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m Paper IF Citations

659 –aperHllertVH1999THbTH [XYU [Xa

658 lHmutantHofHSindbisHvirusHthatHisHresistantHtoHpyrazofurinHencodesHanHalteredH ylHpolymeraseVH2000TH
ZbZTHaYUbY 18

657 tnternalHandH[OH ylHinitiationHbyH—betaHreplicaseHdirectedHbyHnnlHboxesVH2000THZbYTH[a[UbX 11

656 tnteractionHbetweenHzucchiniHyellowHmosaicHpotyvirusH ylUdependentH ylHpolymeraseHandHhostH
polyUPlQHbindingHproteinVH2000THZb5TH][[U][ 50

655 yewHdrugsHforHhepatitisHnHvirusHPsnÅQVH2000THY]THZd[U[X5 4

654 ÅirusUspecificHcofactorHrequirementHandHchimericHhepatitisHnHvirusWrmHvirusHmHnonstructuralHproteinH
[VH2000THb]TH]ZdYU[XY 38

653 xechanismHofHactionHofHaHpestivirusHantiviralHcompoundVH2000THdbTHbdcYUa 94

652 –oliovirusH ylUdependentH ylHpolymeraseHP[opolQeHstructuralTHbiochemicalTHandHbiologicalHanalysisH
ofHconservedHstructuralHmotifsHlHandHmVH2000THZb5THZ55Z[U[Z 97

651  ecentHdevelopmentsHinHhepatitisHnHantiviralHresearchHYdddHUHZXXXVH2000THYXTHYZXYUYZZX 6

650  eplicationHofHhepatitisHnHvirusVH2000THcYTHYa[YU]c 486

649 tHxolecularHbiologyHofHhepatitisHnHvirusVH2000THZTHYUt 5

648 renomeHofHhumanHhepatitisHnHvirusHPsnÅQeHgeneHorganizationTHsequenceHdiversityTHandHvariationVH
2000TH5THYZdU5Y 82

647 TemplateWprimerHrequirementsHandHsingleHnucleotideHincorporationHbyHhepatitisHnHvirusH
nonstructuralHproteinH5mHpolymeraseVH2000THb]THdY[]U][ 105

646 –oliovirusH ylUdependentH ylHpolymeraseHP[oPpolQQVHlssemblyHofHstableTHelongationUcompetentH
complexesHbyHusingHaHsymmetricalHprimerUtemplateHsubstrateHPsymWsubQVH2000THZb5TH5[ZdU[a 123

645 SpecificityHandHmechanismHanalysisHofHhepatitisHnHvirusH ylUdependentH ylHpolymeraseVH2000TH[bbTHYZdU[] 25

644 oeHnovoHsynthesisHofH ylHbyHtheHdengueHvirusH ylUdependentH ylHpolymeraseHexhibitsH
temperatureHdependenceHatHtheHinitiationHbutHnotHelongationHphaseVH2001THZbaTH[ddZaU[b 236

643 nhapterHYZVHyonUstÅHantiviralHagentsVH2001TH[aTHYYdUYZc
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642  ecentHadvancesHinHtheHmolecularHbiologyHofHhepatitisHnHvirusVH2001TH[Y[TH]5YUa] 156

641 nharacterizationHofHmonoclonalHantibodiesHthatHspecificallyHrecognizeHtheHpalmHsubdomainHofH
hepatitisHnHvirusHnonstructuralHproteinH5mHpolymeraseVH2001THb5THYbdUcb 5

640 tssuesHinHstÅWsepatitisHnHnoUinfectionVH2001TH[THY[YUY[a 2

639 tntracellularHhepatitisHnHvirusH ylUdependentH ylHpolymeraseHactivityVH2001THY]aTHY55[UbX 5

638 pmergingHtherapiesHforHhepatitisHnHvirusHinfectionVH2001THaTHY[U]Z 58

637 lHnovelHmechanismHtoHensureHterminalHinitiationHbyHhepatitisHnHvirusHyS5mHpolymeraseVH2001THZc5THaUYY 171

636 oeHnovoHinitiationHofHviralH ylUdependentH ylHsynthesisVH2001THZcbTHZ5YUaX 181

635 lHstructuralHbasisHforHprocessivityVH2001THYXTHYaddUbYY 186

634 yomenclatureHforHantiviralUresistantHhumanHhepatitisHmHvirusHmutationsHinHtheHpolymeraseHregionVH
2001TH[[THb5YUb 313

633 xutationalHanalysisHofHtheHstructureHandHfunctionsHofHhepatitisHnHvirusH ylUdependentH ylH
polymeraseVH2001TH[[THbZcU[b 48

632 zligomericHstructuresHofHpoliovirusHpolymeraseHareHimportantHforHfunctionVH2001THZXTHYY5[Ua[ 117

631 TheHactiveHsitesHofHtheHinfluenzaHcapUdependentHendonucleaseHareHonHdifferentHpolymeraseH
subunitsVH2001THZXTHZXbcUca 138

630 lHmechanismHforHinitiatingH ylUdependentH ylHpolymerizationVH2001TH]YXTHZ[5U]X 432

629 yovelHcellHcultureHsystemsHforHtheHhepatitisHnHvirusVH2001TH5ZTHYUYb 157

628 oylHstructureHandHaspartateHZbaHinfluenceHnucleotideHbindingHtoHhumanHoylHpolymeraseHbetaVH
tmplicationHforHtheHidentityHofHtheHrateUlimitingHconformationalHchangeVH2001THZbaTH[]XcUYa 134

627 oeterminantsHforHmembraneHassociationHofHtheHhepatitisHnHvirusH ylUdependentH ylHpolymeraseVH
2001THZbaTH]]X5ZUa[ 161

626 sepatitisHnHvirusH ylUdependentH ylHpolymeraseHPyS5mQHasHaHmediatorHofHtheHantiviralHactivityHofH
ribavirinVH2001THZbaTH]aXd]Uc 220

625
oesignTHhighUlevelHexpressionTHpurificationHandHcharacterizationHofHsolubleHfragmentsHofHtheH
hepatitisHnHvirusHyS[H ylHhelicaseHsuitableHforHyx UbasedHdrugHdiscoveryHmethodsHandHmechanisticH
studiesVH2001THY]TH5b[UcZ
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624  esistanceHofHhepatitisHmHvirusHtoHantiviralHdrugseHcurrentHaspectsHandHdirectionsHforHfutureH
investigationVH2001THYZTHYU[5 87

623 pxperimentalHandHemergingHtherapiesHforHchronicHhepatitisHnHvirusHinfectionVH2001THYXTHY]5bUad 6

622 nomparisonsHamongHtheHlargerHgenomeHsegmentsHofHsixHnodavirusesHandHtheirHencodedH ylH
replicasesVH2001THcZTHYc55UYcaa 52

621 nomparisonHofHturnipHcrinkleHvirusH ylUdependentH ylHpolymeraseHpreparationsHexpressedHinH
pscherichiaHcoliHorHderivedHfromHinfectedHplantsVH2002THbaTHYbXbUYb 65

620 qineHmappingHofHtheHsubunitHbindingHsitesHofHinfluenzaHvirusH ylHpolymeraseVH2002TH]aTHYabUb5 81

619 xodulationHofHhepatitisHnHvirusH ylUdependentH ylHpolymeraseHactivityHbyHstructureUbasedH
siteUdirectedHmutagenesisVH2002THZbbTH[cc[cU]a 51

618 tdentificationHandHbiologicalHcharacterizationHofHheterocyclicHinhibitorsHofHtheHhepatitisHnHvirusH
 ylUdependentH ylHpolymeraseVH2002THZbbTH[c[ZZUb 171

617 xechanismHofHdeHnovoHinitiationHbyHtheHhepatitisHnHvirusH ylUdependentH ylHpolymeraseeHroleHofH
divalentHmetalsVH2002THbaTHYZ5Y[UZ5 82

616 SelectionHofH[OUtemplateHbasesHandHinitiatingHnucleotidesHbyHhepatitisHnHvirusHyS5mH ylUdependentH
 ylHpolymeraseVH2002THbaTHbX[XUd 52

615 –romoterWoriginHstructureHofHtheHcomplementaryHstrandHofHhepatitisHnHvirusHgenomeVH2002THZbbTHZcbXXU5 15

614 zligomerizationHandHcooperativeH ylHsynthesisHactivityHofHhepatitisHnHvirusH ylUdependentH ylH
polymeraseVH2002THbaTH[ca5UbZ 129

613 StructuralHanalysisHofHtheHhepatitisHnHvirusH ylHpolymeraseHinHcomplexHwithHribonucleotidesVH2002TH
baTH[]cZUdZ 325

612 nellUfreeHreplicationHofHtheHhepatitisHnHvirusHsubgenomicHrepliconVH2002THbaTHYZXXYUb 74

611 llphavirusHminusUstrandH ylHsynthesiseHidentificationHofHaHroleHforHlrgYc[HofHtheHns–]HpolymeraseVH
2002THbaTHca[ZU]X 20

610 nrystalHstructuresHofHactiveHandHinactiveHconformationsHofHaHcaliciviralH ylUdependentH ylH
polymeraseVH2002THZbbTHY[cYUb 131

609 SelectionHofH ylHaptamersHthatHareHspecificHandHhighUaffinityHligandsHofHtheHhepatitisHnHvirusH
 ylUdependentH ylHpolymeraseVH2002THbaTH[accUda 86

608  equirementsHforHdeHnovoHinitiationHofH ylHsynthesisHbyHrecombinantHflaviviralH ylUdependentH
 ylHpolymerasesVH2002THbaTHYZ5ZaU[a 75

607 zligomericHinteractionHofHhepatitisHnHvirusHyS5mHisHcriticalHforHcatalyticHactivityHofH ylUdependentH
 ylHpolymeraseVH2002THZbbTHZY[ZUb 84
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606 qunctionalHpropertiesHofHaHmonoclonalHantibodyHinhibitingHtheHhepatitisHnHvirusH ylUdependentH
 ylHpolymeraseVH2002THZbbTH5d[UaXY 42

605 TheHxolecularHmiologyHofHsepatitisHnHÅirusVH2002THcYUYXc 6

604 macteriophageHphiHaH ylUdependentH ylHpolymeraseeHmolecularHdetailsHofHinitiatingHnucleicHacidH
synthesisHwithoutHprimerVH2002THZbbTHYbYYbUZ] 53

603 xodulationHofHtheHhepatitisHnHvirusH ylUdependentH ylHpolymeraseHactivityHbyHtheHnonUstructuralH
PySQH[HhelicaseHandHtheHyS]mHmembraneHproteinVH2002THZbbTH]5abXUd 120

602 vineticHanalysisHofHnUterminallyHtruncatedH ylUdependentH ylHpolymeraseHofHhepatitisHnHvirusVH
2002THZdXTHYYccUd] 17

601 lpplicationHofHstructuralHbiologyHtoolsHinHtheHstudyHofHviralHhepatitisHandHtheHdesignHofHantiviralH
therapyVH2002THYZ[THY[5XUa[ 5

600  ylUdependentH ylHpolymerasesTHvirusesTHandH ylHsilencingVH2002THZdaTHYZbXU[ 344

599 ÅiralH ylUdirectedH–olymeraseseHStructureHandHqunctionH elationshipsVH2002TH5bUcc

598  ylHsynthesisHinHaHcageUUstructuralHstudiesHofHreovirusHpolymeraseHlambda[VH2002THYYYTHb[[U]5 285

597 SimplifiedHnormalHmodeHanalysisHofHconformationalHtransitionsHinHoylUdependentHpolymeraseseHtheH
elasticHnetworkHmodelVH2002TH[ZXTHYXYYUZ] 228

596 TheHpalmHsubdomainUbasedHactiveHsiteHisHinternallyHpermutedHinHviralH ylUdependentH ylH
polymerasesHofHanHancientHlineageVH2002TH[Z]TH]bUaZ 171

595 snÅH ylUdependentH ylHpolymeraseHasHaHtargetHforHantiviralHdevelopmentVH2002THZTH5[]U]X 43

594 sepatitisHneHmolecularHvirologyHandHantiviralHtargetsVH2002THcTH]baUcZ 43

593  eferencesVH2002THYbbUZ]c

592 tdentificationHofHmHcellHepitopesHofHhepatitisHnHvirusH ylHdependentH ylHpolymeraseVH2002THYX]THYUc 2

591 sepatitisHnHvirusHcoreHproteinHbindsHtoHaHnUterminalHregionHofHyS5mH ylHpolymeraseVH2002THZZTHZdbU[Xa 14

590 TheHessentialHroleHofHnUterminalHresiduesHinHregulatingHtheHactivityHofHhepatitisHnHvirusH
 ylUdependentH ylHpolymeraseVH2002THYaXYTH[cU]c 56

589 noreHpromoterHforHinitiationHofHnucumberHmosaicHvirusHsubgenomicH yl]lVH2002TH[TH][U5Z 17
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588 xechanismsHofHdrugHresistanceHandHnovelHapproachesHtoHtherapyHforHchronicHhepatitisHnVH2002THYbH
SupplH[THS[5YUd 2

587 ldvancesHinHhepatitisHneHwhatHisHcomingHinHtheHnextH5HyearsjVH2002THYbTH]]ZUb 11

586 –roteinUproteinHinteractionsHasHtargetsHforHantiviralHchemotherapyVH2002THYZTHZ[dUaZ 60

585 sepatitisHnHtherapeuticseHcurrentHstatusHandHemergingHstrategiesVH2002THYTHcabUcY 165

584 mirnavirusHÅ–YHproteinsHformHaHdistinctHsubgroupHofH ylUdependentH ylHpolymerasesHlackingHaH
rooHmotifVH2002THZdaTHZ]YU5X 41

583 xutationsHinHyS5mHpolymeraseHofHhepatitisHnHviruseHimpactsHonHinHvitroHenzymaticHactivityHandHviralH
 ylHreplicationHinHtheHsubgenomicHrepliconHcellHcultureVH2002THZdbTHZdcU[Xa 48

582 yewHtherapeuticHstrategiesHforHhepatitisHnVH2002TH[5THZZ]U[Y 118

581 lnalysisHofHmutantHyS5mHproteinsHencodedHbyHisolatesHfromHchimpanzeesHchronicallyHinfectedH
followingHclonalHsnÅH ylHinoculationVH2003TH[YbTHa5UbZ 5

580 tdentificationHofH ylHligandsHthatHbindHhepatitisHnHvirusHpolymeraseHselectivelyHandHinhibitHitsH ylH
synthesisHfromHtheHnaturalHviralH ylHtemplatesVH2003TH[XbTH[XYUYa 39

579 tdentificationHofHconstrainedHpeptidesHthatHbindHtoHandHpreferentiallyHinhibitHtheHactivityHofHtheH
hepatitisHnHviralH ylUdependentH ylHpolymeraseVH2003TH[Y[THY5cUad 8

578 lpproachingHaHnewHeraHforHhepatitisHnHvirusHtherapyeHinhibitorsHofHtheHyS[U]lHserineHproteaseHandH
theHyS5mH ylUdependentH ylHpolymeraseVH2003TH5cTHYUYa 172

577 tdentificationHofHaH ibavirinUresistantHyS5mHmutationHofHhepatitisHnHvirusHduringHribavirinH
monotherapyVH2003TH[cTHcadUcbc 165

576 nurrentHtherapyHandHnewHmolecularHapproachesHtoHantiviralHtreatmentHandHpreventionHofHhepatitisH
nVH2003THY[TH[aYUbY 57

575 yewHtherapiesHonHtheHhorizonHforHhepatitisHneHareHweHclosejVH2003THbTHZYYU]ZTHxi 30

574 StructuralHbiologyHofHhepatitisHnHvirusVH2003THbTHYUZYTHvii 32

573 SubstrateHcomplexesHofHhepatitisHnHvirusH ylHpolymeraseHPsnUu]QeHstructuralHevidenceHforH
nucleotideHimportHandHdeUnovoHinitiationVH2003TH[ZaTHYXZ5U[5 136

572 xultipleHinteractionsHwithinHtheHhepatitisHnHvirusH ylHpolymeraseHrepressHprimerUdependentH ylH
synthesisVH2003TH[[XTHab5Uc5 46

571 –rospectsHforHantiviralHtherapyVH2003THaYTH5YYU5[ 15

Citation Report

6



570 yonUnucleosideHanalogueHinhibitorsHbindHtoHanHallostericHsiteHonHsnÅHyS5mHpolymeraseVHnrystalH
structuresHandHmechanismHofHinhibitionVH2003THZbcTHd]cdUd5 155

569 sepatitisHnHvirusHgeneticHvariabilityeHpathogenicHandHclinicalHimplicationsVH2003THbTH]5Uaa 165

568 SelectionHofHoylHaptamersHthatHbindHtheH ylUdependentH ylHpolymeraseHofHhepatitisHnHvirusHandH
inhibitHviralH ylHsynthesisHinHvitroVH2003THY[TH]55Ua[ 41

567 nharacterizationHofHtheHmetalHionHbindingHpropertiesHofHtheHhepatitisHnHvirusH ylHpolymeraseVH2003TH
ZbcTH[cacUb5 36

566 nharacterizationHofHtheH ylUbindingHdomainsHinHtheHreplicaseHproteinsHofHtomatoHbushyHstuntHvirusVH
2003THbbTHdZ]]U5c 104

565 SignificanceHinHreplicationHofHtheHterminalHnucleotidesHofHtheHflavivirusHgenomeVH2003THbbTHYXaZ[Ud 70

564 sepatitisHnHvirusHtherapieseHcurrentHtreatmentsTHtargetsHandHfutureHperspectivesVH2003THY]THYUZY 40

563 xolecularHmodelHofHSl SHcoronavirusHpolymeraseeHimplicationsHforHbiochemicalHfunctionsHandHdrugH
designVHNucleickAcidskResearchTH2003TH[YTHbYYbU[X 20.1 135

562 tdentificationHofHaHnUterminalHregulatoryHmotifHinHhepatitisHnHvirusH ylUdependentH ylHpolymeraseeH
structuralHandHbiochemicalHanalysisVH2003THbbTHdXZXUc 46

561 xechanismHofHactionHandHantiviralHactivityHofHbenzimidazoleUbasedHallostericHinhibitorsHofHtheH
hepatitisHnHvirusH ylUdependentH ylHpolymeraseVH2003THbbTHY[ZZ5U[Y 189

560 tnitialHbindingHofHtheHbroadHspectrumHantiviralHnucleosideHribavirinHtoHtheHhepatitisHnHvirusH ylH
polymeraseVH2003THZbcTH5Z]bYUc 34

559 sepatitisHnHvirusVH2003THYZbUYbY

558 miochemicalHpropertiesHofHfullUlengthHhepatitisHnHvirusH ylUdependentH ylHpolymeraseHexpressedH
inHinsectHcellsVH2003TH[5TH]b5Uc5 2

557 oirectHinteractionHbetweenHnucleolinHandHhepatitisHnHvirusHyS5mVH2003THZbcTH5YXdUY5 46

556 –roteinUproteinHinteractionsHbetweenHhepatitisHnHvirusHnonstructuralHproteinsVH2003THbbTH5]XYUY] 156

555 –romisingHcandidatesHforHtheHtreatmentHofHchronicHhepatitisHnVH2003THYZTHYZadUcX 16

554 lHstructuralHandHprimaryHsequenceHcomparisonHofHtheHviralH ylUdependentH ylHpolymerasesVH
NucleickAcidskResearchTH2003TH[YTHYcZYUd 20.1 217

553 nytochromeH–]5XZoaPYd[UZYZQeHaHnewHimmunodominantHepitopeHandHtargetHofHvirusWselfH
crossUreactivityHinHliverHkidneyHmicrosomalHautoantibodyHtypeHYUpositiveHliverHdiseaseVH2003THYbXTHY]cYUd 160
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552 nrystallographicHidentificationHofHaHnoncompetitiveHinhibitorHbindingHsiteHonHtheHhepatitisHnHvirusH
yS5mH ylHpolymeraseHenzymeVH2003THbbTHb5b5UcY 149

551 pnhancerUlikeHactivityHofHaHbromeHmosaicHvirusH ylHpromoterVH2003THbbTHYc[XUd 27

550 lntiviralHlgentsVH2003TH

549 StructuralHfoldsHofHviralHproteinsVH2003THa]THYZ5Uda 34

548  ecentHdevelopmentsHinHtargetHidentificationHagainstHhepatitisHnHvirusVH2004THcTHZd5U[Xb 7

547 SpecificHinhibitorsHofHsnÅHpolymeraseHidentifiedHusingHanHyS5mHwithHlowerHaffinityHforH
templateWprimerHsubstrateVHNucleickAcidskResearchTH2004TH[ZTH]ZZU[Y 20.1 68

546 YcVHTspHxzwpnUwl HÅt zwzrïHzqHsp–lTtTtSHnHÅt USVH2004TH]55U]d5

545 xolecularHvirologyHofHhepatitisHnHvirusVH2004THabUc5 10

544 nrystalHstructureHofHnorwalkHvirusHpolymeraseHrevealsHtheHcarboxylHterminusHinHtheHactiveHsiteHcleftVH
2004THZbdTHYaa[cU]5 100

543 cisUactingH ylHsignalsHinHtheHyS5mHnUterminalHcodingHsequenceHofHtheHhepatitisHnHvirusHgenomeVH
2004THbcTHYXca5Ubb 76

542 [oHstructureHofHtheHinfluenzaHvirusHpolymeraseHcomplexeHlocalizationHofHsubunitHdomainsVH2004THYXYTH[XcUY[ 107

541 xembraneHassociationHofHtheH ylUdependentH ylHpolymeraseHisHessentialHforHhepatitisHnHvirusH
 ylHreplicationVH2004THbcTHY[ZbcUc] 110

540 nharacterizationHofHtheHinhibitionHofHhepatitisHnHvirusH ylHreplicationHbyHnonnucleosidesVH2004THbcTHd[cU]a 118

539 tnhibitionHofHhepatitisHnHvirusHreplicationHbyHarsenicHtrioxideVH2004TH]cTHZcbaUcZ 29

538 plongationHofHsyntheticH ylHtemplatesHbyHhepatitisHnHvirusHyS5mHpolymeraseVH2004THZbdTHYXb[cU]a 3

537 –roteinHkinaseHnUrelatedHkinaseHZHregulatesHhepatitisHnHvirusH ylHpolymeraseHfunctionHbyH
phosphorylationVH2004THZbdTH5XX[YU]Y 63

536 tnvolvementHofHaHbovineHviralHdiarrheaHvirusHyS5mHlocusHinHvirionHassemblyVH2004THbcTHdaYZUZ[ 21

535 pffectHofHmetalHionHbindingHonHtheHstructuralHstabilityHofHtheHhepatitisHnHvirusH ylHpolymeraseVH2004TH
ZbdTH]db55UaY 18

Citation Report

8



534 xutationalHlnalysisHofHsepatitisHnHÅirusHyS5mHinHtheHSubgenomicH epliconHnellHnultureVH2004THZbdTHZ5]b]UcZ 5

533 tnitiationHofHviralH ylUdependentH ylHpolymerizationVH2004THc5THYXbbUYXd[ 128

532 lHcisUactingHreplicationHelementHinHtheHsequenceHencodingHtheHyS5mH ylUdependentH ylH
polymeraseHisHrequiredHforHhepatitisHnHvirusH ylHreplicationVH2004THbcTHY[5ZUaa 184

531 –olymorphismsHofHyS5mHproteinHrelatesHtoHearlyHclearanceHofHhepatitisHnHvirusHbyHinterferonHplusH
ribavirineHaHpilotHstudyVH2004THYYTHZZ5U[5 10

530 lHprimerHonHtheHmolecularHvirologyHofHhepatitisHnVHLiverkInternationalTH2004THZ]TH5YdUZ5 7.9 19

529 StructuralHbasisHforHproteolysisUdependentHactivationHofHtheHpoliovirusH ylUdependentH ylH
polymeraseVH2004THZ[TH[]aZUbY 199

528 TheHstructuralHbasisHforH ylHspecificityHandHnaZSHinhibitionHofHanH ylUdependentH ylHpolymeraseVH
2004THYZTH[XbUYa 32

527 TheHcrystalHstructureHofHtheH ylUdependentH ylHpolymeraseHfromHhumanHrhinoviruseHaHdualH
functionHtargetHforHcommonHcoldHantiviralHtherapyVH2004THYZTHY5[[U]] 91

526 SequenceHanalysisHofHwH ylHofHwassaHvirusVH2004TH[YcTHY5[Uac 85

525 pffectHofHmutationHinHtheHhepatitisHnHvirusHnonstructuralH5mHregionHonHsnÅHreplicationVH2004TH[dTH]]dU5] 3

524 snÅHyS5mHpolymeraseUboundHconformationHofHaHsolubleHsulfonamideHinhibitorHbyHZoHtransferredH
yzpSïVH2004THY]TH5[[[Ub 9

523 StructuralHbiologyHofHhepatitisHnHvirusVH2004TH[dTH5UYd 495

522 sepatitisHnVHoevelopmentHofHnewHdrugsHandHclinicalHtrialseHpromisesHandHpitfallsVHSummaryHofHanH
llSwoHhepatitisHsingleHtopicHconferenceTHnhicagoTHtwTHqebruaryHZbUxarchHYTHZXX[VH2004TH[dTH55]Uab 51

521 –lasmonUwaveguideHresonanceHspectroscopyHappliedHtoHthreeHpotentialHdrugHtargetseH
cyclooxygenaseUZTHhepatitisHnHvirusH ylHpolymeraseHandHintegrinHalphaHÅHbetaH[VH2004TH[aTHbYYUd 5

520 TheHmonoethylHesterHofHmeconicHacidHisHanHactiveHsiteHinhibitorHofHsnÅHyS5mH ylUdependentH ylH
polymeraseVH2004THY]TH[Z5bUaY 50

519 lctiveHsiteHinhibitorsHofHsnÅHyS5mHpolymeraseVHTheHdevelopmentHandHpharmacophoreHofH
ZUthienylU5TaUdihydroxypyrimidineU]UcarboxylicHacidVH2004THY]TH5Xc5Uc 40

518 StructureHofHfootUandUmouthHdiseaseHvirusH ylUdependentH ylHpolymeraseHandHitsHcomplexHwithHaH
templateUprimerH ylVH2004THZbdTH]bZYZUZY 180

517 TheHstructureHofHtheH ylUdependentH ylHpolymeraseHfromHbovineHviralHdiarrheaHvirusHestablishesH
theHroleHofHrT–HinHdeHnovoHinitiationVH2004THYXYTH]]Z5U[X 190

(2004-2004)
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516 –oliovirusH ylUdependentH ylHpolymeraseHP[opolQeHkineticTHthermodynamicTHandHstructuralH
analysisHofHribonucleotideHselectionVH2004TH][TH5Y]dU5c 67

515 yovelHinsightsHintoHhepatitisHnHvirusHreplicationHandHpersistenceVH2004THa[THbYUYcX 218

514 nomparisonsHofHtheHxYHgenomeHsegmentsHandHencodedHmuZHproteinsHofHdifferentHreovirusHisolatesVH
2004THYTHa 40

513 zrthoreovirusHandHlquareovirusHcoreHproteinseHconservedHenzymaticHsurfacesTHbutHnotH
proteinUproteinHinterfacesVH2004THYXYTHY5UZc 41

512  ylUdependentH ylHpolymerasesHofHds ylHbacteriophagesVH2004THYXYTH]5U55 33

511 pxcisionHofHincorporatedHnucleotideHanalogueHchainUterminatorsHcanHdiminishHtheirHinhibitoryH
effectsHonHviralH ylUdependentH ylHpolymerasesVH2004TH[[bTHYUY] 27

510 snÅHantiviralHresistanceeHtheHimpactHofHinHvitroHstudiesHonHtheHdevelopmentHofHantiviralHagentsH
targetingHtheHviralHyS5mHpolymeraseVH2005THYaTHZZ5U]5 52

509 xutationsHinHtheHyS5mHregionHofHtheHhepatitisHnHvirusHgenomeHcorrelateHwithHclinicalHoutcomesHofH
interferonUalphaHplusHribavirinHcombinationHtherapyVH2005THZXTHY]XYUd 35

508 ÅiralHloadHchangeHandHsequentialHevolutionHofHentireHhepatitisHnHvirusHgenomeHinHtrishHrecipientsHofH
singleHsourceUcontaminatedHantiUoHimmunoglobulinRVH2005THYZTH5d]UaX[ 10

507 sostHsphingolipidHbiosynthesisHasHaHtargetHforHhepatitisHnHvirusHtherapyVH2005THYTH[[[Ub 150

506 ÅiralHandHcellularH ylHhelicasesHasHantiviralHtargetsVH2005TH]THc]5U5[ 168

505 nhallengesHandHsuccessesHinHdevelopingHnewHtherapiesHforHhepatitisHnVH2005TH][aTHd5[UaX 370

504 xutationsHinHtheHnonstructuralHregionH5mHofHhepatitisHnHvirusHgenotypeHYbeHtheirHrelationHtoHviralH
loadTHresponseHtoHinterferonTHandHtheHnonstructuralHregionH5lVH2005THb5TH5X]UYZ 17

503 wHproteinTHtheH ylUdependentH ylHpolymeraseHofHhantavirusesVH2005THY5XTH5[[U5a 46

502 tnterdomainHcommunicationHinHhepatitisHnHvirusHpolymeraseHabolishedHbyHsmallHmoleculeHinhibitorsH
boundHtoHaHnovelHallostericHsiteVH2005THZcXTHZdba5UbX 139

501 nrystalHstructureHofHcompleteHrhinovirusH ylHpolymeraseHsuggestsHfrontHloadingHofHproteinHprimerVH
2005THbdTHZbbUcc 53

500 velpHflyHviruseHaHnovelHgroupHofHinsectHpicornaUlikeHvirusesHasHdefinedHbyHgenomeHsequenceHanalysisH
andHaHdistinctiveHvirionHstructureVH2005THbdTHY[[c5Udc 21

499 qunctionalHanalysisHofH ylHbindingHbyHtheHhepatitisHnHvirusH ylUdependentH ylHpolymeraseVH2005TH
ZcXTH[cXYYUd 35
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498  emoteHsiteHcontrolHofHanHactiveHsiteHfidelityHcheckpointHinHaHviralH ylUdependentH ylHpolymeraseVH
2005THZcXTHZ5bXaUYa 141

497 mindingHsiteHcharacterizationHandHresistanceHtoHaHclassHofHnonUnucleosideHinhibitorsHofHtheHhepatitisH
nHvirusHyS5mHpolymeraseVH2005THZcXTH[dZaXUb 109

496  ecombinantHviralH d psHcanHinitiateH ylHsynthesisHfromHcircularHtemplatesVH2006THYZTH[X[UYZ 22

495  epairHofHtheHt ylUlikeHnnlHsequenceHinHaHmultipartiteHpositiveUstrandH ylHvirusVH2005THbdTHY]YbUZb 27

494 xutagenesisHanalysisHofHtheHrrT–UspecificHbindingHsiteHofHhepatitisHnHvirusH ylUdependentH ylH
polymeraseVH2005THbdTHYYaXbUYb 29

493 reneticHandHbiochemicalHevidenceHforHanHoligomericHstructureHofHtheHfunctionalHwHpolymeraseHofHtheH
prototypicHarenavirusHlymphocyticHchoriomeningitisHvirusVH2005THbdTHbZaZUc 47

492 mackUprimingHmodeHofHphiaH ylUdependentH ylHpolymeraseVH2005THcaTH5ZYU5Za 25

491 oownUregulationHofHtheHretinoblastomaHtumorHsuppressorHbyHtheHhepatitisHnHvirusHyS5mH
 ylUdependentH ylHpolymeraseVH2005THYXZTHYcY5dUa] 113

490 lHrelaxedHdiscriminationHofHZOUzUmethylUrT–HrelativeHtoHrT–HbetweenHdeHnovoHandHplongativeH ylH
synthesisHbyHtheHhepatitisHnH ylUdependentH ylHpolymeraseHyS5mVH2005THZcXTHa[5dUac 33

489 xutationsHconferringHresistanceHtoHaHhepatitisHnHvirusHPsnÅQH ylUdependentH ylHpolymeraseH
inhibitorHaloneHorHinHcombinationHwithHanHsnÅHserineHproteaseHinhibitorHinHvitroVH2005TH]dTH][X5UY] 117

488 lHhighlyHefficientTHasymmetricHsynthesisHofHbenzothiadiazineUsubstitutedHtetramicHacidseHpotentH
inhibitorsHofHhepatitisHnHvirusH ylUdependentH ylHpolymeraseVH2005THbTH55ZYU] 35

487 nrystalHstructuresHofHtheH ylUdependentH ylHpolymeraseHgenotypeHZaHofHhepatitisHnHvirusHrevealH
twoHconformationsHandHsuggestHmechanismsHofHinhibitionHbyHnonUnucleosideHinhibitorsVH2005THZcXTHYcZXZUYX 162

486 yovelHtherapiesHforHhepatitisHnHvirusHbasedHonHlessonsHfromHvirologyVH2005TH[THScaUc 2

485 oevelopmentHandHpreliminaryHoptimizationHofHindoleUyUacetamideHinhibitorsHofHhepatitisHnHvirusH
yS5mHpolymeraseVH2005TH]cTHY[Y]Ub 88

484 xolecularHvirologyHofHtheHhepatitisHnHviruseHimplicationHforHnovelHtherapiesVH2005THdTH[5[UadTHv 5

483 —uasispecieseHnonceptHandHtmplicationsHforHÅirologyVH2006TH 43

482 sepatitisHnHvirusHpopulationHdynamicsHduringHinfectionVH2006THZddTHZaYUc] 88

481 xolecularHvirologyHofHtheHhepatitisHnHviruseHimplicationHforHnovelHtherapiesVH2006THZXTHcYUdc 1

(2006-2005)

11



480  eplicationHandH–athogenesisHofHsepatitisHnHÅirusVH2006THYZ5UY]b 1

479 SelectionHandHcharacterizationHofHrepliconHvariantsHduallyHresistantHtoHthumbUHandHpalmUbindingH
nonnucleosideHpolymeraseHinhibitorsHofHtheHhepatitisHnHvirusVH2006THcXTHaY]aU5] 127

478 sepatitisHnHviruseHvirologyHandHexperimentalHsystemsVH2006THYXTHbb[UdY 4

477 –ropagationHofHhepatitisHnHvirusHinfectioneHplucidatingHtargetsHforHtherapeuticHinterventionVH2006TH[TH]bYU]bb

476 meyondHinterferonHandHribavirineHlntiviralHtherapiesHforHhepatitisHnHvirusVH2006TH[THZYYUZZX 2

475 yovelHinhibitorsHofHhepatitisHnHvirusH ylUdependentH ylHpolymerasesVH2006TH[5bTHYX5YUb 40

474 yonUnucleosideHinhibitorsHbindingHtoHhepatitisHnHvirusHyS5mHpolymeraseHrevealHaHnovelHmechanismH
ofHinhibitionVH2006TH[aYTH[[U]5 75

473 xolecularHvirologyHofHhepatitisHnHvirusHPsnÅQeHZXXaHupdateVH2006TH[THZdU[] 58

472  esistanceHofHhepatitisHnHvirusHtoHtheHhostHantiviralHresponseVH2006THYTHcdUdc 3

471 –arallelsHamongHpositiveUstrandH ylHvirusesTHreverseUtranscribingHvirusesHandHdoubleUstrandedH ylH
virusesVH2006TH]TH[bYUcZ 217

470 TheHphiZdHoylHpolymeraseeproteinUprimerHstructureHsuggestsHaHmodelHforHtheHinitiationHtoH
elongationHtransitionVH2006THZ5THY[[5U][ 77

469 lHnovelTHhighlyHselectiveHinhibitorHofHpestivirusHreplicationHthatHtargetsHtheHviralH ylUdependentH
 ylHpolymeraseVH2006THcXTHY]dUaX 72

468 nomparativeHmechanisticHstudiesHofHdeHnovoH ylHsynthesisHbyHflavivirusH ylUdependentH ylH
polymerasesVH2006TH[5YTHY]5U5c 98

467 lHcomparisonHofHviralH ylUdependentH ylHpolymerasesVH2006THYaTHZbU[] 188

466 TheHstructureHofHbovineHviralHdiarrheaHvirusH ylUdependentH ylHpolymeraseHandHitsHaminoUterminalH
domainVH2006THY]THYYXbUY[ 56

465 lntiviralHtherapyHtargetingHviralHpolymeraseVH2006THYZTHY[[dU55 44

464 TheHstructureHofHanH yliHpolymeraseHlinksH ylHsilencingHandHtranscriptionVH2006TH]THe][] 70

463 xutationsHinHtheHpalmHregionHofHaHplusUstrandH ylHvirusHpolymeraseHresultHinHattenuatedH
phenotypeVH2006THcbTH[a[YU[a[a 2
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462 TheHnUterminalHhydrophobicHdomainHofHhepatitisHnHvirusH ylHpolymeraseHyS5mHcanHbeHreplacedHwithH
aHheterologousHdomainHofHpoliovirusHproteinH[lVH2006THcXTHYY[][U5] 7

461 sepatitisHnHvirusHnonstructuralH5mHproteinHregulatesHtumorHnecrosisHfactorHalphaHsignalingHthroughH
effectsHonHcellularHtkappamHkinaseVH2006THZaTH[X]cU5d 38

460 xolecularHmechanismHofHaHthumbHdomainHhepatitisHnHvirusHnonnucleosideH ylUdependentH ylH
polymeraseHinhibitorVH2006TH5XTH]YX[UY[ 54

459 reneralHcatalyticHdeficiencyHofHhepatitisHnHvirusH ylHpolymeraseHwithHanHSZcZTHmutationHandH
mutuallyHexclusiveHresistanceHtowardsHZOUmodifiedHnucleotideHanaloguesVH2006TH5XTH]YaYUd 80

458 qromHstructureHtoHfunctioneHnewHinsightsHintoHhepatitisHnHvirusH ylHreplicationVH2006THZcYTHdc[[Ua 153

457 sighUaffinityHaptamersHtoHsubtypeH[aHhepatitisHnHvirusHpolymeraseHdisplayHgenotypicHspecificityVH
2006TH5XTH[XYdUZb 43

456 nharacterizationHofHtheHyUterminalHdomainHofHclassicalHswineHfeverHvirusH ylUdependentH ylH
polymeraseVH2006THcbTH[]bU[5a 27

455 nontrolHofHtemplateHpositioningHduringHdeHnovoHinitiationHofH ylHsynthesisHbyHtheHbovineHviralH
diarrheaHvirusHyS5mHpolymeraseVH2006THZcYTHZ]ddYUc 13

454 StructureHandHfunctionHofH ylHreplicationVH2006THaXTH[X5UZa 50

453 oockingHandHbindingHmodeHanalysisHofHarylHdiketoacidsHPlovQHatHtheHactiveHsiteHofHsnÅH
 ylUdependentH ylHpolymeraseVH2006TH[ZTHYY[YUYY[c 8

452 StructuralHandHfunctionalHcharacterizationHofHsapovirusH ylUdependentH ylHpolymeraseVH2007THcYTHYc5cUbY 58

451 nharacterizationHofHhepatitisHnHvirusHsubgenomicHrepliconHresistanceHtoHcyclosporineHinHvitroVH2007TH
cYTH5cZdU]X 83

450 sighHresolutionHfootprintingHofHtheHhepatitisHnHvirusHpolymeraseHyS5mHinHcomplexHwithH ylVH2007TH
ZcZTHYadXbUYa 18

449 sepatitisHnHvirusHinducesHpal–UdependentHdegradationHofHtheHretinoblastomaHproteinVH2007TH[THY[[5U]b 107

448 nrystalHstructureHofHtheHdengueHvirusH ylUdependentH ylHpolymeraseHcatalyticHdomainHatH
YVc5UangstromHresolutionVH2007THcYTH]b5[Ua5 331

447 TheHstructureHofHaHbirnavirusHpolymeraseHrevealsHaHdistinctHactiveHsiteHtopologyVH2007THYX]THb[c5UdX 93

446 mindingUsiteHidentificationHandHgenotypicHprofilingHofHhepatitisHnHvirusHpolymeraseHinhibitorsVH2007TH
cYTHadXdUYd 65

445 nrystalHstructureHofHtheH ylHpolymeraseHdomainHofHtheHàestHyileHvirusHnonUstructuralHproteinH5VH
2007THZcZTHYXabcUcd 197
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444 StabilizationHofHpoliovirusHpolymeraseHbyHyT–HbindingHandHfingersUthumbHinteractionsVH2007TH[aaTHY]5dUb] 54

443 xechanismHforHdeHnovoH ylHsynthesisHandHinitiatingHnucleotideHspecificityHbyHtbH ylHpolymeraseVH
2007TH[bXTHZ5aUac 51

442 ÅiralHproteomicsVH2007THbYTH[dcU]YY 103

441 StepHlengthHmeasurementUUtheoryHandHsimulationHforHtetheredHbeadHconstantUforceHsingleHmoleculeH
assayVH2007THd[THbd5UcX5 10

440 sepatitisHnHvirusHproteinsVHWorldkJournalkofkGastroenterologyTH2007THY[THZ]XaUY5 5.6 113

439  eplicationHofHhepatitisHnHvirusVH2007TH5TH]5[Ua[ 1049

438 SignificanceHofHtheHnUterminalHaminoHacidHresidueHinHmengovirusH ylUdependentH ylHpolymeraseVH
2007TH[a5THbdUdY 9

437 yovelHproteaseHandHpolymeraseHinhibitorsHforHtheHtreatmentHofHhepatitisHnHvirusHinfectionVH2007THYaTHYYbYUcY 24

436 TheHhepatitisHnHvirusHlifeHcycleHasHaHtargetHforHnewHantiviralHtherapiesVH2007THY[ZTHYdbdUdc 254

435 sepatitisHnHviralHlifeHcycleVH2007TH5dTHYZXXUYZ 103

434 ldvancesHinHtheHdevelopmentHofHnewHtherapeuticHagentsHtargetingHtheHyS[U]lHserineHproteaseHorH
theHyS5mH ylUdependentH ylHpolymeraseHofHtheHhepatitisHnHvirusVH2007TH5dTHYZ]ZUaZ 123

433 SpecificHtargetedHantiviralHtherapyHforHhepatitisHnVH2007THdTH5UY[ 17

432 qunctionalHcharacterizationHofHfingersHsubdomainUspecificHmonoclonalHantibodiesHinhibitingHtheH
hepatitisHnHvirusH ylUdependentH ylHpolymeraseVH2008THZc[THZ]XcdUYXZ 7

431 tnhibitionHofHhepatitisHnHvirusHPsnÅQH ylHpolymeraseHbyHoylHaptamerseHmechanismHofHinhibitionHofH
inHvitroH ylHsynthesisHandHeffectHonHsnÅUinfectedHcellsVH2008TH5ZTHZXdbUYYX 34

430 tdentificationHandHcharacterizationHofHcoumestansHasHnovelHsnÅHyS5mHpolymeraseHinhibitorsVH
NucleickAcidskResearchTH2008TH[aTHY]cZUda 20.1 84

429 pmergingHdrugsHforHhepatitisHnVH2008THY[THYUYd 39

428 xonoclonalHantibodyHrecognizingHyUterminalHepitopeHofHhepatitisHnHvirusHnonstructuralH5mHinhibitsH
viralH ylHreplicationVH2008THY5TH[X5UY[ 4

427 oevelopmentHofHplaqueHassaysHforHhepatitisHnHvirusUuqsYHstrainHandHisolationHofHmutantsHwithH
enhancedHcytopathogenicityHandHreplicationHcapacityVH2008TH[bYTHbYUc5 36
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426 TheHflavivirusHpolymeraseHasHaHtargetHforHdrugHdiscoveryVH2008THcXTHZ[U[5 141

425 UnderstandingHtheHmolecularHbasisHofHsmÅHdrugHresistanceHbyHmolecularHmodelingVH2008THcXTH[[dU5[ 31

424 xechanismHforHcoordinatedH ylHpackagingHandHgenomeHreplicationHbyHrotavirusHpolymeraseHÅ–YVH
2008THYaTHYabcUcc 130

423 [oHjigsawHpuzzleHinHrotavirusHassemblyVH2008THYaTHYaXYUZ 1

422 nuttingHtheHgordianHknotUdevelopmentHandHbiologicalHrelevanceHofHhepatitisHnHvirusHcellHcultureH
systemsVH2008THbYTH5YUY[[ 79

421  ylHtnterferenceVH2008TH 3

420  ylHtemplateUmediatedHinhibitionHofHhepatitisHnHvirusH ylUdependentH ylHpolymeraseHactivityVH
2008TH]bXTHY]aU5Z 8

419 nhallengesHinHmodernHdrugHdiscoveryeHaHcaseHstudyHofHboceprevirTHanHsnÅHproteaseHinhibitorHforHtheH
treatmentHofHhepatitisHnHvirusHinfectionVH2008TH]YTH5XUd 196

418  ecentHprogressHinHtheHdevelopmentHofHselectedHhepatitisHnHvirusHyS[V]lHproteaseHandHyS5mH
polymeraseHinhibitorsVH2008THcTH5ZZU[Y 104

417 yovelHhepatitisHnHdrugsHinHcurrentHtrialsVH2008THYZTH5ZdU55THviii 17

416 oevelopmentHofHintergenotypicHchimericHrepliconsHtoHdetermineHtheHbroadUspectrumHantiviralH
activitiesHofHhepatitisHnHvirusHpolymeraseHinhibitorsVH2008TH5ZTH[5Z[U[Y 47

415
xutationalHevidenceHforHaHstructuralHmodelHofHtheHwassaHvirusH ylHpolymeraseHdomainHandH
identificationHofHtwoHresiduesTHrlyY[d]HandHlspY[d5THthatHareHcriticalHforHtranscriptionHbutHnotH
replicationHofHtheHgenomeVH2008THcZTHYXZXbUYb

36

414 sighUresolutionHfunctionalHprofilingHofHhepatitisHnHvirusHgenomeVH2008TH]THeYXXXYcZ 42

413 lHlockingHmechanismHregulatesH ylHsynthesisHandHhostHproteinHinteractionHbyHtheHhepatitisHnHvirusH
polymeraseVH2008THZc[THZX5[5U]a 58

412 yontemplatedHterminalHnucleotidyltransferaseHactivityHofHdoubleUstrandedH ylHbacteriophageHphiaH
 ylUdependentH ylHpolymeraseVH2008THcZTHdZ5]Ua] 18

411 sepatitisHnHvirusHyS5mHpolymeraseHexhibitsHdistinctHnucleotideHrequirementsHforHinitiationHandH
elongationVH2008THZc[TH[[cd[UdXY 29

410 qormationHofHanH ylHpolymeraseHttHpreinitiationHcomplexHonHanH ylHpromoterHderivedHfromHtheH
hepatitisHdeltaHvirusH ylHgenomeVHNucleickAcidskResearchTH2008TH[aTH5ZXYUYY 20.1 25

409 –egylatedHinterferonHZaHandHZbHinHcombinationHwithHribavirinHforHtheHtreatmentHofHchronicHhepatitisH
nHinHstÅHinfectedHpatientsVH2008TH]THbcdUda 6
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408 sepatitisHnHÅirusHreneticsHandHtheHoiscoveryHofHxechanismUmasedHtnhibitorsHofHtheHyS[W]lH
–roteaseHandHyS5mH–olymeraseVH2008THa[Ud[

407 SlowHbindingHinhibitionHandHmechanismHofHresistanceHofHnonUnucleosideHpolymeraseHinhibitorsHofH
hepatitisHnHvirusVH2009THZc]THY55YbUZd 72

406 TheHflavivirusHyS5HproteinHisHaHtrueH ylHguanylyltransferaseHthatHcatalyzesHaHtwoUstepHreactionHtoH
formHtheH ylHcapHstructureVH2009THY5THZ[]XU5X 162

405 –rogressHtowardsHimprovingHantiviralHtherapyHforHhepatitisHnHwithHhepatitisHnHvirusHpolymeraseH
inhibitorsVH–artHteHyucleosideHanaloguesVH2009THYcTHbXdUZ5 73

404 TheHactiveHformHofHtheHnorovirusH ylUdependentH ylHpolymeraseHisHaHhomodimerHwithHcooperativeH
activityVH2009THdXTHZcYUZdY 46

403 StructuralHandHfunctionalHanalysisHofHhepatitisHnHvirusHstrainHuqsYHpolymeraseVH2009THc[THYYdZaU[d 65

402 yewHtherapiesHforHhepatitisHnHvirusHinfectionVH2009TH]cTH[Y[UZX 133

401  ylUdependentH ylHpolymerasesHfromHqlaviviridaeVH2009THYdTHb]aU5Y 66

400 lHnovelHsnÅHyS[HproteaseHmutationHselectedHbyHcombinationHtreatmentHofHtheHproteaseHinhibitorH
boceprevirHandHyS5mHpolymeraseHinhibitorsVH2009THc]THYbcUc] 16

399
snÅbdaeHlHselectiveHnonstructuralHproteinH5mHpolymeraseHinhibitorHwithHpotentHantiUhepatitisHnH
virusHactivityHinHvitroTHinHmiceHwithHchimericHhumanHliversTHandHinHhumansHinfectedHwithHhepatitisHnH
virusVH2009TH]dTHb]5U5Z

118

398 xutationsHinHtheHhepatitisHnHvirusHpolymeraseHthatHincreaseH ylHbindingHcanHconferHresistanceHtoH
cyclosporineHlVH2009TH5XTHZ5U[[ 23

397 lntiviralHeffectsHofHtheHinterferonUinducedHproteinHguanylateHbindingHproteinHYHandHitsHinteractionH
withHtheHhepatitisHnHvirusHyS5mHproteinVH2009TH5XTHYbZbU[b 111

396 lntiviralHandHcytotoxicHactivitiesHofHaminoarylazoHcompoundsHandHaryltriazeneHderivativesVH
BioorganickandkMedicinalkChemistryTH2009THYbTH]]Z5U]X 3.4 61

395  eviewHarticleeHinvestigationalHagentsHforHchronicHhepatitisHnVH2009THZdTHacdUbX5 32

394 pvidenceHforHactionHofHribavirinHthroughHtheHhepatitisHnHvirusH ylHpolymeraseVH2009THYaTH5d5UaX] 8

393 –roteaseHandHpolymeraseHinhibitorsHforHtheHtreatmentHofHhepatitisHnVHLiverkInternationalTH2009THZdH
SupplHYTH5bUab 7.9 61

392 xetalHionUbindingHstudiesHhighlightHimportantHdifferencesHbetweenHflaviviralH ylHpolymerasesVH
2009THYbd]TH5XUaX 5

391
tdentificationHofHnovelHinhibitorsHofHsnÅH ylUdependentH ylHpolymeraseHbyH
pharmacophoreUbasedHvirtualHscreeningHandHinHvitroHevaluationVHBioorganickandkMedicinalkChemistryTH
2009THYbTHZdb5UcZ

3.4 28
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390 [UsydroxyisoquinolinesHasHinhibitorsHofHsnÅHyS5bH ylUdependentH ylHpolymeraseVH2009THYdTH]YXU] 38

389 –reparationHandHhandlingHofHhepatitisHnHviralHproteinsHyS[HandHyS5mHforHstructuralHstudiesVH2009TH
5YXTHYYYUZ]

388 sepatitisHneHrecentHsuccessesHandHcontinuingHchallengesHinHtheHdevelopmentHofHimprovedHtreatmentH
modalitiesVH2009THdTH5[bU]] 45

387 nellHcultureUadaptiveHmutationsHinHtheHyS5mHgeneHofHhepatitisHnHvirusHwithHdelayedHreplicationHandH
reducedHcytotoxicityVH2009THY]]THYXbUYa 11

386 StructuralHbasisHforHresistanceHofHtheHgenotypeHZbHhepatitisHnHvirusHyS5mHpolymeraseHtoHsiteHlH
nonUnucleosideHinhibitorsVH2009TH[dXTHYX]cU5d 16

385 noronavirusHyHproteinHyUterminalHdomainHPyToQHspecificallyHbindsHtheHtranscriptionalHregulatoryH
sequenceHPT SQHandHmeltsHT SUcT SH ylHduplexesVH2009TH[d]TH5]]U5b 99

384 sepatitisHnHÅirusHrenomeH eplicationVH2009THaYUcc 2

383  ylHÅirusH–olymerasesVH2009TH[c[U]XY 3

382 ÅiralH ylH–olymeraseHtnhibitorsVH2009TH5ZbU5]c 3

381 oesignTHexpressionTHandHpurificationHofHaHqlaviviridaeHpolymeraseHusingHaHhighUthroughputHapproachH
toHfacilitateHcrystalHstructureHdeterminationVH2004THY[THZac5UdZ 13

380 sepatitisHnHvirusHvirologyHandHnewHtreatmentHtargetsVH2009THbTH[ZdU5X 9

379 lpproachesHforHtheHdevelopmentHofHantiviralHcompoundseHtheHcaseHofHhepatitisHnHvirusVH2009THZ5U5Y 8

378 lntiviralHStrategiesVH2009TH 2

377 nhapterHZVHyewHinsightsHintoHflavivirusHnonstructuralHproteinH5VH2009THb]TH]YUYXY 66

376 yucleosideHanalogHinhibitorsHofHhepatitisHnHviralHreplicationeHrecentHadvancesTHchallengesHandHtrendsVH
2009THYTHY]ZdU5Z 24

375 tdentificationHandHbiologicalHevaluationHofHaHseriesHofHYsUbenzo[deαisoquinolineUYT[PZsQUdionesHasH
hepatitisHnHvirusHyS5mHpolymeraseHinhibitorsVH2009TH5ZTH5ZYbUZb 38

374 nellularHandHmolecularHbiologyHofHsnÅHinfectionHandHhepatitisVH2009THYYbTH]dUa5 98

373 xolecularHmiologyHofHsepatitisHÅirusesVHcXbUc[]
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372 lllostericHinhibitorsHofHhepatitisHnHvirusHyS5mHpolymeraseHthumbHdomainHsiteHtteHstructureUbasedH
designHandHsynthesisHofHnewHtemplatesVHBioorganickandkMedicinalkChemistryTH2010THYcTHZc[aU]c 3.4 19

371 tnsightHintoHligandHselectivityHinHsnÅHyS5mHpolymeraseeHmolecularHdynamicsHsimulationsTHfreeH
energyHdecompositionHandHdockingVH2010THYaTH]dU5d 18

370 oevelopmentHofHnovelHantiviralHtherapiesHforHhepatitisHnHvirusVH2010THZ5THZ]aUaa 22

369 StructuresHofHpÅbYH ylUdependentH ylHpolymeraseHinHcomplexHwithHsubstrateHandHanalogueH
provideHaHdrugHtargetHagainstHtheHhandUfootUandUmouthHdiseaseHpandemicHinHnhinaVH2010THYTH]dYU5XX 58

368 StructureHandHfunctionalityHinHflavivirusHySUproteinseHperspectivesHforHdrugHdesignVH2010THcbTHYZ5U]c 227

367 tdentificationHofHhepatitisHnHvirusHgenotypeHZaHrepliconHvariantsHwithHreducedHsusceptibilityHtoH
ribavirinVH2010THc5TH5ZXU] 9

366 wigandUinducedHchangesHinHhepatitisHnHvirusHyS5mHpolymeraseHstructureVH2010THccTHYdbUZXa 28

365 nellHcultureHandHinHvivoHanalysesHofHcytopathicHhepatitisHnHvirusHmutantsVH2010TH]X5TH[aYUd 17

364
lHcomparativeHanalysisHofHtheHsubstrateHpermissivenessHofHsnÅHandHrmÅUmHyS[W]lHproteasesH
revealsHgeneticHevidenceHforHanHinteractionHwithHyS]mHproteinHduringHgenomeHreplicationVH2010TH
]XaTHZZcU]X

6

363 lHcellUbasedHreporterHassayHforHinhibitorHscreeningHofHhepatitisHnHvirusH ylUdependentH ylH
polymeraseVH2010TH]X[TH5ZUaZ 34

362 tnhibitorsHofHhepatitisHnHvirusHpolymeraseeHsynthesisHandHcharacterizationHofHnovelH
ZUoxyUaUfluoroUyUPPSQUYUhydroxyU[UphenylpropanUZUylQUbenzamidesVH2010THZXTHZYYdUZ] 21

361  eviewHarticleeHspecificallyHtargetedHantiUviralHtherapyHforHhepatitisHnHUHaHnewHeraHinHtherapyVH2010TH
[ZTHY]UZc 93

360 lnHupdateHonHsmallHmoleculeHinhibitorsHofHtheHsnÅHyS5mHpolymeraseeHeffectsHonH ylHsynthesisHinH
vitroHandHinHculturedHcellsTHandHpotentialHresistanceHinHviralHquasispeciesVH2010THb[ 1
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