CITATION REPORT
List of articles citing

Source: https://exaly.com/paper-pdf/27105652/citation-report.pdf
Version: 2024-04-23

This report has been generated based on the citations recorded by exaly.com for the above article. For
the latest version of this publication list, visit the link given above.

The third column is the impact factor (IF) of the journal, and the fourth column is the number of

citations of the article.




2295

2293

2291

2289

2287

2285

2283

2281

CITATION REPORT

Paper IF Citations

Application of suppression PCR to the megaprimer method for site-directed mutagenesis. 1996, 13, 165-9

Directional random oligonucleotide primed (DROP) global amplification of cDNA: its application to
subtractive cDNA cloning. 1996, 24, 4832-5 4

A high throughput screening for rarely transcribed differentially expressed genes. 1997, 25, 2598-602

The Phloem Sieve Element: A River Runs through It. 1997, 9, 1137-1146 159

Polymerase chain reaction selects a novel disintegrin proteinase from CD40-activated germinal
center dendritic cells. 1997, 186, 655-63

TRANCE is a novel ligand of the tumor necrosis factor receptor family that activates c-Jun
N-terminal kinase in T cells. Journal of Biological Chemistry, 1997, 272, 25190-4 54

Suppression of tumor necrosis factor-induced cell death by inhibitor of apoptosis c-IAP2 is under
NF-kappaB control. Proceedings of the National Academy of Sciences of the United States of America, 11.5
1997, 94, 10057-62

Subtractive cloning: past, present, and future. 1997, 66, 751-83 121

Construction of cDNA libraries from small amounts of total RNA using the suppression PCR effect.
1997, 230, 285-8

Identification of human testis-specific transcripts and analysis of their expression in tumor cells.

1997, 241, 653-7 21

Identification of two novel human putative serine/threonine kinases, VRK1 and VRK2, with
structural similarity to vaccinia virus B1R kinase. 1997, 45, 327-31

Identification and characterization of BRDT: A testis-specific gene related to the bromodomain 3
genes RING3 and Drosophila fsh. 1997, 45, 529-34 4

Gene expression profiling of cells and tissues. 1997, 4, 170-175

Selection of down-regulated sequences along the monocytic differentiation of leukemic HL60 cells.

1997, 414, 146-52 i

Cloning and characterization of a novel human pH-dependent organic cation transporter, OCTN1.
1997, 419, 107-11

Manipulation of transcription factor activity using fluorescein-tagged dumbbell oligonucleotides.
1997, 23, 806-9, 812

Differential screening of a subtracted cDNA library: a method to search for genes preferentially

expressed in multiple tissues. 1997, 23, 1084-6




(1998-1997)

2279 RDA of lymphocyte subsets. 1997, 207, 1-12 11

Current world literature. 1997, 8, 121-144

2277 ldentification and cloning of differentially expressed genes. 1997, 8, 542-6 25

Polymerase chain reaction-based identification of a novel serpin from human dendritic cells. 1997,
27,3130-4

2275 ldentification of candidate genes for drug discovery by differential display. 1997, 41, 142-159 7

General mechanisms of metastasis. 1997, 80, 1529-1537

The molecular basis of C4 photosynthesis in sorghum: isolation, characterization and RFLP mapping
2273 of mesophyll- and bundle-sheath-specific cDNAs obtained by differential screening. Plant Molecular 46 40
Biology, 1998, 37, 319-35

The construction of cDNA libraries from human single preimplantation embryos and their use in the
study of gene expression during development. 1998, 15, 344-8

Use of suppression subtractive hybridization strategy for discovery of increased tissue inhibitor of

matrix metalloproteinase-1 gene expression in brain ischemic tolerance. 1998, 18, 1173-7 26

2271

Expressed sequence tags for genes: a review. 1998, 30, 521

2269 Adaptor ligation-based polymerase chain reaction-mediated walking. 1998, 260, 149-53 24

The belgian society for cell biology41st ordinary meeting: calcium signalling. 1998, 22, 363-91

2267 The expression of genes in human preimplantation embryos. 1998, 18, 1366-73 9

Jak-STAT pathway is involved in the induction of TNF-beta gene during stimulation by IL-2. 1998,
28,805-10

Application of the differential hybridization of Atlas Human expression arrays technique in the
2265 identification of differentially expressed genes in human glioblastoma multiforme tumor tissue. 35
1998, 67, 234-41

High throughput analysis of differential gene expression. 1998, 72 Suppl 30-31, 286-296

2263 Generation of a radial-like glial cell line. 1998, 37, 291-304 18

Differential display of mRNA. 1998, 10, 155-65




CITATION REPORT

Application of differential cDNA screening techniques to the identification of unique gene

2261 expression in tumours and lymphocytes. 1998, 10, 125-30 3

Isolation of genes involved in intestinal remodeling during anuran metamorphosis. 1998, 6, 302-13

Improved differential screening approach to analyse transcriptional variations in organized cDNA
2259 libraries. 1998, 208, 103-15 9

Characterization of canine photoreceptor phosducin cDNA and identification of a sequence variant
in dogs with photoreceptor dysplasia. 1998, 215, 231-9

Expressed genes in interleukin-4 treated B cells identified by cDNA representational difference 3
2257 analysis. 1998, 35, 487-502 3

Overexpression of ribosomal proteins L4 and L5 and the putative alternative elongation factor
PTI-1 in the doxorubicin resistant human colon cancer cell line LoVoDxR. 1998, 34, 731-6

2255 Molecular identification of novel viruses. 1998, 6, 160-5 13

A novel lipopolysaccharide inducible C-C chemokine receptor related gene in murine macrophages.
1998, 425, 490-4

Xpat, a gene expressed specifically in germ plasm and primordial germ cells of Xenopus laevis. 1998
2253 73,159-68 104

hAG-2, the human homologue of the Xenopus laevis cement gland gene XAG-2, is coexpressed with
estrogen receptor in breast cancer cell lines. 1998, 251, 111-6

Inductive interactions regulating body patterning in planarian, revealed by analysis of expression of

2251 novel gene scarf. 1998, 194, 172-81

20

Identification and chromosomal localization of CTNNAL1, a novel protein homologous to
alpha-catenin. 1998, 54, 149-54

2249 Genetic variation as a guide to drug development. 1998, 281, 1820-1 90

Identification of upregulated genes in the thymus of spontaneously hypertensive rats by cDNA
representational difference analysis. 1998, 7, 316-23

Detection of differentially expressed genes in primary tumor tissues using representational L
2247 differences analysis coupled to microarray hybridization. 1998, 26, 3059-65 >4

Differential screening and suppression subtractive hybridization identified genes differentially
expressed in an estrogen receptor-positive breast carcinoma cell line. 1998, 26, 1116-23

9y Identification of fragments of human transcripts froma defined chromosomal region:
45 representational difference analysis of somatic cell hybrids. 1998, 26, 4476-81 7

Identification of differentially expressed genes in aflatoxin B1-treated cultured primary rat

hepatocytes and Fischer 344 rats. 1998, 19, 1451-8




(1999-1998)

as A strategy for genome-wide gene analysis: integrated procedure for gene identification. 1 5
43 Proceedings of the National Academy of Sciences of the United States of America, 1998, 95, 11909-14 D 29

Induction of Rb-associated protein (RbAp46) by Wilms' tumor suppressor WT1 mediates growth
inhibition. Journal of Biological Chemistry, 1998, 273, 27047-50

PCR-based subtractive hybridization and differences in gene content among strains of Helicobacter

2241 pylori. Proceedings of the National Academy of Sciences of the United States of America, 1998, 95, 131 08-13">

201

Activated murine B lymphocytes and dendritic cells produce a novel CC chemokine which acts
selectively on activated T cells. 1998, 188, 451-63

WISP genes are members of the connective tissue growth factor family that are up-regulated in
2239 wnt-1-transformed cells and aberrantly expressed in human colon tumors. Proceedings of the 11.5 442
National Academy of Sciences of the United States of America, 1998, 95, 14717-22

3’-end cDNA pool suitable for differential display from a small number of cells. 1998, 24, 842-50, 852

2237 Evolution of gene expression patterns in a model of branching morphogenesis. 1999, 277, F650-63 18

Multiplex relative RT-PCR method for verification of differential gene expression. 1999, 27, 1044-6,
1048-50, 1052

Discovery and characterization of endometrial epithelial messenger ribonucleic acids using the 3
2235 ovine uterine gland knockout model. 1999, 140, 4070-80 9

Forward genetics in mammalian cells: functional approaches to gene discovery. 1999, 8, 1925-38

Suppression subtractive hybridization identifies high glucose levels as a stimulus for expression of
2233 connective tissue growth factor and other genes in human mesangial cells. Journal of Biological 54 298
Chemistry, 1999, 274, 5830-4

A computer-driven approach to PCR-based differential screening, alternative to differential display.
1999, 15, 93-105

Differential subtraction chain, a method for identifying differences in genomic DNA and mRNA.

1999, 27, 24 21

Combining SSH and cDNA microarrays for rapid identification of differentially expressed genes.
1999, 27, 1517-23

EVEC, a novel epidermal growth factor-like repeat-containing protein upregulated in embryonic

2229 and diseased adult vasculature. 1999, 84, 1166-76

104

STEAP: a prostate-specific cell-surface antigen highly expressed in human prostate tumors.

Proceedings of the National Academy of Sciences of the United States of America, 1999, 96, 14523-8 115

Cloning of a unique lipase from endothelial cells extends the lipase gene family. Journal of

2227 Biological Chemistry, 1999, 274, 14170-5 54 246

Structural and transcriptional comparative analysis of the S locus regions in two self-incompatible

Brassica napus lines. 1999, 11, 2217-31




CITATION REPORT

sgk is an aldosterone-induced kinase in the renal collecting duct. Effects on epithelial na+ channels.

2225 Journal of Biological Chemistry, 1999, 274, 16973-8 54 350

Profound misregulation of muscle-specific gene expression in facioscapulohumeral muscular
dystrophy. Proceedings of the National Academy of Sciences of the United States of America, 1999,
96, 12650-4

2223 IKK-i, a novel lipopolysaccharide-inducible kinase that is related to IkappaB kinases. 1999, 11, 1357-62 311

Exploitation of the antibody repertoire of cancer patients for the identification of human tumor
antigens. 1999, 18, 23-8

2221 Application of functional genomics to study of inflammatory airways disease. 1999, 54, 79-81 5

Molecular cloning and characterization of prostase, an androgen-regulated serine protease with
prostate-restricted expression. Proceedings of the National Academy of Sciences of the United States
of America, 1999, 96, 3114-9

Identification of a cytosolic NADP+-dependent isocitrate dehydrogenase that is preferentially
2219 expressed in bovine corneal epithelium. A corneal epithelial crystallin. Journal of Biological 54 51
Chemistry, 1999, 274, 17334-41

Epithelial sodium channel regulated by aldosterone-induced protein sgk. Proceedings of the
National Academy of Sciences of the United States of America, 1999, 96, 2514-9

2217 Cloning and Expression of Terpene Synthase Genes. 1999, 201-215 5

The Ets factors PU.1 and Spi-B regulate the transcription in vivo of P2Y10, a lymphoid restricted
heptahelical receptor. Journal of Biological Chemistry, 1999, 274, 34245-52

A novel and highly divergent homolog of human eosinophil granule major basic protein. Journal of

2215 Biological Chemistry, 1999, 274, 14464-73 >4 57

Expression of amylase and glucose oxidase in the hypopharyngeal gland with an age-dependent
role change of the worker honeybee (Apis mellifera L.). 1999, 265, 127-33

Mutations in a human homologue of Drosophila crumbs cause retinitis pigmentosa (RP12). 1999,
23,217-21 375

Isolation of stem cell-specific cDNAs from hematopoietic stem cell populations. 1999, 872, 243-54;
discussion 254-5

2211 Suppression of ING1 expression in sporadic breast cancer. 1999, 18, 5187-93 117

Gene expression profiling of fibroblasts resistant toward oncogene-mediated transformation
reveals preferential transcription of negative growth regulators. 1999, 18, 5448-54

2209 Memory formation and the regulation of gene expression. 1999, 55, 575-92 76

Construction and sequence analysis of subtraction complementary DNA libraries from human

preimplantation embryos. 1999, 16, 212-5




(1999-1999)

2207 ldentification of changes in gene expression associated with minimal residual disease. 1999, 18, 3-13 3

Detection and relevance of minimal disease in lymphomas. 1999, 18, 127-42

Fertilization and wounding of the style induce the expression of a highly conserved plant gene
2205 homologous to a Plasmodium falciparum surface antigen in the wild potato Solanum chacoense 46 2
Bitt. Plant Molecular Biology, 1999, 41, 115-24

Pollination, wounding and jasmonate treatments induce the expression of a developmentally
regulated pistil dioxygenase at a distance, in the ovary, in the wild potato Solanum chacoense Bitt. 4.6
Plant Molecular Biology, 1999, 41, 371-86

Identification and initial characterization of calcyclin and phospholipase A2 in equine conceptuses.

2203 1999, 53, 179-87

Molecular cloning of carp (Cyprinus carpio) CC chemokine, CXC chemokine receptors, allograft
inflammatory factor-1, and natural killer cell enhancing factor by use of suppression subtractive
hybridization. 1999, 49, 909-14

Upregulation of heme oxygenase gene expression in rat lung epithelial cells following exposure to

2201 cadmium. 1999, 73, 410-2

Molecular cloning of rice cDNAs related to pollen development using the subtraction hybridization
technique. 1999, 44, 1898-1903

L Identification of renal-cell-carcinoma-related cDNA clones by suppression subtractive hybridization. L
2199 1999, 125, 487-92 5

Identification and localization of differences between Escherichia coli and Salmonella typhimurium
genomes by suppressive subtractive hybridization. 1999, 262, 721-9

1 Virulence in Trypanosoma cruzi infection correlates with the expression of a distinct family of
97 sialidase superfamily genes. 1999, 98, 105-16 39

Molecular cloning and characterization of a new fasting-inducible short-chain
dehydrogenase/reductase from rat liver(1). 1999, 1435, 184-90

2195 Comparative gene-expression analysis. 1999, 17, 73-8 66

PCR based targeted genomic and cDNA differential display. 1999, 15, 51-63

From the molecular biology of prolactin and its receptor to the lessons learned from knockout mice

2193 models. 1999, 15, 189-201 62

Functional genomics in cancer research: identification of target genes of the Epstein-Barr virus
nuclear antigen 2 by subtractive cDNA cloning and high-throughput differential screening using
high-density agarose gels. 1999, 20, 261-8

2191 Urological malignancies and the proteomic-genomic interface. 1999, 20, 3629-37 20

Differential gene expression in colon carcinoma cells and tissues detected with a cDNA array. 1999,

82, 868-74




CITATION REPORT

TCL1 oncogene expression in AIDS-related lymphomas and lymphoid tissues. Proceedings of the

2189 National Academy of Sciences of the United States of America, 1999, 96, 9809-14 15 73

Differential gene expression between developing queens and workers in the honey bee, Apis .
mellifera. Proceedings of the National Academy of Sciences of the United States of America, 1999, 96, 5575-89

Identification of differentially expressed genes in dorsal root ganglia following partial sciatic nerve

2187 iniury. 2000, 95, 1111-20

Identification and characterization of mRNAs differentially expressed in thyroid cells stimulated by
a mitogenic treatment. 1999, 81, 309-14

Molecular cloning and expression of the rat monocyte chemotactic protein-3 gene: a possible role

2185 1 ctroke. 1999, 71, 304-12 32

Discovery of a putative heme-binding protein family (SOUL/HBP) by two-tissue suppression
subtractive hybridization and database searches. 1999, 74, 175-81

2183 Cancer therapy: new concepts on active immunization. 1999, 201, 1-21 5

Mespo: a novel basic helix-loop-helix gene expressed in the presomitic mesoderm and posterior
tailbud of Xenopus embryos. 1999, 82, 191-4

Direct regulation of the Xenopus engrailed-2 promoter by the Wnt signaling pathway, and a
2181 molecular screen for Wnt-responsive genes, confirm a role for Wnt signaling during neural 109
patterning in Xenopus. 1999, 87, 21-32

Identification of oxidative stress-regulated genes in rat aortic smooth muscle cells by suppression
subtractive hybridization. 1999, 461, 47-51

A profile of differentially expressed genes in primary colorectal cancer using suppression

2179 subtractive hybridization. 1999, 463, 77-82 127

Human prostate-specific transglutaminase gene: promoter cloning, tissue-specific expression, and
down-regulation in metastatic prostate cancer. 1999, 54, 1105-11

; Heterogeneity of endothelial cells: the specialized phenotype of human high endothelial venules .
2177 characterized by suppression subtractive hybridization. 1999, 155, 2043-55 9

Tumoral environment triggers transcript anomalies in established tumors: induction of altered
gene expression and of aberrant, truncated and B2 repeat-containing gene transcripts. 1999, 1, 557-67

2175 Messenger RNAs for kinesins and dynein are located in neural processes. 1999, 197, 259-60 4

Migration Forces in Dictyostelium Measured by Centrifuge DIC Microscopy. 1999, 197, 260-262

1 Differentially expressed genes in hormone refractory prostate cancer: association with
73 chromosomal regions involved with genetic aberrations. 1999, 154, 1335-43 33

Amplification and overexpression of p40 subunit of eukaryotic translation initiation factor 3 in

breast and prostate cancer. 1999, 154, 1777-83




(2000-1999)

11 The Bax inhibitor-1 gene is differentially regulated in adult testis and developing lung by two
2171 alternative TATA-less promoters. 1999, 57, 201-8 33
Isolation and mapping of novel candidate genes for retinal disorders using suppression subtractive
hybridization. 1999, 58, 240-9

2169 Gene expression in proliferating human erythroid cells. 1999, 59, 168-77 65

Induction of mouse Ca(2+)-sensitive chloride channel 2 gene during involution of mammary gland.
1999, 264, 933-7

Differential regulation of immediate early gene expression in preadipocyte cells through multiple

2167 signaling pathways. 1999, 265, 664-8 72

Isolation of novel cDNAs by subtractions between the anterior mesendoderm of single mouse
gastrula stage embryos. 1999, 209, 369-80

2165 Arole for xGCNF in midbrain-hindbrain patterning in Xenopus laevis. 1999, 213, 170-9 11

A novel class of ectomycorrhiza-regulated cell wall polypeptides in Pisolithus tinctorius. 1999, 12, 862-71

Isolation of Potato Genes That Are Induced During an Early Stage of the Hypersensitive Response

2163 to Phytophthora infestans. 1999, 12, 356-361 74

Genes Upregulated in Human Fetal Membranes by Infection or Labor. 1999, 94, 441-449

2161 The c-fos proto-oncogene is a target for transactivation by the p53 tumor suppressor. 1999, 19, 2594-600 49

Alternative activation of macrophage by IL-10. 1999, 67, 245-8

2159 Polymerase Chain Reaction and Other Methods for In Vitro DNA Amplification. 98-130

Molecular analysis of genetic differences between virulent and avirulent strains of Aeromonas
hydrophila isolated from diseased fish. 2000, 146 ( Pt 4), 999-1009

2157 Isolation of translationally controlled mRNAs by differential screening. 2000, 14, 1641-1652 85

A potato gene encoding a WRKY:-like transcription factor is induced in interactions with Erwinia
carotovora subsp. atroseptica and Phytophthora infestans and is coregulated with class |
endochitinase expression. 2000, 13, 1092-101

2155 Human fetal membranes: their preterm premature rupture. 2000, 63, 1575-9 23

Molecular approaches to the study of gene expression during human preimplantation

development. 2000, 3, 48-51




CITATION REPORT

2153 Gene expression profiling of advanced lung cancer. 2000, 86, 512-7 29

High throughput analysis of gene expression in the human brain. 2000, 59, 1-10

Up-regulation of genes involved in cellular stress and apoptosis in a rat model of hippocampal

2151 degeneration. 2000, 59, 209-17

20

High throughput gene expression screening: its emerging role in drug discovery. 2000, 20, 197-202

Transcription of the inositol polyphosphate 1-phosphatase gene (INPP1) is upregulated in human

2149 colorectal cancer. 2000, 27, 322-9 11

Regulation of macrophage-specific gene expression by degenerated lipoproteins. 2000, 21, 338-46

1 Identification of differentially expressed genes in human melanoma cells with acquired resistance .
47 to various antineoplastic drugs. 2000, 88, 535-46 5

Cloning genes whose levels of expression are altered by metals: implications for human health
research. 2000, 38, 335-9

Identification of the increased expression of monocyte chemoattractant protein-1, cathepsin S,
2145 UPIX-1, and other genes in dystrophin-deficient mouse muscles by suppression subtractive 24
hybridization. 2000, 79, 164-72

Expression of replication factor C 40-kDa subunit is down-regulated during neonatal development
in rat ventricular myocardium. 2000, 78, 533-40

1 Competitive hybridization: theory and application in isolation and quantification of differentially
43 regulated genes. 2000, 282, 129-35 7

Formation of chimeric cDNAs during suppression subtractive hybridization and subsequent
polymerase chain reaction. 2000, 282, 259-62

2141 Invivo gene transfer by low-volume jet injection. 2000, 282, 262-5 36

Optimization of cDNA representational difference analysis for the identification of differentially
expressed mRNAs. 2000, 283, 89-98

L Microarray hybridization with fractionated cDNA: enhanced identification of differentially L
2139 expressed genes. 2000, 287, 32-7 5

A subtractive gene expression screen suggests a role for vanin-1 in testis development in mice.
2000, 27, 124-135

Retrotransposable L1 elements expressed in rheumatoid arthritis synovial tissue: association with

2137 genomic DNA hypomethylation and influence on gene expression. 2000, 43, 2634-47 170

Methylation-sensitive amplicon subtraction: a novel method to isolate differentially methylated

DNA sequences in complex genomes. 2000, 1, 154-160

10



(2000-2000)

Isolation and identification of psoralen plus ultraviolet A (PUVA)-induced genes in human dermal

2135 fibroblasts by polymerase chain reaction-based subtractive hybridization. 2000, 115, 909-13 1

Role of SGK in mineralocorticoid-regulated sodium transport. 2000, 57, 1283-9

L The sgk, an aldosterone-induced gene in mineralocorticoid target cells, regulates the epithelial
2133 sodium channel. 2000, 57, 1290-4 /2

TRANSPORT MAKES THE DIFFERENCE. 2000, 36, 625-627

121 Expression analysis of genes induced in barley after chemical activation reveals distinct disease
31 resistance pathways. 2000, 1, 277-86 75

Molecular markers for ozone stress isolated by suppression subtractive hybridization: specificity of

gene expression and identification of a novel stress-regulated gene. 2000, 23, 689-700

2129 Differential gene expression by endothelial cells in distinct angiogenic states. 2000, 267, 2820-30 100

Cloning and characterization of the rainbow trout (Oncorhynchus mykiss) type Il interleukin-1
receptor cDNA. 2000, 267, 7031-7

Bone morphogenetic proteins and retinoic acid induce human endogenous retrovirus HERV-K

2127 expression in NT2D1 human embryonal carcinoma cells. 2000, 42, 407-11 4

The use of expression profiling to study pigment cell biology and dysfunction. 2000, 13, 141-6

Use of suppression-PCR subtractive hybridisation to identify genes that demonstrate altered
2125 expression in male rat and guinea pig livers following exposure to Wy-14,643, a peroxisome 5
proliferator and non-genotoxic hepatocarcinogen. 2000, 144, 13-29

A genome-wide survey of RAS transformation targets. 2000, 24, 144-52

Krp1, a novel kelch related protein that is involved in pseudopod elongation in transformed cells. 6
2000, 19, 1266-76 4

Isolation and characterization of sixteen novel p53 response genes. 2000, 19, 3978-87

Regulation of a multigenic invasion programme by the transcription factor, AP-1: re-expression of a

down-regulated gene, TSC-36, inhibits invasion. 2000, 19, 5348-58 61

2121

Prestin is the motor protein of cochlear outer hair cells. 2000, 405, 149-55

2119 A model of retinal cell differentiation in the chick embryo. 2000, 19, 529-57 58

High-throughput gene expression analysis for drug discovery. 2000, 5, 59-66

11



CITATION REPORT

2117 Subtractive hybridization of mMRNA from early passage and senescent endothelial cells. 2000, 35, 187-97 8o

Differential expression of multiple unexpected genes during U937 cell and macrophage
differentiation detected by suppressive subtractive hybridization. 2000, 28, 65-76

Upregulation of 9 genes, including that for thioredoxin, during epithelial differentiation of

2115 mesothelioma cells. 2000, 66, 181-188 32

Schistosomiasis vaccines: what parasitology can do for immunology. 2000, 16, 356;author reply 357-8

Identification of differentially regulated genes of Plasmodium by suppression subtractive

2113 hybridization. 2000, 16, 354-6 24

Interleukin-4-dependent induction of preproenkephalin in antigen-specific T helper-type 2 (Th2)
cells. 2000, 105, 103-8

Retrieving parasite specific liver stage gene products in Plasmodium yoelii infected livers using

21T differential display. 2000, 111, 143-51 9

Identification of candidate growth-regulating genes that are overexpressed in late gestation fetal
liver in the rat. 2000, 1494, 242-7

Genomic and genetic research on bursate nematodes: significance, implications and prospects.

2000, 30, 509-34 101

2109

Fetal membrane distention: I. Differentially expressed genes regulated by acute distention in
amniotic epithelial (WISH) cells. 2000, 182, 50-9

Fetal membrane distention: Il. Differentially expressed genes regulated by acute distention in vitro.

2197 2000, 182, 60-7 >

Preservation of gene expression ratios among multiple complex cDNAs after PCR amplification:
application to differential gene expression studies. 2000, 1, 1-7

o Specifically regulated genes in malignant melanoma tissues identified by subtractive hybridization. °
21052000, 82, 1149-57 2

Identification of genes differentially expressed in association with acquired cisplatin resistance.
2000, 83, 1047-54

2103 Pp56(dok-2) as a cytokine-inducible inhibitor of cell proliferation and signal transduction. 2000, 19, 5114-22 65

Selenium regulates expression in rat liver of genes for proteins involved in iron metabolism. 2000,
74,55-70

Subtractive hybridization used to identify mRNA associated with the maturation of bovine oocytes.

2000, 57, 167-75 6o

2101

Differentially expressed mRNAs in androgen-independent but not androgen-dependent Shionogi

carcinoma. 2000, 28, 82-5

12



(2000-2000)

Novel strategies to clone identical and distinct DNA sequences for several complex genomes. 2000,
2099 34,521-534 3

Identifying and mapping cDNA fragments related to rice photoperiod sensitive genic male sterility.
2000, 45, 536-540

2097 A novel human DNA sequence with tumor metastasis suppressive activity. 2000, 12, 91-95

Overexpression of murine fizzy-related (fzr) increases natural killer cellthediated cell death and
suppresses tumor growth. 2000, 96, 259-263

Hematopoietic-specific fl tubulin participates in a pathway of platelet biogenesis dependent on
2095 the transcription factor NF-E2. 2000, 96, 1366-1373 144

Pathologic gene expression in Gaucher disease: up-regulation of cysteine proteinases including
osteoclastic cathepsin K. 2000, 96, 1969-1978

Zac1 (Lot1), a potential tumor suppressor gene, and the gene for epsilon-sarcoglycan are
2093 maternally imprinted genes: identification by a subtractive screen of novel uniparental fibroblast 164
lines. 2000, 20, 3308-15

Identification of a novel kidney-specific gene downregulated in acute ischemic renal failure. 2000,
279, F426-39

Characterization of decorin mRNA in pregnant intrauterine tissues of the ewe and regulation by

steroids. 2000, 278, C199-206 18

2091

Syncollin is differentially expressed in rat proximal small intestine and regulated by feeding
behavior. 2000, 278, G308-20

Plasma membrane calcium pump isoform 1 gene expression is repressed by corticosterone and

2089 stress in rat hippocampus. 2000, 20, 3129-38 49

Identification and characterization of all-trans-retinol dehydrogenase from photoreceptor outer
segments, the visual cycle enzyme that reduces all-trans-retinal to all-trans-retinol. Journal of
Biological Chemistry, 2000, 275, 11034-43

2087 Expression of calcium-binding protein S1T00A2 in breast lesions. 2000, 83, 1473-9 107

The impact of genomics-based technologies on drug safety evaluation. 2000, 40, 335-52

2085 An efficient procedure for cloning hormone-responsive genes from a specific tissue. 2000, 19, 499-506 12

Endogenous targets of transcriptional gene silencing in Arabidopsis. 2000, 12, 1165-78

2083 Expression of interleukin-15 in human endometrium and decidua. 2000, 6, 75-80 79

Endogenous Targets of Transcriptional Gene Silencing in Arabidopsis. 2000, 12, 1165

L



2081

2079

2077

2075

2073

2071

2069

2067

2065

CITATION REPORT

Differential screens with subtracted PCR-generated cDNA libraries from subregions of single L
mouse embryos. Methods in Molecular Biology, 2000, 136, 333-44 47

Immunologic approaches to antigen discovery for cancer vaccines. 2000, 9, 481-90

Arterial remodeling in atherosclerosis, restenosis and after alteration of blood flow: potential L
mechanisms and clinical implications. 2000, 45, 843-52 32
Suppression subtractive hybridisation: application in the discovery of novel pharmacological

targets. 2000, 1, 101-8

Ovary-selective genes I: the generation and characterization of an ovary-selective complementary
deoxyribonucleic acid library. 2000, 141, 2725-34

Transcriptional activation of thymidylate synthase by 17beta-estradiol in MCF-7 human breast
cancer cells. 2000, 141, 2439-49

Genome changes and gene expression in human solid tumors. 2000, 21, 443-52 157

cDNA-AFLP display for the isolation of Peronospora parasitica genes expressed during infection in
Arabidopsis thaliana. 2000, 13, 895-8

Progesterone enhances interleukin-15 production in human endometrial stromal cells in vitro. 2000
, 85, 4765-70 )

Tax-dependent stimulation of G1 phase-specific cyclin-dependent kinases and increased expression
of signal transduction genes characterize HTLV type 1-transformed T cells. 2000, 16, 1683-8

Normalization and subtraction of cap-trapper-selected cDNAs to prepare full-length cDNA libraries

for rapid discovery of new genes. 2000, 10, 1617-30 221

Identification of a series of transforming growth factor beta-responsive genes by
retrovirus-mediated gene trap screening. 2000, 20, 3266-73

Molecular epidemiologic approaches to urinary tract infection gene discovery in uropathogenic 3
Escherichia coli. 2000, 68, 2009-15 3

The murine chemokine CXCL11 (IFN-inducible T cell alpha chemoattractant) is an IFN-gamma- and
lipopolysaccharide-inducible glucocorticoid-attenuated response gene expressed in lung and other
tissues during endotoxemia. 2000, 164, 6322-31

Differential gene expression detected by suppression subtractive hybridization in the ethylene

glycol monomethyl ether-induced testicular lesion. 2000, 56, 165-74 18

Genes, matrix, and restenosis. 2000, 20, 2173-4

RaSH, a rapid subtraction hybridization approach for identifying and cloning differentially
expressed genes. Proceedings of the National Academy of Sciences of the United States of America, 11.5 84
2000, 97, 12684-9

Hematopoietic progenitor cells grow on 3T3 fibroblast monolayers that overexpress growth

arrest-specific gene-6 (GAS6). Proceedings of the National Academy of Sciences of the United States
of America, 2000, 97, 12260-5

14



(2000-2000)

Molecular characterization of human acetyl-CoA synthetase, an enzyme regulated by sterol

2063 regulatory element-binding proteins. Journal of Biological Chemistry, 2000, 275, 26458-66 54

185

Editor’s preface. 2000, 63, 1575

2061 Identification of upregulated genes in scrapie-infected brain tissue. 2000, 74, 10245-8 81

Elevated levels of RanBP7 mRNA in colorectal carcinoma are associated with increased
proliferation and are similar to the transcription pattern of the proto-oncogene c-myc. 2000, 271, 537-43

2059 lIsolation of novel mouse genes differentially expressed in brain using cDNA microarray. 2000, 275, 532-7 60

A novel gene (retinovin) expressed selectively in the early stage of chick retinal development. 2000,
276, 12-5

Suppression subtractive hybridization identifies genes expressed in oviduct during mouse

2057 preimplantation period. 2000, 277, 680-5 18

Subtraction cloning and initial characterization of novel epo-immediate response genes. 2000, 12, 845-57

2055 CLED: a calcium-linked protein associated with early epithelial differentiation. 2000, 259, 96-106 29

Molecular cloning and analysis of a group of genes differentially expressed in cells which
overexpress the Hoxa-1 homeobox gene. 2000, 259, 274-83

2053 Up-regulation of crystallin mRNAs in form-deprived chick eyes. 2000, 70, 153-8 13

Molecular cloning and expression analysis of the putative carp (Cyprinus carpio) pre-B cell
enhancing factor. 2000, 10, 383-5

Identification of differentially expressed genes in epithelial stem/progenitor cells of fetal rat liver.

2051 2000, 68, 197-209 14

Cloning of TC-1 (C8orf4), a novel gene found to be overexpressed in thyroid cancer. 2000, 69, 342-7

Suppression subtractive hybridization to identify gene expressions in variant and classic small cell
2049 lung cancer cell lines. 2000, 93, 108-19 34

Differential gene expression in synovium of rheumatoid arthritis and osteoarthritis. 2000, 3, 165-72

2047 ldentification of tumor angiogenesis-related genes by subtractive hybridization. 2000, 59, 394-7 18

Differential screening of mutated SOD1 transgenic mice reveals early up-regulation of a fast axonal

transport component in spinal cord motor neurons. 2000, 7, 274-85

1y



CITATION REPORT

o Molecular cloning, characterization and expression of a novel retinal clusterin-like protein cDNA. L
2045 2000, 243, 151-60 3

Identification of putrescine-responsive mRNAs in Chinese hamster ovary cells using
representational difference analysis. 2000, 1524, 131-42

Expression of the protein tyrosine phosphatase, phosphatase of regenerating liver 1, in the outer
2043 segments of primate cone photoreceptors. 2000, 77, 95-103

A potato gene, erg-1, is rapidly induced by Erwinia carotovora ssp. atroseptica, Phytophthora
infestans, ethylene and salicylic acid. 2000, 157, 201-205

Induction of rat L-phosphoserine phosphatase by amyloid-beta (1-42) is inhibited by interleukin-11.
2041 2000, 288, 37-40 79
beta 3: an additional auxiliary subunit of the voltage-sensitive sodium channel that modulates
channel gating with distinct kinetics. Proceedings of the National Academy of Sciences of the United
States of America, 2000, 97, 2308-13

o Large-scale analysis of differential gene expression in the hindlimb muscles and diaphragm of mdx 6
2939 mouse. 2000, 1500, 17-30 4

Long-distance DD-PCR and cDNA microarrays. 2000, 3, 316-21

2037 Expression of CD27 on murine hematopoietic stem and progenitor cells. 2000, 12, 193-9 89

A substractive PCR-based cDNA library from human odontoblast cells: identification of novel genes
expressed in tooth forming cells. 2000, 19, 421-30

Transcriptional regulation of cell invasion: AP-1 regulation of a multigenic invasion programme.
2935 2000, 36, 1640-8 109

Identification of syntenin and other TNF-inducible genes in human umbilical arterial endothelial
cells by suppression subtractive hybridization. 2000, 467, 299-304

Coho salmon (Oncorhynchus kisutch) transgenic for a growth hormone gene construct exhibit
2033 increased rates of muscle hyperplasia and detectable levels of differential gene expression. 2000, 70
57,939-950

Distinct roles of CONSTANS target genes in reproductive development of Arabidopsis. 2000, 288, 1613-6

2031 Developmental Biology Protocols: Volume Il. 2000, 1

Analysis of prolactin-modulated gene expression profiles during the Nb2 cell cycle using
differential screening techniques. 2000, 1, RESEARCH0008

2029 Molecular Biology of Woody Plants. 2000, 2

Puces DADN et autres systihes d’analyse giomique. 2000, 2000, E1-E14

16



(2001-2000)

Mirror orientation selection (MOS): a method for eliminating false positive clones from libraries

2027 generated by suppression subtractive hybridization. 2000, 28, E90 99

Gamma-radiation-induced growth arrest and apoptosis in p53-null lymphoma cells is accompanied
by modest transcriptional changes in many genes. 2000, 19, 29-37

2025 Molecular Aspects of Bud Dormancy in Trees. 2000, 89-134 37

Overexpression of interferon Hnducible protein 10 in the liver of patients with type i autoimmune
hepatitis identified by suppression subtractive hybridization. 2001, 96, 2211-2217

Analysis of alterations in gene expression after amplification of recombinant genes in CHO cells.

2023 2001, 87, 59-65

Alpha B-crystallin expression in human and rat hepatic stellate cells. 2001, 35, 200-7

Expression profiling of cardiac genes in human hypertrophic cardiomyopathy: insight into the

pathogenesis of phenotypes. 2001, 38, 1175-80 s

2021

New (and used) approaches to the study of fungal pathogenicity. 2001, 39, 337-65

Molecular aspects of sexual development and reproduction in nematodes and schistosomes. 2001,

2019 50, 153-98

36

Specific immunotherapy of cancer in elderly patients. 2001, 18, 639-64

Identification of putative downstream genes of Oct-4 by suppression-subtractive hybridization.

2017 2001, 282, 701-6 47

Genetic imbalances in preleukemic thymuses. 2001, 283, 12-8

Identification of immunostimulatory DNA-induced genes by suppression subtractive hybridization.

2015 2001, 286, 688-91

Human endomucin is an endothelial marker. 2001, 288, 129-36

Identification of a new synaptic vesicle protein 2B mRNA transcript which is up-regulated in

2013 neurons by amyloid beta peptide fragment (1-42). 2001, 289, 924-8 14

FLRF, a novel evolutionarily conserved RING finger gene, is differentially expressed in mouse fetal
and adult hematopoietic stem cells and progenitors. 2001, 27, 320-33

Cloning and characterization of Hepp, a novel gene expressed preferentially in hematopoietic

progenitors and mature blood cells. 2001, 27, 667-76 18

2011

Differentially expressed genes in L6 rat skeletal muscle myoblasts after incubation with

inflammatory cytokines. 2001, 13, 342-8

L7



2009

2007

2005

2003

2001

420

1997

505

1993

CITATION REPORT

Identification of novel molecular components of the photoreceptor connecting cilium by
immunoscreens. 2001, 73, 837-49 17

Genomic analysis of differentially expressed genes in liver and biliary epithelial cells of patients
with primary biliary cirrhosis. 2001, 17, 89-98

Screening from a subtracted embryonic chick hindbrain cDNA library: identification of genes
expressed during hindbrain, midbrain and cranial neural crest development. 2001, 102, 119-33 24

Spinal cord genes enriched in rat dorsal horn and induced by noxious stimulation identified by
subtraction cloning and differential hybridization. 2001, 103, 493-502

Organization of the NKEF gene and its expression in the common carp (Cyprinus carpio). 2001, 25, 597-606 35

Identification of estrogen-induced genes downregulated by AhR agonists in MCF-7 breast cancer
cells using suppression subtractive hybridization. 2001, 262, 207-14

Monitoring of the subtraction process in solid-phase representational difference analysis:
characterization of a candidate drug. 2001, 271, 183-92

Identification of differentially expressed genes following treatment of monkey kidney cells with
the mycotoxin fumonisin B(1). 2001, 39, 45-53

Angiotensin stimulates the expression of interferon-inducible genes in H295R cells. 2001, 176, 21-7 4

Developmental aspects of androgen action. 2001, 185, 33-41

Development of an expressed sequence tag (EST) library for Medicago sativa. 2001, 161, 517-526 33

Suppression subtraction hybridization and northern analysis reveal upregulation of heat shock,
trkB, and sodium calcium exchanger genes following global cerebral ischemia in the rat. 2001, 93, 173-9

Stearoyl coenzyme A desaturase 1 expression and activity are increased in the liver during iron

overload. 2001, 1535, 275-84 20

Expression profiling in knockout mice: lymphotoxin versus tumor necrosis factor in the
maintenance of splenic microarchitecture. 2001, 12, 107-19

The role of SGK1 in hormone-regulated sodium transport. 2001, 12, 341-7 84

Inhibition of Wnt activity induces heart formation from posterior mesoderm. 2001, 15, 316-27

Overexpression of interferon gamma-inducible protein 10 in the liver of patients with type | ,
autoimmune hepatitis identified by suppression subtractive hybridization. 2001, 96, 2211-7 4

Genomics Protocols. 2001,

18



(2001-2001)

Identification of differentially expressed genes in human memory (CD45R0O+) CD4+ T lymphocytes.
1991 2001, 30, 87-101 5

Characterization of phenotypic changes in Pseudomonas putida in response to surface-associated
growth. 2001, 183, 6579-89

1989 Towards a genetic-based classification of human lung cancer. 2001, 22, 111-21 47

Generation of full-length cDNA libraries enriched for differentially expressed genes for functional
genomics. 2001, 30, 512-6, 518-20

3 Cloning of deleted sequences (CODE): A genomic subtraction method for enriching and cloning
1997 deleted sequences. 2001, 31, 788, 790, 792-3 5

Can 'differential display’ methodologies make an impact on biological psychiatry?. 2001, 4, 75-82

3 Differentially expressed genes in hepatocellular carcinoma induced by woodchuck hepatitis B virus 6
1995 in mice. World Journal of Gastroenterology, 2001, 7, 575-8 > 3

Fingerprinting of bacterial genomes by amplification of DNA fragments surrounding rare
restriction sites. 2001, 31, 930-4, 936

A statistical method for flagging weak spots improves normalization and ratio estimates in

1983 microarrays. 2001, 7, 45-53 88

Differential gene expression in a murine model of cancer cachexia. 2001, 281, E289-97

1981 Identification of some heat-induced genes of Trichinella spiralis. 2001, 123, 293-300 40

Rapid isolation of tissue-specific genes from rat kidney. 2001, 9, 156-64

Identification of putative parasitism genes expressed in the esophageal gland cells of the soybean
1979 cyst nematode Heterodera glycines. 2001, 14, 1247-54 97

Molecular cloning and characterization of chemokine-like factor 1 (CKLF1), a novel human cytokine
with unique structure and potential chemotactic activity. 2001, 357, 127-35

Molecular cloning and characterization of chemokine-like factor 1 (CKLF1), a novel human cytokine

1977 with unique structure and potential chemotactic activity. 2001, 357, 127-135 118

Epithelial membrane protein 2, a 4-transmembrane protein that suppresses B-cell lymphoma
tumorigenicity. 2001, 97, 3890-5

Autocrine antiapoptotic stimulation of cultured adult T-cell leukemia cells by overexpression of the
1975 chemokine I-309. 2001, 98, 1150-9 97

Brain drug targeting and gene technologies. 2001, 87, 97-103

19



CITATION REPORT

L Molecular cloning and characterization of profilin-3: a novel cytoskeleton-associated gene .
973 expressed in rat kidney and testes. 2001, 9, 265-74 3

Genomics techniques: An overview of methods for the study of gene expression. 2001, 79, E128

BADGE, Beads Array for the Detection of Gene Expression, a high-throughput diagnostic bioassay.

1971 2001, 11, 1888-98 101

Identification of differentially expressed genes in rat hippocampus after transient global cerebral
ischemia using subtractive cDNA cloning based on polymerase chain reaction. 2001, 32, 168-74

Isolation and identification of genes expressed differentially in rice inflorescence meristem with

1969 suppression subtractive hybridization. 2001, 46, 98-100 10

Use of suppression subtractive hybridization strategy for cloning and identifying specifically
expressed genes of renal cell carcinoma. 2001, 46, 226-229

1967 CFFM4:a new member of the CD20/FcepsilonRIbeta family. 2001, 53, 468-76 16

Rapid decrease of RNA level of a novel mouse mitochondria solute carrier protein (Mscp) gene at
4-5 weeks of age. 2001, 12, 830-6

6 Identification and characterization of a putative light-harvesting chlorophyll a/b-binding protein
1965 gene encoded at a fertility restorer locus for the Ogura CMS in Brassica napus L.. 2001, 102, 759-766 7

Isolation of tumor diferentially expressed genes by mixing probes library screen. 2001, 13, 79-82

Identification of a transcription factor specifically expressed at the onset of leaf senescence. 2001,
1963 241
213,469-73
Thyroid-hormone-dependent and fibroblast-specific expression of BMP-4 correlates with adult
epithelial development during amphibian intestinal remodeling. 2001, 303, 187-95

1961 Study of rat neuronal genes with ordered differential display method. 2001, 44, 601-9

Differential expression and characterization analysis of a new gene with WD domains in fish
oogenesis. 2001, 44, 541-53

Identification of differentially expressed genes in esophageal cancer through SSH in combination
1959 with high throughput reverse Northern screening. 2001, 46, 1195-1198

Identification of potato genes induced during colonization by Phytophthora infestans. 2001, 2, 125-34

Differential expression of the GTL2 gene within the callipyge region of ovine chromosome 18. 2001
1957, 32,248-56 21

Molecular cloning and characterization of neural activity-related RING finger protein (NARF): a new

member of the RBCC family is a candidate for the partner of myosin V. 2001, 78, 75-87

20



(2001-2001)

L The role of molecular biology in understanding ovarian cancer initiation and progression. 2001, 11 L
955 suppl 1, 7-11 5

Novel ABA- and dehydration-inducible aldehyde dehydrogenase genes isolated from the
resurrection plant Craterostigma plantagineum and Arabidopsis thaliana. 2001, 28, 555-67

Molecular cloning, characterization and regulation by cadmium of a superoxide dismutase from the 6
1953 ectomycorrhizal fungus Paxillus involutus. 2001, 268, 3223-32 )

Chicken interleukin-6. cDNA structure and biological properties. 2001, 268, 4200-6

1951 Subtractive hybridization--genetic takeaways and the search for meaning. 2000, 81, 391-404 22

Mercury-induced genes in Arabidopsis thaliana: identification of induced genes upon long-term
mercuric ion exposure. 2001, 24, 1227-1234

Gene profiling techniques and their application in angiogenesis and vascular development. 2001,
1949 195, 7-19

Profiling of differentially expressed genes induced by high linear energy transfer radiation in
breast epithelial cells. 2001, 31, 192-203

1947 Markers for the lymphatic endothelium: in search of the holy grail?. 2001, 55, 61-9 144

Searching for missing pieces of the sex-determination puzzle. 2001, 290, 517-22

Gene-expression profiling of human osteoblasts following treatment with the ionic products of
1945 Bioglass 45S5 dissolution. 2001, 55, 151-7 940

Differential gene expression of rat neonatal heart analyzed by suppression subtractive
hybridization and expressed sequence tag sequencing. 2000, 80, 24-36

L Detection of differentially expressed genes in prostate cancer by combining suppression
943 subtractive hybridization and cDNA library array. 2001, 193, 73-9 35

A strategy to identify differentially expressed genes using representational difference analysis and
cDNA arrays. 2001, 288, 141-148

Multiantigenic peptides as standards in immunoassays for complex proteins: use of
1941 LGQQQPFPPQQPY in an enzyme-linked immunosorbent assay for gluten. 2001, 292, 301-5

Linear amplification of gene-specific cDNA ends to isolate full-length of a cDNA. 2001, 292, 297-301

Upregulation of the gene encoding a cytoplasmic dynein intermediate chain in senescent human

1939 cells. 2001, 82, 415-21 11

Analysis of altered gene expression in rat soleus muscle atrophied by disuse. 2001, 83, 508-19

21



LS

A5

R0

Aoy

1925

Ry

1921

CITATION REPORT

Differential expression of multiple genes during articular chondrocyte redifferentiation. 2001, 263, 91-8 33

Keratin 23 (K23), a novel acidic keratin, is highly induced by histone deacetylase inhibitors during
differentiation of pancreatic cancer cells. 2001, 30, 123-135

Glycerol-enhanced mini-polyacrylamide gel electrophoresis for the separation of differentially
expressed DNA fragments in cDNA representational difference analysis. 2001, 22, 1063-8 9

PUMA-G, an IFN-gamma-inducible gene in macrophages is a novel member of the seven
transmembrane spanning receptor superfamily. 2001, 31, 3714-25

Proteome analysis of rainbow trout (Oncorhynchus mykiss) liver proteins during short term 6
starvation. 2001, 24, 259-270 4

Functional genomics and cell wall biosynthesis in loblolly pine. Plant Molecular Biology, 2001, 47, 275-29%4.6

Estrogen modulates the expression of L-arginine:glycine amidinotransferase in chick liver. 2001,
221,139-45 7

The abnormal regulation of gene expression in autistic brain tissue. 2001, 31, 545-9

Interspecies subtractive hybridization of cDNA from human and chimpanzee brains. 2001, 381, 415-8 2

Differential expression of a novel serine protease homologue in squamous cell carcinoma of the
head and neck. 2001, 84, 237-43

Morphogenesis and gene expression in the soldier-caste differentiation of termites. 2001, 48, 216-223 47

A subtractive hybridisation analysis of genomic differences between the uropathogenic E. coli
strain 536 and the E. coli K-12 strain MG1655. 2001, 199, 61-6

The molecular mechanisms of conidial germination. 2001, 199, 153-60 213

Use of simplified transcriptors for the analysis of gene expression profiles in laser-microdissected
cell populations. 2001, 81, 1233-42

An abundance of X-linked genes expressed in spermatogonia. 2001, 27, 422-6 642

Blood-brain barrier genomics. 2001, 21, 61-8

Tob is a negative regulator of activation that is expressed in anergic and quiescent T cells. 2001, 2, 1174-82 221

Differential screening and characterization analysis of the egg envelope glycoprotein ZP3 cDNAs

between gynogenetic and gonochoristic crucian carp. 2001, 11, 17-27

22



(2001-2001)

1919 Profiling of differential gene expression in activated, allergen-specific human Th2 cells. 2001, 2, 88-98 11

A new gene related to human obesity identified by suppression subtractive hybridization. 2001, 25, 770-6

Identification of amplified genes from SV40 large T antigen-induced rat PNET cell lines by
1917 subtractive cDNA analysis and radiation hybrid mapping. 2001, 20, 2023-31 9

Immediate early genes induced by H-Ras in thyroid cells. 2001, 20, 2281-90

1915 ldentification of a novel gene, CDCP1, overexpressed in human colorectal cancer. 2001, 20, 4402-8 100

Detection of differentially expressed genes in human colon carcinoma cells treated with a selective
COX-2 inhibitor. 2001, 20, 4450-6

Molecular cloning and characterization of a novel low temperature-induced gene, blti2, from barley
1913 (Hordeum vulgare L.). 2001, 1522, 134-7

Isolation and partial sequencing of potentially odontoblast-specific/enriched rat cDNA clones
obtained by suppression subtractive hybridization. 2001, 46, 249-60

Identification of dopamine responsive mRNAs in glial cells by suppression subtractive hybridization.

1911 2001, 910, 29-37 14

Application of differential display to immunological research. 2001, 250, 29-43

Molecular characterisation and expression of two venom allergen-like protein genes in Heterodera °
1999 glycines. 2001, 31, 1617-25 7

Stem cell dogmas in the genomics era. 2001, 5, 15-25

Expression of Jagged1 gene in macrophages and its regulation by hematopoietic growth factors.

1997 2001, 29, 850-5 18

Novel Rana keratin genes and their expression during larval to adult epidermal conversion in
bullfrog tadpoles. 2001, 68, 44-54

Lack of hepcidin gene expression and severe tissue iron overload in upstream stimulatory factor 2
1905 (USF2) knockout mice. Proceedings of the National Academy of Sciences of the United States of 11.5 982
America, 2001, 98, 8780-5

Hypoxia-induced gene expression profiling in the euryoxic fish Gillichthys mirabilis. Proceedings of

the National Academy of Sciences of the United States of America, 2001, 98, 1993-8 115

Transcriptional profiling reveals global defects in energy metabolism, lipoprotein, and bile acid
1903 synthesis and transport with reversal by leptin treatment in ob/ob mouse liver. Journal of Biological 5.4 119
Chemistry, 2001, 276, 49066-76

Genetic information, genomic technologies, and the future of drug discovery. 2001, 285, 551-5

=



CITATION REPORT

1901 ldentification of genes expressed in the amygdala during the formation of fear memory. 2001, 8, 209-19 64

Gene expression profiling using a novel method: amplified differential gene expression (ADGE).
2001, 29, E46

Foreign DNA integration. Genome-wide perturbations of methylation and transcription in the

1899 recipient genomes. Journal of Biological Chemistry, 2001, 276, 14271-8 54, Bt

Breast cancer. Cyr61 is overexpressed, estrogen-inducible, and associated with more advanced
disease. Journal of Biological Chemistry, 2001, 276, 14187-94

18 Isolation and characterization of differentially expressed genes in invasive and non-invasive
97 immortalized murine male germ cells in vitro. 2001, 18, 567

Strategies to Identify Bacterial Pathogenicity Factors. 2001, 133-177

.8 Identification of gene clusters differentially expressed during the cellular injury responses (CIR) to
95 cisplatin. 2001, 85, 1206-10 5

Analysis of differentially expressed genes in human hepatocellular carcinoma using suppression
subtractive hybridization. 2001, 85, 228-34

18 Transcription pattern of human herpesvirus 8 open reading frame K3 in primary effusion lymphoma L
93 and Kaposi's sarcoma. 2001, 75, 7161-74 3

Expression of serotonin receptors in bone. Journal of Biological Chemistry, 2001, 276, 28961-8

Mitogen-activated protein kinase phosphatase 1 activity is necessary for oxidized phospholipids to
1891 induce monocyte chemotactic activity in human aortic endothelial cells. Journal of Biological 54 43
Chemistry, 2001, 276, 17030-5

Identification of defense-related rice genes by suppression subtractive hybridization and
differential screening. 2001, 14, 685-92

A novel method to isolate the common fraction of two DNA samples: hybrid specific amplification

1889 (Hsa). 2001, 29, E87-7

Expression and phylogeny of claudins in vertebrate primordia. Proceedings of the National Academy

of Sciences of the United States of America, 2001, 98, 10196-201 115

A new mouse liver-specific gene, encoding a protein homologous to human antimicrobial peptide

1887 hepcidin, is overexpressed during iron overload. Journal of Biological Chemistry, 2001, 276, 7811-9 54

Molecular cloning and characterization of a novel gene, CORS26, encoding a putative secretory
protein and its possible involvement in skeletal development. Journal of Biological Chemistry, 2001, 5.4
276, 3628-34

Prophylactic tumor vaccination: comparison of effector mechanisms initiated by protein versus

1885 pNA vaccination. 2001, 166, 3440-50 37

Hepatic mRNAs up-regulated by starvation: an expression profile determined by suppression

subtractive hybridization. 2001, 15, 1261-3

24



(2001-2001)

1883 Expression of 35S::Pto globally activates defense-related genes in tomato plants. 2001, 126, 1637-45 41

Identification of nucleotide sequences for the specific and rapid detection of Yersinia pestis. 2001,
67,3759-62

1881 Identification of genes potentially involved in rupture of human atherosclerotic plaques. 2001, 89, 547-54 118

Role of gob-5 in mucus overproduction and airway hyperresponsiveness in asthma. Proceedings of

the National Academy of Sciences of the United States of America, 2001, 98, 5175-80 115

1879 Xylem Formation and Lignification in Trees and Model Species. 2001, 11-18 2

Urothelial function reconsidered: a role in urinary protein secretion. Proceedings of the National
Academy of Sciences of the United States of America, 2001, 98, 154-9

.8 Enhanced expression of interferon-regulated genes in the liver of patients with chronic hepatitis C
77 virus infection: detection by suppression-subtractive hybridization. 2001, 75, 1332-8 93

Establishment of normal, terminally differentiating mouse erythroid progenitors: molecular
characterization by cDNA arrays. 2001, 15, 1442-4

18 Multiplex allele-specific target amplification based on PCR suppression. Proceedings of the National 1 6
75 Academy of Sciences of the United States of America, 2001, 98, 206-11 S5 3

Increased expression of a novel heat shock protein transcript in the mouse uterus during

decidualization and in response to progesterone. 2001, 64, 284-92

1873 Plant Cell Walls. 2001, 7

Use of cDNA subtraction and RNA interference screens in combination reveals genes required for
germ-line development in Caenorhabditis elegans. Proceedings of the National Academy of Sciences 11.5
of the United States of America, 2001, 98, 8686-91

3 Transcriptional responses in the hemiparasitic plant Triphysaria versicolor to host plant signals. 6
1971 2001, 127, 272-82 5
Retroviral constitutive transport element evolved from cellular TAP(NXF1)-binding sequences.

2001, 75, 5567-75

1869 Differential hybridization and other strategies to identify novel ovarian genes. 2001, 19, 167-73 3

Cyclooxygenase Inhibitors Regulate the Expression of a TGF-Superfamily Member That Has
Proapoptotic and Antitumorigenic Activities. 2001, 59, 901-908

Overexpression of glutathione-S-transferase A1 in benign adrenocortical adenomas from patients

1867 with Cushing’s syndrome. 2001, 86, 1653-9 9

Farnesoid X-activated receptor induces apolipoprotein C-ll transcription: a molecular mechanism

linking plasma triglyceride levels to bile acids. 2001, 15, 1720-8

25



1865

1863

1861

1859

1857

1855

1853

1851

1849

CITATION REPORT

The human homolog of Diminuto/Dwarf1 gene (hDiminuto): a novel ACTH-responsive gene
overexpressed in benign cortisol-producing adrenocortical adenomas. 2001, 86, 5130-7 45

Isolation of differentially expressed genes through subtractive suppression hybridization. Methods
in Molecular Biology, 2001, 175, 263-78

Cloning of a novel growth hormone-regulated rat complementary deoxyribonucleic acid with

homology to the human alpha1B-glycoprotein, characterizing a new protein family. 2001, 142, 2695-701 "

A critical evaluation of differential display as a tool to identify genes involved in legume
nodulation: looking back and looking forward. 2001, 29, 3459-68

Decreased expression of retinol-binding proteins is associated with malignant transformation of
the ovarian surface epithelium. 2002, 21, 11-9 37

Isolation and characterization of a salt-induced PsaG of photosystem I in Dunaliella salina. 2002, 13, 173-7

Analysis of gene expression in the bovine blastocyst produced in vitro using
suppression-subtractive hybridization. 2002, 67, 447-53 34

Suprabasin, a novel epidermal differentiation marker and potential cornified envelope precursor.
Journal of Biological Chemistry, 2002, 277, 45195-202

Infectivity-associated changes in the transcriptional repertoire of the malaria parasite sporozoite
stage. Journal of Biological Chemistry, 2002, 277, 41948-53 >4

Overexpression of metallothionein-Il sensitizes rodent cells to apoptosis induced by DNA
cross-linking agent through inhibition of NF-kappa B activation. Journal of Biological Chemistry,
2002, 277, 4764-9

Identification of the lipooligosaccharide biosynthesis gene lic2B as a putative virulence factorin 5
strains of nontypeable Haemophilus influenzae that cause otitis media. 2002, 70, 3551-6 4

Active heroin administration induces specific genomic responses in the nucleus accumbens shell.
2002, 16, 1961-3

Cytokine-induced down-regulation of zfFm1/splicing factor-1 promotes smooth muscle cell °
proliferation. Journal of Biological Chemistry, 2002, 277, 6582-9 54 2

A subtractive gene expression screen suggests a role of transcription factor AP-2 alpha in control
of proliferation and differentiation. Journal of Biological Chemistry, 2002, 277, 6637-44

Induction of macrophage-inflammatory protein-3alpha gene expression by TNF-dependent

NF-kappaB activation. 2002, 168, 5621-8 88

An approach for global scanning of single nucleotide variations. Proceedings of the National
Academy of Sciences of the United States of America, 2002, 99, 9346-51

Genome-wide comparison of differences in the integration sites of interspersed repeats between 5
closely related genomes. 2002, 30, e71 5

Regulation of gene expression by low levels of ultraviolet-B radiation in Pisum sativum: isolation of

novel genes by suppression subtractive hybridisation. 2002, 43, 402-10

26



(2002-2002)

1847 Yellow pages to the transcriptome. 2002, 3, 791-807 24

Responding to hypoxia: lessons from a model cell line. 2002, 2002, re11

1845 Mycorrhizal Technology in Agriculture. 2002, 31

Comprehensive gene expression analysis by transcript profiling. 2002, 75-97

3 Differential expression of secreted frizzled-related protein 4 in decidual cells during pregnancy.
1943 2002, 28, 213-23 30

Uroplakin llIb, a urothelial differentiation marker, dimerizes with uroplakin Ib as an early step of
urothelial plaque assembly. 2002, 159, 685-94

1841 Single cell expression analysis--pharmacogenomic potential. 2002, 3, 809-22 6

Cloning of homologous genes by gene-capture PCR. Methods in Molecular Biology, 2002, 192, 359-76 1.4

1839 Subtractive cloning: new genes for studying inflammatory disorders. 2002, 7, 17-28 5

Subtraction-coupled custom microarray analysis for gene discovery and gene expression studies in
the CNS. 2002, 27, 293-8

1837 Toxicogenomics, drug discovery, and the pathologist. 2002, 30, 15-27 46

Filarial Genomics: Gene Discovery and Gene Expression. 2002, 31-42

1835 The Geohelminths: Ascaris, Trichuris and Hookworm. 2002, 6

Genetic characterization of the uropathogenic E. coli strain 536--a subtractive hybridization
analysis. 2000, 485, 53-6

Molecular profiling of genes up-regulated during promotion by phenobarbital treatment in a

1833 medium-term rat liver bioassay. 2002, 23, 1047-55 11

Transcriptional profiling of bone regeneration. Insight into the molecular complexity of wound
repair. Journal of Biological Chemistry, 2002, 277, 30177-82

Representational difference analysis in a lupus-prone mouse strain results in the identification of
an unstable region of the genome on chromosome 11. 2002, 30, 1394-400

Molecular characterization of genomic activities at the onset of zygotic transcription in mammals.

2002, 67, 1907-18

27



1829

1827

1825

1823

1821

1819

1817

1815

1813

CITATION REPORT

Np95 is regulated by E1A during mitotic reactivation of terminally differentiated cells and is
essential for S phase entry. 2002, 157, 909-14 79

Identification of Streptococcus bovis biotype | strains among S. bovis clinical isolates by PCR. 2002,
40, 2913-8

Isolation and characterization of triacontanol-regulated genes in rice (Oryza sativa L.): possible role
of triacontanol as a plant growth stimulator. 2002, 43, 869-76 43

Cloning and characterization of the homolog of mammalian lipopolysaccharide-binding protein and
bactericidal permeability-increasing protein in rainbow trout Oncorhynchus mykiss. 2002, 168, 5638-44

Uterine sensitization-associated gene-1: a novel gene induced within the rat endometrium at the 5
time of uterine receptivity/sensitization for the decidual cell reaction. 2002, 67, 1638-45 5

Kinetics of gene induction after FcepsilonRI ligation of atopic monocytes identified by suppression
subtractive hybridization. 2002, 169, 6170-7

Myocardial fibrosis in chronic aortic regurgitation: molecular and cellular responses to volume

overload. 2002, 105, 1837-42 s

Survey of transcript expression in rainbow trout leukocytes reveals a major contribution of
interferon-responsive genes in the early response to a rhabdovirus infection. 2002, 76, 8040-9

The Identification of Novel Wound-Healing Genes through Differential Display by Chia Soo, M.D.
David N. Sayah, M.D. Xinli Zhang, M.D., Ph.D. Steven R. Beanes, M.D. Ichiro Nishimura, D.M.D., 0
D.M.Sc. Catherine Dang, M.D. Earl Freymiller, D.M.D., M.D. Kang Ting, D.M.D., D.M.Sc.. 2002, 110, 798-800

Quantitative assessment of ground squirrel mMRNA levels in multiple stages of hibernation. 2002,
10, 93-102

Plunc, a member of the secretory gland protein family, is up-regulated in nasal respiratory
epithelium after olfactory bulbectomy. Journal of Biological Chemistry, 2002, 277, 12762-9 54 47

Bcl-2 up-regulates ha-ras mRNA expression and induces c-Jun phosphorylation at Ser73 via an
ERK-dependent pathway in PC 12 cells. 2002, 13, 2439-42

Identification and validation of selective upregulation of ventricular myosin light chain type 2

mRNA in idiopathic dilated cardiomyopathy. 2002, 4, 23-31 21

Expression of angiogenic factors Cyr61 and tissue factor in uveal melanoma. 2002, 120, 1719-25

Blockade of B7/CD28 in mixed lymphocyte reaction cultures results in the generation of L
alternatively activated macrophages, which suppress T-cell responses. 2002, 99, 1465-73 5

Methods for Analysing mRNA Expression. 163-407

Subtractive hybridization reveals the expression of immunoglobulin-like transcript 7, Eph-B1, L
granzyme B, and 3 novel transcripts in human plasmacytoid dendritic cells. 2002, 100, 3295-303 94

Potato spindle tuber viroid strains of different pathogenicity induces and suppresses expression of

common and unique genes in infected tomato. 2002, 15, 990-9

28



(2002-)

1811 High-Throughput and Industrial Methods for mRNA Expression Analysis. 409-622 1

Genomics and biomarkers in toxicology. 2002, 291-298

1809 Expression profiling of lung cancer based on suppression subtraction hybridization (SSH). 2003, 75, 189-207 4

Detection of genes expressed in primary colon cancers by in situ hybridisation: overexpression of
RACK 1. 2002, 55, 34-9

1807 ldentification of differentially expressed cDNA clones from gerbil cochlear outer hair cells. 2002, 7, 277-88 8

10 Suppression subtractive hybridization technology. 2002, 2, 113-126

1805 Molecular techniques for studying gene expression in carcinogenesis. 2002, 20, 77-116 31

Epidermal growth factor up-regulates the transcription of mouse lon homology ATP-dependent
protease through extracellular signal-regulated protein kinase- and
phosphatidylinositol-3-kinase-dependent pathways. 2002, 280, 97-106

1803 Efficient cloning of full-length cDNAs based on cDNA size fractionation. 2002, 79, 603-7 13

Identification of FOXC1 as a TGF-fl Responsive Gene and Its Involvement in Negative Regulation

of Cell Growth. 2002, 80, 465-472

Mycobacterium bovis BCG cell wall and lipopolysaccharide induce a novel gene, BIGM103, encoding
1801 a 7-TM protein: identification of a new protein family having Zn-transporter and 114
Zn-metalloprotease signatures. 2002, 80, 630-45

Identification of genomic differences between Escherichia coli strains pathogenic for poultry and E.

coli K-12 MG1655 using suppression subtractive hybridization analysis. 2002, 33, 289-98

1799 ldentification of a novel endothelial-derived gene EG-1. 2002, 290, 602-12 25

Retinoic acid-inducible gene-l is induced in endothelial cells by LPS and regulates expression of

COX-2.2002, 292, 274-9

1797 Early developing embryos affect the gene expression patterns in the mouse oviduct. 2002, 292, 564-70 69

Regulation of growth-related genes by interleukin-6 in murine myeloma cells. 2002, 20, 113-20

1795 Inhibition of muscle differentiation by the novel muscleblind-related protein CHCR. 2002, 250, 218-30 53

Genomic and proteomic perspectives in cell culture engineering. 2002, 94, 73-92

29



LoE

1791

1789

1787

1785

1783

1781

7%

1777

CITATION REPORT

Disruption of steroid and prolactin receptor patterning in the mammary gland correlates with a

block in lobuloalveolar development. 2002, 16, 2675-91 100

Integration of amplified differential gene expression (ADGE) and DNA microarray. 2002, 54, 335-8

Regulation of multidrug resistance-associated protein 2 (ABCC2) by the nuclear receptors
pregnane X receptor, farnesoid X-activated receptor, and constitutive androstane receptor. Journal 54 682
of Biological Chemistry, 2002, 277, 2908-15

PCR Cloning Protocols. 2002,

The homeobox gene BREVIPEDICELLUS is a key regulator of inflorescence architecture in
Arabidopsis. Proceedings of the National Academy of Sciences of the United States of America, 2002, 11.5 211
99, 4730-5

Target validation and drug discovery using genomic and protein-protein interaction technologies.
2002, 6, 517-31

Using cDNA-representational difference analysis (cDNA-RDA) in combination with microarrays to L
identify Rac reqgulated genes. Methods in Molecular Biology, 2002, 189, 25-43 4

In silico approaches to mechanistic and predictive toxicology: an introduction to bioinformatics for
toxicologists. 2002, 32, 67-112

Cloning and prokaryotic expression of a salt-induced cDNA encoding a chloroplastic
fructose-1,6-diphosphate aldolase in Dunaliella salina (Chlorophyta). 2002, 13, 195-202

GTPase Protocols. 2002,

E. coli. 2002, 0

Estrogen regulates a tissue-specific calpain in the anterior pituitary. 2002, 295, 261-6

Isolation of pathogen-induced Chinese cabbage genes by subtractive hybridization employing

selective adaptor ligation. 2002, 299, 352-9 18

Identification of genes induced by BRCA1 in breast cancer cells. 2002, 299, 839-46

Expression of a novel HsMCAK mRNA splice variant, tsMCAK gene, in human testis. 2002, 71, 2741-57 14

Testis-specific expression of a novel mouse defensin-like gene, Tdl. 2002, 116, 217-21

CRIM1 is involved in endothelial cell capillary formation in vitro and is expressed in blood vessels in
vivo. 2002, 119, 165-75 34

Restricted neural epidermal growth factor-like like 2 (NELL2) expression during muscle and

neuronal differentiation. 2002, 119 Suppl 1, S11-9

30



(2002-2002)

Molecular cloning, identification and analysis of lung squamous cell carcinoma-related genes. 2002,

1775 38, 235-41 26

Expressed sequence tags and genes associated with loline alkaloid expression by the fungal
endophyte Neotyphodium uncinatum. 2002, 36, 242-54

Identification of conidial-enriched transcripts in Aspergillus nidulans using suppression subtractive
1773 hybridization. 2002, 37, 197-204

Sequences of elongation factors-1 alpha and -1 gamma and stimulation by juvenile hormone in
Locusta migratoria. 2002, 32, 1567-76

1 Novel expressed sequences obtained by means of a suppression subtractive hybridisation analysis
771 from the 6921 region that is frequently deleted in gastric cancer. 2002, 38, 1126-32

Suppression subtractive hybridization to enrich low-abundance and submergence-enhanced
transcripts of adventitious root primordia of Sesbania rostrata. 2002, 162, 915-921

Identification of a new small GTP-binding protein gene OsRab5a, genomic organization, and
1769 expression pattern analysis during nitrate supply and early nutrient starvation in rice (Oryza sativa 7
L.) root. 2002, 163, 273-280

Change of gene expression profiles in the retina following optic nerve injury. 2002, 101, 82-92

Isolation and characterization of genes associated with the anti-tumor activity of glucocorticoids.

1767 2002, 106, 57-69 11

Schizophrenia and Nogo: elevated mRNA in cortex, and high prevalence of a homozygous CAA
insert. 2002, 107, 183-9

1765 Genes expressed during the IFN gamma-induced maturation of pre-B cells. 2002, 38, 597-606 26

TREM-1, MDL-1, and DAP12 expression is associated with a mature stage of myeloid development.
2002, 38, 817-24

16 Changes in mRNA content of developing opossum spinal cord at stages when regeneration can and
793 cannot occur after injury. 2002, 40, 317-24

Molecular cloning, characterization and mapping of the canine glucocorticoid receptor DNA binding
factor 1 (GRLF1). 2002, 294, 167-76

Identification of genes enriched in rice roots of the local nitrate treatment and their expression

1761 patterns in split-root treatment. 2002, 297, 93-102 35

Strategies to elucidate the mechanism of excessive theca cell androgen production in PCOS. 2002,
186, 183-8

Growth hormone regulation of rat liver gene expression assessed by SSH and microarray. 2002,

1759 190, 125-33 18

Identification of the genes differentially expressed in human dendritic cell subsets by cDNA

subtraction and microarray analysis. 2002, 100, 1742-1754

31



CITATION REPORT

L Monitoring of representational difference analysis subtraction procedures by global microarrays. 6
757 2002, 32, 1348-50, 1352, 1354-6, 1358

Analysis of pathogenicity islands of STEC. 2003, 73, 99-112

1755 Cloning approaches for identifying aging and longevity-related genes in mammals. 2002, 2, 483-91 2

Glucocorticoid-attenuated response genes induced in the lung during endotoxemia. 2002, 283, L636-47

1753 DNA microarrays in clinical oncology. 2002, 20, 1932-41 283

Global/temporal gene expression in diaphragm and hindlimb muscles of dystrophin-deficient (mdx)
mice. 2002, 283, C773-84

Involvement of multiple kinase pathways in stimulation of gene transcription by hypertonicity.

1751 2002, 282, C49-58 ee

Opportunities and Prospects for Investigating Developmentally Regulated and Sex-Specific Genes
and Their Expression in Intestinal Nematodes of Humans. 2002, 235-268

1749 Efficacy of SSH PCRin isolating differentially expressed genes. 2002, 3, 12 67

Complete genome sequence of a novel extrachromosomal virus-like element identified in planarian
Girardia tigrina. 2002, 3, 15

Digital analysis of cDNA abundance; expression profiling by means of restriction fragment
1747 fingerprinting. 2002, 3, 7

Gene expression profiling following BMP-2 induction of mesenchymal chondrogenesis in vitro.
2002, 10, 23-33

L Gene expression profiling in RAS oncogene-transformed cell lines and in solid tumors using ;
745 subtractive suppression hybridization and cDNA arrays. 2002, 42, 63-82 7

Stem-loop oligonucleotides: a robust tool for molecular biology and biotechnology. 2002, 20, 249-56

Identification of genes induced by oxidized phospholipids in human aortic endothelial cells. 2002,
1743 38,211-8 9

Sexually dimorphic gene expression in the developing mouse gonad. 2002, 2, 359-67

1741 Molecular and functional characterization of human Dectin-1. 2002, 30, 1309-15 77

Restricted neural epidermal growth factor-like like 2 (NELL2) expression during muscle and

neuronal differentiation. 2002, 2, 7-15

32



(2002-2002)

Identification of differentially expressed genes in rheumatoid arthritis by a combination of L
complementary DNA array and RNA arbitrarily primed-polymerase chain reaction. 2002, 46, 52-63 5

Cyclin A2 is differentially expressed during oocyte maturation between gynogenetic silver crucian
carp and gonochoristic color crucian carp. 2003, 295, 1-16

1737 A mathematical model for suppression subtractive hybridization. 2002, 3, 405-22 10

Sampling technique to discriminate the different tissue layers of growing antler tips for gene
discovery. 2002, 268, 125-30

L Target validation for genomics using peptide-specific phage antibodies: a study of five gene
735 products overexpressed in colorectal cancer. 2002, 101, 118-27

A novel gene, NMES1, downregulated in human esophageal squamous cell carcinoma. 2002, 101, 311-6

L Identification and characterization of 9D7, a novel human protein overexpressed in renal cell
733 carcinoma. 2002, 97, 217-24 5

Characterization of XAGE-1b, a short major transcript of cancer/testis-associated gene XAGE-1,
induced in melanoma metastasis. 2002, 97, 195-204

121 Understanding cancer metastasis: an urgent need for using differential gene expression analysis.
731 2002, 94, 1821-9 49

Isolation of DNTNP, which encodes a potential nuclear protein that is expressed in the developing,
dorsal neural tube. 2002, 224, 116-23

Extensive vascularization of developing mouse ovaries revealed by caveolin-1 expression. 2002,
1729 225, 95-9 33

Cytokine, chemokine, and matrix metalloproteinase response after sulfur mustard injury to
weanling pig skin. 2002, 16, 263-72

Induction or suppression of expression of cytochrome C oxidase subunit Il by heregulin beta 1 in

1727 human mammary epithelial cells is dependent on the levels of ErbB2 expression. 2002, 192, 225-33 13

Isolation of differentially expressed genes from wild-type and Twist mutant mouse limb buds. 2002
,33,103-13

Suppression subtractive hybridization cloning of cDNAs of differentially expressed genes in L L
1725 dovetree (Davidia involucrata) bracts. Plant Molecular Biology Reporter, 2002, 20, 231-238 7 3

Application of suppression subtractive hybridization (SSH) to cloning differentially expressed cDNA
inDunaliella salina (chlorophyta) under hyperosmotic shock. Plant Molecular Biology Reporter, 2002, 1.7
20, 49-57

1723 Differential display technology: a general guide. 2002, 59, 1235-40 32

Differential gene expression analysis during porcine hepatocyte spheroid formation. 2002, 13, 515-23

33



CITATION REPORT

191 Isolation of connective-tissue-specific genes involved in Xenopus intestinal remodeling: thyroid ;
7 hormone up-regulates Tolloid/BMP-1 expression. 2002, 212, 357-64 4

Resistance locus pyramids alter transcript abundance in soybean roots inoculated with Fusarium

solani f.sp. glycines. 2002, 268, 407-17

11 Identification of calcium-induced genes in HaCaT keratinocytes by polymerase chain reaction-based L
719 subtractive hybridization. 2002, 294, 411-8 3

Differential regulation of the Fe-hydrogenase during anaerobic adaptation in the green alga
Chlamydomonas reinhardtii. 2002, 269, 1022-32

Sequential subtractive approach facilitates identification of differentially expressed genes. 2002,
1717 40,307-312

Analysis of expressed sequence tags from subtracted and unsubtracted Ctenocephalides felis
hindgut and Malpighian tubule cDNA libraries. 2002, 11, 299-306

Molecular cloning and sequencing of salivary gland-specific cDNAs of the blood-sucking bug

1715 Triatoma brasiliensis (Hemiptera: Reduviidae). 2002, 11, 585-93 12

Stage-specific gene expression during sexual development in Phytophthora infestans. 2002, 45, 1057-66

1713 Messenger RNAs located in myelin sheath assembly sites. 2000, 75, 1834-44 50

Characterization of minute differences between genomes of strains of Penicillium nalgiovense
using subtractive suppression hybridization without cloning. 2002, 35, 113-6

Tornado extraction: a method to enrich and purify RNA from the nephrogenic zone of the neonatal

rat kidney. 2002, 62, 763-9 22

1711

New intra-renal graft genes associated with tolerance or rejection. 2002, 61, S85-93

0 Identification of a novel nonlysosomal sulphatase expressed in the floor plate, choroid plexus and
799 cartilage. 2002, 7, 173-85 75

Identification of gene expression differences between Globodera pallida and G.’'mexicana’ by
suppression subtractive hybridization. 2002, 3, 217-26

Characterization of Phytophthora infestans genes regulated during the interaction with potato.
1797 2002, 3, 473-85 23

Chromosomal assignments for porcine genes encoding enzymes in hepatic metabolic pathways.
2002, 33, 255-63

Isolation of differentially expressed genes in NPM-ALK-positive anaplastic large cell lymphoma.
1795 2002, 118,791-8 37

Upregulation of stress response mRNAs in COS-7 cells exposed to cadmium. 2002, 174, 109-17

34



(2002-2002)

0 Stage-specific expressed sequence tags obtained during preimplantation bovine development by 5
793 differential display RT-PCR and suppression subtractive hybridization. 2002, 22, 1135-42 7

VCP (p97) regulates NFkappaB signaling pathway, which is important for metastasis of
osteosarcoma cell line. 2002, 93, 296-304

Screen for stage-specific expression genes between tail bud stage and heartbeat beginning stage

79T in embryogenesis of gynogenetic silver crucian carp. 2002, 12, 133-42 5

Identification of up-regulated genes in human uterine leiomyoma by suppression subtractive
hybridization. 2002, 12, 215-21

6 Discovery of differentially expressed genes in human breast cancer using subtracted cDNA libraries
1999 and cDNA microarrays. 2002, 21, 2270-82 75

Identification of genes over-expressed in small cell lung carcinoma using suppression subtractive
hybridization and cDNA microarray expression analysis. 2002, 21, 3814-25

16 A novel tumour associated leucine zipper protein targeting to sites of gene transcription and
97 splicing. 2002, 21, 3879-88 34

Syntenin is overexpressed and promotes cell migration in metastatic human breast and gastric
cancer cell lines. 2002, 21, 4080-8

16 Characterization of KLK4 expression and detection of KLK4-specific antibody in prostate cancer
95 patient sera. 2002, 21, 7114-20 29

RAR agonists stimulate SOX9 gene expression in breast cancer cell lines: evidence for a role in
retinoid-mediated growth inhibition. 2002, 21, 7850-60

6 The emergence of protocadherin-PC expression during the acquisition of apoptosis-resistance by 5
93 prostate cancer cells. 2002, 21, 7861-71 5

Vascular genomics of the human brain. 2002, 22, 245-52

Cloning and characterization of a novel six-transmembrane protein STEAP2, expressed in normal

1691 and malignant prostate. 2002, 82, 1573-82 48

Rat blood-brain barrier genomics. 1. 2002, 22, 1319-26

Functional gene screening in embryonic stem cells implicates Wnt antagonism in neural

1689 jifferentiation. 2002, 20, 1240-5

266

UP REGULATION OF UBIQUITIN C-TERMINAL HYDROLASE IN THE RESPONSE OF THE MOSQUITO
ANOPHELES STEPHENS TO PLASMODIUM YOELII INFECTION. 2002, 9, 23-27

Representational difference analysis uncovers a novel 1IS10-like insertion element unique to

1687 pathogenic strains of Yersinia enterocolitica. 2002, 210, 251-5 7

Use of subtractive hybridization for comprehensive surveys of prokaryotic genome differences.

2002, 211, 175-82

35



CITATION REPORT

Putative in vitro expressed gene fragments unique to Mycobacterium avium subspecies

paratuberculosis. 2002, 214, 199-203 10

1685

Identification of candidate genes for Sjgren’s syndrome using MRL/lpr mouse model of Sjgren’s
syndrome and cDNA microarray analysis. 2002, 81, 171-6

Leishmania mexicana: identification of genes that are preferentially expressed in amastigotes.

1683 5002, 100, 44-53

20

Differential screening technology in the service of ovarian biology. 2002, 3, 13-8

1681 DNA microarrays for functional plant genomics. Plant Molecular Biology, 2002, 48, 99-118 4.6 124

The Naples High- and Low-Excitability rats: selective breeding, behavioral profile, morphometry,
and molecular biology of the mesocortical dopamine system. 2002, 32, 315-33

Early developmentally regulated genes in the arbuscular mycorrhizal fungus Glomus mosseae:
1679 identification of GmGIN1, a novel gene with homology to the C-terminus of metazoan hedgehog 49
proteins. 2002, 244, 129-139

Fungal gene expression in early symbiotic interactions between Laccaria bicolor and red pine. 2002,
244,117-128

A New Planarian Extrachromosomal Virus-like Element Revealed by Subtractive Hybridization. 2002

1677 36, 813-820 11

Annexin VIl is differentially expressed by chondrocytes in the mammalian growth plate during
endochondral ossification and in osteoarthritic cartilage. 2002, 17, 1851-8

1675 Osteocyte-specific monoclonal antibody MAb OB7.3 is directed against Phex protein. 2002, 17, 845-53 54

Expressed sequence tags in larval Arctic charr (Salvelinus alpinus). 2002, 26, 231-238

16 Toxicogenomic effects of neonatal exposure to diethylstilbestrol on mouse testicular gene ;
73 expression in the long term: a study using cDNA microarray analysis. 2002, 63, 17-23 9

Aldolase C/zebrin gene regulation by prolactin during pregnancy and lactation. 2003, 20, 91-100

Oxygen sensing in neuroendocrine cells and other cell types: pheochromocytoma (PC12) cells as an

1671 experimental model. 2003, 14, 277-91

222

ADAMY (a disintegrin and metalloprotease 7) mRNA is suppressed in mouse epididymis by neonatal
exposure to Diethylstilbestrol. 2003, 64, 414-21

1669 Simple sequence repeats as useful resources to study transcribed genes of cotton. 2003, 130, 355-364 58

Gene expression in cadmium-tolerant Datura innoxia: detection and characterization of cDNAs

induced in response to Cd2+. Plant Molecular Biology, 2003, 52, 81-9




(2003-2003)

Differential Gene Expression Analysis by DNA Microarray Technology and Its Application in

1667 Molecular Oncology. 2003, 37, 486-494

Gene expression profiling in ecotoxicology. 2003, 12, 475-83

Epoxide hydrolase: a mRNA induced by the fungal pathogen Alternaria alternata on rough lemon

1665 (Citrus jambhiri Lush). Plant Molecular Biology, 2003, 53, 189-99 46 35

Isolation, sequence analysis, and expression studies of florally expressed cDNAs in Arabidopsis. 6
Plant Molecular Biology, 2003, 53, 545-63 4-

1663 Transcriptional regulation of the human transferrin gene by GADD153 in hepatoma cells. 2003, 38, 745-55 24

Novel differential gene expression in human cirrhosis detected by suppression subtractive
hybridization. 2003, 38, 577-88

1661 Behavioral genomics and the study of speciation at a porous species boundary. 2003, 106, 261-73 17

Identification of water-deficit responsive genes in maritime pine (Pinus pinaster Ait.) roots. Plant
Molecular Biology, 2003, 51, 249-62

6 Cloning of a NaCl-induced fructose-1, 6-diphosphate aldolase cDNA from Dunaliella salina and its
1659 expression in tobacco. 2003, 46, 49-57

Isolation and expression analysis of salt stress-associated ESTs from contrasting rice cultivars using
a PCR-based subtraction method. 2003, 106, 620-8

1657 Regulation of the expression of the prostate-specific antigen by claudin-7. 2003, 194, 187-97 36

Genomic cloning of novel isotypes of the rainbow trout interleukin-8. 2003, 55, 126-31

16 Molecular characterization of a cDNA encoding putative calcium binding protein, HvCaBP1, induced ;
99 during kernel development in barley (Hordeum vulgare L.). 2003, 22, 64-70 J

A survey of genes differentially expressed during long-term heat-induced chilling tolerance in
citrus fruit. 2003, 218, 65-70

6 Changes in gravitational forces induce modifications of gene expression in A. thaliana seedlings.
1553 2003, 218, 179-85 30

Identification and quantitative expression analysis of genes that are differentially expressed during
conidial germination in Pyrenophora teres. 2003, 270, 147-55

Differential representation of sunflower ESTs in enriched organ-specific cDNA libraries in a small

1651 scale sequencing project. 2003, 4, 40 32

Differential gene expression in CD8+ cells exhibiting noncytotoxic anti-HIV activity. 2003, 311, 400-9

37



CITATION REPORT

16 Dissection of signal-regulated transcriptional modules by signaling pathway interference in
49 oncogene-transformed cells. 2003, 43, 379-91 7

Identity and neuroanatomical localization of messenger RNAs that change expression in the neural
tube of mouse embryos within 1 h after ethanol exposure. 2003, 144, 9-23

Improved subtractive suppression hybridization combined with high density cDNA array screening

1647 identifies differentially expressed viral and cellular genes. 2003, 107, 195-203 10

Isolation and characterization of three diapause-associated transcripts from the Colorado potato
beetle, Leptinotarsa decemlineata. 2003, 49, 161-9

Identification of tissue-specific genes in nasopharyngeal epithelial tissue and differentially
1645 expressed genes in nasopharyngeal carcinoma by suppression subtractive hybridization and cDNA 60
microarray. 2003, 38, 80-90

Genomic screen for genes involved in mammalian craniofacial development. 2003, 35, 73-87

6 Upregulation of the truncated basic hair keratin 1(hHb1-DeltaN) in carcinoma cells by Epstein-Barr
1543 yirus (EBV). 2003, 107, 597-602 4

Cancer/testis-associated genes: identification, expression profile, and putative function. 2003, 194, 272-88

Identification of genes expressed during Xenopus laevis limb regeneration by using subtractive
hybridization. 2003, 226, 398-409 42

Selectively primed adaptive driver RDA (SPAD-RDA): an improved method for subtractive
hybridization. 2003, 71, 150-9

1639 Emerging use of gene expression microarrays in plant physiology. 2003, 4, 216-24 16

Identification of genes that are induced after cadmium exposure by suppression subtractive
hybridization. 2003, 191, 121-31

16 Isolation of a novel antimicrobial peptide gene (Sp-AMP) homologue from Pinus sylvestris (Scots
37 pine) following infection with the root rot fungus Heterobasidion annosum. 2003, 228, 27-31 34

Cold induced expression of plant defensin and lipid transfer protein transcripts in winter wheat.
2003, 117, 195-205

1635 Uncovering genomic differences in human pathogenic Yersinia enterocolitica. 2003, 38, 107-11 12

Progress and new technologies for developing vaccines against gastrointestinal nematode
parasites of sheep. 2003, 25, 283-96

Target genes for OBP3, a Dof transcription factor, include novel basic helix-loop-helix domain

1633 proteins inducible by salicylic acid. 2003, 35, 362-72 82

Towards deciphering phloem: a transcriptome analysis of the phloem of Apium graveolens. 2003,

36, 67-81

38



(2003-2003)

1631 Large-scale identification of leaf senescence-associated genes. 2003, 36, 629-42 290

Embryo-maternal communication in bovine - strategies for deciphering a complex cross-talk. 2003,
38, 276-89

1629 Isolation and characterization of a termite transferrin gene up-regulated on infection. 2003, 12, 1-7 69

Examination of tumour histopathology and gene expression in a neu/S100A4 transgenic model of
metastatic breast cancer. 2003, 84, 173-84

Identification and characterization of a Cryptococcus neoformans ATP binding cassette (ABC)

transporter-encoding gene, CnAFR1, involved in the resistance to fluconazole. 2003, 47, 357-71 105

Stage-specific gene expression of Candida albicans in human blood. 2003, 47, 1523-43

Analysis of differential gene expression supports a role for amyloid precursor protein and a protein 5
kinase C substrate (MARCKS) in long-term memory. 2003, 17, 1073-81 7

In planta induced genes of Puccinia triticina. 2003, 4, 51-6

Use of suppression subtractive hybridization to identify downy mildew genes expressed during
infection of Arabidopsis thaliana. 2003, 4, 501-7 33

Loss of PDCD4 expression in human lung cancer correlates with tumour progression and prognosis.
2003, 200, 640-6

1621 ldentification of MEK1 as a novel target for the treatment of neuropathic pain. 2003, 138, 751-6 79

Novel potential ALL low-risk markers revealed by gene expression profiling with new
high-throughput SSH-CCS-PCR. 2003, 17, 1891-900

Identification of candidate genes for psychosis in rat models, and possible association between

1619 < hizophrenia and the 14-3-3eta gene. 2003, 8, 156-66 55

Arole for receptor tyrosine phosphatase zeta in glioma cell migration. 2003, 22, 6661-8

Overexpression of human Dickkopf-1, an antagonist of wingless/WNT signaling, in human

1617 hepatoblastomas and Wilms' tumors. 2003, 83, 429-34

122

Rapid identification of differentially expressed genes by combination of SSH and MOS. 2003, 83, 759-61

Uncoupling protein-2 prevents neuronal death and diminishes brain dysfunction after stroke and

1615 brain trauma. 2003, 9, 1062-8 433

A T-type calcium channel required for normal function of a mammalian mechanoreceptor. 2003, 6, 724-30

39



CITATION REPORT

1613 Putative targets of CNS melanocortin receptor activity. 2003, 994, 211-7 1

Application of microarray technology in environmental and comparative physiology. 2003, 65, 231-59

c¢DNA cloning and expression of bacteria-induced Hdd11 gene from eri-silkworm, Samia cynthia

1611 cini 2003, 136, 337-337

Assessing gene expression variation in normal human tissues using GeneTag, a novel, global,
sensitive profiling method. 2003, 101, 199-217

1609 Analysis of VEGF-responsive genes involved in the activation of endothelial cells. 2003, 2, 25 62

Identification of genes in thyrocytes regulated by unfolded protein response by using disulfide
bond reducing agent of dithiothreitol. 2003, 26, 132-7

1607 Vaccine adjuvant technology: from mechanistic concepts to practical applications. 2003, 2, 327-35 38

The use of suppression subtractive hybridization for the study of SDF-1alpha induced
gene-expression in human endothelial cells. 2003, 17, 245-52

Transcriptional profiling of Medicago truncatula roots after infection with Aphanomyces euteiches

1605 (oomycota) identifies novel genes upregulated during this pathogenic interaction. 2003, 63, 17-26 42

Identification of differentially expressed genes in the mutualistic association of tall fescue with
Neotyphodium coenophialum. 2003, 63, 305-317

Molecular characterization of NF-HEV, a nuclear factor preferentially expressed in human high

1603 endothelial venules. 2003, 163, 69-79 351

Identification of genes up-regulated in urothelial tumors: the 67-kd laminin receptor and
tumor-associated trypsin inhibitor. 2003, 163, 493-504

c¢DNA cloning and expression of bacteria-induced Hdd11 gene from eri-silkworm, Samia cynthia

1601 icini 2003, 136, 337-42

12

Microarray analysis of genes controlled by progesterone in human endometrial stromal cells in
vitro. 2003, 17, 271-80

Construction of a gamete-enriched gene pool and RNAi-mediated functional analysis in
1599 Dictyostelium discoideum. 2003, 120, 965-75 29

Identification of differentially expressed genes like cofilin2 in growing collateral arteries. 2003,
300, 751-6

L PCR-based subtraction analyses for upregulated gene transcription in cadmium-exposed rat lung
597 type 2 epithelial cells. 2003, 308, 133-8 3

Increase in the number of integrinbeta1-immunoreactive monocyte-lineage cells in

experimentally-induced adenomyosis in mice. 2003, 73, 907-16

40



(2003-2003)

1595 HCgp-39 gene is upregulated in glioblastomas. 2003, 198, 203-10 51

Extensive changes in liver gene expression induced by hereditary tyrosinemia type | are not
normalized by treatment with 2-(2-nitro-4-trifluoromethylbenzoyl)-1,3-cyclohexanedione (NTBC).
2003, 39,901-9

Identification of differentially expressed genes during flower development in carnation (Dianthus L
1593 caryophyllus). 2003, 165, 291-297 5

Isolation of cDNAs differentially expressed in response to drought stress and characterization of
the Ca-LEAL1 gene encoding a new family of atypical LEA-like protein homologue in hot pepper
(Capsicum annuum L. cv. Pukang). 2003, 165, 471-481

Identification of Physcomitrella patens genes specific of bud and gametophore formation. 2003,
59T 165, 1267-1274 9

Molecular cloning and characterisation of a carp (Cyprinus carpio) cytokine-like cDNA that shares
sequence similarity with IL-6 subfamily cytokines CNTF, OSM and LIF. 2003, 27, 127-36

18 Identification of immunorelevant genes from greater wax moth (Galleria mellonella) by a
599 subtractive hybridization approach. 2003, 27, 207-15 94

Expression analysis of subtractively enriched libraries (EASEL): a widely applicable approach to the
identification of differentially expressed genes. 2003, 57, 17-33

Evaluation of a novel method based on amplification of DNA fragments surrounding rare
1587 restriction sites (ADSRRS fingerprinting) for typing strains of vancomycin-resistant Enterococcus 28 20
faecium. Journal of Microbiological Methods, 2003, 52, 341-51

Regulation of ipsilateral and contralateral bovine oviduct epithelial cell function in the
postovulation period: a transcriptomics approach. 2003, 68, 1170-7

18 Detection of genetic diversity in linear plasmids 28-3 and 36 in Borrelia burgdorferi sensu stricto
595 isolates by subtractive hybridization. 2003, 35, 269-78

Differential gene expression profiles in embryonic, adult-injured and adult-uninjured rat spinal
cords. 2003, 24, 555-67

1583 Gene expression profiling--a new approach in the study of myocardial ischemia. 2003, 12, 180-5 16

Differential gene expression analysis in fish exposed to endocrine disrupting compounds. 2003,
136, 149-61

<81 c¢DNA cloning and characterization of a novel SNX gene differentially expressed in previtellogenic
5 oocytes of gibel carp. 2003, 136, 451-61

Cloning, characterization, and mRNA expression analysis of novel human fetal cochlear cDNAs.

2003, 82, 480-90

L Evaluation of differentially expressed genes by a combination of cDNA array and RAP-PCR using
579 the Atlasimage 2.0 software. 2003, 21, 161-6 7

Identification by subtractive suppression hybridization of bacteria-induced genes expressed in

Manduca sexta fat body. 2003, 33, 541-59

41



1577

75

1573

1571

1569

1567

1565

1563

1561

CITATION REPORT

IL-10 induces gene expression in macrophages: partial overlap with IL-5 but not with IL-4 induced ;
genes. 2003, 24, 46-56 4

Genomics and the search for novel biomarkers in toxicology. 2003, 8, 79-92

Characterizing the stress/defense transcriptome of Arabidopsis. 2003, 4, R20 157

Generation of cDNA Libraries. 2003,

Plant Functional Genomics. 2003, 2

Root factors induce mitochondrial-related gene expression and fungal respiration during the
developmental switch from asymbiosis to presymbiosis in the arbuscular mycorrhizal fungus
Gigaspora rosea. 2003, 131, 1468-78

cDNA cloning and expression analysis of the rice (Oryza sativa L.) RNase L inhibitor. 2003, 14, 295-301 8

The Genus Yersinia. 2003,

A member of the germin-like protein family is a highly conserved mycorrhiza-specific induced gene.
2003, 44, 1208-14 44

Novel virulence-associated type Il secretion system unique to high-pathogenicity Yersinia
enterocolitica. 2003, 71, 1872-9

A novel small heat shock protein gene, vis1, contributes to pectin depolymerization and juice
viscosity in tomato fruit. 2003, 131, 725-35 59

Novel amplification of DNA in a hairpin structure: towards a radical elimination of PCR errors from
amplified DNA. 2003, 31, e26

Ciclopirox olamine treatment affects the expression pattern of Candida albicans genes encoding
virulence factors, iron metabolism proteins, and drug resistance factors. 2003, 47, 1805-17 97

Aluminium-responsive genes in sugarcane: identification and analysis of expression under oxidative
stress. 2003, 54, 1163-74

Cloning and characterization of a novel GRP78-binding protein in the rat brain. Journal of Biological
Chemistry, 2003, 278, 10531-7 >4

Identification of a gene encoding heat-resistant agglutinin in Escherichia coli as a putative virulence

factor in urinary tract infection. 2003, 41, 285-9

Microarray and suppression subtractive hybridization analyses of gene expression in
pheochromocytoma cells reveal pleiotropic effects of pituitary adenylate cyclase-activating 51
polypeptide on cell proliferation, survival, and adhesion. 2003, 144, 2368-79

Cardiac transcriptome analysis in obesity-related hypertension. 2003, 41, 414-21

42



(2003-2003)

L Gene expression profiling of preneoplastic liver disease and liver cancer: a new era for improved
559 early detection and treatment of these deadly diseases?. 2003, 24, 363-9 47

Overexpression of FABP7 in Down syndrome fetal brains is associated with PKNOX1 gene-dosage
imbalance. 2003, 31, 2769-77

1557 Ischemic preconditioning of renal tissue: identification of early up-regulated genes. 2003, 93, e107-16 8

Regulation of host cell transcriptional physiology by the avian pneumovirus provides key insights
into host-pathogen interactions. 2003, 77, 4899-910

Differential localization and function of ADP-ribosylation factor-6 in anergic human T cells: a
1555 potential marker for their identification. 2003, 171, 1691-6 5

Suppression subtractive hybridization identifies distinctive expression markers for coronary and
internal mammary arteries. 2003, 23, 425-33

1553 The Blood-Brain Barrier. 2003, 16

Application of Differential Display RT-PCR and EST/Microarray Technologies to the Analysis of
Gene Expression in Response to Drought Stress and Elimination of Aflatoxin Contamination in Corn
and Peanut. 2003, 22, 287-312

1551 The potato [Phytophthora infestans interaction transcriptome. 2003, 25, 226-231 11

Renal epithelial gene expression profile and bismuth-induced resistance against cisplatin
nephrotoxicity. 2003, 22, 535-40

1549 A root-specific O-methyltransferase gene expressed in salt-tolerant barley. 2003, 67, 966-72 6

Molecular Differentiation and Detection of Ginseng-Adapted Isolates of the Root Rot Fungus
Cylindrocarpon destructans. 2003, 93, 1533-42

L Overexpression of the disease resistance gene Pto in tomato induces gene expression changes
547 similar to immune responses in human and fruitfly. 2003, 132, 1901-12 44

The novel murine Ca2+-binding protein, Scarf, is differentially expressed during epidermal
differentiation. Journal of Biological Chemistry, 2003, 278, 47827-33

1545 Transcriptional analysis of the response of poultry species to respiratory pathogens. 2003, 82, 885-92 8

Tumor Suppressor Genes. 2003,

L Cloning of a gene encoding an Alt a 1 isoallergen differentially expressed by the necrotrophic
543 fungus Alternaria brassicicola during Arabidopsis infection. 2003, 69, 2361-4 37

Transcriptional changes in response to arbuscular mycorrhiza development in the model plant

Medicago truncatula. 2003, 16, 306-14

43



1541

L)

1531

=525

CITATION REPORT

Sequence polymorphism of the 16S rRNA gene of Vibrio vulnificus is a possible indicator of strain
virulence. 2003, 41, 442-6 135

A polyketide synthase gene required for ochratoxin A biosynthesis in Aspergillus ochraceus. 2003,
149, 3485-3491

Transcriptomics and proteomics of human skin. 2003, 1, 326-41 14

Characterization of mouse short-chain aldehyde reductase (SCALD), an enzyme regulated by sterol
regulatory element-binding proteins. Journal of Biological Chemistry, 2003, 278, 32380-9

Molecular characterization of Brucella abortus chromosome Il recombination. 2003, 185, 6130-6 13

NYD-SP16, a novel gene associated with spermatogenesis of human testis. 2003, 68, 190-8

Isolation of differentially expressed genes in conceptuses and endometrial tissue of sows in early

gestation. 2003, 69, 1697-706 21

Gene expression in mouse oocytes and preimplantation embryos: use of suppression subtractive
hybridization to identify oocyte- and embryo-specific genes. 2003, 68, 31-9

Transcriptome profiling and the pathogenesis of diabetic complications. 2003, 14, S279-83 29

Identification of a novel, embryonal carcinoma cell-associated molecule, nucling, that is
up-regulated during cardiac muscle differentiation. 2003, 133, 429-36

Genetic suppressor elements in the characterization and identification of tumor suppressor genes. L
Methods in Molecular Biology, 2003, 222, 413-36 45

Construction of a normalized cDNA library by mRNA-cDNA hybridization and subtraction. Methods
in Molecular Biology, 2003, 221, 33-40

Generation of full-length cDNA libraries enriched for differentially expressed genes. Methods in ;
Molecular Biology, 2003, 221, 223-37 4

Isolation of symbiotically expressed genes from the dinoflagellate symbiont of the solitary
radiolarian Thalassicolla nucleata. 2003, 204, 210-4

Blood-brain barrier genomics. 2003, 89, 401-18 1

Suppression subtractive hybridization for identification and functional analysis of tumor suppressor
genes. Methods in Molecular Biology, 2003, 222, 453-62

Precious cells contain precious information: strategies and pitfalls in expression analysis from a few
cells. Methods in Molecular Biology, 2003, 236, 59-78

Differential gene expression in well-regulated and dysregulated pancreatic beta-cell (MING6)

sublines. 2003, 144, 1368-79

44



(2004-2003)

1523 MOLECULAR AND PHYSIOLOGICAL MECHANISMS OF BUD DORMANCY REGULATION. 2003, 437-453 11

Blood-brain barrier drug targeting: the future of brain drug development. 2003, 3, 90-105, 51

Identification of endothelial cell genes by combined database mining and microarray analysis. 2003,
1521 99
13, 249-62
Identification of differentially expressed genes representing dendritic cell precursors and their
progeny. 2003, 102, 1661-9

1519 Microarrays in Cancer: Research and Applications. 2003, 34, S4-S15 29

Trigger factor-mediated prolyl isomerization influences maturation of the Streptococcus pyogenes
cysteine protease. 2003, 185, 3661-7

Identification of virulence genes in bacterial fish pathogens: a genomic and proteomic approach.
1517 2003, 340-351

Dynamic expression of RGS4 in the developing nervous system and regulation by the neural
type-specific transcription factor Phox2b. 2003, 23, 10613-21

Identification of differentially expressed genes associated with colorectal cancer liver metastasis.

1515 2003, 35, 327-36 12

Development of a DNA Microarray for Toxicology Based on Hepatotoxin-Regulated Sequences.
2003, 111, 863-864

1513 Kindred DNA amplification from two distinct populations of cDNA fragments. 2003, 34, 994-1000 3

Retinoids: pleiotropic agents of therapy for vascular diseases?. 2003, 3, 31-57

1511 Functional genomics in forage and turf - present status and future prospects. 2003, 2, 521-527 4

Degenerate suppression PCR identifies the beta2-adrenergic receptor as upregulated by neuronal
differentiation. 2003, 11, 105-16

Size-selection of cDNA libraries for the cloning of cDNAs after suppression subtractive

1599 hybridization. 2003, 35, 72-8 20

Early high expression of IP-10 in F344 rats resistant to Sendai virus-induced airway injury. 2003, 285, L1263-9

High-throughput screening of suppression subtractive hybridization cDNA libraries using DNA 5
1507 microarray analysis. 2004, 37, 818-24 9

Functional genomics approach to hypoxia signaling. 2004, 96, 765-73

45



1505

1505

1501

1499

A5

Lob

Aares)

1491

1489

CITATION REPORT

Technologies of disease-related gene discovery using preclinical models of stroke. 2005, 104, 253-64 1

SSHSuite: an integrated software package for analysis of large-scale suppression subtractive
hybridization data. 2004, 36, 1043-5

Identifying adaptor contamination when mining DNA sequence data. 2004, 37, 194, 196, 198 7

Identification of genes involved in liver cancer cell growth using an antisense library of phage
genomic DNA. 2004, 36, 246-54

Changes in gene expression associated with stable drug and radiation resistance in small cell lung

cancer cells are similar to those caused by a single X-ray dose. 2004, 161, 495-503 10

Expression Profiling of Growing Collateral Arteries/Hunting for New Genes. 2004, 233-251

Basement membrane-dependent modification of phenotype and gene expression in human retinal 6
pigment epithelial ARPE-19 cells. 2004, 45, 2786-94 4

Analysis of differentially expressed parasite genes and proteins using transcriptomics and
proteomics. Methods in Molecular Biology, 2004, 270, 203-18

Discovery of oxygen-responsive genes in pheochromocytoma cells. 2004, 381, 449-64 4

Cloning and characterization of a novel gene SRG-L expressed in late stages of mouse
spermatogenic cells. 2004, 36, 315-22

Identification of genes associated with morphology in Aspergillus niger by using suppression
subtractive hybridization. 2004, 70, 2474-85 45

Identification of cathepsin B as a mediator of neuronal death induced by Abeta-activated microglial
cells using a functional genomics approach. Journal of Biological Chemistry, 2004, 279, 5565-72

c¢DNA subtraction and cloning in the field of trophoblast/placental development. Methods in ;
Molecular Biology, 2004, 254, 49-66 4

Cochlin, a secreted von Willebrand factor type a domain-containing factor, is regulated by leukemia
inhibitory fFactor in the uterus at the time of embryo implantation. 2004, 145, 1410-8

Mesothelial differentiation as reflected by differential gene expression. 2004, 30, 510-8 29

Parasite Genomics Protocols. 2004,

Statistical approaches in the analysis of gene expression data derived from bone regeneration
specific cDNA microarrays. 2004, 14, 607-28

Structural and functional characterization of gene clusters directing nonribosomal synthesis of

bioactive cyclic lipopeptides in Bacillus amyloliquefaciens strain FZB42. 2004, 186, 1084-96

46



(2004-2004)

1487 Tri1 in Fusarium graminearum encodes a P450 oxygenase. 2004, 70, 2044-51 97

Improving specificity of DNA hybridization-based methods. 2004, 32, e130

3 Galactinol synthase1. A novel heat shock factor target gene responsible for heat-induced synthesis L
1495 o raffinose Family oligosaccharides in Arabidopsis. 2004, 136, 3148-58 95

Single-molecule approach to bacterial genomic comparisons via optical mapping. 2004, 186, 7773-82

3 Cloning and expression of an inhibitor of microbial metalloproteinases from insects contributing to 3
1493 jnnate immunity. 2004, 382, 315-22 5

Tissue-wide expression profiling using cDNA subtraction and microarrays to identify tumor-specific
genes. 2004, 64, 844-56

Determination of genes involved in the early process of embryonic implantation in rhesus monkey

1481 (Macaca mulatta) by suppression subtractive hybridization. 2004, 70, 1365-73 9

Gene Expression Profiling. 2004,

1479 Molecular Biology and Genomics of the Desiccation Tolerant Moss Tortula Ruralis. 2004, 71-89 10

Independent downstream gene expression profiles in the presence of estrogen receptor alpha or
beta. 2004, 71, 1252-61

The Melampsora lini AvrL567 avirulence genes are expressed in haustoria and their products are

1477 recognized inside plant cells. 2004, 16, 755-68 311

Identifying differentially expressed genes in the mammalian retina and the retinal pigment
epithelium by suppression subtractive hybridization. 2004, 106, 74-81

1475 Gene expression profiles define a key checkpoint for type 1 diabetes in NOD mice. 2004, 53, 366-75 27

Identification and validation of cell surface antigens for antibody targeting in oncology. 2004, 11, 659-87

Balanced-PCR amplification allows unbiased identification of genomic copy changes in minute cell
1473 and tissue samples. 2004, 32, e76 52

Handbook of Cancer Vaccines. 2004,

1471 Boron nutrition of cultured tobacco BY-2 cells. IV. Genes induced under low boron supply. 2004, 55, 1441-3 62

Identification of differentially expressed genes in colorectal adenoma compared to normal tissue

by suppression subtractive hybridization. 2004, 24, 987

47



1469

1467

1465

1463

1461

50

1457

455

450

CITATION REPORT

Expression of the heat shock cognate protein HSP73 correlates with tumour thickness of primary
melanomas and is enhanced in melanoma metastases. 2004, 25, 259

Reduction of 9-nitrocamptothecin-triggered apoptosis in DU-145 human prostate cancer cells by
ectopic expression of 14-3-3[12004, 25, 503

Characterization of progenitor-cell-specific genes identified by subtractive suppression
hybridization. 2004, 26, 131-47 4

Stress deprivation enhances manganese superoxide dismutase expression in the rat patellar
tendon.. 2004, 14, 537

Identification of genes differentially expressed in breast cancer cell line SKBR3: Potential
identification of new prognostic biomarkers. 2004, 14, 217 5

Expression pattern of the novel gene EG-1 in cancer. 2004, 10, 3504-8

Identification and molecular cloning of functional chicken IL-12. 2004, 172, 4371-80 71

GABAergic system gene expression predicts clinical outcome in patients with neuroblastoma. 2004,
22,4127-34

Specific PCR assay for a tannin-tolerant selenomonas ruminantium isolate, derived from helicase
coding sequences. 2004, 70, 3180-2 3

Mycobacterium bovis BCG cell wall-specific differentially expressed genes identified by differential
display and cDNA subtraction in human macrophages. 2004, 72, 937-48

Infection-induced up-regulation of the costimulatory molecule 4-1BB in osteoblastic cells and its
inhibitory effect on M-CSF/RANKL-induced in vitro osteoclastogenesis. Journal of Biological 5.4 41
Chemistry, 2004, 279, 13555-63

Gene profiling of cottontail rabbit papillomavirus-induced carcinomas identifies upregulated genes
directly Involved in stroma invasion as shown by small interfering RNA-mediated gene silencing.
2004, 78, 7478-89

Molecular biology of the Burkholderia cepacia complex. 2004, 54, 71-91 4

High-throughput analysis of mMRNA expression: microarrays are not the whole story. 2004, 14, 377-403

Differential gene-expression profiles associated with gastric adenoma. 2004, 90, 216-23 23

Germ Cell Protocols. 2004,

Effect of a C/EBP gene replacement on mitochondrial biogenesis in fat cells. 2004, 18, 1970-5 75

Tracing acquisitions and losses in Yersinia genomes. 2003, 529, 19-23

48



(2004-2004)

Dietary phosphorus-responsive genes in the intestine, pyloric ceca, and kidney of rainbow trout.
1451 2004, 287, R541-50 23

Induced plant signaling and its implications for environmental sensing. 2004, 67, 819-34

The Ca2+/calcineurin-regulated cup gene family in Dictyostelium discoideum and its possible

1449 involvement in development. 2004, 3, 61-71 10

Isolation and partial characterization of a novel pollen-specific cDNA with multiple polyadenylation
sites from wheat. 2004, 36, 467-76

1447 Genomics of Arbuscular Mycorrhizal Fungi. 2004, 4, 379-403 4

Application of gene discovery to varietal improvement in sugarcane. 2004, 70, 167-172

1445 NxFand Fbxo33: novel seizure-responsive genes in mice. 2004, 20, 1819-26 40

Mapping quantitative trait loci and expressed sequence tags related to brown planthopper
resistance in rice. 2004, 123, 342-348

Gene expression patterns to define stages of post-harvest senescence in Alstroemeria petals. 2004,
1443 2 155-68 70

Over-expression of the water and salt stress-regulated Asr1 gene confers an increased salt
tolerance. 2004, 27, 1459-1468

Potato oxysterol binding protein and cathepsin B are rapidly up-regulated in independent defence
1441 pathways that distinguish R gene-mediated and field resistances to Phytophthora infestans. 2004, 46
5, 45-56

Gene expression during infection of wheat roots by the ‘take-all’ fungus Gaeumannomyces
graminis. 2004, 5, 203-16

Coffee (Coffea arabica L.) genes early expressed during infection by the rust fungus (Hemileia 6
1439 yastatrix). 2004, 5, 527-36 9

Differential gene expression induced by chronic levodopa treatment in the striatum of rats with
lesions of the nigrostriatal system. 2004, 90, 1348-58

1437 Strategies for identifying genes that play a role in spinal cord regeneration. 2004, 204, 3-11 13

IdentificationLeptospira santarosaiserovar shermani specific sequences by suppression subtractive
hybridization. 2004, 235, 117-124

Suppressive subtractive hybridization and differential screening identified genes differentially

1435 expressed in yeast and mycelial forms ofOphiostoma piceae. 2004, 238, 175-181 12

Identification of calcium-inducible genes in primary keratinocytes using suppression-subtractive

hybridization. 2004, 13, 163-9

49



CITATION REPORT

L Isolation and characterization of a C-type lectin cDNA specifically expressed in the tip of
433 mouthparts of the flesh fly Sarcophaga peregrina. 2004, 13, 133-40 9

Xyloglucan endotransglucosylase/hydrolase genes in cucumber (Cucumis sativus) - differential
expression during somatic embryogenesis. 2004, 120, 678-685

1AA1 Identification of differentially expressed genes of primary spermatocyte against round spermatid
431 isolated from human testis using the laser capture microdissection technique. 2004, 14, 507-12

Differentially expressed genes in adult fFamilial myelodysplastic syndromes. 2004, 18, 449-59

14> Identification of differentially expressed and developmentally regulated genes in medulloblastoma
429 using suppression subtraction hybridization. 2004, 23, 3444-53

Transcriptional basis of KRAS oncogene-mediated cellular transformation in ovarian epithelial cells.
2004, 23, 4536-55

L Growth inhibition and induction of apoptosis in mesothelioma cells by selenium and dependence
427 on selenoprotein SEP15 genotype. 2004, 23, 5032-40 75

Autocrine stimulation of rhadinovirus-transformed T cells by the chemokine CCL1/1-309. 2004, 23, 8475-85

L Suppression subtractive hybridization and expression profiling identifies a unique set of genes
425 overexpressed in non-small-cell lung cancer. 2004, 23, 7734-45 59

Restriction-mediated differential display (RMDD) identifies pip92 as a pro-apoptotic gene product
induced during focal cerebral ischemia. 2004, 24, 224-36

Differential expression and localization of decorin in human choriodecidual membrane during
1423 preterm and term pregnancy. 2004, 51, 204-10 7

High throughput gene expression profiling: a molecular approach to integrative physiology. 2004,
554,22-30

1421 EKi2 is upregulated specifically in the testis during mouse sex determination. 2004, 4, 135-40 6

Expression of the tudor-related gene Tdrd5 during development of the male germline in mice.
2004, 4, 701-5

AT Temporal changes in gene expression in the liver of male plaice (Pleuronectes platessa) in response
419 o exposure to ethynyl oestradiol analysed by macroarray and Real-Time PCR. 2004, 552, 35-49 33

The molecular signature of polycystic ovary syndrome (PCOS) theca cells defined by gene
expression profiling. 2004, 63, 51-60

a1 Culex pipiens pallens: identification of genes differentially expressed in deltamethrin-resistant and L
417 -susceptible strains. 2004, 79, 75-83 3

Efficient construction of cDNA microarrays utilizing normalized cDNA libraries of Arabidopsis

thaliana. 2004, 97, 85-8

50



(2004-2004)

1415 ldentification of cell surface targets for HIV-1 therapeutics using genetic screens. 2004, 321, 260-73 20

Cloning and expression of type Xll collagen isoforms during bovine adipogenesis. 2004, 72, 113-22

AT Detection of chromosomal regions showing differential gene expression in human skeletal muscle
413 andin alveolar rhabdomyosarcoma. 2004, 5, 68 5

Negative subtraction hybridization: an efficient method to isolate large numbers of
condition-specific cDNAs. 2004, 5, 22

Comparing gene discovery from Affymetrix GeneChip microarrays and Clontech PCR-select cDNA

subtraction: a case study. 2004, 5, 26 66

1411

The Retinome - defining a reference transcriptome of the adult mammalian retina/retinal pigment
epithelium. 2004, 5, 50

Comparison of ESTs from juvenile and adult phases of the giant unicellular green alga Acetabularia

1499 3cetabulum. 2004, 4,3 o

Differential gene expression during wing morph differentiation of the ectoparasitoid Melittobia
digitata (Hym., Eulophidae). 2004, 138, 229-39

Global gene expression analysis comparing bovine blastocysts flushed on day 7 or produced in
1497 yitro. 2004, 68, 288-98 27

Suppression subtractive hybridization coupled with microarray analysis to examine differential
expression of genes in virus infected cells. 2004, 6, 94-104

116 Identification of over-expressed genes in human renal cell carcinoma by combining suppression
495 subtractive hybridization and cDNA library array. 2004, 47, 148-57 5

Suppression subtractive hybridization and microarray identification of estrogen-regulated
hypothalamic genes. 2004, 29, 1189-200

Cloning of a putative monogalactosyldiacylglycerol synthase gene from rice (Oryza sativa L.) plants

1493 andits expression in response to submergence and other stresses. 2004, 219, 450-8 20

Suppression subtractive hybridization-mediated transcriptome analysis from multiple tissues of
aspen (Populus tremuloides) altered in phenylpropanoid metabolism. 2004, 219, 694-704

Identification and analysis of safener-inducible expressed sequence tags in Populus using a cDNA
49T microarray. 2004, 220, 296-306 29
Non-methylated Genomic Sites Coincidence Cloning (NGSCC): an approach to large scale analysis of
hypomethylated CpG patterns at predetermined genomic loci. 2004, 271, 22-32

Identification of genes preferentially expressed in the pathogenic yeast phase of Paracoccidioides
1399 brasiliensis, using suppression subtraction hybridization and differential macroarray analysis. 2004, 48
271, 667-77

Identification of transcripts from a subtraction library which might be responsible for the mild

phenotype in an intrafamilially variable course of Duchenne muscular dystrophy. 2004, 114, 149-56

51



CITATION REPORT

L Differentially expressed genes in neurofibromatosis 1-associated neurofibromas and malignant
397 peripheral nerve sheath tumors. 2004, 107, 159-68 45

Expression profiling of up-regulated plant and fungal genes in early and late stages of Medicago
truncatula-Glomus mosseae interactions. 2004, 14, 253-62

L Identification of immune-relevant genes from atlantic salmon using suppression subtractive
395 hybridization. 2004, 6, 199-214 74

Suppression subtractive hybridization cDNA libraries to identify differentially expressed genes
from contrasting Fish habitats. 2004, 6, 386-99

An integrated technique for identification of differential genes expressed in patients with cancer.
1393 2004, 24, 578-80

Maize genes induced by herbivory and volicitin. 2004, 30, 2543-57

1201 Identification of genes preferentially expressed during wood formation in Eucalyptus. Plant 6 °
39T Molecular Biology, 2004, 55, 263-80 459

Differential expression profiles of growth-related genes in the elongation zone of maize primary
roots. Plant Molecular Biology, 2004, 56, 367-80

3 Isolation and analysis of water stress induced genes in maize seedlings by subtractive PCR and 6
13°9  .DNA macroarray. Plant Molecular Biology, 2004, 55, 807-823 4-

Isolation of ESTs from cacao (Theobroma cacao L.) leaves treated with inducers of the defense
response. 2004, 23, 404-13

Construction of a binary BAC library for an apomictic monosomic addition line of Beta corolliflora in

1387 sugar beet and identification of the clones derived from the alien chromosome. 2004, 108, 1420-5 16

Molecular cloning and characterisation of DESC4, a new transmembrane serine protease. 2004, 61, 2866-77

Identification of a novel cytokine-like transcript differentially expressed in avian gammadelta T

1385 Colls. 2004, 55, 845-54 16

Effect of neonatal exposure to diethylstilbestrol on testicular gene expression in adult mouse:
comprehensive analysis with cDNA subtraction method. 2004, 27, 115-22

148 Cloning and characterization of preferentially expressed genes in an aluminum-tolerant mutant
3°3 derived from Penicillium chrysogenum IFO4626. 2004, 230, 137-42

P704P, P712P, and P775P: A genomic cluster of prostate-specific genes. 2004, 60, 214-26

Optimization of differential display polymerase chain reaction as a bioindicator for the cladoceran

1381 Daphnia magna. 2004, 19, 179-90 7

Protein-trap version 2.1: screening for expressed proteins in mammalian cells based on their

localizations. 2004, 5, 8

52



(2004-2004)

Identification of Wnt responsive genes using a murine mammary epithelial cell line model system.
1379 2004, 4, 6 32

A screen for genes induced in the amygdaloid area during cat odor exposure. 2004, 3, 80-9

1377 Molecular chaperones affect GTP cyclohydrolase | mutations in dopa-responsive dystonia. 2004, 55, 875-8 9

RAD21 and KIAA0196 at 8q24 are amplified and overexpressed in prostate cancer. 2004, 39, 1-10

Identification of ciliary epithelial-specific genes using subtractive libraries and cDNA arrays in the
1375 avian eye. 2004, 229, 529-40 30

Identification of genes regulating sensory neuron genesis and differentiation in the avian dorsal
root ganglia. 2004, 229, 618-29

L HMG box transcription factor gene Hbp1 is expressed in germ cells of the developing mouse testis. ;
373 2004, 230, 366-70 4

Screen for genes differentially expressed during regeneration of the zebrafish caudal fin. 2004,
231,527-41

A sulfatase regulating the migratory potency of oligodendrocyte progenitor cells through tyrosine
1371 phosphorylation of beta-catenin. 2004, 77, 653-61 7

Functional characterization of hepatoma-specific stem cell antigen-2. 2004, 40, 90-103

1369 Blastocystis in humans and animals: new insights using modern methodologies. 2004, 126, 121-44 122

Six genes strongly regulated by mercury in Pisum sativum roots. 2004, 42, 135-42

1367 Gene expression profiling in anaplastic large cell lymphoma and Hodgkin's disease. 2004, 45, 2001-6 11

Identification of transcripts generated during the response of resistant Biomphalaria glabrata to
Schistosoma mansoni infection using suppression subtractive hybridization. 2004, 90, 1034-40

1365 A Pisum sativum glyoxysomal malate dehydrogenase induced by cadmium exposure. 2004, 15, 206-8 5

Molecular Toxicology Protocols. 2004,

1363 Arteriogenesis. 2004, 18

Molecular Breeding of Forage and Turf. 2004,

53



CITATION REPORT

1361 Genomic approaches to hematologic malignancies. 2004, 104, 923-32 111

Screening and analysis of differentially expressed genes from an alien addition line of wheat
Thinopyrum intermedium induced by barley yellow dwarf virus infection. 2004, 47, 1114-21

550 Nodulation-enhanced sequences from the water stress-tolerant tropical legume Sesbania rostrata.
2004,

Gene transcription and regulation of oocyte maturation. 2004, 16, 55

1357 Simple cDNA normalization using kamchatka crab duplex-specific nuclease. 2004, 32, e37 319

Methods to find out the expression of activated genes. 2004, 2, 68

1355 The Application of Gene Ablation and Related Technologies to the Study of Ovarian Function. 2004, 411-432 1

Analysis of transcripts expressed by Eimeria tenella oocysts using subtractive hybridization
methods. 2004, 90, 1245-52

1353 Serial analysis of gene expression (SAGE) during porcine embryo development. 2004, 16, 87 12

Molecular analysis of metastasis in a polyomavirus middle T mouse model: the role of osteopontin.
2004, 6, R157-69

1351 Stroke Genomics. 2004,

A mechanism of impaired mobility of oligodendrocyte progenitor cells in by tenascin C through
modification of wnt signaling*1. 2004,

L Identification of genes involved in the response of haemocytes of Penaeus japonicus by
349 suppression subtractive hybridization (SSH) following microbial challenge. 2004, 17, 121-8 45

The identification of genes from the oyster Crassostrea gigas that are differentially expressed in
progeny exhibiting opposed susceptibility to summer mortality. 2004, 343, 211-20

Discovering genes: the use of microarrays and laser capture microdissection in pain research. 2004,

1347 46, 225-33 18

Identification of differentially expressed genes in human lung squamous cell carcinoma using
suppression subtractive hybridization. 2004, 212, 83-93

A mechanism of impaired mobility of oligodendrocyte progenitor cells by tenascin C through
1345 modification of wnt signaling. 2004, 568, 60-4 25

cAMP inhibits TGFbeta1-induced in vitro angiogenesis. 2004, 569, 105-11

54



(2004-2004)

Identification of genes regulated by oleic acid in Jurkat cells by suppressive subtractive
1343 hybridization analysis. 2004, 576, 320-4

Suppressive subtractive hybridization and differential screening identified genes differentially
expressed in yeast and mycelial fForms of Ophiostoma piceae. 2004, 238, 175-81

Identification of Alternaria brassicicola genes expressed in planta during pathogenesis of
1341 Arabidopsis thaliana. 2004, 41, 115-28 57

Identification of differentially expressed genes in murine mesothelioma cell lines of differing
tumorigenicity using suppression subtractive hybridization. 2004, 1688, 237-44

1339 Temperature may influence and regulate NF-YB expression in toad oocyte. 2004, 313, 802-11 2

New Calicivirus isolated from walrus. 2004, 102, 207-13

Analysis of genes from inner ear developmental-stage cDNA subtraction reveals molecular

1337 regionalization of the otic capsule. 2004, 268, 7-23 18

HGF and ligation of alphavbeta5 integrin induce a novel, cancer cell-specific gene expression
required for cell scattering. 2004, 292, 274-87

Transcriptome variations in human CaCo-2 cells: a model for enterocyte differentiation and its link

1335 toiron absorption. 2004, 83, 772-89 22

EST analysis of genes involved in secondary metabolism in Camellia sinensis (tea), using
suppression subtractive hybridization. 2004, 166, 953-961

Nodulation-enhanced sequences from the water stress-tolerant tropical legume Sesbania rostrata.

1333 2004, 167, 207-216 10

A simple hybridization-based strategy for the generation of non-redundant EST collections case
study in barley (Hordeum vulgare L.). 2004, 167, 629-634

1331 |dentification and expression analysis of BTH induced genes in papaya. 2004, 65, 21-30 15

Genomics for the ecological toolbox. 2004, 19, 439-45

L Mouse homolog of KIAA0143 protein: hearing deficit induces specific changes of expression in
329 auditory brainstem neurons. 2004, 128, 131-40 5

Identification of differentially expressed genes induced in the rat brain by acetyl-L-carnitine as
evidenced by suppression subtractive hybridisation. 2004, 132, 57-63

125 Differential gene expression between alate and dealate queens in the red imported fire ant, 3
327 Solenopsis invicta Buren (Hymenoptera: Formicidae). 2004, 34, 937-49 4

Transcriptional regulation in southern corn rootworm larvae challenged by soyacystatin N. 2004,

34, 1069-77

55



CITATION REPORT

1325 Differentially expressed genes in hypertensive rats developing cerebral ischemia. 2004, 74, 1899-909 7

Differential gene expression in mummichogs (Fundulus heteroclitus) following treatment with
pyrene: comparison to a creosote contaminated site. 2004, 57, 377-95

L Isolation of differentially expressed genes from contaminant exposed European flounder by L
323 suppressive, subtractive hybridisation. 2004, 58, 553-7 7

Identification of transcriptional effects of ethynyl oestradiol in male plaice (Pleuronectes platessa)
by suppression subtractive hybridisation and a nylon macroarray. 2004, 58, 559-63

A subtractive approach to characterize genes with regionalized expression in the gliogenic ventral
1321 neuroepithelium: identification of chick sulfatase 1 as a new oligodendrocyte lineage gene. 2004, 26
25,612-28

Morphological and genetic characterization of swimbladder non-inflation in angelfish Pterophyllum
scalare (Cichlidae). 2004, 230, 13-27

1319 Serotonin regulates mammary gland development via an autocrine-paracrine loop. 2004, 6, 193-203 189

Suppression subtractive hybridization. Methods in Molecular Biology, 2004, 258, 107-34

L Monitoring gene expression changes in bovine oviduct epithelial cells during the oestrous cycle.
1317 2004, 32, 449-66 94

Isolation and characterization of a novel rice gene encoding a putative insect-inducible protein
homologous to wheat Wir1. 2004, 161, 79-85

121 Vesnarinone-mediated alterations of gene expression in cardiac fibroblasts from aortic regurgitant
315 hearts. 2004, 11, 328-36

Development and application of molecular DNA markers in Africa: a South African view. 2004, 70, 152-166

Differential gene expression during HIV-1 infection analyzed by suppression subtractive

1313 hybridization. 2004, 18, 587-96 10

Strategies for measurement of biotransformation enzyme gene expression. Methods in Molecular
Biology, 2005, 291, 387-98

a1t Differential gene expression of human stem progenitor cells derived from early stages of in utero
3 human hematopoiesis. 2004, 103, 2530-40 24

Retinoic acid regulates C/EBP homologous protein expression (CHOP), which negatively regulates

myeloid target genes. 2004, 104, 3911-7

Identification of Flk-1 target genes in vasculogenesis: Pim-1 is required for endothelial and mural

1399 cell differentiation in vitro. 2004, 103, 4536-44 106

Two novel non-cationic defensin-like antimicrobial peptides from haemolymph of the female tick,

Amblyomma hebraeum. 2004, 379, 681-5




(2005-2004)

Identification of Botrytis cinerea genes up-regulated during infection and controlled by the Galpha 6
7" subunit BCG1 using suppression subtractive hybridization (SSH). 2004, 17, 537-46 9

Tobacco genes induced by the bacterial effector protein AvrPto. 2004, 17, 1139-45

L Generation of a bovine oocyte cDNA library and microarray: resources for identification of genes
305 important for follicular development and early embryogenesis. 2004, 19, 84-92 >4

Combination of Suppression Subtractive Hybridization and Microarray Technologies to Enumerate
Biomass-Induced Genes in the Cellulolytic Fungus Trichoderma reesei. 2005, 275-299

170 Identification of Differentially Expressed Genes Using Rapid Subtraction Hybridization: Detailed
303 Methodology for Performing Rapid Subtraction Hybridization. 2005, 3, 47-54

Gene expression analysis using filter cDNA microarrays. 2006, 120, 415-24

1301 Nucleic Acids: Subtractive Hybridization. 2005,

Biochemical and Molecular Aspects of Haploid Embryogenesis. 2005, 73-95

1299 1 Identification of Tumor-Specific Genes. 2005, 3-21 1

Differential polyadenylation of ribosomal RNA during post-transcriptional processing in
Leishmania. 2005, 131, 321-9

Combined transcriptome profiling reveals a novel family of arbuscular mycorrhizal-specific

1297 Medicago truncatula lectin genes. 2005, 18, 771-82 e

Identification of differentially expressed genes in hepatic HepG2 cells treated with acetaminophen
using suppression subtractive hybridization. 2005, 28, 1148-53

1295 Molecular cloning of a cDNA encoding a putative cuticle collagen of Trichinella spiralis. 2005, 132, 31-5 5

Cloning and analysis of a novel cDNA from Trichinella spiralis encoding a protein with an FYVE zinc
finger domain. 2005, 132, 27-30

Modified representational difference analysis: isolation of differentially expressed mRNAs from
1293 rare cell populations. 2005, 336, 221-30

A modified cDNA subtraction to identify differentially expressed genes from plants with universal
application to other eukaryotes. 2005, 345, 149-57

Functional genomics of maize submergence tolerance and cloning of the related gene Sicyp51.

2005, 48, 337-45 18

1291

Transcriptome analysis of ozone-responsive genes in leaves of European beech (Fagus sylvatica L.).

2005, 7,670-6

57



CITATION REPORT

Long-term gene expression in the nucleus accumbens following heroin administration is

1289 subregion-specific and depends on the nature of drug administration. 2005, 10, 91-100 39

Expression profiling methods used in drug abuse research. 2005, 10, 37-46

Functional analysis and secondary expression profiling of candidate genes deregulated in

1287 conjunction with oncogenic Ras signaling. 2005, 45, 63-84

The use of cDNA microarray to identify differentially expressed labor-associated genes within the
human myometrium during labor. 2005, 193, 404-13

1285 Simple and efficient isolation of hematopoietic stem cells from H2K-zFP transgenic mice. 2005, 23, 1617-25 6

Caesium-affected gene expression in Arabidopsis thaliana. 2005, 165, 747-54

Mycorrhiza helper bacterium Streptomyces AcH 505 induces differential gene expression in the

1283 ectomycorrhizal fungus Amanita muscaria. 2005, 168, 205-16

138

Mycorrhiza helper bacteria: a promising model for the genomic analysis of fungal-bacterial
interactions. 2005, 168, 4-8

1281 The 'bricolage’ of the genome elucidated through evolutionary genomics. 2005, 168, 1-4 5

Down-regulation of Dickkopf 3, a regulator of the Wnt signalling pathway, in elderly schizophrenic
subjects. 2005, 94, 520-30

1279 Transcriptome analysis and kidney research: toward systems biology. 2005, 67, 2114-22 21

Differentially expressed genes during seed development in soybean. 2005, 123, 321-330

A cDNA macroarray approach to parasite-induced gene expression changes in a songbird host:
1277 genetic response of house finches to experimental infection by Mycoplasma gallisepticum. 2006, 28
15, 1263-73

Construction and screening of subtracted cDNA libraries from limited populations of plant cells: a
comparative analysis of gene expression between maize egg cells and central cells. 2005, 44, 167-78

L Nitrogen-responsive genes are differentially regulated in planta during Fusarium oxyspsorum f. sp.
275 lycopersici infection. 2005, 6, 459-70

Analysis of genes responding to ultraviolet B irradiation of HaCaT keratinocytes using a cDNA
microarray. 2005, 152, 52-9

1273 Gene knockdown by large circular antisense for high-throughput functional genomics. 2005, 23, 591-9 8

Transcription analysis of peloric mutants of Phalaenopsis orchids derived from tissue culture. 2005,

15, 639-57




(2005-2005)

1271 Gene expression profiles in cells transformed by overexpression of the IGF-I receptor. 2005, 24, 6185-93 33

Expression of immunoglobulin E-dependent histamine-releasing factor in idiopathic nephrotic
syndrome of childhood. 2005, 142, 162-6

Spatio-Temporal Expression Pattern of Six Novel Candidate Genes in Ginsenoside Biosynthesis

1269 from Panax ginseng C. A. Meyer. 2005, 47, 622-631

Nylon Filter Arrays Reveal Differential Expression of Expressed Sequence Tags in Wheat Roots
Under Aluminum Stress. 2005, 47, 839-848

1267 Expression of an olfactomedin-related gene in rat hair follicular papilla cells. 2005, 125, 24-33 10

Identification of differentially expressed genes in the developing mouse inferior colliculus. 2005,
159, 29-35

1265 The possible etiopathogenic genes of Sjgren’s syndrome. 2005, 4, 479-84 11

In silico analysis of angiogenesis associated gene expression identifies angiogenic stage related
profiles. 2005, 1755, 121-34

Differential profile of genes expressed in hemocytes of White Spot Syndrome Virus-resistant
1263 shrimp (Penaeus japonicus) by combining suppression subtractive hybridization and differential 118
hybridization. 2005, 66, 39-45

Echinostoma paraensei: differential gene transcription in the sporocyst stage. 2005, 109, 94-105

cDNA representational difference analysis used in the identification of genes related to the aging

1261 process in rat kidney. 2005, 126, 882-91 7

Development of a coral cDNA array to examine gene expression profiles in Montastraea faveolata
exposed to environmental stress. 2005, 51, 507-23

1259 Resolving mechanisms of toxicity while pursuing ecotoxicological relevance?. 2005, 51, 635-48 75

Hypoxia-activated genes from early placenta are elevated in preeclampsia, but not in Intra-Uterine
Growth Retardation. 2005, 6, 111

SSH adequacy to preimplantation mammalian development: scarce specific transcripts cloning

1257 despite irregular normalisation. 2005, 6, 155 20

Evaluation of the similarity of gene expression data estimated with SAGE and Affymetrix
GeneChips. 2005, 6, 91

Bacillus thuringiensis Cry1Ca-resistant Spodoptera exigua lacks expression of one of four

1255 Aminopeptidase N genes. 2005, 6, 96 127

Pscroph, a parasitic plant EST database enriched for parasite associated transcripts. 2005, 5, 24

59



CITATION REPORT

L Segment-specific muscle degeneration is triggered directly by a steroid hormone during insect
253 metamorphosis. 2005, 62, 164-77

Bone morphogenetic protein-2 induces expression of murine zinc finger transcription factor
ZNF450. 2005, 94, 202-15

Phospholipid transfer protein (PLTP) mRNA expression is stimulated by developing embryos in the

1251 4viduct. 2005, 95, 740-9

21

Identification of transcripts specific for physiological gene activation by platelet-derived growth
factor (PDGF)-B in intact brain tissue. 2005, 95, 859-67

1249 AGR2, an androgen-inducible secretory protein overexpressed in prostate cancer. 2005, 43, 249-59 115

Transcriptome analysis of a human colorectal cancer cell line shows molecular targets of insulin-like
growth factor-binding protein-4 overexpression. 2005, 113, 588-99

Differential expression of insulin-like growth factor binding protein 1 and ferritin light polypeptide
1247 in gestational trophoblastic neoplasia: combined cDNA suppression subtractive hybridization and 9
microarray study. 2005, 104, 2409-16

Gene analysis for exploring the effects of drugs in rheumatoid arthritis. 2005, 52, 2248-56

1245 Overview of Differential Gene Expression by High-Throughput Analysis. 2005, 167-190

Phenotypic characteristics of mouse lung adenoma induced by
4-(methylnitrosamino)-1-(3-pyridyl)-1-butanone. 2005, 42, 121-6

Isolation of a partial sequence of a putative nucleotide sugar epimerase, which may involve in

1243 stamen development in cucumber (Cucumis sativus L.). 2005, 111, 1300-7 18

Enhancement of mitochondrial gene expression in the liver of primary biliary cirrhosis. 2005, 31, 24-30

1oA1 Expression of a microsporocyte-specific gene encoding dihydroflavonol 4-reductase-like protein is
24 developmentally reqgulated during early microsporogenesis in rice. 2005, 18, 65-74 7

Changes in gene expression during dehardening of cold-hardened winter rye (Secale cereale L.)

leaves and potential role of a peptide methionine sulfoxide reductase in cold-acclimation. 2005,

220, 941-50

Identification of genes responsive to brown planthopper Nilaparvata lugens Stal (Homoptera: 6
1239 Delphacidae) feeding in rice. 2005, 221, 105-12 )

Identification and cloning of a submergence-induced gene OsGGT (glycogenin glucosyltransferase)
from rice (Oryza sativa L.) by suppression subtractive hybridization. 2005, 221, 437-45

5 Identification of growth phenotype-related genes in Aspergillus oryzae by heterologous L
37 macroarray and suppression subtractive hybridization. 2005, 273, 33-42 9

Identification by suppression subtractive hybridization of genes that are differentially expressed

between near-isogenic maize lines in association with sugarcane mosaic virus resistance. 2005, 273, 450-61

60



(2005-2005)

1235 Identification of genes expressed during spore germination of Mycosphaerella pinodes. 2005, 71, 190-195 2

Differential expression of a V-type ATPase C subunit gene, Atp6v1c2, during culture of rat lung
type Il pneumocytes. 2005, 12, 899-911

Identification and characterization of differentially expressed ESTs of Gossypium barbadense
1233 infected by Verticillium dahliae with suppression subtractive hybridization. 2005, 39, 191-199 25

Association between SCMV Resistance and Macroarray-based Expression Patterns in Maize Inbreds.
2005, 16, 173-184

1231 Study of tissue-specific CpG methylation of DNA in extended genomic loci. 2005, 70, 596-603 8

Differential expression of genes at stages when regeneration can and cannot occur after injury to
immature mammalian spinal cord. 2005, 25, 407-26

Systemic response to aphid infestation by Myzus persicae in the phloem of Apium graveolens. Plant

1229 Molecular Biology, 2005, 57, 517-40

4.6 125

Analysis of epidermis- and mesophyll-specific transcript accumulation in powdery
mildew-inoculated wheat leaves. Plant Molecular Biology, 2005, 58, 247-67

A GH3-like gene, CcGH3, isolated from Capsicum chinense L. fruit is regulated by auxin and

1227 ethylene. Plant Molecular Biology, 2005, 58, 447-64 46 85

[The NOLA2 and RPS3A genes as highly informative markers for human squamous cell lung cancer].
2005, 31, 195-9

1225 Cancer/testis antigens and gametogenesis: a review and "brain-storming" session. 2005, 5, 4 68

Isolation of cDNAs for Genes Expressed after/during Fertilization and Fruit Set of Melon (Cucumis
melo L.). 2005, 74, 23-30

Adaptor long-range PCR procedure for clone-specific characterization and chromosomal
localization. 2005, 38, 885-8

Profiling of oxygen-modulated gene expression in early human placenta by systematic sequencing
of suppressive subtractive hybridization products. 2005, 22, 99-107

GENOMIC APPROACHES TO POSTHARVEST BIOTIC AND ABIOTIC STRESSES OF CITRUS FRUIT. 2005

1221 547254 3

Effects of grazing program and subsequent finishing on gene expression in different adipose tissue
depots in beef steers. 2005, 83, 1914-23

1219 Special Procedures. 2005, 499-512

Identification of prognosis markers in pediatric high-risk acute lymphoblastic leukemia. 2005, 22, 629-43

61



CITATION REPORT

1217 Two Strategies to Identify Genes Underlying Complex Diseases. 2005, 6, 551-561 2

Distinct molecular portraits of human failing hearts identified by dedicated cDNA microarrays. 2005
, 7,157-65

Identification of novel mediators of NF-kappaB through genome-wide survey of monocyte

1215 adherence-induced genes. 2005, 78, 1366-77 37

Differential gene expression in Festuca under heat stress conditions. 2005, 56, 897-907

Pseudomonas fluorescens and Glomus mosseae trigger DMI3-dependent activation of genes

1213 relatedto a signal transduction pathway in roots of Medicago truncatula. 2005, 139, 1065-77 72

Genomic subtraction followed by dot blot screening of Streptococcus pneumoniae clinical and
carriage isolates identifies genetic differences associated with strains that cause otitis media. 2005,
73,2805-11

1211 The novel gene EG-1 stimulates cellular proliferation. 2005, 65, 6159-66 22

DRO1, a gene down-regulated by oncogenes, mediates growth inhibition in colon and pancreatic
cancer cells. Journal of Biological Chemistry, 2005, 280, 7962-75

2,3,7,8-Tetrachlorodibenzo-p-dioxin (TCDD) induces organ- specific differential gene expression in

1209 male Japanese medaka (Oryzias latipes). 2005, 85, 572-84 57

Human homologue of cement gland protein, a novel metastasis inducer associated with breast
carcinomas. 2005, 65, 3796-805

Collagen triple helix repeat containing 1, a novel secreted protein in injured and diseased arteries,

inhibits collagen expression and promotes cell migration. 2005, 96, 261-8 164

1207

Subtractive hybridization reveals a high genetic diversity in the fish pathogen Photobacterium
damselae subsp. piscicida: evidence of a SXT-like element. 2005, 151, 2659-2669

1205 Genetic profiling of human hepatocellular carcinoma. 2005, 25, 125-32 46

Genes specifically expressed in sexually differentiated female spheroids of Volvox carteri. 2005,
138, 375-82

1203 Plant genome analysis: the state of the art. 2005, 247, 223-84 13

Development of novel diagnostic and prognostic molecular markers for sporadic colon cancer.
2005, 5, 337-52

1201 Breaking Myths on Arbuscular Mycorrhizas in Vitro Biology. 2005, 111-138 24

Suppressive subtractive hybridization of and differences in gene expression content of calcifying

and noncalcifying cultures of Emiliania huxleyi strain 1516. 2005, 71, 2564-75

62



(2005-2005)

1 A glimpse into the expanded genome content of Vibrio cholerae through identification of genes
99 present in environmental strains. 2005, 187, 2992-3001 49

Extensive gene diversity in septicemic Escherichia coli strains. 2005, 43, 66-73

1 Estrogen disruption of neonatal ovine uterine development: effects on gene expression assessed L
97 by suppression subtraction hybridization. 2005, 73, 752-60 5

Identification of DNA sequences specific for Vibrio vulnificus biotype 2 strains by suppression
subtractive hybridization. 2005, 71, 5593-7

Gene expression profiling of bovine endometrium during the oestrous cycle: detection of

195 molecular pathways involved in functional changes. 2005, 34, 889-908 112

Identification of a gene in the process of being lost from the genus Agrostis. 2005, 138, 2386-95

Novel markers of xylogenesis in zinnia are differentially regulated by auxin and cytokinin. 2005,
1193 139, 1821-39 77

A novel receptor kinase involved in jasmonate-mediated wound and phytochrome signaling in
maize coleoptiles. 2005, 46, 870-83

Identification of novel and known oocyte-specific genes using complementary DNA subtraction and

microarray analysis in three different species. 2005, 73, 63-71 6o

1191

Whole-genome experimental identification of insertion/deletion polymorphisms of interspersed
repeats by a new general approach. 2005, 33, e16

Generation of subspecies level-specific microbial diagnostic microarrays using genes amplified

1189 from subtractive suppression hybridization as microarray probes. 2005, 33, e113 24

A novel transcriptome subtraction method for the detection of differentially expressed genes in
highly complex eukaryotes. 2005, 33, e136

Differential expression of procollagen lysine 2-oxoglutarate 5-deoxygenase and matrix
1187 metalloproteinase isoforms in hypothyroid rat ovary and disintegration of extracellular matrix. 12
2005, 146, 2963-75

Differential expression of Ixodes ricinus tick genes induced by blood feeding or Borrelia
burgdorferi infection. 2005, 42, 36-41

1185 EST Data Mining and Applications in Fungal Genomics. 2005, 5, 33-70

Molecular analysis of the hull-less seed trait in pumpkin: expression profiles of genes related to
seed coat development11. 2005, 15, 205-217

1183 Chapter 3 Approaches in proteomics and genomics for eco-toxicology. 2005, 6, 85-116 3

The cyclooxygenase inhibitor indomethacin modulates gene expression and represses the

extracellular matrix protein laminin gamma< in human glioblastoma cells. 2005, 302, 244-52




1181

1179

1177

1175

1173

1171

1169

1167

1165

CITATION REPORT

Differential gene expression in queen-worker caste determination in bumble-bees. 2005, 272, 1145-52 56

Plant Resistance to Arthropods. 2005,

Manganese superoxide dismutase from Biomphalaria glabrata. 2005, 90, 59-63 30

A novel insertion sequence element, IS Yen2, as an epidemiological marker for weakly pathogenic
bioserotypes of Yersinia enterocolitica. 2005, 295, 213-26

Differential gene expressions in arbuscular mycorrhizal-colonized tomato grown under heavy metal
stress. 2005, 162, 634-49 173

Construction of suppression subtractive hybridization libraries and identification of brown
planthopper-induced genes. 2005, 162, 1254-62

Isolation of SFRS3 gene and its differential expression during metamorphosis involving eye 5
migration of Japanese flounder Paralichthys olivaceus. 2005, 1725, 64-70 7

Identification of novel tick salivary gland proteins for vaccine development. 2005, 326, 901-4

nanor, a novel zygotic gene, is expressed initially at the midblastula transition in zebrafish. 2005,
333,722-8

Cloning of the hamster p16 gene 5’ upstream region and its aberrant methylation patterns in
pancreatic cancer. 2005, 333, 1249-53

Identification of a novel gene, HCR2, in aorta of hypercoagulable rats using suppression subtractive
hybridization. 2005, 334, 162-9

Reduced expression of the E-cadherin gene and its aberrant DNA methylation in hamster
pancreatic tumors. 2005, 336, 49-53

DARFA: a novel technique for studying differential gene expression and bacterial comparative
genomics. 2005, 336, 168-74

Brain slice invasion model reveals genes differentially regulated in glioma invasion. 2005, 336, 1227-33

Identification of genes expressed during Drosophila melanogaster gastrulation by using

subtractive hybridization. 2005, 345, 213-24 10

Molecular cloning and characterization of a novel androgen repressible gene expressed in the
prostate epithelium. 2005, 348, 55-63

Identification of a differential gene HUMMLC2B between F1 hybrids Landrace x Yorkshire and their
female parents Yorkshire. 2005, 352, 118-26 79

A novel lebocin-like gene from eri-silkworm, Samia cynthia ricini, that does not encode the

antibacterial peptide lebocin. 2005, 140, 127-31

64



(2005-2005)

Cathepsin C transcripts are differentially expressed in the final stages of oocyte maturation in

1163 kuruma prawn Marsupenaeus japonicus. 2005, 140, 171-81 59

Identification of an intestinal heme transporter. 2005, 122, 789-801

Differential gene expression profile in hepatopancreas of WSSV-resistant shrimp (Penaeus

1161 japonicus) by suppression subtractive hybridization. 2005, 29, 103-12

201

Towards a molecular code for individuality in the absence of MHC: screening for individually
variable genes in the urochordate Ciona intestinalis. 2005, 29, 759-73

1159 Function of the ING family of PHD proteins in cancer. 2005, 37, 1054-65 79

Long chain Fatty acyl-CoA synthetase 5 expression is induced by insulin and glucose: involvement of
sterol regulatory element-binding protein-1c. 2005, 87, 1149-55

Pleiotrophin mediates the neurotrophic effect of cyclic AMP on dopaminergic neurons: analysis of

1157 suppression-subtracted cDNA libraries and confirmation in vitro. 2005, 194, 243-54 20

The submergence-induced gene OsCTP in rice (Oryza sativa L.) is similar to Escherichia coli cation
transport protein ChaC. 2005, 168, 15-22

1155 Identification and transcriptional analysis of powdery mildew-induced barley genes. 2005, 168, 373-380 23

Molecular analysis of lily leaves in response to salicylic acid effective towards protection against
Botrytis elliptica. 2005, 169, 1-9

Isolation and characterization of Coffea genes induced during coffee leaf miner (Leucoptera

1153 coffeella) infestation. 2005, 169, 351-360 18

Identification of genes up-regulated in bacterial-blight-resistant upland cotton in response to
inoculation with Xanthomonas campestris pv. malvacearum. 2005, 67, 319-335

11c1 Expression profiles of inflammatory and immune-related genes in Atlantic salmon (Salmo salar L.)
St at early time post vaccination. 2005, 23, 5488-99 53

Serine proteinase over-expression in relation to deltamethrin resistance in Culex pipiens pallens.

2005, 438, 53-62

1 Screening and identification of differentially expressed transcripts in circulating cells of prostate
49 cancer patients using suppression subtractive hybridization. 2005, 4, 30 5

Differential Expression of Ixodes ricinus Tick Genes Induced by Blood Feeding or Borrelia
burgdorferi Infection. 2005, 42, 36-41

1147 Blood-brain barrier genomics, proteomics, and new transporter discovery. 2005, 2, 151-61 39

Up-regulation of Prl, a subtilisin-like protease, during conidiation in the insect pathogen

Metarhizium anisopliae. 2005, 109, 307-13




CITATION REPORT

1 The use of transcriptomics to address questions in behaviour: production of a suppression o
45 subtractive hybridisation library from dominance hierarchies of rainbow trout. 2005, 78, 695-705 3

Induction of wheat defense and stress-related genes in response to Fusarium graminearum. 2005,
48, 29-40

1143 In Vitro Culture of Mycorrhizas. 2005, 36

Dictyostelium discoideum Protocols. 2006,

1141 RAS Family GTPases. 2006,

Target Discovery and Validation Reviews and Protocols. 2006,

1139 Breast Cancer Research Protocols. 2006, 2

Molecular basis of plant gene expression during aphid invasion: wheat Pto- and Pti-like sequences
are involved in interactions between wheat and Russian wheat aphid (Homoptera: Aphididae). 2006
, 99, 1430-45

1 Cathepsin B and glutathione peroxidase show differing transcriptional responses in the grass
37 shrimp, Palaemonetes pugio following exposure to three xenobiotics. 2006, 40, 3640-5

Competitive metagenomic DNA hybridization identifies host-specific microbial genetic markers in
cow fecal samples. 2006, 72, 4054-60

1135 Seasonally hibernating phenotype assessed through transcript screening. 2005, 24, 13-22 121

Isolation, Cloning, and Identification of Expressed Sequence Tags from the Backfat Tissue in Duroc
and Tongcheng Pigs by mRNA Differential Display. 2006, 5, 141-145

1133 How far are we from a urothelial gene chip?. 2006, 175, 14-5

Upregulated genes in sporadic, idiopathic pulmonary arterial hypertension. 2006, 7, 1

1131 The inflammatory and normal transcriptome of mouse bladder detrusor and mucosa. 2006, 6, 1 17

Identification of differential gene expression in in vitro FSH treated pig granulosa cells using
suppression subtractive hybridization. 2006, 4, 35

1129 Gamete/embryo - oviduct interactions: implications on in vitro culture. 2006, 9, 137-43 45

Identification of genes from Aspergillus oryzae that are preferentially expressed in

membrane-surface liquid culture. 2006, 102, 470-3

66



(2006-2005)

1127 Encyclopedic Reference of Genomics and Proteomics in Molecular Medicine. 2005, 1603-1603

Molecular Biology, Biotechnology and Genomics of Flooding-Associated Low O2 Stress Response in
Plants. 2006, 25, 1-21

Cloning and characterization of an RNase-related protein gene preferentially expressed in rice

1125 stems. 2006, 70, 1041-5

Short-term hyperthermic treatment of Penaeus monodon increases expression of heat shock
protein 70 (HSP70) and reduces replication of gill associated virus (GAV). 2006, 253, 82-90

Differential gene expression in egg cells and zygotes suggests that the transcriptome is restructed

before the first zygotic division in tobacco. 2006, 580, 1747-52 66

1123

Identification of calconectin, a calcium-binding protein specifically expressed by the mantle of
Pinctada margaritifera. 2006, 580, 2435-41

Functional analysis of a calcium-binding transcription factor involved in plant salt stress signaling.

1121 5006, 580, 5251-6 55

A complex gene cluster for indole-diterpene biosynthesis in the grass endophyte Neotyphodium
lolii. 2006, 43, 679-93

Differential screening reveals genes differentially expressed in low- and high-virulence

near-isogenic Phytophthora sojae lines. 2006, 43, 826-39 10

1119

Isolation and characterization of a sodium-dependent phosphate transporter gene in Dunaliella
viridis. 2006, 340, 95-104

Identification of differentially expressed genes in human heart with ventricular septal defect using

117 suppression subtractive hybridization. 2006, 342, 135-44 30

Downregulation of two novel genes in Sl/Sld and W(LacZ)/Wv mouse jejunum. 2006, 346, 491-500

Reduced expression of the Tslc1 gene and its aberrant DNA methylation in rat lung tumors. 2006,

TS5 347,358-62 13

Identification of derlin-1 as a novel growth factor-responsive endothelial antigen by suppression
subtractive hybridization. 2006, 348, 1272-8

Identification of novel candidate genes for globin regulation in erythroid cells containing large

113 deletions of the human beta-globin gene cluster. 2006, 37, 82-90 14

EST-based identification of genes expressed in the liver of adult seabass (Dicentrarchus labrax, L.).
2006, 376, 102-6

Identification and characterization of NYGGF4, a novel gene containing a phosphotyrosine-binding

1t (PTB) domain that stimulates 3T3-L1 preadipocytes proliferation. 2006, 379, 132-40 41

Upregulation of the KIAA1199 gene is associated with cellular mortality. 2006, 239, 71-7




CITATION REPORT

Expression of two vitellogenin genes (vg1 and vg3) in fathead minnow (Pimephales promelas) liver

1109 in response to exposure to steroidal estrogens and androgens. 2006, 63, 337-42

FUNCTIONAL GENOMICS OF STRESS TOLERANCE. 2006, 301-334

Hybridization monitor: a method for identifying differences between complex genomes. Journal of

1107 Microbiological Methods, 2006, 64, 305-15

Identification of pathogenesis-related ESTs in the crucifer downy mildew oomycete
Hyaloperonospora parasitica by high-throughput differential display analysis of distinct phenotypic
interactions with Brassica oleracea. Journal of Microbiological Methods, 2006, 66, 466-78

Acetyl-L-carnitine up-regulates expression of voltage-dependent anion channel in the rat brain.

1105 2006, 48, 673-8

21

GM1 up-regulates Ubiquilin 1 expression in human neuroblastoma cells and rat cortical neurons.
2006, 407, 59-63

Caste-based differences in gene expression in the polyembryonic wasp Copidosoma floridanum.

2006, 36, 141-53 L

1103

Gene expression in the gut of keratin-feeding clothes moths (Tineola) and keratin beetles (Trox)
revealed by subtracted cDNA libraries. 2006, 36, 584-92

From insects to human hosts: Identification of major genomic differences between
1101 entomopathogenic strains of Photorhabdus and the emerging human pathogen Photorhabdus 13
asymbiotica. 2006, 296, 521-30

Expression analysis of a stress-modulated transcript in drought tolerant and susceptible cultivars of
sorghum (Sorghum bicolor). 2006, 163, 570-6

Cloning and characterization of differentially expressed genes of internal breakdown in mango

1099 fryit (Mangifera indica). 2006, 163, 671-9 22

A genome-wide sequence-independent comparative analysis of insertion-deletion polymorphisms
in multiple Mycobacterium tuberculosis strains. 2006, 157, 282-90

1097 Differential expression of U2AF35 in the arthritic joint of avian reovirus-infected chicks. 2006, 114, 49-60 2

Discovery of genes expressed in Hydra embryogenesis. 2006, 289, 466-81

Hepatocyte iron loading capacity is associated with differentiation and repression of motility in the
1995 HepaRG cell line. 2006, 87, 93-103 23

Identification of a novel male reproduction-related gene and its regulated expression patterns in
the prawn, Macrobrachium rosenbergii. 2006, 27, 728-35

Comparison of transcript profiles between near-isogenic maize lines in association with SCMV

1093 resistance based on unigene-microarrays. 2006, 170, 159-169 21

Four specific isogenes of the anthocyanin metabolic pathway are systematically co-expressed with

the red colour of grape berries. 2006, 170, 372-383

68



(2006-2006)

1001 Genes uniquely expressed in vegetative and potassium chlorate induced floral buds of Dimocarpus
9T longan. 2006, 170, 500-510 32

Isolation and identification of up-regulated genes in bermudagrass roots (Cynodon dactylon L.)

grown under petroleum hydrocarbon stress. 2006, 170, 724-731

1089 Isolation and characterization of tomato Hsa32 encoding a novel heat-shock protein. 2006, 170, 976-985 45

Enrichment of bermudagrass genes associated with tolerance to the spring dead spot fungus
Ophiosphaerella herpotricha. 2006, 68, 105-118

1087 Uncovering evolutionary patterns of gene expression using microarrays. 2006, 21, 29-37 104

Microarray screening of suppression subtractive hybridization-PCR cDNA libraries identifies novel
RNAs regulated by dehydration in the rat supraoptic nucleus. 2006, 24, 163-72

1085 Synectin-dependent gene expression in endothelial cells. 2006, 27, 380-90 13

The ACIN1 Gene is Hypermethylated in Early Stage Lung Adenocarcinoma. 2006, 1, 160-167

1083 Buformin suppresses the expression of glyceraldehyde 3-phosphate dehydrogenase. 2006, 29, 1006-9 7

Transcriptional silencing of Polo-like kinase 2 (SNK/PLK2) is a frequent event in B-cell malignancies.
2006, 107, 250-6

1081 Expression Studies. 2006,

Analysis of Differentially Expressed Genes in Neuroendocrine Carcinomas of the Lung. 2006, 1, 780-786

1079 Analysis of Differentially Expressed Genes in Neuroendocrine Carcinomas of the Lung. 2006, 1, 780-786 12

The ACIN1 Gene is Hypermethylated in Early Stage Lung Adenocarcinoma. 2006, 1, 160-167

Construction of gender-enriched cDNA archives for adult Oesophagostomum dentatum by
1077 suppressive-subtractive hybridization and a microarray analysis of expressed sequence tags. 2006, 42
132, 691-708

Utilizing Molecular Technologies for Bioindicator Research. 2006, 1, 40-59

1075 PCR-based generation of shRNA libraries from cDNAs. 2006, 6, 28 20

The hepatic transcriptome in human liver disease. 2006, 5, 6




1073

1071

1069

1067

1065

1063

1061

1059

1057

CITATION REPORT

Molecular and immunological characterization of allergens from the entomopathogenic fungus ;
Beauveria bassiana. 2006, 4, 12 4

Oligonucleotide microarrays for studying the effects of Ras signal transduction on the genetic
program. 2006, 6, 209-218

Identification of breast cancer metastasis-associated proteins in an isogenic tumor metastasis
model using two-dimensional gel electrophoresis and liquid chromatography-ion trap-mass 124
spectrometry. 2006, 6, 3352-68

Identification of differentially expressed genes induced by angiotensin Il in rat cardiac fibroblasts.
2006, 33, 41-6

Analysis of strawberry genes differentially expressed in response to Colletotrichum infection. 2006
, 128, 633-650

Npas4, a novel helix-loop-helix PAS domain protein, is regulated in response to cerebral ischemia.
2006, 24, 2705-20

Identification of differentially expressed genes in Tetrahymena thermophila in response to L
dichlorodiphenyltrichloroethane (DDT) by suppression subtractive hybridization. 2006, 8, 1122-9 J

Isolation of a viable but non-culturable suppression mutant of Vibrio vulnificus: role of antioxidant
enzymes in surviving stationary phase and low temperatures. 2006, 72, 656-664

New approaches to gene discovery with animal models of obesity and diabetes. 2002, 967, 403-13 12

Comprehensive regional and temporal gene expression profiling of the rat brain during the First 24
h after experimental stroke identifies dynamic ischemia-induced gene expression patterns, and
reveals a biphasic activation of genes in surviving tissue. 2006, 96, 14-29

Biosynthesis of Wdr16, a marker protein for kinocilia-bearing cells, starts at the time of kinocilia L
formation in rat, and wdr16 gene knockdown causes hydrocephalus in zebrafish. 2007, 101, 274-88 9

Transcript profiling of a xylem vs phloem cDNA subtractive library identifies new genes expressed
during xylogenesis in Eucalyptus. 2006, 170, 739-52

Transcriptome analysis of bud burst in sessile oak (Quercus petraea). 2006, 170, 723-38 99

The bacterium Paenibacillus validus stimulates growth of the arbuscular mycorrhizal fungus
Glomus intraradices up to the formation of fertile spores. 2006, 254, 258-67

Unigque DNA sequences of avian pathogenic Escherichia coli isolates as determined by genomic L
suppression subtractive hybridization. 2006, 262, 193-200 4

Identification of genes from the obligate intracellular plant pathogen, Plasmodiophora brassicae.
2006, 264, 198-204

Stage specific expression of poly(malic acid)-affiliated genes in the life cycle of Physarum
polycephalum. Spherulin 3b and polymalatase. 2006, 273, 1046-55 7

Identification of differentially expressed genes in scarless wound healing utilizing polymerase chain

reaction-suppression subtractive hybridization. 2006, 14, 413-20

70



(2006-2006)

Nutrigenomics: a case study in the measurement of insect response to nutritional quality. 2006,
1055 121,114 32

Genes differentially expressed in oropharyngeal tonsils and mandibular lymph nodes of
tuberculous and nontuberculous European wild boars naturally exposed to Mycobacterium bovis.
2006, 46, 298-312

L Diversity Suppression-Subtractive Hybridization Array for Profiling Genomic DNA Polymorphisms. 1
953 2006, 48, 460-467

Cloning of a Resistance Gene Analog from Wheat and Development of a Codominant PCR Marker
for Pm21. 2006, 48, 715-721

Characterization of genes associated with different phenotypes of human bladder cancer cells.

2006, 38, 602-10 10

1051

Spatial expressions of fibronectin and integrins by human and rodent dermal fibroblasts. 2006, 155, 522-31

1049 Brain site-specific gene expression analysis in Alzheimer's disease patients. 2006, 36, 820-30 72

Phenotypic characterization of endometrial stromal sarcoma of the uterus. 2006, 97, 106-12

L Bioinformatic analysis of expressed sequence tags derived from a compatible Alternaria
947 brassicicola-Brassica oleracea interaction. 2006, 7, 113-24 25

Progress and opportunities in the development of vaccines against mites, fleas and myiasis-causing
flies of veterinary importance. 2006, 28, 165-72

Transcriptional response of Choristoneura fumiferana to sublethal exposure of Cry1Ab protoxin

1045 from Bacillus thuringiensis. 2006, 15, 475-83 =

A naturally occurring epigenetic mutation in a gene encoding an SBP-box transcription factor
inhibits tomato fruit ripening. 2006, 38, 948-52

1043 Endogenous targets of RNA-directed DNA methylation and Pol IV in Arabidopsis. 2006, 25, 2828-36 224

Identification of genes differentially expressed in glioblastoma versus pilocytic astrocytoma using
Suppression Subtractive Hybridization. 2006, 25, 2818-26

1041 Progestin-induced caveolin-1 expression mediates breast cancer cell proliferation. 2006, 25, 7723-39 38

Prestin and the cochlear amplifier. 2006, 576, 37-42

1039 Differential expression of connexin 43 in mouse mammary cells. 2006, 30, 472-9 10

Molecular basis of cell-biomaterial interaction: insights gained from transcriptomic and proteomic

studies. 2006, 27, 5871-82

71



CITATION REPORT

1037 Differential mRNA processing in hematopoietic stem cells. 2006, 24, 662-70 13

Identification of estrogen-responsive genes in the testis of sea bream (Sparus auratus) using
suppression subtractive hybridization. 2006, 73, 318-29

Molecular cloning and characterization of SRG-L, a novel mouse gene developmentally expressed in
1035 spermatogenic cells. 2006, 73, 1075-83 3

Isolation and characterization of genes associated to cotton somatic embryogenesis by suppression
subtractive hybridization and macroarray. Plant Molecular Biology, 2006, 60, 167-83

o Subtractive cDNA libraries identify differentially expressed genes in dormant and growing buds of
33 leafy spurge (Euphorbia esula). Plant Molecular Biology, 2006, 61, 329-44

Comparison of maize brown-midrib isogenic lines by cellular UV-microspectrophotometry and
comparative transcript profiling. Plant Molecular Biology, 2006, 62, 697-714

Transcriptional and metabolic profiles of stress-induced, embryogenic tobacco microspores. Plant

Molecular Biology, 2007, 63, 137-49 46 27

Biotechnology approaches to overcome biotic and abiotic stress constraints in legumes. 2006, 147, 1-24

1029 Transcriptomic approaches to unravel plantpathogen interactions in legumes. 2006, 147, 25-36 24

Identification of differentially expressed sequences in pre-embryogenic tissue of oilseed rape by
suppression subtractive hybridisation (SSH). 2006, 86, 417-421

Spinal cord transcriptome analysis using suppression subtractive hybridization and mirror

1027 orientation selection. 2006, 26, 259-75 4

Isolation and Identification of Gametogenesis-Related Genes in Porphyra Yezoensis (Rhodophyta)
Using Subtracted cDNA Libraries. 2006, 18, 489-496

1025 Cloning and expression of peroxisomal ascorbate peroxidase gene from wheat. 2006, 33, 207-13 20

Identification of heavy metal-induced genes encoding glutathione S-transferases in the arbuscular
mycorrhizal fungus Glomus intraradices. 2006, 17, 1-10

Isolation and characterisation of two wheat beta-expansin genes expressed during male

1023 gametophyte development. 2006, 228, 13-9 17

Identification of genes showing differential expression between morphs in developing flowers of
Primula vulgaris. 2006, 19, 63-72

NYD-SP15: a novel gene potentially involved in regulating testicular development and 6

1021 spermatogenesis. 2006, 44, 409-23

Isolation and characterization of a lipid transfer protein expressed in ripening fruit of Capsicum

chinense. 2006, 223, 672-83

72



(2006-2006)

Identification of differentially expressed genes in seeds of two near-isogenic Brassica napus lines

1019 \yith different oil content. 2006, 224, 952-62 43

Molecular identification and expression of differentially regulated genes of the European flounder,
Platichthys flesus, submitted to pesticide exposure. 2006, 8, 275-94

Discovery of the genes in response to white spot syndrome virus (WSSV) infection in

1017 Fenneropenaeus chinensis through cDNA microarray. 2006, 8, 491-500 145

Fusarium graminearum-induced changes in gene expression between Fusarium head
blight-resistant and susceptible wheat cultivars. 2007, 7, 69-77

1015 Molecular plant breeding: achievements in green biotechnology and future perspectives. 2006, 70, 642-50 24

Characterization of the arom gene in Rhizoctonia solani, and transcription patterns under stable
and induced hypovirulence conditions. 2006, 49, 166-77

Genome-wide analysis of differentially expressed genes from Penicillium chrysogenum grown with

1013 4 repressing or a non-repressing carbon source. 2006, 49, 85-96

12

A limiting source of organic nitrogen induces specific transcriptional responses in the extraradical
structures of the endomycorrhizal fungus Glomus intraradices. 2007, 51, 59-70

1011 Embryonic stem cell technology: applications and uses in functional genomic studies. 2006, 2, 31-5 2

Mapping of the rice (Oryza sativa L.) thermo-sensitive genic male sterile gene tms5 with EST and
SSR markers. 2006, 51, 417-420

1009 ldentification of genes associated with cotyledon senescence in upland cotton. 2006, 51, 1085-1094 3

Rapid upregulation ofDehyrin3 andDehydrin4 in response to dehydration is a characteristic of
drought-tolerant genotypes in barley. 2006, 49, 455-462

Gene expression profiles of some immune relevant genes from skin of susceptible and responding
1007 Atlantic salmon (Salmo salar L.) infected with Gyrodactylus salaris (Monogenea) revealed by 33
suppressive subtractive hybridisation. 2006, 36, 1175-83

Blood-brain barrier genomics and proteomics: elucidating phenotype, identifying disease targets
and enabling brain drug delivery. 2006, 11, 792-9

Molecular characterization of a bHLH transcription factor involved in Arabidopsis abscisic

1005 Jcid-mediated response. 2006, 1759, 191-4 27

MDGAT1, an IgSF molecule containing a MAM domain, heterophilically associates with axon- and
muscle-associated binding partners through distinct structural domains. 2006, 1101, 12-9

Isolation and characterization of defense response genes involved in neck blast resistance of rice.

1093 2006, 33, 251-61

Genetic approaches to the improvement of fertility traits in the pig. 2006, 172, 234-47

73



CITATION REPORT

1001 Differential gene expression in Perillus bioculatus nymphs fed a suboptimal artificial diet. 2006, 52, 586-92 17

Differential gene expression in the ookinete stage of the malaria parasite Plasmodium berghei.
2006, 150, 107-13

Differentially profiling the low-expression transcriptomes of human hepatoma using a novel

999 SSH/microarray approach. 2006, 7, 131 16

Novel subtractive transcription-based amplification of mMRNA (STAR) method and its application in
search of rare and differentially expressed genes in AD brains. 2006, 7, 286

Molecular approach to annelid regeneration: cDNA subtraction cloning reveals various novel genes
997 that are upregulated during the large-scale regeneration of the oligochaete, Enchytraeus 25
japonensis. 2006, 235, 2051-70

Expression profiling of the mouse early embryo: reflections and perspectives. 2006, 235, 2437-48

995 EEDA: a protein associated with an early stage of stratified epithelial differentiation. 2006, 206, 103-11 19

Identification of novel genes associated with astrocytoma progression using suppression
subtractive hybridization and real-time reverse transcription-polymerase chain reaction. 2006, 119, 2330-8

Role of eosinophil chemotactic Factor by T lymphocytes on airway hyperresponsiveness in a murine

993 model of allergic asthma. 2006, 35, 103-9 22

Primer Extension Enrichment Reaction (PEER): a new subtraction method for identification of
genetic differences between biological specimens. 2006, 34, e76

991 The cDNA sequencing project. Methods in Molecular Biology, 2006, 346, 31-49 1.4 16

Genomic approaches to early embryogenesis and stem cell biology. 2006, 24, 330-9

989  Effects of Ras signaling on gene expression analyzed by customized microarrays. 2006, 407, 373-87 6

Differential gene expression in response to ventricular unloading in rat and human myocardium.
2006, 54, 381-7

3 Discovery of differentially expressed genes: technical considerations. Methods in Molecular Biology, L
9°7 2007, 360, 115-29 49

Chapter 13 Finding Sensory Neuron Mechanotransduction Components. 2006, 379-414

985  Extracellular matrix dermatopontin modulates prostate cell growth in vivo. 2006, 190, 351-61 26

Preimplantation Embryogenesis. 2006, 261-310

74



(2006-2006)

Subtractive hybridization and optical mapping of the enterotoxigenic Escherichia coli H10407
983 chromosome: isolation of unique sequences and demonstration of significant similarity to the 42
chromosome of E. coli K-12. 2006, 152, 1041-1054

Embryo-induced transcriptome changes in bovine endometrium reveal species-specific and
common molecular markers of uterine receptivity. 2006, 132, 319-31

Subtractive hybridization unravels a role for the ion cotransporter NKCC1 in the murine intestinal

981 Jacemaker. 2006, 290, G1219-27 31

Genetic regulation of planarian head morphogenesis during regeneration. 2006, 73, 295-301

Subtractive hybridization for differential gene expression in mechanically unloaded rat heart. 2006,
979 291, H2714-22 4

Monozygotic twin model reveals novel embryo-induced transcriptome changes of bovine
endometrium in the preattachment period. 2006, 74, 253-64

Differential gene expression and phenotypic plasticity in behavioural castes of the primitively

977 eusocial wasp, Polistes canadensis. 2006, 273, 19-26 66

Encyclopedic Reference of Genomics and Proteomics in Molecular Medicine. 2005, 1616-1620

975 Microarray oligonucleotide probes. 2006, 410, 73-98 53

A circadian rhythm-regulated tomato gene is induced by Arachidonic acid and Phythophthora
infestans infection. 2006, 140, 235-48

Stolbur phytoplasma genome survey achieved using a suppression subtractive hybridization
973 approach with high specificity. 2006, 72, 3274-83 27

Encyclopedic Reference of Genomics and Proteomics in Molecular Medicine. 2005, 1609-1616

971 Encyclopedic Reference of Genomics and Proteomics in Molecular Medicine. 2005, 1650-1655 1

Gene cooption without duplication during the evolution of a male-pregnancy gene in pipefish.

Proceedings of the National Academy of Sciences of the United States of America, 2006, 103, 19407-12 115

6 Differential gene expression profiling in aggressive bladder transitional cell carcinoma compared to
999 the adjacent microscopically normal urothelium by microdissection-SMART cDNA PCR-SSH. 2006, 5, 104-10 4

Encyclopedic Reference of Genomics and Proteomics in Molecular Medicine. 2005, 1603-1608

6 Ovulation-selective genes: the generation and characterization of an ovulatory-selective cDNA L
957 library. 2006, 188, 531-48 4

CAAT/enhancer-binding protein delta and cAMP-response element-binding protein mediate

inducible expression of the nerve growth factor gene in the central nervous system. Journal of
Biological Chemistry, 2006, 281, 17681-8

75



965

963

961

959

957

955

953

oL

949

CITATION REPORT

Differential gene expression in peripheral blood lymphocytes of cancer patients treated with
whole body hyperthermia and chemotherapy: a pilot study. 2006, 22, 625-35 4

Twisted gastrulation modulates bone morphogenetic protein-induced collagen Il and X expression
in chondrocytes in vitro and in vivo. Journal of Biological Chemistry, 2006, 281, 31790-800

Genomic analysis of host-pathogen interaction between Fusarium graminearum and wheat during
early stages of disease development. 2006, 152, 1877-1890 44

Molecular Basis of Plant Gene Expression During Aphid Invasion: Wheat Pto- and Pti-Like
Sequences Are Involved in Interactions Between Wheat and Russian Wheat Aphid (Homoptera:
Aphididae). 2006, 99, 1430-1445

Encyclopedic Reference of Genomics and Proteomics in Molecular Medicine. 2005, 1620-1625

Alternative splicing and expression analysis of OsFCA (FCA in Oryza sativa L.), a gene homologous
to FCA in Arabidopsis. 2006, 17, 31-40

Analysis of ESTs from multiple Gossypium hirsutum tissues and identification of SSRs. 2006, 49, 306-19 39

A suppression subtractive hybridization approach reveals niche-specific genes that may be involved
in predator avoidance in marine Synechococcus isolates. 2006, 72, 2730-7

Cyclosporine A induces titin expression via MAPK/ERK signalling and improves proliferative and 3
invasive potential of human trophoblast cells. 2007, 22, 2528-37 4

Transcript profiling of poplar leaves upon infection with compatible and incompatible strains of the
foliar rust Melampsora larici-populina. 2007, 144, 347-66

A novel molecule "shati" is involved in methamphetamine-induced hyperlocomotion, sensitization,
and conditioned place preference. 2007, 27, 7604-15

Identification of stage-specifically expressed genes of Trichinella spiralis by suppression subtractive
hybridization. 2007, 134, 1443-55

A genomic approach to suberin biosynthesis and cork differentiation. 2007, 144, 419-31 110

Screening of differential expression genes in bone marrow cells of radon-exposed mice. 2007, 70, 964-9

Combined transcriptome and proteome analysis identifies pathways and markers associated with 3
the establishment of rapeseed microspore-derived embryo development. 2007, 144, 155-72 7

Identification and validation of differentially expressed genes in neural tube defects of golden
hamster induced by hyperthermia using suppression subtractive hybridization. 2007, 117, 1193-208

Molecular characterization of plantain class i chitinase gene and its expression in response to

infection by Gloeosporium musarum Cke and Massee and other abiotic stimuli. 2007, 142, 561-70 12

Identification of Urop11, a novel leptin-modulated gene that is upregulated in the hypothalamus of

mice with virus-induced obesity. 2007, 38, 3-17




(2007-2007)

Isolation, identification and expression profile of fourteen differentially expressed sequence tags
947 inthe longissimus dorsi muscle tissues from Meishan, Meishanllarge White cross and Large White 1
pigs. 2007, 4, 9-14

Identification of genes differentially expressed during adventitious shoot induction in Pinus pinea
cotyledons by subtractive hybridization and quantitative PCR. 2007, 27, 1721-30

Plastidial glutathione reductase from Haynaldia villosa is an enhancer of powdery mildew
945 resistance in wheat (Triticum aestivum). 2007, 48, 1702-12 24

Maps of cis-Regulatory Nodes in Megabase Long Genome Segments are an Inevitable Intermediate
Step Toward Whole Genome Functional Mapping. 2007, 8, 137-49

943 Blood-brain barrier genomics. 2007, 38, 686-90 37

Identification of differentially expressed genes in human varicose veins: involvement of matrix gla
protein in extracellular matrix remodeling. 2007, 44, 444-59

941 Estrogen regulation of genes important for K+ channel signaling in the arcuate nucleus. 2007, 148, 4937-51 71

Gene expression profiling in human asthma. 2007, 4, 32-6

Gene expression profiles linked to the hormonal induction of male-effect pheromone synthesis in

939 goats (Capra hircus). 2007, 77, 102-7 10

Transcriptomic approach to the study of osmoregulation in the European eel Anguilla anguilla.
2007, 31, 385-401

937  Transcriptomic and proteomic analyses of pericycle cells of the maize primary root. 2007, 145, 575-88 120

Isolation and characterization of induced genes under drought stress at the flowering stage in
maize (Zea mays). 2007, 18, 445-60

Identification of differentially expressed genes in hepatocyte/endothelial cell co-culture system. o
935 Tissue Engineering, 2007, 13, 159-66 4

Cloning and characterization of a Streptomyces single module type non-ribosomal peptide
synthetase catalyzing a blue pigment synthesis. Journal of Biological Chemistry, 2007, 282, 9073-81 54

High-efficiency thermal asymmetric interlaced PCR for amplification of unknown flanking L
933 sequences. 2007, 43, 649-50, 652, 654 passim 413

Transcriptome analysis of arbuscular mycorrhizal roots during development of the prepenetration
apparatus. 2007, 144, 1455-66

Isolation of genes up-regulated by copper in a copper-tolerant birch (Betula pendula) clone. 2007,
931 27,1243-52 9

Characterization of bacterial operons consisting of two tubulins and a kinesin-like gene by the

novel Two-Step Gene Walking method. 2007, 35, e135

77



929

SR

o

923

921

oG

917

2R

oA

CITATION REPORT

Putative markers of infective life stages in Leishmania (Viannia) braziliensis. 2007, 134, 1689-98 10

Genetic and epidemiological characterization of Middle Point orbivirus, a novel virus isolated from
sentinel cattle in northern Australia. 2007, 88, 3413-3422

Understanding broad-spectrum durable resistance in rice. 2007, 6

Somaclonal Variation in Orchids. 2007, 65-76

Identification of differential expression of genes in hepatocellular carcinoma by suppression
subtractive hybridization combined cDNA microarray. 2007, 18, 943

Introducing Grafted Cucurbits to Modern Agriculture: The Israeli Experience. 2007, 91, 916-923

Twisted gastrulation (Tsg) is regulated by Tob and enhances TGF-beta signaling in activated T

lymphocytes. 2007, 109, 2944-52 1T

EST-based identification of genes expressed in perch (Perca fluviatilis, L.). 2007, 14, 117-27

Isolation of dehydration-responsive genes in a drought tolerant common bean cultivar and
expression of a group 3 late embryogenesis abundant mRNA in tolerant and susceptible bean 18
cultivars. 2007, 34, 368-381

Role of insulin and growth hormone/insulin-like growth factor-I signaling in lifespan extension:
rodent longevity models for studying aging and calorie restriction. 2007, 8, 423-8

Identification of differentially expressed genes from the cross-subfamily cloned embryos derived

from zebrafish nuclei and rare minnow enucleated eggs. 2007, 68, 1282-91 16

Identification of genes involved in proanthocyanidin biosynthesis of persimmon (Diospyros kaki)
fruit. 2007, 172, 1037-1047

Comprehensive analysis of early response genes to two different microbial elicitors in tobacco ;
cells. 2007, 173, 291-301 7

Identification by suppression subtractive hybridization and expression analysis of Medicago
truncatula putative defence genes in response to Orobanche crenata parasitization. 2007, 70, 49-59

Differential gene expression profiles in the hippocampus of senescence-accelerated mouse. 2007,
28,497-506

Sensitization to the conditioned rewarding effects of morphine modulates gene expression in rat
hippocampus. 2007, 52, 430-5

Spinal cord transcriptional profile analysis reveals protein trafficking and RNA processing as ;
prominent processes regulated by tactile allodynia. 2007, 144, 144-56 3

Isolation and characterization of a regulator of G protein signaling (RGS16) gene homologue in

yellow grouper Epinephelus awoara. 2007, 270, 493-498




(2007-2007)

Differentially expressed genes of Tetrahymena thermophila in response to tributyltin (TBT)

identified by suppression subtractive hybridization and real time quantitative PCR. 2007, 81, 99-105 21

911

Screen for genes in periaqueductal grey of male Wistar rats related to reduced exploratory activity
in the elevated plus-maze. 2007, 183, 8-17

Aberrant DNA methylation of the 5’ upstream region of Tslc1 gene in hamster pancreatic tumors.
999 2007, 353, 522-6 7

Molecular cloning and functional identification of a novel phenylacetyl-CoA ligase gene from
Penicillium chrysogenum. 2007, 360, 453-8

o Use of suppression subtractive hybridization PCR for the development of cDNA arrays for the
997 detection of endocrine disruption in carp (Cyprinus carpio). 2007, 2, 18-33 3

Suppression subtractive hybridization library prepared from the copepod Calanus finmarchicus
exposed to a sublethal mixture of environmental stressors. 2007, 2, 250-6

Ribosomal protein L24 is differentially expressed in ovary and testis of the marine shrimp

905 Marsupenaeus japonicus. 2007, 147, 466-74 26

Differential expression and functional constraint of PRL-2 in hibernating bat. 2007, 148, 375-81

Systemic analysis of the differential gene expression profile in a colonic adenoma-normal SSH L
993 library. 2007, 378, 42-7 9

Temperature modifies gene expression in subcuticular epithelial cells of white spot syndrome
virus-infected Litopenaeus vannamei. 2007, 31, 23-9

Rhodnius prolixus: identification of immune-related genes up-regulated in response to pathogens

991 and parasites using suppressive subtractive hybridization. 2007, 31, 109-20

Profiling of differentially expressed genes in hepatopancreas of white spot syndrome
virus-resistant shrimp (Litopenaeus vannamei) by suppression subtractive hybridisation. 2007, 22, 520-34

3 Identification of differentially expressed genes in lipopolysaccharide-stimulated yellow grouper ;
9 Epinephelus awoara spleen. 2007, 23, 354-63 9

Differential expression of immune-related genes and transposable elements in black tiger shrimp
(Penaeus monodon) exposed to a range of environmental stressors. 2007, 23, 1072-88

Differential expression of genes in pyrethroid resistant and susceptible mosquitoes, Culex

897 quinquefasciatus (S.). 2007, 394, 61-8 61

Analysis of differentially expressed genes in response to bacterial stimulation in hemocytes of the
carpet-shell clam Ruditapes decussatus: identification of new antimicrobial peptides. 2007, 406, 134-43

3 Molecular cloning and characterization of rat brain endothelial cell derived gene-1 (tumor
95 suppressor candidate 5) expressing abundantly in adipose tissues. 2007, 263, 38-45 9

Suppression subtraction hybridization (SSH) and macroarray techniques reveal differential gene

expression profiles in brain of sea bream infected with nodavirus. 2007, 44, 2195-204

79



CITATION REPORT

3 Differential gene expression profiles associated with heavy metal tolerance in the soil insect 5
93 Orchesella cincta. 2007, 37, 287-95 4

REPAT, a new family of proteins induced by bacterial toxins and baculovirus infection in
Spodoptera exigua. 2007, 37, 1109-18

General up regulation of Spodoptera frugiperda trypsins and chymotrypsins allows its adaptation
to soybean proteinase inhibitor. 2007, 37, 1283-90 75

A novel ovary-specific and ovulation-associated variant of epoxide hydrolase 2. 2007, 581, 4891-8

Trehalose as a good candidate for enriching Full-length cDNAs in cDNA library construction. 2007,
127, 402-7

Construction of equalized short hairpin RNA library from human brain cDNA. 2007, 128, 477-85

Identification of cDNAs induced by the organophosphate trichlorphon in the parasitic copepod

887 Lepeophtheirus salmonis (Copepoda; Caligidae). 2007, 88, 26-30

10

Stress-induced gene expression profiling in the black tiger shrimp Penaeus monodon. 2007, 31, 126-38

Comprehensive EST analysis of Atlantic halibut (Hippoglossus hippoglossus), a commercially

885 relevant aquaculture species. 2007, 8, 144

67

Isolating Soil Drought-Induced Genes from Maize Seediing Leaves Through Suppression Subtractive
Hybridization. 2007, 6, 647-651

[Construction of subtractive cDNA libraries of the sporogony stage of Eimeria tenella by

883 suppression subtractive hybridization]. 2007, 23, 1005-10

Eighteenth International Seaweed Symposium. 2007,

881  Arthritis Research. 2007,

Microarrays. Methods in Molecular Biology, 2007,

879 Fundamentals of Data Mining in Genomics and Proteomics. 2007, 69

Introduction to Genomic and Proteomic Data Analysis. 2007, 1-37

877 Development of an Embryonic Lethality System in Mediterranean Fruit Fly Ceratitis capitata. 2007, 85-93 11

Genomics-Assisted Crop Improvement. 2007,

8o



(2007-2007)

875 Bone Marrow and Stem Cell Transplantation. 2007, 1

Metastasis of Prostate Cancer. 2007,

Identification of early salt stress response genes in tomato root by suppression subtractive

873 hybridization and microarray analysis. 2007, 58, 507-20 168

Cancer genomics and proteomics. Methods and Protocols. Preface. Methods in Molecular Biology,
2007, 383, v-vii

871  Cardiac Gene Expression. Methods in Molecular Biology, 2007, 1.4 1

Oilseeds. 2007,

869  Fish'n’ chips: the use of microarrays for aquatic toxicology. 2007, 3, 172-7 73

Identification and analysis of differentially expressed genes in differentiating xylem of Chinese fir
(Cunninghamia lanceolata) by suppression subtractive hybridization. 2007, 50, 1141-55

867 Forest Trees. 2007, 1

Identification of differentially expressed genes involved in the Formation of multicellular tumor
spheroids by HT-29 colon carcinoma cells. 2007, 15, 94-102

Identification of genes differentially expressed in human primary lung squamous cell carcinoma.

865 2007, 56,307-17

Novel expressed sequences identified in a model of androgen independent prostate cancer. 2007,
8, 32

Interpreting physiological responses to environmental change through gene expression profiling.

863 2007, 210, 1584-92 89

Isolation and identification of gametogenesis-related genes in Porphyra yezoensis (Rhodophyta)
using subtracted cDNA libraries. 2006, 263-270

861 Eucalypts. 2007, 115-160 11

Identification and characterization of a biomineralization related gene PFMG1 highly expressed in
the mantle of Pinctada fucata. 2007, 46, 844-51

859  Sunflower. 2007, 153-177 12

Primer Extension Enrichment Reaction (PEER) and Other Methods for Difference Screening. 2007, 125-165

81



857

855

853

851

849

847

845

843

841

CITATION REPORT

Nucleic Acids Hybridization: Potentials and Limitations. 2007, 1-28 1

Selective Suppression of Polymerase Chain Reaction and Its Most Popular Applications. 2007, 29-51

Suppression Subtractive Hybridization. 2007, 53-84 9

Normalization of cDNA Libraries. 2007, 97-124

Coincidence Cloning: Robust Technique for Isolation of Common Sequences. 2007, 187-210

Current Attempts to Improve the Specificity of Nucleic Acids Hybridization. 2007, 241-264

How and Why to Apply the Latest Technology*. 2007, 289-557 3

Influence of cucumber mosaic virus infection on the mRNA population present in the phloem
translocation stream of pumpkin plants. 2007, 34, 292-301

In silico-initiated cloning and molecular characterization of cortexin 3, a novel human gene
specifically expressed in the kidney and brain, and well conserved in vertebrates. 2007,

Screening of aplastic anaemia-related genes in bone marrow CD4+T cells by suppressive
subtractive hybridization. 2007, 120, 1326-1330

A novel approach for identification of tumor-associated antigens expressed on the surface of

tumor cells. 2007, 120, 1293-303 10

Induced and repressed genes after irradiation sensitizing by pentoxyphylline. 2007, 120, 1198-207

Isolation and enrichment of human genomic CpG islands by methylation-sensitive mirror
orientation selection. 2007, 365, 153-64

Arbuscular mycorrhiza and heavy metal tolerance. 2007, 68, 139-46

Development of bioinformatic tools to support EST-sequencing, in silico- and microarray-based
transcriptome profiling in mycorrhizal symbioses. 2007, 68, 19-32 44

Functional genomics and the biosynthesis of artemisinin. 2007, 68, 1864-71

Identification and expression analysis of genes associated with bovine blastocyst formation. 2007, 16
7,64

Identification of genes differentially expressed during larval molting and metamorphosis of

Helicoverpa armigera. 2007, 7, 73

82



(2007-2007)

Identification and expression profile of a putative basement membrane protein gene in the midgut

839 of Helicoverpa armigera. 2007, 7, 76 28

The exceptional stem cell system of Macrostomum lignano: screening for gene expression and
studying cell proliferation by hydroxyurea treatment and irradiation. 2007, 4, 9

3 Methods for identification of epigenetic elements in mammalian long multigenic genome
37 sequences. 2007, 72, 589-94 3

Use of short representative sequences for structural and functional genomic studies. 2007, 72, 1179-86

3 Simultaneous induction of the Four subunits of the TRAP complex by ER stress accelerates ER o
35 degradation. 2007, 8, 483-9 >

Increased levels of reactive oxygen species and expression of a cytoplasmic aconitase/iron
regulatory protein 1 homolog during the early response of maize pulvini to gravistimulation. 2008,
31, 144-58

3 Trifluralin herbicide-induced resistance of melon to fusarium wilt involves expression of stress- and
33 defence-related genes. 2007, 8, 9-22

Characterization of a novel Toll/interleukin-1 receptor (TIR)-TIR gene differentially expressed in
common bean (Phaseolus vulgaris cv. Othello) undergoing a defence response to the geminivirus
Bean dwarf mosaic virus. 2007, 8, 151-62

Genes differentially expressed in Theobroma cacao associated with resistance to witches’ broom
disease caused by Crinipellis perniciosa. 2007, 8, 279-92 40

Transcriptome analysis of root-knot nematode functions induced in the early stages of parasitism.
2007, 176, 426-436

Analysis of Gene Expression Profile Induced by Water Stress in Upland Rice (Oryza sativa L. var.

IRAT109) Seedlings using Subtractive Expressed Sequence Tags Library. 2007, 49, 1455-1463 22

Identification of genes displaying differential expression in the nuc-2 mutant strain of the mold
Neurospora crassa grown under phosphate starvation. 2007, 269, 196-200

Identification of Phytophthora sojae genes upregulated during the early stage of soybean

827 infection. 2007, 269, 280-8 34

Identifying differentially expressed genes in the dimorphic fungus Penicillium marneffei by
suppression subtractive hybridization. 2007, 270, 97-103

825  Analysis of Trichophyton rubrum gene expression in response to cytotoxic drugs. 2007, 271, 180-6 26

Identification of an osteopontin-like protein in fish associated with mineral formation. 2007, 274, 4428-39

Identification, sequencing, and localization of a new carbonic anhydrase transcript from the
hydrothermal vent tubeworm Riftia pachyptila. 2007, 274, 5311-24 9

Mechanisms of regulation of litter size in pigs on the genome level. 2007, 42 Suppl 2, 10-6

83



821

819

817

815

813

811

809

807

805

CITATION REPORT

Characterization of expressed sequence tags obtained by SSH during somatic embryogenesis in L
Cichorium intybus L. 2007, 7, 27 3

Repeated BCG treatment of mouse bladder selectively stimulates small GTPases and HLA antigens
and inhibits single-spanning uroplakins. 2007, 7, 204

Cloning, analysis and functional annotation of expressed sequence tags from the Earthworm
Eisenia fetida. 2007, 8 Suppl 7, S7 39

Identification of proteins involved in the functioning of Riftia pachyptila symbiosis by Subtractive
Suppression Hybridization. 2007, 8, 337

Collembase: a repository for springtail genomics and soil quality assessment. 2007, 8, 341 44

Expressed Sequence Tags from the oomycete Plasmopara halstedii, an obligate parasite of the
sunflower. 2007, 7, 110

Oesophagostomum dentatum: potential as a model for genomic studies of strongylid nematodes,

with biotechnological prospects. 2007, 25, 281-93 13

Gene expression profiling on sheep brain reveals differential transcripts in
scrapie-affected/not-affected animals. 2007, 1142, 217-22

A mechanism for active hearing. 2007, 17, 498-503 20

Salinity adaptation and gene profiling analysis in the European eel (Anguilla anguilla) using
microarray technology. 2007, 152, 274-80

Isolation and characterization of a cold-induced nonculturable suppression mutant of Vibrio

vulnificus. 2007, 162, 130-8 =

Fungal transcriptomics. 2007, 162, 285-98

Identification of genes involved in interactions between Biomphalaria glabrata and Schistosoma
mansoni by suppression subtractive hybridization. 2007, 151, 18-27 39

Identification of two down-regulated genes in entomopathogenic nematode Heterorhabditis
bacteriophora infective juveniles upon contact with insect hemolymph. 2007, 156, 162-6

Contribution of genetics and genomics to seagrass biology and conservation. 2007, 350, 234-259 119

Identification of fasting-induced genes in the rat hypothalamus: relationship with neuroprotection.
2007, 1119, 216-26

Functional transcriptomics: an experimental basis for understanding the systems biology for cancer
cells. 2007, 47, 41-62

Molecular cloning and characterization of a novel splice variant of the LIM domain family gene,

PINCH 2, in human testis. 2007, 35, 109-18

84



(2010-2007)

Suppression Subtractive Hybridization (SSH) and its modifications in microbiological research. 2007,

803 76 753-60 32

Identification of differentially expressed genes in senescence-accelerated mouse testes by
suppression subtractive hybridization analysis. 2007, 18, 105-12

The identification of candidate rice genes that confer resistance to the brown planthopper

(Nilaparvata lugens) through representational difference analysis. 2007, 115, 537-47 26

8ot

Comparison of gene expression between upland and lowland rice cultivars under water stress using
cDNA microarray. 2007, 115, 1109-26

Analysis of the suitability of calreticulin inducible HEK cells for adhesion studies: microscopical and
799 biochemical comparisons. 2008, 307, 237-48 4

Identification of genes associated with flesh morphogenesis during grapevine fruit development.
Plant Molecular Biology, 2007, 63, 307-23

Isolation and characterization of expressed sequence tags (ESTs) from subtracted cDNA libraries of
797 Pennisetum glaucum seedlings. Plant Molecular Biology, 2007, 64, 713-32

Identification of upregulated immune-related genes in Vibrio harveyi challenged Penaeus monodon
postlarvae. 2010, 29, 544-9

Differential gene expression profile of the hepatopancreas of white spot syndrome virus infected
795 Fenneropenaeus indicus by suppression subtractive hybridization. 2010, 29, 884-9 25

Downregulation of msh-like 2 (msx2) and neurotrophic tyrosine kinase receptor type 2 (ntrk2) in
the developmental gut of KIT mutant mice. 2010, 396, 774-9

Screening of genes related to ovary development in Chinese shrimp Fenneropenaeus chinensis by
793 suppression subtractive hybridization. 2010, 5, 98-104 7

Isolation and expression analysis of salt induced genes from contrasting grapevine (Vitis vinifera L.)
cultivars. 2010, 179, 489-98

; Identification and monitoring of Ulmus americana transcripts during in vitro interactions with the 5
79 Dutch elm disease pathogen Ophiostoma novo-ulmi. 2010, 74, 254-266 J

Identification of differentially expressed genes between powdery mildew resistant near-isogenic
line and susceptible line of cucumber by suppression subtractive hybridization. 2010, 126, 27-32

3 Identification and expression profile of multiple genes in the anterior kidney of channel catfish L
799 induced by modified live Edwardsiella ictaluri vaccination. 2010, 134, 184-98 9

Identification of immunologically relevant genes in mare and foal dendritic cells responding to
infection by Rhodococcus equi. 2010, 136, 144-50

3 Identification and expression profile of multiple genes in channel catfish fry 10 min after modified
797 live Flavobacterium columnare vaccination. 2010, 138, 25-33 79

Studies of quinapyramine-resistance of Trypanosoma brucei evansi in China. 2010, 116, 173-7




CITATION REPORT

785  Effects of brevetoxin exposure on the immune system of loggerhead sea turtles. 2010, 97, 293-303 50

Effects of cadmium on hypoxia-induced expression of hemoglobin and erythropoietin in larval
sheepshead minnow, Cyprinodon variegatus. 2010, 99, 168-75

783  Physiology and Biochemistry. 2010, 121-137 11

The EST Analysis of A Suppressive Subtraction cDNA Library of Chinese Wild Vitis pseudoreticulata
Inoculated with Uncinula necator. 2010, 9, 233-241

Identification and Functional Analysis of Differentially Expressed Genes of Ascaris suum Goeze,

781 1782 from Ascaris lumbricoides Linnaeus, 1758. 2010, 9, 903-910

Identification of differentially expressed genes in early stages of Eimeria tenella by suppression
subtractive hybridization and cDNA microarray. 2010, 96, 95-102

779  Plant Secondary Metabolism Engineering. Methods in Molecular Biology, 2010, 1.4 4

Identification of Genes Differentially Expressed in the Ganglia of GrowingHaliotis asinina. 2010, 29, 741-752

The possible involvement of copper-containing nitrite reductase (NirkK) and flavohemoglobin in L
777 denitrification by the fungus Cylindrocarpon tonkinense. 2010, 74, 1403-7 5

Screening of differential expressive genes in murine cells following radon exposure. 2010, 73, 499-506

Identification of transcripts up-regulated in asexual and sexual fruiting bodies of the Dutch elm

775 disease pathogen Ophiostoma novo-ulmi. 2010, 56, 697-705 =

Phosphorylation of the Nicotiana benthamiana WRKYS8 transcription factor by MAPK functions in
the defense response. 2011, 23, 1153-70

Cloning differentially expressed salt induced cDNAs from Dunaliella salina under super saturated
773 salt stress using subtractive hybridization. 2011, 54, 5

Toxicity evaluation of benzo[a]pyrene on the polychaete Perinereis nuntia using subtractive cDNA
libraries. 2011, 105, 279-91

771 Effects of cyclosporin A administration on gene expression in rat brain. 2011, 25, 614-23 7

Identification and analysis of differentially expressed genes in mountain cultivated ginseng and
mountain wild ginseng. 2011, 4, 123-8

6 Suppressive Subtractive Hybridization Reveals Extensive Horizontal Transfer in the Rumen
799 Metagenome. 2011, 497-505

The tale of a resting gland: transcriptome of a replete venom gland from the scorpion Hottentotta

judaicus. 2011, 57, 695-703

86



(2011-201)

6 Functions of lipopeptides bacillomycin D and fengycin in antagonism of Bacillus amyloliquefaciens
797 06 towards Monilinia fructicola. 2011, 20, 43-52 45

Plant Desiccation Tolerance. 2011,

765  Omic approaches in environmental issues. 2011, 74, 1001-19 18

Biomanagement of Metal-Contaminated Soils. 2011,

763  Advances in Genomics and Genetics of Penaeid Shrimp. 2011, 21-42 1

Neuropeptides. Methods in Molecular Biology, 2011,

761  Mechanism of Metal Tolerance and Detoxification in Mycorrhizal Fungi. 2011, 225-240 9

Adaptive Immunity in Finfish: A Physiological Perspective. 2011, 121-137

Evaluation of Biotechnologically Produced Thymol as Antimicrobial and Antioxidant Agents. 2011,
759 1,293-305

Investigations of transcript expression in fathead minnow (Pimephales promelas) brain tissue
reveal toxicological impacts of RDX exposure. 2011, 101, 135-45

Construction and analysis of liver suppression subtractive hybridization library of silver carp
757 (Hypophthalmichthys molitrix) intraperitoneally injected with microcystin-LR. 2011, 105, 151-6 7

Molecular responses of Ostrea edulis haemocytes to an in vitro infection with Bonamia ostreae.
2011, 35, 323-33

Suppression subtractive hybridization coupled with microarray analysis to examine differential
755  expression of genes in Japanese flounder Paralichthys olivaceus leucocytes during Edwardsiella 9
tarda and viral hemorrhagic septicemia virus infection. 2011, 31, 524-32

Construction of differentially expressed genes library of bighead carp (Aristichthys nobilis) exposed
to microcystin-Ir using ssh and expression profile of related genes. 2011, 31, 746-53

753  Differential gene expression in silkworm in response to Beauveria bassiana infection. 2011, 484, 35-41 17

Depletion of the novel protein PHACTR-1 from human endothelial cells abolishes tube formation
and induces cell death receptor apoptosis. 2011, 93, 1668-75

751 Gene expression associated with vegetative incompatibility in Amylostereum areolatum. 2011, 48, 1034-43 6

Fungal and algal gene expression in early developmental stages of lichen-symbiosis. 2011, 103, 291-306




CITATION REPORT

Immune response of the ant Camponotus floridanus against pathogens and its obligate mutualistic
749 endosymbiont. 2011, 41, 529-36 29

Transcriptional profiling of intrinsic PNS factors in the postnatal mouse. 2011, 46, 32-44

Differential gene expression in roots of nematode-resistant and -susceptible peanut (Arachis
747  hypogaea) cultivars in response to early stages of peanut root-knot nematode (Meloidogyne 40
arenaria) parasitization. 2011, 168, 481-92

Profiling of a few immune responsive genes expressed in postlarvae of Fenneropenaeus indicus
challenged with Vibrio harveyi D3. 2011, 107, 168-72

Differential expression analyses of host genes involved in systemic infection of Tomato leaf curl

745 New Delhi virus (TOLCNDV). 2011, 160, 395-9 18

Identification of candidate genes important for frost tolerance in Festuca pratensis Huds. by
transcriptional profiling. 2011, 180, 78-85

743  What triggers grass endophytes to switch from mutualism to pathogenism?. 2011, 180, 190-5 119

Isolation, cloning and characterization of fragrance-related transcripts from Vanda Mimi Palmer.
2011, 127, 388-397

L Cloning One CIPK Gene from a Thermo-Sensitive Genic Self-Incompatible Line in Maize Expressing
74 Under Different Temperatures. 2011, 10, 813-819

New Methodologies for Assessing the Presence and Ecological Effects of Pesticides in Don ana
National Park (SW Spain). 2011,

Cloning and characterization of a female gametophyte-specific gene in Gracilaria lemaneiformis
739 (Gracilariales, Rhodophyte). 2011, 5, 2590-2595

Alteration of Abiotic Stress Responsive Genes in Polygonum minus Roots by Jasmonic Acid
Elicitation. 2011,

Gene expression profile during chondrogenesis in human bone marrow derived mesenchymal stem
737 cells using a cDNA microarray. 2011, 26, 851-8 9

Molecular beacons: powerful tools for imaging RNA in living cells. 2011, 2011, 741723

735  Transcriptome analysis of female and male Xiphophorus maculatus Jp 163 A. 2011, 6, 18379 31

Differential expression patterns of capping protein, protein phosphatase 1, and casein kinase 1
may serve as diagnostic markers for malignant melanoma. 2011, 21, 335-43

Molecular analysis of coronal perisutural tissues in a craniosynostotic rabbit model using

733 polymerase chain reaction suppression subtractive hybridization. 2011, 128, 95-103 18

Isolation and characterization of phase-specific cDNAs from carposporophytes of Gracilariopsis

andersonii (Gracilariales, Rhodophyta). 2011, 46, 27-35

88



(2011-201)

L Isolation and differential expression analysis of self-compatibility-related genes from mature pistils
73 of Bhatangjulinandarin (Citrus reticulata Blanco). 2011, 86, 575-582

In vivo-derived horse blastocysts show transcriptional upregulation of developmentally important
genes compared with in vitro-produced horse blastocysts. 2011, 23, 364-75

729  RNA Methodologies. 2011, 2

Identification of up-regulated genes in amphioxus neurula and the expression of AmphiFABP. 2011,
86, 37-46

727  Differentially expressed genes in dicamba-resistant and dicamba-susceptible biotypes. 2011, 11, 224-234 2

Differential Gene Expression in Cotton Defence Response to Verticillium dahliae by SSH. 2011, 159, 606-615

) Differential Expression in Hibiscus cannabinus (Mesta) Plants After Infection with Mesta Yellow
725 Vein Mosaic Virus as Revealed by Suppression Subtractive Hybridization. 2011, 159, 735-742

cDNA representational difference analysis for identifying transcripts regulated under
anhydrobiosis in the tardigrade Milnesium tardigradum. 2011, 49, 127-132

Exploring suppression subtractive hybridization (SSH) for discriminating Lactococcus lactis ssp.
723  cremoris SK11 and ATCC 19257 in mixed culture based on the expression of strain-specific genes. 5
2011, 110, 499-512

Transcriptome analysis to identify differential gene expression affecting meat quality in heavy
Italian pigs. 2011, 42, 161-71

Identification of genes preferentially expressed in testis and spermatogonial cells of Labeo rohita

721 by subtractive and suppressive hybridization. 2011, 42, 1196-1205

Inactivation of Snt2, a BAH/PHD-containing transcription factor, impairs pathogenicity and
increases autophagosome abundance in Fusarium oxysporum. 2011, 12, 449-61

719  Ecological genetics and genomics of plant defenses: Evidence and approaches. 2011, 25, 312-324 41

Identification of species-specific genes from Leucaena leucocephala using interspecies suppression
subtractive hybridisation. 2011, 159, 387-398

Gene expression profiling of the whitefly (Bemisia tabaci) Middle East [Asia Minor 1 feeding on

717 healthy and Tomato yellow leaf curl China virus-infected tobacco. 2011, 18, 11-22 18

Differentially expressed cDNAs in Alternaria alternata treated with 2-propenyl isothiocyanate.
2011, 166, 566-77

; Transcript profiling of the meiotic drive phenotype in testis of Aedes aegypti using suppressive
715 sybtractive hybridization. 2011, 57, 1220-6

Identifying genes and gene networks involved in chromium metabolism and detoxification in

Crambe abyssinica. 2011, 159, 3123-8

89



A

711

=

797

705

703

701

699

697

CITATION REPORT

[Preparation of prokaryotic cDNA for high-throughput transcriptome analysis]. 2011, 37, 854-7 1

Rust Effectors. 2011, 155-193

Candidate genes contributing to the aggressive phenotype of mantle cell lymphoma. 2011, 113, 729-42 3

Suppression and overexpression of Lsi1 induce differential gene expression in rice under ultraviolet
radiation. 2011, 65, 1-10

Molecular cloning and functional characterization of genes associated with flowering in citrus using
an early-flowering trifoliate orange (Poncirus trifoliata L. Raf.) mutant. Plant Molecular Biology, 46 18
2011, 76, 187-204

Isolation and Characterization of a Novel Drought Responsive Gene Encoding a Glycine-rich
RNA-binding Protein in Malus prunifolia (Willd.) Borkh.. Plant Molecular Biology Reporter, 2011, 29, 125-134

Identification of Water Deficit Stress Upregulated Genes in Sugarcane. Plant Molecular Biology

Reporter, 2011, 29, 291-304 17 68

Differential Gene Expression Analysis of Yunnan Red Pear, Pyrus Pyrifolia, During Fruit Skin
Coloration. Plant Molecular Biology Reporter, 2011, 29, 305-314

Suppression Subtractive Hybridization Identified Differentially Expressed Genes in Pistil Mutations

in Wheat. Plant Molecular Biology Reporter, 2011, 29, 431-439 17 18

Identification of C4 photosynthesis metabolism and regulatory-associated genes in Eleocharis
vivipara by SSH. 2011, 108, 157-70

Diversity Arrays Technology effectively reveals DNA polymorphism in a large and complex genome
of sugarcane. 2011, 28, 37-55 39

Analysis of the differential expression of the genes related to Brassica napus seed development.
2011, 38, 1055-61

Effect of castration on carcass quality and differential gene expression of longissimus muscle

between steer and bull. 2011, 38, 5307-12 10

A potato skin SSH library yields new candidate genes for suberin biosynthesis and periderm
formation. 2011, 233, 933-45

Expression analysis of sugarcane shaggy-like kinase (SuSK) gene identified through cDNA
subtractive hybridization in sugarcane (Saccharum officinarum L.). 2011, 248, 613-21 25

An integrated approach to gene discovery and marker development in Atlantic cod (Gadus
morhua). 2011, 13, 242-55

PR-10, defensin and cold dehydrin genes are among those over expressed in Oxytropis (Fabaceae)

species adapted to the arctic. 2011, 11, 497-505 28

Identification and transcriptional profiling of differentially expressed genes associated with

resistance to Pseudoperonospora cubensis in cucumber. 2011, 30, 345-57

90



(2011-201)

Analysis of expressed sequence tags derived from a compatible Mycosphaerella fijiensis-banana

interaction. 2011, 30, 913-28 26

The Arabidopsis CORI3 promoter contains two cis-acting regulatory regions required for
transcriptional activity in companion cells. 2011, 30, 1723-33

6 Identification and analysis of Phytophthora cactorum genes up-regulated during cyst germination
9 and strawberry infection. 2011, 57, 297-315 9

Identification of differentially expressed genes in dormant (banjhi) bud of tea (Camellia sinensis (L.)
O. Kuntze) using subtractive hybridization approach. 2011, 49, 565-71

Identification of differentially expressed genes during bud stage of cotton boll development using

691 suppression subtractive hybridization and cDNA macroarray. 2011, 20, 12-19

The first genetic map of pigeon pea based on diversity arrays technology (DArT) markers. 2011, 90, 103-9

Over-Expression of YLR162W in Saccharomyces cerevisiae Inhibits Cell Proliferation and Renders

689 Cells Susceptible to the Hypoxic Conditions Induced by Cobalt Chloride. 2011, 51, 206-11

Identification of the unfolded protein response (UPR)-related genes from Bombyx mori cell lines by
a subtractive hybridization approach. 2011, 33, 119-126

Isolation and characterization of a novel Ganoderma lucidum gene that differentially expressed

687 between shaking culture and liquid static culture. 2011, 33, 645-651 3

Techniques of cell type-specific transcriptome analysis and applications in researches of sexual
plant reproduction. 2011, 6, 31-39

Identification of cDNAs for jasmonic acid-responsive genes in Polygonum minus roots by

685 suppression subtractive hybridization. 2011, 33, 283-294 13

Positive allelopathic stimulation and underlying molecular mechanism of achyranthe under
continuous monoculture. 2011, 33, 2339-2347

Identification of sequences expressed during compatible black pepperBusarium solani f. sp.

683 piperis interaction. 2011, 33, 2553-2560

High throughput nano-liter RT-gPCR to classify soil contamination using a soil arthropod. 2011, 12, 11

681  Array-based techniques for fingerprinting medicinal herbs. 2011, 6, 18 10

Gravitropic response in radiata pine seedlings. Searching molecular keys. 2011, 5, P161

6 Comparison of RNA expression profiles on generations of Porphyra yezoensis (Rhodophyta), based
79 on suppression subtractive hybridization (SSH). 2011, 4, 428

Strand-specific PCR of UV radiation-damaged genomic DNA revealed an essential role of DNA-PKcs

in the transcription-coupled repair. 2011, 12, 2

91



CITATION REPORT

6 Coupling proteomics and transcriptomics for the identification of novel and variant forms of
77 mollusk shell proteins: a study with P. margaritifera. 2011, 12, 950-61 44

Dam methylase accessibility as an instrument for analysis of mammalian chromatin structure. 2011,
6,1078-84

675  Arrest or Survive: A Decision of the Early Preimplantation Embryo That Influences Fertility. 2011, 469-476 2

Gene expression profile in the liver tissue of geese after overfeeding. 2011, 90, 107-17

Down-regulated HS6ST2 in osteoarthritis and Kashin-Beck disease inhibits cell viability and
673 influences expression of the genes relevant to aggrecan metabolism of human chondrocytes. 2011, 18
50,2176-86

Transcriptome analysis of chestnut (Castanea sativa) tree buds suggests a putative role for
epigenetic control of bud dormancy. 2011, 108, 485-98

671 Understanding Vegetative Desiccation Tolerance Using Integrated Functional Genomics ;
7 Approaches Within a Comparative Evolutionary Framework. 2011, 307-338 4

Expression, localization and function of a cis-prenyltransferase in the tapetum and microspores of

lily anthers. 2011, 52, 1487-500

Comparative withanolide profiles, gene isolation, and differential gene expression in the leaves

669 and roots of Withania somnifera. 2011, 86, 391-397 15

Identification of differentially expressed genes in the thoracic ganglion of the mud crab, Scylla
paramamosain during ovarian maturation. 2011, 7, 617-622

Determination in oocytes of the reproductive modes for the brine shrimp Artemia

parthenogenetica. 2011, 31, 17-30 16

667

Transcriptomic analysis in diabetic nephropathy of streptozotocin-induced diabetic rats. 2011, 12, 8431-48

665 Uterine signaling at the emergence of the embryo from obligate diapause. 2011, 300, E800-8 27

Identification and validation of differentially expressed transcripts in a hepatocyte model of
cold-induced glycerol production in rainbow smelt (Osmerus mordax). 2011, 301, R995-R1010

Development of a Bio-PCR Protocol for the Detection of Xanthomonas arboricola pv. pruni. 2011,

663 95 1109-1115

12

Differential gene expression in sugarcane in response to challenge by fungal pathogen Ustilago
scitaminea revealed by cDNA-AFLP. 2011, 2011, 160934

Construction and characterization of a cDNA library from wheat infected with Fusarium

661 graminearum Fg 2. 2011, 12, 613-26 9

Role of waterlogging-responsive genes in shaping interspecific differentiation between two

sympatric oak species. 2012, 32, 119-34

92



(2012-2012)

Identification and functional analysis of the S-layer protein SplA of Paenibacillus larvae, the
causative agent of American Foulbrood of honey bees. 2012, 8, e1002716 59

Identification and characterization of a Bursaphelenchus xylophilus (Aphelenchida:
Aphelenchoididae) thermotolerance-Related Gene: Bx-HSP90. 2012, 13, 8819-33

6 Identification of osmotic stress-responsive genes from Leymus mollis, a wild relative of wheat L
57 (Triticum aestivum L.). 2012, 62, 78-86 3

ARNRAMP1 iron transporter is involved in iron acquisition in peanut. 2012, 63, 4437-46

655 Molecular diagnostics: the changing culture of medical microbiology. 2012, 3, 1-7 25

Identification of genes preferentially expressed in goat hair follicle anagen-catagen transition using
suppression subtractive hybridization. 2012, 23, 11-23

Gene expression profiling in the thiamethoxam resistant and susceptible B-biotype sweetpotato

653 Wwhitefly, Bemisia tabaci. 2012, 12, 46 16

Algebraic and Numeric Biology. 2012,

Systems Biology Approaches Reveal New Insights into Mechanisms Regulating Fresh Fruit Quality.

651 2012, 218-243

Changes in leukocyte gene expression profiles induced by antineoplastic chemotherapy. 2012, 3, 1341-1349

649 Gene expression associated with apogamy commitment in Ceratopteris richardii. 2012, 25, 293-304 15

Identification and distribution of putative virulence genes in clinical strains of Yersinia
enterocolitica biovar 1A by suppression subtractive hybridization. 2012, 113, 1263-72

6 Local and systemic mycorrhiza-induced protection against the ectoparasitic nematode Xiphinema .
47 index involves priming of defence gene responses in grapevine. 2012, 63, 3657-72 9

Characterization of the novel protein P9TLDR (temporal lobe down-regulated) with a
brain-site-specific gene expression modality in Alzheimer’s disease brain. 2012, 586, 4357-61

Identification of Differentially Expressed Gene Profiles in Young Roots of Tea [Camellia sinensis (L.)
645 O.Kuntze] Subjected to Drought Stress Using Suppression Subtractive Hybridization. Plant 17 51
Molecular Biology Reporter, 2012, 30, 1088-1101

Differential gene expression in Ulva prolifera under low light and low temperature conditions. 2012
, 58, 235-44

643 Expression characterization of genes for CMS-C in maize. 2012, 249, 1119-27 6

Genes expressed in tissue-cultured seedlings of mountain laurel (Kalmia latifolia L.) with colonizing

Streptomyces padanus AOK30. 2012, 78, 303-310

93



CITATION REPORT

Identification of the immune expressed sequence tags of pearl oyster (Pinctada martensii, Dunker
641 1850) responding to Vibrio alginolyticus challenge by suppression subtractive hybridization. 2012, 5
7,243-7

Chemical ecology of endophytic fungi: origins of secondary metabolites. 2012, 19, 792-8

6 An SSH library responsive to azadirachtin A constructed in Spodoptera litura Fabricius cell lines.
39 2012, 159, 115-20 9

Molecular characterization, expression patterns, and polymorphism of a differentially expressed
porcine gene (PYGM) isolated by suppression subtractive hybridization and two-dimensional gel
electrophoresis analysis. 2012, 31, 98-105

Analysis of expressed sequence tags derived from a compatible Plasmodiophora brassicaedanola

637 interaction. 2012, 34, 562-574 11

Construction and analysis of a SSH cDNA library of Eucalyptus grandisfEucalyptus urophylla 9224
induced by Cylindrocladium quinqueseptatum. 2012, 90, 1277-1283

6 Calreticulin expression in neoplastic versus normal dog mammary glands: a cDNA
35 subtraction-based study. 2012, 92, 80-91 3

Exploring the application of high-throughput genomics technologies in the field of
maternal-embryo communication. 2012, 77, 717-37

6 Sprout vacuum-infiltration: a simple and efficient agroinoculation method for virus-induced gene
33 silencing in diverse solanaceous species. 2012, 31, 1713-22 42

Identification of differentially expressed genes in Mongolian sheep ovaries by suppression
subtractive hybridization. 2012, 133, 86-92

Evaluation of water quality threats to the endangered Okaloosa darter (Etheostoma okaloosae) in
East Turkey Creek on Eglin Air Force Base. 2012, 110-111, 177-86 7

Identification of sheep ovary genes potentially associated with off-season reproduction. 2012, 39, 181-90

629 U1 snRNP determines mRNA length and regulates isoform expression. 2012, 150, 53-64 306

Gene transcription response to weathering of K-bearing minerals by Aspergillus fumigatus. 2012,
306-307, 1-9

Assessing the effects of polychlorinated biphenyls (Aroclor 1254) on a scleractinian coral

627 (Stylophora pistillata) at organism, physiological, and molecular levels. 2012, 75, 207-12 5

New insights in Flat oyster Ostrea edulis resistance against the parasite Bonamia ostreae. 2012, 32, 958-68

Identification and expression of immune genes in the flat oyster Ostrea edulis in response to

625 ponamiosis. 2012, 492, 81-93 37

Loop-linker PCR: an advanced PCR technique for genome walking. 2012, 64, 841-5

94



(2012-2012)

Gene expression and proteomic analysis of the formation of Phakopsora pachyrhizi appressoria.

623 2012, 13, 269 13

An unbiased approach to identify genes involved in development in a turtle with
temperature-dependent sex determination. 2012, 13, 308

Comparative transcript profiling of gene expression between seedless Ponkan mandarin and its
621 seedy wild type during floral organ development by suppression subtractive hybridization and 17
cDNA microarray. 2012, 13, 397

Characterization of resistance to pine wood nematode infection in Pinus thunbergii using
suppression subtractive hybridization. 2012, 12, 13

Molecular insights into how a deficiency of amylose affects carbon allocation--carbohydrate and oil

619 analyses and gene expression profiling in the seeds of a rice waxy mutant. 2012, 12, 230

Molecular interactions between the olive and the fruit fly Bactrocera oleae. 2012, 12, 86

Analysis of expressed sequence tags derived from pea leaves infected by Peronospora viciae f. sp.

617 bisi. 2012, 161, 214-222

Methanol may function as a cross-kingdom signal. 2012, 7, e36122

Using genome-wide expression profiling to define gene networks relevant to the study of complex

615 traits: from RNA integrity to network topology. 2012, 104, 91-133

12

Airborne signals from a wounded leaf facilitate viral spreading and induce antibacterial resistance
in neighboring plants. 2012, 8, e1002640

613 Differentially Expressed Genes of Soybean During Infection by Phytophthora sojae. 2012, 11, 368-377 16

Construction and Analysis of Suppression Subtractive cDNA Library from Fertile Disk Floret Buds of
Zinnia elegans. 2012, 11, 567-575

Construction of Two Suppression Subtractive Hybridization Libraries and Identification of

611 Salt-Induced Genes in Soybean. 2012, 11, 1075-1085

Identification of Differentially Expressed Genes in the Salivary Gand of Rhipicephalus
haemaphysaloides by the Suppression Subtractive Hybridization Approach. 2012, 11, 1528-1536

Transcriptomic analysis of Ruditapes philippinarum hemocytes reveals cytoskeleton disruption

609 after in vitro Vibrio tapetis challenge. 2012, 38, 368-76

222

Application of SSH and quantitative real time PCR to construction of gene expression profiles from
scallop Chlamys farreri in response to exposure to tetrabromobisphenol A. 2012, 34, 911-8

Microarray and suppression subtractive hybridization analyses of gene expression in hybrid poplar
607 (Populus albaMPopulus tremula var. glandulosa) cell suspension cultures after exposure to NaCl. 5
2012, 58, 151-8

Identification of genes differentially expressed in grapevine associated with resistance to Elsinoe

ampelina through suppressive subtraction hybridization. 2012, 58, 253-68

95



CITATION REPORT

Identification of immunological expressed sequence tags in the mealworm beetle Tenebrio molitor.

605 2012, 58, 1556-61

21

Functional Genomics Research of Atlantic Cod Gadus morhua. 2012, 339-348

603  Fish Cytokines and Immune Response. 2012, 19

Differentially expressed genes under simulated deep-sea conditions in the psychrotolerant yeast
Cryptococcus sp. NIOCC#PY13. 2012, 16, 777-85

Profiling of differentially expressed genes in hepatopancreas of white shrimp (Litopenaeus

6oz vannamei) exposed to long-term low salinity stress. 2012, 364-365, 186-191 45

Identification, characterization and mapping of differentially expressed genes in a winter wheat
cultivar (Centenaire) resistant to Fusarium graminearum infection. 2012, 39, 9583-600

Cotton gene expression profiles in resistant Gossypium hirsutum cv. Zhongzhimian KV1 responding o
599 to Verticillium dahliae strain V991 infection. 2012, 39, 9765-74 3

Analyses of expressed sequence tags in Neurospora reveal rapid evolution of genes associated
with the early stages of sexual reproduction in fungi. 2012, 12, 229

The transcriptome of compatible and incompatible interactions of potato (Solanum tuberosum) 6
597 with Phytophthora infestans revealed by DeepSAGE analysis. 2012, 7, e31526 4

Enchytraeus albidus microarray: enrichment, design, annotation and database (EnchyBASE). 2012,
7,e34266

Subtractive libraries for prospecting differentially expressed genes in the soybean under water

595 deficit. 2012, 35, 304-14 26

Candidate Screening through Gene Expression Profile. 2012, 165-194

Profiling the transcriptome of Sclerotium cepivorum Berk related to white rot on garlic (Allium
593 sativum Linnaeus). 2012, 6, 2752-2760

Feminizing Wolbachia: a transcriptomics approach with insights on the immune response genes in
Armadillidium vulgare. 2012, 12 Suppl 1, S1

591 Influence of Wolbachia on host gene expression in an obligatory symbiosis. 2012, 12 Suppl 1, S7 54

Identification of mycosis-related genes in the eastern subterranean termite by suppression
subtractive hybridization. 2012, 80, 63-76

3 Isolation and analysis of genes mainly expressed in adult mouse heart using subtractive
599 hybridization cDNA library. 2012, 39, 8065-74 5

Characterization by Suppression Subtractive Hybridization of Transcripts That Are Differentially

Expressed in Leaves of Anthracnose-Resistant Ramie Cultivar. Plant Molecular Biology Reporter,
2012, 30, 547-555




(2012-2012)

587

585

583

581

579

577

575

573

571

Identification of Early Nitrate Stress Response Genes in Spinach Roots by Suppression Subtractive L
Hybridization. Plant Molecular Biology Reporter, 2012, 30, 633-642 7

Identification and Analysis of Differentially Expressed Genes During Seed Development Using
Suppression Subtractive Hybridization (SSH) in Phaseolus vulgaris. Plant Molecular Biology Reporter, 1.7
2012, 30, 719-730

Differential Gene Expression Identified by Suppression Subtractive Hybridization During Late
Ripening of Fruit in Oil Palm (Elaeis guineensis Jacq.). Plant Molecular Biology Reporter, 2012, 30, 768-7797

Sugarcane genes differentially expressed in response to Puccinia melanocephala infection:
identification and transcript profiling. 2012, 31, 955-69

Isolation and gene expression of yellow grouper ferritin heavy chain subunit after
lipopolysaccharide treatment. 2012, 50, 467-75

Heterologous expression of green fluorescent protein in Paenibacillus larvae, the causative agent
of American Foulbrood of honey bees. 2012, 112, 430-5

Variation in gene expression along a salinity gradient in wild populations of the euryhaline
black-chinned tilapia Sarotherodon melanotheron. 2012, 80, 785-801

Gene expression analysis of an epidermolysis bullosa simplex Dowling-Meara cell line by
subtractive hybridization: recapitulation of cellular differentiation, migration and wound healing.
2012, 21, 111-7

Functional genomics studies of Rhipicephalus (Boophilus) annulatus ticks in response to infection
with the cattle protozoan parasite, Babesia bigemina. 2012, 42, 187-95

Screening and identification of lung cancer metastasis-related genes by suppression subtractive
hybridization. 2012, 3, 207-216

Characterization of defense-related genes in the Qinguanlapple in response to Marssonina
coronaria. 2012, 80, 36-43

Transcriptional profiling in cadmium-treated rice seedling roots using suppressive subtractive
hybridization. 2012, 50, 79-86

Identification of water stress genes in Pinus pinaster Ait. by controlled progressive stress and
suppression-subtractive hybridization. 2012, 50, 44-53

Identification of differentially expressed genes in a spontaneous altered leaf shape mutant of the
navel orange [Citrus sinensis (L.) Osbeck]. 2012, 56, 97-103

Possible involvement of maize Rop1 in the defence responses of plants to viral infection. 2012, 13, 732-43

Transcriptional analysis of differentially expressed genes in response to stem inclination in young
seedlings of pine. 2012, 14, 923-33

Expression profile of genes involved in pathogenesis of pediatric Crohn's disease. 2012, 27, 1083-93

Gene expression analysis in the green macroalga Acrosiphonia arcta (Dillw.) J. Ag.: Method

optimization and influence of ultraviolet radiation. 2012, 60, 151-160

97

16

59

23

21

11




569

567

565

563

561

559

557

555

553

CITATION REPORT

Suppressive subtractive hybridization method analysis and its application to salt stress in grapevine
(Vitis vinifera L.). 2012, 48, 179-185

Identification of genes differentially expressed in Pinus pinaster and Pinus pinea after infection
with the pine wood nematode. 2012, 132, 407-418

Isolation and analysis of differentially expressed genes during asexual sporulation in liquid static L
culture of Ganoderma lucidum by suppression subtractive hybridization. 2012, 39, 3603-10 5

Differential transcript accumulation in chickpea during early phases of compatible interaction with
a necrotrophic fungus Ascochyta rabiei. 2012, 39, 4635-46

Effects of protein extract from head-foot tissue of Oncomelania hupensis on the growth and gene
expression of mother sporocysts of Schistosoma japonicum. 2012, 110, 721-31

The mining of pearl formation genes in pearl oyster Pinctada fucata by cDNA suppression
subtractive hybridization. 2012, 14, 177-88

Identification of differentially expressed genes related to coloration in red/green mutant pear
(Pyrus communis L.). 2013, 9, 75-83 33

Enzymatic production and expression of shRNAmir30 from cDNAs. 2013, 35, 395-403

A transcriptomic approach for exploring the molecular basis for dosha-balancing property-based

classification of plants in Ayurveda. 2013, 40, 3255-62 12

Molecular characterization and expression analysis of NDUFS4 gene in m. longissimus dorsi of
Laiwu pig (Sus scrofa). 2013, 40, 1599-608

Expression profile analysis of genes involved in horizontal gravitropism bending growth in the
creeping shoots of ground-cover chrysanthemum by suppression subtractive hybridization. 2013, 4
40, 237-46

Ovarian Cancer. Methods in Molecular Biology, 2013,

Suppression subtractive hybridization identified differentially expressed genes in lung
adenocarcinoma: ERGIC3 as a novel lung cancer-related gene. 2013, 13, 44 2

Analysis of ovary-specific genes in relation to egg maturation and female nutritional condition in
the mosquitoes Georgecraigius atropalpus and Aedes aegypti (Diptera: Culicidae). 2013, 59, 283-94

Identification of the differentially expressed genes in SP2/0 myeloma cells from Balb/c mice
infected with Trichinella spiralis. 2013, 194, 179-82

Analysis of protein expression in zebrafish during gonad differentiation by targeted proteomics.
2013, 193, 210-20

Functional analysis of the carS gene of Fusarium Fujikuroi. 2013, 288, 157-73 12

Collagen triple helix repeat containing-1 (CTHRC1) expression in invasive ductal carcinoma of the

breast: the impact on prognosis and correlation to clinicopathologic features. 2013, 19, 731-7

98



(2013-2013)

Tissue expression of PPAR-Hsoforms in Scophthalmus maximus and transcriptional response of

551 target genes in the heart after exposure to WY-14643. 2013, 39, 1043-55 1

Gene expression analysis of the Brazilian type of hereditary persistence of fetal hemoglobin:
identification of genes that could be related to Eglobin activation. 2013, 37, 516-35

[A novel approach to identification of somatic retroelements’ insertions in human genome]. 2013,
549 39, 466-76

Identification of MV-generated ROS responsive EST clones in floral buds of Litchi chinensis Sonn.
2013, 32, 1361-72

547 Differentially expressed genes induced by cold and UV-B in Deschampsia antarctica Desv.. 2013, 36, 409-418 5

Progress on pollen-stigma compatibility in Corylus (hazelnuts): a review. 2013, 24, 397-402

Transcriptome responses in the rectal gland of fed and fasted spiny dogfish shark (Squalus
545 acanthias) determined by suppression subtractive hybridization. 2013, 8, 334-43 7

Expression of a Medicago falcata small GTPase gene, MFARL1 enhanced tolerance to salt stress in
Arabidopsis thaliana. 2013, 63, 227-35

Transcriptional profile of differentially expressed genes related to abortive flower buds under
543 short light period stress in petunia. 2013, 164, 323-332 5

Genes involved in adult plant resistance to stripe rust in wheat cultivar Xingzi 9104. 2013, 81, 26-32

Differential gene expression analysis of Granny Smithlhpple (Malus domestica Borkh.) during fruit
541 skin coloration. 2013, 88, 125-131 14

Gene expression profile during testicular development in patients with SRY-negative 46,XX
testicular disorder of sex development. 2013, 82, 1453.e1-7

Analysis of differentially expressed genes in Curcuma amada and Zingiber officinale upon infection
539 with Ralstonia solanacearum by suppression subtractive hybridization. 2013, 35, 3293-3301

Construction and characterization of a forward subtracted library of blue mussels Mytilus edulis for
the identification of gene transcription signatures and biomarkers of styrene exposure. 2013, 71, 230-9

Identification of differentially expressed genes in American cockroach ovaries and testes by
537 suppression subtractive hybridization and the prediction of its miRNAs. 2013, 288, 627-38 7

Range of gene candidates involved in biosynthesis of laccase from basidiomycete Trametes hirsuta.
2013, 49, 999-1003

Cereal grass pulvini: agronomically significant models for studying gravitropism signaling and tissue
535 polarity. 2013, 100, 101-10

Generation and analysis of drought stressed subtracted expressed sequence tags from safflower

(Carthamus tinctorius L.). 2013, 69, 29-41

99



CITATION REPORT

Investigating the Ustilago maydis/Zea mays pathosystem: transcriptional responses and novel
533 Functional aspects of a fungal calcineurin regulatory B subunit. 2013, 58-59, 91-104

Screening of genes regulated by Relish in Chinese shrimp Fenneropenaeus chinensis. 2013, 41, 209-16

Transcriptional profiling in burbot (Lota lota) from Lake MjFa--a Norwegian Lake contaminated by L
531 several organic pollutants. 2013, 92, 94-103 3

SSH gene expression profile of Eisenia andrei exposed in situ to a naturally contaminated soil from
an abandoned uranium mine. 2013, 88, 16-25

Identification of Differentially Expressed Genes During Ethylene Climacteric of Melon Fruit by
529 Suppression Subtractive Hybridization. 2013, 12, 1431-1440 3

Differential gene expression in Iberian green frogs (Pelophylax perezi) inhabiting a deactivated
uranium mine. 2013, 87, 115-9

Expression profiles of subtracted mRNAs during cellular senescence in human mesenchymal stem

527 cells derived from bone marrow. 201 3,48, 464-71 12

Construction and analysis of different expression cDNA libraries in Rehmannia glutinosa plants
subjected to continuous cropping. 2013, 35, 645-655

Chloroplast ultrastructure regeneration with protection of photosystem Il is responsible for the

525 functional ‘stay-green’ trait in wheat. 2013, 36, 683-96 26

Mycorrhiza-induced resistance against the rootknot nematode Meloidogyne incognita involves
priming of defense gene responses in tomato. 2013, 60, 45-54

5 Differentially expressed genes of human microvascular endothelial cells in response to anti-dengue
523 virus NS1 antibodies by suppression subtractive hybridization. 2013, 26, 185-91 7

Transcriptional analysis of genes involved in nodulation in soybean roots inoculated with
Bradyrhizobium japonicum strain CPAC 15. 2013, 14, 153

Differential expression of genes involved in immunity and biomineralization during Brown Ring

521 Disease development and shell repair in the Manila clam, Ruditapes philippinarum. 2013, 113, 129-36

Characterization of two PR genes from Fragaria chiloensis in response to Botrytis cinerea infection:
A comparison with Fragaria x ananassa. 2013, 82, 73-80

. Characterization of tolerance to Fusarium oxysporum f.sp., cubense infection in banana using L
519 suppression subtractive hybridization and gene expression analysis. 2013, 83, 1-7 5

Early changes in gene expression induced by acute UV exposure in leaves of Psychotria
brachyceras, a bioactive alkaloid accumulating plant. 2013, 54, 79-91

. Expression of zinc and cadmium responsive genes in leaves of willow (Salix caprea L.) genotypes 5
517 with different accumulation characteristics. 2013, 178, 121-7 4

Recent advances in researches on the innate immunity of shrimp in China. 2013, 39, 11-26

100



(2013-2013)

. Identification of genes involved in indole-3-butyric acid-induced adventitious root formation in L
515 nodal cuttings of Camellia sinensis (L.) by suppression subtractive hybridization. 2013, 514, 91-8 3

Identification of relevant cancer related-genes in the flat oyster Ostrea edulis affected by
disseminated neoplasia. 2013, 15, 159-74

. Differentially expressed genes and temporal and spatial expression of genes during interactions
513 between Mexican lime (Citrus aurantifolia) and a severe Citrus tristeza virus isolate. 2013, 83, 17-24 9

Suppression subtractive hybridization and comparative expression analysis to identify
developmentally regulated genes in filamentous fungi. 2013, 53, 742-51

Anatomical and physiological differences and differentially expressed genes between the green

5T and yellow leaf tissue in a variegated chrysanthemum variety. 2013, 54, 393-411 7

Standard methods for American foulbrood research. 2013, 52, 1-28

° Differentially expressed genes in the cuticle and hemolymph of the silkworm, Bombyx mori,
509 injected with the fungus Beauveria bassiana. 2013, 13, 138 7

Identification and transcriptional profiling of differentially expressed genes associated with
response to UVA radiation in Drosophila melanogaster (Diptera: Drosophilidae). 2013, 42, 1110-7

Molecular Dissection of Cyclosporin A's Neuroprotective Effect Reveals Potential Therapeutics for
597 |schemic Brain Injury. 2013, 3, 1325-56 9

Unraveling the role of KIAA1199, a novel endoplasmic reticulum protein, in cancer cell migration.
2013, 105, 1402-16

o Cloning of allene oxide cyclase gene from Leymus mollis and analysis of its expression in 3
505 wheat-Leymus chromosome addition lines. 2013, 63, 68-76

Transcriptome profile analysis of sugarcane responses to Sporisorium scitaminea infection using
Solexa sequencing technology. 2013, 2013, 298920

503  Cancer cells uptake porphyrinsviaheme carrier protein 1.2013, 17, 36-43 21

Non-cell-autonomous postmortem lignification of tracheary elements in Zinnia elegans. 2013, 25, 1314-28

Identification and characterization of two wheat Glycogen Synthase Kinase 3/ SHAGGY-like kinases.

50T 2013, 13, 64 11

Removing PCR for the elimination of undesired DNA fragments cycle by cycle. 2013, 3, 2303

Construction and analysis of a subtractive cDNA library of early embryonic development in duck.
199 2013, 12, 2234-47

Functional Genomics. 2013, 125-141

101



497

495

493

491

489

487

485

483

481

CITATION REPORT

Differentially expressed genes in Hirudo medicinalis ganglia after acetyl-L-carnitine treatment.
2013, 8, 53605 3

Profiling of differentially expressed genes in roots of Robinia pseudoacacia during nodule
development using suppressive subtractive hybridization. 2013, 8, €63930

Suppression Subtractive Hybridization Analysis of Genes Regulated by Application of Exogenous
Abscisic Acid in Pepper Plant (Capsicum annuum L.) Leaves under Chilling Stress. 2013, 8, e66667 33

Subtracted diversity array identifies novel molecular markers including retrotransposons for
fingerprinting Echinacea species. 2013, 8, e70347

Identification of male gametogenesis expressed genes from the scallop Nodipecten subnodosus by 5
suppressive subtraction hybridization and pyrosequencing. 2013, 8, e73176 9

Acclimation to different depths by the marine angiosperm Posidonia oceanica: transcriptomic and
proteomic profiles. 2013, 4, 195

A systematic experimental evaluation of microRNA markers of human bladder cancer. 2013, 4, 247 17

Identification of differentially expressed genes in leaf of Reaumuria soongorica under PEG-induced
drought stress by digital gene expression profiling. 2014, 9, e94277

Knockdown of the Rhipicephalus microplus cytochrome c oxidase subunit Il gene is associated with

a failure of Anaplasma marginale transmission. 2014, 9, €98614 11

Identification of floral genes for sex determination in Calamus palustris Griff. by using suppression
subtractive hybridization. 2014, 13, 6037-49

Expression of stress-related genes in zebrawood (Astronium fraxinifolium, Anacardiaceae)
seedlings following germination in microgravity. 2014, 37, 81-92 5

Analysis of differentially expressed gene fragments in the head kidney of
lipopolysaccharide-stimulated Malabar grouper (Epinephelus malabaricus). 2014, 46, 431-438

Metagenomics and novel gene discovery: promise and potential for novel therapeutics. 2014, 5, 399-412 8o

Gene expression pattern of insect fat body cells from in vitro challenge to cell line establishment.
2014, 50, 952-72

Subtractive transcriptomes of fruit and leaf reveal differential representation of transcripts in L
Azadirachta indica. 2014, 10, 1331-1351 7

Identification of salt gland-associated genes and characterization of a dehydrin from the salt
secretor mangrove Avicennia officinalis. 2014, 14, 291

Isolation and characterization of drought-responsive genes from peanut roots by suppression L
subtractive hybridization. 2014, 17, 304-310 9

Sustainable Horticultural Systems. 2014,

102



(2014-2014)

Differentially expressed genes of virulent and nonvirulent Entamoeba histolytica strains identified
479 by suppression subtractive hybridization. 2014, 2014, 285607

Densovirus is a mutualistic symbiont of a global crop pest (Helicoverpa armigera) and protects
against a baculovirus and Bt biopesticide. 2014, 10, e1004490

477  Construction of cDNA Library of Hansenula anomala. 2014, 665, 363-366

The biocontrol endophytic bacterium Pseudomonas fluorescens PICF7 induces systemic defense
responses in aerial tissues upon colonization of olive roots. 2014, 5, 427

475 Construction of Differential-Methylation Subtractive Library. 2014, 2014, 1-8 1

Screening differentially expressed genes in an amphipod (Hyalella azteca) exposed to fungicide
vinclozolin by suppression subtractive hybridization. 2014, 49, 856-63

473 Molecular interactions between sugar beet and Polymyxa betae during its life cycle. 2014, 164, 244-256 7

Genomic resources for breeding crops with enhanced abiotic stress tolerance. 2014, 133, 1-11

Analysis of immune-related ESTs and differential expression analysis of few important genes in
471 lines of rohu (Labeo rohita) selected for resistance and susceptibility to Aeromonas hydrophila 13
infection. 2014, 41, 7361-71

Identification of a cold-inducible gene encoding calmodulin-binding protein from Eucalyptus dunnii
through suppression subtractive hybridization. 2014, 58, 743-750

6 Identification of differentially expressed genes in female Drosophila antonietae and Drosophila
499 meridionalis in response to host cactus odor. 2014, 14, 191

Identification and expression analysis of the leukocyte cell-derived chemotaxin-2 (LECT2) gene in
duck (Anas platyrhynchos). 2014, 533, 280-5

Differentially expressed genes in incompatible interactions of Pratylenchus coffeae with Musa

467 using suppression subtractive hybridization. 2014, 86, 11-18 16

Insights into the transcriptome of the marine copepod Calanus helgolandicus feeding on the
oxylipin-producing diatom Skeletonema marinoi. 2014, 31, 153-162

6 Bioactivity and gene expression studies of an arbustive Mexican specie Acaciella angustissima
495 (Timbe). 2014, 52, 649-655 5

Identification of Fusarium oxysporum Genes Associated with Lignocellulose Bioconversion
Competency. 2014, 7, 110-119

The low-abundance transcriptome reveals novel biomarkers, specific intracellular pathways and

463 targetable genes associated with advanced gastric cancer. 2014, 134, 755-64 21

Differential Expression of Genes for Tolerance to Salt Stress in Common Bean (Phaseolus vulgaris

L.). Plant Molecular Biology Reporter, 2014, 32, 318-327

103



CITATION REPORT

Genome expression analysis by suppression subtractive hybridization identified overexpression of

461 Humanin, a target gene in gastric cancer chemoresistance. 2014, 22, 14 14

Characterization of the transcriptomes of Haliotis rufescens reproductive tissues. 2014, 45, 1026-1040

459 Pectin methylesterase-generated methanol may be involved in tobacco leaf growth. 2014, 79, 102-10 8

Profiling of differentially expressed genes in ectomycorrhizal fungus Pisolithus tinctorius
responding to mycorrhiza helper Brevibacillus reuszeri MPt17. 2014, 69, 435-442

Differential expression profiling of hypothalamus genes in laying period and ceased period Huoyan
457 geese. 2014, 41, 3401-11

Comparative transcripts profiling of fruit mesocarp and endocarp relevant to secondary
metabolism by suppression subtractive hybridization in Azadirachta indica (neem). 2014, 41, 3147-62

Comparative analysis of Papaver somniferum genotypes having contrasting latex and alkaloid
455 profiles. 2014, 251, 857-67

Differentially Expressed Genes during Flowering and Grain Filling in Common Bean (Phaseolus
vulgaris) Grown under Drought Stress Conditions. Plant Molecular Biology Reporter, 2014, 32, 438-451 17

Toxic effects of octylphenol on the expression of genes in liver identified by suppression

453 subtractive hybridization of Rana chensinensis. 2014, 23, 1-10 18

Subtractive screen of potential limb regeneration related genes from Pachytriton brevipes. 2014,
41,1015-26

. Identification of target genes using gene expression profile of granulocytes from patients with 6
45 chronic myeloid leukemia treated with tyrosine kinase inhibitors. 2014, 55, 1861-9

Molecular identification of erythrocytic necrosis virus (ENV) from the blood of Pacific herring
(Clupea pallasii). 2014, 174, 16-26

Differential expression of peroxidase and ABC transporter as the key regulatory components for
449 degradation of azo dyes by Penicillium oxalicum SAR-3. 2014, 14, 631-42

GuAG6DT, a regiospecific prenyltransferase from Glycyrrhiza uralensis, catalyzes the 6-prenylation of
flavones. 2014, 15, 1673-81

447  Transcriptomics. 2014, 33-57 1

Mining tissue-specific contigs from peanut (Arachis hypogaea L.) for promoter cloning by deep
transcriptome sequencing. 2014, 55, 1793-801

Identification of differentially expressed genes potentially involved in the tolerance of Lotus tenuis
445 to long-term alkaline stress. 2014, 82, 279-88 4

Alternative splicing regulation of telomerase: a new paradigm?. 2014, 30, 430-8

104



(2014-2014)

The environmental quality of Do8na surrounding areas affects the immune transcriptional profile ;
443 of inhabitant crayfish Procambarus clarkii. 2014, 40, 136-45 4

Transcriptome analysis of the differences in gene expression between testis and ovary in green
mud crab (Scylla paramamosain). 2014, 15, 585

Correlation between ERK1 and STAT3 expression and chemoresistance in patients with
441 conventional osteosarcoma. 2014, 14, 606

Identification and computational annotation of genes differentially expressed in pulp development
of Cocos nucifera L. by suppression subtractive hybridization. 2014, 14, 205

Transcriptome profiling of wheat differentially expressed genes exposed to different chemotypes

439 of Fusarium graminearum. 2014, 127, 1703-18 11

Length of the dark period affects flower opening and the expression of circadian-clock associated
genes as well as xyloglucan endotransglucosylase/hydrolase genes in petals of morning glory
(lIpomoea nil). 2014, 33, 1121-31

Forward subtractive libraries containing genes transactivated by dexamethasone in

437 ataxia-telangiectasia lymphoblastoid cells. 2014, 392, 13-30 10

Differential expression analysis of transcripts related to oil metabolism in maturing seeds of
Jatropha curcas L. 2014, 20, 181-90

Deep mRNA sequencing reveals stage-specific transcriptome alterations during microsclerotia 6
435 development in the smoke tree vascular wilt pathogen, Verticillium dahliae. 2014, 15, 324 4

Identification and differential induction of ABCG transporter genes in wheat cultivars challenged
by a deoxynivalenol-producing Fusarium graminearum strain. 2014, 41, 6181-94

Analysis of odorant-binding protein gene family members in the polyembryonic wasp, Copidosoma

433 Floridanum: evidence for caste bias and host interaction. 2014, 60, 127-35 10

Molecular identification of potential Th1/Th2 responses-modulating bacterial genes using
suppression subtractive DNA hybridization. 2014, 219, 208-17

Identification of cadmium-induced Agaricus blazei genes through suppression subtractive

431 hybridization. 2014, 63, 84-90 1

Construction and analysis of gonad suppression subtractive hybridization libraries for the rice field
eel, Monopterus albus. 2014, 540, 20-5

Suppression Subtractive Hybridization Reveals Different Responses of Two Varieties of Gossypium
429 arboreum L. Under Apolygus lucorum Stress. 2014, 13, 1250-1257

Molecular Linkage Maps of Eucalyptus: Strategies, Resources and Achievements. 2014, 76-92

427 Host differentially expressed genes during association with its defensive endosymbiont. 2014, 226, 152-63 10

Subtractive and differential hybridization molecular analyses of Ceratitis capitata XX/XY versus XX

embryos to search for male-specific early transcribed genes. 2014, 15 Suppl 2, S5

105



425

423

421

419

417

415

413

411

409

CITATION REPORT

The Application of Toxicogenomics for (Drinking) Water Quality Assessment. 2014, 13,

Differential expression of genes involved in Bengal macrothrombocytopenia (BMTCP). 2015, 55, 410-4

Discovery of fungal enzymes and pathways. 2015, 51-62 2

Legumes and breeding under abiotic stress. 2015, 1-20

Novel genetic factors involved in resistance to Bacillus thuringiensis in Plutella xylostella. 2015, 24, 589-600 5

Wheat WCBP1 encodes a putative copper-binding protein involved in stripe rust resistance and
inhibition of leaf senescence. 2015, 15, 239

Profiling of Up-Regulated Genes Response to Acute Hypo-Osmotic Stress in Hepatopancreas and
Gill of the Pacific White Shrimps (Litopenaeus vannamei). 2015, 8, 43 4

Lignin-induced Expression of Aspergillus oryzae 5992 Genes using Suppression Subtractive
Hybridization. 2015, 10,

Differentially expressed genes in the pituitary of the Amazonian fish Arapaima gigas. 2015, 7, 132-141 3

Systemic responses in a tolerant olive (Olea europaea L.) cultivar upon root colonization by the
vascular pathogen Verticillium dahliae. 2015, 6, 928

Screening of genes related to ovarian development in the swimming crab, Portunus
trituberculatus, by suppression subtractive hybridization. 2015, 14, 18675-86 7

IDENTIFICATION AND QUANTIFICATION OF DIFFERENTIALLY EXPRESSED GENES ASSOCIATED
WITH CITRUS BLIGHT (Citrus spp.). 2015, 39, 32-38

Strategies to develop strain-specific PCR based assays for probiotics. 2015, 6, 887-98 9

Pinctada fucata mantle gene 4 (PFMG4) from pearl oyster mantle enhances osteoblast

differentiation. 2015, 79, 558-65 11

Isolation of differentially expressed sex genes in garden asparagus using suppression subtractive
hybridization. 2015, 128, 829-38

Screening of candidate genes encoding proteins expressed in pectoral fins of fugu Takifugu
rubripes, in relation to habitat site of parasitic copepod Caligus fugu, using suppression subtractive 3
hybridization. 2015, 44, 356-64

Identification of differentially expressed genes related to metabolic syndrome induced with

high-fat diet in E3 rats. 2015, 240, 235-41

106



(2015-2015)

° Construction and analysis of the cDNA subtraction library of yeast and mycelial phases of
407 Sporothrix globosa isolated in China: identification of differentially expressed genes. 2015, 16, 991-7

Identification of early-response genes involved in cadmium resistance in shiitake mushrooms
(Lentinula edodes). 2015, 14, 1

Genomic characterization of Sinorhizobium meliloti AK21, a wild isolate from the Aral Sea Region.
495 2015, 4,259

Effect of plant growth regulators on calyx abscission, fruit quality, and auxin-repressed protein
(ARP) gene expression in fruitlets of Dangshansulilpear (Pyrus bretschneideri Rehd.). 2015, 90, 135-142

° Identification of genes associated with black rot resistance in cabbage through suppression
493 subtractive hybridization. 2015, 5, 1089-1100 9

Identification and comparison of gonadal transcripts of testis and ovary of adult common carp
Cyprinus carpio using suppression subtractive hybridization. 2015, 83, 1416-27

Comparative transcript profiling of gene expression of fresh and frozen-thawed bull sperm. 2015,

40T g3 504-11 38

Molecular analysis on the shoot apical meristem of truncated leaf syndrome plantlets of oil palm (E.
guineensis Jacq.). 2015, 120, 1023-1036

Identification of genes differentially expressed in swimming crab Portunus trituberculatus

399 response to low temperature. 2015, 442, 21-28 10

Gene expression profile affected by volatiles of new plant growth promoting rhizobacteria, Bacillus
subtilis strain JS, in tobacco. 2015, 37, 387-397

The Trametes hirsuta 072 laccase multigene family: Genes identification and transcriptional

397 analysis under copperions induction. 2015, 116, 154-64 28

Analysis of plant gene expression during passion fruitKkanthomonas axonopodis interaction
implicates lipoxygenase 2 in host defence. 2015, 167, 135-155

Differential gene expression in the brain of Cuvier, Sebastiscus marmoratus, in response to
395 exposure to tributyltin. 2015, 31, 320-325

The neuronal-specific SGK1.1 (SGK1_v2) kinase as a transcriptional modulator of BAG4, Brox, and
PPP1CB genes expression. 2015, 16, 7462-77

393 Construction and analysis of an Oryza sativa (cv. MR219) salinity-related cDNA library. 2015, 37, 1 2

Gene expression profile and physiological and biochemical characterization of hexaploid wheat
inoculated with Blumeria graminis f. sp. tritici. 2015, 90, 39-48

, Isolation and characterization of differentially expressed genes in petals of chrysanthemum mutant
39 cultivars developed by irradiation. 2015, 189, 132-138

Isolation and Identification of Differentially Expressed Genes from Wheat in Response to Blumeria

graminis f. sp. tritici (Bgt). Plant Molecular Biology Reporter, 2015, 33, 1371-1380

107



CITATION REPORT

Transcriptional profiling in pearl millet (Pennisetum glaucum L.R. Br.) for identification of

389 differentially expressed drought responsive genes. 2015, 21, 187-96 28

Silencing the buzz: a new approach to population suppression of mosquitoes by feeding larvae
double-stranded RNAs. 2015, 8, 96

3 Probe-Directed Degradation (PDD) for Flexible Removal of Unwanted cDNA Sequences from
3°7  RNA-Seq Libraries. 2015, 85, 11.15.1-11.15.36

Pharmacologic inhibition of the CK2-mediated phosphorylation of B23/NPM in cancer cells
selectively modulates genes related to protein synthesis, energetic metabolism, and ribosomal
biogenesis. 2015, 404, 103-12

3 Suppression subtractive hybridization method for the identification of a new strain of murine
£ hepatitis virus from xenografted SCID mice. 2015, 160, 2945-55

Partial Sequence of a Novel Virus Isolated from Pelodiscus sinensis Hemorrhagic Disease. 2015, 58, 197-204

3 Identification of key genes involved in root development of tomato using expressed sequence tag
3°3  analysis. 2015, 21, 491-503 3

Suppression Subtractive Hybridization Versus Next-Generation Sequencing in Plant Genetic
Engineering: Challenges and Perspectives. 2015, 57, 880-903

Genetic differences between two Leishmania major-like strains revealed by suppression subtractive
hybridization. 2015, 203, 34-8 4

Comparative renal gene expression in response to abrupt hypoosmotic shock in spotted scat
(Scatophagus argus). 2015, 215, 25-35

Identification of Genes Involved in the Biosynthesis of Tripterygium wilfordii Hook.f. Secondary
379 Metabolites by Suppression Subtractive Hybridization. Plant Molecular Biology Reporter, 2015, 33, 756-769 9

Identification and Functional analysis of Penicillium digitatum genes putatively involved in virulence
towards citrus fruit. 2015, 16, 262-75

Transcriptome Analysis of Ramie (Boehmeria nivea L. Gaud.) in Response to Ramie Moth (Cocytodes
377 coerulea GuenB) Infestation. 2016, 2016, 3702789

Identification of differentially expressed genes from Fusarium oxysporum f. sp cubense and
Trichoderma asperellum (prr2) interaction in the susceptible banana cultivar Grand Naine. 2016, 40, 480-487

375 Differential expression of the lethal gene Luteus-Pa in cacao of the Parinari series. 2016, 15, 1

Principles and applications of Ligation Mediated PCR methods for DNA-based typing of microbial
organisms. 2016, 63, 39-52

Identification of Differentially-Expressed Genes in Response to Mycosphaerella fijiensis in the L
373 Resistant Musa Accession 'Calcutta-4' Using Suppression Subtractive Hybridization. 2016, 11, e0160083 9

Identification and Cloning of Differentially Expressed SOUL and ELIP Genes in Saffron Stigmas

Using a Subtractive Hybridization Approach. 2016, 11, e0168736

108



(2016-2016)

Activation of Shikimate, Phenylpropanoid, Oxylipins, and Auxin Pathways in Pectobacterium

371 carotovorum Elicitors-Treated Moss. 201 6,7,328 26

Identification of Genes in a Partially Resistant Genotype of Avena sativa Expressed in Response to
Puccinia coronata Infection. 2016, 7, 731

SSH Analysis of Endosperm Transcripts and Characterization of Heat Stress Regulated Expressed

369 Sequence Tags in Bread Wheat. 2016, 7, 1230 12

An improved version of the Atlantic cod genome and advancements in functional genomics:
implications for the future of cod farming. 2016, 45-72

367 Scallop Genetics and Genomics. 2016, 40, 371-424 3

Higher expression level of Bat3 is associated with silencing of theMidn gene in primary mouse
cardiomyocytes. 2016, 40, 1295-1302

365 Functional Genomics of Biotic and Abiotic Stresses in Phaseolus vulgaris. 2016, 5

Phenotype and gene expression analyses of the Rfo-sa1 resistant aubergine interaction with
Fusarium oxysporum f.[5p. melongenae and Verticillium dahliae. 2016, 65, 1297-1309

6 Seasonal phenotype-specific transcriptional reprogramming during metamorphosis in the L
303 European map butterfly. 2016, 6, 3476-3485 5

C-terminal-truncated HBV X promotes hepato-oncogenesis through inhibition of
tumor-suppressive Ecatenin/BAMBI signaling. 2016, 48, e275

Silencing of the SINAP7 gene influences plastid development and lycopene accumulation in
tomato. 2016, 6, 38664 7

Suppressive subtractive hybridization reveals different gene expression between high and low
virulence strains of Cladosporium cladosporioides. 2016, 100, 276-284

Identification of low Ca(2+) stress-induced embryo apoptosis response genes in Arachis hypogaea

359 py SSH-associated library lift (SSHaLL). 2016, 14, 682-98 12

Cross talk during the periconception period. 2016, 86, 438-42

Construction of a haustorium development associated SSH library in Thesium chinense and analysis
357 of specific ESTs included by Imperata cylindrica. 2016, 64, 46-52 5

Octylphenolinduced gene expression in testes of Frog, Rana chensinensis. 2016, 128, 75-82

Identification of drought response genes in Zygophyllum xanthoxylum by suppression subtractive
355 hybridization. 2016, 59, 377-385

Molecular Genetic Dissection of Sugarcane Flowering under Equatorial Field Conditions. 2016, 9, 252-266

109



CITATION REPORT

Identification of differentially expressed genes in the spleens of polyriboinosinic polyribocytidylic
353 acid (poly I:C)-stimulated yellow catfish Pelteobagrus fulvidraco. 2016, 56, 278-285 7

Gene Expression Profiling in Fish Toxicology: A Review. 2017, 241, 1-38

Differentially expressed genes of Chenopodium amaranticolor in response to cymbidium mosaic
351 Virus infection. 2016, 223, 43-51 3

Subtractive transcriptome analysis of leaf and rhizome reveals differentially expressed transcripts
in Panax sokpayensis. 2016, 16, 619-639

T-cell Factor-4 and MHC upregulation in pigs receiving a live attenuated classical swine fever virus
349 (CSFV) vaccine strain with interferon-gamma adjuvant. 2016, 216, 148-56 3

Biological and physiological response of a tropical parasitoid, Tetrastichus brontispae (Ferriere)
following exposure to low temperature. 2016, 61, 649-659

Oocytes express an endogenous red fluorescent protein in a stony coral, Euphyllia ancora: a

347 potential involvement in coral oogenesis. 2016, 6, 25868 1

Hypoxic stress -responsive genes in air breathing catfish, Clarias magur (Hamilton 1822) and their
possible physiological adaptive function. 2016, 59, 46-56

345 A method for isolation of cone photoreceptors from adult zebrafish retinae. 2016, 17, 71 5

Suppression subtractive hybridization library construction and identification of epidermal bladder
cell related genes in the common ice plant, Mesembryanthemum crystallinum L.. 2016, 19, 552-561

AniNTT system for the large-scale screening of differentially expressed, nuclear-targeted proteins:
343 cold-treatment-induced nucleoproteins in Rye (Secale cereale L.). 2016, 17, 189

A subtracted cDNA library identifies genes up-regulated during PHOT1-mediated early step of
de-etiolation in tomato (Solanum lycopersicum L.). 2016, 17, 291

. Transcriptomic responses to low temperature stress in the Manila clam, Ruditapes philippinarum.
341 2016, 55, 358-66 7

Identification of genes showing differential expression profile associated with growth rate in
skeletal muscle tissue of Landrace weanling pig. 2016, 95, 341-7

Identification of a drought responsive gene encoding a nuclear protein involved in drought and
339 freezing stress tolerance in Arabidopsis. 2016, 60, 105-112 4

Strategies used for genetically modifying bacterial genome: site-directed mutagenesis, gene
inactivation, and gene over-expression. 2016, 17, 83-99

Getting ready for host invasion: elevated expression and action of xyloglucan
337 endotransglucosylases/hydrolases in developing haustoria of the holoparasitic angiosperm 23
Cuscuta. 2016, 67, 695-708

Emerging tools, concepts and ideas to track the modulator genes underlying plant drought

adaptive traits: An overview. 2016, 11, e1074370

110



(2017-2017)

335 Faba bean drought responsive gene identification and validation. 2017, 24, 80-89 8

Gene expression profile changes induced by acute toxicity of [C mim]Cl in loach (Paramisgurnus
dabryanus). 2017, 32, 404-416

333  Plasticity in the Cricket Central Nervous System. 2017, 105-128 1

The Cricket as a Model Organism. 2017,

331 Characterization of a novel member of genus Iflavirus in Helicoverpa armigera. 2017, 144, 65-73 13

Emerging pathogens in the fish farming industry and sequencing-based pathogen discovery. 2017,
75,109-119

Identification and expression patterns of 20-hydroxyecdysone-responsive genes from Procambarus
329 clarkii. 2017, 39, 601-609

Fine-tuning of the flavonoid and monolignol pathways during apple early fruit development. 2017,
245,1021-1035

Suppression subtractive hybridization identified differentially expressed genes in colorectal cancer:
327 microRNA-451a as a novel colorectal cancer-related gene. 2017, 39, 1010428317705504

Transcripts of pectin-degrading enzymes and isolation of complete cDNA sequence of a pectate
lyase gene induced by coffee white stem borer (Xylotrechus quadripes) in the bark tissue of Coffea
canephora (robusta coffee). 2017, 7, 45

Isolated Bacillus subtilis strain 330-2 and its antagonistic genes identified by the removing PCR.
325 2017,7,1777 45

Evolution of selective-sequencing approaches for virus discovery and virome analysis. 2017, 239, 172-179

323  Abiotic Stress Management in Fruit Crop Litchi chinensis. 2017, 243-263 0

Differential expression of molecular rust resistance components have distinctive profiles in Coffea
arabica - Hemileia vastatrix interactions. 2017, 149, 543-561

Identification of heavy metal pollutant tolerance-associated genes in Avicennia marina (Forsk.) by

suppression subtractive hybridization. 2017, 119, 81-91 16

321

Ectopic accumulation of linalool confers resistance to Xanthomonas citri subsp. citri in transgenic
sweet orange plants. 2017, 37, 654-664

319 The Lychee Biotechnology. 2017, 3

Transcriptomic information from Pacific white shrimp (Litopenaeus vannamei) ovary and eyestalk,

and expression patterns for genes putatively involved in the reproductive process. 2017, 246, 164-182

111



S

£

S

309

e

303

301

CITATION REPORT

The importance of sourcing enzymes from non-conventional fungi for metabolic engineering and
biomass breakdown. 2017, 44, 45-59 29

Beekeeping [From Science to Practice. 2017,

Profiling of BABA-induced differentially expressed genes of Zea mays using suppression
subtractive hybridization. 2017, 7, 43849-43865

Foulbrood Diseases of Honey BeesBrom Science to Practice. 2017, 157-174

Identification of up-regulated genes from the metal-hyperaccumulator aquatic fern Salvinia minima
Baker, in response to lead exposure. 2017, 193, 86-96 5

Effects of metal contamination on the gene expression profile of two benthic species:
Cerastoderma edule and Ruditapes philippinarum. 2017, 125, 157-165

Plant endophytic Pseudomonas putida BP25 induces expression of defense genes in black pepper
roots: Deciphering through suppression subtractive hybridization analysis. 2017, 100, 106-116

Functional Genomic Approaches in Plant Research. 2017, 215-239

Potentialities of MicroRNA Diagnosis in Patients with Bladder Cancer. 2017, 164, 106-108 2

Harnessing Fungal Endophytes for Plant and Human Health. 2017, 59-98

Host gene expression at an early stage of virus resistance induction. 2017, 38, 502-503

Comparison of gene expression in Solanum bulbocastanum infected with virulent and avirulent
isolates of Meloidogyne chitwoodi. 2017, 38, 721-722

Deep Sequencing of Suppression Subtractive Hybridisation Drought and Recovery Libraries of the
Non-model Crop L. 2017, 8, 213 4

Expression Profiling Coupled with Mapping Identifies Candidate Genes for Reducing Aflatoxin
Accumulation in Maize. 2017, 8, 503

BloodBrain Barrier: Genomics, Proteomics, Disease Targets, and Drug Delivery. 2017, 15-34

Involvement of the Transcriptional Coactivator ThMBF1 in the Biocontrol Activity of. 2017, 8, 2273

Bruchid egg induced transcript dynamics in developing seeds of black gram (Vigna mungo). 2017,
12, 0176337 5

Report on the development of putative functional SSR and SNP markers in passion fruits. 2017, 10, 445

112



(2018-2018)

Comparative transcriptomic analysis of the roots of intercropped peanut and maize reveals novel

299 insights into peanut iron nutrition. 2018, 127, 516-524 10

Molecular Aspects of Plant-Pathogen Interaction. 2018,

297 Indicators of Anthropogenic Change and Biological Risk in Coastal Aquatic Environments ?. 2018, 97-124 2

Transcriptomic Studies Revealing Enigma of Plant-Pathogen Interaction. 2018, 219-238

Analysis of differential transcript expression in chickpea during compatible and incompatible
295 interactions with f. sp Race 4. 2018, 8, 111 5

Transcript profiling and gene expression analysis under drought stress in Ziziphus nummularia
(Burm.f.) Wright & Arn. 2018, 45, 163-174

5 Identification and characterization of sex related genes in Actinidia arguta by suppression
93 subtractive hybridization. 2018, 233, 256-263

Differential gene expression analysis in ageing muscle and drug discovery perspectives. 2018, 41, 53-63

291 WSSV-responsive gene expression under the influence of PmVRP15 suppression. 2018, 72, 86-94 1

PK-profiling method for identifying the expression of resistance-associated genes in partially
resistant oats to crown rust. 2018, 18, 376

289 Emerging Technologies and their Application in the Study of Host-Pathogen Interactions. 2018, 267-300

An improved suppression subtractive hybridization technique to develop species-specific repetitive
sequences from Erianthus arundinaceus (Saccharum complex). 2018, 18, 269

Identification of salt-induced transcripts by suppression subtractive hybridization and their
287  expression analysis under the combination of salt and elevated CO2 conditions in Salicornia 1
brachiata. 2018, 40, 1

Transcriptomics of Arsenic Tolerance in Plants. 2018, 317-339

Comparative transcriptome profiling of a resistant vs. susceptible Vigna mungo cultivar in response
285 to Mungbean yellow mosaic India virus infection reveals new insight into MYMIV resistance. 2018, 10
15, 8-24

The Cotton GhRac6 Gene Encoding a Plant ROP/RAC Protein Improves the Plant Defense Response
to Aphid Feeding. Plant Molecular Biology Reporter, 2018, 36, 888-896

Molecular breeding for resistance to black rot [Xanthomonas campestris pv. campestris (Pammel)

283 Dowson] in Brassicas: recent advances. 2018, 214, 1

20

Identification of up-regulated transcripts during Pleurotus ostreatus primordium stage and

characterization of PoALDH1. 2018, 58, 1071-1082

113



CITATION REPORT

OBSOLETE: Indicators of Anthropogenic Change and Biological Risk in Coastal Aquatic

281 Environments. 2018,

A Dehydration-Induced Eukaryotic Translation Initiation Factor iso4G Identified in a Slow Wilting
Soybean Cultivar Enhances Abiotic Stress Tolerance in. 2018, 9, 262

Differential gene expression in Pomacea canaliculata (Mollusca: Gastropoda) under low
279 temperature condition. 2018,

RNAi screening of subtracted transcriptomes reveals tumor suppression by taurine-activated
GABAA receptors involved in volume regulation. 2018, 13, e0196979

Gene expression and metabolite accumulation during strawberry (Fragaria [Ananassa) fruit

277 development and ripening. 2018, 248, 1143-1157 20

Identification of a novel bacteriocin-like protein and structural gene from Rhodococcus
erythropolis JCM 2895, using suppression-subtractive hybridization. 2018, 71, 872-879

5 Transcriptional analysis identifies major pathways as response components to Sporisorium L
75 scitamineum stress in sugarcane. 2018, 678, 207-218 5

The Human Transcriptome: Implications for Understanding, Diagnosing, and Treating Human
Disease. 2018, 135-164

273 Phagocytic intracellular digestion in amphioxus (). 2018, 285, 6

The human pain genetics database: an interview with Luda Diatchenko. 2018, 8, 259-261

- A novel subtraction diversity array distinguishes between clinical and non-clinical Streptococcus
7 uberis and identifies potential virulence determinants. 2019, 237, 108385 3

Functional Annotation of Hypothetical Proteins Derived from Suppressive Subtraction

Hybridization (SSH) Analysis Shows NPR1 (Non-Pathogenesis Related)-Like Activity. 2019, 9, 57

Two-factor ANOVA of SSH and RNA-seq analysis reveal development-associated Pi-starvation

269 genes in oilseed rape. 2019, 250, 1073-1088 4

Subtractive hybridization-assisted screening and characterization of genes involved in the
rice-Magnaporthe oryzae interaction. 2019, 1,

Microbial Communities in Different Developmental Stages of the Oriental Fruit Fly, Bactrocera
267  dorsalis, Are Associated with Differentially Expressed Peptidoglycan Recognition Protein-Encoding 3
Genes. 2019, 85,

U1 snRNP Telescripting: Suppression of Premature Transcription Termination in Introns as a New
Layer of Gene Regulation. 2019, 11,

Further confirmation of second- and third-generation Eimeria necatrix merozoite DEGs using

265 suppression subtractive hybridization. 2019, 118, 1159-1169

Identification of Flower-Specific Promoters through Comparative Transcriptome Analysis in. 2019,

20,

114



(2021-2019)

263 Identification of new genes of pleomorphic adenoma. 2019, 98, 18468 8

Biomarkers for Microvascular Proteins Detection: BloodBrain Barrier Injury and Damage
Measurement. 2019, 343-363

261 Blood-Brain Barrier. 2019, 3

Identification of Differentially Expressed Genes in Trichoderma koningii IABT1252 During Its
Interaction with Sclerotium rolfsii. 2020, 77, 396-404

Growth hormone activates X-box binding protein 1 in a sexually dimorphic manner through the
259 extracellular signal-regulated protein kinase and CCAAT/enhancer-binding protein [pathway in rat 1
liver. 2020, 67, 185-200

Identification of salt-responsive genes from C4 halophyte through suppression subtractive
hybridization and expression analysis under individual and combined treatment of salt and
elevated carbon dioxide conditions. 2020, 26, 163-172

Dnmt1 binds and represses genomic retroelements via DNA methylation in mouse early embryos.
257 2020, 48, 8431-8444 >

Application of Next Generation Sequencing (NGS) in Phage Displayed Peptide Selection to Support
the Identification of Arsenic-Binding Motifs. 2020, 12,

Deployment of Genetic and Genomic Tools Toward Gaining a Better Understanding of Rice- pv.

255 Interactions for Development of Durable Bacterial Blight Resistant Rice. 2020, 11, 1152 16

The Role of CTHRC1 in Regulation of Multiple Signaling and Tumor Progression and Metastasis.
2020, 2020, 9578701

Loss of function of CRT1a (calreticulin) reduces plant susceptibility to Verticillium longisporum in

253 poth Arabidopsis thaliana and oilseed rape (Brassica napus). 2020, 18, 2328-2344 16

Growth hormone increases regulator of calcineurin 1-4 (Rcan1-4) mRNA through c-JUN in rat liver.
2020, 15, 0235270

beq Identification and characterization of differentially expressed genes in the rice root following
5 exogenous application of spermidine during salt stress. 2020, 112, 4125-4136

GbAt11 gene cloned from Gossypium barbadense mediates resistance to Verticillium wilt in

Gossypium hirsutum. 2020, 3,

Transcriptome Profiling Through Next-Generation Sequencing in Sugarcane Under Moisture-Deficit
249 stress Condition. 2020, 22, 396-410

DragonHl Blood from Dracaena cambodiana in China: Applied History and Induction Techniques
toward Formation Mechanism. 2020, 11, 372

5 Screening of Differentially Expressed Microsporidia Genes from Infected Honey Bees by
47 Suppression Subtractive Hybridization. 2020, 11,

A feasible method for detecting unknown GMOs via a combined strategy of PCR-based suppression

subtractive hybridization and next-generation sequencing. 2021, 119, 107448

115



CITATION REPORT

245 Osmopriming-associated genes in Poincianella pyramidalis. 2021, 183, 104345 2

DNAQL: a query language for DNA sticker complexes. 2021, 20, 161-189

Systems Immunology Approaches for Understanding of Primary Dendritic Cell Subpopulations in
243 the Past, Present and Future. 2021, 501-510 3

Application of DmicsTechnologies in Crop Breeding. 2021, 25-45

241 Biotechnological Approaches for Enhancing Stress Tolerance in Legumes. 2021, 247-293 o)

Inheritance of chloroplast genomic DNA in interspecific hybrids. 2021, 6, 351-357

239 The CD8 T Cell Noncytotoxic Antiviral Responses. 2021, 85, 5

Overexpression of differentially expressed AhCytb6 gene during plant-microbe interaction
improves tolerance to N deficit and salt stress in transgenic tobacco. 2021, 11, 13435

Ecotoxicogenomic analysis of zebrafish embryos exposed to triclosan and mixture triclosan and
237  methyl triclosan using suppression subtractive hybridization and next-generation sequencing. 2021 fe)
,414,125450

A novel method of generating RNAI library for high throughput gene function analysis in creeping
bentgrass (Agrostis stolonifera L.).

5 Analysis of Differentially Expressed Rice Genes Reveals the ATP-Binding Cassette (ABC)
35 Transporters as a Candidate Gene Against the Sheath Blight Pathogen, Rhizoctonia solani.

A simple and rapid method for enzymatic synthesis of CRISPR-Cas9 sgRNA libraries. 2021,

233 Omics Approaches for Understanding Plant Defense Response. 2021, 41-83

Molecular Mechanism Underlying Chickpea [Fusarium oxysporum Ff. sp. ciceri Interaction. 2021, 213-245

Role of Phytohormones-Producing Fungal Endophytes in PlantMicrobial Interactions Under Stress.
231 2021, 195-223
Groundnut: Genetic Approaches to Enhance Adaptation of Groundnut (Arachis Hypogaes, L.) to
Drought. 303-359

229  Functional Analysis of the Perennial Ryegrass [Epichlo[Endophyte Interaction. 2004, 133-144 1

Differential Gene Expression in Bermudagrass Associated with Resistance to a Fungal Pathogen.

2004, 47-52

116



(2019-2006)

227  Global Effects of Ras Signaling on the Genetic Program in Mammalian Cells. 2006, 169-198 3

Approaches for identification of fungal genes essential for plant disease. 2004, 26, 85-103

225 Genomics of Cotton Fiber Secondary Wall Deposition and Cellulose Biogenesis. 2009, 385-417 25

The Search for Genes Which Influence Prostate Cancer Metastasis: A Moving Target?. 2008, 21-61

Steroid 11-Alpha-Hydroxylation by the Fungi Aspergillus nidulans and Aspergillus ochraceus.

223 Methods in Molecular Biology, 2017, 1645, 271-287 4 4

Genetics of Systemic Lupus Erythematosus. 1999, 101-123

Protein profiling based on two-dimensional difference gel electrophoresis. Methods in Molecular

221 Biology, 2008, 439, 211-24 14

Molecular profiling of hematopoietic stem cells. 2007, 134, 1-16

219 Two-dimensional difference gel electrophoresis. Methods in Molecular Biology, 2009, 519, 439-54 14 1

Screening of cDNA libraries on glass slide microarrays. Methods in Molecular Biology, 2007, 382, 177-203 1.4

Subtractive hybridization techniques to study cellular senescence. Methods in Molecular Biology,

217 2007, 371, 289-305 T4

Subtractive hybridization. 2007, 135, 77-90

Application of suppressive subtractive hybridization to uncover the metagenomic diversity of

215 environmental samples. Methods in Molecular Biology, 2008, 410, 295-333 4 4

Differential gene expression in the uterus and blastocyst during the reactivation of embryo
development in a model of delayed implantation. Methods in Molecular Biology, 2009, 550, 11-61

213 Application of ESTs in microarray analysis. Methods in Molecular Biology, 2009, 533, 289-309 1.4 3

Suppression subtractive hybridization as a tool to identify anthocyanin metabolism-related genes
in apple skin. Methods in Molecular Biology, 2010, 643, 15-31

211 Suppression subtractive hybridization. Methods in Molecular Biology, 2011, 789, 237-59 1.4 8

Foxtail Millet (Setaria italica L.): Potential of Smaller Millet for Future Breeding. 2019, 133-163

117



209

207

205

203

201

50

197

85

A5

CITATION REPORT

Plant genes involved in arbuscular mycorrhiza formation and functioning. 2002, 87-102 6

Transcriptome Analysis of Musa and its Applications in Banana Improvement. 2014, 275-299

Diversity Arrays Technology (DArT) Markers for Genetic Diversity. 2015, 295-309 2

Olive Breeding with Classical and Modern Approaches. Compendium of Plant Genomes, 2016, 163-193 0.8

Oncogenic signaling pathways and deregulated target genes. 2007, 176, 7-24 6

A Formal Model for Databases in DNA. 2012, 18-37

A Type System for DNAQL. 2012, 12-24 2

Analysing Differential Gene Expression in the Testis. 2002, 99-120

Expression analysis of salt stress responsive genes in grapevines. 2008, 297-303 4

Expressed Sequence Tags [A Snapshot of the Fish Genome. 2003, 115-127

Insights into the Genetic Relationships Between Environmental and Clinical Strains of Yersinia
enterocolitica Biovar 1A. 2012, 61-80

DNA microarrays for functional plant genomics. 2001, 99-118

Functional genomics and cell wall biosynthesis in loblolly pine. 2001, 275-291 4

Molecular Control of the Development and Function of the Vascular Cambium. 2000, 155-180

Gene Expression Under Environmental Stresses [IMolecular Marker Analysis. 2002, 371-408 4

Molecular Biology and Molecular Genetics of Ovarian, Fallopian Tube, and Primary Peritoneal
Cancer. 2004, 385-398

Isolation of 3 salt-induced low-abundance cDNAs from light-grown callus of Mesembryanthemum

crystallinum by suppression subtractive hybridization. 2000, 110, 402-409 16

Detection of CRISPR adaptation. 2020, 48, 257-269

118



(2000-2010)

191 Feeding-associated gene expression in sheep scab mites (Psoroptes ovis). 2010, 41, 16 10

Transcriptional snapshots provide insights into the molecular basis of arbuscular mycorrhiza in the
model legume Medicago truncatula. 2006, 33, 737-748

Identification of a meiosis-specific protein as a member of the class of cancer/testis antigens.

189 Proceedings of the National Academy of Sciences of the United States of America, 1998, 95, 5211-6

11.5 198

A suppression subtractive hybridization library construction for red skin mutant of Baosulpear and
MYBR gene analysis. 2012, 40, 87-101

Identification of a polymorphic mucin-like gene expressed in the midgut of the mosquito, Aedes

187 aegypti, using an integrated bulked segregant and differential display analysis. 2001, 158, 1125-36 24

Isolation and molecular analysis of six taproot expressed genes from sugar beet.

185 Rat Blood???Brain Barrier Genomics. Il. 2002, 1319-1326 13

Increased expression of the novel molecule OX-2 is involved in prolongation of murine renal
allograft survival. 1998, 65, 1106-14

cDNA-AFLP analysis of differential gene expression in the prokaryotic plant pathogen Erwinia

183 Carotovora. 2000, 146 ( Pt 1), 165-171 31

Genome plasticity in Yersinia pestis. 2002, 148, 1687-1698

181  Of mice, men, and the genome. 2000, 10, 1431-2 1

Responding to Hypoxia: Lessons From a Model Cell Line. 2002, 2002, re11-re11

Induction of endogenous genes following infection of human endothelial cells with an E1(-) E4(+)

179 adenovirus gene transfer vector. 1999, 73, 10183-90 26

Pre-B cell colony-enhancing factor inhibits neutrophil apoptosis in experimental inflammation and
clinical sepsis. 2004, 113, 1318-27

L Suppression of oxidative metabolism and mitochondrial biogenesis by the transcriptional 176
77 corepressor RIP140 in mouse adipocytes. 2006, 116, 125-36 7

Overexpression of murine fizzy-related (fzr) increases natural killer cellthediated cell death and

suppresses tumor growth. 2000, 96, 259-263

175 Representational difference analysis using myeloid cells from C/EBP[deletional mice. 2000, 96, 3953-3957 21

Hematopoietic-specific fl tubulin participates in a pathway of platelet biogenesis dependent on

the transcription factor NF-E2. 2000, 96, 1366-1373

119



CITATION REPORT

L Pathologic gene expression in Gaucher disease: up-regulation of cysteine proteinases including
73 osteoclastic cathepsin K. 2000, 96, 1969-1978

Differential expression of FIZZ1 and Ym1 in alternatively versus classically activated macrophages.
2002, 71, 597-602

171 Transcriptional Profiling in Toxicology. 2003, 2

Cellular and Molecular Approaches to the Investigation of Piscine Osmoregulation. 2007, 177-234

169 Candidate Gene Approaches in Capsicum. 2013, 56-76 1

p57Kip2 expression is enhanced during mid-cardiac murine development and is restricted to
trabecular myocardium. 1999, 45, 635-42

Retinoids are produced by glia in the lateral ganglionic eminence and regulate striatal neuron

167 differentiation. 1999, 126, 1317-1326

Overexpression of Hoxc13 in differentiating keratinocytes results in downregulation of a novel hair
keratin gene cluster and alopecia. 2001, 128, 1547-1558

Analysis of genes expressed during porcine fetal pituitary development by suppressive subtraction

165 pybridization. 2007, 53, 1087-91

Screening and identification of the up-regulated genes in human mesangial cells exposed to
angiotensin Il. 2003, 26, 225-35

Diversity arrays technology (DArT) for pan-genomic evolutionary studies of non-model organisms.

163 2008, 3, e1682 +4

Anopheles aquasalis Infected by Plasmodium vivax displays unique gene expression profiles when
compared to other malaria vectors and plasmodia. 2010, 5, e9795

Comparative transcriptome analysis of the necrotrophic fungus Ascochyta rabiei during oxidative

161 stress: insight for fungal survival in the host plant. 2012, 7, e33128 30

Genetic responses induced in olive roots upon colonization by the biocontrol endophytic bacterium
Pseudomonas fluorescens PICF7. 2012, 7, e48646

Suppression subtractive hybridization reveals transcript profiling of Chlorella under heterotrophy

159 o photoautotrophy transition. 2012, 7, e50414 12

Identification of differentially expressed genes of Trichinella spiralis larvae after exposure to host
intestine milieu. 2013, 8, e67570

L Efficient subtractive cloning of genes activated by lipopolysaccharide and interferon [in
57 primary-cultured cortical cells of newborn mice. 2013, 8, €79236

A new double digestion ligation mediated suppression PCR method for simultaneous bacteria

DNA-typing and confirmation of species: an Acinetobacter sp. model. 2014, 9, e115181

120



(2005-2015)

L Analysis of Differentially Expressed Genes Associated with Coronatine-Induced Laticifer
55 Differentiation in the Rubber Tree by Subtractive Hybridization Suppression. 2015, 10, e0132070 9

Transcriptional Analysis of Resistance to Low Temperatures in Bermudagrass Crown Tissues. 2015,
10,e0136433

Application of Brown Planthopper Salivary Gland Extract to Rice Plants Induces Systemic Host

153 mRNA Patterns Associated with Nutrient Remobilization. 201 5,10,e0141769 10

Thrombospondin Type-1 Repeat Domain-Containing Proteins Are Strongly Expressed in the Head
Region of Hydra. 2016, 11, e0151823

o1 Differentially Expressed Genes Associated with Improved Drought Tolerance in Creeping Bentgrass L
5 Overexpressing a Gene for Cytokinin Biosynthesis. 2016, 11, e0166676 9

HA117 endows HL60 cells with a stem-like signature by inhibiting the degradation of DNMT1 via its

ability to down-regulate expression of the GGL domain of RGS6. 2017, 12, e0180142

L Reactive oxygen species alter gene expression in podocytes: induction of granulocyte
49 macrophage-colony-stimulating factor. 2002, 13, 86-95 49

A novel approach to investigation of the pathogenesis of active minimal-change nephrotic
syndrome using subtracted cDNA library screening. 2002, 13, 1238-1247

L Overexpression of collagen triple helix repeat containing 1 (CTHRC1) is associated with tumour
47 aggressiveness and poor prognosis in human non-small cell lung cancer. 2014, 5, 9410-24 50

BloodBrain Barrier. 2005, 33-63

[Construction of SSH library from haemocyte of variously colored abalone challenged with bacteria
145 and differential expression analysis of macrophage expressed protein]. Yi Chuan = Hereditas / 1.4 2
Zhongguo Yi Chuan Xue Hui Bian Ji, 2008, 30, 1043-50

Construction on cDNA Library from Fertility-Related Genes of Male Sterile Wheat with Aegilops
kotschyi Cytoplasm by SSH. Acta Agronomica Sinica(China), 2008, 34, 965-971

L Construction of SSH Library with Different Stages of Seeds Development in Brassica napus L.. Acta ;
43 Agronomica Sinica(China), 2009, 35, 1576-1583 4 3

Development of Genome-Specific Molecular Markers for Lophopyrum elongatum Based on
Suppression Subtractive Hybridization. Acta Agronomica Sinica(China), 2013, 38, 1818-1826

L CONSTRUCTION OF SUBSTRACTED cDNA LIBRARY OF LITOPENAEUS VANNAMEI INDUCED BY
14 VIBRIO ALGINOLYTICUS AND ANALYSIS OF EXPRESSED SEQUENCE TAGS. 2010, 36, 157-163
Cloning and identification of NSS5ATP2 gene and its spliced variant transactivated by hepatitis C
virus non-structural protein 5A. World Journal of Gastroenterology, 2004, 10, 1735-9

Bridging PCR and partially overlapping primers for novel allergen gene cloning and expression

139 insert decoration. World Journal of Gastroenterology, 2004, 10, 2103-8 56 10

Identification of differentially expressed genes after partial rat liver ischemia/reperfusion by

suppression subtractive hybridization. World Journal of Gastroenterology, 2005, 11, 1303-16

121



L7

L35

L

131

129

127

125

123

121

CITATION REPORT

Identification of differently expressed genes in human colorectal adenocarcinoma. World Journal of
Gastroenterology, 2006, 12, 1025-32

Screening and cloning for proteins transactivated by the PS1TP5 protein of hepatitis B virus: a
suppression subtractive hybridization study. World Journal of Gastroenterology, 2007, 13, 1602-7

Screening for metronidazole-resistance associated gene fragments of H pylori by suppression 6
subtractive hybridization. World Journal of Gastroenterology, 2007, 13, 1847-50 > 5

Identification of differentially expressed genes in normal mucosa, adenoma and adenocarcinoma of
colon by SSH. World Journal of Gastroenterology, 2001, 7, 726-31

c¢DNA suppression subtraction library for screening down-regulated genes in gastric carcinoma.
World Journal of Gastroenterology, 2003, 9, 1439-43

Identification and Analysis of the Novel pGAPDH-w Gene Differentially Expressed in Wild Ginseng.
Journal of Pharmacopuncture, 2013, 16, 30-6

A New Lea Gene is Induced During Osmopriming of Capsicum annuum L. Seeds. 2007, 4, 77-84 5

Physiological Regulation of Biosynthesis of Phytohormone Indole-3-acetic Acid and Other Indole
Derivatives by the Citrus Fungal Pathogen Colletotrichum acutatum. 2005, 5, 205-210

Correlation of transcription of MALAT-1, a novel noncoding RNA, with deregulated expression of L
tumor suppressor p53 in small DNA tumor virus models. 2013, 4, 5

3.3 FILARIAL GENOMICS. 2004, 71, 37-40

Construction and differential screening of a cDNA library specific to osmotic stress of Haloxylon
ammodendron seedlings. 2004, 37, 527-32

Identification and characterization of genes differentially expressed in the resistance reaction in
wheat infected with Tilletia tritici, the common bunt pathogen. 2005, 38, 420-31

Identification of p54(nrb) and the 14-3-3 Protein HS1 as TNF-alpha-inducible genes related to cell
cycle control and apoptosis in human arterial endothelial cells. 2005, 38, 447-56 7

Differentially expressed genes in hemocytes of Vibrio harveyi-challenged shrimp Penaeus
monodon. 2006, 39, 26-36

Suppression subtractive hybridization identifies novel transcripts in regenerating Hydra littoralis.
2007, 40, 286-9 3

Analysis of genes dominantly expressed in rat cerebral endothelial cells using suppression
subtractive hybridization. 2005, 12, 330-7

Gene expression profiling in the pituitary gland of laying period and ceased period huoyan geese.
2013, 26,921-9 9

Unbiased high-throughput characterization of mussel transcriptomic responses to sublethal

concentrations of the biotoxin okadaic acid. 2015, 3, e1429

122



119

117

115

113

111

109

107

105

103

Analysis of heat, cold or salinity stress-inducible genes in the Pacific abalone, Haliotis discus hannai,
by suppression subtractive hybridization. 2013, 29, 181-187 3

Infection and Pathogenesis. 2021, 259-351

Genomics of Clubroot Pathogen and Pathogenesis. 2021, 545-596

Transcriptome Analysis of Environmental Isolates Reveals Mechanisms of Biodegradation of
Naphthenic Acid Fraction Compounds (NAFCs) in Oil Sands Tailings. 2021, 9,

Calcium-Binding Proteins in Degenerative and Cancer-Related Diseases of the Eye. 2000, 493-504

The Analysis of Genetic Susceptibility. 2000, 107-128

The Molecular Basis of SpeimBgg Interactions. 2000, 186-197 1

Function of Genetic Material: From Gene Structure to Gene Function-Approaches to Understanding
the Action of Genes in Higher Plants. 2000, 54-75

Representational difference analysis using myeloid cells from C/EBPIteletional mice. 2000, 96, 3953-3957 1

Instruments for Radiation Measurement in Biosciences: Series 3. Radioluminography. 2001, 50, 27-32

Analysis of Proteins and Genes Dominantly Expressed in Stellate Cells of Activated Phenotype: the
Molecular Approach to Liver Fibrosis. 2001, 10-16

Microarray Technology in the Pathogenesis and Management of Autoimmune Disorders. 2001, 1-14

From outer to inner space: traveling along a scientific career from astrochemistry to drug research.
2001, 57, 181-246

Differential Cloning. 2001, 43-60

Genetics of Complex Diseases. 2001, 1-23

Potential tumour suppressor role of TSC-22 gene in human brain tumours. Biopolymers and Cell,
2001, 17, 152-159

Subtractive Hybridization.

Differential Display RT PCR.

123



CITATION REPORT

101 BSE, scrapie, and vCJD: infectious neurodegenerative diseases. 2002, 85-103

Functional Genomics of Histoplasma capsulatum. 2002, 231-245

99  Protein Binding Matrices. 2002, 99-133

The Development of Adjustment Coefficients for Linear Classifications in the Korean Holstein Dairy
Cattle. Journal of Animal Science and Technology, 2002, 44, 1-12

Identification of the Differentially Expressed Genes of Hanwoo During the Growth Stage by

97 Subtractive cDNA Hybridization. Journal of Animal Science and Technology, 2002, 44, 13-22 16

The genes SOX-2 and HC gp-39 are overexpressed in astrocytic gliomas. Biopolymers and Cell, 2002,
18, 324-329

95 Strategies for analysing unintended effects in transgenic food crops. 2002,

Construction and analysis of SSH cDNA library of human vascular endothelial cells related to
gastrocarcinoma. World Journal of Gastroenterology, 2003, 9, 2419-23

Isolation and analysis of a novel gene over-expressed during liver regeneration. World Journal of
93 Gastroenterology, 2003, 9, 1282-6

Genomics: Identifikation neuer und bekannter Gene. 2003, 1-17

91 Rapid Amplification of cDNA Ends. 2003, 105-115

Global Approaches to Identify Genes Involved during Infection Structure Formation in Rice Blast
Fungus, Magnaporthe grisea. Plant Pathology Journal, 2003, 19, 34-42

89 Human Keratinocyte Inflammatory Transcript Gene Activity Following Sulfur Mustard. 2003,

Genomic Analysis of Arabidopsis Gene Expression in Response to a Systemic Fungicide. 2003,

87 Molecular Approaches to the Study of Pain. 2003,

Genetic Manipulation of Clavicipitalean Endophytes. 2003,

85 Biological Assays. Handbook Series for Mechanical Engineering, 2003,

Identification of Tumor Antigens Using Subtraction and Microarrays. 2004, 19-29

124



(2010-2004)

3 Genes of Wild Rice (Oryza grandiglumis) Induced by Wounding and Yeast Extract. Journal of Life
3 Science, 2004, 14, 650-656

Molecular methods for gene expression analysis. 2005, 153-176

Construction of a hepatic stellate cells subtracted cDNA library of differentially expressed genes in
81 normal mice and mice with Schistosomiasis japonica. Journal of Zhejiang University Science B, 2005, o)
6, 280-7

BloodBrain Barrier Genomics and Proteomics. 2005, 27-46

79 Endocrinology, 2006, 2006, 123_27-123_31

Twisted Gastrulation Modulates Bone Morphogenetic Protein-induced Collagen Il and X Expression
in Chondrocytes in Vitro and in Vivo. Journal of Biological Chemistry, 2006, 281, 31790-31800

Identification of Differentially Expressed Genes in Hepatocyte/Endothelial Cell Co-culture System.
77 Tissue Engineering, 2006, 061220075423014

Cloning differentially expressed genes using rapid subtraction hybridization (RaSH). Methods in
Molecular Biology, 2007, 383, 15-29

75 Functional genomics by cDNA subtractive hybridization. Methods in Molecular Biology, 2007, 366, 61-74 1.4

Molecular Genetics of Lung and Pleural Neoplasms. 2008, 47-157

73 Bioinformatics and Omics. Molecular Pathology Library, 2008, 65-69

Subtractive Hybridization. Springer Protocols, 2008, 227-238

71 Suppression Subtractive Hybridization to Identify Novel Genes in Legumes. 2008, 427-457

Construction of subtracted cDNA library for differentially expressed genes associated with chronic
optic nerve injury. Academic Journal of Second Military Medical University, 2008, 28, 550-554

6 Global Regulation of Genes in Citrus Fruit in Response to the Postharvest Pathogen Penicillium
9 digitatum. 2009, 57-67

[Construction and analysis of a forward and reverse subtractive cDNA library from leaves and stem
of Polygonum sibiricum Laxm. under salt stress]. Yi Chuan = Hereditas / Zhongguo Yi Chuan Xue Hui 1.4
Bian Ji, 2009, 31, 426-33

Identification and analysis of subtracted cDNA library of differentially expressed genes associated
with chronic optic nerve injury. Academic Journal of Second Military Medical University, 2009, 28, 934-939

DNA Microarray as Part of a Genomic-Assisted Breeding Approach. 2010, 407-436

125



CITATION REPORT

6 [Advances of gene enrichment in plant genome]. Yi Chuan = Hereditas / Zhongguo Yi Chuan Xue Hui
> Bian Ji, 2009, 31, 799-808

ESTs and their Role in Functional Genomics. 2010, 104-119

63 Arrest or Survive: A Decision of the Early Preimplantation Embryo That Influences Fertility. 2011, 481-488

Construction of SSH Library and Its Analyses of Cotton Drought Associated Genes under Drought
Stress. Acta Agronomica Sinica(China), 2011, 36, 2035-2044

Bioinformatics as a Tool to Help Characterise Perkinsus Olseni Up-Regulated Genes in Response to

61 Its Host. Advances in Intelligent and Soft Computing, 2011, 247-253

[Construction and analysis of the SSH library with the resistant wheat near-isogenic line and its
susceptible parent infected by Puccinia striiformis Westend. f. sp. tritici]. Yi Chuan = Hereditas /
Zhongguo Yi Chuan Xue Hui Bian Ji, 2011, 33, 1011-6

Construction and Analysis of Tobacco SSH Library Induced by Phy-tophthora parasitica var. L
59 nicotianae. Acta Agronomica Sinica(China), 2011, 37, 1763-1770 4

Design and Implementation of a Warning System forDetection and Prediction of Earthquakes.
International Journal of Information and Electronics Engineering, 2012,

57  RNA Methodologies.

Identification and Expression Analysis of Chloroplast p-psbB Gene Differentially Expressed in Wild
Ginseng. Journal of Pharmacopuncture, 2012, 15, 18-22

55 Functional Genomics and Transcriptomics in Musa. 2012, 156-180

Identification and Analysis of the Chloroplast rpoC1 Gene Differentially Expressed in Wild Ginseng.
Journal of Pharmacopuncture, 2012, 15, 20-3

53 RNA networks in ovarian cancer. Methods in Molecular Biology, 2013, 1049, 111-7 1.4

Construction and Analysis of Subtractive cDNA Library of Muscular Tissue in Hybrid of
Chicken-Quail Related to Myogenesis. Journal of Poultry Science, 2013, 50, 326-331

51 Molecular Basis of Salt Tolerance in Wheat and Other Crop Plants. 2013, 19-26

Special Procedures. 2014, 707-722

Enriching DNA Sequences with Nucleotide Variation by[Thymidine Glycosylases Combined with
49 Suppression[PCR. 2013, 285-298

Biological Assays. Handbook Series for Mechanical Engineering, 2013, 293-338

126



(2005-2013)

Transcriptome analysis in Ceratitis capitata to unveil genes involved in ageing-maturation process.

47 Spanish Journal of Agricultural Research, 2013, 11, 842 1

Construction and analysis of gonad suppression subtractive hybridization library of rice field eel
(Monopterus albus). Journal of Fishery Sciences of China, 2013, 18, 23-28

Strategies for measurement of biotransformation enzyme gene expression. Methods in Molecular L
45 Biology, 2014, 1105, 85-97 4

The use of subtraction libraries for the identification of RNA species upregulated in the brains of
individuals with schizophrenia. Key Topics in Brain Research, 1999, 7-17

43  The Transcriptome of Human Malaria Vectors. 516-530

Cell-Specific Aptamers for Disease Profiling and Cell Sorting. 2015, 197-213

41 Host Response to Biotic Stresses. Compendium of Plant Genomes, 2016, 75-98 08 1

Suppression Subtractive Hybridization in Penaeid Prawns: An Approach in Identifying Diseases and
Differentially Expressed Genes. Journal of Aquaculture & Marine Biology, 2018, 7,

New Paradigm in Degradation of Lignocellulosic Biomass and Discovery of Novel Microbial Strains.
39 2019, 403-440

Rice Tolerance to High Light Intensity and UV Radiation Through Biotechnological Approaches.
2020, 481-523

37 [Novel molecules-related drug dependence in mice]. Folia Pharmacologica Japonica, 2020, 155, 140-144 o 1

SLALOM: A Simple and Rapid Method for Enzymatic Synthesis of CRISPR-Cas9 sgRNA Libraries.

Analysis of Alterations in Gene Expression after Amplification of Recombinant Genes in CHO Cells.
35 1999,393-395

Constitutive and Induced Resistance Genes. 2005, 269-301

33  Function of genetic material: From genomics to functional markers in maize. 2006, 53-74 1

Identification of Degeneration-Specific Genes in the Rcs Rat Retina By Subtractive Hybridization
Techniques. 1999, 393-405

31 Application OF Genomics To Forage CROP Breeding For Quality Traits. 2007, 281-306

Blood-brain barrier genomics, proteomics, and new transporter discovery. Neurotherapeutics, 2005,

2,151-161

127



29

27

25

%)

21

A9

—7

5

L

CITATION REPORT

Identification of differentially expressed genes in carp rods and cones. Molecular Vision, 2008, 14,358-6%2.3 12

Methods in molecular cardiology: suppression subtraction hybridisation. Netherlands Heart Journal,
2003, 11, 260-264

Identification of differentially expressed genes in uveal melanoma using suppressive subtractive
hybridization. Molecular Vision, 2011, 17, 1324-33 235

Repression of genes involved in melanocyte differentiation in uveal melanoma. Molecular Vision,
2012, 18, 1813-22

SSH reveals different functional categories of putative resin synthesizing genes in the industrial
insect, Kerria lacca (Kerr). Journal of Asia-Pacific Entomology, 2021, 24, 1187-1193

Identification of R-Genes Sources. 2021, 65-193

Comparative Transcriptome Provides a New Insight into Floral Regulation and Defense Response L
Against Phytoplasma in Sesame (Sesamum indicum L.). Plant Molecular Biology Reporter, 1 7

Functional genomics and cell wall biosynthesis in loblolly pine. Plant Molecular Biology, 2001, 47, 275-91 4.6

Comprehensive gene expression analysis by transcript profiling. Plant Molecular Biology, 2002, 48, 75-974.6 29

Apple MADS Genes are Involved in Parthenocarpy and Floral Organ Formation. Horticulture Journal,
2022,

STI PCR: an efficient method for amplification and de novo synthesis of long DNA sequences..

Molecular Plant, 2021, 144 1

Data_Sheet_1.XLSX. 2018,

Data_Sheet_2.XLSX. 2018,

Data_Sheet_3.XLSX. 2018,

Data_Sheet_4.XLSX. 2018,

Presentation_1.pdf. 2018,

Transcriptional complementarity in breast cancer: application to detection of circulating tumor L
cells. Molecular Diagnosis and Therapy, 2001, 6, 79-91 3

Pulling needles out of a haystack: Subtractive community metatranscriptomics retrieves anaerobic

o-xylene degradation pathway genes out of a mixed microbial culture.. Journal of Microbiological
Methods, 2022, 106481

128



CITATION REPORT

11 Transcriptomics in Plant. 2022, 99-127

Gene Expression and Transcriptome Sequencing: Basics, Analysis, Advances.

Common and novel metabolic pathways related ESTs were upregulated in three date palm cultivars
9 to ameliorate drought stress. 2022, 12,

Efficient Anchoring of Erianthuslarundinaceus Chromatin Introgressed into Sugarcane by Specific
Molecular Markers. 2022, 23, 9435

7 Potential Breeding Strategies for Improving Salt Tolerance in Crop Plants. o)

Subtractive and nonsubtractive methods for the analysis of gene expression. 2023, 651-678

Novel selectively amplified DNA sequences in the germline genome of the Japanese hagfish,
5 Eptatretus burgeri. 2022, 12,

Two Families of GTPases Dominate the Complex Cellular Response to IFN-(11998, 161, 6715-6723

Peroxisomal KAT2 (3-ketoacyl-CoA thiolase 2) gene has a key role in gingerol biosynthesis in ginger
3 (zingiber officinale Rosc.).

Functional genomics approaches for combating the abiotic stresses in wheat. 2023, 209-232

Molecular characterization of eliminated chromosomes in Hessian fly (Mayetiola destructor (Say)).
2023, 31,

129



