairH
coordinationVH2000TH]X]TH_Z_U_Z_ 3

2017 norrectioneH–ignallingHthroughHno[XHprotectsHagainstHautoimmuneHdiabetesHmediatedHbyHnocH H
cellsVH2000TH]XbTH]Y[U]Y[ 4

2016 prratumeHsowHselfUtoleranceHandHtheHimmunosuppressiveHdrugHqv_XaHpreventHmUcellHmitogenesisVH
2000TH]XbTH]Y[U]Y[ 3

2015 lHmutantH–higaUlikeHtoxinHtteHboundHtoHitsHreceptorHrbP[QeHstructureHofHaHgroupHttH–higaUlikeHtoxinH
withHalteredHbindingHspecificityVH2000THcTHZ_[Ua] 32

2014 –tructureHandHselfUassociationHofHtheH†ousHsarcomaHvirusHcapsidHproteinVH2000THcTHaYbUZc 104

2013 nrystalHstructureHofHaHmethyltetrahydrofolateUHandHcorrinoidUdependentHmethyltransferaseVH2000TH
cTHcYbU[X 62

2012
tntegrityHofHthermusHthermophilusHcytochromeHc__ZHsynthesizedHbyHpscherichiaHcoliHcellsHexpressingH
theHhostUspecificHcytochromeHcHmaturationHgenesTHccmlmnopqrseHbiochemicalTHspectralTHandH
structuralHcharacterizationHofHtheHrecombinantHproteinVH2000THdTHZXb]Uc]

49

2011
nrystalHstructureHofHaH–taphylococcusHaureusHproteinHlHdomainHcomplexedHwithHtheHqabHfragmentHofH
aHhumanHtgxHantibodyeHstructuralHbasisHforHrecognitionHofHmUcellHreceptorsHandHsuperantigenHactivityVH
2000THdbTH_[ddU]X]

390

2010 ·racilUoylHglycosylaseUoylHsubstrateHandHproductHstructureseHconformationalHstrainHpromotesH
catalyticHefficiencyHbyHcoupledHstereoelectronicHeffectsVH2000THdbTH_Xc[Uc 223

2009
 heHcrystalHstructureHofHphosphoglucoseHisomeraseWautocrineHmotilityHfactorWneuroleukinH
complexedHwithHitsHcarbohydrateHphosphateHinhibitorsHsuggestsHitsHsubstrateWreceptorHrecognitionVH
JournaliofiBiologicaliChemistryTH2000THZb_THZ[Y_]UaX

5.4 45

2008 –tructureHofHn]ZoHlzotobacterHvinelandiiHqdtVHlHnysUXUXUlspUXUXUnysHmotifHligatesHanHairUstableH
₁]qeU]–βZSWSHclusterVHJournaliofiBiologicaliChemistryTH2000THZb_TH[adb]Uc[ 5.4 19

2007 lctiveHandHinhibitedHhumanHcatalaseHstructureseHligandHandHylo{sHbindingHandHcatalyticH
mechanismVHJournaliofiMoleculariBiologyTH2000THZdaTHZd_U[Xd 6.5 327

2006 –ubstrateHbindingHsiteHofHnaphthaleneHYTZUdioxygenaseeHfunctionalHimplicationsHofHindoleHbindingVH
JournaliofiMoleculariBiologyTH2000THZdaTHbXYUYZ 6.5 135

(2000-2000)
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2005  heHhighHresolutionHcrystalHstructureHofHgreenHabaloneHspermHlysineHimplicationsHforHspeciesUspecificH
bindingHofHtheHeggHreceptorVHJournaliofiMoleculariBiologyTH2000THZdaTHYZZ_U[] 6.5 22

2004 nrystalHstructureHofH{seudomonasHaeruginosaH{lvHpilinHsuggestsHaHmainUchainUdominatedHmodeHofH
receptorHbindingVHJournaliofiMoleculariBiologyTH2000THZddTHYXX_UYb 6.5 120

2003 llternativeHconformationsHofHaHnucleicHacidHfourUwayHjunctionVHJournaliofiMoleculariBiologyTH2000TH
[XXTHd[UYXZ 6.5 41

2002  yrYY_THglnYa_HandHtrpZXdHcontributeHtoHtheHYTHZUepoxyU[UPpUnitrophenoxyQpropaneUconjugatingH
activityHofHglutathioneH–UtransferaseHcr– xYUYVHJournaliofiMoleculariBiologyTH2000TH[XXTHYZ_bUad 6.5 12

2001 –tructureHofHbacteriophageH ]HgeneHproductHYYTHtheHinterfaceHbetweenHtheHbaseplateHandHshortHtailH
fibersVHJournaliofiMoleculariBiologyTH2000TH[XYTHdb_Uc_ 6.5 48

2000 xammalianHmicrosomalHcytochromeH{]_XHmonooxygenaseeHstructuralHadaptationsHforHmembraneH
bindingHandHfunctionalHdiversityVH2000TH_THYZYU[Y 691

1999 nrystalHstructureHofHaHbetaUcateninW cfHcomplexVH2000THYX[THcc_Uda 347

1998 –tructuralHbasisHofHcollagenHrecognitionHbyHintegrinHalphaZbetaYVH2000THYXYTH]bU_a 821

1997 nrystalHstructureHofHpscherichiaHcoliH·vrmHnUterminalHdomainTHandHaHmodelHforH·vrmUuvrnHinteractionVH
2000TH]a_THYaYU] 38

1996 –tructureHofHtheH–Y_T–aT–YcUr†ylHcomplexeHassemblyHofHtheH[X–HribosomeHcentralHdomainVH2000TH
ZccTHYXbUY[ 176

1995
ldenosineHanaloguesHasHinhibitorsHofH rypanosomaHbruceiHphosphoglycerateHkinaseeHelucidationHofH
aHnovelHbindingHmodeHforHaHZUaminoUyPaQUsubstitutedHadenosineVHJournaliofiMedicinaliChemistryTH
2000TH][TH]Y[_U_X

8.3 64

1994 nrystalHstructureHofHhumanHnoadeHaHnUtypeHlectinUlikeHactivationHmarkerHofHhematopoieticHcellsVH
BiochemistryTH2000TH[dTHY]bbdUca 3.2 66

1993 lsymmetricHoylHbindingHbyHaHhomodimericHbswsHproteinVHBiochemistryTH2000TH[dTHdXdZUc 3.2 21

1992 –tructuresHofHtheHyPomegaQUhydroxyUwUarginineHcomplexHofHinducibleHnitricHoxideHsynthaseH
oxygenaseHdimerHwithHactiveHandHinactiveHpterinsVHBiochemistryTH2000TH[dTH]aXcUZY 3.2 132

1991 nrystalHstructureHofHrabbitHphosphoglucoseHisomeraseTHaHglycolyticHenzymeHthatHmoonlightsHasH
neuroleukinTHautocrineHmotilityHfactorTHandHdifferentiationHmediatorVHBiochemistryTH2000TH[dTHd__Ua] 3.2 99

1990 †eplacementHofHtheHaxialHhistidineHligandHwithHimidazoleHinHcytochromeHcHperoxidaseVHYVHpffectsHonH
structureVHBiochemistryTH2001TH]XTHYZa_Ub[ 3.2 36

1989 nrystalHstructureHofHcobaltUcontainingHnitrileHhydrataseVH2001THZccTHYYadUb] 206

1988 nrystalHstructureHofHanHenzymeUsubstrateHcomplexHprovidesHinsightHintoHtheHinteractionHbetweenH
humanHarylsulfataseHlHandHitsHsubstratesHduringHcatalysisVHJournaliofiMoleculariBiologyTH2001TH[X_THZadUbb6.5 86
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1987  ransthyretinHstabilityHasHaHkeyHfactorHinHamyloidogenesiseHXUrayHanalysisHatHatomicHresolutionVH
JournaliofiMoleculariBiologyTH2001TH[XaTHb[[U]] 6.5 70

1986 –tructuralHbiochemistryHofHaHtypeHZH†yaseHseH†ylHprimerHrecognitionHandHremovalHduringHoylH
replicationVHJournaliofiMoleculariBiologyTH2001TH[XbTH_]YU_a 6.5 72

1985 –tructureHandHmechanismHofHtheH†uvmHsollidayHjunctionHbranchHmigrationHmotorVHJournaliofi
MoleculariBiologyTH2001TH[YYTHZdbU[YX 6.5 145

1984 –tructuralHandHfunctionalHlinkagesHbetweenHsubunitHinterfacesHinHmammalianHpyruvateHkinaseVH
JournaliofiMoleculariBiologyTH2001TH[YZTH_Z_U]X 6.5 44

1983 lHstructureUbasedHdesignHapproachHtoHtheHdevelopmentHofHnovelTHreversibleHlnhpHinhibitorsVHJournali
ofiMedicinaliChemistryTH2001TH]]TH[ZX[UY_ 8.3 49

1982 –tructureHofHtheHpxo–Hr {aseHactivatingHdomainVH2001TH]dYTHZaUd 28

1981 xolecularHinsightsHintoHpolyubiquitinHchainHassemblyeHcrystalHstructureHofHtheHxmsZW·bcY[H
heterodimerVH2001THYX_THbYYUZX 257

1980 nrystalHstructureHofHwexleHaHconformationalHswitchHforHregulationHofHselfUcleavageVH2001THYXaTH_c_Ud] 169

1979 †educingHtheHenvironmentalHsensitivityHofHyellowHfluorescentHproteinVHxechanismHandHapplicationsVH
JournaliofiBiologicaliChemistryTH2001THZbaTHZdYccUd] 5.4 821

1978  heHstructureHofHwUribuloseU_UphosphateH]UepimeraseeHanHaldolaseUlikeHplatformHforHepimerizationVH
BiochemistryTH2001TH]XTHY]ba[UbY 3.2 36

1977 nrystalHstructureHandHcatalyticHmechanismHofHtheHxuXYXdHgeneHproducteHaHbifunctionalHenzymeHwithH
inositolHmonophosphataseHandHfructoseHYTaUbisphosphataseHactivitiesVHBiochemistryTH2001TH]XTHaYcU[X 3.2 51

1976 nrystallographicHandHbiochemicalHanalysesHofHtheHmetalUfreeHsaemophilusHinfluenzaeHqe[SUbindingH
proteinVHBiochemistryTH2001TH]XTHY_a[YUb 3.2 65

1975 –tructureHofHanHextracellularHgpY[XHcytokineHreceptorHsignalingHcomplexVH2001THZdYTHZY_XU_ 216

1974 ldvancesHinHdeterminationHofHaHhighUresolutionHthreeUdimensionalHstructureHofHrhodopsinTHaHmodelH
ofHrUproteinUcoupledHreceptorsHPr{n†sQVHBiochemistryTH2001TH]XTHbbaYUbZ 3.2 597

1973 natalysisHandHbindingHinHwUribuloseU_UphosphateH]UepimeraseeHaHcomparisonHwithH
wUfuculoseUYUphosphateHaldolaseVHBiochemistryTH2001TH]XTHY]bbZUcX 3.2 22

1972 –tructuresHofHtetrahydrobiopterinHbindingUsiteHmutantsHofHinducibleHnitricHoxideHsynthaseH
oxygenaseHdimerHandHimplicatedHrolesHofH rp]_bVHBiochemistryTH2001TH]XTHYZcZaU[Z 3.2 31

1971  heHcrystalHstructureHofHaHfusagenicHspermHproteinHrevealsHextremeHsurfaceHpropertiesVHBiochemistry
TH2001TH]XTH_]XbUY[ 3.2 19

1970 –tructureHofHaHfactorHVtttHnZHdomainUimmunoglobulinHr]kappaHqabHcomplexeHidentificationHofHanH
inhibitoryHantibodyHepitopeHonHtheHsurfaceHofHfactorHVtttVH2001THdcTHY[Ud 119

(2001-2001)
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1969 lctiveHsiteHresiduesHofHcephalosporinHacylaseHareHcriticalHnotHonlyHforHenzymaticHcatalysisHbutHalsoHforH
postUtranslationalHmodificationVHJournaliofiBiologicaliChemistryTH2001THZbaTH]c[baUcY 5.4 26

1968 XUwtrlyoeHanHapplicationHforHtheHautomatedHadditionHofHflexibleHligandsHintoHelectronHdensityVHActai
CrystallographicaiSectioniD:iBiologicaliCrystallographyTH2001TH_bTHadaUbX_ 36

1967 –tructureHdeterminationHofHtheHheadUtailHconnectorHofHbacteriophageHphiZdVHActaiCrystallographicai
SectioniD:iBiologicaliCrystallographyTH2001TH_bTHYZaXUd 70

1966 l†{Wwl†{HandHmolecularHreplacementVHActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyTH
2001TH_bTHY]]_U_X 404

1965 –tructureHofHcephalosporinHacylaseHinHcomplexHwithHglutarylUbUaminocephalosporanicHacidHandH
glutarateeHinsightHintoHtheHbasisHofHitsHsubstrateHspecificityVH2001THcTHYZ_[Ua] 48

1964 –tructureHofHprolineH[UhydroxylaseVHpvolutionHofHtheHfamilyHofHZUoxoglutarateHdependentH
oxygenasesVH2001THZacTHaaZ_U[a 89

1963  ransmembraneHalphaUhelicesHinHtheHgapHjunctionHmembraneHchanneleHsystematicHsearchHofHpackingH
modelsHbasedHonHtheHpairHpotentialHfunctionVH2001TH_ZTH[]]U_Y 8

1962 –tructureHofHbetaUlactamHsynthetaseHrevealsHhowHtoHsynthesizeHantibioticsHinsteadHofHasparagineVH
2001THcTHac]Ud 55

1961 XUrayHsnapshotsHofHserineHproteaseHcatalysisHrevealHaHtetrahedralHintermediateVH2001THcTHacdUd] 89

1960 seterodimericHstructureHofHsuperoxideHdismutaseHinHcomplexHwithHitsHmetallochaperoneVH2001THcTHb_YU_ 231

1959 –tructuralHandHbiochemicalHcharacterizationHofHtheHtypeHtttHsecretionHchaperonesHnes HandH–igpVH
2001THcTHYX[YUa 112

1958  cf]HcanHspecificallyHrecognizeHbetaUcateninHusingHalternativeHconformationsVH2001THcTHYX]cU_Z 152

1957 nrystalHstructureHofHtheHYXXHkoaHarseniteHoxidaseHfromHllcaligenesHfaecalisHinHtwoHcrystalHformsHatH
YVa]HlHandHZVX[HlVH2001THdTHYZ_U[Z 242

1956 YV[HlHstructureHofHarylsulfataseHfromH{seudomonasHaeruginosaHestablishesHtheHcatalyticHmechanismH
ofHsulfateHesterHcleavageHinHtheHsulfataseHfamilyVH2001THdTH]c[UdY 146

1955 lHstructuralHgenomicsHapproachHtoHtheHstudyHofHquorumHsensingeHcrystalHstructuresHofHthreeHwux–H
orthologsVH2001THdTH_ZbU[b 82

1954 nrystalHstructureHofHprecorrinUcxHmethylHmutaseVH2001THdTH_cbUda 30

1953 –tructureHofHpVHcoliH_OUmethylthioadenosineW–UadenosylhomocysteineHnucleosidaseHrevealsHsimilarityH
toHtheHpurineHnucleosideHphosphorylasesVH2001THdTHd]YU_[ 72

1952
nrystalHstructureHofHtheHironUdependentHregulatorHfromHxycobacteriumHtuberculosisHatHZVXUlH
resolutionHrevealsHtheH–rcHhomologyHdomainH[UlikeHfoldHandHmetalHbindingHfunctionHofHtheHthirdH
domainVHJournaliofiBiologicaliChemistryTH2001THZbaTH_d_dUaa

5.4 61
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1951 xolecularHpathogenesisHofHaHdiseaseeHstructuralHconsequencesHofHaspartylglucosaminuriaHmutationsVH
2001THYXTHdc[Ud_ 47

1950
†ecombinantHcytochromeHrn__bHobtainedHfromHpscherichiaHcoliHcellsHexpressingHaHtruncatedH
 hermusHthermophilusHcyclHgeneVHsemeHinversionHinHanHimproperlyHmaturedHproteinVHJournaliofi
BiologicaliChemistryTH2001THZbaTHa_[bU]]

5.4 16

1949 nrystalHstructuresHofHmutantsHofH hermusHthermophilusHt{xosHadaptedHtoHlowHtemperaturesVH2001TH
Y]THcYU] 5

1948  heHmechanismHofHtopoisomeraseHtHpoisoningHbyHaHcamptothecinHanalogVH2002THddTHY_[cbUdZ 618

1947 oefectiveHoligomerizationHofHarylsulfataseHaHasHaHcauseHofHitsHinstabilityHinHlysosomesHandH
metachromaticHleukodystrophyVHJournaliofiBiologicaliChemistryTH2002THZbbTHd]__UaY 5.4 30

1946 {recursorHstructureHofHcephalosporinHacylaseVHtnsightsHintoHautoproteolyticHactivationHinHaHnewH
yUterminalHhydrolaseHfamilyVHJournaliofiBiologicaliChemistryTH2002THZbbTHZcZ[Ud 5.4 47

1945 qunctionalHroleHofHinternalHwaterHmoleculesHinHrhodopsinHrevealedHbyHXUrayHcrystallographyVH2002TH
ddTH_dcZUb 650

1944 weukotrieneHl]HhydrolaseeHselectiveHabrogationHofHleukotrieneHm]HformationHbyHmutationHofH
asparticHacidH[b_VH2002THddTH]ZY_UZX 37

1943 lHnewH·lrUencodedHresidueHinHtheHstructureHofHaHmethanogenHmethyltransferaseVH2002THZdaTHY]aZUa 307

1942 wigandHbindingHandHstructuralHanalysisHofHaHhumanHputativeHcellularHretinolUbindingHproteinVHJournali
ofiBiologicaliChemistryTH2002THZbbTH]YdbXUb 5.4 54

1941 norrelatedHalternativeHsideHchainHconformationsHinHtheH†ylUrecognitionHmotifHofHheterogeneousH
nuclearHribonucleoproteinHlYVH2002TH[XTHY_[YUc 26

1940 lHsoogsteenHbaseHpairHembeddedHinHundistortedHmUoylVH2002TH[XTH_Z]]U_Z 59

1939  heHcatalyticHcycleHofHbetaHUlactamHsynthetaseHobservedHbyHxUrayHcrystallographicHsnapshotsVH2002TH
ddTHY]b_ZUb 64

1938 nrystalHstructureHofHaHdualHactivityHtx{aseWqm{aseHPlqZ[bZQHfromHlrchaeoglobusHfulgidusVH heHstoryH
ofHaHmobileHloopVHJournaliofiBiologicaliChemistryTH2002THZbbTHZZca[Ub] 5.4 44

1937 xoreHpowerHforHdirectHmethodseH–t†ZXXZVH2002THZYbTHaZdUa[_ 31

1936
oominantH–accharomycesHcerevisiaeHmshaHmutationsHcauseHincreasedHmispairHbindingHandH
decreasedHdissociationHfromHmispairsHbyHxshZUxshaHinHtheHpresenceHofHl {VHJournaliofiBiologicali
ChemistryTH2002THZbbTHZ__]_U_[

5.4 55

1935 nrystalHstructureHofHaHbacterialHsignalHpeptidaseHapoenzymeeHimplicationsHforHsignalHpeptideHbindingH
andHtheH–erUwysHdyadHmechanismVHJournaliofiBiologicaliChemistryTH2002THZbbTHd_YZUd 5.4 85

1934
–tructureHofHarterivirusHnsp]VH heHsmallestHchymotrypsinUlikeHproteinaseHwithHanHalphaWbetaH
nUterminalHextensionHandHalternateHconformationsHofHtheHoxyanionHholeVHJournaliofiBiologicali
ChemistryTH2002THZbbTH[ddaXUa

5.4 63

(2002-2001)
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1933 weukotrieneHl]HhydrolaseWaminopeptidaseVHrlutamateHZbYHisHaHcatalyticHresidueHwithHspecificHrolesH
inHtwoHdistinctHenzymeHmechanismsVHJournaliofiBiologicaliChemistryTH2002THZbbTHY[dcU]X] 5.4 67

1932 nrystalHstructureHofHtheHplateletHglycoproteinHtbPalphaQHyUterminalHdomainHrevealsHanHunmaskingH
mechanismHforHreceptorHactivationVHJournaliofiBiologicaliChemistryTH2002THZbbTH[_a_bUa[ 5.4 134

1931 xolecularHandHimmunologicalHcharacterizationHandHtgpHepitopeHmappingHofH{enHnHYcTHaHmajorH
allergenHofH{enicilliumHnotatumVH2002TH[a[THbXbUY_ 17

1930 nrystalHstructuresHofHtranshydrogenaseHdomainHtHwithHandHwithoutHboundHylosVHBiochemistryTH2002
TH]YTHYZb]_U_] 3.2 33

1929 –tructureHofHtheHmammalianHnolHtransferaseHfromHpigHheartVHBiochemistryTH2002TH]YTHY]]__UaZ 3.2 21

1928 nrystalHstructureHofHhydroxynitrileHlyaseHfromH–orghumHbicolorHinHcomplexHwithHtheHinhibitorHbenzoicH
acideHaHnovelHcyanogenicHenzymeVHBiochemistryTH2002TH]YTHYZX][U_X 3.2 37

1927
qunctionalHanalysisHofHtheHcopperUdependentHquercetinHZT[UdioxygenaseVHYVHwigandUinducedH
coordinationHchangesHprobedHbyHXUrayHcrystallographyeHinhibitionTHorderingHeffectTHandHmechanisticH
insightsVHBiochemistryTH2002TH]YTHbd__UaZ

3.2 61

1926  heHcrystalHstructureHofHtheHs]c}HactiveHsiteHmutantHofHhumanHgroupHttlHsecretedHphospholipaseHlZH
atHYV_HlHresolutionHprovidesHanHinsightHintoHtheHcatalyticHmechanismVHBiochemistryTH2002TH]YTHY_]acUba 3.2 43

1925 lHyiUqeUnuHcenterHinHaHbifunctionalHcarbonHmonoxideHdehydrogenaseWacetylUnolHsynthaseVH2002TH
ZdcTH_abUbZ 440

1924 {olarHresiduesHinHmembraneHdomainsHofHproteinseHmolecularHbasisHforHhelixUhelixHassociationHinHaH
mutantHnq †HtransmembraneHsegmentVHBiochemistryTH2002TH]YTH[a]bU_[ 3.2 53

1923 lnisotropicHdynamicsHofHtheHupUZY]bUstVHproteaseHcomplexeHdrugHresistanceHandHthermodynamicH
bindingHmodeHexaminedHinHaHYVXdHlHstructureVHBiochemistryTH2002TH]YTH]_cZUd] 3.2 45

1922  heHcrystalHstructureHofHspcpTHaHbifunctionalHdecarboxylaseWisomeraseHwithHaHmultifunctionalHfoldVH
BiochemistryTH2002TH]YTHZdcZUd 3.2 24

1921  ryptophanHcXHandHleucineHY][HareHcriticalHforHtheHhydrideHtransferHstepHofHthymidylateHsynthaseHbyH
controllingHactiveHsiteHaccessVHBiochemistryTH2002TH]YTHbXZYUd 3.2 39

1920 –tructureHandHactivityHofHaHthermostableHthymineUoylHglycosylaseeHevidenceHforHbaseHtwistingHtoH
removeHmismatchedHnormalHoylHbasesVHJournaliofiMoleculariBiologyTH2002TH[Y_TH[b[Uc] 6.5 55

1919  heHstructureHofHpscherichiaHcoliHcytosineHdeaminaseVHJournaliofiMoleculariBiologyTH2002TH[Y_THacbUdb 6.5 125

1918  heHstructureHofHporcineHparvoviruseHcomparisonHwithHrelatedHvirusesVHJournaliofiMoleculariBiologyTH
2002TH[Y_THYYcdUdc 6.5 110

1917  heHcrystallographicHstructureHofHbromeHmosaicHvirusVHJournaliofiMoleculariBiologyTH2002TH[YbTHd_UYXc 6.5 122

1916 –tructureHofHanHextendedUspectrumHclassHlHbetaUlactamaseHfromH{roteusHvulgarisHvYVHJournaliofi
MoleculariBiologyTH2002TH[YbTHYXdUYb 6.5 17
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1915 ·nusualHbindingHmodeHofHanHstVUYHproteaseHinhibitorHexplainsHitsHpotencyHagainstH
multiUdrugUresistantHvirusHstrainsVHJournaliofiMoleculariBiologyTH2002TH[Z]THb[dU_] 6.5 44

1914
nrystalHstructureHofHformaldehydeHdehydrogenaseHfromH{seudomonasHputidaeHtheHstructuralHoriginH
ofHtheHtightlyHboundHcofactorHinHnicotinoproteinHdehydrogenasesVHJournaliofiMoleculariBiologyTH
2002TH[Z]TH_YdU[[

6.5 49

1913 lnaerobicHenzymeVsubstrateHstructuresHprovideHinsightHintoHtheHreactionHmechanismHofHtheH
copperUdependentHquercetinHZT[UdioxygenaseVH2002THddTHYaaZ_U[X 153

1912  otalHsydrolysisHofHXylotetraoseHandHXylobioseHbyH–olubleHandHnrossUlinkedHnrystallineHXylanaseHttH
fromH richodermaHreeseiVH2002THZXTHZcYUZdX 6

1911 yonoxidizableHubiquinolHderivativesHthatHareHsuitableHforHtheHstudyHofHtheHubiquinolHoxidationHsiteHinH
theHcytochromeHbcYHcomplexVH2002THY__aTHZZaU[Z 7

1910 nrystalHstructureHofHtheHligandedHantiUgibberellinHlP]QHantibodyH]UmcPcQWpdHqabHfragmentVH2002THZd[TH]cdUda 10

1909  heHcrystalHstructureHofHanthranilateHphosphoribosyltransferaseHfromHtheHenterobacteriumH
{ectobacteriumHcarotovorumVH2002TH_Z[THZ[dU]a 24

1908 –tructuresHofHglycopeptideHantibioticsHwithHpeptidesHthatHmodelHbacterialHcellUwallHprecursorsVH
JournaliofiMoleculariBiologyTH2002TH[YcTHbZ[U[Z 6.5 26

1907 tnhibitionHmechanismHofHcytokineHactivityHofHhumanHautocrineHmotilityHfactorHexaminedHbyHcrystalH
structureHanalysesHandHsiteUdirectedHmutagenesisHstudiesVHJournaliofiMoleculariBiologyTH2002TH[YcTHdc_Udb6.5 29

1906 qiveHatomicHresolutionHstructuresHofHendothiapepsinHinhibitorHcomplexeseHimplicationsHforHtheH
asparticHproteinaseHmechanismVHJournaliofiMoleculariBiologyTH2002TH[YcTHY]X_UY_ 6.5 37

1905
xinorHstructuralHchangesHinHaHmutatedHhumanHmelanomaHantigenHcorrespondHtoHdramaticallyH
enhancedHstimulationHofHaHno]SHtumorUinfiltratingHlymphocyteHlineVHJournaliofiMoleculariBiologyTH
2002TH[YdTH]]dUaY

6.5 29

1904 lHnovelHcombinationHofHtwoHclassicHcatalyticHschemesVHJournaliofiMoleculariBiologyTH2002TH[ZXTH[X[Ud 6.5 27

1903 nrystalHstructureHofHtheHwy]dtHnaturalHkillerHcellHreceptorHrevealsHvariabilityHinHdimerizationHmodeH
withinHtheHwy]dHfamilyVHJournaliofiMoleculariBiologyTH2002TH[ZXTH_b[Uc_ 6.5 29

1902 tdentificationHandHstructuralHanalysisHofHaHzebrafishHapoHandHholoHcellularHretinolUbindingHproteinVH
JournaliofiMoleculariBiologyTH2002TH[ZYTH_ZbU[_ 6.5 16

1901 –tructuresHofHtwoHkineticHintermediatesHrevealHspeciesHspecificityHofHpenicillinUbindingHproteinsVH
JournaliofiMoleculariBiologyTH2002TH[ZZTHYYYUZZ 6.5 78

1900
 rimericHcrystalHstructureHofHtheHglycosideHhydrolaseHfamilyH]ZHbetaUgalactosidaseHfromH hermusH
thermophilusHl]HandHtheHstructureHofHitsHcomplexHwithHgalactoseVHJournaliofiMoleculariBiologyTH2002
TH[ZZTHbdUdY

6.5 98

1899 wZZHribosomalHproteinHandHeffectHofHitsHmutationHonHribosomeHresistanceHtoHerythromycinVHJournali
ofiMoleculariBiologyTH2002TH[ZZTHa[_U]] 6.5 38

1898 –tructuralHcharacterisationHofHbisintercalationHinHhigherUorderHoylHatHaHjunctionUlikeHquadruplexVH
JournaliofiMoleculariBiologyTH2002TH[Z[THYabUbY 6.5 21
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1897 tnsightsHintoHwouHrehrigOsHdiseaseHfromHtheHstructureHandHinstabilityHofHtheHl]VHmutantHofHhumanH
nuT₀nHsuperoxideHdismutaseVHJournaliofiMoleculariBiologyTH2002TH[Z]THZ]bU_a 6.5 70

1896 tnsightsHintoHsubstrateHbindingHandHcatalyticHmechanismHofHhumanHtyrosylUoylHphosphodiesteraseH
P dpYQHfromHvanadateHandHtungstateUinhibitedHstructuresVHJournaliofiMoleculariBiologyTH2002TH[Z]THdYbU[Z6.5 109

1895  heHstructureHofHtomatoHaspermyHvirusHbyHXUrayHcrystallographyVHJournaliofiStructuraliBiologyTH2002TH
Y[dTHdXUYXZ 3.4 26

1894 –tructureHofHaH–irZHenzymeHboundHtoHanHacetylatedHp_[HpeptideVH2002THYXTH_Z[U[_ 210

1893  heHcrystalHstructureHofHtheHbetaUcateninWtnl HcomplexHrevealsHtheHinhibitoryHmechanismHofHtnl VH
2002THYXTH_a[UbY 100

1892 oesignTHactivityTHandHstructureHofHaHhighlyHspecificHartificialHendonucleaseVH2002THYXTHcd_UdX_ 202

1891  heHneutrophilHlipocalinHyrlwHisHaHbacteriostaticHagentHthatHinterferesHwithHsiderophoreUmediatedH
ironHacquisitionVH2002THYXTHYX[[U][ 1006

1890  heHpVHcoliHmtunoHstructureeHaHframeworkHforHlmnHtransporterHarchitectureHandHmechanismVH2002TH
ZdaTHYXdYUc 962

1889
–tructuralHinsightsHintoHsteroidHhormoneHbindingeHtheHcrystalHstructureHofHaHrecombinantH
antiUtestosteroneHqabHfragmentHinHfreeHandHtestosteroneUboundHformsVHJournaliofiBiologicali
ChemistryTH2002THZbbTH]Yc[UdX

5.4 16

1888 nrystalHstructureHofHaHnovelHcarboxypeptidaseHfromHtheHhyperthermophilicHarchaeonH{yrococcusH
furiosusVH2002THYXTHZY_UZ] 46

1887  heHcrystalHstructureHofHhumanHtyrosylUoylHphosphodiesteraseTH dpYVH2002THYXTHZ[bU]c 127

1886 nrystalHstructureHofHbetaUhelicalHantifreezeHproteinHpointsHtoHaHgeneralHiceHbindingHmodelVH2002THYXTHaYdUZb 96

1885 –tructuresHofHtwoHstreptococcalHsuperantigensHboundHtoH n†HbetaHchainsHrevealHdiversityHinHtheH
architectureHofH HcellHsignalingHcomplexesVH2002THYXTHacbUdd 105

1884  richromaticHconceptHoptimizesHxloHexperimentsHinHsynchrotronHXUrayHcrystallographyVH2002THYXTHYZX_UYX 17

1883 –tructureHofHaHt†ylHrepairHenzymeHandHmolecularHbiologyHworkhorseeH ]HpolynucleotideHkinaseVH
2002THYXTHYZ]dUaX 104

1882 –tructuralHstudiesHofH–almonellaHtyphimuriumHlrnmHP{mrsQHaminotransferaseeHaH
]UaminoU]UdeoxyUwUarabinoseHlipopolysaccharideUmodifyingHenzymeVH2002THYXTHY_adUcX 66

1881 nrystalHstructureHofHpVHcoliHYhbYeHaHrepresentativeHofHaHnovelHclassHofH†ylHbindingHproteinsVH2002THYXTHY_d[UaXY 30

1880 nrystalHstructureHofHaH–plHvariantHinHcomplexHwithHxsnHclassHttHrevealsHtheHabilityHofH–plHtoHcrosslinkH
xsnHmoleculesVH2002THYXTHYaYdUZa 46
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1879 –tructuresHofHtheHcancerUrelatedHluroraUlTHqlvTHandHpphlZHproteinHkinasesHfromHnanovolumeH
crystallographyVH2002THYXTHYa_dUab 169

1878
 riiodideHderivatizationHandHcombinatorialHcounterUionHreplacementeHtwoHmethodsHforHenhancingH
phasingHsignalHusingHlaboratoryHnuHvalphaHXUrayHequipmentVHActaiCrystallographicaiSectioniD:i
BiologicaliCrystallographyTH2002TH_cTHdbaUdY

41

1877 {roteinHwHmutantsHforHtheHcrystallizationHofHantibodyHfragmentsVHActaiCrystallographicaiSectioniD:i
BiologicaliCrystallographyTH2002TH_cTHYb]]Uc 16

1876 separinUaggregatedH†ly p–HcanHbeHcrystallisedVHActaiCrystallographicaiSectioniD:iBiologicali
CrystallographyTH2002TH_cTHYabXU[ 6

1875 –caffoldsHforHproteinHcrystallisationVHActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyTH
2002TH_cTHYbY_UZY 10

1874 oisulphideHdimerisedHpeptideHcreatesHaHcrystalHcontactHinHanHantiUpeptideHantibodyVHActai
CrystallographicaiSectioniD:iBiologicaliCrystallographyTH2002TH_cTHYb]XU[ 1

1873  heHnn{]HmolecularUgraphicsHprojectVHActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyTH
2002TH_cTHYd__Ub 177

1872  heHstXXb[WstXXb]HproteinHpairHfromHsaemophilusHinfluenzaeHisHaHmemberHofHaHnewH
nucleotidyltransferaseHfamilyeHstructureTHsequenceHanalysesTHandHsolutionHstudiesVH2003TH_XTHZ]dUaX 15

1871 –tructureHofHtheHcellUpuncturingHdeviceHofHbacteriophageH ]VH2002TH]Y_TH__[Ub 317

1870 oomainHalternationHswitchesHmPYZQUdependentHmethionineHsynthaseHtoHtheHactivationHconformationVH
2002THdTH_[Ua 78

1869 nrystalHstructureHofHpeaH oc[]THaHnovelHr {aseHofHtheHchloroplastHproteinHtransloconVH2002THdTHd_UYXX 100

1868 nrystalHstructureHofHtheHendosomalH–yl†pHcomplexHrevealsHcommonHstructuralHprinciplesHofHallH
–yl†psVH2002THdTHYXbUYY 207

1867 oimerizationHallowsHoylHtargetHsiteHrecognitionHbyHtheHyarwHresponseHregulatorVH2002THdTHbbYUc 137

1866  heHactiveHsiteHofHtheH–p HdomainHisHconstructedHonHaHknotVH2002THdTHc[[Uc 59

1865 nonformationalHchangesHinHnitricHoxideHsynthasesHinducedHbyHchlorzoxazoneHandHnitroindazoleseH
crystallographicHandHcomputationalHanalysesHofHinhibitorHpotencyVHBiochemistryTH2002TH]YTHY[dY_UZ_ 3.2 53

1864 oensityHfunctionalHandHelectrostaticsHstudyHofHoxidizedHandHreducedHribonucleotideHreductasefH
comparisonsHwithHmethaneHmonooxygenaseVH2002THbTHbddUcXd 10

1863 pxcisionHofHaHproposedHelectronHtransferHpathwayHinHcytochromeHcHperoxidaseHandHitsHreplacementH
byHaHligandUbindingHchannelVH2002THYYTHYZ_YUd 15

1862 –tructuralHbasisHofHVo†UoylHinteractionsHonHdirectHrepeatHresponseHelementsVH2002THZYTHZZ]ZU_Z 90
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1861 nrystalHstructureHofHhumanH_[m{YHm†n HdomainsHboundHtoHp_[HtumourHsuppressorVH2002THZYTH[ca[UbZ 142

1860 nomparisonHofHfamilyHYZHglycosideHhydrolasesHandHrecruitedHsubstitutionsHimportantHforHthermalH
stabilityVH2003THYZTHc]cUaX 63

1859 –tructuralHbasisHforHendothelialHnitricHoxideHsynthaseHbindingHtoHcalmodulinVH2003THZZTHbaaUb_ 130

1858 –tructuralHviewHofHaHfungalHtoxinHactingHonHaHY]U[U[HregulatoryHcomplexVH2003THZZTHdcbUd] 270

1857 –tructureHandHmechanismHofHaHbacterialHhaloalcoholHdehalogenaseeHaHnewHvariationHofHtheH
shortUchainHdehydrogenaseWreductaseHfoldHwithoutHanHyloP{QsHbindingHsiteVH2003THZZTH]d[[U]] 89

1856 nrystalHstructuresHofH[UmethyladenineHoylHglycosylaseHxagtttHandHtheHrecognitionHofHalkylatedH
basesVH2003THZZTH]cdcUdXd 47

1855 –tructuralHconstraintsHonHproteinHselfUprocessingHinHwUaspartateUalphaUdecarboxylaseVH2003THZZTHaYd[UZX] 45

1854 nrystalHstructureHofHl {HphosphoribosyltransferaseHfromHxycobacteriumHtuberculosisVHJournaliofi
BiologicaliChemistryTH2003THZbcTHc[[[Ud 5.4 73

1853 nrystalHstructureHandHdimerizationHequilibriaHofH{conTHaHmethionineUrichHcopperHresistanceHproteinH
fromHpscherichiaHcoliVH2003THcTHYc_Ud] 61

1852 xechanismsHofHligandHdiscriminationHbyHhemeHproteinsVH2003THcTHYUYY 89

1851 –ymmetryHrecognizingHasymmetryeHanalysisHofHtheHinteractionsHbetweenHtheHnUtypeHlectinUlikeH
immunoreceptorHyvrZoHandHxsnHclassHtUlikeHligandsVH2003THYYTH]YYUZZ 90

1850  heHYVY]HlHcrystalHstructureHofHyeastHcytosineHdeaminaseeHevolutionHofHnucleotideHsalvageHenzymesH
andHimplicationsHforHgeneticHchemotherapyVH2003THYYTHdaYUbZ 74

1849 –tructureHofHpVHcoliHketopantoateHhydroxymethylHtransferaseHcomplexedHwithHketopantoateHandH
xgZSTHsolvedHbyHlocatingHYaXHselenomethionineHsitesVH2003THYYTHdc_Uda 42

1848 –tructureHofHtheHoxygenHsensorHinHmacillusHsubtiliseHsignalHtransductionHofHchemotaxisHbyHcontrolHofH
symmetryVH2003THYYTHYXdbUYYX 104

1847 {oundUwiseHbutHpennyUfoolisheHsowHwellHdoHmicromoleculesHfareHinHmacromolecularHrefinementjVH
2003THYYTHYX_YUd 85

1846 –tructuralTHenergeticTHandHfunctionalHanalysisHofHaHproteinUproteinHinterfaceHatHdistinctHstagesHofH
affinityHmaturationVH2003THYYTHYY_YUaY 28

1845 –ubUlngstromHresolutionHenzymeHXUrayHstructureseHisHseeingHbelievingjVH2003THY[THbXdUY_ 26

1844 nrystalHstructureHofHglutathioneUindependentHformaldehydeHdehydrogenaseVH2003THY][UY]]THZYYUc 13
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1843 nlostridiumHperfringensHiotaUtoxinTHlo{UribosyltransferaseeHstructureHandHmechanismHofHactionVH
2003TH][TH[aYUbb 26

1842 nrystalHstructureHofHaHtransitionHstateHmimicHforH dpYHassembledHfromHvanadateTHoylTHandHaH
topoisomeraseHtUderivedHpeptideVH2003THYXTHY[dU]b 101

1841 lutomatedHmainUchainHmodelHbuildingHbyHtemplateHmatchingHandHiterativeHfragmentHextensionVH
ActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyTH2003TH_dTH[cU]] 501

1840  heHstructureHofH aHhumanHinsulinHatHYVXHlHresolutionVHActaiCrystallographicaiSectioniD:iBiologicali
CrystallographyTH2003TH_dTH]b]UcZ 84

1839 lnHevaluationHofHautomatedHmodelUbuildingHproceduresHforHproteinHcrystallographyVHActai
CrystallographicaiSectioniD:iBiologicaliCrystallographyTH2003TH_dTHcZ[Ub 8

1838 –tructuralHcharacterizationHandHcomparisonHofH†roHcellUadhesionHrecognitionHsitesHengineeredHintoH
streptavidinVHActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyTH2003TH_dTHcZcU[] 13

1837 wessonsHfromHanHagedTHdriedHcrystalHofH PaQHhumanHinsulinVHActaiCrystallographicaiSectioniD:i
BiologicaliCrystallographyTH2003TH_dTHY[c]Ud] 10

1836
–tructuralHstudiesHofHhydrogenHbondsHinHtheHhighUaffinityHstreptavidinUbiotinHcomplexeHmutationsHofH
aminoHacidsHinteractingHwithHtheHureidoHoxygenHofHbiotinVHActaiCrystallographicaiSectioniD:iBiologicali
CrystallographyTH2003TH_dTHY_abUb[

15

1835 –tructureHofHtheHalphaUamylaseHinhibitorHtendamistatHatHXVd[HlVHActaiCrystallographicaiSectioniD:i
BiologicaliCrystallographyTH2003TH_dTHYb[bU][ 5

1834 –tructureHofHviscotoxinHl[eHdisulfideHlocationHfromHweakH–loHdataVHActaiCrystallographicaiSectioniD:i
BiologicaliCrystallographyTH2003TH_dTHZYZ_U[Z 21

1833
pffectiveHelectronUdensityHmapHimprovementHandHstructureHvalidationHonHaHwinuxHmultiUn{·HwebH
clustereH heH mH–tructuralHrenomicsHnonsortiumHmiasH†emovalHÅebH–erviceVHActaiCrystallographicai
SectioniD:iBiologicaliCrystallographyTH2003TH_dTHZZXXUYX

38

1832 nrystallizationHandHphasingHofHalanineHdehydrogenaseHfromHlrchaeoglobusHfulgidusVHActai
CrystallographicaiSectioniD:iBiologicaliCrystallographyTH2003TH_dTHZ[ZcU[Y 4

1831 sydrationHinHproteinsHobservedHbyHhighUresolutionHneutronHcrystallographyVH2003TH_XTH_YaUZ[ 49

1830 nharacterizationHofHtheHelectrophileHbindingHsiteHandHsubstrateHbindingHmodeHofHtheHZaUkoaH
glutathioneH–UtransferaseHfromH–chistosomaHjaponicumVH2003TH_YTHY[bU]a 38

1829
xolecularHbasisHforHredoxUmohrHandHcooperativeHeffectsHinHcytochromeHc[HfromHoesulfovibrioH
desulfuricansHl nnHZbbb]eHcrystallographicHandHmodelingHstudiesHofHoxidizedHandHreducedH
highUresolutionHstructuresHatHpsHbVaVH2004TH_]THY[_U_Z

17

1828 qunctionalHassignmentHbasedHonHstructuralHanalysiseHcrystalHstructureHofHtheHygguHproteinHPstX[X[QH
ofHsaemophilusHinfluenzaeHrevealsHanH†ylHmethyltransferaseHwithHaHdeepHtrefoilHknotVH2003TH_[TH[ZdU[Z 32

1827 nrystalHstructureHofHgammaUglutamylHphosphateHreductaseHP xXZd[QHfromH hermotogaHmaritimaHatH
ZVXHlHresolutionVH2004TH_]THY_bUaY 14

1826 wipoxygenaseHinteractionsHwithHnaturalHflavonoidTHquercetinTHrevealHaHcomplexHwithHprotocatechuicH
acidHinHitsHXUrayHstructureHatHZVYHlHresolutionVH2004TH_]THY[Ud 48

(2004-2003)
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1825 nrystalHstructuresHofHcephaibolsVH2003THdTHb]_U_Z 24

1824 nysrHstructureHrevealsHtetrapyrroleUbindingHfeaturesHandHnovelHregulationHofHsirohemeH
biosynthesisVH2003THYXTHYXa]Ub[ 65

1823 lnticipatoryHactiveUsiteHmotionsHandHchromophoreHdistortionHprimeHphotoreceptorH{Y{HforHlightH
activationVH2003THYXTHaa[Uc 107

1822 tnsightsHintoHtheHrespiratoryHelectronHtransferHpathwayHfromHtheHstructureHofHnitrateHreductaseHlVH
2003THYXTHacYUb 389

1821 nrystalHstructureHofHtheHnickelUresponsiveHtranscriptionHfactorHyik†VH2003THYXTHbd]Ud 151

1820 nompleteHatomicHmodelHofHtheHbacterialHflagellarHfilamentHbyHelectronHcryomicroscopyVH2003TH]Z]THa][U_X 577

1819 nrystalHstructureHofHtheH{sb}HproteinHofHphotosystemHttHfromHhigherHplantsVH2003TH]THdXXU_ 72

1818 VariableHxsnHclassHtHengagementHbyHwy]dHnaturalHkillerHcellHreceptorsHdemonstratedHbyHtheHcrystalH
structureHofHwy]dnHboundHtoHsUZvPbQVH2003TH]THYZY[UZZ 118

1817 nrystalHstructureHofHetaUcrystallineHadaptationHofHaHclassHYHaldehydeHdehydrogenaseHforHaHnewHroleHinH
theHeyeHlensVHBiochemistryTH2003TH]ZTH][]dU_a 3.2 27

1816 VariableHcoordinationHgeometriesHatHtheHdiironPttQHactiveHsiteHofHribonucleotideHreductaseH†ZVH2003TH
YZ_THY_cZZU[X 48

1815 lHstructuralHbasisHforHtheHmechanismHofHaspartateUbetaUsemialdehydeHdehydrogenaseHfromHVibrioH
choleraeVH2003THYZTHZbU[[ 38

1814 ·nboundHformHofHtomatoHinhibitorUttHrevealsHinterdomainHflexibilityHandHconformationalHvariabilityH
inHtheHreactiveHsiteHloopsVHJournaliofiBiologicaliChemistryTH2003THZbcTH[Y[dYU]XX 5.4 20

1813 pngineeringHtheHprimaryHsubstrateHspecificityHofH–treptomycesHgriseusHtrypsinVHBiochemistryTH2003TH
]ZTHdXaXUa 3.2 15

1812 tnhibitionHofHclassHlHandHclassHnHbetaUlactamasesHbyHpenemseHcrystallographicHstructuresHofHaHnovelH
YT]UthiazepineHintermediateVHBiochemistryTH2003TH]ZTHY[Y_ZUd 3.2 59

1811 nrystalHstructureHofHsulerythrinTHaHrubrerythrinUlikeHproteinHfromHaHstrictlyHaerobicHarchaeonTH
–ulfolobusHtokodaiiHstrainHbTHshowsHunexpectedHdomainHswappingVHBiochemistryTH2003TH]ZTHYYbXbUY_ 3.2 24

1810 –ubstrateUinducedHconformationalHchangesHinHpscherichiaHcoliHtaurineWalphaUketoglutarateH
dioxygenaseHandHinsightHintoHtheHoligomericHstructureVHBiochemistryTH2003TH]ZTH__]bU_] 3.2 99

1809 nrystallographicHstudiesHonHtheHcomplexHbehaviorHofHnicotineHbindingHtoH{]_XcamHPnY{YXYQVH
BiochemistryTH2003TH]ZTHYYd][U_X 3.2 26

1808 –tructureHofHaHsubstrateHcomplexHofHmammalianHcytochromeH{]_XHZn_HatHZV[HlHresolutioneHevidenceH
forHmultipleHsubstrateHbindingHmodesVHBiochemistryTH2003TH]ZTHa[bXUd 3.2 198

Citation Report

14



1807 saloalkaneHdehalogenaseHwinmHfromH–phingomonasHpaucimobilisH· ZaeHXUrayHcrystallographicH
studiesHofHdehalogenationHofHbrominatedHsubstratesVHBiochemistryTH2003TH]ZTHYXYX]UYZ 3.2 41

1806 tncreasedHrigidityHofHdomainHstructuresHenhancesHtheHstabilityHofHaHmutantHenzymeHcreatedHbyH
directedHevolutionVHBiochemistryTH2003TH]ZTHY]]adUb_ 3.2 18

1805  heHcrystalHstructureHofHmurineHpdbWVn{HatH[ValVHJournaliofiStructuraliBiologyTH2003THY]]TH[[bU]c 3.4 153

1804 nrystalHstructureHofHtheHextracellularHproteinHsecretionHy {aseHppspHofHVibrioHcholeraeVHJournaliofi
MoleculariBiologyTH2003TH[[[THa_bUb] 6.5 101

1803 nrystalHstructureHofHaHfamilyH]HuracilUoylHglycosylaseHfromH hermusHthermophilusHsmcVHJournaliofi
MoleculariBiologyTH2003TH[[[TH_Y_UZa 6.5 51

1802 oesignHofHaHnovelHglobularHproteinHfoldHwithHatomicUlevelHaccuracyVH2003TH[XZTHY[a]Uc 1237

1801 –tructuralHbasisHforHinhibitionHofHhumanH{y{HbyHimmucillinUsVH2003TH[XdTHdYbUZZ 41

1800 ltomicHresolutionHstructureHofHobelineHsoakingHwithHcalciumHenhancesHelectronHdensityHofHtheH
secondHoxygenHatomHsubstitutedHatHtheHnZUpositionHofHcoelenterazineVH2003TH[YYTH][[Ud 52

1799 nrystalHstructureHofHhumanH{y{HcomplexedHwithHguanineVH2003TH[YZTHbabUbZ 37

1798 –tructuralHcharacterizationHofHpx–YaTHanHantagonistHofHcollagenHreceptorHPr{taWttaQHfromHtheHvenomH
ofHpchisHmultisquamatusVHBiochemistryTH2003TH]ZTHYZ]dbU_XZ 3.2 28

1797 nrystalHstructureHandHsiteUdirectedHmutagenesisHofHenzymaticHcomponentsHfromHnlostridiumH
perfringensHiotaUtoxinVHJournaliofiMoleculariBiologyTH2003TH[Z_TH]bYUc[ 6.5 91

1796  heHhighHresolutionHstructuresHofHfreeHandHinhibitorUboundH rypanosomaHrangeliHsialidaseHandHitsH
comparisonHwithH VHcruziHtransUsialidaseVHJournaliofiMoleculariBiologyTH2003TH[Z_THbb[Uc] 6.5 61

1795 nrystalHstructureHofHs{rHkinaseWphosphataseHfromHxycoplasmaHpneumoniaeVHJournaliofiMoleculari
BiologyTH2003TH[ZaTHYZX[UYb 6.5 27

1794 tnherentHproteinHstructuralHflexibilityHatHtheH†ylUbindingHinterfaceHofHw[XeVHJournaliofiMoleculari
BiologyTH2003TH[ZaTHdddUYXX] 6.5 31

1793
–ubUatomicHresolutionHcrystalHstructureHofHcholesterolHoxidaseeHwhatHatomicHresolutionH
crystallographyHrevealsHaboutHenzymeHmechanismHandHtheHroleHofHtheHqloHcofactorHinHredoxH
activityVHJournaliofiMoleculariBiologyTH2003TH[ZaTHYa[_U_X

6.5 103

1792 nrystalHstructuresHofHlspergillusHoryzaeHasparticHproteinaseHandHitsHcomplexHwithHanHinhibitorH
pepstatinHatHYVdlHresolutionVHJournaliofiMoleculariBiologyTH2003TH[ZaTHY_X[UYY 6.5 13

1791 nonformationalHandHhydrationHeffectsHofHsiteUselectiveHsodiumTHcalciumHandHstrontiumHionHbindingH
toHtheHoylHsollidayHjunctionHstructureHdP nrr lnnrlQP]QVHJournaliofiMoleculariBiologyTH2003TH[ZbTHdbUYXd6.5 50

1790 ·ltrahighHresolutionHstructureHofHaHclassHlHbetaUlactamaseeHonHtheHmechanismHandHspecificityHofHtheH
extendedUspectrumH–sVUZHenzymeVHJournaliofiMoleculariBiologyTH2003TH[ZcTHZcdU[XY 6.5 110
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1789 ltomicHresolutionHstructuresHofHnativeHcopperHnitriteHreductaseHfromHllcaligenesHxylosoxidansHandH
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