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256 Steady-state and transient-state analysis of growth and metabolite production in aSaccharomyces
cerevisiae strain with reduced pyruvate-decarboxylase activity. , 1999, 66, 42-50. 36

257 Disruption and basic functional analysis of five chromosome X novel ORFs ofSaccharomyces
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inSaccharomyces cerevisiae. FEBS Letters, 1999, 462, 37-42. 1.3 52

295 A Central Role for Cohesins in Sister Chromatid Cohesion, Formation of Axial Elements, and
Recombination during Yeast Meiosis. Cell, 1999, 98, 91-103. 13.5 702

296 ThePLB2Gene ofSaccharomyces cerevisiaeConfers Resistance to Lysophosphatidylcholine and Encodes
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cerevisiae chromosome VII. Yeast, 2000, 16, 365-375. 0.8 2



20

Citation Report

# Article IF Citations

328 Disruption of six novel genes from chromosome VII ofSaccharomyces cerevisiae reveals one essential
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329 Genome-Wide Protein Interaction Screens Reveal Functional Networks Involving Sm-Like Proteins.
Yeast, 2000, 1, 95-110. 0.8 169
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Functional cloning of the adenylate cyclase gene ofCandida albicans inSaccharomyces cerevisiae
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Yeast, 2000, 16, 959-966.

0.8 20
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Functional analysis of six genes from chromosomes XIV and XV ofSaccharomyces cerevisiae
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0.8 20
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cerevisiae. Yeast, 2000, 16, 1457-1468. 0.8 8
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Expression of theAZR1 gene (ORF YGR224w), encoding a plasma membrane transporter of the major
facilitator superfamily, is required for adaptation to acetic acid and resistance to azoles
inSaccharomyces cerevisiae. Yeast, 2000, 16, 1469-1481.
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339 Optimization of Ethanol Production in Saccharomyces cerevisiae by Metabolic Engineering of the
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340 Methionine synthase, a gene required for methionine synthesis, is expressedin plantabyCladosporium
fulvum. Molecular Plant Pathology, 2000, 1, 315-323. 2.0 22
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The absence of ribonuclease H1 or H2 alters the sensitivity of Saccharomyces cerevisiae to
hydroxyurea, caffeine and ethyl methanesulphonate: implications for roles of RNases H in DNA
replication and repair. Genes To Cells, 2000, 5, 789-802.

0.5 116

342 Recruitment of the yeast MADS-box proteins, ArgRI and Mcm1 by the pleiotropic factor ArgRIII is
required for their stability. Molecular Microbiology, 2000, 35, 15-31. 1.2 53
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Molecular Microbiology, 2000, 35, 161-172. 1.2 103
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plays roles similar to Mot1p in vivo. Molecular Microbiology, 2000, 36, 163-173. 1.2 40

345 GUP1 and its close homologue GUP2, encoding multimembrane-spanning proteins involved in active
glycerol uptake in Saccharomyces cerevisiae. Molecular Microbiology, 2000, 37, 108-124. 1.2 93
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346
Molecular cloning, functional complementation in Saccharomyces cerevisiae and enzymatic
properties of phosphatidylinositol synthase from the protozoan parasite Toxoplasma gondii. FEBS
Journal, 2000, 267, 6571-6579.
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347 Simultaneous genomic overexpression of seven glycolytic enzymes in the yeast Saccharomyces
cerevisiae. Enzyme and Microbial Technology, 2000, 26, 688-698. 1.6 132
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cerevisiae strains. Enzyme and Microbial Technology, 2000, 26, 706-714. 1.6 488

349 The Yeast Endosomal t-SNARE, Pep12p, Functions in the Absence of its Transmembrane Domain. Traffic,
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351 Insertional transposon mutagenesis by electroporation of released Tn5 transposition complexes.
Nature Biotechnology, 2000, 18, 97-100. 9.4 248

352 Increasing galactose consumption by Saccharomyces cerevisiae through metabolic engineering of the
GAL gene regulatory network. Nature Biotechnology, 2000, 18, 1283-1286. 9.4 168
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2000, 190, 39-43. 0.7 88
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cell viability. International Journal of Food Microbiology, 2000, 55, 33-40. 2.1 36

357 Transposome insertional mutagenesis and direct sequencing of microbial genomes. Genetica, 2000, 108,
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358 A gene of the major facilitator superfamily encodes a transporter for enterobactin (Enb1p) in
Saccharomyces cerevisiae. BioMetals, 2000, 13, 65-72. 1.8 99
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2000, 19, 2161-2167. 3.5 81

360 Identification and characterization of a highly conserved calcineurin binding protein,
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EMBO Journal, 2000, 19, 3657-3667. 3.5 111

362 Cyclophilin A and Ess1 interact with and regulate silencing by the Sin3-Rpd3 histone deacetylase. EMBO
Journal, 2000, 19, 3739-3749. 3.5 102
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364 Cbk1p, a protein similar to the human myotonic dystrophy kinase, is essential for normal
morphogenesis in Saccharomyces cerevisiae. EMBO Journal, 2000, 19, 4524-4532. 3.5 133

365 Srs2 DNA helicase is involved in checkpoint response and its regulation requires a functional
Mec1-dependent pathway and Cdk1 activity. EMBO Journal, 2000, 19, 5027-5038. 3.5 128

366 Saccharomyces cerevisiae Pex3p and Pex19p are required for proper localization and stability of
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2000, 263, 812-827.
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375 Homologous recombination and allele replacement in transformants of Fusarium fujikuroi.
Molecular Genetics and Genomics, 2000, 263, 838-845. 2.4 34
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379 Ambient pH signalling in ascomycetous yeasts involves homologues of theAspergillus nidulans genes
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382 EXO1 and MSH4 differentially affect crossing-over and segregation. Chromosoma, 2000, 109, 94-102. 1.0 79

383 Functional analyses of interacting factors involved in both pre-mRNA splicing and cell cycle
progression in Saccharomyces cerevisiae. Rna, 2000, 6, 1565-1572. 1.6 53

384
The TBP associated factor "yTaf II 19p" functionally interacts with components of the global
transcriptional regulator "the Ccr4-Not complex" and physically interacts with the Not5 subunit.
Journal of Biological Chemistry, 2000, 275, 26925-34.

1.6 27

385 Identifying a Core RNA Polymerase Surface Critical for Interactions with a Sigma-Like Specificity
Factor. Molecular and Cellular Biology, 2000, 20, 7013-7023. 1.1 19

386
YLL031c Belongs to a Novel Family of Membrane Proteins Involved in the Transfer of
Ethanolaminephosphate onto the Core Structure of Glycosylphosphatidylinositol Anchors in Yeast.
Journal of Biological Chemistry, 2000, 275, 24458-24465.
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Engineering of the Pyruvate Dehydrogenase Bypass in Saccharomyces cerevisiae : Role of the Cytosolic
Mg 2+ and Mitochondrial K + Acetaldehyde Dehydrogenases Ald6p and Ald4p in Acetate Formation
during Alcoholic Fermentation. Applied and Environmental Microbiology, 2000, 66, 3151-3159.
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Regulatory Network. Journal of Biological Chemistry, 2000, 275, 32611-32616. 1.6 88
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Increased Rates of Genomic Deletions Generated by Mutations in the Yeast Gene Encoding DNA
Polymerase Î´ or by Decreases in the Cellular Levels of DNA Polymerase Î´. Molecular and Cellular
Biology, 2000, 20, 7490-7504.
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395 DNA Integration by Ty Integrase in yku70 Mutant Saccharomyces cerevisiae Cells. Molecular and
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Saccharomyces cerevisiae. Journal of Biological Chemistry, 2000, 275, 30957-30961. 1.6 38
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400 Distinct Protein Domains of the Yeast Golgi GDP-mannose Transporter Mediate Oligomer Assembly and
Export from the Endoplasmic Reticulum. Journal of Biological Chemistry, 2000, 275, 17718-17727. 1.6 75

401 The Cytochrome bc 1 and Cytochromec Oxidase Complexes Associate to Form a Single Supracomplex in
Yeast Mitochondria. Journal of Biological Chemistry, 2000, 275, 18093-18098. 1.6 228

402 Hexokinase Regulates Kinetics of Glucose Transport and Expression of Genes Encoding Hexose
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Phosphorylation in<i>Saccharomyces cerevisiae</i>Meiosis and Sporulation. Molecular Biology of
the Cell, 2000, 11, 663-676.

0.9 33

446 Conserved Sr Protein Kinase Functions in Nuclear Import and Its Action Is Counteracted by Arginine
Methylation in Saccharomyces cerevisiae. Journal of Cell Biology, 2000, 150, 707-718. 2.3 144

447 DNA Repair Protein Rad55 Is a Terminal Substrate of the DNA Damage Checkpoints. Molecular and
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