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388 lnHacridoneUproducingHnovelHmultifunctionalHtypeHtttHpolyketideHsynthaseHfromHsuperziaHserrataVH
2007THZb]THYXb[UcZ 47

387 ×ersatilityHofHpolyketideHsynthasesHinHgeneratingHmetabolicHdiversityVH2007THYbTHb[aU][ 52

386 xicrobialHproductionHofHnaturalHraspberryHketoneVH2007THZTHYZbXUd 69

385 miotechnologyHofHflavonoidsHandHotherHphenylpropanoidUderivedHnaturalHproductsVH|artHtteH
’econstructionHofHmultienzymeHpathwaysHinHplantsHandHmicrobesVH2007THZTHYZ[_U]d 75

384 yestedHtnverseH|olymeraseHnhainH’eactionseHlnHpffectiveHxethodHforHnloningHofHqullUwengthH
–equencesHofHnhalconeH–ynthaseVH2007THZ_THa[Uad

383 xechanismHofHinhibitionHofHhumanHsecretoryHphospholipaseHlZHbyHflavonoidseHrationaleHforHleadH
designVH2007THZYTH]b[Uc[ 58

382 –tructureHandHfunctionHofHenzymesHinvolvedHinHtheHbiosynthesisHofHphenylpropanoidsVH2008TH]aTH[_aUbX 486

381 ZeroHerucicHacidHtraitHofHrapeseedHPmrassicaHnapusHwVQHresultsHfromHaHdeletionHofHfourHbaseHpairsHinHtheH
fattyHacidHelongaseHYHgeneVH2008THYYaTH]dYUd 69

380 nrystallizationHandHpreliminaryHβUrayHdiffractionHstudiesHofHpolyketideHsynthaseUYHP|v–UYQHfromH
nannabisHsativaVH2008THa]THZYbUZX 10

379 nrystallizationHandHpreliminaryHcrystallographicHanalysisHofHaHplantHtypeHtttHpolyketideHsynthaseHthatH
producesHbenzalacetoneVH2008THa]TH[X]Ua 6

378 |yroneHpolyketidesHsynthesizedHbyHaHtypeHtttHpolyketideHsynthaseHfromHorosophyllumHlusitanicumVH
2008THadTH[X][U_[ 26

377 |roductionHofHphenylpropanoidHcompoundsHbyHrecombinantHmicroorganismsHexpressingH
plantUspecificHbiosynthesisHgenesVH2008TH][TH]a[U]bd 29

376 oesignTHsynthesisHandHspectroscopicHstudiesHofHresveratrolHaliphaticHacidHligandsHofHhumanHserumH
albuminVH2008THYaTHa]XaUY] 51

375 oistinctHstructuralHelementsHdictateHtheHspecificityHofHtheHtypeHtttHpentaketideHsynthaseHfromH
yeurosporaHcrassaVH2008THY_THYXbdUdX 34

374 pvolvingHbiosyntheticHtangosHnegotiateHmechanisticHlandscapesVH2008TH]THZYbUZZ 50

373 yatureOsHassemblyHlineeHbiosynthesisHofHsimpleHphenylpropanoidsHandHpolyketidesVH2008TH_]THb_XUaZ 121
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372 —otalHbiosynthesiseHinHvitroHreconstitutionHofHpolyketideHandHnonribosomalHpeptideHpathwaysVH2008TH
Z_THb_bUd[ 169

371 xolecularHcloningHandHtissueUspecificHexpressionHofHtwoHcoylsHencodingHpolyketideHsynthasesHfromH
sypericumHperforatumVH2008THYa_THYXbdUca 33

370 lHsharedHbindingHsiteHforHyloSHandHcoenzymeHlHinHanHacetaldehydeHdehydrogenaseHinvolvedHinH
bacterialHdegradationHofHaromaticHcompoundsVH2008TH]bTHacbXUcZ 17

369 nrystalHandHmolecularHstructureHofHpiceatannolfHscavengingHfeaturesHofHresveratrolHandHpiceatannolH
onHhydroxylHandHperoxylHradicalsHandHdockingHwithHtransthyretinVH2008TH_aTHYX__bUaa 61

368 –tructureHfunctionHanalysisHofHnovelHtypeHtttHpolyketideHsynthasesHfromHlrabidopsisHthalianaVH2008TH
[YTHZZX_UYX 26

367 pngineeringHofHplantHpolyketideHbiosynthesisVH2008TH_aTHY_X_UY] 26

366 –ingleHllienHnhromosomeHldditionsHfromH–hallotHPllliumHcepaHwVHlggregatumHgroupQHtncreaseH
pndogenousH|olyphenolHnontentsHinHuapaneseHmunchingHznionVH2009THbcTH][YU][_ 8

365 nurcuminoidHbiosynthesisHbyHtwoHtypeHtttHpolyketideHsynthasesHinHtheHherbHnurcumaHlongaVH2009TH
Zc]THYYYaXUbX 108

364 lHsingleHaminoHacidHsubstitutionHconvertsHbenzophenoneHsynthaseHintoHphenylpyroneHsynthaseVH
2009THZc]TH[Xd_bUa] 20

363 nharacterizationHofHolivetolHsynthaseTHaHpolyketideHsynthaseHputativelyHinvolvedHinHcannabinoidH
biosyntheticHpathwayVH2009TH_c[THZXaYUa 98

362 tdentificationHandHcharacterizationHofHmultipleHcurcuminHsynthasesHfromHtheHherbHnurcumaHlongaVH
2009TH_c[THZbddUcX[ 69

361 oieHbiosynthetischeHrrundlageHderH|olyketidU×ielfaltVH2009THYZYTH]bcZU]cYY 181

360 —heHbiosyntheticHlogicHofHpolyketideHdiversityVH2009TH]cTH]accUbYa 918

359 lHnovelHtypeHtttHpolyketideHsynthaseHencodedHbyHaHthreeUintronHgeneHfromH|olygonumHcuspidatumVH
2009THZZdTH]_bUad 35

358 tdentificationHofHaH|olygonumHcuspidatumHthreeUintronHgeneHencodingHaHtypeHtttHpolyketideH
synthaseHproducingHbothHnaringeninHandHpUhydroxybenzalacetoneVH2009THZZdTHYXbbUca 19

357 miosynthesisHofHbiphenylsHandHbenzophenonesUUevolutionHofHbenzoicHacidUspecificHtypeHtttHpolyketideH
synthasesHinHplantsVH2009THbXTHYbYdUZb 52

356 |lantHpolyketideHsynthaseseHaHfascinatingHgroupHofHenzymesVH2009TH]bTHYabUb] 68

355 nloningTHcharacterizationHandHlocalizationHofHns–HgeneHfromHbloodHorangeTHnitrusHsinensisHPwVQH
zsbeckHcvVH’ubyVH2009TH[aTHYdc[UdX 12
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354 lHquantumHmechanicsHstudyHonHtheHreactionHmechanismHofHchalconeHformationHfromH
pUcoumaroylUnolHandHmalonylUnolHcatalyzedHbyHchalconeHsynthaseVH2009THYZZTHY_bUYaa 1

353 nhitosanHtreatmentHinducesHchangesHofHproteinHexpressionHprofileHandHstilbeneHdistributionHinH×itisH
viniferaHcellHsuspensionsVH2009THdTHaYXUZ] 94

352 yovelHtypeHtttHpolyketideHsynthasesHfromHlloeHarborescensVH2009THZbaTHZ[dYU]XY 36

351 |hylogeneticHanalysisHandHdifferentiationHof×eronicasubgenus–tenocarponinHtheHmalkanH|eninsulaVH
2009THY_dTHaYaUa[a 17

350 xolecularHengineeringHofHresveratrolHinHplantsVH2009THbTHZUYZ 116

349 pnzymaticHformationHofHunnaturalHnovelHpolyketideHscaffoldsHbyHplantUspecificHtypeHtttHpolyketideH
synthaseVH2009TH_XTHZY_XUZY_[ 5

348 xetabolismHandHrolesHofHstilbenesHinHplantsVH2009THYbbTHY][UY__ 412

347 tnhibitionHofHl—|aseHactivityHofHpscherichiaHcoliHl—|HsynthaseHbyHpolyphenolsVH2009TH]_THbZUd 81

346 pnzymaticHformationHofHunnaturalHnovelHchalconeTHstilbeneTHandHbenzophenoneHscaffoldsHbyHplantH
typeHtttHpolyketideHsynthaseVH2009THYYTH__YU] 31

345 pngineeredHbiosynthesisHofHplantHpolyketideseHstructureUbasedHandHprecursorUdirectedHapproachVH
2010THZdbTH]_Uaa 14

344 tnHvitroHprecursorUdirectedHsynthesisHofHpolyketideHanaloguesHwithHcoenzymeHaHregenerationHforHtheH
developmentHofHantiangiogenicHagentsVH2009THYYTH[cXaUd 22

343 –tilbeneHsynthaseHgeneHtransferHcausedHalterationsHinHtheHphenylpropanoidHmetabolismHofH
transgenicHstrawberryHPqragariaHxHananassaQVH2009THaXTHZXd[UYXa 50

342 oetectionHofHcovalentHandHnoncovalentHintermediatesHinHtheHpolymerizationHreactionHcatalyzedHbyHaH
nY]d–HclassHtttHpolyhydroxybutyrateHsynthaseVH2009TH]cTHdZXZUYY 18

341 nhapterHdVH–yntheticHprobesHforHpolyketideHandHnonribosomalHpeptideHbiosyntheticHenzymesVH
Methods in EnzymologyTH2009TH]_cTHZYdU_] 1.7 15

340 –tructureHofH|qsoTHaH|seudomonasHquinoloneHsignalHbiosyntheticHenzymeTHinHcomplexHwithH
anthranilateVH2009TH]cTHca]]U__ 51

339 jjjjjjjjjjjjjjjjjjVH2009TH]bTHbbZUbcX

338 qattyHlcidHmiosynthesisHandHzxidationVH2010THZ[YUZb_ 14

337 tdentificationHofHtheHsequencesHrecognizedHbyHtheHmacillusHsubtilisHresponseHregulatorHYcluVH2010TH
YdZTH_adUcX 5
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336 reneticHandHmetabolicHengineeringHofHisoflavonoidHbiosynthesisVH2010THcaTHYZd[U[YZ 107

335 llkylresorcylicHacidHsynthesisHbyHtypeHtttHpolyketideHsynthasesHfromHriceHzryzaHsativaVH2010THbYTHYX_dUab 27

334 lHnovelH]UhydroxycoumarinHbiosyntheticHpathwayVH2010THbZTHYbUZ_ 31

333 renomeUwideHanalysisHofHtheHchalconeHsynthaseHsuperfamilyHgenesHofH|hyscomitrellaHpatensVH2010TH
bZTHZ]bUa[ 59

332 |roductionHofHtetraketideHlactonesHbyHmutatedHlntirrhinumHmajusHchalconeHsynthasesHPlmns–YQVH
2010THYYXTHY_cUa] 2

331 nharacterizationHandHreconstitutionHofHaHnewHfungalHtypeHtttHpolyketideHsynthaseHfromHlspergillusH
oryzaeVH2010TH]aTH_b_U_cX 23

330 lspergillusHoryzaeHtypeHtttHpolyketideHsynthaseHnsylHisHinvolvedHinHtheHbiosynthesisHofH
[T_UdihydroxybenzoicHacidVH2010THZXTH]bc_Uc 28

329 –tructureUbasedHengineeringHofHbenzalacetoneHsynthaseVH2010THZXTH_XddUYX[ 6

328 renomeUwideHanalysisHofHphenylpropanoidHdefenceHpathwaysVH2010THYYTHcZdU]a 235

327  nusualHintronHinHtheHsecondHexonHofHaH—ypeHtttHpolyketideHsynthaseHgeneHofHllpiniaHcalcarataH’oscVH
2010TH[[THY]YU_ 3

326 tnHsilicioHexpressionHanalysisHofH|v–HgenesHisolatedHfromHnannabisHsativaHwVH2010TH[[THbX[UY[ 7

325 oeHrruyterVH2010THbTH 7

324 xolecularHcloningHandHexpressionHprofilingHofHaHchalconeHsynthaseHgeneHfromHhairyHrootHculturesHofH
–cutellariaHviscidulaHmungeVH2010TH[[THZc_UdY 11

323 –tructuralHbasisHforHtheHoneUpotHformationHofHtheHdiarylheptanoidHscaffoldHbyHcurcuminoidHsynthaseH
fromHzryzaHsativaVH2010THYXbTHYdbbcUc[ 39

322 wl|_HandHwl|aHencodeHantherUspecificHproteinsHwithHsimilarityHtoHchalconeHsynthaseHessentialHforH
pollenHexineHdevelopmentHinHlrabidopsisVH2010THY_[THd[bU__ 158

321 lHstructureUbasedHmechanismHforHbenzalacetoneHsynthaseHfromH’heumHpalmatumVH2010THYXbTHaadUb[ 40

320 xicrobialH—ypeHtttH|olyketideH–ynthasesVH2010THY]bUYbX 6

319 |lantH—ypeHtttH|v–VH2010THYbYUZZ_ 9
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318 llkylresorcinolHsynthasesHexpressedHinH–orghumHbicolorHrootHhairsHplayHanHessentialHroleHinHtheH
biosynthesisHofHtheHallelopathicHbenzoquinoneHsorgoleoneVH2010THZZTHcabUcb 68

317 –tructureHandHfunctionHofHtheHchalconeHsynthaseHsuperfamilyHofHplantHtypeHtttHpolyketideHsynthasesVH
2010THZbTHcXdU[c 213

316 ’oleHofHcysteineHresiduesHinHthiolHmodificationHofHacylUnolediacylglycerolHacyltransferaseHZHfromH
yeastVH2010TH]dTH[Z[bU]_ 15

315 —ypeHtttHpolyketideHsynthasesHinHlichenHmycobiontsVH2010THYY]TH[bdUc_ 17

314 ’eferencesVH2010THcXbUc][

313 —heHmiologicalHlctivityHofH|hytochemicalsVH2011TH 3

312 –tructuralHandHkineticHanalysisHofHtheHunnaturalHfusionHproteinH]UcoumaroylUnolHligaseeestilbeneH
synthaseVH2011THY[[THZXac]Ub 32

311 nharacteristicsHofHchalconeHsynthaseHpromotersHfromHdifferentHleafUcolorHmalusHcrabappleHcultivarsVH
2011THYZdTH]]dU]_c 28

310 –tructureHofHtransUresveratrolHinHcomplexHwithHtheHcardiacHregulatoryHproteinHtroponinHnVH2011TH_XTHY[XdUZX 28

309
|pl–nwTHaHmossHorthologHofHantherUspecificHchalconeHsynthaseUlikeHenzymesTHisHaH
hydroxyalkylpyroneHsynthaseHinvolvedHinHanHevolutionarilyHconservedHsporopolleninHbiosynthesisH
pathwayVH2011THYdZTHc__Ucac

41

308 qattyHacylUlx|HligasesHandHpolyketideHsynthasesHareHuniqueHenzymesHofHlipidHbiosyntheticH
machineryHinHxycobacteriumHtuberculosisVH2011THdYTH]]cU__ 14

307 —woHnewHpolyolsHandHaHnewHphenylpropanoidHglycosideHfromHtheHbasidiomyceteHwactariusH
deliciosusVH2011THcZTHY[XdUYZ 1

306 nhemicalHmodificationsHofHresveratrolHforHimprovedHproteinHkinaseHnHalphaHactivityVH2011THYdTH_[ZYU[[ 28

305 reneHduplicationHandHadaptiveHevolutionHofHtheHns–UlikeHgenesHwithinHtheHgenusH’heumH
P|olygonaceaeQVH2011TH[dTHa_YUa_d 5

304 nonvergentHstrategiesHinHbiosynthesisVH2011THZcTHYX_]Uca 28

303 nhalconeHsynthaseHandHitsHfunctionsHinHplantHresistanceVH2011THYXTH[dbU]YZ 324

302 xolecularHcloningHofHallelopathyHrelatedHgenesHandHtheirHrelationHtoHsszHinHpupatoriumH
adenophorumVH2011TH[cTH]a_YUa 7

301 –imultaneousHpostUtranscriptionalHgeneHsilencingHofHtwoHdifferentHchalconeHsynthaseHgenesH
resultingHinHpureHwhiteHflowersHinHtheHoctoploidHdahliaVH2011THZ[]THd]_U_c 53
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300 –tructureTHfunctionTHandHengineeringHofHenzymesHinHisoflavonoidHbiosynthesisVH2011THYYTHY[UZZ 49

299 tsolationHandHpromoterHanalysisHofHaHchalconeHsynthaseHgeneH|trns–]HfromH|opulusHtrichocarpaVH
2011TH[XTHYaaYUbY 10

298 oietaryHchalconesHwithHchemopreventiveHandHchemotherapeuticHpotentialVH2011THaTHYZ_U]b 170

297 nrystalHstructureHofHcurcuminoidHsynthaseHn –HfromHzryzaHsativaVH2011THbdTHaadUb[ 6

296 qlavonoidHmiosynthesisVH2011THZd[U[ZX 8

295 ’egulationHofHstemHcellHsignalingHbyHnanoparticleUmediatedHintracellularHproteinHdeliveryVH2011TH[ZTH[ZYXUd 53

294 pvolutionaryHtmplicationsHandH|hysicochemicalHlnalysesHofH–electedH|roteinsHofH—ypeHtttH|olyketideH
–ynthaseHqamilyVH2011THbTH]YU_[ 8

293 –tructuralHandHbiochemicalHelucidationHofHmechanismHforHdecarboxylativeHcondensationHofH
betaUketoHacidHbyHcurcuminHsynthaseVH2011THZcaTHaa_dUac 20

292 lHbswsHtranscriptionHfactorTHovt×–THisHinvolvedHinHregulationHofHanthocyaninHsynthesisHinHdahliaH
PoahliaHvariabilisQVH2011THaZTH_YX_UYa 67

291 –ynthesisHofHunnaturalHalkaloidHscaffoldsHbyHexploitingHplantHpolyketideHsynthaseVH2011THYXcTHY[_X]Ud 50

290 pnzymaticHpropertiesHandHmutationalHstudiesHofHchalconeHsynthaseHfromH|hyscomitrellaHpatensVH
2012THY[THdab[UdY 13

289 —heHmotrytisHcinereaHtypeHtttHpolyketideHsynthaseHshowsHunprecedentedHhighHcatalyticHefficiencyH
towardHlongHchainHacylUnolsVH2012THcTHZca]Ub 25

288 lHtypeHtttHpolyketideHsynthaseHfromH’hizobiumHetliHcondensesHmalonylHnolsHtoHaHheptaketideH
pyroneHwithHunusuallyHhighHcatalyticHefficiencyVH2012THcTH[YX[Ua 3

287 ’ationalHapproachesHforHengineeringHnovelHfunctionalitiesHinHcarbonUcarbonHbondHformingHenzymesVH
2012THZTHeZXYZXdXX[ 5

286 miosynthesisTHnaturalHsourcesTHdietaryHintakeTHpharmacokineticHpropertiesTHandHbiologicalHactivitiesH
ofHhydroxycinnamicHacidsVH2012THaXTHYXcbbUd_ 254

285 xolecularHcloningHandHdifferentialHexpressionsHofHtwoHcoylHencodingH—ypeHtttHpolyketideHsynthaseH
inHdifferentHtissuesHofHnurcumaHlongaHwVH2012TH]dYTHZbcUc[ 8

284 xappingHtheHmechanismHofHtheHresorcinolHringHformationHcatalyzedHbyHlrsmTHaHtypeHtttHpolyketideH
synthaseHfromHlzotobacterHvinelandiiVH2012THY[THZZYZUb 8

283 |roteinsHdifferentiallyHexpressedHinHelicitedHcellHsuspensionHcultureHofH|odophyllumHhexandrumH
withHenhancedHpodophyllotoxinHcontentVH2012THYXTH[] 39

(2012-2011)
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282 lnthocyaninHmiosynthesisTH’egulationTHandH—ransporteHyewHtnsightsHfromHxodelH–peciesVH2012THY][UYaX 10

281 pmployingHaHpolyketideHsynthaseHmoduleHandHthioesteraseHinHtheHsemipreparativeHbiocatalysisHofH
diverseHtriketideHpyronesVH2012TH[THd_a 18

280 –tructureUfunctionHanalysesHofHplantHtypeHtttHpolyketideHsynthasesVHMethods in EnzymologyTH2012TH
_Y_TH[YbU[_ 1.7 15

279 pngineeringHofHplantHtypeHtttHpolyketideHsynthasesVHMethods in EnzymologyTH2012TH_Y_TH[[bU_c 1.7 7

278 menzalacetoneHsynthaseVHFrontiers in Plant ScienceTH2012TH[TH_b 6.2 7

277 lccumulationHofHtilianinHandHrosmarinicHacidHandHexpressionHofHphenylpropanoidHbiosyntheticHgenesH
inHlgastacheHrugosaVH2012THaXTH_d]_U_Y 47

276 nhainHelongationHandHcyclizationHinHtypeHtttH|v–HopglVH2012THY[THcaZUbY 9

275 yovelHapplicationsHofHplantHpolyketideHsynthasesVH2012THYaTHYbdUc_ 24

274 menzophenoneHsynthaseHfromHrarciniaHmangostanaHwVHpericarpsVH2012THbbTHaXUd 26

273 |roteinHengineeringHtowardsHnaturalHproductHsynthesisHandHdiversificationVH2012TH[dTHZZbU]Y 20

272 tntegratedHtranscriptionalHandHphytochemicalHanalysesHofHtheHflavonoidHbiosynthesisHpathwayHinH
ppimediumVH2013THYY_TH[__U[a_ 6

271 —woHtypeHtttHpolyketideHsynthasesHfromH|olygonumHcuspidatumeHgeneHstructureTHevolutionaryHrouteH
andHmetabolitesVH2013THbTH[bYU[cY 21

270 nonfluenceHofHstructuralHandHchemicalHbiologyeHplantHpolyketideHsynthasesHasHbiocatalystsHforHaH
bioUbasedHfutureVH2013THYaTH[a_UbZ 26

269 ’esponseHofHtobaccoHtoHtheH|seudomonasHsyringaeHpvVH—omatoHon[XXXHisHmainlyHdependentHonH
salicylicHacidHsignalingHpathwayVH2013TH[]]THbbUc_ 20

268 |ossibleHwaysHofHfagopyrinHbiosynthesisHandHproductionHinHbuckwheatHplantsVH2013THc]THbZUd 9

267 |henotypicHchangesHassociatedHwithH’ylHinterferenceHsilencingHofHchalconeHsynthaseHinHappleH
PxalusHˆ�HdomesticaQVH2013THb]TH[dcU]YX 46

266 oeterminationHofHacidityHandHnucleophilicityHinHthiolsHbyHreactionHwithHmonobromobimaneHandH
fluorescenceHdetectionVH2013TH][_THb]UcZ 37

265 –tructuralHbasisHforHcyclizationHspecificityHofHtwoHlzotobacterHtypeHtttHpolyketideHsynthaseseHaHsingleH
aminoHacidHsubstitutionHreversesHtheirHcyclizationHspecificityVH2013THZccTH[]Y]aU[]Y_b 22
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264 wongUtermHgrowthHunderHelevatedHnzZHsuppressesHbioticHstressHgenesHinHnonUacclimatedTHbutHnotH
coldUacclimatedHwinterHwheatVH2013TH_]THYb_YUac 20

263 xolecularHnloningHandH–equencesHlnalysisHofHnhalconeH–ynthaseHreneHfromHqagopyrumH—ataricumVH
2013THa]dUa_a 1

262 nloningHandHstructureUfunctionHanalysesHofHquinoloneUHandHacridoneUproducingHnovelHtypeHtttH
polyketideHsynthasesHfromHnitrusHmicrocarpaVH2013THZccTHZcc]_U_c 22

261 |roteinHpreparationTHcrystallizationHandHpreliminaryHβUrayHanalysisHofH|olygonumHcuspidatumH
bifunctionalHchalconeHsynthaseWbenzalacetoneHsynthaseVH2013THadTHcbYU_ 3

260 –tructureWfunctionHanalysisHofHaHtypeHiiiHpolyketideHsynthaseHinHtheHbrownHalgaHpctocarpusHsiliculosusH
revealsHaHbiochemicalHpathwayHinHphlorotanninHmonomerHbiosynthesisVH2013THZ_TH[XcdUYX[ 60

259 miochemicalHanalysesHofHtheHantioxidativeHactivityHandHchemicalHingredientsHinHeightHdifferentHllliumH
alienHmonosomicHadditionHlinesVH2013THbbTHZ]caUc 1

258 nrystalHstructureHofHxycobacteriumHtuberculosisHpolyketideHsynthaseHYYHP|v–YYQHrevealsH
intermediatesHinHtheHsynthesisHofHmethylUbranchedHalkylpyronesVH2013THZccTHYa]c]UYa]d] 17

257 –tructuralHbasisHforHaHbispecificHylo|SHandHnolHbindingHsiteHinHanHarchaealHmalonylUcoenzymeHlH
reductaseVH2013THZccTHa[a[UbX 16

256 |hyscomitrellaH|pz’–THbasalHtoHplantHtypeHtttHpolyketideHsynthasesHinHphylogeneticHtreesTHisHaHveryH
longHchainHZOUoxoalkylresorcinolHsynthaseVH2013THZccTHZbabUbb 16

255 qlowerHcolourHmodificationHofHchrysanthemumHbyHsuppressionHofHq[OsHandHoverexpressionHofHtheH
exogenousH–enecioHcruentusHq[O_OsHgeneVH2013THcTHeb][d_ 46

254 oeUnovoHassemblyHofHmangoHfruitHpeelHtranscriptomeHrevealsHmechanismsHofHmangoHresponseHtoH
hotHwaterHtreatmentVH2014THY_THd_b 49

253 —ranscriptomeHprofilingHshowsHgeneHregulationHpatternsHinHaHflavonoidHpathwayHinHresponseHtoH
exogenousHphenylalanineHinHmoesenbergiaHrotundaHcellHcultureVH2014THY_THdc] 14

252 xp—lmzwtnH|l—sαlY–H|H|roductionHofH–econdaryHxetabolitesHofHmacteriaVH2014TH_aYU_ad 11

251 oifferentialHinductionsHofHphenylalanineHammoniaUlyaseHandHchalconeHsynthaseHduringHwoundingTH
salicylicHacidHtreatmentTHandHsalinityHstressHinHsafflowerTHnarthamusHtinctoriusVH2014TH[]TH 56

250 –oybeanH–eedHtsoflavonoidseHmiosynthesisHandH’egulationVH2014THYUZY 3

249 –econdaryHxetabolitesHandHpnvironmentalH–tressHinH|lantseHmiosynthesisTH’egulationTHandHqunctionVH
2014TH__Uc_ 2

248 —ypeHtttHpolyketideHsynthaseHisHinvolvedHinHtheHbiosynthesisHofHprotocatechuicHacidHinHlspergillusH
nigerVH2014TH[aTHZ[X[UYX 6

247 —heHchemicalHlogicHofHplantHnaturalHproductHbiosynthesisVH2014THYdTH_YUc 46

(2014-2013)
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246 nloningHofHaHnovelHtypeHtttHpolyketideHsynthaseHencodedHbyHaHthreeUintronHgeneHfromH|olygonumH
cuspidatumVH2014THZ[THYX]UYYY 1

245 pffectsHofHchitosanHonHtheHproteinHprofileHofHgrapeHcellHcultureHsubcellularHfractionsVH2014TH[_THYac_UdZ 14

244 |olyketideHsynthesisHinHtobaccoHplantsHtransformedHwithHaH|lumbagoHzeylanicaHtypeHtttHhexaketideH
synthaseVH2014THdcTHdZUYXX 4

243 nloningHandHexpressionHanalysesHofHtheHanthocyaninHbiosyntheticHgenesHinHmulberryHplantsVH
Molecular Genetics and GenomicsTH2014THZcdTHbc[Ud[ 3.1 29

242 |hysiologicalHxechanismsHandHldaptationH–trategiesHinH|lantsH nderHnhangingHpnvironmentVH2014TH 6

241 qunctionalHdiversificationHofHduplicatedHchalconeHsynthaseHgenesHinHanthocyaninHbiosynthesisHofH
rerberaHhybridaVH2014THZXYTHY]adUY]c[ 62

240
sypericumHperforatumHhydroxyalkylpyroneHsynthaseHinvolvedHinHsporopolleninH
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230 xolecularUgeneticHpolymorphismHofHchs_sYHgeneHinH krainianHhopHvarietiesVH2015TH]dTHZd]UZdc 1

229 nhalconeHsynthaseHgenesHfromHmilkHthistleHP–ilybumHmarianumQeHisolationHandHexpressionHanalysisVH
2015THd]THaYYUb 13

Citation Report

18



228 –tructuralHbasisHforHtheHformationHofHacylalkylpyronesHfromHtwoH˛†UketoacylHunitsHbyHtheHfungalHtypeH
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151 —heHzriginHandHpvolutionHofH|lantHqlavonoidHxetabolismVHFrontiers in Plant ScienceTH2019THYXTHd][ 6.2 126
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nyanobacteriaVH2021THY[TH 4

106 zptimumHchalconeHsynthaseHforHflavonoidHbiosynthesisHinHmicroorganismsVH2021TH]YTHYYd]UYZXc 2

105 miosynthesisHofHyatureUtnspiredH nnaturalHnannabinoidsVH2021THZaTH 3

104 lnimalHqattyHlcidH–ynthaseeHlHnhemicalHyanofactoryVH2021THYZYTHd_XZUd__[ 6

103 |emwYHofHmrevibacillusHlaterosporusHaHnewHbiocontrolHtoolHforHwheatHaphidHmanagementHP–itobionH
avenaeQHinHtriticumHaestivumVHY 4

(-2020)

25



102 nonstructionHofHanHlrtificialHmiosyntheticH|athwayHforHtheH–tyrylpyroneHnompoundH
YYUxethoxyUmisnoryangoninH|roducedHinHpngineeredVH2021THYZTHbY][[_ 2

101 pngineeringHofH|v–Hxegaenzymesâ��lH|romisingHαayHtoHmiosynthesizeHsighU×alueHlctiveH
xoleculesVHY 1

100 xultiUtissueHtranscriptomeHanalysisHofHtwoHmegoniaHspeciesHrevealsHdynamicHpatternsHofHevolutionHinH
theHchalconeHsynthaseHgeneHfamilyVH2021THYYTHYbbb[ 1

99 |olyketideHsynthaseHgenesHandHmolecularHtradeUoffsHinHtheHichthyotoxicHspeciesH|rymnesiumH
parvumVH2021THbd_THY]ccbc 3

98
rlobalHtranscriptomeHanalysisHrevealsHdynamicHgeneHexpressionHprofilingHandHprovidesHinsightsHintoH
biosynthesisHofHresveratrolHandHanthraquinonesHinHaHmedicinalHplantH|olygonumHcuspidatumVH2021TH
YbYTHYY[dYd

2

97 qissistiganoidsHlHandHmeHtwoHnewHflavonoidsHfromHtheVH2021THYU_ 1

96 miochemistryHofH|olyketideH–ynthasesVH[]YU[bZ 2

95 miosynthesisHandHqunctionHofHnitrusHrlycosylatedHqlavonoidsVH2011THabUd_ 2

94 |olyketideHlntibioticsHofH|seudomonasVH2004THacdUbZZ 1

93 nharacterizationHofHtheH–ubstrateH–pecificityHofH|hloTHaH—ypeHtttH|olyketideH–ynthaseHfromH
|seudomonasHfluorescensVH2006THZcYTH[ZX[aU[ZX]b 2

92 renomicHanalysesHprovideHinsightsHintoHpeachHlocalHadaptationHandHresponsesHtoHclimateHchangeVH 1

91 xutagenesisHfacilitatedHcrystallizationHofHrw|UY’VH2019THaTHddaUYXXa 7

90 nomparativeHgenomeHanalysisHofHfilamentousHfungiHrevealsHgeneHfamilyHexpansionsHassociatedHwithH
fungalHpathogenesisVH2008TH[THeZ[XX 140

89 xolecularHandHmiochemicalHlnalysisHofHnhalconeH–ynthaseHfromHqreesiaHhybridHinHflavonoidH
biosyntheticHpathwayVH2015THYXTHeXYYdX_] 67

88 xetatranscriptomeHlnalysisHofHqigHqlowersH|rovidesHtnsightsHintoH|otentialHxechanismsHforH
xutualismH–tabilityHandHrallHtnductionVH2015THYXTHeXY[Xb]_ 16

87 wineageU–pecificHpxpansionHofHtheHnhalconeH–ynthaseHreneHqamilyHinH’osidsVH2015THYXTHeXY[[]XX 7

86 xolecularHandHfunctionalHcharacterizationHofHtwoHisoformsHofHchalconeHsynthaseHandHtheirH
expressionHanalysisHinHrelationHtoHflavonoidHconstituentsHinHrrewiaHasiaticaHwVH2017THYZTHeXYbdY__ 17

85 zverexpressionHofHchalconeHsynthaseHgeneHimprovesHflavonoidHaccumulationHandHdroughtHtoleranceH
inHtobaccoVH 2

Citation Report

26



84 zverexpressionHofHchalconeHsynthaseHgeneHimprovesHflavonoidHaccumulationHandHdroughtHtoleranceH
inHtobaccoVH 2

83 αhiteHxarginalH|icoteeHqormationHinHtheH|etalsHofHnamelliaHjaponicaHâ��—amanouraâ��VH2010THbdTHZXbUZY] 10

82 pvolutionaryHsistoriesHofH—ypeHtttH|olyketideH–ynthasesHinHqungiVH2019THYXTH[XYc 14

81 coylHnloningHandHpxpressionHlnalysisHofHtheHnhalconeH–ynthasesHPns–QHinHNltfiNgtfzsmanthusH
fragransNltfWiNgtfVH2017THXbTH]YU]c 2

80 lH|romiscuousHsalogenaseHforHtheHoerivatizationHofHqlavonoidsVH2021THZaTH 1

79 lnHzverviewHofHtheHxedicinallyHtmportantH|lantH—ypeHtttH|v–HoerivedH|olyketidesVHFrontiers in Plant 
ScienceTH2021THYZTHb]adXc 6.2 4

78 JxedicinalJHcompoundsHandHmolecularHanalysisHofHhopHgenesVVH2006TH_ZTH[cU]X 1

77 xolecularHmiologyHofH|lantHyaturalH|roductsVH2006THYa_UZXZ

76 lnalysisHofHtheHchalconeHsynthaseHfromHsumulusHlupulusHwVHandHbiotechnologyHaspectsHofHmedicinalH
hopsVH2011TH]cTHbUY]

75 —heHbiosyntheticHoriginHofHpsychoactiveHkavalactonesHinHkavaVH

74 xechanisticHbasisHforHtheHevolutionHofHchalconeHsynthaseHcatalyticHcysteineHreactivityHinHlandHplantsVH

73 xicrobialH—ypeHtttH|olyketideH–ynthasesVH2019TH

72 —ypeHtttH|olyketideH–ynthaseseHnurrentH–tateHandH|erspectivesVH2019THYc[UZXX 1

71 ueanUwucHqerrerHPYda]â��ZXZXQeHstructuralHbiologistTHbeamlineHinstrumentationHinnovatorHandH
entrepreneurVH2020THbaTHaXcUaYY

70 lutomaticHidentificationHofHplayersHinHtheHflavonoidHbiosynthesisHwithHapplicationHonHtheH
biomedicinalHplantnrotonHtigliumVH

69 |v–UlHnladeHofHzilH|almHxightH|layH’oleHouringHoefenseHlgainstHranodermaHboninenseHtnfectionVH 0

68
qunctionalHandH–tructuralHtnvestigationHofHnhalconeH–ynthasesHmasedHonHtntegratedHxetabolomicsH
andH—ranscriptomeHlnalysisHonHqlavonoidsHandHlnthocyaninsHmiosynthesisHofHtheHqernVHFrontiers in 
Plant ScienceTH2021THYZTHb_b_Ya

6.2 0

67 renomeUwideHanalysisHofHchalconeHsynthaseHPns–QHfamilyHfromHeggplantHP–olanumHmelongenaHwVQHinH
flavonoidHbiosyntheticHpathwayHandHexpressionHpatternHinHresponseHtoHheatHstressVH

(-)

27



66 nloverVH2007TH[[bU[_a

65 —ranscriptomeHanalysisHofHanHalbinoHmutantHinsaworthiaHcooperivarVpiliferaVH

64 —heHcrystalHstructureHofHbenzophenoneHsynthaseHfromHrarciniaHmangostanaHwVHpericarpsHrevealsHtheH
basisHforHsubstrateHspecificityHandHcatalysisVH2020THbaTH_dbUaX[ 3

63 tdentificationHofHaminoHacidHresiduesHimportantHinHtheHcyclizationHreactionsHofHchalconeHandHstilbeneH
synthasesVH2000TH[_XH|tHYTHZZdU[_ 23

62 lntitubercularHandHantioxidantHactivitiesHofHhydroxyHandHchloroHsubstitutedHchalconeHanalogueseH
–ynthesisTHbiologicalHandHcomputationalHstudiesVH2022THY_THYX[_cY 3

61 mibenzylHsynthesisHinHnannabisHsativaHwVH2021TH 1

60 nonstructionHofHanHlrtificialHmiosyntheticH|athwayHforHZingeroneH|roductionHinH singH
menzalacetoneH–ynthaseHfromVH2021THadTHY]aZXUY]aZd 0

59 —ranscriptomeHsequencingHandHflavonoidHmetabolismHanalysisHinHtheHleavesHofHthreeHdifferentH
cultivarsHofHlcerHtruncatumVVH2021THYbYTHYUY[ 0

58 –tudyHonHvineticsHofH—ransU’esveratrolTH—otalH|henolicHnontentTHandHlntioxidantHlctivityHtncreaseHinH
×ineHαasteHduringH|ostU|runingH–torageVH2022THYZTHY]_X 0

57 tmprovingHPZ–QUnaringeninHproductionHbyHexploringHnativeHprecursorHpathwaysHandHscreeningH
higherUactiveHchalconeHsynthasesHfromHplantsHrichHinHflavonoidsVVH2022THY_aTHYXdddY 0

56 xolecularHcharacterizationHandHdifferentialHexpressionHofHanHaromaticHheptaketideHproducingHtypeH
tttHplantHpolyketideHsynthaseHfromHsimalayanHrhubarbVHY

55 nomparativeHxolecularHxechanismsHofHmiosynthesisHofHyaringeninHandH’elatedHnhalconesHinH
lctinobacteriaHandH|lantseH’elevanceHforHtheHzbtentionHofH|otentHmioactiveHxetabolitesVVH2022THYYTH 1

54 tdentificationHofHaHdiarylpentanoidUproducingHpolyketideHsynthaseHrevealingHanHunusualH
biosyntheticHpathwayHofHZUPZUphenylethylQchromonesHinHagarwoodVVH2022THY[TH[]c 5

53 renomeUαideHtdentificationHandHpxpressionH|rofilesHofHY[HveyH–tructuralHreneHqamiliesHtnvolvedHinH
theHmiosynthesisHofH’iceHqlavonoidH–caffoldsVVH2022THY[TH 0

52 mioinformaticHandHfunctionalHanalysesHrevealHtheHexpansionHbaseHofHtheHriceHpolyketideHsynthaseHtttH
superfamilyHandHtheHsynergisticHrolesHofHzs|v–YHandHzs|v–ZHinHmaleHreproductionVH2022THZTHdUYb

51 miochemistryHandHxolecularHmasisHofHtntracellularHqlavonoidH—ransportHinH|lantsVVH2022THYYTH 3

50 nhalconesHandHqlavonesHasHxultifunctionalHlnticancerHlgentsUHlHnomprehensiveH’eviewVH2022THYcTH 0

49 oata_–heet_YVql–—lVH2020TH

Citation Report

28



48 oata_–heet_ZVql–—lVH2020TH

47 oata_–heet_[VdocxVH2020TH

46 oata_–heet_]VfastaVH2020TH

45 oata_–heet__VzipVH2020TH

44 oata_–heet_aVzipVH2020TH

43 oata_–heet_bVpdfVH2020TH

42 oata_–heet_cVzipVH2020TH

41 oata_–heet_dVpdfVH2020TH

40 —able_YVxlsxVH2020TH

39 oata–heet_YVdocxVH2019TH

38 oata–heet_ZVxlsxVH2019TH

37 oata–heet_[VxlsxVH2019TH

36 oata–heet_]VxlsxVH2019TH

35 oata–heet__VxlsxVH2019TH

34 oata–heet_bVxlsxVH2019TH

33 tmage_YVtifVH2019TH

32 lHnhalconeH–ynthaseUwikeHmacterialH|roteinHnatalyzesHseterocyclicHnU’ingHnleavageHofHyaringeninH
toHllterHmioactivityHlgainstHyuclearH’eceptorsHinHnolonicHppithelialHnellsVH 0

31 lfnstwTHaH—ypeHt×HnhalconeHtsomeraseTHpnhancesHtheHmiosynthesisHofHyaringeninHinHxetabolicH
pngineeringVHFrontiers in Plant ScienceTH2022THY[TH 6.2 1

(2022-2020)

29



30 nhemicalHbasisHofHcysteineHreactivityHandHspecificityeHlcidityHandHnucleophilicityVH2022THYdU_c 1

29 |olyketideHsynthasesHP|v–sQHofHsecondaryHmetabolismeHinHsilicoHidentificationHandHcharacterizationHinH
orchidsVHJournal of Biomolecular Structure and DynamicsTHYUY[ 3.6

28 –tructureTHfunctionTHandHengineeringHofHplantHpolyketideHsynthasesVHMethods in EnzymologyTH2022TH 1.7

27 lHsurveyHofHtranscriptomeHcomplexityHusingHfullUlengthHisoformHsequencingHinHtheHteaHplantHnamelliaH
sinensisVHMolecular Genetics and GenomicsTH 3.1 0

26 renomeUαideHnlassificationHandHpvolutionaryHlnalysisH’evealHoivergedH|atternsHofHnhalconeH
tsomeraseHinH|lantsVHBiomoleculesTH2022THYZTHdaY 5.9

25 tnteractionHofH|v’HwithH–—n–YHeHanHindispensableHstepHinHtheHbiosynthesisHofHlunularicHacidHinH
xarchantiaHpolymorphaVH 1

24 —heH—ypeHtttHpolyketideHsynthaseHsupergeneHfamilyHinHplantseHcomplexHevolutionaryHhistoryHandH
functionalHdivergenceVH

23 xolecularHandHstructuralHcharacterizationHofHaHpromiscuousHchalconeHsynthaseHfromHtheHfernH
speciesH–tenolomaHchusanumVH

22 natalyticHinnovationHunderliesHindependentHrecruitmentHofHpolyketideHsynthasesHinHcocaineHandH
hyoscyamineHbiosynthesisVH2022THY[TH 0

21 oelineatingHbiosynthesisHofHsuperzineHlTHlHplantUderivedHmedicineHforHtheHtreatmentHofHllzheimerOsH
diseaseVH2022THaXTHYXcXZa 0

20 wowHtemperatureHmodifiesHseedlingHleafHanatomyHandHgeneHexpressionHinHsypericumHperforatumVH
Y[TH 0

19 pvolutionHandHmolecularHbasisHofHsubstrateHspecificityHinHaH[UketoacylUnolHsynthaseHgeneHclusterH
fromH|opulusHtrichocarpaVH2022THYXZ]da 1

18 pngineeringHaHplantHpolyketideHsynthaseHforHtheHbiosynthesisHofHmethylatedHflavonoidsVH 0

17 miosynthesisHtnvestigationsHofH—erpenoidTHllkaloidTHandHqlavonoidHlntimicrobialHlgentsHoerivedH
fromHxedicinalH|lantsVH2022THYYTHY[cX 1

16 renomeUαideHtdentificationTHnharacterizationHandHpxpressionHlnalysisHofHxangoHPxangiferaHindicaH
wVQHchalconeHsynthaseHPns–QHrenesHinH’esponseHtoHwightVH2022THcTHdac 1

15 pngineeredHbiosynthesisHofHplantHpolyketidesHbyHtypeHtttHpolyketideHsynthasesHinHmicroorganismsVH
YXTH 0

14 lnalysisHofHqlavonoidHxetabolismHduringHtheH|rocessHofH|etalHoiscolorationHinH—hreeHxalusH
nrabappleHnultivarsVH2022THbTH[b[X]U[b[Y] 0

13 lnHupUtoUdateHrevieweHdifferentialHbiosynthesisHmechanismsHandHenrichmentHmethodsHforH
healthUpromotingHanthocyaninsHofHcitrusHfruitsHduringHprocessingHandHstorageVHYUZb 0

Citation Report

30



12 renomeUαideHtdentificationTHnharacterizationTHandHpxpressionHlnalysisHofHns–HreneHqamilyH
xembersHinHnhrysanthemumHnankingenseVH2022THY[THZY]_ 0

11 ’eshapingHtheHZU|yroneH–ynthaseHlctiveH–iteHforHnhemoselectiveHmiosynthesisHofH|olyketidesVH 0

10 ’eshapingHtheHZU|yroneH–ynthaseHlctiveH–iteHforHnhemoselectiveHmiosynthesisHofH|olyketidesVH 0

9 ’iboswitchUguidedHchalconeHsynthaseHengineeringHandHmetabolicHfluxHoptimizationHforHenhancedH
productionHofHflavonoidsVH2023THb_THY][UY_Z 0

8 lnthocyaninsH|rofilingHlnalysisHandH’ylU–eqH’evealedHtheHoominatingH|igmentsHandHnoloringH
xechanismHinHnyclamenHqlowersVH2022THYYTHYbZY 0

7 weveragingHyeastHtoHcharacterizeHplantHbiosyntheticHgeneHclustersVH2022THYXZ[Y] 0

6 ’ecentH pdatesHonH–ourceTHmiosynthesisTHandH—herapeuticH|otentialHofHyaturalHqlavonoidHwuteolineHlH
’eviewVH2022THYZTHYY]_ 3

5 xolecularHcharacterizationHofHaHchalconeHsynthaseHgeneH’hns–HfromH’hododendron´ ˆ�´ hybridumH
sortVH2023THc_bTHY]bYba 0

4 rlobalHtranscriptomeHandHgeneHcoUexpressionHnetworkHanalysesHrevealHregulatoryHandHnonUadditiveH
effectsHofHdroughtHandHheatHstressHinHgrapevineVHY]TH 0

3 tdentificationHandHqunctionalHnharacterizationHofHqungalHnhalconeH–ynthaseHandHnhalconeH
tsomeraseVH2023THcaTH[dcU]X_ 0

2 |olyketidesVH2023THZXYUZc] 0

1 —woHhaplotypeUresolvedHgenomesHofHhighlyHheterozygousHllmHallotriploidHbananasHprovideHinsightsH
intoHsubgenomeHasymmetricHevolutionHandHbananaHwiltHcontrolVH 0

Citation Report

31


