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coliZL2011XLhjXLdijfYjae 57
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bacteriaLandLsurfacesZL2014XLgXLfeccYdb 59

129 UrinaryLTractLznfectionsZL2015XLiigYjbdZed 17

128 znfluenzaLrLvirusLinfectionLofLintestinalLepithelialLcellsLenhancesLtheLadhesionLabilityLofLtrohnSsL
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distributionLinLsacteroidesLcoprocolaZL2017XLfXLbf 18

108 TheLαiirLmotifLisLaLcommonLmarkerLpresentLinLpolytopicLsurfaceLproteinsLofLoralLandLurinaryLtractL
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93 vcologicalLandLevolutionaryLdynamicsLofLaLmodelLfacultativeLpathogenkLrgrobacteriumLandLcrownL
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eXL
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74 UromodulinLTTammYyorsfallLproteinUkLguardianLofLurinaryLandLsystemicLhomeostasisZL2020XLdfXLddYed 39
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RevealsLrdjustmentLtoLtheLUrinaryLTractLyabitatZL2020XLbbXL 4
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32 rllelicLVariationLofLtheLwimyLéectinLofLvscherichiaLcoliLTypeLbLwimbriaeLandLUropathogenesisZLdfbYdhh

31 rdhesinsXLReceptorsXLandLTargetLSubstrataLznvolvedLinLtheLrdhesionLofLPathogenicLsacteriaLtoLyostL
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