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n Paper IF Citations

442 oHregulatoryHroleHforHtheHcOHandHaOHuntranslatedHregionsHinHdifferentialHexpressionHofHhspfaHinH
zeishmaniaVHNucleicmAcidsmResearchTH1994THZZTHZgZZUg 20.1 68

441 SelectiveHdegradationHofHearlyUresponseUgeneHmR–oshHfunctionalHanalysesHofHsequenceHfeaturesHofH
theHoUUrichHelementsVH1994THYbTHfbeYUfZ 236

440 ‘etabolicHstabilityHofHmR–oHinHyeastUUaHpotentialHtargetHforHmodulatingHproductivitymVH1994THYZTHbbbUg 7

439 ‘echanismsHofHmR–oHdegradationHinHeukaryotesVH1994THYgTHaadUbX 212

438 ΩrematureHtranslationalHterminationHtriggersHmR–oHdecappingVH1994THaeXTHcefUfY 332

437 TheHlevelsHofHyeastHgluconeogenicHmR–osHrespondHtoHenvironmentalHfactorsVH1994THZZbTHbeaUfY 43

436 retectionHandHcharacterizationHofHaHaOHuntranslatedHregionHribonucleoproteinHcomplexHassociatedH
withHhumanHalphaUglobinHmR–oHstabilityVH1995THYcTHYedgUee 186

435 srythroidHcellUspecificHmR–oHstabilityHelementsHinHtheHalphaHZUglobinHaOHnontranslatedHregionVH1995TH
YcTHZbceUdc 158

434 wdentificationHofHanHadditionalHgeneHrequiredHforHeukaryoticHnonsenseHmR–oHturnoverVH1995THgZTHYXacbUf 98

433 ΩolyadenylylationHhelpsHregulateHmR–oHdecayHinHsscherichiaHcoliVH1995THgZTHYfXeUYY 224

432 sffectsHofHmutationsHinHtheHSaccharomycesHcerevisiaeHR–oYbTHR–oYcTHandHΩoΩYHgenesHonH
polyadenylationHinHvivoVH1995THYcTHdgegUfd 50

431 wdentificationHandHcharacterizationHofHaHsequenceHmotifHinvolvedHinHnonsenseUmediatedHmR–oH
decayVH1995THYcTHZZaYUbb 119

430
SyntheticHlethalityHofHsepYHPxrnYQHskiZHandHsepYHPxrnYQHskiaHmutantsHofHSaccharomycesHcerevisiaeHisH
independentHofHkillerHvirusHandHsuggestsHaHgeneralHroleHforHtheseHgenesHinHtranslationHcontrolVH1995TH
YcTHZeYgUZe

78

429 onHefficientHstrategyHtoHisolateHfullUlengthHcr–osHbasedHonHanHmR–oHcapHretentionHprocedureH
PqoΩtureQVH1995THYcTHaadaUeY 71

428 regradationHofHtheHsoybeanHribuloseUYTcUbisphosphateHcarboxylaseHsmallUsubunitHmR–oTHSRSbTH
initiatesHwithHendonucleolyticHcleavageVH1995THYcTHddbYUcZ 23

427 qharacterizationHofHcisUactingHsequencesHandHdecayHintermediatesHinvolvedHinHnonsenseUmediatedH
mR–oHturnoverVH1995THYcTHfXgUZa 132

426 TurnoverHmechanismsHofHtheHstableHyeastHΩuyYHmR–oVH1995THYcTHZYbcUcd 281
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425 TheHnonamerHUUoUUUoUUHisHtheHkeyHoUUrichHsequenceHmotifHthatHmediatesHmR–oHdegradationVH
1995THYcTHZZYgUaX 460

424 ΩolyPoQHtailHlengthHcontrolHisHcausedHbyHterminationHofHprocessiveHsynthesisVH1995THZeXTHZfXXUf 147

423 TransUactingHfactorsHinHyeastHpreUrR–oHandHpreUsnoR–oHprocessingVH1995THeaTHfXaUYZ 41

422 sxonucleolyticHprocessingHofHsmallHnucleolarHR–osHfromHpreUmR–oHintronsVHGenesmandmDevelopmentTH
1995THgTHYbYYUZb 12.6 127

421 cOUexonucleaseUZHofHSaccharomycesHcerevisiaeVHΩurificationHandHfeaturesHofHribonucleaseHactivityH
withHcomparisonHtoHcOUexonucleaseUYVH1995THZeXTHYdXdaUg 98

420 ‘ultipleHfunctionsHforHtheHpolyPoQUbindingHproteinHinHmR–oHdecappingHandHdeadenylationHinHyeastVH
GenesmandmDevelopmentTH1995THgTHZbZYUaZ 12.6 222

419 ΩurificationHandHcharacterizationHofHanHestrogenUregulatedHXenopusHliverHpolysomalHnucleaseH
involvedHinHtheHselectiveHdestabilizationHofHalbuminHmR–oVH1995THZeXTHdYXfUYf 55

418
ulucoseUdependentHturnoverHofHtheHmR–osHencodingHsuccinateHdehydrogenaseHpeptidesHinH
SaccharomycesHcerevisiaehHsequenceHelementsHinHtheHcOHuntranslatedHregionHofHtheHwpHmR–oHplayHaH
dominantHroleVH1995THdTHYYZcUba

66

417 riversityHofHcytoplasmicHfunctionsHforHtheHaOHuntranslatedHregionHofHeukaryoticHtranscriptsVH1995THeTHafdUgZ 214

416 regradationHofHmR–oHinHeukaryotesVH1995THfYTHYegUfa 584

415 regradationHofHmaternalHstringHmR–oHisHcontrolledHbyHproteinsHencodedHonHmaternallyHcontributedH
transcriptsVH1995THcYTHZYeUZd 12

414 wdentificationHofHfunctionalHdomainsHinHtheHSepYHproteinHPkHyemYTHXrnYQTHwhichHisHrequiredHforH
transitionHthroughHmeioticHprophaseHinHSaccharomycesHcerevisiaeVH1995THYXbTHZYcUZZ 19

413 onHessentialHcomponentHofHtheHdecappingHenzymeHrequiredHforHnormalHratesHofHmR–oHturnoverVH
1996THafZTHdbZUd 285

412 tromHtranscriptHtoHproteinVH1996THfcTHgdaUeZ 65

411 mR–oHdecappingHactivitiesHandHtheirHbiologicalHrolesVH1996THefTHYXbgUcc 15

410 ‘ultipleHstepsHinHtheHregulationHofHtranscriptionUfactorHlevelHandHactivityVH1996THaYeHPHΩtHZQTHaZgUbZ 125

409 ‘utationsHinHtransUactingHfactorsHaffectingHmR–oHdecappingHinHSaccharomycesHcerevisiaeVH1996THYdTHcfaXUf 152

408 tunctionalHmappingHofHtheHtranslationUdependentHinstabilityHelementHofHyeastH‘oTalphaYHmR–oVH
1996THYdTHafaaUba 33

(1996-1995)
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407 regradationHofHqYqYHmR–oHinHtheHyeastHSaccharomycesHcerevisiaeHdoesHnotHrequireHtranslationVH
1996THgaTHffgcUgXX 6

406 ΩurificationHandHcharacterizationHofHaHcOHtoHaOHexoribonucleaseHfromHrabbitHreticulocytesHthatH
degradesHcappedHandHuncappedHR–osVH1996THZaeTHYeYUg 5

405 qontrolHofHmR–oHstabilityHinHhigherHplantsVH1996THaZTHdaUef 77

404 mR–oHturnoverHinHyeastHpromotedHbyHtheH‘oTalphaYHinstabilityHelementVHNucleicmAcidsmResearchTH
1996THZbTHbaXbUYZ 20.1 30

403 TheHaOHendHofHyeastHcVfSHrR–oHisHgeneratedHbyHanHexonucleaseHprocessingHmechanismVHGenesmandm
DevelopmentTH1996THYXTHcXZUYa 12.6 153

402 RegulatedHnuclearHpolyadenylationHofHXenopusHalbuminHpreUmR–oVHNucleicmAcidsmResearchTH1996TH
ZbTHbXefUfa 20.1 16

401 tattyHacidUresponsiveHcontrolHofHmR–oHstabilityVHUnsaturatedHfattyHacidUinducedHdegradationHofHtheH
SaccharomycesHΑzsYHtranscriptVH1996THZeYTHZcfXYUg 71

400 Ωo–aHencodesHaHsubunitHofHtheHΩabYpUdependentHpolyPoQHnucleaseHinHSaccharomycesHcerevisiaeVH
1996THYdTHcebbUca 140

399 oHmouseHcytoplasmicHexoribonucleaseHPmXR–YpQHwithHpreferenceHforHubHtetraplexHsubstratesVH1997
THYadTHedYUea 282

398
TheHtrequencyHandHregreeHofHqosuppressionHbyHSenseHqhalconeHSynthaseHTransgenesHoreH
rependentHonHTransgeneHΩromoterHStrengthHandHoreHReducedHbyHΩrematureH–onsenseHqodonsHinH
theHTransgeneHqodingHSequenceVH1997THgTHYaceUYadf

150

397 TranslationHinitiationHfactorsHewtUisobuHandHewtUbpHinteractHwithHtheHpolyPoQUbindingHproteinHandH
increaseHitsHR–oHbindingHactivityVH1997THZeZTHYdZbeUcc 210

396 ΩostfertilizationHdeadenylationHofHmR–osHinHXenopusHlaevisHembryosHisHsufficientHtoHcauseHtheirH
degradationHatHtheHblastulaHstageVH1997THYeTHZXgUYf 68

395 restabilizationHofHhumanHalphaUglobinHmR–oHbyHtranslationHantiUterminationHisHcontrolledHduringH
erythroidHdifferentiationHandHisHparalleledHbyHphasedHshorteningHofHtheHpolyPoQHtailVH1997THZeZTHddXeUYa 53

394 RibosomeHconcentrationHcontributesHtoHdiscriminationHagainstHpolyPoQUHmR–oHduringHtranslationH
initiationHinHSaccharomycesHcerevisiaeVH1997THZeZTHdXXbUYX 29

393 ΩolyPoQHtailHshorteningHbyHaHmammalianHpolyPoQUspecificHaOUexoribonucleaseVH1997THZeZTHYXbbfUcd 175

392 qleavageHpropertiesHofHanHestrogenUregulatedHpolysomalHribonucleaseHinvolvedHinHtheH
destabilizationHofHalbuminHmR–oVHNucleicmAcidsmResearchTH1997THZcTHeacUbZ 20.1 35

391 TheHpolyPoQHtailHinhibitsHtheHassemblyHofHaHaOUtoUcOHexonucleaseHinHanHinHvitroHR–oHstabilityHsystemVH
1997THYeTHagfUbXd 91

390 ‘odulationHofHtheHfateHofHcytoplasmicHmR–oHbyHoUUrichHelementshHkeyHsequenceHfeaturesH
controllingHmR–oHdeadenylationHandHdecayVH1997THYeTHbdYYUZY 315
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389 RokYpHisHaHputativeHR–oHhelicaseHrequiredHforHrR–oHprocessingVH1997THYeTHaagfUbXe 92

388 RatYpHandHXrnYpHareHfunctionallyHinterchangeableHexoribonucleasesHthatHareHrestrictedHtoHandH
requiredHinHtheHnucleusHandHcytoplasmTHrespectivelyVH1997THYeTHdYZZUaX 160

387 TheHroleHofHmR–oHstabilityHinHtheHcontrolHofHglobinHgeneHexpressionVH1997THceTHZbgUfe 32

386 ‘essengerHR–oHdeadenylylationHprecedesHdecappingHinHmammalianHcellsVH1997THgbTHcdZfUaa 192

385 oHcalciumUmetalloribozymeHwithHautodecappingHandHpyrophosphataseHactivitiesVH1997THadTHYbYXeUYg 14

384 StructuralHmodificationsHofHR–oHinfluenceHtheHcOHexoribonucleolyticHhydrolysisHbyHXR–YHandHvysYHofH
SaccharomycesHcerevisiaeVH1997THZacTHeggUfXc 39

383 zifeHandHdeathHinHtheHcytoplasmhHmessagesHfromHtheHaOHendVH1997THeTHZZXUaZ 296

382 qloningHandHcharacterizationHofHmouseHrhmZHcr–oTHaHfunctionalHhomologHofHbuddingHyeastHSsΩYVH
1997THYgYTHYdYUd 11

381 oHviralHsequenceHinHtheHaOUuntranslatedHregionHmimicsHaHcOHcapHinHfacilitatingHtranslationHofHuncappedH
mR–oVHEMBOmJournalTH1997THYdTHbYXeUYd 13 124

380 zithiumHtoxicityHinHyeastHisHdueHtoHtheHinhibitionHofHR–oHprocessingHenzymesVHEMBOmJournalTH1997TH
YdTHeYfbUgc 13 201

379 oHsingleHaminoHacidHsubstitutionHinHyeastHewtUcoHresultsHinHmR–oHstabilizationVHEMBOmJournalTH1998TH
YeTHZgYbUZc 13 154

378 TheHdeadenylatingHnucleaseHPro–QHisHinvolvedHinHpolyPoQHtailHremovalHduringHtheHmeioticHmaturationH
ofHXenopusHoocytesVHEMBOmJournalTH1998THYeTHcbZeUae 13 206

377 wsolationHandHcharacterizationHofHrcpYpTHtheHyeastHmR–oHdecappingHenzymeVHEMBOmJournalTH1998TH
YeTHYbfeUgd 13 129

376 oHtaleHofHtwoHterminihHaHfunctionalHinteractionHbetweenHtheHterminiHofHanHmR–oHisHaHprerequisiteHforH
efficientHtranslationHinitiationVH1998THZYdTHYUYY 240

375 fHTranscriptHonalysisVH1998THZdTHYYgUYag

374 wdentificationHandHdevelopmentalHexpressionHofHaHcOUaOHexoribonucleaseHfromHrrosophilaH
melanogasterVH1998THegTHcYUc 42

373
TheHaOHtoHcOHdegradationHofHyeastHmR–osHisHaHgeneralHmechanismHforHmR–oHturnoverHthatHrequiresH
theHSywZHrsVvHboxHproteinHandHaOHtoHcOHexonucleasesHofHtheHexosomeHcomplexVHEMBOmJournalTH1998TH
YeTHYbgeUcXd

13 506

372 ‘utationalHanalysisHofHexoribonucleaseHwHfromHSaccharomycesHcerevisiaeVHNucleicmAcidsmResearchTH
1998THZdTHaeXeUYd 20.1 41

(1998-1997)
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371 occeleratedHmR–oHdecayHinHconditionalHmutantsHofHyeastHmR–oHcappingHenzymeVHNucleicmAcidsm
ResearchTH1998THZdTHZXcXUe 20.1 81

370 qontrolHofHtranslationHinitiationHinHanimalsVH1998THYbTHaggUbcf 447

369 oHmutatedHhumanHhomologueHtoHyeastHUpfYHproteinHhasHaHdominantUnegativeHeffectHonHtheHdecayH
ofHnonsenseUcontainingHmR–osHinHmammalianHcellsVH1998THgcTHYXXXgUYb 157

368 mR–oHstabilizationHbyHpolyPoQHbindingHproteinHisHindependentHofHpolyPoQHandHrequiresHtranslationVH
GenesmandmDevelopmentTH1998THYZTHaZZdUac 12.6 168

367 oUUUoHsequencesHdirectHmR–oHdeadenylationHuncoupledHfromHdecayHduringHXenopusHearlyH
developmentVH1998THYfTHecaeUbc 91

366 TelomereHlengthHregulationHandHtelomericHchromatinHrequireHtheHnonsenseUmediatedHmR–oHdecayH
pathwayVH1998THYfTHdYZYUaX 63

365 R–oHpolymeraseHwUpromotedHvwSbHexpressionHyieldsHuncappedTHpolyadenylatedHmR–oHthatHisH
unstableHandHinefficientlyHtranslatedHinHSaccharomycesHcerevisiaeVH1998THYfTHddcUec 41

364 ΩolyPoQHtailHlengthHcontrolHinHSaccharomycesHcerevisiaeHoccursHbyHmessageUspecificHdeadenylationVH
1998THYfTHdcbfUcg 178

363 qappedHmR–oHdegradationHintermediatesHaccumulateHinHtheHyeastHspbfUZHmutantVH1998THYfTHcXdZUeZ 130

362 ΩrocessingHofHtheHintronUencodedHUYfHsmallHnucleolarHR–oHinHtheHyeastHSaccharomycesHcerevisiaeH
reliesHonHbothHexoUHandHendonucleolyticHactivitiesVH1998THYfTHaaedUfa 57

361 readenylationUdependentHandHUindependentHdecayHpathwaysHforHalphaYUtubulinHmR–oHinH
qhlamydomonasHreinhardtiiVH1998THYfTHYbgfUcXc 22

360 ΩrocessingHofHtheHprecursorsHtoHsmallHnucleolarHR–osHandHrR–osHrequiresHcommonHcomponentsVH
1998THYfTHYYfYUg 179

359 uranulocyteU‘acrophageHqolonyUstimulatingHtactorVH1998THZdYUZec

358 ‘utationsHinHVΩSYdHandH‘RTYHstabilizeHmR–osHbyHactivatingHanHinhibitorHofHtheHdecappingHenzymeVH
1999THYgTHecdfUed 31

357 oberrantHmR–osHwithHextendedHaOHUTRsHareHsubstratesHforHrapidHdegradationHbyHmR–oHsurveillanceVH
RnaTH1999THcTHYZggUaXe 5.8 165

356 TheHcisHactingHsequencesHresponsibleHforHtheHdifferentialHdecayHofHtheHunstableH‘toZHandHstableH
ΩuyYHtranscriptsHinHyeastHincludeHtheHcontextHofHtheHtranslationalHstartHcodonVHRnaTH1999THcTHbZXUaa 5.8 67

355 ΑverexpressionHofHtruncatedH–mdapHinhibitsHproteinHsynthesisHinHyeastVHRnaTH1999THcTHYXccUeX 5.8 25

354 wdentificationHofHcisUactingHR–oHleaderHelementsHrequiredHforHchloroplastHpsbrHgeneHexpressionHinH
qhlamydomonasVH1999THYYTHgceUeX 112
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353 ‘echanismsHofHmR–oHsurveillanceHinHeukaryotesVH1999THaaTHZZgUdX 180

352 RecognitionHofHyeastHmR–osHasHJnonsenseHcontainingJHleadsHtoHbothHinhibitionHofHmR–oHtranslationH
andHmR–oHdegradationhHimplicationsHforHtheHcontrolHofHmR–oHdecappingVH1999THYXTHageYUf 75

351 cOHtoHaOHexoribonucleolyticHactivityHisHaHnormalHcomponentHofHchloroplastHmR–oHdecayHpathwaysVH
1999THYgTHcZYUaY 60

350 TheHvirionHhostHshutoffHfunctionHofHherpesHsimplexHvirusHdegradesHtheHcOHendHofHaHtargetHmR–oH
beforeHtheHaOHendVH1999THZdbTHYgcUZXb 66

349 recappingHofHstabilizedTHpolyadenylatedHmR–oHinHyeastHpabYHmutantsVH1999THYcTHdfeUeXZ 32

348 onalysisHofHmR–oHdecayHpathwaysHinHSaccharomycesHcerevisiaeVH1999THYeTHaUYX 8

347 ‘onitoringHmR–oHdecappingHactivityVH1999THYeTHbdUcY 49

346 ossaysHforHanalyzingHexonucleasesHinHvitroVH1999THYeTHcZUg 7

345 S‘uUZHisHaHphosphorylatedHproteinHrequiredHforHmR–oHsurveillanceHinHqaenorhabditisHelegansHandH
relatedHtoHUpfYpHofHyeastVH1999THYgTHcgbaUcY 187

344 onHmR–oHstabilityHcomplexHfunctionsHwithHpolyPoQUbindingHproteinHtoHstabilizeHmR–oHinHvitroVH1999TH
YgTHbccZUdX 206

343 ossemblyHofHtheHalphaUglobinHmR–oHstabilityHcomplexHreflectsHbinaryHinteractionHbetweenHtheH
pyrimidineUrichHaOHuntranslatedHregionHdeterminantHandHpolyPqQHbindingHproteinHalphaqΩVH1999THYgTHbceZUfY 115

342 ‘utationsHinHtranslationHinitiationHfactorsHleadHtoHincreasedHratesHofHdeadenylationHandHdecappingH
ofHmR–osHinHSaccharomycesHcerevisiaeVH1999THYgTHcZbeUcd 202

341 octiveUsiteHmutationsHinHtheHXrnYpHexoribonucleaseHofHSaccharomycesHcerevisiaeHrevealHaHspecificH
roleHinHmeiosisVH1999THYgTHcgaXUbZ 48

340 ΩolyPoQUbindingHproteinHwHofHzeishmaniahHfunctionalHanalysisHandHlocalisationHinHtrypanosomatidH
parasitesVHNucleicmAcidsmResearchTH2000THZfTHYZYYUZX 20.1 32

339 StabilityHdeterminantsHinHtheHchloroplastHpsbpWTWvHmR–osHofHqhlamydomonasHreinhardtiiVH2000THZYTHbdgUfZ 85

338 YeastHSmUlikeHproteinsHfunctionHinHmR–oHdecappingHandHdecayVH2000THbXbTHcYcUf 340

337 tunctionsHofHzsmHproteinsHinHmR–oHdegradationHandHsplicingVH2000THYZTHabdUcX 137

336 SizeHdistributionHofHtheHurokinaseHmR–oHdecayHintermediatesHinHdifferentHtissuesHandHcellHlinesVH
2000THYcYeTHaaUbc 3

(2000-1999)
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335 TheHΩufaHproteinHisHaHtranscriptUspecificHregulatorHofHmR–oHdegradationHinHyeastVHEMBOmJournalTH
2000THYgTHddXZUYY 13 209

334 qapUdependentHdeadenylationHofHmR–oVHEMBOmJournalTH2000THYgTHYXegUfd 13 152

333 UpfYpHcontrolHofHnonsenseHmR–oHtranslationHisHregulatedHbyH–mdZpHandHUpfapVH2000THZXTHbcgYUdXa 93

332 sxoribonucleasesHandHtheirHmultipleHrolesHinHR–oHmetabolismVH2001THddTHdeUYXc 108

331 mR–oHdecappingHinHyeastHrequiresHdissociationHofHtheHcapHbindingHproteinTHeukaryoticHtranslationH
initiationHfactorHbsVH2000THZXTHegaaUbZ 143

330 SaccharomycesHcerevisiaeHRowYHPYuzZbdcQHisHhomologousHtoHhumanHrΑ‘aZHandHencodesHaHproteinH
thatHbindsHtheHnuclearHexoribonucleaseHRatYpVH2000THZXTHbXXdUYc 101

329 oHnuclearHaOUcOHexonucleaseHinvolvedHinHmR–oHdegradationHinteractsHwithHΩolyPoQHpolymeraseHandH
theHhnR–oHproteinH–plapVH2000THZXTHdXbUYd 179

328 –ovelHfeaturesHofHtheHXR–UfamilyHinHorabidopsishHevidenceHthatHotXR–bTHoneHofHseveralHorthologsHofH
nuclearHXrnZpWRatYpTHfunctionsHinHtheHcytoplasmVH2000THgeTHYagfcUgX 138

327 reletionHofHtheHΩoTYHgeneHaffectsHtranslationHinitiationHandHsuppressesHaHΩopYHgeneHdeletionHinH
yeastVH2000THZXTHacafUbg 45

326 smergingHregulatoryHmechanismsHforHfibrinolyticHgeneHexpressionVH2000THYbTHYbdUYcb 4

325 wnteractionHbetweenHaHpolyPoQUspecificHribonucleaseHandHtheHcOHcapHinfluencesHmR–oHdeadenylationH
ratesHinHvitroVH2000THcTHbegUff 154

324 wdentificationHofHaHregulatedHpathwayHforHnuclearHpreUmR–oHturnoverVH2000THYXZTHedcUec 318

323 ‘echanismsHandHcontrolHofHmR–oHdecappingHinHSaccharomycesHcerevisiaeVH2000THdgTHceYUgc 129

322 –onsenseUmediatedHmR–oHdecayHinHSaccharomycesHcerevisiaeVH2001THZebTHYcUZc 113

321 RegulatedHoRsUmediatedHmR–oHdecayHinHSaccharomycesHcerevisiaeVH2001THeTHYYgYUZXX 106

320 –ewHtwistsHinHunderstandingHtheHfateHofHantisenseHoligodeoxynucleotideHmR–oHtargetsVH2001THfTHeaZUa 2

319 TargetingHanHmR–oHforHdecappinghHdisplacementHofHtranslationHfactorsHandHassociationHofHtheH
zsmYpUepHcomplexHonHdeadenylatedHyeastHmR–osVH2001THfTHYXecUfa 191

318 TheHtranscriptionHfactorHassociatedHqcrbHandHqafYHproteinsHareHcomponentsHofHtheHmajorH
cytoplasmicHmR–oHdeadenylaseHinHSaccharomycesHcerevisiaeVH2001THYXbTHaeeUfd 475
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317 tunctionalHlinkHbetweenHtheHmammalianHexosomeHandHmR–oHdecappingVH2001THYXeTHecYUdZ 212

316 TheHmechanismHandHregulationHofHdeadenylationhHidentificationHandHcharacterizationHofHXenopusH
ΩoR–VHRnaTH2001THeTHfecUfd 5.8 86

315 tullUlengthHcr–oshHmoreHthanHjustHreachingHtheHendsVH2001THdTHceUfX 47

314 qomputationalHmodelingHofHeukaryoticHmR–oHturnoverVHRnaTH2001THeTHYYgZUZYZ 5.8 104

313 TheHrsorHboxHhelicaseTHrhhYpTHfunctionsHinHmR–oHdecappingHandHinteractsHwithHbothHtheH
decappingHandHdeadenylaseHcomplexesVHRnaTH2001THeTHYeYeUZe 5.8 268

312 YeastHmR–oHdecappingHenzymeVH2001THabZTHZZdUaa 8

311 onalysisHofHXR–HorthologsHbyHcomplementationHofHyeastHmutantsHandHlocalizationHofHXR–UutΩH
fusionHproteinsVH2001THabZTHZdgUfZ 10

310 cOUUlaOUexoribonucleaseHfromHrabbitHreticulocytesVH2001THabZTHZfZUgZ

309 rrosophilaHcOUUlaOUexoribonucleaseHΩacmanVH2001THabZTHZgaUaXZ 10

308 SkiepHuHproteinHinteractsHwithHtheHexosomeHandHtheHSkiHcomplexHforHaOUtoUcOHmR–oHdecayHinHyeastVH
EMBOmJournalTH2001THZXTHbdfbUga 13 168

307 oHnovelHmR–oUdecappingHactivityHinHvezaHcytoplasmicHextractsHisHregulatedHbyHoUUrichHelementsVH
EMBOmJournalTH2001THZXTHYYabUba 13 130

306 TheHdhpYPSQHgeneTHencodingHaHputativeHnuclearHcOUUlaOHexoribonucleaseTHisHrequiredHforHproperH
chromosomeHsegregationHinHfissionHyeastVHNucleicmAcidsmResearchTH2001THZgTHYaZdUaa 20.1 32

305 qΑzcoYHexonHYbHspliceHacceptorHmutationHcausesHaHfunctionalHnullHalleleTHhaploinsufficiencyHofH
alphaHYPVQHandHabnormalHheterotypicHinterstitialHfibrilsHinHshlersUranlosHsyndromeHwwVH2001THZedTHYaacdUdb 27

304 cOUexoribonucleaseHYhHXrnYVH2001THabZTHZcYUg 36

303 UpfYpTH–mdZpTHandHUpfapHregulateHtheHdecappingHandHexonucleolyticHdegradationHofHbothH
nonsenseUcontainingHmR–osHandHwildUtypeHmR–osVH2001THZYTHYcYcUaX 81

302 riazaborineHtreatmentHofHpakerOsHyeastHresultsHinHstabilizationHofHaberrantHmR–osVH2001THZedTHadbYgUZb 13

301 qharacterizationHofHaHgeneralHstabilizerHelementHthatHblocksHdeadenylationUdependentHmR–oH
decayVH2001THZedTHaXggcUYXXa 16

300 obsenceHofHrbpZpHaltersHbothHnonsenseUmediatedHmR–oHdecayHandHrR–oHprocessingVH2001THZYTHeaddUeg 76

(2001-2001)
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299 regradationHofHtheHunstableHsΩYHmR–oHinHTrypanosomaHbruceiHinvolvesHinitialHdestructionHofHtheH
aOUuntranslatedHregionVHNucleicmAcidsmResearchTH2001THZgTHbeXeUYc 20.1 35

298 TheHyeastHΩΑΩZHgeneHencodesHaHnucleaseHinvolvedHinHmR–oHdeadenylationVHNucleicmAcidsmResearchTH
2001THZgTHZbbfUcc 20.1 164

297 TheHtargetHofHrapamycinHsignalingHpathwayHregulatesHmR–oHturnoverHinHtheHyeastHSaccharomycesH
cerevisiaeVH2001THYZTHabZfUaf 49

296 TheHmR–oHcapHstructureHstimulatesHrateHofHpolyPoQHremovalHandHamplifiesHprocessivityHofH
degradationVH2001THZedTHZegZaUg 76

295 mR–oHdecayHenzymeshHdecappersHconservedHbetweenHyeastHandHmammalsVH2002THggTHYZcYZUb 25

294 svidenceHforHaHstabilizerHelementHinHtheHuntranslatedHregionsHofHrrosophilaHglutathioneH
SUtransferaseHrYHmR–oVH2002THZeeTHabeXXUe 6

293 TheHhrcpZHproteinHisHaHmammalianHmR–oHdecappingHenzymeVH2002THggTHYZddaUf 266

292 mR–oHdecayHisHrapidlyHinducedHafterHsporeHgerminationHofHSaccharomycesHcerevisiaeVH2002THZeeTHbXcXcUYZ 25

291 sxosomeUmediatedHrecognitionHandHdegradationHofHmR–osHlackingHaHterminationHcodonVH2002THZgcTHZZdZUb 430

290 TemperatureUsensitiveHmutantsHofHtheHexosomeHsubunitHRrpbapHshowHaHdeficiencyHinHmR–oH
degradationHandHnoHlongerHinteractHwithHtheHexosomeVHNucleicmAcidsmResearchTH2002THaXTHbYfdUgf 20.1 27

289 RegulationHofHpathwaysHofHmR–oHdestabilizationHandHstabilizationVH2002THeZTHYZgUdb 53

288 onalyzingHmR–oHdecayHinHSaccharomycesHcerevisiaeVH2002THacYTHdbfUdX 17

287 onHmR–oHsurveillanceHmechanismHthatHeliminatesHtranscriptsHlackingHterminationHcodonsVH2002TH
ZgcTHZZcfUdY 421

286 TheHmammalianHexosomeHmediatesHtheHefficientHdegradationHofHmR–osHthatHcontainHoUUrichH
elementsVHEMBOmJournalTH2002THZYTHYdcUeb 13 288

285 ΩrocessingHofHaOUextendedHreadUthroughHtranscriptsHbyHtheHexosomeHcanHgenerateHfunctionalH
mR–osVH2002THgTHYZfcUgd 138

284 mR–oHdegradationHmachinesHinHeukaryoticHcellsVH2002THfbTHfZYUae 111

283 onalysisHofHtheHproductsHofHmR–oHdecappingHandHaOUtoUcOHdecayHbyHdenaturingHgelHelectrophoresisVH
RnaTH2002THfTHgcgUdc 5.8 8

282 ReplacementHofHtheHyeastHTRΩbHaOHuntranslatedHregionHbyHaHhammerheadHribozymeHresultsHinHaH
stableHandHefficientlyHexportedHmR–oHthatHlacksHaHpolyPoQHtailVHRnaTH2002THfTHaadUbb 5.8 16
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281 ‘essengerHR–oHdegradationhHbeginningHatHtheHendVH2002THYZTHRZfcUe 70

280 –onUstopHdecayUUaHnewHmR–oHsurveillanceHpathwayVH2002THZbTHefcUf 81

279 wnHvivoHevidenceHforHcOUUlaOHexoribonucleaseHdegradationHofHanHunstableHchloroplastHmR–oVH1998TH
YaTHfcUgd 101

278 ys‘YHisHinvolvedHinHfilamentousHgrowthHofHSaccharomycesHcerevisiaeVH2002THZYdTHaaUf 14

277 orabidopsisHthalianaHatrabZfhHaHnuclearHtargetedHproteinHrelatedHtoHgerminationHandHtoxicHcationH
toleranceVH2002THcXTHZbgUcg 38

276 ‘R–oHstabilityHandHtheHcontrolHofHgeneHexpressionhHimplicationsHforHhumanHdiseaseVH2002THZeTHgceUfX 156

275 TheHrsorHboxHproteinHrhhYHstimulatesHtheHdecappingHenzymeHrcpYVHEMBOmJournalTH2002THZYTHZeffUge 13 137

274 qcrbpHisHtheHcatalyticHsubunitHofHaHqcrbpWΩopZpW–otpHmR–oHdeadenylaseHcomplexHinH
SaccharomycesHcerevisiaeVHEMBOmJournalTH2002THZYTHYbZeUad 13 264

273 S‘uUcTHrequiredHforHqVelegansHnonsenseUmediatedHmR–oHdecayTHassociatesHwithHS‘uUZHandHproteinH
phosphataseHZoVHEMBOmJournalTH2003THZZTHdbYUcX 13 107

272 ulucocorticoidHreceptorUx–yHinteractionHmediatesHinhibitionHofHtheHx–yHpathwayHbyHglucocorticoidsVH
EMBOmJournalTH2003THZZTHdXacUbb 13 90

271 TheHqqRbU–ΑTHcomplexHplaysHdiverseHrolesHinHmR–oHmetabolismVH2003THeaTHZZYUcX 122

270 wnteractionHbetweenHSkiepHandHUpfYpHisHrequiredHforHnonsenseUmediatedHaOUtoUcOHmR–oHdecayHinH
yeastVHEMBOmJournalTH2003THZZTHagcYUg 13 59

269 ΩossibleHroleHofHaOPZOQUphosphoadenosineUcOUphosphateHphosphataseHinHtheHetiologyHandHtherapyHofH
bipolarHdisorderVH2003THZeTHeZaUe 7

268 wdentificationHofHhumanHSsΩYHasHaHglialHcellHlineUderivedHneurotrophicHfactorUinducibleHproteinHandH
itsHexpressionHinHtheHnervousHsystemVH2003THYZYTHfggUgXd 2

267 zsmHΩroteinsHareHrequiredHforHnormalHprocessingHandHstabilityHofHribosomalHR–osVH2003THZefTHZYbeUcd 63

266 oHaOHexonucleaseHthatHspecificallyHinteractsHwithHtheHaOHendHofHhistoneHmR–oVH2003THYZTHZgcUaXc 97

265 –onsenseUmediatedHmR–oHdecayHinHmammalianHcellsHinvolvesHdecappingTHdeadenylatingTHandH
exonucleolyticHactivitiesVH2003THYZTHdecUfe 290

264 uenomeUwideHanalysisHofHmR–osHregulatedHbyHtheHnonsenseUmediatedHandHcOHtoHaOHmR–oHdecayH
pathwaysHinHyeastVH2003THYZTHYbagUcZ 331

(2003-2002)
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263 qytoplasmicHdegradationHofHspliceUdefectiveHpreUmR–osHandHintermediatesVH2003THYZTHYbcaUdc 92

262 recappingHandHdecayHofHmessengerHR–oHoccurHinHcytoplasmicHprocessingHbodiesVH2003THaXXTHfXcUf 987

261 tunctionalHcharacterizationHofHtheHmammalianHmR–oHdecappingHenzymeHhrcpZVHRnaTH2003THgTHYYafUbe 5.8 97

260 –onsenseUcontainingHmR–osHthatHaccumulateHinHtheHabsenceHofHaHfunctionalHnonsenseUmediatedH
mR–oHdecayHpathwayHareHdestabilizedHrapidlyHuponHitsHrestitutionVH2003THZaTHfbZUcY 62

259 onalysisHofHrecombinantHyeastHdecappingHenzymeVHRnaTH2003THgTHZaYUf 5.8 135

258 zaunchingHtheHyeastHZaSHR–oH–arnavirusHshowsHcOHandHaOHcisUactingHsignalsHforHreplicationVH2003TH
YXXTHZcdfUea 34

257 pafH‘itogenUactivatedHproteinHkinaseHstabilizesHmR–osHthatHcontainHcyclooxygenaseUZHandHtumorH
necrosisHfactorHoUUrichHelementsHbyHinhibitingHdeadenylationVH2003THZefTHagbeXUd 82

256 oHyeastHhomologueHofHvspeXTHSsaYpTHregulatesHturnoverHofHtheH‘toZHtranscriptHthroughHitsHoUUrichH
aOHuntranslatedHregionVH2003THZaTHZdZaUaZ 28

255 TheHenhancerHofHdecappingHproteinsTHsdcYpHandHsdcZpTHbindHR–oHandHstimulateHtheHactivityHofHtheH
decappingHenzymeVHRnaTH2003THgTHZagUcY 5.8 63

254 ΩrematureHterminationHcodonsHenhanceHmR–oHdecappingHinHhumanHcellsVHNucleicmAcidsmResearchTH
2004THaZTHbffUgb 20.1 57

253 ΩositiveHandHnegativeHregulationHofHpolyPoQHnucleaseVH2004THZbTHccZYUaa 69

252 wdentificationHofHsdcapHasHanHenhancerHofHmR–oHdecappingHinHSaccharomycesHcerevisiaeVH2004THYddTHeZgUag 122

251 wnhibitionHofHcOHtoHaOHmR–oHdegradationHunderHstressHconditionsHinHSaccharomycesHcerevisiaehHfromH
uq–bHtoH‘sTYdVHRnaTH2004THYXTHbcfUdf 5.8 16

250 RecruitmentHofHtheHΩufaHproteinHtoHitsHmR–oHtargetHforHregulationHofHmR–oHdecayHinHyeastVHRnaTH
2004THYXTHYdZcUad 5.8 58

249 qrystalHstructureHofHrcpYpHandHitsHfunctionalHimplicationsHinHmR–oHdecappingVHNaturemStructuralmandm
MolecularmBiologyTH2004THYYTHZbgUcd 17.6 71

248 pringingHtheHroleHofHmR–oHdecayHinHtheHcontrolHofHgeneHexpressionHintoHfocusVH2004THZXTHbgYUe 226

247 TheHassociationHofHoluHrepeatsHwithHtheHgenerationHofHpotentialHoUUrichHelementsHPoRsQHatHaOH
untranslatedHregionsVH2004THcTHge 21

246 ‘essengerHR–oHdecayHinHmammalianHcellshHtheHexonucleaseHperspectiveVH2004THbYTHZdcUef 23
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245 ‘essengerHR–oHturnoverHinHeukaryoteshHpathwaysHandHenzymesVH2004THagTHYgeUZYd 271

244 sukaryoticHmR–oHdecappingVH2004THeaTHfdYUgX 397

243 otΩoR–HisHanHessentialHpolyPoQHribonucleaseHinHorabidopsisVH2004THaZfTHgcUYXZ 58

242 ΩosttranscriptionalHregulationHofHtheHkaryogamyHgeneHbyHyemYpWXrnYpHexoribonucleaseHandHRokYpH
R–oHhelicaseHofHSaccharomycesHcerevisiaeVH2004THaZYTHYXaZUg 8

241 otXR–bHdegradesHmR–oHinHorabidopsisHandHitsHsubstratesHincludeHselectedHmiR–oHtargetsVH2004TH
YcTHYeaUfa 295

240 –uclearHpreUmR–oHdecappingHandHcOHdegradationHinHyeastHrequireHtheHzsmZUfpHcomplexVH2004THZbTHgdbdUce 53

239 ΩrocessHorHperishhHqualityHcontrolHinHmR–oHbiogenesisVHNaturemStructuralmandmMolecularmBiologyTH
2005THYZTHbfZUf 17.6 104

238 TheHyeastHsrqYHmR–oHundergoesHdeadenylationUindependentHdecappingHstimulatedHbyH–otZpTH
–otbpTHandH–otcpVHEMBOmJournalTH2005THZbTHYXaaUbc 13 72

237 R–oHdecappingHinsideHandHoutsideHofHprocessingHbodiesVH2005THYeTHaZdUaY 60

236 toldingHfreeHenergiesHofHcOUUTRsHimpactHpostUtranscriptionalHregulationHonHaHgenomicHscaleHinHyeastVH
2005THYTHeeZ 97

235 qontextUdependentHcodonHbiasHandHmessengerHR–oHlongevityHinHtheHyeastHtranscriptomeVH2005THZZTHYbXaUYY 31

234 qaenorhabditisHelegansHdecappingHproteinshHlocalizationHandHfunctionalHanalysisHofHrcpYTHrcpZTHandH
rcpSHduringHembryogenesisVH2005THYdTHcffXUgX 55

233 ‘utationsHinHtheHSaccharomycesHcerevisiaeHzS‘YHgeneHthatHaffectHmR–oHdecappingHandHaOHendH
protectionVH2005THYeXTHaaUbd 49

232 pafHmitogenUactivatedHproteinHkinaseWvogYpHregulatesHtranslationHofHtheHoUUrichUelementUbearingH
‘toZHtranscriptVH2005THZcTHgecaUda 21

231 RegulationHofHproteaseHandHproteaseHinhibitorHgeneHexpressionhHtheHroleHofHtheHaOUUTRHandHlessonsH
fromHtheHplasminogenHactivatingHsystemVH2005THfXTHYdgUZYc

230 qonservationHofHtheHdeadenylaseHactivityHofHproteinsHofHtheHqafYHfamilyHinHhumanVHRnaTH2005THYYTHbfeUgb 5.8 77

229 ‘ultipleHprocessingHbodyHfactorsHandHtheHoRsHbindingHproteinHTTΩHactivateHmR–oHdecappingVH2005TH
ZXTHgXcUYc 365

228 ueneralHtranslationalHrepressionHbyHactivatorsHofHmR–oHdecappingVH2005THYZZTHfecUfd 489

(2005-2004)
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227 rifferentialHinhibitionHofHmR–oHdegradationHpathwaysHbyHnovelHcapHanalogsVH2006THZfYTHYfceUde 62

226 qontrolHofHmR–oHstabilityHinHeukaryotesVH2006THabTHaXUab 88

225 oRsUmR–oHdegradationHrequiresHtheHcOUaOHdecayHpathwayVH2006THeTHeZUe 188

224 SodiumUinducedHuq–bHexpressionHcontrolsHtheHaccumulationHofHtheHcOHtoHaOHR–oHdegradationH
inhibitorTHaOUphosphoadenosineHcOUphosphateVH2006THZfYTHaZedUfZ 15

223 qellHandHmolecularHbiologyHofHtheHexosomehHhowHtoHmakeHorHbreakHanHR–oVH2006THZcYTHYcgUZXf 28

222 TranslationUindependentHinhibitionHofHmR–oHdeadenylationHduringHstressHinHSaccharomycesH
cerevisiaeVHRnaTH2006THYZTHYfacUbc 5.8 69

221 TpaYpHisHpartHofHanHmR–ΩHcomplexHthatHinfluencesHtranslationHterminationTHmR–oHdeadenylationTH
andHmR–oHturnoverHinHSaccharomycesHcerevisiaeVH2006THZdTHcZaeUbf 43

220 RolesHofHaHTrypanosomaHbruceiHcOUlaOHexoribonucleaseHhomologHinHmR–oHdegradationVHRnaTH2006TH
YZTHZYeYUfd 5.8 63

219 SbpYpHaffectsHtranslationalHrepressionHandHdecappingHinHSaccharomycesHcerevisiaeVH2006THZdTHcYZXUaX 49

218 YeastHtranscriptsHcleavedHbyHanHinternalHribozymeHprovideHnewHinsightHintoHtheHroleHofHtheHcapHandH
polyPoQHtailHinHtranslationHandHmR–oHdecayVHRnaTH2006THYZTHYaZaUae 5.8 79

217 ΩopYHselfUassociationHprecludesHitsHbindingHtoHpolyPoQTHtherebyHacceleratingHqqRbHdeadenylationHinH
vivoVH2007THZeTHdZbaUca 33

216 ‘icrotubuleHdisruptionHstimulatesHΩUbodyHformationVHRnaTH2007THYaTHbgaUcXZ 5.8 64

215 wdentificationHofHfunctionalHdomainsHinHorabidopsisHthalianaHmR–oHdecappingHenzymeHPotrcpZQVH
NucleicmAcidsmResearchTH2008THadTHZXaUYd 20.1 24

214 occumulationHofHpolyadenylatedHmR–oTHΩabYpTHewtbsTHandHewtbuHwithHΩUbodiesHinHSaccharomycesH
cerevisiaeVH2007THYfTHZcgZUdXZ 117

213 oSUUrichHinstabilityHelementsHdifferentiallyHactivateHcOUaOHandHaOUcOHmR–oHdecayVH2007THZeTHZegYUg 51

212 oHspecificHroleHforHtheHqUterminalHregionHofHtheHΩolyPoQUbindingHproteinHinHmR–oHdecayVHNucleicmAcidsm
ResearchTH2007THacTHdXYeUZf 20.1 43

211 TheHdecappingHactivatorHzsmYpUepUΩatYpHcomplexHhasHtheHintrinsicHabilityHtoHdistinguishHbetweenH
oligoadenylatedHandHpolyadenylatedHR–osVHRnaTH2007THYaTHggfUYXYd 5.8 111

210 regradationHofHhspeXHandHotherHmR–osHinHrrosophilaHviaHtheHcOHaOHpathwayHandHitsHregulationHbyH
heatHshockVH2007THZfZTHZYfYfUZf 34
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209 cOUtoUaOHexoribonucleaseHactivityHinHbacteriahHroleHofHR–aseHxYHinHrR–oHmaturationHandHcOHstabilityHofH
mR–oVH2007THYZgTHdfYUgZ 271

208 wnitiationHofHR–oHdecayHinHsscherichiaHcoliHbyHcOHpyrophosphateHremovalVH2007THZeTHegUgX 200

207 ΩHbodieshHatHtheHcrossroadsHofHpostUtranscriptionalHpathwaysVH2007THfTHgUZZ 751

206 oHsingleHsubunitTHrisaTHisHessentiallyHresponsibleHforHyeastHexosomeHcoreHactivityVHNaturemStructuralm
andmMolecularmBiologyTH2007THYbTHYcUZZ 17.6 346

205 RegulationHandHfunctionHofHmaternalHmR–oHdestabilizationHduringHearlyHrrosophilaHdevelopmentVH
2007THecTHbfZUcXd 18

204 cr–oUotzΩHanalysisHrevealsHdifferentialHgeneHexpressionHinHresponseHtoHsaltHstressHinHfoxtailHmilletH
PSetariaHitalicaHzVQVH2008THbXTHZbYUcY 61

203 TheHbacterialHenzymeHRppvHtriggersHmessengerHR–oHdegradationHbyHcOHpyrophosphateHremovalVH
2008THbcYTHaccUf 322

202 StructuralHinsightsHintoHtheHdualHactivityHofHR–aseHxVHNaturemStructuralmandmMolecularmBiologyTH2008TH
YcTHZXdUYZ 17.6 142

201 TheHcOUaOHexoribonucleaseHpacmanHisHrequiredHforHepithelialHsheetHsealingHinHrrosophilaHandH
geneticallyHinteractsHwithHtheHphosphataseHpuckeredVH2008THYXXTHdfeUeXY 18

200 RolesHofHeukaryoticHzsmHproteinsHinHtheHregulationHofHmR–oHfunctionVH2009THZeZTHYbgUfg 69

199 ‘ethodsHtoHdetermineHmR–oHhalfUlifeHinHSaccharomycesHcerevisiaeVH2008THbbfTHZdeUfb 25

198 TheHcontrolHofHmR–oHdecappingHandHΩUbodyHformationVH2008THaZTHdXcUYc 313

197 riverseHaberranciesHtargetHyeastHmR–osHtoHcytoplasmicHmR–oHsurveillanceHpathwaysVH2008THYeegTHccXUe 7

196 ‘essengerHR–oHhalfUlifeHmeasurementsHinHmammalianHcellsVH2008THbbfTHaacUce 145

195 ΩatYHcontainsHdistinctHfunctionalHdomainsHthatHpromoteHΩUbodyHassemblyHandHactivationHofH
decappingVH2008THZfTHYZgfUaYZ 91

194 oHnovelHclassHofHmR–oUcontainingHcytoplasmicHgranulesHareHproducedHinHresponseHtoHUVUirradiationVH
2008THYgTHbgfXUgZ 27

193 TheHaOHuntranslatedHregionHofHsindbisHvirusHrepressesHdeadenylationHofHviralHtranscriptsHinHmosquitoH
andH‘ammalianHcellsVH2008THfZTHffXUgZ 62

192 UpfYHpotentiallyHservesHasHaHRw–uUrelatedHsaHubiquitinHligaseHviaHitsHassociationHwithHUpfaHinHyeastVH
RnaTH2008THYbTHYgcXUf 5.8 45

(2008-2007)
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191 –‘rhHmultitaskingHbetweenHmR–oHsurveillanceHandHmodulationHofHgeneHexpressionVH2008THdZTHYfcUZba 59

190 –ovelHlowHabundanceHandHtransientHR–osHinHyeastHrevealedHbyHtilingHmicroarraysHandHultraH
highUthroughputHsequencingHareHnotHconservedHacrossHcloselyHrelatedHyeastHspeciesVH2008THbTHeYXXXZgg 29

189 lsmYHmutationsHimpairingHtheHabilityHofHtheHzsmYpUepUΩatYpHcomplexHtoHpreferentiallyHbindHtoH
oligoadenylatedHR–oHaffectHmR–oHdecayHinHvivoVHRnaTH2008THYbTHZYbgUcf 5.8 19

188 onalysisHofHcytoplasmicHmR–oHdecayHinHSaccharomycesHcerevisiaeVH2008THbbfTHbXgUZe 15

187 SVHcerevisiaeHVtsYpHinducesHdeadenylationUdependentHtranscriptHdegradationHandHinteractsHwithHtheH
qcrbpUΩopZpU–otHdeadenylaseHcomplexVHRnaTH2008THYbTHYaZfUad 5.8 30

186 TheHrsorUboxHR–oHhelicaseHredYpHaffectsHandHaccumulatesHinHSaccharomycesHcerevisiaeHΩUbodiesVH
2008THYgTHgfbUga 79

185 oHkineticHassayHtoHmonitorHR–oHdecappingHunderHsingleUHturnoverHconditionsVH2008THbbfTHZaUbX 19

184 oHroleHforHzsmlpHinHresponseHtoHultravioletUradiationHdamageHinHSaccharomycesHcerevisiaeVH2008TH
YeXTHbYYUZY 3

183 TheHcOUaOHexoribonucleaseHΩacmanHisHrequiredHforHnormalHmaleHfertilityHandHisHdynamicallyHlocalizedH
inHcytoplasmicHparticlesHinHrrosophilaHtestisHcellsVH2008THbYdTHaZeUac 25

182 TheHroleHofHdeadenylationHinHtheHdegradationHofHunstableHmR–osHinHtrypanosomesVHNucleicmAcidsm
ResearchTH2009THaeTHccYYUZf 20.1 50

181 StmYHmodulatesHmR–oHdecayHandHrhhYHfunctionHinHSaccharomycesHcerevisiaeVH2009THYfYTHgaUYXa 25

180 qordycepinHinterferesHwithHaOHendHformationHinHyeastHindependentlyHofHitsHpotentialHtoHterminateH
R–oHchainHelongationVHRnaTH2009THYcTHfaeUbg 5.8 39

179 octivationHofHdecappingHinvolvesHbindingHofHtheHmR–oHandHfacilitationHofHtheHpostUbindingHstepsHbyH
theHzsmYUeUΩatYHcomplexVHRnaTH2009THYcTHYfaeUbf 5.8 25

178 ΩolysomesTHΩHbodiesHandHstressHgranuleshHstatesHandHfatesHofHeukaryoticHmR–osVH2009THZYTHbXaUf 304

177 recappingHisHprecededHbyHaOHuridylationHinHaHnovelHpathwayHofHbulkHmR–oHturnoverVHNaturem
StructuralmandmMolecularmBiologyTH2009THYdTHdYdUZa 17.6 163

176 TheHrelationshipHofHprionsHandHtranslationVHWileymInterdisciplinarymReviewsmRNATH2010THYTHfYUg 9.3 8

175 ristinctHrolesHforHqafYTHqcrbTHsdcaHandHqutoHinHtheHcoUordinationHofHtranscriptHdeadenylationTH
decappingHandHΩUbodyHformationHinHospergillusHnidulansVH2010THedTHcXaUYd 24

174 ollHthingsHmustHpasshHcontrastsHandHcommonalitiesHinHeukaryoticHandHbacterialHmR–oHdecayVH2010TH
YYTHbdeUef 135
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173 RegulationHofHmR–oHTurnoverVH2010THZaYYUZaYc 1

172 vumanHΩatYbHconnectsHdeadenylationHwithHmR–oHdecappingHandHcontrolsHtheHassemblyHofH
processingHbodiesVH2010THaXTHbaXfUZa 104

171 rcpZHphosphorylationHbyHSteZXHmodulatesHstressHgranuleHassemblyHandHmR–oHdecayHinH
SaccharomycesHcerevisiaeVH2010THYfgTHfYaUZe 71

170 qomparisonHofHUZΑSHandHvuhUeHcellsHforHidentifyingHhostHfactorsHthatHaffectHhepatitisHqHvirusHR–oH
replicationVH2010THgYTHZZafUbf 28

169 qUqUHmodificationHofHmR–oHpromotesHdecappingHandHtranscriptHdegradationHinHospergillusH
nidulansVH2010THaXTHbdXUg 44

168 onHR–oHpseudoknotHisHrequiredHforHproductionHofHyellowHfeverHvirusHsubgenomicHR–oHbyHtheHhostH
nucleaseHXR–YVH2010THfbTHYYagcUbXd 129

167 ΩUtaHaccelerationHofHdeadenylationHinHvivoHcanHoperateHindependentlyHofHqqRbHactivityTHpossiblyH
involvingHeffectsHonHtheHΩopYUmR–ΩHstructureVH2010THaggTHcdZUec 36

166 onHR–oHpyrophosphohydrolaseHtriggersHcOUexonucleolyticHdegradationHofHmR–oHinHpacillusHsubtilisVH
2011THbaTHgbXUg 89

165 oHbriefHsurveyHofHmR–oHsurveillanceVH2011THadTHcfcUgZ 29

164 ‘echanismsHofHdeadenylationUdependentHdecayVHWileymInterdisciplinarymReviewsmRNATH2011THZTHYdeUfa 9.3 204

163 StructuralHandHfunctionalHinsightsHintoHeukaryoticHmR–oHdecappingVHWileymInterdisciplinarymReviewsm
RNATH2011THZTHYgaUZXf 9.3 37

162 RolesHofHΩufHproteinsHinHmR–oHdegradationHandHtranslationVHWileymInterdisciplinarymReviewsmRNATH
2011THZTHbeYUgZ 9.3 111

161 TheHroleHofHtheHcOUaOHexoribonucleaseHXR–oHinHtranscriptomeUwideHmR–oHdegradationVHRnaTH2011TH
YeTHZXagUbe 5.8 45

160 ΩrocessiveHR–oHdecayHbyHtheHexosomehHmeritsHofHaHquantitativeHpayesianHsamplingHapproachVH2011TH
fTHccUdX 6

159 oHquantitativeHassayHforHmeasuringHmR–oHdecappingHbyHsplintedHligationHreverseHtranscriptionH
polymeraseHchainHreactionhHqSzURTUΩqRVHRnaTH2011THYeTHcacUba 5.8 19

158 svidenceHthatHXR–bTHanHorabidopsisHhomologHofHexoribonucleaseHXR–YTHpreferentiallyHimpactsH
transcriptsHwithHcertainHsequencesHorHinHparticularHfunctionalHcategoriesVHRnaTH2011THYeTHcXYUYY 5.8 60

157 ‘askingHtheHcOHterminalHnucleotidesHofHtheHhepatitisHqHvirusHgenomeHbyHanHunconventionalH
microR–oUtargetHR–oHcomplexVH2011THYXfTHaYgaUf 230

156 rifferentHnucleaseHrequirementsHforHexosomeUmediatedHdegradationHofHnormalHandHnonstopH
mR–osVH2011THYXfTHZaddUeY 58

(2011-2010)
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155 qoordinatedHdestructionHofHcellularHmessagesHinHtranslationHcomplexesHbyHtheHgammaherpesvirusH
hostHshutoffHfactorHandHtheHmammalianHexonucleaseHXrnYVH2011THeTHeYXXZaag 65
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