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l Paper IF Citations

282 ronstructionKandKcharacterizationKofKaKfullKlengthXenrichedKandKaKdRXendXenrichedKcs pKlibraryYK
1997WKa[[WK]chXde 229

281 wighXefficiencyKcloningKofKprabidopsisKfullXlengthKcs pKbyKbiotinylatedKrpPKtrapperYKPlantdJournalWK
1998WK]dWKf[fXa[ 6.9 189

280 rharacterizationKofKgeneKexpressionKinKmouseKblastocystKusingKsingleXpassKsequencingKofKbhhdK
clonesYKGenomicsWK1998WKchWK]efXfh 4.3 39

279 pssociationKofKaKredefinedKproximalKmouseKchromosomeK]]KimprintingKregionKandK
UaafbpXrsZUaaf]Xrs]KexpressionYK1998WKg[WKc]Xf 19

278 ThermostabilizationKandKthermoactivationKofKthermolabileKenzymesKbyKtrehaloseKandKitsKapplicationK
forKtheKsynthesisKofKfullKlengthKcs pYK1998WKhdWKda[Xc 205

277 xdentificationKofKgenesKexpressedKinKhumanKrsbcSVTKhematopoieticKstemZprogenitorKcellsKbyK
expressedKsequenceKtagsKandKefficientKfullXlengthKcs pKcloningYK1998WKhdWKg]fdXg[ 135

276 xncreasedKspecificityKofKreverseKtranscriptionKprimingKbyKtrehaloseKandKoligoXblockersKallowsK
highXefficiencyKwindowKseparationKofKmR pKdisplayYKNucleicdAcidsdResearchWK1999WKafWK]bcdXh 20.1 28

275 rapSelectiKpKhighlyKsensitiveKmethodKforKdRKrpPXdependentKenrichmentKofKfullXlengthKcs pKinK
PrRXmediatedKanalysisKofKmR psYKNucleicdAcidsdResearchWK1999WKafWKiXiv 20.1 8

274 wighXefficiencyKfullXlengthKcs pKcloningYKMethodsdindEnzymologyWK1999WKb[bWK]hXcc 1.7 147

273 pminoKacidKsequenceKofKaKputativeKtransposaseKproteinKofKtheKmedakaKfishKtransposableKelementK
TolaKdeducedKfromKmR pKnucleotideKsequencesYK1999WKce]WKahdXg 21

272 rhapterKaYaY]KSubtractiveKcs pKhybridizationKandKbrainiKthenWKnowKandKtomorrowYK1999WK]ghX]hh

271 sirectKcs pKselectionKusingKlargeKgenomicKs pKtargetsYKMethodsdindEnzymologyWK1999WKb[bWK]]]Xae 1.7 4

270 wighKqualityKcs pKlibrariesKforKdiscoveryKandKvalidationKofKnovelKdrugKtargetsYK2000WKcWK]]bX]a[ 1

269 Rxzt KintegratedKsequenceKanalysisKSRxSpTKsystemXXbgcXformatKsequencingKpipelineKwithKbgcK
multicapillaryKsequencerYKGenomedResearchWK2000WK][WK]fdfXf] 9.7 48

268  ormalizationKandKsubtractionKofKcapXtrapperXselectedKcs psKtoKprepareKfullXlengthKcs pKlibrariesK
forKrapidKdiscoveryKofKnewKgenesYKGenomedResearchWK2000WK][WK]e]fXb[ 9.7 221

267 rloningKandKfunctionalKanalysisKofKcs psKwithKopenKreadingKframesKforKb[[KpreviouslyKundefinedK
genesKexpressedKinKrsbcVKhematopoieticKstemZprogenitorKcellsYKGenomedResearchWK2000WK][WK]dceXe[ 9.7 135

266 vrowthKsuppressionKofKtscherichiaKcoliKbyKinductionKofKexpressionKofKmammalianKgenesKwithK
transmembraneKorKpTPaseKdomainsYK2000WKaegWKddbXe] 14
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265 TowardKaKproteinXproteinKinteractionKmapKofKtheKbuddingKyeastiKpKcomprehensiveKsystemKtoK
examineKtwoXhybridKinteractionsKinKallKpossibleKcombinationsKbetweenKtheKyeastKproteinsYK2000WKhfWK]]cbXf 662

264 uunctionalKannotationKofKaKfullXlengthKmouseKcs pKcollectionYK2001WKc[hWKegdXh[ 560

263
qalancedXsizeKandKlongXsizeKcloningKofKfullXlengthWKcapXtrappedKcs psKintoKvectorsKofKtheKnovelK
lambdaXu’rKfamilyKallowsKenhancedKgeneKdiscoveryKrateKandKfunctionalKanalysisYKGenomicsWK2001WK
ffWKfhXh[

4.3 70

262 romparativeKevaluationKofKdRXendXsequenceKqualityKofKclonesKinKrpPKtrapperKandKotherK
fullXlengthXcs pKlibrariesYK2001WKaebWKhbX][a 36

261 txpressionKsequenceKtagXspecificKfullXlengthKcs pKcloningiKactinKcs psYK2001WKaebWKaedXfa 3

260 venomicsKProtocolsYK2001WK

259 xst TxuxrpTxO KOuK OVt’Kvt tKup–x’YK–t–qtRSKqpStsKO Ktuuxrxt TKuU’’X’t vTwKrs pK
r’O x vYK2001WKdX]h

258 RemovalKofKpolypKtailsKfromKfullXlengthKcs pKlibrariesKforKhighXefficiencyKsequencingYKBioTechniques
WK2001WKb]WK][caWK][ccWK][cgXh 2.5 13

257 uullXlengthKcs psiKmoreKthanKjustKreachingKtheKendsYK2001WKeWKdfXg[ 47

256 rloningKfullXlengthWKcapXtrapperXselectedKcs psKbyKusingKtheKsingleXstrandKlinkerKligationKmethodYK
BioTechniquesWK2001WKb[WK]ad[Xc 2.5 47

255 cs pKdetectionKandKanalysisYK2001WKdWK]dXa[ 14

254 prabidopsisKencyclopediaKusingKfullXlengthKcs psKandKitsKapplicationYKPlantdPhysiologydandd
BiochemistryWK2001WKbhWKa]]Xaa[ 5.4 30

253 tmbryogenomicsiKdevelopmentalKbiologyKmeetsKgenomicsYK2001WK]hWKd]]Xg 58

252 –onitoringKtheKtxpressionKPatternKofK]b[[KprabidopsisKvenesKunderKsroughtKandKroldKStressesKbyK
UsingKaKuullX’engthKcs pK–icroarrayYK2001WK]bWKe] 12

251 romparisonKofKsequencesKofKcs pKclonesKobtainedKfromKoligoXcappingKcs pKlibrariesKwithKthoseK
fromKunigeneYKDNAdResearchWK2001WKgWKaddXea 4.5 4

250 ronstructionKofKlongXtranscriptKenrichedKcs pKlibrariesKfromKsubmicrogramKamountsKofKtotalKR psK
byKaKuniversalKPrRKamplificationKmethodYKGenomedResearchWK2001WK]]WK]ddbXg 9.7 16

249 –onitoringKtheKexpressionKpatternKofK]b[[KprabidopsisKgenesKunderKdroughtKandKcoldKstressesKbyK
usingKaKfullXlengthKcs pKmicroarrayYK2001WK]bWKe]Xfa 910

248 ronstructionKofKfullXlengthXenrichedKcs pKlibrariesYKTheKoligoXcappingKmethodYKMethodsdind
MoleculardBiologyWK2001WK]fdWK]cbXdb 1.4 31

(2001-2000)
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247 pKcomputerXbasedKmethodKofKselectingKclonesKforKaKfullXlengthKcs pKprojectiKsimultaneousK
collectionKofKnegligiblyKredundantKandKvariantKcs psYKGenomedResearchWK2002WK]aWK]]afXbc 9.7 23

246 rharacterizationKofKsizeXfractionatedKcs pKlibrariesKgeneratedKbyKtheKinKvitroK
recombinationXassistedKmethodYKDNAdResearchWK2002WKhWKcfXdf 4.5 17

245 uunctionalKannotationKofKaKfullXlengthKprabidopsisKcs pKcollectionYK2002WKaheWK]c]Xd 588

244 tfficientKcloningKofKfullXlengthKcs psKbasedKonKcs pKsizeKfractionationYKGenomicsWK2002WKfhWKe[bXf 4.3 13

243 psbcWKptabWKandKscnKareKnovelKimprintedKgenesKidentifiedKbyKhighXthroughputKscreeningKusingK
Rxzt Kcs pKmicroarrayYK2002WKah[WK]chhXd[d 121

242 txtraXlongKfirstXstrandKcs pKsynthesisYKBioTechniquesWK2002WKbaWKhgcXd 2.5 27

241 xdentificationKofKaKnovelKmouseKmembraneXboundKfamilyK]KglycosidaseXlikeKproteinWKwhichKcarriesKanK
atypicalKactiveKsiteKstructureYK2002WK]dfeWKbc]Xd 78

240 ResourcesKforKfullXlengthKcs psYK2002WKafWKaeeXf 6

239 pKframeworkKforKintegratingKtheKsongbirdKbrainYK2002WK]ggWKhe]Xg[ 24

238 –onitoringKtheKexpressionKpatternKofKaroundKfW[[[KprabidopsisKgenesKunderKpqpKtreatmentsKusingK
aKfullXlengthKcs pKmicroarrayYK2002WKaWKagaXh] 353

237 –echanismKofKpostoperativeKliverKfailureKafterKexcessiveKhepatectomyKinvestigatedKusingKaKcs pK
microarrayYK2002WKhWKbdaXh 45

236 –onitoringKtheKexpressionKprofilesKofKf[[[KprabidopsisKgenesKunderKdroughtWKcoldKandKhighXsalinityK
stressesKusingKaKfullXlengthKcs pKmicroarrayYKPlantdJournalWK2002WKb]WKafhXha 6.9 1501

235 –appingKofK]h[baKmouseKcs psKonKmouseKchromosomesYK2002WKaWKabXg 2

234 PracticalKapplicationKofKtranscriptionalKsequencingKforKvrXrichKtemplatesYK2003WKcWKbdXh 1

233 Rxzt KmouseKgenomeKencyclopediaYK2003WK]acWKhbX][a 17

232 pgaroseKgelKsizeKfractionationKofKR pKforKtheKcloningKofKfullXlengthKcs psYK2003WKbabWKadaXd 1

231 romparativeKgenomicsKofKPhyscomitrellaKpatensKgametophyticKtranscriptomeKandKprabidopsisK
thalianaiKimplicationKforKlandKplantKevolutionYK2003WK][[WKg[[fX]a 301

230 TheKRikenKmouseKgenomeKencyclopediaKprojectYK2003WKbaeWKhabXh 14
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229 SmallKopenKreadingKframesKinKdRKuntranslatedKregionsKofKmRnasYK2003WKbaeWKhgfXh] 17

228 ’ rxqKhumanKfullXlengthKcs psKcollectioniKtowardsKaKbetterKcomprehensionKofKtheKhumanK
transcriptomeYK2003WKbaeWKhefXf[ 1

227 TheKprabidopsisKthalianaKpeptideKdeformylaseK]KproteinKisKlocalizedKtoKbothKmitochondriaKandK
chloroplastsYK2003WK]edWKfd]Xfdg 18

226 rharacterizationKofKtheKmouseKpbcc]aKgeneKandKitsKtranscriptKencodingKanKpTPXbindingKcassetteK
transporterWKanKorthologueKofKhumanKpqrr]aYK2003WKb][WK]fXag 39

225 UnwrappingKglialKbiologyiKvcmKtargetKgenesKregulatingKglialKdevelopmentWKdiversificationWKandK
functionYK2003WKbgWKdefXg[ 298

224 ronstructionKofKaKfullXlengthKenrichedKandKaKdRXendKenrichedKcs pKlibraryKusingKtheKoligoXcappingK
methodYKMethodsdindMoleculardBiologyWK2003WKaa]WKfbXh] 1.4 69

223 venerationKofKcs pK’ibrariesYK2003WK 1

222 TargetingKaKcomplexKtranscriptomeiKtheKconstructionKofKtheKmouseKfullXlengthKcs pKencyclopediaYK
GenomedResearchWK2003WK]bWK]afbXgh 9.7 141

221 xmpactKofKalternativeKinitiationWKsplicingWKandKterminationKonKtheKdiversityKofKtheKmR pKtranscriptsK
encodedKbyKtheKmouseKtranscriptomeYKGenomedResearchWK2003WK]bWK]ah[Xb[[ 9.7 148

220 PromoSeriKpKlargeXscaleKmammalianKpromoterKandKtranscriptionKstartKsiteKidentificationKserviceYK
NucleicdAcidsdResearchWK2003WKb]WKbddcXh 20.1 62

219 siscoveryKofKimprintedKtranscriptsKinKtheKmouseKtranscriptomeKusingKlargeXscaleKexpressionK
profilingYKGenomedResearchWK2003WK]bWK]c[aXh 9.7 87

218 Rxzt KprabidopsisKfullXlengthKSRpu’TKcs pKandKitsKapplicationsKforKexpressionKprofilingKunderK
abioticKstressKconditionsYK2004WKddWKa]bXab 72

217 pnKimprovedKmethodKforKconstructingKaKfullXlengthKenrichedKcs pKlibraryKusingKsmallKamountsKofK
totalKR pKasKaKstartingKmaterialYK2003WKbdWKdgeXh[ 12

216 TranscriptomeKanalysisKinKabioticKstressKconditionsKinKhigherKplantsYK2003WKaf]Xb[g 12

215 ronstructionKofKsizeXfractionatedKcs pKlibraryKassistedKbyKanKinKvitroKrecombinationKreactionYK
MethodsdindMoleculardBiologyWK2003WKaa]WKdhXf] 1.4 2

214 wighXthroughputKviralKexpressionKofKcs pXgreenKfluorescentKproteinKfusionsKrevealsKnovelK
subcellularKaddressesKandKidentifiesKuniqueKproteinsKthatKinteractKwithKplasmodesmataYK2003WK]dWK]d[fXab 181

213 –ouseKvenomeKtncyclopediaKProjectYK2003WKegWK]hdXa[c 6

212 xmprovedKmethodKforKtheKconstructionKofKfullXlengthKenrichedKcs pKlibrariesYKBioTechniquesWK2003WK
bcWKhdcXf 2.5 7

(2003-2003)
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211 pptamerXdependentKfullXlengthKcs pKsynthesisKbyKoverlapKextensionKPrRYKBioTechniquesWK2004WKbfWK
]acWK]aeWK]agXh 2.5 6

210 seterminationKofKtheKcappedKsiteKsequenceKofKmR pKbasedKonKtheKdetectionKofKcapXdependentK
nucleotideKadditionKusingKanKanchorKligationKmethodYKDNAdResearchWK2004WK]]WKb[dXh 4.5 21

209 xmprovedKfullXlengthKcs pKproductionKbasedKonKR pKtaggingKbyKTcKs pKligaseYKNucleicdAcidsd
ResearchWK2004WKbaWKee 20.1 18

208 rharacterizationKofKfullXlengthKenrichedKexpressedKsequenceKtagsKofKstressXtreatedKpoplarKleavesYK
2004WKcdWK]fbgXcg 76

207 veneKexpressionKprofileKanalysisKofKregeneratingKliverKafterKportalKveinKligationKinKratsKbyKaKcs pK
microarrayKsystemYK2004WKacWKadbXg 15

206 xnterrogatingKtheKtranscriptomeYK2004WKaaWKabXb[ 52

205 synamicKtranscriptomeKofKmiceYK2004WKaaWK]e]Xf 15

204 ronstructionKofKmultiXpurposeKvectorsWKpr SKandKpr SXsaWKareKsuitableKforKcollectionKandK
functionalKstudyKofKlargeXscaleKcs psYK2004WKd]WKa]fXae 10

203 S–pRTKamplificationKcombinedKwithKcs pKsizeKfractionationKinKorderKtoKobtainKlargeKfullXlengthK
clonesYK2004WKdWKbe 59

202 SimpleKcs pKnormalizationKusingKkamchatkaKcrabKduplexXspecificKnucleaseYKNucleicdAcidsdResearchWK
2004WKbaWKebf 20.1 319

201 plternativeKusageKofKdRKexonsKinKtheKchickenKnerveKgrowthKfactorKgeneiKrefinedKcharacterizationKofKaK
weaklyKexpressedKgeneYK2004WKbbcWKgbXhf 6

200 –echanismKofKliverKregenerationKafterKpartialKhepatectomyKusingKmouseKcs pKmicroarrayYK2004WK
c[WKcecXf] 53

199 xsolationKandKannotationKofK][gagKputativeKfullKlengthKcs psKfromKindicaKriceYK2005WKcgWKccdXd] 16

198 pKnewKdRKterminalKmurineKvpPswKexonKidentifiedKusingKdRRprtK’a eYK2005WKahWKbhXce 3

197 TagXbasedKapproachesKforKtranscriptomeKresearchKandKgenomeKannotationYK2005WKaWKchdXd[a 148

196 venomicKtechnologiesKandKtheKinterrogationKofKtheKtranscriptomeYK2005WK]aeWK]dbXh 1

195 –etagenomicKgeneKdiscoveryiKpastWKpresentKandKfutureYK2005WKabWKba]Xh 214

194 PharmacologicKpreconditioningKeffectsiKprostaglandinKt]KinducesKheatXshockKproteinsKimmediatelyK
afterKischemiaZreperfusionKofKtheKmouseKliverYK2005WKhWKfdgXeg 15
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193 [pKmethodKforKtheKpreparationKofKnormalizedKcs pKlibrariesKenrichedKwithKfullXlengthKsequences]YK
2005WKb]WK]geXhc 27

192 rs pKlibraryKconstructionKfromKaKsmallKamountKofKR piKadaptorXligationKapproachKforKtwoXroundK
cR pKamplificationKusingKTfKandKSPeKR pKpolymerasesYKBioTechniquesWK2005WKbgWKcd]Xg 2.5 4

191 romplexKTranscriptionK–echanismsKinK–ammalianKvenomesKXKTheKTranscriptomeKofKup TO–bYK
2005WKeWKe]hXead 2

190 romputationalKanalysisKsuggestsKthatKalternativeKfirstKexonsKareKinvolvedKinKtissueXspecificK
transcriptionKinKriceKSOryzaKsativaTYK2005WKa]WK]fdgXeb 24

189 SignalKsequenceKandKkeywordKtrapKinKsilicoKforKselectionKofKfullXlengthKhumanKcs psKencodingK
secretionKorKmembraneKproteinsKfromKoligoXcappedKcs pKlibrariesYKDNAdResearchWK2005WK]aWK]]fXae 4.5 30

188 TranscriptomeKanalysisKofKtheKaphidKbacteriocyteWKtheKsymbioticKhostKcellKthatKharborsKanK
endocellularKmutualisticKbacteriumWKquchneraYK2005WK][aWKdcffXga 168

187 VectorXcappingiKaKsimpleKmethodKforKpreparingKaKhighXqualityKfullXlengthKcs pKlibraryYKDNAd
ResearchWK2005WK]aWKdbXea 4.5 66

186 PreparationKofKaKsetKofKexpressionXreadyKclonesKofKmammalianKlongKcs psKencodingKlargeKproteinsK
byKtheKORuKtrapKcloningKmethodYKDNAdResearchWK2005WK]aWKadfXef 4.5 15

185 rompleteKopenKreadingKframeKSrXORuTKtechnologyiKsimpleKandKefficientKtechniqueKforKcloningK
fullXlengthKproteinXcodingKsequencesYK2005WKbdbWK]Xf 8

184 siscoveryKofKbcaKputativeKnewKgenesKfromKtheKanalysisKofKdRXendXsequencedKfullXlengthXenrichedK
cs pKhumanKtranscriptsYKGenomicsWK2005WKgdWKfbhXd] 4.3 5

183 PerformanceKassessmentKofKpromoterKpredictionsKonKt rOstKregionsKinKtheKtvpSPKexperimentYK
2006WKfKSupplK]WKSbY]X]b 54

182 venomeXwideKreviewKofKtranscriptionalKcomplexityKinKmouseKproteinKkinasesKandKphosphatasesYK
2006WKfWKRd 41

181 SequencingKandKanalysisKofK]cWgcaKexpressedKsequenceKtagsKofKburmaKmangroveWKqruguieraK
gymnorrhizaYK2006WK]f]WKabcXac] 32

180 PlacingKextraKcomponentsKintoKR pKbyKspecificKtranscriptionKusingKunnaturalKbaseKpairKsystemsYK
BioTechniquesWK2006WKc[WKf]]WKf]bWKf]dKpassim 2.5 27

179 romparativeKanalysisKofKexpressionKprofilesKofKcounterpartKgeneKsetsKbetweenKqrassicaKrapaKandK
prabidopsisKthalianaKduringKfungalKpathogenKrolletotrichumKhigginsianumKinfectionYK2006WKabWKd[bXd[g 8

178
venomicsKofKhybridKpoplarKSPopulusKtrichocarpaxKdeltoidesTKinteractingKwithKforestKtentKcaterpillarsK
S–alacosomaKdisstriaTiKnormalizedKandKfullXlengthKcs pKlibrariesWKexpressedKsequenceKtagsWKandKaK
cs pKmicroarrayKforKtheKstudyKofKinsectXinducedKdefencesKinKpoplarYK2006WK]dWK]afdXhf

159

177 TheKmolecularKecologistRsKguideKtoKexpressedKsequenceKtagsYK2007WK]eWKh[fXac 276

176 pKhighXthroughputKscreenKforKgenesKfromKcastorKthatKboostKhydroxyKfattyKacidKaccumulationKinKseedK
oilsKofKtransgenicKprabidopsisYKPlantdJournalWK2006WKcdWKgcfXde 6.9 115

(2006-2005)
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175 pnnotationKandKexpressionKprofileKanalysisKofKa[fbKfullXlengthKcs psKfromKstressXinducedKmaizeK
SZeaKmaysK’YTKseedlingsYKPlantdJournalWK2006WKcgWKf][Xaf 6.9 80

174 rpvtiKcapKanalysisKofKgeneKexpressionYK2006WKbWKa]]Xaa 328

173 rpuTp iKaKtoolKforKfastKmappingWKandKqualityKassessmentKofKcs psYK2006WKfWKcfb

172 venerationKandKanalysisKofKlargeXscaleKexpressedKsequenceKtagsKStSTsTKfromKaKfullXlengthKenrichedK
cs pKlibraryKofKporcineKbackfatKtissueYK2006WKfWKbe 27

171 sqTSSiKsataqaseKofKwumanKTranscriptionKStartKSitesWKprogressKreportKa[[eYKNucleicdAcidsdResearchWK
2006WKbcWKsgeXh 20.1 84

170
pnKankyrinKrepeatXcontainingKproteinWKcharacterizedKasKaKubiquitinKligaseWKisKcloselyKassociatedKwithK
membraneXenclosedKorganellesKandKrequiredKforKpollenKgerminationKandKpollenKtubeKgrowthKinKlilyYK
2006WK]c[WK]bfcXgb

32

169 SearchingKforKxRtSYK2006WK]aWK]fddXgd 239

168 ronstructingKtheKlandscapeKofKtheKmammalianKtranscriptomeYK2007WKa][WK]chfXd[e 38

167 rpvtXTSSchipiKpromoterXbasedKexpressionKprofilingKusingKtheKdRXleadingKlabelKofKcappedK
transcriptsYK2007WKgWKRca 3

166 rancerKgenomicsKandKproteomicsYK–ethodsKandKProtocolsYKPrefaceYKMethodsdindMoleculardBiologyWK
2007WKbgbWKvXvii 1.4 1

165 SystematicKanalysisKofKmR pKdRKcodingKsequenceKincompletenessKinKsanioKrerioiKanKautomatedK
tSTXbasedKapproachYK2007WKaWKbc 4

164  ormalizationKofKcs pK’ibrariesYK2007WKhfX]ac 12

163 pKreverseKprovesKtoKbeKanKadvanceYKNaturedReviewsdGeneticsWK2007WKgWKSgXSg 30.1

162 xnformaticKandKgenomicKanalysisKofKmelanocyteKcs pKlibrariesKasKaKresourceKforKtheKstudyKofK
melanocyteKdevelopmentKandKfunctionYK2007WKa[WKa[]Xh 3

161 xdentificationKofKplantKpromoterKconstituentsKbyKanalysisKofKlocalKdistributionKofKshortKsequencesYK
2007WKgWKef 117

160 ronstructionKandKcharacterizationKofKaKfullXlengthKcs pKlibraryKforKtheKwheatKstripeKrustKpathogenK
SPucciniaKstriiformisKfYKspYKtriticiTYK2007WKgWK]cd 45

159 StatisticalKppproachesKinKtukaryoticKveneKPredictionYK2008WKhfX]dh 30

158 bvKvectorXprimerKplasmidKforKconstructingKfullXlengthXenrichedKcs pKlibrariesYK2008WKbg[WK]chXd] 2
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157 pKconiferKgenomicsKresourceKofKa[[W[[[KspruceKSPiceaKsppYTKtSTsKandKeWcecKhighXqualityWK
sequenceXfinishedKfullXlengthKcs psKforKSitkaKspruceKSPiceaKsitchensisTYK2008WKhWKcgc 102

156 pnalysisKofKcWeecKhighXqualityKsequenceXfinishedKpoplarKfullXlengthKcs pKclonesKandKtheirKutilityKforK
theKdiscoveryKofKgenesKrespondingKtoKinsectKfeedingYK2008WKhWKdf 61

155 ’argeXscaleKcollectionKandKannotationKofKfullXlengthKenrichedKcs psKfromKaKmodelKhalophyteWK
ThellungiellaKhalophilaYK2008WKgWK]]d 52

154
SamplingKgeneKdiversityKacrossKtheKsupergroupKpmoebozoaiKlargeKtSTKdataKsetsKfromK
pcanthamoebaKcastellaniiWKwartmannellaKvermiformisWKPhysarumKpolycephalumWKwyperamoebaK
dachnayaKandKwyperamoebaKspYK2008WK]dhWKaehXg]

21

153 uromKrpvtKtoKseeprpvtiKwighXThroughputKTranscriptionKStartKSiteKandKPromoterKxdentificationKforK
veneK etworkKpnalysisYKddXfd

152 pKrescueKstrategyKforKmultimappingKshortKsequenceKtagsKrefinesKsurveysKofKtranscriptionalKactivityK
byKrpvtYKGenomicsWK2008WKh]WKag]Xg 4.3 82

151 TheKcurrentKstatusKofKcs pKcloningYKGenomicsWK2008WKh]WKabaXca 4.3 32

150  ormalizationKofKfullXlengthKenrichedKcs pYK2008WKcWKa[dX]a 35

149 uineKexpressionKprofilingKofKfullXlengthKtranscriptsKusingKaKsizeXunbiasedKcs pKlibraryKpreparedKwithK
theKvectorXcappingKmethodYKDNAdResearchWK2008WK]dWK]abXbe 4.5 7

148 rollectionKandKcomparativeKanalysisKofK]gggKfullXlengthKcs psKfromKwildKriceKOryzaKrufipogonKvriffYK
W]hcbYKDNAdResearchWK2008WK]dWKagdXhd 4.5 31

147 SequencingKandKanalysisKofKapproximatelyKc[W[[[KsoybeanKcs pKclonesKfromKaKfullXlengthXenrichedK
cs pKlibraryYKDNAdResearchWK2008WK]dWKbbbXce 4.5 86

146 TheKR pKcontinentYK2008WKhhWKffX]]a 22

145 nnncs pnnnnnnnnnnnnnnnnnnnnKnnnnnnnnnnnnnnnnnnnnnnnnnYK2008WKceWKg]cXg]f

144 pKresourceKforKtranscriptomicKanalysisKinKtheKmouseKbrainYKPLoSdONEWK2008WKbWKeb[]a 3.7 11

143 WholeKgenomeKtranscriptomeKanalysisYK2009WKeWK][fX]a 42

142 sevelopmentKofKd[[eKfullXlengthKrs psKinKbarleyiKaKtoolKforKaccessingKcerealKgenomicsKresourcesYK
DNAdResearchWK2009WK]eWKg]Xh 4.5 81

141 pKnewKsetKofKtSTsKandKcs pKclonesKfromKfullXlengthKandKnormalizedKlibrariesKforKgeneKdiscoveryKandK
functionalKcharacterizationKinKcitrusYK2009WK][WKcag 26

140 uunctionalKgenomicsKusingKRxzt KprabidopsisKthalianaKfullXlengthKcs psYK2009WK]aaWKbddXee 20

(2009-2008)
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139 pphidsKacquiredKsymbioticKgenesKviaKlateralKgeneKtransferYK2009WKfWK]a 124

138 weterogeneityKofKprabidopsisKcoreKpromotersKrevealedKbyKhighXdensityKTSSKanalysisYKPlantdJournalWK
2009WKe[WKbd[Xea 6.9 81

137 TinyKR psKassociatedKwithKtranscriptionKstartKsitesKinKanimalsYKNaturedGeneticsWK2009WKc]WKdfaXg 36.3 302

136 pnKunbiasedKexpressionKscreenKforKsynaptogenicKproteinsKidentifiesKtheK’RRT–KproteinKfamilyKasK
synapticKorganizersYK2009WKe]WKfbcXch 286

135 siscoveryKofKtranscriptionalKregulatorsKandKsignalingKpathwaysKinKtheKdevelopingKpituitaryKglandKbyK
bioinformaticKandKgenomicKapproachesYKGenomicsWK2009WKhbWKcchXe[ 4.3 58

134 veneKexpressionKduringKliverKregenerationKafterKpartialKhepatectomyKinKmiceKlackingKtypeK]KtumorK
necrosisKfactorKreceptorYK2009WK]daWK]fgXgg 8

133 venerationKofKfullXlengthKcs pKlibrariesiKfocusKonKplantsYKMethodsdindMoleculardBiologyWK2009WKdbbWKchXeg1.4 1

132 txpressedKSequenceKTagsKStSTsTYKMethodsdindMoleculardBiologyWK2009WK 1.4 12

131 ronstructionKofKrpvtK’ibrariesYK2009WKa]Xbh

130 TheKdevelopmentKofKaKnovelKvectorKforKconstructionKofKaKfullXlengthKcs pKlibraryYK2010WKcWKbdbXbe]

129 –ouseKbrainKfullXlengthKcs pKlibraryKconstructionKbyKnegativeKselectionKofKintactKmR psYK2010WKdWKeafXb]

128 suplicationKofKaKwellXconservedKhomeodomainXleucineKzipperKtranscriptionKfactorKgeneKinKbarleyK
generatesKaKcopyKwithKmoreKspecificKfunctionsYK2010WK][WK]abXbb 40

127 ’argeXscaleKanalysisKofKfullXlengthKcs psKfromKtheKtomatoKSSolanumKlycopersicumTKcultivarK
–icroXTomWKaKreferenceKsystemKforKtheKSolanaceaeKgenomicsYK2010WK]]WKa][ 141

126 pKfullXlengthKcs pKresourceKforKtheKpeaKaphidWKpcyrthosiphonKpisumYK2010WK]hKSupplKaWKabXb] 19

125 wighXthroughputKcharacterizationKofKplantKgeneKfunctionsKbyKusingKgainXofXfunctionKtechnologyYK
2010WKe]WKbfbXhb 36

124 xdentificationKofKimmuneXrelevantKgenesKbyKexpressedKsequenceKtagKanalysisKofKheadKkidneyKfromK
grassKcarpKSrtenopharyngodonKidellaTYK2010WKdWK]]eXab 8

123  ormalizingKcs pKlibrariesYK2010WKrhapterKdWKUnitKdY]aY]Xaf 11

122 venomeKpnalysisiKTheKStateKofKznowledgeKofKqarleyKvenesYK2010WKgdX]]] 4
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121 pnalysisKofKgeneKexpressionKprofilesKinKfatalKhepaticKfailureKafterKhepatectomyKinKmiceYK2011WK]ehWKbeXcb 2

120 R pKcaptoriKaKtoolKforKR pKcharacterizationYKPLoSdONEWK2011WKeWKe]gccd 3.7 8

119 UstilagoKmaydisKtranscriptKfeaturesKidentifiedKthroughKfullXlengthKcs pKanalysisYK2011WKageWK]cbXdh 7

118 PredictionKofKR pKPolymeraseKxxKrecruitmentWKelongationKandKstallingKfromKhistoneKmodificationK
dataYK2011WK]aWKdcc 25

117 romprehensiveKsequenceKanalysisKofKacWfgbKbarleyKfullXlengthKcs psKderivedKfromK]aKcloneK
librariesYK2011WK]deWKa[Xg 165

116 TheKrocksKandKshallowsKofKdeepKR pKsequencingiKtxamplesKinKtheKVibrioKcholeraeKR omeYK2011WK]fWK]bdfXee 26

115  anorpvtiKaKhighXresolutionKtechniqueKtoKdiscoverKandKinterrogateKcellKtranscriptomesYK2011WK
a[]]WKpdbYprotdddh 51

114 venomeXwideKanalysisKofKpromoterKarchitectureKinKsrosophilaKmelanogasterYKGenomedResearchWK
2011WKa]WK]gaXha 9.7 178

113 ronstructionKandKcharacterizationKofKaKcs pKlibraryKfromKwheatKinfectedKwithKuusariumK
graminearumKugKaYKInternationaldJournaldofdMoleculardSciencesWK2011WK]aWKe]bXae 6.3 9

112 dRKendXcenteredKexpressionKprofilingKusingKcapXanalysisKgeneKexpressionKandKnextXgenerationK
sequencingYKNaturedProtocolsWK2012WKfWKdcaXe] 18.8 182

111 venomeXscaleKanalysisKofKhumanKmR pKdRKcodingKsequencesKbasedKonKexpressedKsequenceKtagK
StSTTKdatabaseYKGenomicsWK2012WK][[WK]adXb[ 4.3 10

110 rpvtKScapKanalysisKofKgeneKexpressionTiKaKprotocolKforKtheKdetectionKofKpromoterKandK
transcriptionalKnetworksYKMethodsdindMoleculardBiologyWK2012WKfgeWK]g]Xa[[ 1.4 61

109 seeprpvtiKvenomeXWideK–appingKofKTranscriptionKStartKSitesYK2012WKabXce 1

108 sefinitionKofKPromotomeâ��TranscriptomeKprchitectureKUsingKrpvtscanYK2012WKcfXe]

107 RprtiK ewKppplicationsKofKanKOldK–ethodKtoKronnectKtxonsYK2012WKebXf]

106 R pXPtTiKuullX’engthKTranscriptKpnalysisKUsingKdnXKandKbnXPairedXtndKTagK extXvenerationK
SequencingYK2012WKfbXh[ 1

105 veneKRegulatoryK etworksYKMethodsdindMoleculardBiologyWK2012WK 1.4 2

104 uunctionalKvenomicsYKMethodsdindMoleculardBiologyWK2012WK 1.4 2
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103 TonoplastXKandKplasmaKmembraneXlocalizedKaquaporinXfamilyKtransportersKinKblueKhydrangeaKsepalsK
ofKaluminumKhyperaccumulatingKplantYKPLoSdONEWK2012WKfWKecb]gh 3.7 83

102 TransgenicKPlantsKasKaKToolKforKPlantKuunctionalKvenomicsYK2012WK 3

101 pnalysisKofKRetinalKsevelopmentKandKsiseasesKUsingKR pXSeqYK2012WK]WK 5

100 venomeKwideKfullXlengthKtranscriptKanalysisKusingKdRKandKbRKpairedXendXtagKnextKgenerationK
sequencingKSR pXPtTTYKMethodsdindMoleculardBiologyWK2012WKg[hWKdbdXea 1.4 26

99 ronstructionKandKcharacterizationKofKaKfullXlengthKcs pKlibraryKandKidentificationKofKgenesKinvolvedK
inKsalinityKstressKinKwildKeggplantKSSolanumKtorvumKSwartzTYK2012WKdbWK]dgX]ee 4

98 PlasmaKmembraneXlocalizedKplXtransporterKfromKblueKhydrangeaKsepalsKisKaKmemberKofKtheKanionK
permeaseKfamilyYK2013WK]gWKbc]Xda 25

97 wighXfidelityKpromoterKprofilingKrevealsKwidespreadKalternativeKpromoterKusageKandK
transposonXdrivenKdevelopmentalKgeneKexpressionYKGenomedResearchWK2013WKabWK]ehXg[ 9.7 133

96 ProofKthatKdinoflagellateKsplicedKleaderKSsinoS’TKisKaKusefulKhookKforKfishingKdinoflagellateK
transcriptsKfromKmixedKmicrobialKsamplesiKSymbiodiniumKkawagutiiKasKaKcaseKstudyYK2013WK]ecWKd][Xaf 36

95 SuppressionKofKartifactsKandKbarcodeKbiasKinKhighXthroughputKtranscriptomeKanalysesKutilizingK
templateKswitchingYKNucleicdAcidsdResearchWK2013WKc]WKecc 20.1 46

94  ovelKbioresourcesKforKstudiesKofKqrassicaKoleraceaiKidentificationKofKaKkaleK–YqKtranscriptionK
factorKresponsibleKforKglucosinolateKproductionYKPlantdBiotechnologydJournalWK2013WK]]WK][]fXaf 11.6 24

93 Rp–PpvtiKpromoterKactivityKprofilingKbyKpairedXendKsequencingKofKdRXcompleteKcs psYK2013WK][cWK
UnitKadqY]] 44

92 UnlockingKTriticeaeKgenomicsKtoKsustainablyKfeedKtheKfutureYK2013WKdcWK]hb]Xd[ 43

91 wighXthroughputKsequencingKandKdeKnovoKassemblyKofKqrassicaKoleraceaKvarYKrapitataK’YKforK
transcriptomeKanalysisYKPLoSdONEWK2014WKhWKeha[gf 3.7 33

90 ronstructionKofKsizedKeukaryoticKcs pKlibrariesKusingKlowKinputKofKtotalKenvironmentalK
metatranscriptomicKR pYK2014WK]cWKg[ 16

89 dnXrapKselectionKmethodsKandKtheirKapplicationKinKfullXlengthKcs pKlibraryKconstructionKandK
transcriptionKstartKsiteKprofilingYK2014WK]hWKdg[Xdge 1

88 –ultipleKnovelKpromoterXarchitecturesKrevealedKbyKdecodingKtheKhiddenKheterogeneityKwithinKtheK
genomeYKNucleicdAcidsdResearchWK2014WKcaWK]abggXc[b 20.1 8

87 romparisonKofKrpvtKandKR pXseqKtranscriptomeKprofilingKusingKclonallyKamplifiedKandK
singleXmoleculeKnextXgenerationKsequencingYKGenomedResearchWK2014WKacWKf[gX]f 9.7 66

86 rerealKvenomicsYKMethodsdindMoleculardBiologyWK2014WK 1.4 4
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85 R pKsequencingiKfromKtagXbasedKprofilingKtoKresolvingKcompleteKtranscriptKstructureYK2014WKf]WKbdbfXd] 29

84 venomeXwideKidentificationKofKtranscriptKstartKandKendKsitesKbyKtranscriptKisoformKsequencingYK
NaturedProtocolsWK2014WKhWK]fc[Xdh 18.8 46

83 SequencingKandKcomparativeKgenomicsKanalysisKinKquchYXwamYKtxKsYKsonWKbasedKonKfullXlengthKcs pK
libraryYK2014WKagWKg[dXg]a 1

82 uunctionalKandKexpressionKanalysesKofKtranscriptsKbasedKonKfullXlengthKcs psKofKSorghumKbicolorYK
DNAdResearchWK2015WKaaWKcgdXhb 4.5 2

81 ’ibraryKResourcesiKqprsWKtSTsWKuullX’engthKcs psWKandKYawYKPlantdGeneticsdanddGenomics:dCropsdandd
ModelsWK2015WK]f]X]g] 0.2 1

80 ParadigmKshiftsKinKgenomicsKthroughKtheKup TO–KprojectsYKMammaliandGenomeWK2015WKaeWKbh]Xc[a 3.2 73

79 TargetedKreductionKofKhighlyKabundantKtranscriptsKusingKpseudoXrandomKprimersYKBioTechniquesWK
2016WKe[WK]ehXfc 2.5 17

78 PervasiveKisoformXspecificKtranslationalKregulationKviaKalternativeKtranscriptionKstartKsitesKinK
mammalsYKMoleculardSystemsdBiologyWK2016WK]aWKgfd 12.2 55

77 vlobalKtranscriptKstructureKresolutionKofKhighKgeneKdensityKgenomesKthroughKmultiXplatformKdataK
integrationYKNucleicdAcidsdResearchWK2016WKccWKe]cd 20.1 59

76 tstablishingKtheKprchitectureKofKPlantKveneKRegulatoryK etworksYKMethodsdindEnzymologyWK2016WK
dfeWKad]Xb[c 1.7 5

75 TranscriptomeKandKproteomeKanalysesKprovideKinsightKintoKlaticiferRsKdefenseKofKtuphorbiaKtirucalliK
againstKpestsYKPlantdPhysiologydanddBiochemistryWK2016WK][gWKcbcXcce 5.4 14

74 qaseXpairXresolutionKgenomeXwideKmappingKofKactiveKR pKpolymerasesKusingKprecisionKnuclearK
runXonKSPROXseqTYKNaturedProtocolsWK2016WK]]WK]cddXfe 18.8 208

73 veneticsKandKvenomicsKofKqrachypodiumYKPlantdGeneticsdanddGenomics:dCropsdanddModelsWK2016WK 0.2 9

72 venomeXwideKidentificationKandKcharacterizationKofKtranscriptionKstartKsitesKandKpromotersKinKtheK
tunicateKrionaKintestinalisYKGenomedResearchWK2016WKaeWK]c[Xd[ 9.7 10

71 ’argeXscaleKcollectionKofKfullXlengthKcs pKandKtranscriptomeKanalysisKinKweveaKbrasiliensisYKDNAd
ResearchWK2017WKacWK]dhX]ef 4.5 15

70 PromoterKpssociatedKR pYKMethodsdindMoleculardBiologyWK2017WK 1.4

69  anorpvtiKpK–ethodKforKtheKpnalysisKofKrodingKandK oncodingKdRXrappedKTranscriptomesYK
MethodsdindMoleculardBiologyWK2017WK]dcbWKdfX][h 1.4 18

68
seepKrapKpnalysisKofKveneKtxpressionKSrpvtTiKvenomeXWideKxdentificationKofKPromotersWK
QuantificationKofKTheirKpctivityWKandKTranscriptionalK etworkKxnferenceYKMethodsdindMoleculard
BiologyWK2017WK]dcbWK]]]X]ae

1.4 4
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67 TheKup TO–dKcollectionWKaKdataKseriesKunderpinningKmammalianKtranscriptomeKatlasesKinKdiverseK
cellKtypesYKScientificdDataWK2017WKcWK]f[]]b 8.2 35

66 ppplicationKofKaKrpvtK–ethodKtoKanKpvianKsevelopmentKStudyYKMethodsdindMoleculardBiologyWK2017WK
]ed[WK][]X][h 1.4 1

65 RobustKidentificationKofKPtbp]XdependentKsplicingKeventsKbyKaKjunctionXcentricKapproachKinK
XenopusKlaevisYKDevelopmentaldBiologyWK2017WKcaeWKcchXcdh 3.1 3

64
sifficultyKinKobtainingKtheKcompleteKmR pKcodingKsequenceKatKdR´ regionKSdR´ endKmR pKartifactTiK
rausesWKconsequencesKinKbiologyKandKmedicineKandKpossibleKsolutionsKforKobtainingKtheKactualK
aminoKacidKsequenceKofKproteinsKSReviewTYKInternationaldJournaldofdMoleculardMedicineWK2017WKbhWK][ebX][f]

4.4 2

63 rancerKtranscriptomeKprofilingKatKtheKjunctureKofKclinicalKtranslationYKNaturedReviewsdGeneticsWK2018WK
]hWKhbX][h 30.1 128

62 S’xrXrpvtiKhighXresolutionKtranscriptionKstartKsiteKmappingKusingKnanogramXlevelsKofKtotalKR pYK
GenomedResearchWK2018WKagWK]hcbX]hde 9.7 17

61 pKShortKTandemKRepeatXtnrichedKR pKpssemblesKaK uclearKrompartmentKtoKrontrolKplternativeK
SplicingKandKPromoteKrellKSurvivalYKMoleculardCellWK2018WKfaWKdadXdc[Ye]b 17.6 57

60 tpigeneticKRegulationKofKSkinKsevelopmentKandKRegenerationYKPancreaticdIsletdBiologyWK2018WK 0.4

59 tnhancerXPromoterKxnteractionsKandKTheirKRoleKinKtheKrontrolKofKtpidermalKsifferentiationYK
ContributionsdTodManagementdScienceWK2018WKab]Xaea 0.4

58 TowardsKaKcompleteKmapKofKtheKhumanKlongKnonXcodingKR pKtranscriptomeYKNaturedReviewsd
GeneticsWK2018WK]hWKdbdXdcg 30.1 248

57 rharacterizationKofKaKlongKnoncodingKR pKPcdh]fitKasKaKnovelKmarkerKforKimmatureKpremyelinatingK
oligodendrocytesYKGliaWK2019WKefWKa]eeXa]ff 9 9

56  tTXrpvtKcharacterizesKtheKdynamicsKandKtopologyKofKhumanKtranscribedKcisXregulatoryKelementsYK
NaturedGeneticsWK2019WKd]WK]behX]bfh 36.3 33

55 QuantifyingKtheKR pKcapKepitranscriptomeKrevealsKnovelKcapsKinKcellularKandKviralKR pYKNucleicdAcidsd
ResearchWK2019WKcfWKe]b[ 20.1 62

54 TwoKSeparationXofXuunctionKxsoformsKofKwumanKTPP]KsictateKTelomeraseKRegulationKinKSomaticK
andKvermKrellsYKCelldReportsWK2019WKafWKbd]]Xbda]Yef 10.6 12

53 pnKOverviewKofK–ethodologiesKinKStudyingKlncR psKinKtheKwighXThroughputKtraiKWhenKpcronymsK
pTTprzLYKMethodsdindMoleculardBiologyWK2019WK]hbbWK]Xb[ 1.4 7

52 tstablishingKaKSystemKforKuunctionalKrharacterizationKofKuullX’engthKcs psKofKramelliaKsinensisYK
InternationaldJournaldofdMoleculardSciencesWK2019WKa[WK 6.3

51 OverexpressionKofKaKdevelopingKxylemKcs pKlibraryKinKtransgenicKpoplarKgeneratesKhighKmutationK
rateKspecificKtoKwoodKformationYKPlantdBiotechnologydJournalWK2020WK]gWK]cbcX]ccb 11.6 3

50 wistoryKandKfutureKperspectivesKofKbarleyKgenomicsYKDNAdResearchWK2020WKafWK 4.5 9
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49 qioinformaticsKforKrancerKxmmunotherapyYKMethodsdindMoleculardBiologyWK2020WK 1.4

48 vt rOstKa[a]YKNucleicdAcidsdResearchWK2021WKchWKsh]eXshab 20.1 82

47 –etabolicKVersatilityKofKduringKxnfectionKandKsormancyYKMetabolitesWK2021WK]]WK 5.6 9

46 pntisenseKR psKduringKearlyKvertebrateKdevelopmentKareKdividedKinKgroupsKwithKdistinctKfeaturesYK
GenomedResearchWK2021WKb]WKhhdX][][ 9.7 3

45 seKnovoKactivatedKtranscriptionKofKinsertedKforeignKcodingKsequencesKisKinheritableKinKtheKplantK
genomeYKPLoSdONEWK2021WK]eWKe[adaefc 3.7 1

44 PlasticityKandKheterogeneityKofKthermogenicKadiposeKtissueYKNaturedMetabolismWK2021WKbWKfd]Xfe] 14.6 8

43 ToKcapKitKallKoffWKagainiKdynamicKcappingKandKrecappingKofKcodingKandKnonXcodingKR psKtoKcontrolK
transcriptKfateKandKbiologicalKactivityYKCelldCycleWK2021WKa[WK]bcfX]be[ 4.7 4

42 xsoformKpgeKXKSpliceKxsoformKProfilingKUsingK’ongXReadKTechnologiesYKFrontiersdindMoleculard
BiosciencesWK2021WKgWKf]]fbb 5.6 3

41 xdentifyingKtranscriptKdR´ cappedKendsKinYKPeerJWK2021WKhWKe]]hgb 3.1 0

40 rrypticKpromoterKactivationKoccursKbyKatKleastKtwoKdifferentKmechanismsKinKtheKprabidopsisK
genomeYKPlantdJournalWK2021WK][gWKahXbh 6.9 1

39 rapKanalysisKofKgeneKexpressionKSrpvtTKandKnoncodingKregulatoryKelementsYKSeminarsdind
ImmunopathologyWK2021WK] 12 0

38 vlobalKapproachesKforKprofilingKtranscriptionKinitiationYKCelldReportsdMethodsWK2021WK]WK][[[g]X][[[g] 1

37 ’owKQuantityKSingleKStrandKrpvtKS’QXssrpvtTK–apsKRegulatoryKtnhancersKandKPromotersYK
MethodsdindMoleculardBiologyWK2021WKabd]WKefXh[ 1.4 1

36 venomesKandKsatabasesYK2004WK]fXbd 1

35 veneKTaggingWKveneXKandKtnhancerXTrappingWKandKuullX’engthKcs pKOverexpressionKinK
PhyscomitrellaKPatensYK2004WK]]]X]ba 6

34 rapKpnalysisKofKveneKtxpressionKSrpvtTiKpKQuantitativeKandKvenomeXWideKpssayKofKTranscriptionK
StartKSitesYKMethodsdindMoleculardBiologyWK2020WKa]a[WKaffXb[] 1.4 7

33 StrategiesKforKundertakingKexpressedKsequenceKtagKStSTTKprojectsYKMethodsdindMoleculardBiologyWK
2009WKdbbWK]bXba 1.4 14

32 PreparationKofKfullXlengthKcs pKlibrariesiKfocusKonKmetazoansYKMethodsdindMoleculardBiologyWK2009WK
dbbWKehX][f 1.4 1
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31 veneratingKtSTKlibrariesiKtransXsplicedKcs psYKMethodsdindMoleculardBiologyWK2009WKdbbWK]adXd] 1.4 1

30 uullXlengthKtranscriptomeKanalysisKusingKaKbiasXfreeKcs pKlibraryKpreparedKwithKtheKvectorXcappingK
methodYKMethodsdindMoleculardBiologyWK2011WKfahWKdbXf[ 1.4 2

29  ormalizationKofKfullXlengthXenrichedKcs pYKMethodsdindMoleculardBiologyWK2011WKfahWKgdXhg 1.4 12

28 cs pKlibraryKpreparationYKMethodsdindMoleculardBiologyWK2014WK][hhWKahXc[ 1.4 2

27 pntisenseKncR psKduringKearlyKvertebrateKdevelopmentKareKdividedKinKgroupsKwithKdistinctK
featuresYK 2

26 ’owKQuantityKsingleKstrandKrpvtKS’QXssrpvtTKmapsKregulatoryKenhancersKandKpromotersYK 1

25 OfKmiceWKmenWKandKtheKgenomeYKGenomedResearchWK2000WK][WK]cb]Xa 9.7 1

24 romputerXbasedKmethodsKforKtheKmouseKfullXlengthKcs pKencyclopediaiKrealXtimeKsequenceK
clusteringKforKconstructionKofKaKnonredundantKcs pKlibraryYKGenomedResearchWK2001WK]]WKag]Xh 9.7 25

23 TranscriptionKuactorsWKveneKRegulatoryK etworksKandKpgronomicKTraitsYKAdvancesdindAgroecologyWK
2011WKedXhc 1

22 ’argeXscaleKcollectionKandKanalysisKofKfullXlengthKcs psKfromKqrachypodiumKdistachyonKandK
integrationKwithKPooideaeKsequenceKresourcesYKPLoSdONEWK2013WKgWKefdaed 3.7 25

21 OnKtheKpresenceKandKroleKofKhumanKgeneXbodyKs pKmethylationYKOncotargetWK2012WKbWKceaXfc 3.3 295

20 StructuralKanalysisKofKexpressedKsequenceKtagsKinimmatureKseedKofKOryzaKsativaK’YYKJournaldofdPlantd
BiotechnologyWK2009WKbeWK]b[X]be 0.6 2

19 pnalysisKofKgerminatingKseedKstageKexpressedKsequenceKtagsKinKOryzaKsativaK’YYKJournaldofdPlantd
BiotechnologyWK2009WKbeWKag]Xagg 0.6 2

18 rompleteKopenKreadingKframeKSrXORuTKtechniqueiKrapidKandKefficientKmethodKforKobtainingK
completeKproteinKcodingKsequencesYKMethodsdindMoleculardBiologyWK2007WKbgbWK]abXbb 1.4 2

17 [pdvancesKofKgeneKenrichmentKinKplantKgenome]YKYidChuand=dHereditasdtdZhongguodYidChuandXuedHuid
BiandJiWK2009WKb]WKfhhXg[g 1.4

16 [pKnovelKvectorKforKconstructionKofKaKcs pKlibrary]YKBiomeditsinskayadKhimiyaWK2010WKdeWKbahXc] 0.8

15 ronstructionKandKanalysisKofKfullXlengthKandKnormalizedKcs pKlibrariesKfromKcitrusYKMethodsdind
MoleculardBiologyWK2012WKg]dWKd]Xed 1.4

14 tffectiveKProcedureKforKsevelopmentKofKtSTXSSRK–arkersKUsingKcs pK’ibraryYKAmericandJournaldofd
PlantdSciencesWK2012WK[bWK]baaX]baf 0.5
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13 ronstructionKofKuullX’engthKvooseK–uscleKcs pK’ibraryYKJournaldofdAnimaldanddVeterinarydAdvancesWK
2012WK]]WKa][eXa][h 0.1

12 S’xrXrpvtiKhighXresolutionKtranscriptionKstartKsiteKmappingKusingKnanogramXlevelsKofKtotalKR pYK

11 TwoKseparationXofXfunctionKisoformsKofKhumanKTPP]KandKaKnovelKintragenicKnoncodingKR pKdictateK
telomeraseKregulationKinKsomaticKandKgermKcellsYK

10 QuantifyingKtheKR pKcapKepitranscriptomeKrevealsKnovelKcapsKinKcellularKandKviralKR pYK 0

9 synamicsKandKTopologyKofKwumanKTranscribedKrisXregulatoryKtlementsYK

8 RerappableKSeqiKromprehensiveKseterminationKofKTranscriptionKStartKSitesKderivedKfromKallKR pK
polymerasesYK 1

7 seKnovoKactivatedKtranscriptionKofKinsertedKforeignKcodingKsequencesKisKinheritableKinKtheKplantK
genomeYK 0

6 putomatedKfiltrationXbasedKhighXthroughputKplasmidKpreparationKsystemYKGenomedResearchWK1999WK
hWKcebXf[ 9.7 10

5 putomatedKuiltrationXqasedKwighXThroughputKPlasmidKPreparationKSystemYKGenomedResearchWK1999WK
hWKcebXcf[ 9.7 20

4 romputerXqasedK–ethodsKforKtheK–ouseKuullX’engthKcs pKtncyclopediaiKRealXTimeKSequenceK
rlusteringKforKronstructionKofKaK onredundantKcs pK’ibraryYKGenomedResearchWK2001WK]]WKag]Xagh 9.7 4

3 txpressionKofKmatrixKmetalloproteinaseXbKandKX][KisKupXregulatedKinKtheKperiodontalKtissuesKofKagedK
miceYYKJournaldofdPeriodontaldResearchWK2022WK 4.3 0

2 venomeXWideK–appingKofKdâ��KxsoformsKwithKdâ��XSeqYK 0

1 venomeXWideK–appingKofKdnKxsoformsKwithKdnXSeqYK2023WKbWK 0
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