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repressorFandFtheFoycdSTupWFcoSrepressorTF2004RFaRFYbdScX 94

378 TheFmy}SactivatedFproteinFkinaseFcascadeSSaFunifyingFsystemFforFenergyFcontrolTF2004RFXeRFWdSX_ 926

377 slucoseFandFsucrosefFhazardousFfastSfoodFforFindustrialFyeastkTF2004RFXXRFaYWSc 118
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