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nuclearTcytoplasmicGtraffickingGofGtheGvonGrippelTvindauGtumorGsuppressorGproteinUG2002SGYYSG]ZXcTZ_ 142

622 snitiationGofGeukaryoticGnxkGreplicationdGregulationGandGmechanismsUG2002SGaYSG[XTc[ 38

621 sdentificationGofGaGdeubiquitinatingGenzymeGsubfamilyGasGsubstratesGofGtheGvonGrippelTvindauGtumorG
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438 monstitutiveGandGUäTinducedGfibronectinGdegradationGisGaGubiquitinationTdependentGprocessG
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YWSGYc[cT][ 253
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rsäV—säGäifTlikeGlmTboxGtoGregulateGp]ZUG2007SGYXSGXa[YT]W 42

435 tkuGkinasesGpromoteGinvasivenessGinGärvTmediatedGrenalGcellGcarcinomaGbyGaGsuppressorGofG
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432 rypoxiaTinducibleGexpressionGofGaGnaturalGcisTantisenseGtranscriptGinhibitsGendothelialGnitricToxideG
synthaseUG2007SGYbYSGX]_]YT__ 106
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2007SGYbYSGXY[XWTb 59

430 rypoxiaTinducibleGfactorGlinkedGtoGdifferentialGkidneyGcancerGriskGseenGwithGtypeGYkGandGtypeGYlG
ärvGmutationsUG2007SGYaSG]ZbXTcY 89
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425  estisTspecificGexpressionGandGgenomicGmultiplicityGofGtheGratG–tdpozGgenesGthatGencodeGbipartiteG
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424 rypoxiaTinducibleGfactorsdGcrosstalkGbetweenGtheirGproteinGstabilityGandGproteinGdegradationUG2007SG
Y]aSGX[]T]_ 21
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YmUG2007SG]SGXXY 8
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complexGcomponentsUG2007SGbSGYacTb_ 40

411 xuclearGoTcadherinGandGärvGimmunoreactivityGareGprognosticGindicatorsGofGclearTcellGrenalGcellG
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8
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375 –enalGmellGmarcinomaUG2009SG 3

374 qermlineGärvGgeneGmutationsGinGrungarianGfamiliesGwithGvonGrippelTvindauGdiseaseGandGpatientsG
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360 –egulationGofGnxkGtopoisomeraseGssalphaGstabilityGbyGtheGomäGubiquitinGligaseGcomplexUG2009SGZbcSG]Tc 4
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ubiquitinGligasesUG2009SGZ_SGZcT]W 315
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356 mrystallizationGandGpreliminaryG−TrayGanalysisGofGtheGspliceGvariantGofGhumanGankyrinGrepeatGandG
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354 xeuronalGdifferentiationGofGneuralGprogenitorGcellsGbyGintracellularGdeliveryGofGsyntheticG
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353 —tructuralGdisorderGinGtheGrsäTXGäifGproteinGandGinteractionTdependentGgainGofGstructureUG2010SGXaSGcbbTcb 17

352 äonGrippelGvindauGsyndromeUG2010SG_b]SGYYbT[c 32

351 —tructuralGassemblyGofGcullinT–sxqGubiquitinGligaseGcomplexesUG2010SGYWSGaX[TYX 166

350 mlinicalGandGmolecularGfeaturesGofGfamilialGandGsporadicGcasesGofGvonGrippelTvindauGdiseaseGfromG
wexicoUG2010SGZbSGYaaTbZ 4

349  umorGrisksGandGgenotypeTphenotypeTproteotypeGanalysisGinGZ]bGpatientsGwithGgermlineGmutationsG
inG—nrlGandG—nrnUGHumanuMutationSG2010SGZXSG[XT]X 4.7 286

348 qeneticGanalysisGofGvonGrippelTvindauGdiseaseUGHumanuMutationSG2010SGZXSG]YXTZa 4.7 186

347 vonGrippelTvindauG˛†TdomainTluciferaseGfusionGproteinGasGaGbioluminescentGhydroxyprolineGsensorG
forGaGhypoxiaTinducibleGfactorGprolylGhydroxylaseGassayUG2010SG[WaSGYYWT] 3

346 zsk—yGstimulatesGrspX˛–G—UwyylationGandGnegativelyGregulatesGrspX˛–GactivityGinGresponseGtoG
hypoxiaUG2010SGYcSG]]_bTab 47

345 rypoxiaGinactivatesGtheGärvGtumorGsuppressorGthroughGzsk—yTmediatedG—UwyGmodificationUG2010SG
]SGecaYW 62

344 –ationaleGforGtargetedGtherapiesGandGpotentialGroleGofGpazopanibGinGadvancedGrenalGcellGcarcinomaUG
2010SG[SGXbaTca 1

343 wammalianG—üsV—xpTTaGsubunitGlkpY]WVk–snXGisGanGoZGubiquitinGligaseGthatGtargetsGhistoneGrYlUG
2010SGZWSGX_aZTbb 84

342 nükXGandGnükYSGtwoGkrabidopsisGnünGproteinGcomponentsGofGmUv[TbasedGoZGligasesSGactG
togetherGasGnegativeGregulatorsGinGklkGsignalGtransductionUG2010SGYYSGXaX_TZY 178

341 —tructuralGbasisGofGdimerizationTdependentGubiquitinationGbyGtheG—mpOpbx[PGubiquitinGligaseUG2010SG
Yb]SGXZbc_TcW_ 27

340  heGm–vYv––TXGubiquitinGligaseGregulatesGcellGcycleGprogressionGduringGmUGelegansGdevelopmentUG
2010SGXZaSGZb]aT__ 26

339 xeuroendocrineGtumorsGandGtumorGsyndromesGinGchildhoodUG2010SGXZSG[YaT[X 8

338 qenotypeTphenotypeGcorrelationGinGocularGvonGrippelTvindauGOärvPGdiseasedGtheGeffectGofGmissenseG
mutationGpositionGonGocularGärvGphenotypeUG2010SG]XSG[[_[TaW 27

337 oxperimentalGandGcomputationalGstudiesGindicateGspecificGbindingGofGpärvGproteinGtoGkuroraTkG
kinaseUG2010SGXX[SGX[b_Tca 5
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336 nissectionGofGtheGrsäGäifGinteractionGwithGhumanGoZGubiquitinGligaseUG2010SGb[SGaXZ]Tc 39

335 wolecularGdiagnosisGandGtherapyGofGkidneyGcancerUG2010SG_XSGZYcT[Z 135

334 rypoxicGregulationGofGerythropoiesisGandGironGmetabolismUG2010SGYccSGpXTXZ 208
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stabilityGandGaffectsGp]ZGandGrspTXalphaGmediatedGtranscriptionUG2010SG[YSGXaYcTZ] 30

327 niseasesGofGnxkG–epairUG2010SG 2

326  heGcullinGproteinGfamilyUG2011SGXYSGYYW 302

325 UG2011SG 9

324 äonGrippelTvindauUG2011SG

323 pamilialGmatecholamineT—ecretingG umorsGTG hreeGnistinctGpamiliesGwithGrereditaryG
zheochromocytomaUG2011SG

322  heG—ym—YGubiquitinGligaseGcomplexGregulatesGgrowthGhormoneGreceptorGlevelsUG2011SG_SGeY]Z]b 52

321 wakingGyrderGinGtheGsntrinsicallyGnisorderedG–egionsGofGrsäTXGäifGzroteinUG2011SGYWXTYYX 1
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319 rypoxiaGandGcellGcycleGregulationGofGtheGvonGrippelTvindauGtumorGsuppressorUG2011SGZWSGYXTZX 21
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318 vonGrippelTvindauGproteinGpromotesG—kpYGdestabilizationGonGnxkGdamageUG2011SGZWSGZXYaTZb 22

317 vonGrippelTvindauGdiseasedGaGclinicalGandGscientificGreviewUG2011SGXcSG_XaTYZ 439
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315  heGcullinT–sxqGubiquitinTproteinGligasesUG2011SG_YSGYccTZZ[ 326

314 –egulationGofGhypoxiaTinducibleGfactorGXGandGtheGlossGofGtheGcellularGresponseGtoGhypoxiaGinG
diabetesUG2011SG][SGXc[_T]_ 102

313 smpactGofGgeneticsGonGtheGdiagnosisGandGtreatmentGofGrenalGcancerUG2011SGXYSG[aT]] 17

312  wistsGandGturnsGinGubiquitinTlikeGproteinGconjugationGcascadesUG2011SGYWSGXc[XT][ 35

311 qenotypeTphenotypeGcorrelationsGofGpheochromocytomaGinGtwoGlargeGvonGrippelTvindauGOärvPGtypeG
YkGkindredsGwithGdifferentGmissenseGmutationsUG2011SGX]]kSGX_bTaZ 17
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