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177 TheKisomorphousKstructuresKofKprethrombinaWKhirugenXWKandKPPprzXthrombiniKchangesK
accompanyingKactivationKandKexositeKbindingKtoKthrombinYKProteineScienceWK1994WKbWKaadcXf] 6.3 154

176 pctivityKofKtheK—pPKkinaseKtRzaKisKcontrolledKbyKaKflexibleKsurfaceKloopYK1995WKbWKahhXb[f 105

175 StructuralKbasisKforKserpinKinhibitorKactivityYKProteins:eStructureteFunctioneandeBioinformaticsWK1995WK
aaWKa][Xad 4.2 147

174 ProbingKtheKsolutionKstructureKofKtheKsαpXbindingKproteinK—axKbyKaKcombinationKofKproteolysisKandK
massKspectrometryYKProteineScienceWK1995WKcWK][ggXhh 6.3 139

173 –imitedKproteolysisKofKnativeKproteinsiKtheKinteractionKbetweenKavidinKandKproteinaseKzYKProteine
ScienceWK1995WKcWK]bbfXcd 6.3 49

172 StructuralKdeterminantsKofKtheKstabilityKofKthermolysinXlikeKproteinasesYK1995WKaWKbfcXh 76

171 —ethotrexateKinhibitsKproteolysisKofKdihydrofolateKreductaseKbyKtheKαXendKruleKpathwayYKJournaleofe
BiologicaleChemistryWK1995WKaf[WKg]faXg 5.4 99

170 ProteinKstructureKpredictioniKrecognitionKofKprimaryWKsecondaryWKandKtertiaryKstructuralKfeaturesK
fromKaminoKacidKsequenceYK1995WKb[WK]Xhc 113

169 ProbingKProteinZProteinKxnteractionsKwithK—assKSpectrometryKandKxsotopicK–abelingiKKpnalysisKofK
theKpa]ZrdkaKromplexYKJournaleofetheeAmericaneChemicaleSocietyWK1996WK]]gWKdba[Xdba] 16.4 55

168 sistinctKmechanismsKcontributeKtoKstringentKsubstrateKspecificityKofKtissueXtypeKplasminogenK
activatorYKJournaleofeBiologicaleChemistryWK1996WKaf]WKcce]Xf 5.4 38

167 TheKconformationKofKplzheimerRsKbetaKpeptideKdeterminesKtheKrateKofKamyloidKformationKandKitsK
resistanceKtoKproteolysisYK1996WKb]cKSKPtKaTWKf[]Xf 110

166 ThermalKunfoldingKandKproteolyticKsusceptibilityKofKribonucleaseKpYK1996WKabfWKgeaXh 58

165 somainKelucidationKbyKmassKspectrometryYK1996WKcWK][]bXe 34

164 PolypeptideKfoldingKwithKoffXlatticeK—onteKrarloKdynamicsiKtheKmethodYK1996WKacWKbgfXc[b 41

163 ProbingKtheKtertiaryKstructureKofKproteinsKbyKlimitedKproteolysisKandKmassKspectrometryiKtheKcaseKofK
—inibodyYKProteineScienceWK1996WKdWKg[aX]b 6.3 60

162
–imitedKproteolysisKofKratKphosphatidylinositolKtransferKproteinKbyKtrypsinKcleavesKtheKrKterminusWK
enhancesKbindingKtoKlipidKvesiclesWKandKreducesKphospholipidKtransferKactivityYKJournaleofeBiologicale
ChemistryWK1996WKaf]WKa][fdXg[

5.4 25

161 pvoidanceKofKproteolysisKinKextractsYKMethodseineMoleculareBiologyWK1996WKdhWKg]Xhb 1.4 3

Citation Report

2



160 xnhibitoryKmechanismKofKserpinsYK—obilityKofKtheKrXterminalKregionKofKtheKreactiveXsiteKloopYKJournale
ofeBiologicaleChemistryWK1997WKafaWKbh[dXh 5.4 23

159 ProteaseKdigestionKstudiesKofKanKequilibriumKintermediateKinKtheKunfoldingKofKcreatineKkinaseYK1997WK
ba]KSKPtK]TWKgbXg 34

158 –imitedKinKvivoKproteolysisKofKaggregatedKproteinsYK1997WKabfWKbadXb[ 34

157 ProbingKtheKconformationalKstateKofKapomyoglobinKbyKlimitedKproteolysisYKJournaleofeMoleculare
BiologyWK1997WKaeeWKaabXb[ 6.5 177

156
rrystalKstructureKofKanKoligomerKofKproteolyticKzymogensiKdetailedKconformationalKanalysisKofKtheK
bovineKternaryKcomplexKandKimplicationsKforKtheirKactivationYKJournaleofeMoleculareBiologyWK1997WK
aehWKge]Xg[

6.5 24

155 ProbingKtheKpartlyKfoldedKstatesKofKproteinsKbyKlimitedKproteolysisYK1997WKaWKR]fXae 249

154
TypeX]KplasminogenXactivatorKinhibitorKXXKconformationalKdifferencesKbetweenKlatentWKactiveWK
reactiveXcentreXcleavedKandKplasminogenXactivatorXcomplexedKformsWKasKprobedKbyKproteolyticK
susceptibilityYK1997WKacgWKffdXgd

35

153 ReversibleKactivationKofKaKcrypticKcleavageKsiteKwithinKtYKcoliKbetaXgalactosidaseKinK
betaXgalactosidaseKfusionKproteinsYK1997WK]bcbWKaa]Xe 8

152 romputationalKmethodsKforKtheKpredictionKofKproteinKfoldsYK1997WK]bcbWK]X]d 6

151 –imitedKproteolysisKofKribonucleaseKpKwithKthermolysinKinKtrifluoroethanolYKProteineScienceWK1997WKeWKge[Xfa6.3 26

150
ProbingKproteinKstructureKusingKbiochemicalKandKbiophysicalKmethodsYKProteolysisWKmatrixXassistedK
laserKdesorptionZionizationKmassKspectrometryWKhighXperformanceKliquidKchromatographyKandK
sizeXexclusionKchromatographyKofKpa]Waf]Zrip]ZSdi]YK1997WKfffWKabXb[

52

149 TheKstructuralKaspectsKofKlimitedKproteolysisKofKnativeKproteinsYK1998WK]bgaWK]h]Xa[e 322

148 ProteolyticKselectionKforKproteinKfoldingKusingKfilamentousKbacteriophagesYK1998WKbWKba]Xg 217

147 —olecularKwearKandKtearKleadsKtoKterminalKmarkingKandKtheKunstableKisoformsKofKagingYK1998WKagaWK]gXaf 28

146 ProteolysisKasKaKprobeKofKthermalKunfoldingKofKcytochromeKrYK1998WKb[WKcbdXcc] 22

145 promaticK–XaminoKacidKdecarboxylaseiKconformationalKchangeKinKtheKflexibleKregionKaroundKprgbbcK
isKrequiredKduringKtheKtransaldiminationKprocessYKProteineScienceWK1998WKfWK]g[aX][ 6.3 27

144 txploringKtheKfoldingKpathwaysKofKannexinKxWKaKmultidomainKproteinYKxxYKwierarchyKinKdomainKfoldingK
propensitiesKmayKgovernKtheKfoldingKprocessYKJournaleofeMoleculareBiologyWK1998WKafhWK]]ffXgd 6.5 17

143
txploringKtheKfoldingKpathwaysKofKannexinKxWKaKmultidomainKproteinYKxYKnonXnativeKstructuresK
stabilizeKtheKpartiallyKfoldedKstateKofKtheKisolatedKdomainKaKofKannexinKxYKJournaleofeMoleculare
BiologyWK1998WKafhWK]]ebXfd

6.5 18
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142 xnsightKintoKtheKconformationKofKproteinKfoldingKintermediateSsTKtrappedKbyKvrot–YKJournaleofe
BiologicaleChemistryWK1998WKafbWKbh]dXad 5.4 11

141 ronformationKofKaspartateKaminotransferaseKisozymesKfoldingKunderKdifferentKconditionsKprobedK
byKlimitedKproteolysisYKJournaleofeBiologicaleChemistryWK1998WKafbWKab]h]Xa[a 5.4 9

140 pminotransferaseKvariantsKasKprobesKforKtheKroleKofKtheKαXterminalKregionKofKaKmatureKproteinKinK
mitochondrialKprecursorKimportKandKprocessingYKJournaleofeBiologicaleChemistryWK1998WKafbWKcc[eX]d 5.4 9

139
sirectingKsequenceXspecificKproteolysisKtoKnewKtargetsYKTheKinfluenceKofKloopKsizeKandKtargetK
sequenceKonKselectiveKproteolysisKbyKtissueXtypeKplasminogenKactivatorKandKurokinaseXtypeK
plasminogenKactivatorYKJournaleofeBiologicaleChemistryWK1998WKafbWKcbabXg

5.4 24

138 TuxxXxKregulatesKVbetaKpromoterKactivityKthroughKanKinitiatorKelementYK1998WK]gWKccccXdc 58

137 pTPKandKtheKcoreKMalphaXrrystallinMKdomainKofKtheKsmallKheatXshockKproteinKalphaqXcrystallinYK
JournaleofeBiologicaleChemistryWK1999WKafcWKb[]h[Xd 5.4 54

136 tngineeringKofKconformationsKofKplasminogenKactivatorKinhibitorX]YKpKcrucialKroleKofKbetaXstrandKdpK
residuesKinKtheKtransitionKofKactiveKformKtoKlatentKandKsubstrateKformsYK1999WKaebWKdffXge 11

135 ProbingKtheKmodelledKstructureKofKWheatwin]KbyKcontrolledKproteolysisKandKsequenceKanalysisKofK
unfractionatedKdigestionKmixturesYK1999WKbeWK]haXa[c 11

134 wereditaryKpancreatitisiKnewKinsightsKintoKacuteKandKchronicKpancreatitisYK1999WKcdWKb]fXaa 213

133 wereditaryKpancreatitisYKveneKdefectsKandKtheirKimplicationsYK1999WKfhWKf]]XaaWKviiXviii 13

132 TheKspectrumKofKcomplicationsKofKhereditaryKpancreatitisYKxsKthisKaKmodelKforKfutureKgeneKtherapynYK
1999WKagWKdadXc] 11

131 pKtheoreticalKapproachKtowardsKtheKidentificationKofKcleavageXdeterminingKaminoKacidKmotifsKofKtheK
a[KSKproteasomeYKJournaleofeMoleculareBiologyWK1999WKageWK]ad]Xed 6.5 120

130 welperKTXcellKepitopeKimmunodominanceKassociatedKwithKstructurallyKstableKsegmentsKofKhenKeggK
lysozymeKandKwxVKgp]a[YK2000WKa[bWK]ghXa[] 21

129 wereditaryKpancreatitisiKepidemiologyWKmoleculesWKmutationsWKandKmodelsYK2000WK]beWKae[Xfc 6

128
ProbingKtheKnativeKstructureKofKstathminKandKitsKinteractionKdomainsKwithKtubulinYKrombinedKuseKofK
limitedKproteolysisWKsizeKexclusionKchromatographyWKandKmassKspectrometryYKJournaleofeBiologicale
ChemistryWK2000WKafdWKegc]Xh

5.4 35

127 xdentificationKofKdiscreteKdomainsKwithinKgonococcalKtransferrinXbindingKproteinKpKthatKareK
necessaryKforKligandKbindingKandKironKuptakeKfunctionsYKInfectioneandeImmunityWK2000WKegWKehggXhe 3.7 36

126 PredictingKproteinKfunctionKfromKstructureiKuniqueKstructuralKfeaturesKofKproteasesYKProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2000WKhfWKbhdcXg 11.5 36

125 TheKinterconversionKofKisoformsKofKseminalKribonucleaseiKmodellingKkeyKintermediatesKandKtrypsinK
effectsYKJournaleofeMoleculareBiologyWK2000WKb[]WKffdXga 6.5 2
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124 RegulatedKintramembraneKproteolysisiKaKcontrolKmechanismKconservedKfromKbacteriaKtoKhumansYK
2000WK][[WKbh]Xg 1188

123 αuclearKimportKfactorsKimportinKalphaKandKimportinKbetaKundergoKmutuallyKinducedKconformationalK
changesKuponKassociationYK2000WKcgcWKah]Xg 45

122 veneticKpredispositionsKtoKacuteKandKchronicKpancreatitisYK2000WKgcWKdb]XcfWKvii 51

121 ReplyYK2000WK]]hWKafgXafh

120 RecombinantKwheatKantifungalKPRcKproteinsKexpressedKinKtscherichiaKcoliYKProteineExpressioneande
PurificationWK2001WKabWKbg[Xg 2 17

119 xnKsituKproteolyticKdigestionKofKinclusionKbodyKpolypeptidesKoccursKasKaKcascadeKprocessYK2001WKagaWKcbeXc] 14

118 ProbingKtheKmolecularKbasisKofKfactorKXaKspecificityKbyKmutagenesisKofKtheKserpinWKantithrombinYK
2001WK]dagWK]efXfe 26

117 ProteolyticKdegradationKofKribonucleaseKpKinKtheKpretransitionKregionKofKthermallyKandKureaXinducedK
unfoldingYK2001WKaegWKhbXf 18

116
pKserpinXinducedKextensiveKproteolyticKsusceptibilityKofKurokinaseXtypeKplasminogenKactivatorK
implicatesKdistortionKofKtheKproteinaseKsubstrateXbindingKpocketKandKoxyanionKholeKinKtheKserpinK
inhibitoryKmechanismYK2001WKaegWKefbXgd

44

115 PredictingKfunctionKfromKstructureiKexamplesKofKtheKserineKproteaseKinhibitorKcanonicalKloopK
conformationKfoundKinKextracellularKproteinsYK2001WKaeWKb]Xh 9

114 xntrinsicallyKdisorderedKproteinYK2001WK]hWKaeXdh 1747

113 StructuralKdeterminantsKofKtheKhalfXlifeKandKcleavageKsiteKpreferenceKinKtheKautolyticKinactivationKofK
chymotrypsinYK2001WKaegWKeabgXce 14

112 StructureKofKanKintermediateKinKtheKunfoldingKofKcreatineKkinaseYKProteins:eStructureteFunctioneande
BioinformaticsWK2001WKcaWKaehXafg 4.2 20

111 xsolationKandKaminoKacidKsequenceKofKtwoKnewKPRXcKproteinsKfromKwheatYK2001WKa[WKbafXbd 25

110 SequentialKprocessingKofKhumanKProx–X]betaKbyKcaspaseX]KandKsubsequentKfoldingKdeterminedKbyKaK
combinedKinKvitroKandKinKsilicoKapproachYK2001WK]gWK][gbXh[ 16

109 xdentificationKofKintrinsicKorderKandKdisorderKinKtheKsαpKrepairKproteinKXPpYKProteineScienceWK2001WK
][WKde[Xf] 6.3 101

108 StructureKofKaKmultifunctionalKproteinYK—ammalianKphosphatidylinositolKtransferKproteinKcomplexedK
withKphosphatidylcholineYKJournaleofeBiologicaleChemistryWK2001WKafeWKhaceXda 5.4 110

107
pllocationKofKhelperKTXcellKepitopeKimmunodominanceKaccordingKtoKthreeXdimensionalKstructureKinK
theKhumanKimmunodeficiencyKvirusKtypeKxKenvelopeKglycoproteinKgp]a[YKJournaleofeBiologicale
ChemistryWK2001WKafeWKc]h]bXa[

5.4 44
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106 ProteolyticKsensitivityKandKhelperKTXcellKepitopeKimmunodominanceKassociatedKwithKtheKmobileKloopK
inKwsp][sYKJournaleofeBiologicaleChemistryWK2002WKaffWK]ddXe[ 5.4 27

105 SerpinKstructureWKmechanismWKandKfunctionYKChemicaleReviewsWK2002WK][aWKcfd]Xg[c 68.1 949

104 αativelyKunfoldedKproteinsiKaKpointKwhereKbiologyKwaitsKforKphysicsYKProteineScienceWK2002WK]]WKfbhXde 6.3 1470

103 ThermodynamicsKofKaKdesignedKproteinKcatenaneYKJournaleofeMoleculareBiologyWK2003WKbafWKdbfXcg 6.5 37

102
xmmobilizationKofKtheKdistalKhingeKinKtheKlabileKserpinKplasminogenKactivatorKinhibitorK]iK
identificationKofKaKtransitionKstateKwithKdistinctKconformationalKandKfunctionalKpropertiesYKJournale
ofeBiologicaleChemistryWK2003WKafgWKabghhXh[d

5.4 12

101 StructuralKpropertiesKofKtheKproteinKSVXxVYK2004WKaf]WKaebXf] 3

100 rombinatorialKapproachesKtoKnovelKproteinsYK2004WKdWK]ffXga 11

99 —olecularKbasisKofKtheKconstitutiveKactivityKandKSTxdf]KresistanceKofKpspg]eValKmutantKzxTKreceptorK
tyrosineKkinaseYK2004WKabWK]bhXda 45

98 [wereditaryKpancreatitis]YK2004WKafWKafXbc 0

97 —odulationKofKtheKstructuralKintegrityKofKhelixKuKinKapomyoglobinKbyKsingleKaminoKacidK
replacementsYKProteineScienceWK2004WK]bWK]dfaXgd 6.3 27

96 ProbingKtheKhighKenergyKstatesKinKproteinsKbyKproteolysisYKJournaleofeMoleculareBiologyWK2004WKbcbWK]cefXfe6.5 108

95 TheKimportanceKofKintrinsicKdisorderKforKproteinKphosphorylationYK2004WKbaWK][bfXch 1043

94 –imitedKproteolysisKinKtheKinvestigationKofKbetaaXmicroglobulinKamyloidogenicKandKfibrillarKstatesYK
2005WK]fdbWKccXd[ 33

93 ShowingKyourKxsiKintrinsicKdisorderKasKanKxsKforKrecognitionWKregulationKandKcellKsignalingYK2005WK]gWKbcbXgc 660

92 secipheringKstructureKandKtopologyKofKconservedKrγva[caKorphanKproteinsYK2005WKdWKb 6

91 pssessingKproteinKdisorderKandKinducedKfoldingYKProteins:eStructureteFunctioneandeBioinformaticsWK
2006WKeaWKacXcd 4.2 347

90 qioinformaticsK—ethodsKforK—icrobialKsetectionKandKuorensicKsiagnosticKsesignYK2005WKb]bXbdb

89 RandomKgeneKdissectioniKaKtoolKforKtheKinvestigationKofKproteinKstructuralKorganizationYK2005WKbhWKbhdXc[a 1
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88 qindingKlinkageKinKaKtelomereKsαpXproteinKcomplexKatKtheKendsKofKγxytrichaKnovaKchromosomesYK
JournaleofeMoleculareBiologyWK2005WKbd[WKhbgXda 6.5 6

87 pnalysisKofKtheKpeanutKagglutininKmoltenKglobuleXlikeKintermediateKbyKlimitedKproteolysisYK2005WK
]fadWKagbXh 5

86 —aturationKefficiencyWKtrypsinKsensitivityWKandKopticalKpropertiesKofKprgheWKvluaaaWKandKvlyefK
variantsKofKgreenKfluorescentKproteinYK2005WKbbaWKedfXeb 60

85 xntracellularKprocessingKofKtheKSendaiKvirusKrRKproteinKleadsKtoKtheKgenerationKofKaKYKproteinK
moduleiKstructureXfunctionalKimplicationsYK2005WKdfhWKdegdXh[ 4

84 —echanismKofKinteractionKofKPxTPalphaKwithKmembranesiKconformationalKchangesKinKtheKrXterminusK
associatedKwithKmembraneKbindingYKArchiveseofeBiochemistryeandeBiophysicsWK2005WKcccWK]]aXa[ 4.1 5

83 αanotoolsKforKmegaproblemsiKprobingKproteinKmisfoldingKdiseasesKusingKnanomedicineKmodusK
operandiYKJournaleofeProteomeeResearchWK2006WKdWKad[dXaa 5.6 24

82 uunctionalityKandKtheKtvolutionKofK—arginalKStabilityKinKProteinsiKxnferencesKfromK–atticeK
SimulationsYKEvolutionaryeBioinformaticsWK2006WKaWK]]fehbcb[e[[a[[ 1.9 21

81 StructuralKcharacterizationKofKpollenKallergensYK2006WKb[WKfbXhd 10

80 TumorKsheddingKofKlamininKbindingKproteinKmodulatesKangiostatinKproductionKinKvitroKandK
interferesKwithKplasminXderivedKinhibitionKofKangiogenesisKinKaorticKringKculturesYK2006WK]]gWKaca]Xba 6

79
StreptococcalKmitogenicKexotoxinWKSmeZWKisKtheKmostKsusceptibleK—]T]KstreptococcalKsuperantigenK
toKdegradationKbyKtheKstreptococcalKcysteineKproteaseWKSpeqYKJournaleofeBiologicaleChemistryWK2006WK
ag]WKbdag]Xg

5.4 22

78 pntigenKthreeXdimensionalKstructureKguidesKtheKprocessingKandKpresentationKofKhelperKTXcellK
epitopesYK2007WKccWK]]dhXeg 39

77 xntrinsicKdisorderKandKfunctionalKproteomicsYKBiophysicaleJournalWK2007WKhaWK]cbhXde 2.9 571

76 γnXplateKdigestionKofKproteinsKusingKnovelKtrypsinXimmobilizedKmagneticKnanospheresKforK
—p–sxXTγuX—SKanalysisYKProteomicsWK2007WKfWKbee]Xf] 4.8 34

75 wumanKpancreaticKdigestiveKenzymesYKDigestiveeDiseaseseandeSciencesWK2007WKdaWK]X]f 4 303

74 ThreeKdimensionalKstructureKdirectsKTXcellKepitopeKdominanceKassociatedKwithKallergyYKClinicaleande
MoleculareAllergyWK2008WKeWKh 3.7 6

73 pntigenKstructureKinfluencesKhelperKTXcellKepitopeKdominanceKinKtheKhumanKimmuneKresponseKtoK
wxVKenvelopeKglycoproteinKgp]a[YKEuropeaneJournaleofeImmunologyWK2008WKbgWK]ab]Xf 6.1 22

72 –imitedKproteolysisKofKbovineKalphaXlactalbuminiKisolationKandKcharacterizationKofKproteinKdomainsYK
ProteineScienceWK1999WKgWKaah[Xb[b 6.3 44

71 SiteXspecificKmodificationKandKPtvylationKofKpharmaceuticalKproteinsKmediatedKbyK
transglutaminaseYKAdvancedeDrugeDeliveryeReviewsWK2008WKe[WK]bXag 18.5 205
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70 pnKimmunogenicWKsurfaceXexposedKdomainKofKwaemophilusKducreyiKouterKmembraneKproteinKwgbpK
isKinvolvedKinKhemoglobinKbindingYKInfectioneandeImmunityWK2009WKffWKb[edXfc 3.7 16

69 ronstitutiveKmutationsKinKtheKtscherichiaKcoliKprarKproteinYKJournaleofeBacteriologyWK2009WK]h]WKaeegXfc 3.5 17

68 γrderKpropensityKofKanKintrinsicallyKdisorderedKproteinWKtheKcyclinXdependentXkinaseKinhibitorKSic]YK
Proteins:eStructureteFunctioneandeBioinformaticsWK2009WKfeWKfb]Xce 4.2 58

67 γnKtheKuseKofKhydrogenZdeuteriumKexchangeKmassKspectrometryKdataKtoKimproveKdeKnovoKproteinK
structureKpredictionYKRapideCommunicationseineMasseSpectrometryWK2009WKabWKcdhXe] 2.2 2

66 rompressingKtheKfreeKenergyKrangeKofKsubstructureKstabilitiesKinKisoX]XcytochromeKcYKProteineScience
WK2009WK]gWK]]ddXec 6.3 31

65 romparisonKofKproteinKfragmentsKidentifiedKbyKlimitedKproteolysisKandKbyKcomputationalKcuttingKofK
proteinsYKProteineScienceWK2002WK]]WK]fdbXf[ 6.3 24

64 xntrinsicKsisorderKinKProteinsKpssociatedKwithKαeurodegenerativeKsiseasesYKFocuseoneStructurale
BiologyWK2009WKa]Xfd 6

63 ProteomicsKofKPyrococcusKfuriosusWKaKhyperthermophilicKarchaeonKrefractoryKtoKtraditionalK
methodsYKJournaleofeProteomeeResearchWK2009WKgWKbgccXd] 5.6 19

62 —olecularKinsightsKintoKtheKinteractionKbetweenKalphaXsynucleinKandKdocosahexaenoicKacidYKJournale
ofeMoleculareBiologyWK2009WKbhcWKhcX][f 6.5 43

61 setectingKsisorderedKRegionsKinKProteinsKbyK–imitedKProteolysisYK2010WKdehXeae 7

60 xnfluenceKofKdisulfideXstabilizedKstructureKonKtheKspecificityKofKhelperKTXcellKandKantibodyKresponsesK
toKwxVKenvelopeKglycoproteinKgp]a[YKJournaleofeVirologyWK2010WKgcWKbb[bX]] 6.6 18

59 xntermolecularKinteractionsKinKaKccKksaKinterferonXreceptorKcomplexKdetectedKbyKasymmetricK
reverseXprotonationKandKtwoXdimensionalKαγtSYYKBiochemistryWK2010WKchWKd]]fXbb 3.2 19

58 –igandXenhancedKexpressionKandKinXcellKassayKofKhumanKperoxisomeKproliferatorXactivatedKreceptorK
alphaKligandKbindingKdomainYKProteineExpressioneandePurificationWK2010WKf[WKae[Xh 2 7

57 StructuralKdeterminantsKofKlimitedKproteolysisYKJournaleofeProteomeeResearchWK2011WK][WKbecaXd] 5.6 44

56 xntrinsicallyKsisorderedKrhaperonesKandKαeurodegenerationYK2011WK]Xeb 1

55 ulexibleKnetsKofKmalleableKguardiansiKintrinsicallyKdisorderedKchaperonesKinKneurodegenerativeK
diseasesYKChemicaleReviewsWK2011WK]]]WK]]bcXee 68.1 59

54
γbservationKofKintermolecularKinteractionsKinKlargeKproteinKcomplexesKbyKasXdoubleKdifferenceK
nuclearKγverhauserKenhancementKspectroscopyiKapplicationKtoKtheKccKksaKinterferonXreceptorK
complexYKJournaleofetheeAmericaneChemicaleSocietyWK2011WK]bbWK]cfddXec

16.4 12

53 txtensiveKpostXtranslationalKprocessingKofKpotatoKtuberKstorageKproteinsKandKvacuolarKtargetingYK
FEBSeJournalWK2011WKafgWKc[f[Xgf 5.7 20
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52 SpatialKstructureKpeculiaritiesKofKinfluenzaKpKvirusKmatrixK—]KproteinKinKanKacidicKsolutionKthatK
simulatesKtheKinternalKlysosomalKmediumYKFEBSeJournalWK2011WKafgWKch[dX]e 5.7 22

51 rontextXdependentKresistanceKtoKproteolysisKofKintrinsicallyKdisorderedKproteinsYKProteineScienceWK
2011WKa[WK]agdXhf 6.3 56

50 pdaptiveKchangesKofKpancreaticKproteaseKsecretionKtoKaKshortXtermKveganKdietiKinfluenceKofKreducedK
intakeKandKmodificationKofKproteinYKBritisheJournaleofeNutritionWK2012WK][fWKafaXe 3.6 8

49 wighXthroughputKcharacterizationKofKintrinsicKdisorderKinKproteinsKfromKtheKProteinKStructureK
xnitiativeYKJournaleofeStructuraleBiologyWK2012WK]g[WKa[]X]d 3.4 31

48 bYhKxntrinsicallyKsisorderedKProteinsYK2012WK]f[Xa]] 0

47 xdentifyingKdisorderedKregionsKinKproteinsKbyKlimitedKproteolysisYKMethodseineMoleculareBiologyWK
2012WKgheWKahfXb]g 1.4 31

46 wydrogenKexchangeKandKproteolyticKdegradationKofKribonucleaseKpYKTheKlocalKsplittingKofKtheKnativeK
structureKandKtheKconformationKofKloopKsegmentsYKBiophysicseoRussianeFederationpWK2012WKdfWKbdXdc 0.7

45
ProbingKtheKbXsKstructureWKdynamicsWKandKstabilityKofKbacterialKcollagenaseKcollagenKbindingKdomainK
SapoXKversusKholoXTKbyKlimitedKproteolysisK—p–sxXTγuK—SYKJournaleofetheeAmericaneSocietyeforeMasse
SpectrometryWK2012WKabWKd[dX]h

3.5 12

44 rarrierKproteinKinfluencesKimmunodominanceKofKaKknownKepitopeiKimplicationKinKpeptideKvaccineK
designYKVaccineWK2013WKb]WKcegaXg 4.1 8

43 —assKspectrometryKmethodsKforKintrinsicallyKdisorderedKproteinsYKAnalystteTheWK2013WK]bgWKbaXca 5 67
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