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l Paper IF Citations

214 βredictingLfunctionjLfromLgenesLtoLgenomesLandLbackZL1998XLbhcXLg]gYbe 370

213 πeconstructionLofLaminoLacidLbiosynthesisLpathwaysLfromLtheLcompleteLgenomeLsequenceZL1998XLhXLb]cYa] 136

212  uwwjL yotoLuncyclopediaLofLwenesLandLwenomesZL1999XLbgXLbiYcd 3093

211 üetabolicLfluxLbalanceLanalysisLandLtheLinLsilicoLanalysisLofLuscherichiaLcoliL YabLgeneLdeletionsZL
2000XLaXLa 189

210 TargetYbasedLdrugLdiscoveryLforLtheLdevelopmentLofLnovelLantiinfectivesZL2000XLbi]XLaiaYb]a 29

209 TheLuscherichiaLcoliLüwafeeLinLsilicoLmetabolicLgenotypejLitsLdefinitionXLcharacteristicsXLandL
capabilitiesZL2000XLigXLeebhYcc 733

208 vluxYbalanceLanalysisLofLmitochondrialLenergyLmetabolismjLconsequencesLofLsystemicL
stoichiometricLconstraintsZL2001XLbh]XLπfieYg]d 121

207 shapterLαneLrioinformaticsLandLcomputationalLbiologyLforLplantLfunctionalLgenomicsZL2002XLaYac 1

206 retterLriocatalyticLβrocessesLvasterj´ LNewLToolsLforLtheLymplementationLofLriocatalysisLinLαrganicL
SynthesisZL2002XLfXLdcdYdd] 38

205 sharacterizingLtheLmetabolicLphenotypejLaLphenotypeLphaseLplaneLanalysisZL2002XLggXLbgYcf 129

204 üetabolicLmodellingLofLmicrobesjLtheLfluxYbalanceLapproachZL2002XLdXLaccYd] 286

203 αntologyLrecapitulatesLphysiologyZL2003XLa]XLghdYf

202 weneLidentificationLandLexpressionLanalysisLofLhfXacfLuxpressedLSequenceLTagsLTuSTULfromLtheLriceL
genomeZL2003XLaXLbfYdb 17

201 πobustnessLofLmetabolicLmapLreconstructionZL2004XLbXLehiYic 1

200 WebYbasedLinformationLretrievalLsystemLforLtheLpredictionLofLmetabolicLpathwaysZL2004XLcXLaibYi 5

199 βathqlignerjLmetabolicLpathwayLretrievalLandLalignmentZL2004XLcXLbdaYeb 16

198 αligoLqrraysXLwlobalLTranscriptomeLqnalysisZL2005XLbgYha
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197 xeursticLsearchLforLmetabolicLengineeringjLdeLnovoLsynthesisLofLvanillinZL2005XLbiXLdiiYe]g 7

196 βathwayVoyagerjLpathwayLmappingLusingLtheL yotoLuncyclopediaLofLwenesLandLwenomesLT uwwUL
databaseZL2005XLfXLf] 222

195 ZL2005XL 4

194 rioinformaticsLinLmicrobialLbiotechnologyYYaLminiLreviewZL2005XLdXLai 55

193 ynferringLmeaningfulLpathwaysLinLweightedLmetabolicLnetworksZL2006XLcefXLbbbYcf 92

192 xorizontalLgeneLtransferLfromLracteriaLtoLrumenLsiliatesLindicatesLadaptationLtoLtheirLanaerobicXL
carbohydratesYrichLenvironmentZL2006XLgXLbb 118

191 TheLdistinctiveLsignaturesLofLpromoterLregionsLandLoperonLjunctionsLacrossLprokaryotesZL2006XLcdXLcih]Yg 13

190 uvaluationLofLtheLTranscriptomeLandLwenomeLtoLynformLtheLStudyLofLüetabolicLsontrolLinLβlantsZLaYbc 2

189 αverexpressionLofLangiopoietinYlikeLproteinLdLaltersLmitochondriaLactivitiesLandLmodulatesL
methionineLmetabolicLcycleLinLtheLliverLtissuesLofLdb[dbLdiabeticLmiceZL2007XLbaXLigbYhf 39

188 ynLvivoLevidenceLofLβseudomonasLaeruginosaLnutrientLacquisitionLandLpathogenesisLinLtheLlungsLofL
cysticLfibrosisLpatientsZL2007XLgeXLecacYbd 215

187 qnalysisLofLweneLuxpressionLtataZLdgcYe]g

186 ynLsilicoLpathwayLreconstructionjLyronYsulfurLclusterLbiogenesisLinLSaccharomycesLcerevisiaeZL2007XLaXLa] 9

185 üodernLwenomeLqnnotationZL2008XL 3

184 qLgeneLsignatureYbasedLapproachLidentifiesLmTαπLasLaLregulatorLofLpgcZL2008XLbhXLeieaYfd 90

183 πoleLofLbioinformaticsLinLtheLdevelopmentLofLnewLantibacterialLtherapyZL2008XLfXLeaYfe 6

182 uffectsLofLqmmoniaLonLqcidogenesisLofLβroteinYπichLαrganicLWastesZL2008XLbeXLaadYabb 16

181 unvironmentalLsleanupLqpproachLUsingLrioinformaticsLinLrioremediationZL2009XLagcYaii 2

180 wenomicLresponseLofLhypoxicLüˆ…llerLcellsLinvolvesLtheLveryLlowLdensityLlipoproteinLreceptorLasLpartL
ofLanLangiogenicLnetworkZL2009XLhhXLibhYcg 27

(2009-2005)
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179 qLwebYbasedLplatformLforLriceLmicroarrayLannotationLandLdataLanalysisZL2010XLecXLadfgYgc

178 ListsbNetworksjLintegratedLanalysisLofLgene[proteinLlistsZL2010XLaaXLhg 34

177 wlobalLproteinLinteractomeLexplorationLthroughLminingLgenomeYscaleLdataLinLqrabidopsisLthalianaZL
2010XLaaLSupplLbXLSb 7

176 LinkedLmetabolitesjLaLtoolLforLtheLconstructionLofLdirectedLmetabolicLgraphsZL2010XLd]XLcd]Yi 4

175 qpplicationLofLvourierYtransformLionLcyclotronLresonanceLmassLspectrometryLtoLmetabolicLprofilingL
andLmetaboliteLidentificationZL2010XLbaXLceYdd 54

174 ydentificationLofLtargetedLanalyteLclustersLforLstudiesLofLschizophreniaZL2010XLiXLea]Ybb 23

173 LiverbasejLaLcomprehensiveLviewLofLhumanLliverLbiologyZL2010XLiXLe]Yh 36

172 qnLalgorithmLforLextractingLsubgraphLofLspecificLspeciesLfromLmetabolicLpathwayZL2010XL

171 virstLinsightLintoLtheLhumanLliverLproteomeLfromLβπαTuαüuTS YUYLyVuπTxuULaZ]XLaLpubliclyL
availableLdatabaseZL2010XLiXLgiYid 35

170 wenomeLsequenceLofLtheLthermophilicLstrainLracillusLcoagulansLbYfXLanLefficientLproducerLofL
highYopticalYpurityLLYlacticLacidZL2011XLaicXLdefcYd 19

169 ScientificLfrontiersjLemergingLtechnologiesLforLsalivaryLdiagnosticsZL2011XLbcXLcf]Yh 47

168 ToxicityLevaluationLofLbenzo[a]pyreneLonLtheLpolychaeteLβerinereisLnuntiaLusingLsubtractiveLctNqL
librariesZL2011XLa]eXLbgiYia 13

167 πeactomeLpathwayLanalysisLtoLenrichLbiologicalLdiscoveryLinLproteomicsLdataLsetsZL2011XLaaXLceihYfac 71

166 SystemsLbiologyLofLapoptosisLandLsurvivaljLimplicationsLforLdrugLdevelopmentZL2011XLagXLai]Yb]c 7

165 qLsystemsLbiologyLapproachLshedsLnewLlightLonLuscherichiaLcoliLacidLresistanceZL2011XLciXLgeabYbh 65

164 wenomeLsequenceLofLtheLthermophilicLstrainLracillusLcoagulansLXZLdXLanLefficientLpentoseYutilizingL
producerLofLchemicalsZL2011XLaicXLfcihYi 12

163 qLsemiYquantitativeXLsyntenyYbasedLmethodLtoLimproveLfunctionalLpredictionsLforLhypotheticalLandL
poorlyLannotatedLbacterialLandLarchaealLgenesZL2011XLgXLea]]bbc] 27

162 traftLgenomeLsequenceLofLtheLspongeYassociatedLstrainLracillusLatrophaeusLshiXLaLpotentialL
producerLofLmarineLdrugsZL2012XLaidXLdded 14
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161 wenomeLsequenceLofLtheLthermophileLracillusLcoagulansLxammerXLtheLtypeLstrainLofLtheLspeciesZL
2012XLaidXLfbidYe 9

160 qLpredictedLmiπYbgaYmediatedLnetworkLidentifiesLaLsignatureLofLgliomaZL2012XLbhXLabdiYef 13

159 shemicalLscreenLrevealsLsmallLmoleculesLsuppressingLfragileLXLpremutationLrswwLrepeatYmediatedL
neurodegenerationLinLtrosophilaZL2012XLbaXLb]fhYge 35

158 qLsystematicYanalysisLofLpredictedLmiπYbaLtargetsLidentifiesLaLsignatureLforLlungLcancerZL2012XLffXLbaYh 51

157 SequencingLandLcomparativeLgenomicLanalysisLofLabbgLvelisLcatusLctNqLsequencesLenrichedLforL
developmentalXLclinicalLandLnutritionalLphenotypesZL2012XLacXLca 8

156 ZL2012XLgXLbbYcd 15

155 qutocrineLcontrolLofLgliomaLcellsLadhesionLandLmigrationLthroughLyπua˛–YmediatedLcleavageLofL
SβqπsLmπNqZL2012XLabeXLdbghYhg 78

154 βublicLdomainLdatabasesLforLmedicinalLchemistryZL2012XLeeXLfihgYg]]b 62

153 somplexLtraitsLanalysisLofLchickenLgrowthLusingLtargetedLgeneticalLgenomicsZL2012XLdcXLafcYga 3

152 sancerLcellsLincorporateLandLremodelLexogenousLpalmitateLintoLstructuralLandLoncogenicLsignalingL
lipidsZL2013XLahcaXLaeffYgb 90

151 üicroπNqLsancerLπegulationZL2013XL 17

150 unrichrjLinteractiveLandLcollaborativeLxTüLeLgeneLlistLenrichmentLanalysisLtoolZL2013XLadXLabh 2715

149 βublicLtomainLtatabasesLforLüedicinalLshemistryZL2013XLbeYed

148 qnLevolutionaryLapproachLforLsearchingLmetabolicLpathwaysZL2013XLdcXLag]dYab 5

147 qLsystematicLanalysisLofLtheLpredictedLhumanLLaLproteinLtargetsLidentifiedLaLhepatitisLrLvirusL
infectionLsignatureZL2013XLb]XLabYbc 6

146 ungineeringLπalstoniaLeutrophaLforLβroductionLofLysobutanolLfromLsαbXLxbXLandLαbZL2013XLa]feYa]i] 7

145 WorkingLtogetherjLcombinatorialLregulationLbyLmicroπNqsZL2013XLggdXLcagYcg 20

144 πenoprotectiveLeffectLofLcombinedLinhibitionLofLangiotensinYconvertingLenzymeLandLhistoneL
deacetylaseZL2013XLbdXLh]aYaa 41

(2013-2012)
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143 somputationalLreconstructionLofLmetabolicLnetworksLfromL uwwZL2013XLic]XLbceYdi 13

142 wenomeLSequencesLofLTwoLüorphologicallyLtistinctLandLThermophilicLracillusLcoagulansLStrainsXL
xYaLandLXZLiZL2013XLaXL 7

141 qdaptiveLgeneLregulationLinLtheLStriatumLofLπwSiYdeficientLmiceZL2014XLiXLeibf]e 3

140 yntegratingLgenomicsLandLproteomicsLdataLtoLpredictLdrugLeffectsLusingLbinaryLlinearLprogrammingZL
2014XLiXLea]bgih 19

139 πeducedLTuTbLfunctionLleadsLtoLTYcellLlymphomaLwithLfollicularLhelperLTYcellYlikeLfeaturesLinLmiceZL
2014XLdXLebfd 54

138 qLsystematicLanalysisLofLpredictedLüiπYcaYtargetsLidentifiesLaLdiagnosticLandLprognosticLsignatureL
forLlungLcancerZL2014XLfhXLdaiYbg 17

137 qpproachesLinLyntegrativeLrioinformaticsZL2014XL 3

136 ynteractiveLwebLserviceLsystemLforLexplorationLofLbiologicalLpathwaysZL2014XLfbXLfaYgb 1

135 rioinformaticsjLsonceptsXLüethodsXLandLtataZL2014XLbeiYbhg 4

134 ydentificationLofLaLgeneLsignatureLofLaLpreYtransformationLprocessLbyLsenescenceLevasionLinLnormalL
humanLepidermalLkeratinocytesZL2014XLacXLaea 8

133 πNqLsequencingLonLSolanumLlycopersicumLtrichomesLidentifiesLtranscriptionLfactorsLthatLactivateL
terpeneLsynthaseLpromotersZL2014XLaeXLd]b 82

132 xostLresponsesLofLzapaneseLflounderLβaralichthysLolivaceusLwithLlymphocystisLcellLformationZL2014XL
chXLd]fYaa 16

131 traftLwenomeLSequenceLofLracillusLfengqiuensisLvzqTYadeghXLysolatedLfromLaLSoilLSampleLinLshinaZL
2014XLbXL

130 βroteinLfunctionalLanalysisLdataLinLsupportLofLcomparativeLproteomicsLofLtheLpathogenicLblackL
yeastLuxophialaLdermatitidisLunderLdifferentLtemperatureLconditionsZL2015XLeXLcgbYe 2

129 UbiquitinYspecificLproteasesLareLdifferentiallyLexpressedLthroughoutLtheLSchistosomaLmansoniLlifeL
cycleZL2015XLhXLcdi 13

128 uxploringLtheLassociationLbetweenLinterleukinYa˛†LandLitsLinteractingLproteinsLinLqlzheimerSsL
diseaseZL2015XLaaXLcbaiYbh 7

127 qnLintegratedLapproachLofLpredictedLmiπYcdaLtargetsLidentifiesLaLsignatureLforLgastricLcancerZL2015XL
a]XLfecYff] 2

126 TheLdirectionLofLcrossLaffectsL[corrected]LobesityLafterLpubertyLinLmaleLbutLnotLfemaleLoffspringZL
2015XLafXLi]d 4
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125 traftLwenomeLSequenceLofLStreptomycesLahygroscopicusLsubspZLwuyiensisLs YaeXLysolatedLfromL
SoilLinLvujianLβrovinceXLshinaZL2015XLcXL 4

124 weneLexpressionLprofilesLandLproteinYproteinLinteractionLnetworkLanalysisLinLqytSLpatientsLwithL
xyVYassociatedLencephalitisLandLdementiaZL2015XLgXLbfeYgf 9

123 üicroπNqsLinLSalivaryLuxosomeLasLβotentialLriomarkersLofLqgingZL2015XLafXLbabidYc]i 84

122 wenomeYwideLtranscriptomeLanalysisLofLmπNqsLandLmicroπNqsLinLtorsetLandLSmallLTailLxanLsheepL
toLexploreLtheLregulationLofLfecundityZL2015XLd]bXLcbYdb 49

121 SUüαYunrichedLβroteomeLforLtrosophilaLynnateLymmuneLπesponseZL2015XLeXLbacgYed 19

120 traftLwenomeLSequenceLofLβseudomonasLabietaniphilaL vgagLTNrπsLaa]ffiUXLysolatedLfromL
riphenylYsontaminatedLSoilLinLzapanZL2015XLcXL 2

119 traftLwenomeLSequenceLofLβseudomonasLaeruginosaL vg]bLTNrπsLaa]ffeUXLaLβolychlorinatedL
riphenylYtegradingLracteriumLysolatedLfromLriphenylYsontaminatedLSoilZL2015XLcXL 4

118 wenomeYwideLanalysisLrevealsLtheLdifferentialLregulationsLofLmπNqsLandLmiπNqsLinLtorsetLandL
SmallLTailLxanLsheepLmusclesZL2015XLefbXLahhYif 35

117 SystemsLpharmacologyLofLmifepristoneLTπUdhfULrevealsLitsLdgLhubLtargetsLandLnetworkjL
comprehensiveLanalysisLandLpharmacologicalLfocusLonLvq YSrcYβaxillinLcomplexZL2015XLeXLghc] 19

116 NewLinsightsLintoLtheLgeneticLnetworksLaffectingLseedLfattyLacidLconcentrationsLinLrrassicaLnapusZL
2015XLaeXLia 33

115 ynvestigationLofLmicroπNqLexpressionLprofilesLassociatedLwithLhumanLalcoholicLcardiomyopathyZL
2015XLac]XLbbcYcc 19

114 βroteomeLofLtoleranceLfineYtuningLinLtheLhumanLpathogenLblackLyeastLuxophialaLdermatitidisZL2015XL
abhXLciYeg 16

113 traftLwenomeLSequenceLofLβseudomonasLabietaniphilaL vg]aLTNrπsaa]ffdUXLaLβolychlorinatedL
riphenylYtegradingLracteriumLysolatedLfromLriphenylYsontaminatedLSoilZL2015XLcXL 4

112 wenomeYwideLanalysisLofLmiπNqsLinLtheLovariesLofLziningLwreyLandLLaiwuLrlackLgoatsLtoLexploreLtheL
regulationLofLfecundityZL2016XLfXLcgihc 18

111 uvolutionaryLalgorithmLforLmetabolicLpathwaysLsynthesisZLBioSystemsXL2016XLaddXLeeYfg 1.9 2

110 tiscoveryLofLtheLmolecularLmechanismsLofLtheLnovelLchalconeYbasedLinhibitorLsaLusingL
transcriptomicLprofilingLandLcoYexpressionLnetworkLanalysisZL2016XLeXLahea 2

109 wenomeYwideLtranscriptomeLanalysisLinLtheLovariesLofLtwoLgoatsLidentifiesLdifferentiallyLexpressedL
genesLrelatedLtoLfecundityZL2016XLehbXLfiYgf 22

108 tatabasesLforLSolanaceaeLandLsucurbitaceaeLπesearchZL2016XLcaYdb 1

(2016-2015)
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107 βlantLβathwayLtatabasesZL2016XLacgdXLgaYhg 11

106 βlantLrioinformaticsZL2016XL 6

105 unzymeLqnnotationLandLüetabolicLπeconstructionLUsingL uwwZL2017XLafaaXLaceYade 59

104 βroteinLvunctionLβredictionZL2017XL 9

103 αldLageLandLtheLassociatedLimpairmentLofLbonesSLadaptationLtoLloadingLareLassociatedLwithL
transcriptomicLchangesLinLcellularLmetabolismXLcellYmatrixLinteractionsLandLtheLcellLcycleZL2017XLeiiXLcfYeb 27

102 πNqYseqLrevealsLmechanismsLofLSlüXaLforLenhancedLcarotenoidsLandLterpenoidsLaccumulationL
alongLwithLstressLresistanceLinLtomatoZL2017XLfbXLdgfYdhe 14

101 üicroalgaeLcultureLenhancementLthroughLkeyLmicrobialLapproachesZL2017XLh]XLa]hiYa]ii 46

100 yntegrativeLqnalysisLofLβroteomicsLtataLtoLαbtainLslinicallyLπelevantLüarkersZL2018XLaghhXLhiYaaa 1

99 LeptinLynducesLüitosisLandLqctivatesLtheLsanonicalLWnt[˛†YsateninLSignalingLβathwayLinLNeurogenicL
πegionsLofLTadpoleLrrainZL2017XLhXLii 11

98 TranscriptomeLanalysisLofLmπNqLandLmicroπNqsLinLintramuscularLfatLtissuesLofLcastratedLandLintactL
maleLshineseLεinchuanLcattleZL2017XLabXLe]aheifa 25

97 βroteomicsLStudiesLonLtheLthreeLLarvalLStagesLofLtevelopmentLandLüetamorphosisLofLrabyloniaL
areolataZL2018XLhXLfbfi 7

96 sompleteLwenomeLSequenceLofLStrainLN wYaXLysolatedLfromLtheLshangbaiLüountainsXLshinaZL2018XL
fXL 5

95 TranscriptomeLSequencingjLπNqYSeqZL2018XLagedXLaeYbg 21

94 yntegratedLanalysisLofLSNβXLsNVLandLgeneLexpressionLdataLinLgeneticLassociationLstudiesZL2018XLicXLeegYeff 9

93 αxidativeLStatusLβathwaysjLSystemicLriomarkersZL2018XL

92 uvaluationLofLtheLTranscriptomeLandLwenomeLtoLynformLtheLStudyLofLüetabolicLsontrolLinLβlantsZL
2018XLaYbc

91 WebNetsoffeejLaLwebYbasedLapplicationLtoLidentifyLfunctionallyLconservedLproteinsLfromLüultipleL
ββyLnetworksZL2018XLaiXLdbb 5

90 TranscriptomicLanalysisLrevealsLcriticalLgenesLforLtheLhairLfollicleLofLynnerLüongoliaLcashmereLgoatL
fromLcatagenLtoLtelogenZL2018XLacXLe]b]dd]d 14

Citation Report

8



89 αvarianLtranscriptomicLanalysisLrevealsLtheLalternativeLsplicingLeventsLassociatedLwithLfecundityLinL
differentLsheepLbreedsZL2018XLaihXLaggYahc 3

88 βrokaryoticLSystemsLriologyZL2018XLfgYacf

87 qssessmentLofLstemLcellLdifferentiationLbasedLonLgenomeYwideLexpressionLprofilesZL2018XLcgcXL 12

86 xomologyLynferenceLrasedLonLaLπeconciliationLqpproachLforLtheLsomparativeLwenomicsLofL
βrotozoaZL2018XLadXLaagficdcahgheach

85 riologicalLandLüedicalLαntologiesjLyntroductionZL2019XLhacYhbb

84 qrsenicLisLmoreLpotentLthanLcadmiumLorLmanganeseLinLdisruptingLtheLyNSYaLbetaLcellLmicroπNqL
landscapeZL2019XLicXLc]iiYca]i 10

83 sompleteLwenomeLSequenceLofLracillusLlicheniformisLTqrgXLaLsompostYteodorizingLStrainLwithL
βotentialLforLβlantLwrowthLβromotionZL2019XLhXL 2

82 xarnessingLxematopoieticLStemLsellLLowLyntracellularLsalciumLymprovesLTheirLüaintenanceL
yn´ VitroZL2019XLbeXLbbeYbd]Zeg 34

81 tynamicLmolecularLchangesLduringLtheLfirstLweekLofLhumanLlifeLfollowLaLrobustLdevelopmentalL
trajectoryZL2019XLa]XLa]ib 79

80 rioinformaticsLandLtrugLtiscoveryZL2019XL 1

79 trugLuffectLβredictionLbyLyntegratingLLa]]]LwenomicLandLβroteomicLrigLtataZL2019XLaiciXLbhgYbig

78 LongYtermLandLhighLdoseLdexamethasoneLinjectionLdecreasesLtheLexpressionLofLymmunoglobulinL
xeavyLTLightULshainLVariableLπegionLwenesLTywxTLUVsULinLtheLmouseLspleenZL2019XLfieXLdbYe] 2

77 somorbidityLβredictionLandLValidationLusingLaLtiseaseLweneLwraphLandLβublicLxealthLtataZL2019XL 1

76 yntegratedLNetworkYrasedLqpproachLforLtheLTreatmentLRLβreventionLofLyrtLwithLNaturalLβroductsZL
2019XL

75 WinruSTY yTjLriochemicalLreactionLsimulatorLthatLcanLdefineLandLcustomizeLalgebraicLequationsL
andLeventsLasLwUyLcomponentsZL2019XLagXLaie]]cf 0

74 βroteomicLandLTranscriptomicLshangesLinLxibernatingLwrizzlyLrearsLπevealLüetabolicLandLSignalingL
βathwaysLthatLβrotectLagainstLüuscleLqtrophyZL2019XLiXLaiigf 10

73 rioinformaticLanalysisLofLtheLmolecularLmechanismLunderlyingLbronchialLpulmonaryLdysplasiaLusingL
aLtextLminingLapproachZL2019XLihXLeahdic 0

72 tevelopmentLofLaLπetinalYrasedLβrobeLforLtheLβrofilingLofLπetinaldehydeLtehydrogenasesLinL
sancerLsellsZL2019XLeXLaifeYaigd 10

(2019-2018)
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71 qS]cYqdjuvantedLxeNaLqvianLynfluenzaLVaccineLüodulatesLuarlyLynnateLymmuneLSignaturesLinL
xumanLβeripheralLrloodLüononuclearLsellsZL2019XLbaiXLaghfYagih 8

70 üetabolicLreconstructionLofLβseudomonasLchlororaphisLqTssLiddfLtoLunderstandLitsLmetabolicL
potentialLasLaLphenazineYaYcarboxamideYproducingLstrainZL2020XLa]dXLa]aaiYa]acb 3

69 üetabolicLdrugLtargetsLofLtheLcytosineLmetabolismLpathwaysLinLtheLdromedaryLcamelLTsamelusL
dromedariusULandLbloodLparasiteLTrypanosomaLevansiZL2020XLebXLcccgYcceh 1

68 ynsightsLonLTqüLvormationLfromLaLrooleanLüodelLofLüacrophageLβolarizationLrasedLonLynLVitroL
StudiesZL2020XLabXL 4

67 ydentificationLofLaLπobustLviveYweneLπiskLüodelLinLβrostateLsancerjLqLπobustLLikelihoodYrasedL
SurvivalLqnalysisZL2020XLb]b]XLa]igf]b 5

66 TheLTpUppwppYmediatedLstringentLresponseLregulatoryLsystemLgloballyLinhibitsLprimaryLmetabolismL
andLactivatesLsecondaryLmetabolismLinLβseudomonasLprotegensLxghZL2020XLa]dXLc]faYc]gi 5

65 üqββSjLqLWebYrasedLToolLforLüetabolicLβathwayLβredictionLandLNetworkLqnalysisLinLtheL
βostgenomicLuraZL2020XLiXLa]fiYa]hb 7

64 TranscriptomeLanalysisLprovidesLinsightsLintoLtheLantiviralLresponseLinLtheLspleenLofLgibelLcarpL
TsarassiusLauratusLgibelioULafterLpolyLyjLsLtreatmentZL2020XLa]bXLacYai 3

63
xighYyieldLstrainLofLfusidicLacidLobtainedLbyLatmosphericLandLroomLtemperatureLplasmaL
mutagenesisLandLtheLtranscriptionalLchangesLinvolvedLinLimprovingLitsLproductionLinLfungusL
vusidiumLcoccineumZL2021XLac]XLd]eYdae

1

62 uxplainingLαvarianLsancerLweneLuxpressionLβrofilesLwithLvuzzyLπulesLandLweneticLqlgorithmsZL2021XL
a]XLcge 2

61 qLcSLtπNqYderivedLfragmentLproducedLbyLtπNqLandLtπNqLisLassociatedLwithLpoorLprognosisLinLrYcellL
chronicLlymphocyticLleukemiaXLindependentlyLofLclassicalLprognosticLfactorsZL2021XLa]fXLhbaYhc] 5

60 ydentificationLofLtecreaseLinLTπisLβroteinsLasLNovelLTargetsLofLqlphaYqmanitinYterivedL
xepatotoxicityLbyLsomparativeLβroteomicLqnalysisLynLVitroZL2021XLacXL 2

59 qLdataYdrivenLapproachLforLtheLdiscoveryLofLbiomarkersLassociatedLwithLthyroidLeyeLdiseaseZL2021XL
baXLaff

58 TranslationalLcontrolLofLgeneLexpressionLbyLeyvbLmodulatesLproteostasisLandLextendsLlifespanZL
2021XLacXLa]ihiYaa]]i 0

57 qviatorjLaLwebLserviceLforLmonitoringLtheLavailabilityLofLwebLservicesZL2021XLdiXLWdfYWea 1

56 πeviewLofLüachineLLearningLüethodsLforLtheLβredictionLandLπeconstructionLofLüetabolicL
βathwaysZL2021XLhXLfcdada 4

55 wenomeYwideLprofilesLofLUVLlesionLsusceptibilityXLrepairXLandLmutagenicLpotentialLinLmelanomaZL
2021XLhbcXLaaageh 1

54 qnLinLvitroLstudyLonLtheLdifferentiatedLmetabolicLmechanismLofLchloroquineYresistantLβlasmodiumL
falciparumLusingLhighYresolutionLmetabolomicsZL2021XLhdXLheiYhgd 1
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53 surrentLanalyticalLtechnologiesLandLbioinformaticLresourcesLforLplantLmetabolomicsLdataZL2021XLaeXLefaYegb 2

52 UsingLrioβqXYβarserLTriβULtoLenrichLlistsLofLgenesLorLproteinsLwithLpathwayLdataZL2021XLbbXLcgf 1
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