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373 Phototropin LOV domains exhibit distinct roles in regulating photoreceptor function. Plant Journal,
2002, 32, 205-219. 2.8 283

374 Rapid identification ofArabidopsisinsertion mutants by non-radioactive detection of T-DNA tagged
genes. Plant Journal, 2002, 32, 243-253. 2.8 82

375 Expression of theArabidopsishistoneH2A-1gene correlates with susceptibility
toAgrobacteriumtransformation. Plant Journal, 2002, 32, 285-298. 2.8 65

376 COI1 links jasmonate signalling and fertility to the SCF ubiquitin-ligase complex inArabidopsis. Plant
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Molecular Biology, 2003, 51, 877-884. 2.0 11

411 The over-expression of an alfalfa RING-H2 gene induces pleiotropic effects on plant growth and
development. Plant Molecular Biology, 2003, 52, 121-133. 2.0 33

412 A comprehensive characterization of single-copy T-DNA insertions in the Arabidopsis thaliana genome.
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Senescence Associated Receptor-like Kinase. International Journal of Molecular Sciences, 2022, 23,
8873.

1.8 0

17129 Characterization of the R2R3-MYB Transcription Factor CsMYB113 Regulates Anthocyanin Biosynthesis
in Tea Plants (Camellia sinensis). Plant Molecular Biology Reporter, 0, , . 1.0 1

17130 Transcriptional activation of auxin biosynthesis drives developmental reprogramming of
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17161 <i>SHOOT MERISTEMLESS</i> participates in the heterophylly of <i>Hygrophila difformis</i>
(Acanthaceae). Plant Physiology, 2022, 190, 1777-1791. 2.3 7

17162 A tonoplastâ€•localized magnesium transporter is crucial for stomatal opening in Arabidopsis under
high Mg<sup>2+</sup> conditions. New Phytologist, 2022, 236, 864-877. 3.5 4
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Plant, Cell and Environment, 2023, 46, 322-338. 2.8 7

17237
Characterizations of a Class-I BASIC PENTACYSTEINE Gene Reveal Conserved Roles in the
Transcriptional Repression of Genes Involved in Seed Development. Current Issues in Molecular
Biology, 2022, 44, 4059-4069.

1.0 4

17238 Plant growth stimulation by high CO2 depends on phosphorus homeostasis in chloroplasts. Current
Biology, 2022, 32, 4493-4500.e4. 1.8 11

17239 Genetic engineering of cotton: current status and perspectives. Plant Biotechnology and Breeding,
2022, 5, 25-37. 0.9 0

17240 ATP-citrate lyase B (ACLB) negatively affects cell death and resistance to Verticillium wilt. BMC Plant
Biology, 2022, 22, . 1.6 5



868

Citation Report

# Article IF Citations
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