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m Paper IF Citations

1387 –tepwiseFjssemblyFofF–heetF–tructureFduringFtheFooldingFofFanF–qYFmomainF†evealedFbyFaFyulsedF
qydrogenFnxchangeFvassF–pectrometryF–tudyTF

1386 vuuivsSvlovyjscFjFwovelFvultiplatformForameworkFtoFlomputeF—ensorFjlgebraSkasedF
—hreeSmimensionalFyroteinFmescriptorsTF

1385 –altFnffectsFonFyroteinFooldingF—hermodynamicsTF

1384  ndermethylationFassociatedFwithFretroelementFactivationFandFchromosomeFremodellingFinFanF
interspecificFmammalianFhybridTF1998RFYbYRF]aS_X 394

1383 yroteinFfoldingTFvatchingFspeedFandFlocalityTF1998RFYbXRF_]WSY 61

1382 rmportantFroleFofFhydrogenFbondsFinFtheFstructurallyFpolarizedFtransitionFstateFforFfoldingFofFtheFsrcF
–qYFdomainTF1998RF[RF_WZSXV 256

1381 qowFdoFsmallFsingleSdomainFproteinsFfoldhTF1998RFYRF†aWSbW 739

1380 —heFimportanceFofFhydrationFforFtheFkineticsFandFthermodynamicsFofFproteinFfoldingcFsimplifiedF
latticeFmodelsTF1998RFYRF[XYSYZ 28

1379 yroteinFfoldingcFthinkFgloballyRFNinterOactFlocallyTF1998RFaRF†YVaSb 3

1378 jFcolipaseFfoldFinFtheFcarboxySterminalFdomainFofFtheFWntFantagonistsSStheFmickkopfsTF1998RFaRF†Z__Sa 52

1377 yroteinFfoldingcFthinkFgloballyRFNinterOactFlocallyTF1998RFaRF†Z_aSb 9

1376 —heFagonyFcolumnTF1998RFaRF†Z_bS†ZaW 1

1375 —urnFscanningFbyFsiteSdirectedFmutagenesiscFapplicationFtoFtheFproteinFfoldingFproblemFusingFtheF
intestinalFfattyFacidFbindingFproteinTFProteinhScienceRF1998RF_RFWaXWSa 6.3 44

1374 tineticFstudiesFofFbetaSsheetFproteinFfoldingTF1998RFaRFa]SbX 56

1373 –pongiformFencephalopathiesTF—heFprionMsFperplexingFpersistenceTF1998RFYbXRF_]YSZ 21

1372 uatticeFmodelsFforFproteinsFrevealFmultipleFfoldingFnucleiFforFnucleationScollapseFmechanismTF
JournalhofhMolecularhBiologyRF1998RFXaXRFZ_WSbX 6.5 89

1371 –tructuralFcharacterizationFofFtheFtransitionFstateFforFfoldingFofFmuscleFacylphosphataseTFJournalhofh
MolecularhBiologyRF1998RFXaYRFabYSbVY 6.5 49
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1370 plobalFanalysisFofFtheFeffectsFofFtemperatureFandFdenaturantFonFtheFfoldingFandFunfoldingFkineticsF
ofFtheFwSterminalFdomainFofFtheFproteinFubTFJournalhofhMolecularhBiologyRF1998RFXaZRFW]]WS_V 6.5 107

1369 yathwaysFtoFaFproteinFfoldingFintermediateFobservedFinFaFWSmicrosecondFsimulationFinFaqueousF
solutionTF1998RFXaXRF_ZVSZ 1076

1368 uimitedFinternalFfrictionFinFtheFrateSlimitingFstepFofFaFtwoSstateFproteinFfoldingFreactionTF1998RFb[RFWY[bWS] 157

1367 lytochromeFb[]XFfoldingFtriggeredFbyFelectronFtransfercFapproachingFtheFspeedFlimitFforFformationF
ofFaFfourShelixSbundleFproteinTF1999RFb]RF][a_SbV 111

1366 jFsimpleFmodelFforFcalculatingFtheFkineticsFofFproteinFfoldingFfromFthreeSdimensionalFstructuresTF
1999RFb]RFWWYWWS] 555

1365 yroteinF–tructuresFandFxptimalFooldingFfromFaFpeometricalFVariationalFyrincipleTF1999RFaXRFYY_XSYY_[ 119

1364 VariationsFinFchainFcompactnessFandFtopologicalFcomplexityFuncoverFfoldingFprocessesFinFtheF
relaxationFdynamicsFofFunfoldedFinFvacuoFlysozymeTF1999RFWWWRFZ__ZSZ__b 20

1363 poSingFforFtheFpredictionFofFproteinFfoldingFmechanismsTF1999RFb]RFWW]baS_VV 144

1362 yredictionFofFproteinSfoldingFmechanismsFfromFfreeSenergyFlandscapesFderivedFfromFnativeF
structuresTF1999RFb]RFWWYV[SWV 332

1361 —ransitionFstateFheterogeneityFinFplwZFcoiledFcoilFfoldingFstudiedFbyFusingFmultisiteFmutationsFandF
crosslinkingTF1999RFb]RFWV]bbS_VZ 102

1360 —heFtopomerSsamplingFmodelFofFproteinFfoldingTF1999RFb]RFX[b]S]VW 52

1359 WhereF FandFrFmeetTF1999RF]RF]V[Sa 9

1358 yreludeFtoFwv†FstudiesFofFproteinFfoldingTF1999RF]RF]Va 1

1357 †apidFproteinSfoldingFassayFusingFgreenFfluorescentFproteinTF1999RFW_RF]bWS[ 726

1356 ooldingFdynamicsFofFtheFkWFdomainFofFproteinFpFexploredFbyFultrarapidFmixingTF1999RF]RFbZYS_ 133

1355 oindingFtheFrightFfoldTF1999RF]RFba_SbV 59

1354 vutationalFanalysisFofFacylphosphataseFsuggestsFtheFimportanceFofFtopologyFandFcontactForderFinF
proteinFfoldingTF1999RF]RFWVV[Sb 232

1353 —heFfoldingFtransitionFstateFbetweenF–qYFdomainsFisFconformationallyFrestrictedFandFevolutionarilyF
conservedTF1999RF]RFWVWVS] 283
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1352 nxperimentFandFtheoryFhighlightFroleFofFnativeFstateFtopologyFinF–qYFfoldingTF1999RF]RFWVW]SXZ 323

1351 rdentificationFofFinFvivoFsubstratesFofFtheFchaperoninFpronuTF1999RFZVXRFWZ_S[Z 453

1350 ooldingFunderFtheFinfluenceTF1999RF]RFYVZS_ 22

1349 oirstFmolecularFexplanationFofFdiseaseTF1999RF]RFYV_ 2

1348 jccelerationFofFtheFfoldingFofFacylphosphataseFbyFstabilizationFofFlocalFsecondaryFstructureTF1999RF
]RFYaVS_ 78

1347 lhainFcollapseFcanFoccurFconcomitantlyFwithFtheFrateSlimitingFstepFinFproteinFfoldingTF1999RF]RF[[ZS] 153

1346 oormationFofFamyloidFfibrilsFbyFpeptidesFderivedFfromFtheFbacterialFcoldFshockFproteinFlspkTFProteinh
ScienceRF1999RFaRFWY[VS_ 6.3 60

1345 ooldingFpropensitiesFofFsyntheticFpeptideFfragmentsFcoveringFtheFentireFsequenceFofFphageFZYZF
lroFproteinTFProteinhScienceRF1999RFaRFW]_[Saa 6.3 12

1344 —heFfundamentalsFofFproteinFfoldingcFbringingFtogetherFtheoryFandFexperimentTF1999RFbRFbXSWVW 353

1343 vatchingFtheoryFandFexperimentFinFproteinFfoldingTF1999RFbRFWabSb] 138

1342 ooldingFstudiesFofFimmunoglobulinSlikeFbetaSsandwichFproteinsFsuggestFthatFtheyFshareFaFcommonF
foldingFpathwayTF1999RF_RFWWZ[S[Y 176

1341 †eviewFofFtheFfourthFsohnsFqopkinsFyroteinFooldingFveetingTFProteins:hStructurevhFunctionhandh
BioinformaticsRF1999RFY]RFX]YSX]b 4.2 1

1340 †edesigningFtheFhydrophobicFcoreFofFaFmodelFbetaSsheetFproteincFdestabilizingFtrapsFthroughFaF
threadingFapproachTFProteins:hStructurevhFunctionhandhBioinformaticsRF1999RFY_RF[aXSbW 4.2 22

1339 —hermodynamicsFandFkineticsFofFfoldingFofFcommonStypeFacylphosphatasecFcomparisonFtoFtheF
highlyFhomologousFmuscleFisoenzymeTFBiochemistryRF1999RFYaRFXWY[SZX 3.2 46

1338 mefiningFfoldingFandFunfoldingFreactionsFofFapocytochromeFb[FusingFequilibriumFandFkineticF
fluorescenceFmeasurementsTFBiochemistryRF1999RFYaRFb[YYSZV 3.2 40

1337 –tabilityFandFfoldingFofFtheFtumourFsuppressorFproteinFpW]TFJournalhofhMolecularhBiologyRF1999RFXa[RFWa]bSa]6.5 115

1336 †apidFfoldingFwithFandFwithoutFpopulatedFintermediatesFinFtheFhomologousFfourShelixFproteinsFrm_F
andFrmbTFJournalhofhMolecularhBiologyRF1999RFXa]RFW[b_S]Va 6.5 230

1335
lonformationalFanalysisFofFaFsetFofFpeptidesFcorrespondingFtoFtheFentireFprimaryFsequenceFofFtheF
wSterminalFdomainFofFtheFribosomalFproteinFubcFevidenceFforFstableFnativeSlikeFsecondaryFstructureF
inFtheFunfoldedFstateTFJournalhofhMolecularhBiologyRF1999RFXa_RFYb[SZV_

6.5 32
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1334
wv†FhydrogenFexchangeFofFtheFxkSfoldFproteinFuyswFasFaFfunctionFofFdenaturantcFtheFmostF
conservedFelementsFofFstructureFareFtheFmostFstableFtoFunfoldingTFJournalhofhMolecularhBiologyRF
1999RFXabRFWVZWS[Z

6.5 25

1333
ooldingFmechanismFofFyseudomonasFaeruginosaFcytochromeFc[[WcFroleFofFelectrostaticFinteractionsF
onFtheFhydrophobicFcollapseFandFtransitionFstateFpropertiesTFJournalhofhMolecularhBiologyRF1999RF
XabRFWZ[bS]_

6.5 22

1332 ooldingFpathwayFofFotkyWXFandFcharacterisationFofFtheFtransitionFstateTFJournalhofhMolecularh
BiologyRF1999RFXbWRFZXbSZZ 6.5 96

1331 rsFproteinFunfoldingFtheFreverseFofFproteinFfoldinghFjFlatticeFsimulationFanalysisTFJournalhofh
MolecularhBiologyRF1999RFXbXRFZVYSWb 6.5 81

1330 –ubmillisecondFfoldingFofFtheFperipheralFsubunitSbindingFdomainTFJournalhofhMolecularhBiologyRF
1999RFXbYRF_]YSa 6.5 71

1329 oirstFprinciplesFpredictionFofFproteinFfoldingFratesTFJournalhofhMolecularhBiologyRF1999RFXbZRF]WbSX[ 6.5 103

1328  seFofFvvSykU–jFinFestimatingFtheFfreeFenergiesFofFproteinscFjpplicationFtoFnativeRFintermediatesRF
andFunfoldedFvillinFheadpieceTFProteins:hStructurevhFunctionhandhBioinformaticsRF2000RFYbRFYVbSYW] 4.2 168

1327 uowerFkineticFlimitFtoFproteinFthermalFstabilitycFaFproposalFregardingFproteinFstabilityFinFvivoFandFitsF
relationFwithFmisfoldingFdiseasesTFProteins:hStructurevhFunctionhandhBioinformaticsRF2000RFZVRF[aS_V 4.2 121

1326 yolymerFprinciplesFofFproteinFcalorimetricFtwoSstateFcooperativityTFProteins:hStructurevhFunctionhandh
BioinformaticsRF2000RFZVRF]Y_S]W 4.2 147

1325 vechanismFofFproteinFfoldingTFProteins:hStructurevhFunctionhandhBioinformaticsRF2000RFZWRFXaaSba 4.2 60

1324 nvidenceFconcerningFrateSlimitingFstepsFinFproteinFfoldingFfromFtheFeffectsFofFtrifluoroethanolTF
2000RF_RF[aS]W 63

1323 lriticalFroleFofFbetaShairpinFformationFinFproteinFpFfoldingTF2000RF_RF]]bS_Y 320

1322 jFsurprisingFsimplicityFtoFproteinFfoldingTF2000RFZV[RFYbSZX 648

1321 –tabilityFandFfoldingFofFtheFferredoxinFfromFtheFhyperthermophilicFarchaeonFjcidianusFambivalensTF
2000RF_aRFY[SZW 35

1320  nderstandingFproteinFfoldingFviaFfreeSenergyFsurfacesFfromFtheoryFandFexperimentTF2000RFX[RFYYWSb 413

1319 yroteinFfoldingcFprogressFmadeFandFpromisesFaheadTF2000RFX[RF]WWSa 163

1318 vechanicalFdesignFofFproteinsFstudiedFbyFsingleSmoleculeFforceFspectroscopyFandFproteinF
engineeringTF2000RF_ZRF]YSbW 366

1317 woFcofactorFeffectFonFequilibriumFunfoldingFofFmesulfovibrioFdesulfuricansFflavodoxinTF2000RFWZ_bRFXWZSXZ 22

(2000-1999)
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1316 –calingFofFfoldingFpropertiesFinFgoFmodelsFofFproteinsTF2000RFX]RFX_YSbZ 16

1315 yroteinFfoldingFintermediatesFandFpathwaysFstudiedFbyFhydrogenFexchangeTF2000RFXbRFXWYSYa 412

1314 jnatomyFofFproteinFstructurescFvisualizingFhowFaFoneSdimensionalFproteinFchainFfoldsFintoFaF
threeSdimensionalFshapeTF2000RFb_RFWXVYaSZY 68

1313 yredictingFproteinFfunctionFfromFstructurecFuniqueFstructuralFfeaturesFofFproteasesTF2000RFb_RFYb[ZSa 36

1312 –olidSstateFsynthesisFandFmechanicalFunfoldingFofFpolymersFofF—ZFlysozymeTF2000RFb_RFWYbSZZ 198

1311 rnvestigationFofFroutesFandFfunnelsFinFproteinFfoldingFbyFfreeFenergyFfunctionalFmethodsTF2000RFb_RF][VbSWZ 87

1310 uongSrangeForderFinFtheFsrcF–qYFfoldingFtransitionFstateTF2000RFb_RF_VaZSb 119

1309 wonglassyFkineticsFinFtheFfoldingFofFaFsimpleFsingleSdomainFproteinTF2000RFb_RFWXVWZSb 38

1308 †oleFofFsecondaryFmotifsFinFfastFfoldingFpolymerscFaFdynamicalFvariationalFprincipleTF2000RFaZRFYVVbSWX 31

1307 qowFnativeSstateFtopologyFaffectsFtheFfoldingFofFdihydrofolateFreductaseFandFinterleukinSWbetaTF
2000RFb_RF[a_WS] 195

1306 –tabilityFdeterminesFformationFrateFofFfourShelixSbundleFproteinTF2000RFY_aRFWbVSW 2

1305 nvolutionaryFconservationFinFproteinFfoldingFkineticsTFJournalhofhMolecularhBiologyRF2000RFXbaRFYVYSWX 6.5 77

1304 —heFfoldingFofFanFimmunoglobulinSlikeFpreekFkeyFproteinFisFdefinedFbyFaFcommonScoreFnucleusFandF
regionsFconstrainedFbyFtopologyTFJournalhofhMolecularhBiologyRF2000RFXb_RFW][S_a 6.5 162

1303 oastFfoldingFofFnscherichiaFcoliFcyclophilinFjcFaFhypothesisFofFaFuniqueFhydrophobicFcoreFwithFaF
phenylalanineFclusterTFJournalhofhMolecularhBiologyRF2000RFXb_RF_bWSaVX 6.5 13

1302
—opologicalFandFenergeticFfactorscFwhatFdeterminesFtheFstructuralFdetailsFofFtheFtransitionFstateF
ensembleFandFHenSrouteHFintermediatesFforFproteinFfoldinghFjnFinvestigationFforFsmallFglobularF
proteinsTFJournalhofhMolecularhBiologyRF2000RFXbaRFbY_S[Y

6.5 982

1301 lytochromeFcN[[YORFaFsmallFhemeFproteinFthatFlacksFmisligationFinFitsFunfoldedFstateRFfoldsFwithF
rapidFtwoSstateFkineticsTFJournalhofhMolecularhBiologyRF2000RFYVWRF_]bS_Y 6.5 19

1300 —heF–qYSfoldFfamilycFexperimentalFevidenceFandFpredictionFofFvariationsFinFtheFfoldingFpathwaysTF
JournalhofhMolecularhBiologyRF2000RFYVZRFb]_SaX 6.5 133

1299 jFbreakdownFofFsymmetryFinFtheFfoldingFtransitionFstateFofFproteinFuTFJournalhofhMolecularhBiologyRF
2000RFXbaRFb_WSaZ 6.5 210
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1298 —ransitionSstateFstructureFasFaFunifyingFbasisFinFproteinSfoldingFmechanismscFcontactForderRFchainF
topologyRFstabilityRFandFtheFextendedFnucleusFmechanismTF2000RFb_RFW[X[Sb 281

1297 lomparativeF–tudyFofFtheFooldingForeeFnnergyFuandscapeFofFaF—hreeS–trandedF˛†S–heetFyroteinFwithF
nxplicitFandFrmplicitF–olventFvodelsTFJournalhofhPhysicalhChemistryhBRF2000RFWVZRFWXY_aSWXYaY 3.4 87

1296 —opologyRFstabilityRFsequenceRFandFlengthcFdefiningFtheFdeterminantsFofFtwoSstateFproteinFfoldingF
kineticsTFBiochemistryRF2000RFYbRFWWW__SaY 3.2 340

1295 –equencingFofFfoldingFeventsFinFpoStypeFproteinsTF2000RFWWYRFaYWbSaYXa 94

1294 vechanismsFandFkineticsFofFbetaShairpinFformationTF2000RFb_RFX[ZZSb 229

1293 nvidenceFforFpartialFsecondaryFstructureFformationFinFtheFtransitionFstateFforFarcFrepressorF
refoldingFandFdimerizationTFBiochemistryRF2000RFYbRFaYVaSWZ 3.2 29

1292
pqFjumpFstudiesFofFtheFfoldingFofFtheFmultidomainFribosomalFproteinFubcFtheFstructuralForganizationF
ofFtheFwSterminalFdomainFdoesFnotFaffectFtheFanomalouslyFslowFfoldingFofFtheFlSterminalFdomainTF
BiochemistryRF2000RFYbRFZb[[S]X

3.2 12

1291 karriersFinFproteinFfoldingFreactionsTF2000RF[YRFW[YSXV_ 60

1290 ooldingFkineticsFofFphageFZYZFlroFproteinTFBiochemistryRF2000RFYbRFWYb]YS_Y 3.2 26

1289 looperativeFassemblyFofFaFnativelikeFubiquitinFstructureFthroughFpeptideFfragmentFcomplexationcF
energeticsFofFpeptideFassociationFandFfoldingTFBiochemistryRF2000RFYbRFWXY[[S]Z 3.2 40

1288 veanSfieldFqyFmodelRFdesignabilityFandFalphaShelicesFinFproteinFstructuresTF2000RFaZRFYa]Sb 35

1287 oastFkineticsFandFmechanismsFinFproteinFfoldingTF2000RFXbRFYX_S[b 430

1286 yroteinFooldingFandFkeyondTFabSWVW

1285 —heFstructuralFbasisFofFproteinFfoldingFandFitsFlinksFwithFhumanFdiseaseTF2001RFY[]RFWYYSZ[ 738

1284 vechanismFofFsubstrateFrecognitionFbyFtheFchaperoninFpronuTF2001RF_bRF[]bS[__ 22

1283 lopperFstabilizesFazurinFbyFdecreasingFtheFunfoldingFrateTF2001RFYbVRFWZ]Sa 41

1282 —heFrateFofFformationFofFcytochromeFc[[YFisFnotFdependentFonFtheFnatureFofFtheFunfoldedFstateTF
2001RFYabRFW[VSX 1

1281 yroteinFfoldingFtheorycFfromFlatticeFtoFallSatomFmodelsTF2001RFYVRFY]WSb] 301

(2001-2000)
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1280 lircularizationFchangesFtheFfoldingFtransitionFstateFofFtheFsrcF–qYFdomainTFJournalhofhMolecularh
BiologyRF2001RFYV]RF[[[S]Y 6.5 47

1279 mifferentFcircularFpermutationsFproducedFdifferentFfoldingFnucleiFinFproteinscFaFcomputationalF
studyTFJournalhofhMolecularhBiologyRF2001RFYV]RFWXWSYX 6.5 36

1278 wativeFtopologyForFspecificFinteractionscFwhatFisFmoreFimportantFforFproteinFfoldinghTFJournalhofh
MolecularhBiologyRF2001RFYV]RFaY_S[V 6.5 56

1277  singFchimericFimmunityFproteinsFtoFexploreFtheFenergyFlandscapeFforFalphaShelicalFproteinFfoldingTF
JournalhofhMolecularhBiologyRF2001RFYV_RFYbYSZV[ 6.5 30

1276 —heFfoldingFthermodynamicsFandFkineticsFofFcrambinFusingFanFallSatomFvonteFlarloFsimulationTF
JournalhofhMolecularhBiologyRF2001RFYVaRF_bSb[ 6.5 132

1275 †escuingFaFdestabilizedFproteinFfoldFthroughFbackboneFcyclizationTFJournalhofhMolecularhBiologyRF
2001RFYVaRFWVZ[S]X 6.5 95

1274 kergeracS–qYcFHfrustationHFinducedFbyFstabilizingFtheFfoldingFnucleusTFJournalhofhMolecularhBiologyRF
2001RFYWWRFY[_S_W 6.5 27

1273 lalculationFofFensemblesFofFstructuresFrepresentingFtheFunfoldedFstateFofFanF–qYFdomainTFJournalh
ofhMolecularhBiologyRF2001RFYVaRFWVWWSYX 6.5 184

1272
lomparisonFbetweenFlongSrangeFinteractionsFandFcontactForderFinFdeterminingFtheFfoldingFrateFofF
twoSstateFproteinscFapplicationFofFlongSrangeForderFtoFfoldingFrateFpredictionTFJournalhofhMolecularh
BiologyRF2001RFYWVRFX_SYX

6.5 243

1271 yredictionFofFfoldingFmechanismFforFcircularSpermutedFproteinsTFJournalhofhMolecularhBiologyRF2001RF
YWWRFa_bSbV 6.5 86

1270 menaturedFstateFthermodynamicscFresidualFstructureRFchainFstiffnessFandFscalingFfactorsTFJournalhofh
MolecularhBiologyRF2001RFYWWRFWVbWSWVZ 6.5 62

1269 lharacterizationFofFtheFfoldingFandFunfoldingFreactionsFofFaFsmallFbetaSbarrelFproteinFofFnovelF
topologyRFtheFv—lyWFoncogeneFproductFyWYTFJournalhofhMolecularhBiologyRF2001RFYWXRFXZ_S[b 6.5 20

1268
xnFtheFrelationshipFbetweenFproteinFstabilityFandFfoldingFkineticscFaFcomparativeFstudyFofFtheF
wSterminalFdomainsFofF†waseFqrRFnTFcoliFandFkacillusFstearothermophilusFubTFJournalhofhMolecularh
BiologyRF2001RFYWXRF[]bS__

6.5 10

1267 †olesFofFnativeFtopologyFandFchainSlengthFscalingFinFproteinFfoldingcFaFsimulationFstudyFwithFaF
poSlikeFmodelTFJournalhofhMolecularhBiologyRF2001RFYWYRFW_WSaV 6.5 323

1266 vutationalFanalysisFofFhydrogenFbondingFresiduesFinFtheFky—rFfoldingFpathwayTFJournalhofhMolecularh
BiologyRF2001RFYWYRF]YbS[] 6.5 9

1265 ooldingFofFcircularFpermutantsFwithFdecreasedFcontactFordercFgeneralFtrendFbalancedFbyFproteinF
stabilityTFJournalhofhMolecularhBiologyRF2001RFYWZRFabWSbVV 6.5 50

1264 qeatFcapacityFofFproteinFfoldingTFBiophysicalhJournalRF2001RFaWRF_WVSZ 2.9 10

1263 jnalysisFofFmultipleFfoldingFroutesFofFproteinsFbyFaFcoarseSgrainedFdynamicsFmodelTFBiophysicalh
JournalRF2001RFaWRFY[YZSZZ 2.9 15
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1262 ooldingFnucleiFinFproteinsTF2001RFZabRFWWYSa 60

1261 yroteinFfoldingcFbindingFofFconformationallyFfluctuatingFbuildingFblocksFviaFpopulationFselectionTF
2001RFY]RFYbbSZYY 52

1260 meterministicFfoldingcF—heFroleFofFentropicFforcesFandFstericFspecificitiesTF2001RFWWZRFZXY[SZXZX 7

1259 mesigningFproteinFenergyFlandscapesTF2001RFWVWRFYWWYSYV 46

1258 —heoreticalFstudyFofFaFlandscapeFofFproteinFfoldingSunfoldingFpathwaysTFooldingFratesFatF
midtransitionTFBiochemistryRF2001RFZVRFbb[_S]W 3.2 24

1257 lopperFbindingFbeforeFpolypeptideFfoldingFspeedsFupFformationFofFactiveFNholoOFyseudomonasF
aeruginosaFazurinTFBiochemistryRF2001RFZVRFWY_XaSYY 3.2 59

1256 lonceptsFandFmisconceptsFinFtheFanalysisFofFsimpleFkineticsFofFproteinFfoldingTF2001RFXRF_YSba 13

1255 yroteinFfoldscFmolecularFsystematicsFinFthreeFdimensionsTF2001RF[aRF_XSb 12

1254 lomparisonFofFenergyFcomponentsFofFproteinsFfromFthermophilicFandFmesophilicForganismsTF2001RF
YVRFY_aSaZ 5

1253 yrobingFcopperFligandsFinFdenaturedFyseudomonasFaeruginosaFazurincFunfoldingFqisWW_plyFandF
qisZ]plyFmutantsTF2001RF]RFWaXSa 34

1252 ooldingFofFintracellularFretinolFandFretinoicFacidFbindingFproteinsTFProteins:hStructurevhFunctionhandh
BioinformaticsRF2001RFZYRFXbXSYVX 4.2 20

1251 volecularFdynamicsFstudiesFonFqrVSWFproteasecFmrugFresistanceFandFfoldingFpathwaysTFProteins:h
StructurevhFunctionhandhBioinformaticsRF2001RFZYRFY][SY_X 4.2 33

1250 tineticFnonoptimalityFandFvibrationalFstabilityFofFproteinsTFProteins:hStructurevhFunctionhandh
BioinformaticsRF2001RFZZRFXVS[ 4.2 18

1249 qowFtoFguaranteeFoptimalFstabilityFforFmostFrepresentativeFstructuresFinFtheFyroteinFmataFkankTF
Proteins:hStructurevhFunctionhandhBioinformaticsRF2001RFZZRF_bSb] 4.2 102

1248 nlucidatingFproteinFsecondaryFstructuresFusingFalphaScarbonFrecurrenceFquantificationsTFProteins:h
StructurevhFunctionhandhBioinformaticsRF2001RFZZRFXbXSYVY 4.2 31

1247 loordinationFtopologyFandFstabilityFforFtheFnativeFandFbindingFconformersFofFchymotrypsinF
inhibitorFXTFProteins:hStructurevhFunctionhandhBioinformaticsRF2001RFZ[RF]XS_V 4.2 24

1246 †osettaFinFlj–yZcFprogressFinFabFinitioFproteinFstructureFpredictionTFProteins:hStructurevhFunctionh
andhBioinformaticsRF2001RF–upplF[RFWWbSX] 4.2 204

1245 yroteinFfoldingFsimulationFwithFsolventSinducedFforceFfieldcFfoldingFpathwayFensembleFofF
threeShelixSbundleFproteinsTFProteins:hStructurevhFunctionhandhBioinformaticsRF2001RFZXRFa[Sba 4.2 43

(2001-2001)
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1244 oromFfoldingFtheoriesFtoFfoldingFproteinscFaFreviewFandFassessmentFofFsimulationFstudiesFofFproteinF
foldingFandFunfoldingTF2001RF[XRFZbbS[Y[ 447

1243 ooldingFwucleiFinFyroteinsTF2001RFY[RF]V[S]WY 4

1242 –tructuralFlomplexityFofFnarlyFnmbryoscFjF–tudyFonFtheFwematodeFlaenorhabditisFelegansTF2001RF
X_RFX[_SaY 13

1241 —ransientRFhighlyFpopulatedRFbuildingFblocksFfoldingFmodelTF2001RFYZRFXVbSY[ 8

1240 kiomedicalFimplicationsFofFproteinFfoldingFandFmisfoldingTF2001RFYYRF_SW] 11

1239 —heFrolesFofFstabilityFandFcontactForderFinFdeterminingFproteinFfoldingFratesTF2001RFaRFXWSX 77

1238 ooldingFconsensushTF2001RFaRFbXSZ 16

1237 rtFtakesFtwoFtoFtangoTF2001RFaRFbZS[ 16

1236 yreorganizedFsecondaryFstructureFasFanFimportantFdeterminantFofFfastFproteinFfoldingTF2001RFaRF[[XSa 184
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