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l Paper IF Citations

637 onHessentialHgeneTHsSRYTHisHrequiredHforHmitoticHcellHgrowthTHr oHrepairHandHmeioticHrecombinationH
inHSaccharomycesHcerevisiaeVH1994TH22THaYXbUY2 195

636 TheHSorYWRorcaHproteinHkinaseHcontrolsHmultipleHcheckpointsHandHr oHdamageUinducedH
transcriptionHinHyeastVHGenestandtDevelopmentTH1994THfTH2bXYUYc 12.6 404

635 qellularHRadiosensitivityHinHotaxiaUtelangiectasiaVH1994THddTHSfeUSgd 47

634 qellHcycleHcontrolHandHcancerVH1994TH2ddTHYf2YUf 1890

633 TheHSchizosaccharomycesHpombeHradYHgeneHconsistsHofHthreeHexonsHandHtheHcr oHsequenceHisH
partiallyHhomologousHtoHtheHUstilagoHmaydisHRsqYHcr oVH1994THYbfTHYccUg 30

632 SignalHtransductionHinHtheHbuddingHyeastHSaccharomycesHcerevisiaeVH1994THdTHfadUbY 24

631 RadiationHqheckpointsHinH–odelHSystemsVH1994THddTHSYaaUSYag 24

630 RoleHofHtheHcdc2cqHphosphataseHinHu2HarrestHinducedHbyHnitrogenHmustardVH1994THgYTHgbfXUb 72

629 –utationsHinHRor2eHdefineHaHpotentialHlinkHbetweenHuYHcyclinsHandHr oHreplicationVH1995THYcTHb2gYUaX2 99

628 SexHandHtheHsingleHcellhHmeiosisHinHyeastVH1995THg2THYXbcXUd 110

627 rpbYYTHwhichHinteractsHwithHr oHpolymeraseHwwPepsilonQHinHSaccharomycesHcerevisiaeTHhasHaHdualH
roleHinHSUphaseHprogressionHandHatHaHcellHcycleHcheckpointVH1995THg2THYYegYUc 243

626 SegregationHofHunreplicatedHchromosomesHinHSaccharomycesHcerevisiaeHrevealsHaHnovelHuYW–UphaseH
checkpointVH1995THYcTHcaY2U2Y 45

625 –cmYHisHrequiredHtoHcoordinateHu2UspecificHtranscriptionHinHSaccharomycesHcerevisiaeVH1995THYcTHcgYeU2f 109

624 qellUcycleHcheckpointsVHyeepingHmitosisHinHcheckVHCurrenttBiologyTH1995THcTHaedUg 6.3 15

623 TheHchkYHpathwayHisHrequiredHtoHpreventHmitosisHfollowingHcellUcycleHarrestHatHOstartOVHCurrenttBiology
TH1995THcTHYYegUgX 6.3 51

622 TheHcellularHresponsesHtoHr oHdamageVH1995THcTHa2UbX 100

621 YeastHr oHpolymerasesHandHtheirHroleHatHtheHreplicationHforkVH1995TH2XTHaYgU2a 104
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620 RelationshipHofHtheHataxiaUtelangiectasiaHproteinHoT–HtoHphosphoinositideHaUkinaseVH1995TH2XTHaf2Ua 76

619 qellularHresponsesHtoHr oHdamagehHcellUcycleHcheckpointsTHapoptosisHandHtheHrolesHofHpcaHandHoT–VH
1995TH2XTHb2dUaX 200

618 vistoneHvbTHtheHcellHcycleHandHaHquestionHofHintegrityVH1995THYeTHYXYaUc 13

617 TheHroleHofHSaccharomycesHcerevisiaeHqdcbXpHinHr oHreplicationHandHmitoticHspindleHformationH
andWorHmaintenanceVH1995TH2beTHY2aUad 41

616 r oHpolymeraseHdeltaHisHrequiredHforHtheHreplicationHfeedbackHcontrolHofHcellHcycleHprogressionHinH
SchizosaccharomycesHpombeVH1995TH2bdTHcdYUg 28

615 ortificialHantisenseHR oHregulationHofHYpRYXY2HPYpRYadwQTHanHessentialHgeneHfromHSaccharomycesH
cerevisiaeHwhichHisHimportantHforHprogressionHthroughHuYWSVH1995TH2bgTHcYUe 10

614 uUtYTHaHgeneHencodingHaHnovelHevolutionarilyHconservedHuTγaseHinHbuddingHyeastVH1995THYYTHYaYYUd 22

613 oHkinaseHfromHfissionHyeastHresponsibleHforHblockingHmitosisHinHSHphaseVH1995THaebTHfYeUg 259

612 SuppressionHofHtheHyeastHmutationHrftYUYHbyHhumanHpcaVH1995TH2eXTH22ccdUdb 13

611 vistoneHvbHandHtheHmaintenanceHofHgenomeHintegrityVHGenestandtDevelopmentTH1995THgTHYeYdU2e 12.6 132

610 –adYpTHaHphosphoproteinHcomponentHofHtheHspindleHassemblyHcheckpointHinHbuddingHyeastVH1995TH
YaYTHeXgU2X 201

609
qloningHandHdisruptionHofHqypYTHtheHgeneHencodingHtheHafUkraHbetaHsubunitHofHSaccharomycesH
cerevisiaeHcaseinHkinaseHwwHPqywwQVHreletionHofHqywwHregulatoryHsubunitsHelicitsHaHsaltUsensitiveH
phenotypeVH1995TH2eXTHYXagcUbXb

86

608 SeparationHofHphenotypesHinHmutantHallelesHofHtheHSchizosaccharomycesHpombeHcellUcycleH
checkpointHgeneHradYSVH1995THdTHYegaUfXc 24

607 vYS2THanHessentialHgeneHrequiredHforHr oHreplicationHinHSaccharomycesHcerevisiaeVH1995TH2aTHabgaUcXX 45

606 ristinctHmodesHofHcyclinHsWcdc2cHkinaseHregulationHandHSUphaseHcontrolHinHmitoticHandH
endoreduplicationHcyclesHofHrrosophilaHembryogenesisVHGenestandtDevelopmentTH1995THgTHYa2eUag 12.6 187

605 TèRHmutationsHconferHrapamycinHresistanceHbyHpreventingHinteractionHwithHtypγY2UrapamycinVH
1995TH2eXTH2ecaYUe 180

604 qellHcycleHarrestHinHresponseHtoHr oHdamagehHlessonsHfromHyeastVH1995THaaeTHeaUfb 17

603 r oHpolymeraseHepsilonHlinksHtheHr oHreplicationHmachineryHtoHtheHSHphaseHcheckpointVH1995THfXTH2gUag 373

(1995-1995)
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602 oT–UrelatedHgeneshHwhatHdoHtheyHtellHusHaboutHfunctionsHofHtheHhumanHgenemVH1995THf2THdfcUe 252

601 TheHmeiUbYHgeneHofHrVHmelanogasterHisHaHstructuralHandHfunctionalHhomologHofHtheHhumanHataxiaH
telangiectasiaHgeneVH1995THf2THfYcU2Y 254

600 TszYTHaHgeneHinvolvedHinHcontrollingHtelomereHlengthHinHSVHcerevisiaeTHisHhomologousHtoHtheHhumanH
ataxiaHtelangiectasiaHgeneVH1995THf2THf2aUg 346

599 TszYTHanHSVHcerevisiaeHhomologHofHtheHhumanHgeneHmutatedHinHataxiaHtelangiectasiaTHisHfunctionallyH
relatedHtoHtheHyeastHcheckpointHgeneH–sqYVH1995THf2THfaYUbX 331

598 oHcheckpointHregulatesHtheHrateHofHprogressionHthroughHSHphaseHinHSVHcerevisiaeHinHresponseHtoHr oH
damageVH1995THf2THfbYUe 525

597 r oUdependentHproteinHkinaseHcatalyticHsubunithHaHrelativeHofHphosphatidylinositolHaUkinaseHandHtheH
ataxiaHtelangiectasiaHgeneHproductVH1995THf2THfbgUcd 648

596 γwyUrelatedHkinaseshHr oHrepairTHrecombinationTHandHcellHcycleHcheckpointsVH1995TH2eXTHcXUY 435

595 YeastHcheckpointHgenesHinHr oHdamageHprocessinghHimplicationsHforHrepairHandHarrestVH1995TH2eXTHYbffUgY 356

594 TheHSwR2HgeneHfamilyTHconservedHfromHbacteriaHtoHhumansTHfunctionsHinHsilencingTHcellHcycleH
progressionTHandHchromosomeHstabilityVHGenestandtDevelopmentTH1995THgTH2fffUgX2 12.6 477

593 oHsingleHataxiaHtelangiectasiaHgeneHwithHaHproductHsimilarHtoHγwUaHkinaseVH1995TH2dfTHYebgUca 2334

592 TheHgeneticsHofHcellHcycleHcheckpointsVH1995THcTHcUYY 127

591 StructuralHandHfunctionalHdiversityHofHphosphoinositideHaUkinasesVH1996THacYTH2YeU2a 82

590 TheHphosphatidylinositolHbUphosphateHcUkinaseHfamilyVH1996THadTHYYcUbX 76

589 TheHv–uUdomainHproteinHwxrYHblocksHexcisionHrepairHofHcisplatinUr oHadductsHinHyeastVH1996THad2THecUfd 84

588 –olecularHbiologyHofHr oHrepairHinHtheHfissionHyeastHSchizosaccharomycesHpombeVH1996THadaTHYbeUdY 28

587 SeparationHofHsisterHchromatidsHinHmitosisHrequiresHtheHrrosophilaHpimplesHproductTHaHproteinH
degradedHafterHtheHmetaphaseWanaphaseHtransitionVH1996THfbTH2cUac 119

586 TheHyeastHqrqYdHandHqrq2eHgenesHrestrictHr oHreplicationHtoHonceHperHcellHcycleVH1996THfcTHagUbf 77

585 γluggingHitHinhHsignalingHcircuitsHandHtheHyeastHcellHcycleVH1996THfTH22aUaX 43
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584 SUphaseHandHr oUdamageHcheckpointshHaHtaleHofHtwoHyeastsVH1996THfTHefYUe 39

583 tromHr oHdamageHtoHcellHcycleHarrestHandHsuicidehHaHbuddingHyeastHperspectiveVH1996THdTHbUYY 58

582 RegulationHofHRorcaHbyHtheHoT–UlikeHkinasesH–sqYHandHTszYHinHyeastHcellHcycleHcheckpointH
pathwaysVH1996TH2eYTHaceUdX 530

581 qellHcycleHcheckpointshHpreventingHanHidentityHcrisisVH1996TH2ebTHYddbUe2 1742

580 StrangeHbedfellowsHinHevenHstrangerHplaceshHtheHroleHofHoT–HinHmeioticHcellsTHlymphocytesTHtumorsTH
andHitsHfunctionalHlinksHtoHpcaVHGenestandtDevelopmentTH1996THYXTH2afaUf 12.6 51

579 TheHoT–HhomologueH–sqYHisHrequiredHforHphosphorylationHofHreplicationHproteinHoHinHyeastVH1996TH
gaTHYcXecUfX 164

578 RequirementHofHproliferatingHcellHnuclearHantigenHinHRordUdependentHpostreplicationalHr oHrepairVH
1996THgaTHgdedUfY 91

577 TheHSaccharomycesHcerevisiaeH–sqYHgeneTHwhichHencodesHaHhomologHofHtheHhumanHoT–HgeneH
productTHisHrequiredHforHuYHarrestHfollowingHradiationHtreatmentVH1996THYefTHcfbYUa 43

576 RfccTHaHsmallHsubunitHofHreplicationHfactorHqHcomplexTHcouplesHr oHreplicationHandHmitosisHinH
buddingHyeastVH1996THgaTHeXbfUc2 83

575 YeastHpipaWmecaHmutantsHfailHtoHdelayHentryHintoHSHphaseHandHtoHslowHr oHreplicationHinHresponseH
toHr oHdamageTHandHtheyHdefineHaHfunctionalHlinkHbetweenH–ecaHandHr oHprimaseVH1996THYdTHa2acUbb 70

574 oHdoubleUstrandHbreakHwithinHaHyeastHartificialHchromosomeHPYoqQHcontainingHhumanHr oHcanHresultH
inHYoqHlossTHdeletionHorHcellHlethalityVH1996THYdTHbbYbU2c 45

573 cr oHcloningHandHgeneHmappingHofHaHcandidateHhumanHcellHcycleHcheckpointHproteinVH1996THgaTH2fcXUc 212

572 radUdependentHresponseHofHtheHchkYUencodedHproteinHkinaseHatHtheHr oHdamageHcheckpointVH1996TH
2eYTHacaUd 362

571 otaxiaUtelangiectasiaHandHtheHoT–HgenehHlinkingHneurodegenerationTHimmunodeficiencyTHandHcancerH
toHcellHcycleHcheckpointsVH1996THYdTH2cbUdX 73

570 TheHrolesHofHtelomeresHandHtelomeraseHinHcellHlifeHspanVH1996THaddTHbcUda 97

569 –olecularHbiologyHofHtheHcellHcyclehHγotentialHforHtherapeuticHapplicationsHinHradiationHoncologyVH
1996THdTH2fbU2gb 19

568 vypoxicHstressHproteinshHSurvivalHofHtheHfittestVH1996THdTHbdUcf 123

567 wonizingHradiationHandHtheHcellHcyclehHoHreviewVH1996THbTHYbeUYcf 1

(1996-1996)
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566 SVbXHTHantigenHincreasesHtheHexpressionHandHactivitiesHofHpabcdc2THcyclinHoTHandHcyclinHpHpriorHtoH
immortalizationHofHhumanHdiploidHfibroblastsVH1996THdXTHYdYUe2 12

565 γhosphatidylinositolHaUkinaseHrelatedHkinasesVH1996THfTHbY2Uf 55

564 TheHyeastHgenomeUUaHcommonHcurrencyVH1996THYaTH2caUc 33

563 YeastHgenesHandHhumanHdiseaseVH1996THaegTHcfgUgX 128

562 oHmeioticHrecombinationHcheckpointHcontrolledHbyHmitoticHcheckpointHgenesVH1996THafaTHfbXUa 284

561 TheHSaccharomycesHcerevisiaeHspindleHpoleHbodyHduplicationHgeneH–γSYHisHpartHofHaHmitoticH
checkpointVH1996THYa2THYYYU2a 367

560 γdsYpTHanHinhibitorHofHanaphaseHinHbuddingHyeastTHplaysHaHcriticalHroleHinHtheHoγqHandHcheckpointH
pathwayPsQVH1996THYaaTHggUYYX 327

559 ristinctHrolesHofHyeastH–sqHandHRorHcheckpointHgenesHinHtranscriptionalHinductionHafterHr oH
damageHandHimplicationsHforHfunctionVH1996THeTHeXaUYf 76

558 RorgHandHr oHpolymeraseHepsilonHformHparallelHsensoryHbranchesHforHtransducingHtheHr oH
damageHcheckpointHsignalHinHSaccharomycesHcerevisiaeVHGenestandtDevelopmentTH1996THYXTH2da2Uba 12.6 142

557 qloningHandHcharacterizationHofHRorYeTHaHgeneHcontrollingHcellHcycleHresponsesHtoHr oHdamageHinH
SaccharomycesHcerevisiaeVH1996TH2bTHYddgUec 44

556 SpkYWRadcaHisHregulatedHbyH–ecYUdependentHproteinHphosphorylationHinHr oHreplicationHandH
damageHcheckpointHpathwaysVHGenestandtDevelopmentTH1996THYXTHagcUbXd 12.6 265

555 TheHotrHandHotmHproteinHkinasesHassociateHwithHdifferentHsitesHalongHmeioticallyHpairingH
chromosomesVHGenestandtDevelopmentTH1996THYXTH2b2aUae 12.6 216

554 StructureTHfunctionTHandHreplicationHofHSaccharomycesHcerevisiaeHtelomeresVH1996THaXTHYbYUe2 176

553 TheHeXHkraHsubunitHofHreplicationHproteinHoHisHrequiredHforHtheHuYWSHandHintraUSHr oHdamageH
checkpointsHinHbuddingHyeastVH1996TH2bTHacaaUe 71

552 sffectHofHpUtypeHcyclinHoverUexpressionHonHradiationUinducedHmitoticHdelayHinHtheHfissionHyeastVH1996TH
dgTHcdcUea 3

551 tragmentsHofHoT–HwhichHhaveHdominantUnegativeHorHcomplementingHactivityVH1997THYeTH2X2XUg 143

550 TheHgeneticHdefectHinHataxiaUtelangiectasiaVH1997THYcTHYeeU2X2 532

549 qloningHandHcharacterizationHofHaHwortmanninUsensitiveHhumanHphosphatidylinositolHbUkinaseVH1997TH
2e2THbafbUgX 132
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548 wdentificationHofHaHmidUanaphaseHcheckpointHinHbuddingHyeastVH1997THYadTHabcUcb 68

547  uclearHandHnonUnuclearHtargetsHofHgenotoxicHagentsHinHtheHinductionHofHgeneHexpressionVHSharedH
principlesHinHyeastTHrodentsTHmanHandHplantsVH1997THaefTHY2YeU2g 57

546 qharacterizationHofHSaccharomycesHcerevisiaeHdna2HmutantsHsuggestsHaHroleHforHtheHhelicaseHlateHinH
SHphaseVH1997THfTH2cYgUae 52

545 wsolationHandHcharacterizationHofHtheHSchizosaccharomycesHpombeHrhpgHgenehHaHgeneHrequiredHforH
theHr oHdamageHcheckpointHbutHnotHtheHreplicationHcheckpointVH1997TH2cTH2YafUbd 87

544 ReconstitutionHofHaH–sqYUindependentHcheckpointHinHyeastHbyHexpressionHofHaHnovelHhumanHforkH
headHcr oVH1997THYeTHaXaeUbd 87

543 RadcaUdependentHphosphorylationHofHSwidHandHdownUregulationHofHqz YHandHqz 2HtranscriptionH
occurHinHresponseHtoHr oHdamageHinHSaccharomycesHcerevisiaeVHGenestandtDevelopmentTH1997THYYTHaXa2Ubc12.6 120

542 olterationsHinHtheHcatalyticHactivityHofHyeastHr oHtopoisomeraseHwHresultHinHcellHcycleHarrestHandHcellH
deathVH1997TH2e2THY2fXYUf 77

541 –ultipleHsubphasesHofHr oHreplicationHinHqhineseHhamsterHovaryHPqvèUyYQHcellsVH1997THYdTHYbgaUf 24

540 TheHSchizosaccharomycesHpombeHradYYSHgeneHencodesHtheHlargeHsubunitHofHreplicationHproteinHoVH
1997THYeTH2afYUgX 39

539 TheHSaccharomycesHcerevisiaeHr oHpolymeraseHalphaHcatalyticHsubunitHinteractsHwithHqdcdfWSptYdH
andHwithHγobaTHaHproteinHsimilarHtoHanHv–uYUlikeHproteinVH1997THYeTHbYefUgX 168

538 wdentificationHofHR RbTHencodingHaHsecondHessentialHsmallHsubunitHofHribonucleotideHreductaseHinH
SaccharomycesHcerevisiaeVH1997THYeTHdYXcUYa 154

537 qdcccpTHtheHpUtypeHregulatoryHsubunitHofHproteinHphosphataseH2oTHhasHmultipleHfunctionsHinHmitosisH
andHisHrequiredHforHtheHkinetochoreWspindleHcheckpointHinHSaccharomycesHcerevisiaeVH1997THYeTHd2XUd 119

536 oHnovelHmutantHalleleHofHSchizosaccharomycesHpombeHrad2dHdefectiveHinHmonitoringHSUphaseH
progressionHtoHpreventHprematureHmitosisVH1997THYeTHaYXaUYc 27

535 RfccTHaHreplicationHfactorHqHcomponentTHisHrequiredHforHregulationHofHRadcaHproteinHkinaseHinHtheH
yeastHcheckpointHpathwayVH1997THYeTHcgXcUYb 83

534 wnactivationHofHtheHcyclinUdependentHkinaseHqdc2fHabrogatesHcellHcycleHarrestHinducedHbyHr oH
damageHandHdisassemblyHofHmitoticHspindlesHinHSaccharomycesHcerevisiaeVH1997THYeTH2e2aUab 45

533 qellHcycleHcheckpointsHandHapoptosishHpotentialHforHimprovingHradiationHtherapyVH1997THcaTHYU2c 2

532 pcaHandHoT–hHcellHcycleTHcellHdeathTHandHcancerVH1997THeYTHYU2c 222

531 plockHinHanaphaseHchromosomeHseparationHcausedHbyHaHtelomeraseHtemplateHmutationVH1997TH2ecTHYbefUfY 184

(1997-1997)
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530 YbUaUasigmaHisHaHpcaUregulatedHinhibitorHofHu2W–HprogressionVH1997THYTHaUYY 1062

529 qontrolHofHcellHcycleHarrestHbyHtheH–ecYscWRadaspHr oHstructureHcheckpointHpathwayVH1997THeTHgaUf 72

528 qellHcycleUdependentHproteinHexpressionHofHmammalianHhomologsHofHyeastHr oHdoubleUstrandH
breakHrepairHgenesHRadcYHandHRadc2VH1997THafbTH2XcUYY 102

527 WhenHcheckpointsHfailVH1997THffTHaYcU2Y 535

526 vwVUYHproteinHVprHcausesHgrossHmitochondrialHdysfunctionHinHtheHyeastHSaccharomycesHcerevisiaeVH
1997THbYXTHYbcUg 36

525 vumanHgeneticHdiseaseshHaHcrossUtalkHbetweenHmanHandHyeastVH1997THYgcTHYUYX 155

524 TheHanaphaseHinhibitorHofHSaccharomycesHcerevisiaeHγdsYpHisHaHtargetHofHtheHr oHdamageH
checkpointHpathwayVH1997THgbTHYbadYUd 145

523 r oHdoubleUstrandUbreakHsensitivityTHr oHreplicationTHandHcellHcycleHarrestHphenotypesHofH
yuUdeficientHSaccharomycesHcerevisiaeVH1997THgbTHfdeUe2 98

522 StnYTHaHnewHSaccharomycesHcerevisiaeHproteinTHisHimplicatedHinHtelomereHsizeHregulationHinH
associationHwithHqdcYaVHGenestandtDevelopmentTH1997THYYTHcY2U2e 12.6 219

521 RoleHofHtheHcaseinHkinaseHwHisoformTHvrr2cTHandHtheHcellHcycleUregulatoryHtranscriptionHfactorTHSptTHinH
theHtranscriptionalHresponseHtoHr oHdamageHinHSaccharomycesHcerevisiaeVH1997THgbTHcfYUd 90

520 èncoproteinHsignallingHandHmitosisVH1997THgTH2bgUcc 46

519 TheHu2W–Hr oHdamageHcheckpointHinhibitsHmitosisHthroughHTyrYcHphosphorylationHofHpabcdc2HinH
ospergillusHnidulansVHEMBOtJournalTH1997THYdTHYf2Ug2 13 49

518 TheHnovelHr oHdamageHcheckpointHproteinHddcYpHisHphosphorylatedHperiodicallyHduringHtheHcellH
cycleHandHinHresponseHtoHr oHdamageHinHbuddingHyeastVHEMBOtJournalTH1997THYdTHc2YdU2d 13 118

517 oHroleHforHr oHprimaseHinHcouplingHr oHreplicationHtoHr oHdamageHresponseVHEMBOtJournalTH1997TH
YdTHdagUcX 13 88

516 vistoneHoctamerHfunctionHinHvivohHmutationsHinHtheHdimerUtetramerHinterfacesHdisruptHbothHgeneH
activationHandHrepressionVHEMBOtJournalTH1997THYdTH2bgaUcXd 13 76

515 qloningHofHtheHbovineHandHratHtanconiHanemiaHgroupHqHcr oVH1997THfTHc22Uc 10

514 qharacterizationHofHtheHcheckpointHgeneHRorcaW–sq2HinHSaccharomycesHcerevisiaeVH1997THYaTHeacUbc 17

513 ureenHfluorescentHproteinHasHaHreporterHforHtheHr oHdamageUinducedHgeneHRorcbHinH
SaccharomycesHcerevisiaeVH1997THYaTHYcacUbc 62
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512 èverexpressionHofHaHkinaseUinactiveHoTRHproteinHcausesHsensitivityHtoHr oUdamagingHagentsHandH
defectsHinHcellHcycleHcheckpointsVHEMBOtJournalTH1998THYeTHYcgUdg 13 433

511 ossociationHofHRγoHwithHchromosomalHreplicationHoriginsHrequiresHanH–cmHproteinTHandHisHregulatedH
byHRadcaTHandHcyclinUHandHrbfbUdependentHkinasesVHEMBOtJournalTH1998THYeTHcYf2UgY 13 124

510 TheHbuddingHyeastHRadgHcheckpointHproteinHisHsubjectedHtoH–ecYWTelYUdependentH
hyperphosphorylationHandHinteractsHwithHRadcaHafterHr oHdamageVHEMBOtJournalTH1998THYeTHcdegUff 13 220

509 vusYpTHaHconservedHfissionHyeastHcheckpointHproteinTHinteractsHwithHRadYpHandHisHphosphorylatedHinH
responseHtoHr oHdamageVHEMBOtJournalTH1998THYeTH2XccUdd 13 104

508
RorgHandHRor2bHdefineHtwoHadditiveTHinteractingHbranchesHofHtheHr oHdamageHcheckpointH
pathwayHinHbuddingHyeastHnormallyHrequiredHforHRadcaHmodificationHandHactivationVHEMBOtJournalTH
1998THYeTH2dfeUgf

13 119

507 r oHγhotodamageTHRepairTHueneHwnductionHandHuenotoxicityHtollowingHsxposuresHtoH2cbHnmHUVH
andHfU–ethoxypsoralenHγlusHUVoHinHaHsukaryoticHqellHSystemVH1998THdfTH2fgU2gc 22

506 sSHcellsHdoHnotHactivateHpcaUdependentHstressHresponsesHandHundergoHpcaUindependentHapoptosisH
inHresponseHtoHr oHdamageVHCurrenttBiologyTH1998THfTHYbcUcc 6.3 378

505 –utationsHofHtheHqrq2fHgeneHandHtheHradiationHsensitivityHofHSaccharomycesHcerevisiaeVH1998THYbTHYaaUbd 16

504 –itoticHr oHdamageHandHreplicationHcheckpointsHinHyeastVH1998THYXTHebgUcf 145

503 r oHdamageHcheckpointsHupdatehHgettingHmolecularVH1998THfTHYfcUga 175

502 TheHmouseHRecoUlikeHgeneHrmcYHisHrequiredHforHhomologousHchromosomeHsynapsisHduringHmeiosisVH
1998THYTHeXeUYf 455

501 –sqYUdependentHphosphorylationHofHRadgpHinHresponseHtoHr oHdamageVH1998TH2THYfaUg 188

500 oHsuppressorHofHtwoHessentialHcheckpointHgenesHidentifiesHaHnovelHproteinHthatHnegativelyHaffectsH
d TγHpoolsVH1998TH2THa2gUbX 605

499 oHnewHUVUsensitiveHmutantHthatHsuggestsHaHsecondHexcisionHrepairHpathwayHinH eurosporaHcrassaVH
1998THbXfTHYeYUf2 12

498 TheHr oHreplicationHandHdamageHcheckpointHpathwaysHinduceHtranscriptionHbyHinhibitionHofHtheH
qrtYHrepressorVH1998THgbTHcgcUdXc 424

497 oHhumanHandHmouseHhomologHofHtheHSchizosaccharomycesHpombeHradYSHcellHcycleHcheckpointH
controlHgeneVH1998THcbTHaaYUe 20

496
cr oHcloningHandHgeneHmappingHofHhumanHhomologsHforHSchizosaccharomycesHpombeHradYeTHradYTH
andHhusYHandHcloningHofHhomologsHfromHmouseTHqaenorhabditisHelegansTHandHrrosophilaH
melanogasterVH1998THcbTHb2bUad

46

495 ueneticHdissectionHofHhistoneHfunctionVH1998THYcTH2dgUfY 12

(1998-1998)
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494 RadiosensitivityHandHoxidativeHsignallingHinHataxiaHtelangiectasiahHanHupdateVH1998THbeTHYYaU2a 43

493 –ecYpHisHessentialHforHphosphorylationHofHtheHyeastHr oHdamageHcheckpointHproteinHrdcYpTHwhichH
physicallyHinteractsHwithH–ecapVHEMBOtJournalTH1998THYeTHbYggU2Xg 13 113

492 RadcaHtvoHdomainHassociatedHwithHphosphorylatedHRadgHinHtheHr oHdamageHcheckpointVH1998TH
2fYTH2e2Ub 307

491 ueneticHregulationHofHphospholipidHmetabolismhHyeastHasHaHmodelHeukaryoteVH1998THdYTHYaaUeg 135

490 qzpcHandHqzpdHareHrequiredHforHpremeioticHr oHreplicationHandHactivationHofHtheHmeioticHSW–H
checkpointVHGenestandtDevelopmentTH1998THY2TH2dgfUeYX 12.6 129

489 TheHyeastHtelomereHlengthHregulatorHTsz2HencodesHaHproteinHthatHbindsHtoHtelomericHr oVH1998TH2dTHYc2fUac 28

488 RegulationHofHtelomereHlengthHbyHcheckpointHgenesHinHSchizosaccharomycesHpombeVH1998THgTHdYYU2Y 61

487 TelomeresVH1998THa2aUadY

486 RecoveryHfromHr oHreplicationalHstressHisHtheHessentialHfunctionHofHtheHSUphaseHcheckpointH
pathwayVHGenestandtDevelopmentTH1998THY2TH2gcdUeX 12.6 360

485 rifferentialHregulationHofHtwoHcloselyHclusteredHyeastHgenesTH–ouYHandHrrwYTHbyHcellUcycleH
checkpointsVH1998TH2dTHcbX2Uf 16

484 γroteinHkinaseHmutantsHofHhumanHoTRHincreaseHsensitivityHtoHUVHandHionizingHradiationHandH
abrogateHcellHcycleHcheckpointHcontrolVH1998THgcTHebbcUcX 200

483 TheHSaccharomycesHcerevisiaeHRorgHcheckpointHreducesHtheHr oHdamageUassociatedHstimulationH
ofHdirectedHtranslocationsVH1998THYfTHYYgXU2XX 65

482 tunctionalHandHphysicalHinteractionHbetweenHRad2bHandHRfccHinHtheHyeastHcheckpointHpathwaysVH
1998THYfTHcbfcUgY 74

481 r oHqrossUzinkerâ��wnducedHu2W–HorrestHinHuroupHqHtanconiHonemiaHzymphoblastsHReflectsH ormalH
qheckpointHtunctionVH1998THgYTH2ecU2fe 59

480 qloningHhumanHhomologsHofHyeastHgenesVH1999THbXcUb2c

479 –ultipleHpathwaysHofHrecombinationHinducedHbyHdoubleUstrandHbreaksHinHSaccharomycesHcerevisiaeVH
1999THdaTHabgUbXb 1722

478 ueneticHandHbiochemicalHcharacterizationHofHtheHyeastHspoY2HproteinVH1999THYXTHadfgUeXa 26

477 wnductionHbyHadozelesinHandHhydroxyureaHofHoriginHrecognitionHcomplexUdependentHr oHdamageH
andHr oHreplicationHcheckpointsHinHSaccharomycesHcerevisiaeVH1999TH2ebTHacgecUfb 32
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476 oHhumanHqdsYUrelatedHkinaseHthatHfunctionsHdownstreamHofHoT–HproteinHinHtheHcellularHresponseHtoH
r oHdamageVH1999THgdTHaebcUcX 231

475 γoyUfamilyHkinasesHregulateHcellHandHactinHpolarizationHthroughoutHtheHcellHcycleHofHSaccharomycesH
cerevisiaeVH1999THYbeTHfbcUcd 89

474  ewHyeastHgenesHimportantHforHchromosomeHintegrityHandHsegregationHidentifiedHbyHdosageHeffectsH
onHgenomeHstabilityVH1999TH2eTHaXXYUf 99

473 qrqbcHandHrγpYYHareHrequiredHforHprocessiveHr oHreplicationHandHresistanceHtoHr oH
topoisomeraseHwUmediatedHr oHdamageVH1999THgdTHYYbbXUc 55

472 pabPqdc2QHkinaseHactivityHisHexcludedHfromHtheHnucleusHduringHtheHradiationUinducedHuP2QHarrestHinH
vezaHcellsVH1999TH2ebTHabeegUfb 15

471 TheHγwyUrelatedHkinasesHinterceptHconventionalHsignalingHpathwaysVH1999THdTHRY2gUad 56

470 otaxiaUtelangiectasiaTHcancerHandHtheHpathobiologyHofHtheHoT–HgeneVH1999THccTH2fgUaXb 139

469 oHRadaURad2dHcomplexHrespondsHtoHr oHdamageHindependentlyHofHotherHcheckpointHproteinsVH
1999THYTHagaUf 177

468 wnteractionHbetweenHSetYpHandHcheckpointHproteinH–ecapHinHr oHrepairHandHtelomereHfunctionsVH
1999TH2YTH2XbUf 90

467 hRorYeTHaHstructuralHhomologHofHtheHSchizosaccharomycesHpombeHRorYeHcellHcycleHcheckpointH
geneTHstimulatesHpcaHaccumulationVH1999THYfTHYdfgUgg 18

466 pcaHinhibitsHentryHintoHmitosisHwhenHr oHsynthesisHisHblockedVH1999THYfTH2faUgc 66

465 –ammalianHqhk2HisHaHdownstreamHeffectorHofHtheHoT–UdependentHr oHdamageHcheckpointH
pathwayVH1999THYfTHbXbeUcb 356

464 RorcaTHrU YHandHγrSYHdefineHtwoHparallelHu2W–HcheckpointHpathwaysHinHbuddingHyeastVHEMBOt
JournalTH1999THYfTHaYeaUfc 13 137

463 TheHγdsYHanaphaseHinhibitorHandH–ecYHkinaseHdefineHdistinctHcheckpointsHcouplingHSHphaseHwithH
mitosisHinHbuddingHyeastVHCurrenttBiologyTH1999THgTHadcUf 6.3 41

462 veterozygousHgermHlineHhqvy2HmutationsHinHziUtraumeniHsyndromeVH1999TH2fdTH2c2fUaY 741

461 qhromosomalHoRSYHhasHaHsingleHleadingHstrandHstartHsiteVH1999THaTHbeeUfd 101

460 qisplatinHr oHcrossUlinksHdoHnotHinhibitHSUphaseHandHcauseHonlyHaHu2W–HarrestHinHSaccharomycesH
cerevisiaeVH1999THbabTH2gUag 23

459 –sqYUdependentHredistributionHofHtheHSiraHsilencingHproteinHfromHtelomeresHtoHr oHdoubleUstrandH
breaksVH1999THgeTHdXgU2X 288

(1999-1999)
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458 uorrbcHinductionHofHaHu2W–HcellHcycleHcheckpointVH1999THgdTHaeXdUYY 522

457 vumanHandHmouseHhomologsHofHtheHSchizosaccharomycesHpombeHradYeSHcellHcycleHcheckpointH
controlHgeneVH1999THccTH2YgU2f 14

456 ssaYpHisHanHessentialHhistoneHacetyltransferaseHrequiredHforHcellHcycleHprogressionVH1999THYgTH2cYcU2d 297

455 RequirementHforHtheHkinaseHactivityHofHhumanHr oUdependentHproteinHkinaseHcatalyticHsubunitHinH
r oHstrandHbreakHrejoiningVH1999THYgTHafeeUfb 242

454 wnteractionsHofHTzqYHPwhichHencodesHtheHR oHsubunitHofHtelomeraseQTHTszYTHandH–sqYHinHregulatingH
telomereHlengthHinHtheHyeastHSaccharomycesHcerevisiaeVH1999THYgTHdXdcUec 223

453 RoleHofHaHcomplexHcontainingHRadYeTH–ecaTHandHrdcYHinHtheHyeastHr oHdamageHcheckpointH
pathwayVH1999THYgTHYYadUba 112

452  èRtcWvUuYHisHaHcomponentHofHtheH–sqYUmediatedHcheckpointHresponseHtoHr oHdamageHandH
replicationHarrestHinHSaccharomycesHcerevisiaeVH1999THYgTHeXbYUg 89

451 qheckpointsHcontrollingHmitosisVH2000TH22THacYUda 68

450 qarboxylUterminalHregionHconservedHamongHphosphoinositideUkinaseUrelatedHkinasesHisH
indispensableHforHmTèRHfunctionHinHvivoHandHinHvitroVH2000THcTHedcUec 63

449
TheHabsenceHofHribonucleaseHvYHorHv2HaltersHtheHsensitivityHofHSaccharomycesHcerevisiaeHtoH
hydroxyureaTHcaffeineHandHethylHmethanesulphonatehHimplicationsHforHrolesHofHR asesHvHinHr oH
replicationHandHrepairVH2000THcTHefgUfX2

101

448 XenopusHoTRHisHaHreplicationUdependentHchromatinUbindingHproteinHrequiredHforHtheHr oH
replicationHcheckpointVHCurrenttBiologyTH2000THYXTHYcdcUea 6.3 175

447 r oHendshHmaintenanceHofHchromosomeHterminiHversusHrepairHofHdoubleHstrandHbreaksVH2000THbcYTH22eUbX 64

446 zqrYhHanHessentialHgeneHinvolvedHinHcheckpointHcontrolHandHregulationHofHtheH–sqYHsignallingH
pathwayHinHSaccharomycesHcerevisiaeVHEMBOtJournalTH2000THYgTHcfXYUY2 13 110

445 wsolationHofHacdc2fHmutationHthatHabrogatesHtheHdependenceHofHSHphaseHonHcompletionHofH–HphaseH
ofHtheHbuddingHyeastHcellHcycleVH2000THegTHgYUgd 0

444 otaxiaHtelangiectasiaUmutatedHphosphorylatesHqhk2HinHvivoHandHinHvitroVH2000THgeTHYXafgUgb 692

443 tunctionsHofHtheHr oHdamageHresponseHpathwayHtargetHvoHendonucleaseHofHyeastHforHdegradationH
viaHtheHubiquitinU2dSHproteasomeHsystemVH2000THgeTHYXXeeUf2 45

442 γroteinHkinaseHactivityHofHTelYpHandH–ecYpTHtwoHSaccharomycesHcerevisiaeHproteinsHrelatedHtoHtheH
humanHoT–HproteinHkinaseVH2000THgeTHYaebgUcb 124

441 SubphasesHofHr oHreplicationHinHrrosophilaHcellsVH2000THYgTHdXeUY2 20
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440 wdentificationHofHaHfunctionalHdomainHinHaHuorrbcUmediatedHu2W–HcheckpointVH2000TH2ecTHadfg2Uf 72

439 γosttranslationalHphosphorylationHandHubiquitinationHofHtheHSaccharomycesHcerevisiaeHγolyPoQH
polymeraseHatHtheHSWuP2QHstageHofHtheHcellHcycleVH2000TH2XTH2egbUfX2 20

438 RfccTHinHcooperationHwithHrad2bTHcontrolsHr oHdamageHcheckpointsHthroughoutHtheHcellHcycleHinH
SaccharomycesHcerevisiaeVH2000TH2XTHcfffUgd 68

437 r oHrepairHproteinHRadccHisHaHterminalHsubstrateHofHtheHr oHdamageHcheckpointsVH2000TH2XTHbagaUbXb 133

436 γhosphorylationHofHtheHreplicationHproteinHoHlargeHsubunitHinHtheHSaccharomycesHcerevisiaeH
checkpointHresponseVH2000TH2fTHae2cUa2 69

435 RorcYHisHrequiredHforHtheHrepairHofHplasmidHdoubleUstrandedHr oHgapsHfromHeitherHplasmidHorH
chromosomalHtemplatesVH2000TH2XTHYYgbU2Xc 83

434 wnvolvementHofHtheHcheckpointHproteinH–ecYpHinHsilencingHofHgeneHexpressionHatHtelomeresHinH
SaccharomycesHcerevisiaeVH2000TH2XTH2aefUfb 50

433 SensingHandHrespondingHtoHr oHdamageVH2000THYXTHYeU2c 233

432 qaenorhabditisHelegansHqhk2UlikeHgeneHisHessentialHforHmeiosisHbutHdispensableHforHr oHrepairVH2000
THbfcTHacUg 25

431 RegulationHofHchromosomeHreplicationVH2000THdgTHf2gUfX 330

430 wnteractionsHbetweenHpRqoHproteinsHandHr oHstructureVH2001TH2dbTHdeUea 12

429 rynamicHinteractionHofHr oHdamageHcheckpointHproteinHRadcaHwithHchromatinHassemblyHfactorH
osfYVH2001THeTHYaU2X 159

428 onHoriginUdeficientHyeastHartificialHchromosomeHtriggersHaHcellHcycleHcheckpointVH2001THeTHeXcUYa 45

427 oHr oHdamageHresponseHpathwayHcontrolledHbyHTelYHandHtheH–reYYHcomplexVH2001THeTHY2ccUdd 326

426 SuppressionHofHspontaneousHchromosomalHrearrangementsHbyHSHphaseHcheckpointHfunctionsHinH
SaccharomycesHcerevisiaeVH2001THYXbTHageUbXf 276

425 oTRHinhibitionHselectivelyHsensitizesHuYHcheckpointUdeficientHcellsHtoHlethalHprematureHchromatinH
condensationVH2001THgfTHgXg2Ue 265

424 octivationHofHmammalianHqhkYHduringHr oHreplicationHarresthHaHroleHforHqhkYHinHtheHintraUSHphaseH
checkpointHmonitoringHreplicationHoriginHfiringVH2001THYcbTHgYaU2a 289

423 TheHroleHofHp2YPqwγYWWotYQHinHgrowthHofHepithelialHcellsHexposedHtoHhyperoxiaVH2001TH2fXTHzdYeU2d 37

(2001-2000)
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422 wnducibleHphotoprotectionHinHskinhHsvidenceHforHaHeukaryoticHSèSHresponseVH2001THbTH22eU2ca 1

421 RegulationHofHmeioticHrecombinationHandHprophaseHwHprogressionHinHmammalsVH2001TH2aTHggdUYXXg 93

420 SilentHrepairHaccountsHforHcellHcycleHspecificityHinHtheHsignalingHofHoxidativeHr oHlesionsVHEMBOt
JournalTH2001TH2XTH2fgdUgXd 13 56

419 TheHribonucleotideHreductaseHinhibitorHSmlYHisHaHnewHtargetHofHtheH–ecYWRadcaHkinaseHcascadeH
duringHgrowthHandHinHresponseHtoHr oHdamageVHEMBOtJournalTH2001TH2XTHacbbUca 13 214

418 qdcYaHpreventsHtelomereHuncappingHandHRadcXUdependentHhomologousHrecombinationVHEMBOt
JournalTH2001TH2XTHdY2eUag 13 72

417 vyperactivationHofHtheHyeastHr oHdamageHcheckpointHbyHTszYHandHrrq2HoverexpressionVHEMBOt
JournalTH2001TH2XTHdbfcUgf 13 25

416 –eioticHrecombinationHhotHspotsHandHcoldHspotsVH2001TH2THadXUg 413

415 –ecYpHregulatesHγdsYpHlevelsHinHSHphasehHcomplexHcoordinationHofHr oHreplicationHandHmitosisVH
2001THaTHdYgU2e 37

414 TheHroleHofHtheH–reYYURadcXUXrs2HcomplexHinHtelomeraseUHmediatedHlengtheningHofHSaccharomycesH
cerevisiaeHtelomeresVHCurrenttBiologyTH2001THYYTHYa2fUac 6.3 154

413 uenomicHexpressionHresponsesHtoHr oUdamagingHagentsHandHtheHregulatoryHroleHofHtheHyeastHoTRH
homologH–ecYpVH2001THY2TH2gfeUaXXa 453

412
–q–2UeHproteinsHareHessentialHcomponentsHofHprereplicativeHcomplexesHthatHaccumulateH
cooperativelyHinHtheHnucleusHduringHuYUphaseHandHareHrequiredHtoHestablishTHbutHnotHmaintainTHtheH
SUphaseHcheckpointVH2001THY2THadcfUde

115

411 γieYTHaHproteinHinteractingHwithH–ecYTHcontrolsHcellHgrowthHandHcheckpointHresponsesHinH
SaccharomycesHcerevisiaeVH2001TH2YTHeccUdb 109

410 ReplicationHproteinHoHisHsequentiallyHphosphorylatedHduringHmeiosisVH2001TH2gTHbfXfUYe 20

409 RegulationHofHcellHcycleHprogressionHbyHSweYpHandHvogYpHfollowingHhypertonicHstressVH2001THY2THcaUd2 87

408 YeastHasHaHmodelHsystemHforHanticancerHdrugHdiscoveryVH2001THcTHYeeUgc 7

407 TopoisomeraseHwwwHactsHupstreamHofHRadcapHinHtheHSUphaseHr oHdamageHcheckpointVH2001TH2YTHeYcXUd2 61

406 RfcbHinteractsHwithHRpaYHandHisHrequiredHforHbothHr oHreplicationHandHr oHdamageHcheckpointsHinH
SaccharomycesHcerevisiaeVH2001TH2YTHae2cUae 97

405 qharacterizationHofHr oHdamageUstimulatedHselfUinteractionHofHSaccharomycesHcerevisiaeH
checkpointHproteinHRadYepVH2001TH2edTH2deYcU2a 17
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404
TheHsetYreltaHmutationHunveilsHaHnovelHsignalingHpathwayHrelayedHbyHtheHRadcaUdependentH
hyperphosphorylationHofHreplicationHproteinHoHthatHleadsHtoHtranscriptionalHactivationHofHrepairH
genesVHGenestandtDevelopmentTH2001THYcTHYfbcUcf

12.6 41

403 TheHyeastHXrs2HcomplexHfunctionsHinHSHphaseHcheckpointHregulationVHGenestandtDevelopmentTH2001TH
YcTH22afUbg 12.6 169

402 qharacterizationHofHmecYHkinaseUdeficientHmutantsHandHofHnewHhypomorphicHmecYHallelesHimpairingH
subsetsHofHtheHr oHdamageHresponseHpathwayVH2001TH2YTHagYaU2c 96

401 SwRHfunctionsHareHrequiredHforHtheHtolerationHofHanHunrepairedHdoubleUstrandHbreakHinHaHdispensableH
yeastHchromosomeVH2001TH2YTHcacgUea 22

400 –aintenanceHofHgenomeHstabilityHinHSaccharomycesHcerevisiaeVH2002TH2geTHcc2Ue 401

399 vomologousHrecombinationHisHessentialHforHRorcYHupUregulationHinHSaccharomycesHcerevisiaeH
followingHr oHcrosslinkingHdamageVH2002THaXTHY22bUa2 12

398 reterminationHofHsubstrateHmotifsHforHhumanHqhkYHandHhqdsYWqhk2HbyHtheHorientedHpeptideHlibraryH
approachVH2002TH2eeTHYdYX2UYc 118

397
oHcriticalHroleHforHγin2WTRtYHinHoT–UdependentHregulationVHwnhibitionHofHγin2WTRtYHfunctionH
complementsHtelomereHshorteningTHradiosensitivityTHandHtheHuP2QW–HcheckpointHdefectHofH
ataxiaUtelangiectasiaHcellsVH2002TH2eeTHeb2XUg

51

396 RedundancyTHantiredundancyTHandHtheHrobustnessHofHgenomesVH2002THggTHYbXcUg 186

395 oTRHisHnotHrequiredHforHpcaHactivationHbutHsynergizesHwithHpcaHinHtheHreplicationHcheckpointVH2002TH
2eeTHbb2fUab 84

394 oHgenomeUwideHscreenHforHmethylHmethanesulfonateUsensitiveHmutantsHrevealsHgenesHrequiredHforH
SHphaseHprogressionHinHtheHpresenceHofHr oHdamageVH2002THggTHYdgabUg 234

393 sXèYUdependentHsingleUstrandedHr oHatHtelomeresHactivatesHsubsetsHofHr oHdamageHandHspindleH
checkpointHpathwaysHinHbuddingHyeastHykueXreltaHmutantsVHGenestandtDevelopmentTH2002THYdTHYgYgUaa 12.6 251

392 onH UterminalHdomainHofHrbfbpHmediatesHinteractionHwithHbothHoriginHrecognitionHcomplexHPèRqQH
andHRadcapHandHcanHderegulateHlateHoriginHfiringVH2002THggTHYdXfeUg2 80

391 TargetedHdisruptionHofH pgcHgeneHrendersHmurineHembryonicHstemHcellsHhypersensitiveHtoHr oH
damagingHagentsHandHr oHreplicationHblocksVH2002TH2eeTHabcbgUcc 91

390 qellUbasedHassaysHforHidentificationHofHnovelHdoubleUstrandHbreakUinducingHagentsVH2002THgbTHffUgb 40

389 qhromatinHassemblyHfactorHwHandHvirHproteinsHcontributeHtoHbuildingHfunctionalHkinetochoresHinHSVH
cerevisiaeVHGenestandtDevelopmentTH2002THYdTHfcUYXX 12.6 120

388 SuppressionHofHgenomeHinstabilityHbyHredundantHSUphaseHcheckpointHpathwaysHinHSaccharomycesH
cerevisiaeVH2002THggTHbcXXUe 125

387 TheHroleHofHsingleUstrandedHr oHandHpolymeraseHalphaHinHestablishingHtheHoTRTHvusYHr oH
replicationHcheckpointVH2002TH2eeTH2eXffUga 95

(2002-2001)
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386 SaccharomycesHcerevisiaeHqUtypeHcyclinHUmeapWSrbYYpHisHrequiredHforHefficientHinductionHandH
executionHofHmeioticHdevelopmentVH2002THYTHddUeb 24

385 RoleHofHRorc2HepistasisHgroupHgenesHinHhomologousHrecombinationHandHdoubleUstrandHbreakHrepairVH
2002THddTHdaXUeXTHtableHofHcontents 788

384 èRqHandHtheHintraUSUphaseHcheckpointhHaHthresholdHregulatesHRadcapHactivationHinHSHphaseVHGenest
andtDevelopmentTH2002THYdTHa2adUc2 12.6 146

383 TowardHmaintainingHtheHgenomehHr oHdamageHandHreplicationHcheckpointsVH2002THadTHdYeUcd 668

382 oTRHregulatesHfragileHsiteHstabilityVH2002THYYYTHeegUfg 465

381 zcdYpHrecruitsH–ecYpHtoHr oHlesionsHinHvitroHandHinHvivoVH2002THgTHfceUdg 159

380 RadgHphosphorylationHsitesHcoupleHRadcaHtoHtheHSaccharomycesHcerevisiaeHr oHdamageH
checkpointVH2002THgTHYXccUdc 189

379 RecoveryHfromHcheckpointUmediatedHarrestHafterHrepairHofHaHdoubleUstrandHbreakHrequiresHSrs2H
helicaseVH2002THYXTHaeaUfc 279

378 refendingHgenomeHintegrityHduringHSUphasehHputativeHrolesHforHRecεHhelicasesHandHtopoisomeraseH
wwwVH2002THYTHYecU2Xe 46

377 qharacterizationHofHtheHslowUgrowthHphenotypeHofHSVHcerevisiaeHWhipW–gsYHSgsYHdoubleHdeletionH
mutantsVH2002THYTHdeYUf2 31

376
wnvolvementHofHRorgUdependentHdamageHcheckpointHcontrolHinHarrestHofHcellHcycleTHinductionHofHcellH
deathTHandHchromosomeHinstabilityHcausedHbyHdefectsHinHoriginHrecognitionHcomplexHinH
SaccharomycesHcerevisiaeVH2002THYTH2XXUY2

35

375 –s THdestructionHandHseparationhHmechanisticHlinksHbetweenHmitoticHexitHandHcytokinesisHinHbuddingH
yeastVH2002TH2bTHdcgUdd 26

374 qhromosomeHVHlossHdueHtoHcentromereHknockoutHorH–or2UdeletionHisHimmediatelyHfollowedHbyH
restitutionHofHhomozygousHdiploidyHinHSaccharomycesHcerevisiaeVH2002THYgTHccaUdb 7

373 qdc2cqHinteractsHwithHγq oHatHu2W–HtransitionVH2002TH2YTHYeYeU2d 48

372 r oHpolymeraseHstabilizationHatHstalledHreplicationHforksHrequiresH–ecYHandHtheHRecεHhelicaseHSgsYVH
EMBOtJournalTH2003TH22THba2cUad 13 262

371 slgYHformsHanHalternativeHRtqHcomplexHimportantHforHr oHreplicationHandHgenomeHintegrityVHEMBOt
JournalTH2003TH22THbaXbUYa 13 127

370 qellHcycleHeventsHduringHtheHdevelopmentHofHtheHsilkHglandsHinHtheHmulberryHsilkwormHpombyxHmoriVH
2003TH2YaTHbacUbb 28

369 slgYHformsHanHalternativeHγq oUinteractingHRtqHcomplexHrequiredHtoHmaintainHgenomeHstabilityVH
CurrenttBiologyTH2003THYaTHYcfaUgc 6.3 138
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368 sstablishmentHofHdependenceHrelationshipsHbetweenHgenomeHreplicationHandHmitosisVH2003THffTHgcUYXa 5

367 TerminalHdeoxynucleotidyltransferaseHformsHaHternaryHcomplexHwithHaHnovelHchromatinHremodelingH
proteinHwithHf2HkraHandHcoreHhistoneVH2003THfTHccgUeY 13

366 SUphaseHcheckpointHcontrolsHmitosisHviaHanHoγqUindependentHqdc2XpHfunctionVH2003THcTHg2fUac 34

365 –sqYUdependentHphosphorylationHofHyeastHRγoYHinHvitroVH2003TH2THYa2YUac 30

364 oHRadcaHkinaseUdependentHsurveillanceHmechanismHthatHregulatesHhistoneHproteinHlevelsHinHSVH
cerevisiaeVH2003THYYcTHcaeUbg 237

363 oHcentralHroleHforHr oHreplicationHforksHinHcheckpointHactivationHandHresponseVH2003THYYTHYa2aUad 334

362 TheHalgaHqhlamydomonasHreinhardtiiHUVSYYHgeneHisHresponsibleHforHcellHdivisionHdelayHandHtemporalH
decreaseHinHhistoneHvYHkinaseHactivityHcausedHbyHUVHirradiationVH2003TH2THeaeUcX 8

361
ominoHacidHchangesHinHXrs2pTHrunYpTHandHRfa2pHthatHremoveHtheHpreferredHtargetsHofHtheHoT–H
familyHofHproteinHkinasesHdoHnotHaffectHr oHrepairHorHtelomereHlengthHinHSaccharomycesHcerevisiaeVH
2003TH2THYXbYUdb

40

360 wnductionHofHSVHcerevisiaeHfilamentousHdifferentiationHbyHslowedHr oHsynthesisHinvolvesH–ecYTH
RadcaHandHSweYHcheckpointHproteinsVH2003THYbTHcYYdU2b 43

359 zossHofHSinaWRpdaHhistoneHdeacetylaseHrestoresHtheHr oHdamageHresponseHinHcheckpointUdeficientH
strainsHofHSaccharomycesHcerevisiaeVH2003TH2aTHbc22UaY 47

358 sssentialHandHdispensableHrolesHofHoTRHinHcellHcycleHarrestHandHgenomeHmaintenanceVHGenestandt
DevelopmentTH2003THYeTHdYcU2f 12.6 376

357 TheHRadcYHpathwayHofHtelomeraseUindependentHmaintenanceHofHtelomeresHcanHamplifyHTuYUaH
sequencesHinHykuHandHcdcYaHmutantsHofHSaccharomycesHcerevisiaeVH2003TH2aTHae2YUab 37

356 oHroleHforHSaccharomycesHcerevisiaeHqulfHubiquitinHligaseHinHproperHanaphaseHprogressionVH2003TH
2efTH22f2fUae 40

355  ovelHfunctionsHofHtheHphosphatidylinositolHmetabolicHpathwayHdiscoveredHbyHaHchemicalHgenomicsH
screenHwithHwortmanninVH2003THYXXTHaabcUcX 66

354 SaccharomycesHcerevisiaeHrapYpTHaHnovelHr oHdamageHresponseHproteinHrelatedHtoHtheHmammalianH
membraneUassociatedHprogesteroneHreceptorVH2003TH2THaXdUYe 56

353 szuYTHaHyeastHgeneHrequiredHforHgenomeHstabilityTHformsHaHcomplexHrelatedHtoHreplicationHfactorHqVH
2003THYXXTHggXdUYY 109

352 puddingHyeastHγoyHkinasesHregulateHmitoticHexitHbyHtwoHdifferentHmechanismsVH2003THYdXTHfceUeb 25

351 –rcYHisHaHreplicationHforkHcomponentHwhoseHphosphorylationHinHresponseHtoHr oHreplicationHstressH
activatesHRadcaVHGenestandtDevelopmentTH2003THYeTHYeccUde 12.6 285

(2003-2003)
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350 sfficientHrepairHofHr oHdamageHinducedHbyHheavyHionHparticlesHinHmeioticHprophaseHwHnucleiHofH
qaenorhabditisHelegansVH2003THbbTH2eYUd 7

349 oHdomainHofHRadgHspecificallyHrequiredHforHactivationHofHqhkYHinHbuddingHyeastVHJournaltoftCellt
ScienceTH2004THYYeTHdXYUf 5.3 57

348 qharacterizationHofHaHnovelHoTRUdependentTHqhkYUindependentTHintraUSUphaseHcheckpointHthatH
suppressesHinitiationHofHreplicationHinHXenopusVHJournaltoftCelltScienceTH2004THYYeTHdXYgUaX 5.3 76

347 RadcaHkinaseHactivationUindependentHreplicationHcheckpointHfunctionHofHtheH UterminalH
forkheadUassociatedHPtvoYQHdomainVH2004TH2egTHagdadUbb 12

346 risruptionHofHyeastHforkheadUassociatedHcellHcycleHtranscriptionHbyHoxidativeHstressVH2004THYcTHcdcgUdg 61

345 onHessentialHroleHforHtheHSaccharomycesHcerevisiaeHrsorUboxHhelicaseHrvvYHinHuYWSHr oUdamageH
checkpointHrecoveryVH2004THYdeTH2YUaa 23

344 octivationHofHtheHr oHdamageHcheckpointHinHyeastHlackingHtheHhistoneHchaperoneHantiUsilencingH
functionHYVH2004TH2bTHYXaYaU2e 85

343 oHTelYW–RXUdependentHcheckpointHinhibitsHtheHmetaphaseUtoUanaphaseHtransitionHafterHUVH
irradiationHinHtheHabsenceHofH–ecYVH2004TH2bTHYXY2dUbb 37

342 VariabilityHandHheritabilityHofHcellHdivisionHpathwaysHinHToxoplasmaHgondiiVHJournaltoftCelltScienceTH
2004THYYeTHcdgeUeXc 5.3 28

341 –dtYTHaHnovelHRadcaHtvoYHdomainUinteractingHproteinTHmodulatesHr oHdamageHtoleranceHandH
uP2QW–HcellHcycleHprogressionHinHSaccharomycesHcerevisiaeVH2004TH2bTH2eegUff 36

340 TheHfunctionsHofHbuddingHyeastHSae2HinHtheHr oHdamageHresponseHrequireH–ecYUHandH
TelYUdependentHphosphorylationVH2004TH2bTHbYcYUdc 101

339  egativeHregulationHofHqhk2HexpressionHbyHpcaHisHdependentHonHtheHqqooTUbindingHtranscriptionH
factorH tUYVH2004TH2egTH2cXgaUYXX 40

338 r oHstimulatesH–ecYUmediatedHphosphorylationHofHreplicationHproteinHoVH2004TH2egTH2ded2Ue 24

337 oHroleHforHSaccharomycesHcerevisiaeHqhkYpHinHtheHresponseHtoHreplicationHblocksVH2004THYcTHbXcYUda 20

336 –itoticHcheckpointHfunctionHinHtheHformationHofHgrossHchromosomalHrearrangementsHinH
SaccharomycesHcerevisiaeVH2004THYXYTHYcgfXUc 45

335 RescueHofHanHhTsRTHmutantHdefectiveHinHtelomereHelongationHbyHfusionHwithHhγotYVH2004TH2bTHacc2UdY 63

334 TheHmeiosisUspecificHproteinHkinaseHwme2HdirectsHphosphorylationHofHreplicationHproteinHoVH2004TH
2egTHdYdaUeX 26

333  ovelHyeastHkillerHtoxinsHprovokeHSUphaseHarrestHandHr oHdamageHcheckpointHactivationVH2004THcaTH2daUea 50
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332 RecombinationHandHtheHTelYHandH–ecYHcheckpointsHdifferentiallyHeffectHgenomeHrearrangementsH
drivenHbyHtelomereHdysfunctionHinHyeastVH2004THadTHdY2Ue 54

331 sscbpTHaHnewHtargetHofH–ecYpHPoTRQTHpromotesHresumptionHofHr oHsynthesisHafterHr oHdamageVH
EMBOtJournalTH2004TH2aTHYYffUge 13 76

330 –utationHofHtheHmouseHRadYeHgeneHleadsHtoHembryonicHlethalityHandHrevealsHaHroleHinHr oH
damageUdependentHrecombinationVHEMBOtJournalTH2004TH2aTHacbfUcf 13 50

329 qellHdeathHbyHmitoticHcatastrophehHaHmolecularHdefinitionVH2004TH2aTH2f2cUae 945

328 ristributionHandHdynamicsHofHchromatinHmodificationHinducedHbyHaHdefinedHr oHdoubleUstrandH
breakVHCurrenttBiologyTH2004THYbTHYeXaUYY 6.3 416

327 zossHofHhγotYHfunctionHleadsHtoHtelomereHinstabilityHandHaHcutUlikeHphenotypeVHCurrenttBiologyTH2004TH
YbTH22dbUeX 6.3 116

326 pRqoYHandHpRqo2HinHbreastHcancerHpredispositionHandHrecombinationHcontrolVH2004THgTH2aeUbd 5

325 YeastHandHcancerVH2004TH2bTHc2aUbb 40

324 vprHPScoqQHandHtheHphosphorelayHcoupleHcellHcycleHandHsporulationHinHpacillusHsubtilisVH2004TH2aYTHggUYYX 7

323 –utationHinductionHinHhaploidHyeastHafterHsplitUdoseHradiationHexposureVHwwVHqombinationHofH
UVUirradiationHandHXUraysVH2004THbaTH2fUac 3

322 oTRHregulatesHaHu2UphaseHcellUcycleHcheckpointHinHorabidopsisHthalianaVH2004THYdTHYXgYUYXb 232

321 r oHreplicationHcheckpointHpreventsHprecociousHchromosomeHsegregationHbyHregulatingHspindleH
behaviorVH2004THYdTHdfeUeXX 58

320 γhotochemicalHsurfaceHmappingHofHqYbSUSmlYpHforHconstrainedHcomputationalHmodelingHofHproteinH
structureVH2005THabXTH2XYUY2 34

319 poundariesHandHphysicalHcharacterizationHofHaHnewHdomainHsharedHbetweenHmammalianHcapγYHandH
yeastHRadgHcheckpointHproteinsVH2005THYbTHYf2eUag 12

318 qontrolHofHr oHreplicationhHregulationHandHactivationHofHeukaryoticHreplicativeHhelicaseTH–q–VH2005TH
ceTHa2aUac 41

317 wnductionHofHr oHdamageHandHapoptosisHinHSaccharomycesHcerevisiaeHbyHaHyeastHkillerHtoxinVH2005THeTHagaUbXY 57

316 R–wYW qsbTHaHsuppressorHofHgenomeHinstabilityTHencodesHaHmemberHofHtheHRecεHhelicaseWTopoHwwwH
complexVHEMBOtJournalTH2005TH2bTH2X2bUaa 13 139

315 oHmutationHinHyeastHTelYpHthatHcausesHdifferentialHeffectsHonHtheHr oHdamageHcheckpointHandH
telomereHmaintenanceVH2005THbfTHaYXU22 6

(2005-2004)
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314 wmpactHofHionizingHradiationHonHtheHlifeHcycleHofHSaccharomycesHcerevisiaeHTyYHretrotransposonVH
2005TH22THbbYUcc 34

313 –olecularHdissectionHofHoRγYHregionsHrequiredHforHnuclearHmigrationHandHcellHwallHintegrityH
checkpointHfunctionsHinHSaccharomycesHcerevisiaeVH2005THaXTHceUde 9

312 zossHofHrereplicationHcontrolHinHSaccharomycesHcerevisiaeHresultsHinHextensiveHr oHdamageVH2005TH
YdTHb2YUa2 51

311 zossHofHSèrYHandHzYSeHsensitizesHSaccharomycesHcerevisiaeHtoHhydroxyureaHandHr oHdamageH
agentsHandHdownregulatesH–sqYHpathwayHeffectorsVH2005TH2cTHYX2eaUfc 30

310 obrogationHofHtheHqhkYUγdsYHcheckpointHleadsHtoHtoleranceHofHpersistentHsingleUstrandHbreaksHinH
SaccharomycesHcerevisiaeVH2005THYdgTHYfaaUbb 6

309 wnositolHpyrophosphatesHregulateHcellHdeathHandHtelomereHlengthHthroughHphosphoinositideH
aUkinaseUrelatedHproteinHkinasesVH2005THYX2THYgYYUb 139

308 TelomereHidentityHcrisisVHGenestandtDevelopmentTH2005THYgTH2c22Uc 12.6 7

307 wnteractionHofHYbUaUaHproteinHwithHqhkYHaffectsHlocalizationHandHcheckpointHfunctionVHJournaltoftCellt
ScienceTH2005THYYfTHagUcX 5.3 36

306 TheHyeastHSHphaseHcheckpointHenablesHreplicatingHchromosomesHtoHbiUorientHandHrestrainHspindleH
extensionHduringHSHphaseHdistressVH2005THYdfTHgggUYXY2 31

305 RoleHofHrotYUdependentHhistoneHvaHmethylationHinHuYHandHSHphaseHr oHdamageHcheckpointH
functionsHofHRadgVH2005TH2cTHfbaXUba 244

304 sxpressionHofHaHhumanHcytochromeHpbcXHinHyeastHpermitsHanalysisHofHpathwaysHforHresponseHtoHandH
repairHofHaflatoxinUinducedHr oHdamageVH2005TH2cTHcf2aUaa 29

303 rapYpTHaHhemeUbindingHproteinHthatHregulatesHtheHcytochromeHγbcXHproteinHsrgYYpWqypcYpHinH
SaccharomycesHcerevisiaeVH2005TH2cTHYddgUeg 77

302
wnactivationHofHyuUmediatedHendHjoiningHsuppressesHmecYreltaHlethalityHbyHdepletingHtheH
ribonucleotideHreductaseHinhibitorHSmlYHthroughHaHpathwayHcontrolledHbyHTelYHkinaseHandHtheH
–reYYHcomplexVH2005TH2cTHYXdc2Udb

13

301 ReplisomeHinstabilityTHforkHcollapseTHandHgrossHchromosomalHrearrangementsHariseHsynergisticallyH
fromH–ecYHkinaseHandHRecεHhelicaseHmutationsVHGenestandtDevelopmentTH2005THYgTHaXccUdg 12.6 151

300 RegulationHofHhistoneHdepositionHproteinsHosfYWvirYHbyHmultipleHr oHdamageHcheckpointHkinasesHinH
SaccharomycesHcerevisiaeVH2005THYeYTHffcUgg 26

299 SaccharomycesHcerevisiaeHRorcaHPqvy2QHbutHnotHqvyYHisHrequiredHforHdoubleUstrandHbreakUinitiatedH
SqsHandHr oHdamageUassociatedHSqsHafterHexposureHtoHXHraysHandHchemicalHagentsVH2005THbTHY2bXUcY 9

298 TelomeresHandHr oHdamageHcheckpointsVH2005THfeTHdYaU2b 24

297 γsoralenUsensitiveHmutantHpsogUYHofHSaccharomycesHcerevisiaeHcontainsHaHmutantHalleleHofHtheHr oH
damageHcheckpointHgeneH–sqaVH2006THcTHYdaUeY 9
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296 TheHcellularHresponseHtoHchromosomeHbreakageVH2006THdXTHYXggUYXf 37

295 uenomeUwideHreplicationHprofilesHofHSUphaseHcheckpointHmutantsHrevealHfragileHsitesHinHyeastVHEMBOt
JournalTH2006TH2cTHad2eUag 13 60

294 RoleHofHtheHironHmobilizationHandHoxidativeHstressHregulonsHinHtheHgenomicHresponseHofHyeastHtoH
hydroxyureaVH2006TH2ecTHYYbU2b 42

293 rpbYYTHtheHbuddingHyeastHhomologHofHToppγYTHfunctionsHwithHtheHcheckpointHclampHinH
recombinationHrepairVH2006THabTHaafgUgf 22

292 qoordinationHofHr oHsynthesisHandHreplicativeHunwindingHbyHtheHSUphaseHcheckpointHpathwaysVH
2006THabTHbYafUbd 13

291  ovelHroleHforHcheckpointHRadcaHproteinHkinaseHinHtheHinitiationHofHchromosomalHr oHreplicationHinH
SaccharomycesHcerevisiaeVH2006THYebTHfeUgg 21

290 tunctionalHgenomicsHofHgenesHwithHsmallHopenHreadingHframesHPsèRtsQHinHSVHcerevisiaeVH2006THYdTHadcUea 150

289 svidenceHofHmeioticHcrossoverHcontrolHinHSaccharomycesHcerevisiaeHthroughH–ecYUmediatedH
phosphorylationHofHreplicationHproteinHoVH2006THYe2TH2eUag 23

288 –utatorHphenotypesHcausedHbyHsubstitutionHatHaHconservedHmotifHoHresidueHinHeukaryoticHr oH
polymeraseHdeltaVH2006TH2fYTHbbfdUgb 61

287 ReplicationHinHhydroxyureahHitOsHaHmatterHofHtimeVH2007TH2eTHdagdUbXd 177

286 YeastHRrpYbpHisHrequiredHforHribosomalHsubunitHsynthesisHandHforHcorrectHpositioningHofHtheHmitoticH
spindleHduringHmitosisVH2007THacTHYacbUdd 34

285 onaphaseHonsetHbeforeHcompleteHr oHreplicationHwithHintactHcheckpointHresponsesVH2007THaYcTHYbYYUc 103

284 Spc2bHandHStu2HpromoteHspindleHintegrityHwhenHr oHreplicationHisHstalledVH2007THYfTH2fXcUYd 21

283 r oHdamageHcheckpointsHinhibitHmitoticHexitHbyHtwoHdifferentHmechanismsVH2007TH2eTHcXdeUef 33

282 wdentificationHofHmutationsHthatHdecreaseHtheHstabilityHofHaHfragmentHofHSaccharomycesHcerevisiaeH
chromosomeHwwwHlackingHefficientHreplicatorsVH2007THYeeTHYbbcUcf 7

281 onHessentialHroleHforHrrosophilaHhusYHinHsomaticHandHmeioticHr oHdamageHresponsesVHJournaltoftCellt
ScienceTH2007THY2XTHYXb2Ug 5.3 19

280 qellHcycleUHandHribonucleotideHreductaseUdrivenHchangesHinHmtr oHcopyHnumberHinfluenceHmtr oH
wnheritanceHwithoutHcompromisingHmitochondrialHgeneHexpressionVH2007THdTH2XbfUce 28

279 TheHproteinHdegradationHresponseHofHSaccharomycesHcerevisiaeHtoHclassicalHr oUdamagingHagentsVH
2007TH2XTHYfbaUca 14

(2007-2006)

21



278 ueneticHandHfunctionalHanalysisHofHqvsy2HPqvy2QHvariantsHinHmultiethnicHcohortsVH2007THY2YTH2ddYUe 62

277 qondensinHfunctionHatHcentromereHchromatinHfacilitatesHproperHkinetochoreHtensionHandHensuresH
correctHmitoticHsegregationHofHsisterHchromatidsVH2007THY2THYXecUgX 38

276 r oHinterstrandHcrossUlinkHrepairHinHSaccharomycesHcerevisiaeVH2007THaYTHYXgUaa 54

275 –rcYHprotectsHuncappedHbuddingHyeastHtelomeresHfromHexonucleaseHsXèYVH2007THdTHYdXeUYe 19

274 zearningHregulatoryHprogramsHthatHaccuratelyHpredictHdifferentialHexpressionHwithH–srUSoVH2007TH
YYYcTHYefU2X2 8

273 qellHcycleHregulationHofHr oHreplicationVH2007THbYTH2aeUfX 314

272 –eioticHrolesHofH–ecYTHaHbuddingHyeastHhomologHofHmammalianHoTRWoT–VH2007THYcTHcagUcX 32

271 r oHdamageUinducedHgeneHexpressionHinHSaccharomycesHcerevisiaeVH2008THa2THgXfU2d 41

270 vistoneHmethyltransferaseHrotYHandHRadgHinhibitHsingleUstrandedHr oHaccumulationHatHrSpsHandH
uncappedHtelomeresVHEMBOtJournalTH2008TH2eTHYcX2UY2 13 138

269 r oHreplicationHstallingHattenuatesHtyrosineHkinaseHsignalingHtoHsuppressHSHphaseHprogressionVH2008
THYbTHYddUeg 42

268 SurveillanceHmechanismsHmonitoringHchromosomeHbreaksHduringHmitosisHandHmeiosisVH2008THeTHcbcUce 12

267 oHgenomeHwideHanalysisHofHtheHresponseHtoHuncappedHtelomeresHinHbuddingHyeastHrevealsHaHnovelH
roleHforHtheH orSHbiosyntheticHgeneHp o2HinHchromosomeHendHprotectionVH2008THgTHRYbd 18

266 StructureHandHfunctionHofHtheHphosphothreonineUspecificHtvoHdomainVH2008THYTHreY2 106

265 qellHcycleHprogressionHrequiresHtheHqrqUbfUtrUYW γzUbHcomplexHforHefficientHr oHreplicationVH
2008THYXcTHY2fegUfb 58

264 vistoneHvaHycdHhyperacetylationHperturbsHreplisomesHandHcausesHr oHdamageVH2008THYegTHYedgUfb 60

263 èrchestrationHofHtheHSUphaseHandHr oHdamageHcheckpointHpathwaysHbyHreplicationHforksHfromHearlyH
originsVH2008THYfXTHYXeaUfd 8

262 –aintenanceHofHmitochondrialHr oHbyHtheHqaenorhabditisHelegansHoTRHcheckpointHproteinHoTzUYVH
2008THYfXTHdfYUd 8

261 oHgenomewideHsuppressorHandHenhancerHanalysisHofHcdcYaUYHrevealsHvariedHcellularHprocessesH
influencingHtelomereHcappingHinHSaccharomycesHcerevisiaeVH2008THYfXTH22cYUdd 60
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260 RegulationHofHrttYXeHrecruitmentHtoHstalledHr oHreplicationHforksHbyHtheHcullinHrttYXYHandHtheH
rttYXgHacetyltransferaseVH2008THYgTHYeYUfX 49

259 rominantHTszYUhyHmutationsHcompensateHforH–ecYHlackHofHfunctionsHinHtheHr oHdamageHresponseVH
2008TH2fTHacfUec 25

258 qdcepUrbfbpHregulatesHmitoticHexitHbyHinhibitingHγoloHkinaseVH2009THcTHeYXXXbgf 34

257 oTRHandHv2oXHcooperateHinHmaintainingHgenomeHstabilityHunderHreplicationHstressVH2009TH2fbTHcggbUdXXa 97

256 YeastHtelomereHcappingHproteinHStnYHoverridesHr oHreplicationHcontrolHthroughHtheHSHphaseH
checkpointVH2009THYXdTH22XdUYY 18

255 qentromereHreplicationHtimingHdeterminesHdifferentHformsHofHgenomicHinstabilityHinHSaccharomycesH
cerevisiaeHcheckpointHmutantsHduringHreplicationHstressVH2009THYfaTHY2bgUdX 36

254 oTR–ecYHphosphorylationUindependentHactivationHofHqhkYHinHvivoVH2009TH2fbTHYf2UYgX 14

253 qandidaHalbicansHRtX2HencodesHaHr oHbindingHproteinHinvolvedHinHr oHdamageHresponsesTH
morphogenesisTHandHvirulenceVH2009THfTHd2eUag 34

252 sssentialHfunctionsHofHtheHa2HkraHsubunitHofHyeastHreplicationHproteinHoVH2009THaeTH2aYaU2d 11

251 rualHroleHofHqrysHinHr oHrepairhHtoHbeTHorHnotHtoHbeVH2009THfTHdUYf 43

250 rissectionHofHRadgHpRqTHdomainHfunctionHinHtheHmitoticHcheckpointHresponseHtoHtelomereH
uncappingVH2009THfTHYbc2UdY 11

249 ulobalHanalysisHofHmutualHinteractionHsurfacesHofHnucleosomesHwithHcomprehensiveHpointHmutantsVH
2009THYbTHY2eYUaaX 16

248 TamingHtheHtigerHbyHtheHtailhHmodulationHofHr oHdamageHresponsesHbyHtelomeresVHEMBOtJournalTH
2009TH2fTH2YebUfe 13 45

247 γarticipationHofHSR–cWqrq2fTHSR–fW sTYTHandHSR–Y2WvtwYHgenesHinHcheckpointHcontrolHinHyeastH
SaccharomycesHcerevisiaeVH2009THbcTHageUbXf

246 r oHdamageHcheckpointHmaintainsHqrvYHinHanHactiveHstateHtoHinhibitHanaphaseHprogressionVH2009TH
YeTHcbYUcY 34

245 sffectsHofHSaccharomycesHcerevisiaeHmecYTHtelYTHandHmreYYHmutationsHonHspontaneousHandH
methylmethaneHsulfonateUinducedHgenomeHinstabilityVH2010THfcTHYUf 3

244 SystematicHidentificationHofHfragileHsitesHviaHgenomeUwideHlocationHanalysisHofHgammaUv2oXVH2010TH
YeTH2ggUaXc 146

243 ScreeningHopproachesHtoHwdentifyHuenesHRequiredHforHr oHroubleUStrandHpreakHramageHSignalingH
inHtheHYeastHSaccharomycesHcerevisiaeVH2010TH2YbcU2Ycf

(2010-2008)
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242 ToHfuseHorHnotHtoHfusehHhowHdoHcheckpointHandHr oHrepairHproteinsHmaintainHtelomeresmVH2010THYcTHYYXcUYf 3

241 zossHofHmitochondrialHr oHinHtheHyeastHcardiolipinHsynthaseHcrdYHmutantHleadsHtoHupUregulationHofH
theHproteinHkinaseHSweYpHthatHregulatesHtheHu2W–HtransitionVH2010TH2fcTHYXageUbXe 30

240 qheckpointHgenesHandHsxoYHregulateHnearbyHinvertedHrepeatHfusionsHthatHformHdicentricH
chromosomesHinHSaccharomycesHcerevisiaeVH2010THYXeTH2YdXcUYX 18

239 tissionHyeastHRad2doTRwγHdelaysHspindleUpoleUbodyHseparationHfollowingHinterphaseHmicrotubuleH
damageVHJournaltoftCelltScienceTH2010THY2aTHYcaeUbc 5.3 6

238 γotYHinactivationHleadsHtoHrampantHtelomereHresectionHandHlossHinHoneHcellHcycleVH2010THafTHdgdfUec 28

237 scoYHisHimportantHforHr oHdamageHrepairHinHSVHcerevisiaeVH2010THgTHaaYcU2e 27

236 ramageUspecificHmodificationHofHγq oVH2010THgTHadebUg 10

235 oHroleHforHcheckpointHkinaseUdependentHRad2dHphosphorylationHinHtranscriptionUcoupledHr oH
repairHinHSaccharomycesHcerevisiaeVH2010THaXTHbadUbd 14

234 wnfluenceHofHcellHcycleHcheckpointsHandHpcaHfunctionHonHtheHtoxicityHofHtemozolomideHinHhumanH
pancreaticHcancerHcellsVH2010THYXTHcdcUeg 9

233 r oHdamageHsignalingHrecruitsHtheHRttYXeUSlxbHscaffoldsHviaHrpbYYHtoHmediateHreplicationHstressH
responseVH2010THagTHaXXUd 81

232 γeriodicHcyclinUqdkHactivityHentrainsHanHautonomousHqdcYbHreleaseHoscillatorVH2010THYbYTH2dfUeg 71

231 TelomericHstrategieshHmeansHtoHanHendVH2010THbbTH2baUdg 153

230 SurvivingHchromosomeHreplicationhHtheHmanyHrolesHofHtheHSUphaseHcheckpointHpathwayVH2011THaddTHaccbUdY 68

229 SensingHofHreplicationHstressHandH–ecYHactivationHactHthroughHtwoHindependentHpathwaysHinvolvingH
theHgUYUYHcomplexHandHr oHpolymeraseH˛µVH2011THeTHeYXX2X22 37

228 RifYHsupportsHtheHfunctionHofHtheHqSTHcomplexHinHyeastHtelomereHcappingVH2011THeTHeYXX2X2b 49

227 rpbYYWToppγYHplaysHdistinctHrolesHinHr oHreplicationTHcheckpointHresponseHandHhomologousH
recombinationVH2011THYXTH2YXU2b 32

226 rifferentialHgeneticHinteractionsHbetweenHSgsYTHr oUdamageHcheckpointHcomponentsHandHr oH
repairHfactorsHinHtheHmaintenanceHofHchromosomeHstabilityVH2011TH2THf 9

225 TheHroleHofHqandidaHalbicansHhomologousHrecombinationHfactorsHRadcbHandHRdhcbHinHr oHdamageH
sensitivityVH2011THYYTH2Yb 7
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224 puddingHyeastHrmaYHandHrma2HparticipateHinHregulationHofHSweYHlevelsHandHlocalizationVH2011TH22TH2YfcUge 22

223 RegulationHofHfragileHsitesHexpressionHinHbuddingHyeastHbyH–sqYTHRR–aHandHhydroxyureaVHJournaltoft
CelltScienceTH2011THY2bTHYfYUc 5.3 13

222 –msYHandH–ms22HstabilizeHtheHreplisomeHduringHreplicationHstressVH2011TH22TH2agdUbXf 15

221 γhosphorylationHofH–cm2HmodulatesH–cm2UeHactivityHandHaffectsHtheHcellOsHresponseHtoHr oH
damageVH2011THagTHdggfUeXXf 21

220 qellHcycleUdependentHphosphorylationHandHubiquitinationHofHaHuHproteinHalphaHsubunitVH2011TH2fdTH2X2XfUYd 20

219 TheHunstructuredHqUterminalHtailHofHyeastHrpbYYHPhumanHToppγYQHproteinHisHdispensableHforHr oH
replicationHandHtheHSHphaseHcheckpointHbutHrequiredHforHtheHu2W–HcheckpointVH2011TH2fdTHbXgggUYXXe 28

218 εuantitativeHfitnessHanalysisHshowsHthatH –rHproteinsHandHmanyHotherHproteinHcomplexesHsuppressH
orHenhanceHdistinctHtelomereHcapHdefectsVH2011THeTHeYXXYad2 59

217 γroteinsHinHtheHnutrientUsensingHandHr oHdamageHcheckpointHpathwaysHcooperateHtoHrestrainH
mitoticHprogressionHfollowingHr oHdamageVH2011THeTHeYXX2Yed 14

216 TopoisomeraseHwwUHandHcondensinUdependentHbreakageHofH–sqYoTRUsensitiveHfragileHsitesHoccursH
independentlyHofHspindleHtensionTHanaphaseTHorHcytokinesisVH2012THfTHeYXX2gef 22

215 wnitiationHofHr oHdamageHresponsesHthroughHXγuUrelatedHnucleasesVHEMBOtJournalTH2013THa2TH2gXUaX2 13 7

214 JReductionalHanaphaseJHinHreplicationUdefectiveHcellsHisHcausedHbyHubiquitinUconjugatingHenzymeH
qdcabUmediatedHderegulationHofHtheHspindleVH2012THYYTH2fgdUgYX

213 RadiationHresponsesHandHresistanceVH2012TH2ggTH2acUca 11

212 SubtelomereUbindingHproteinHTbfYHandHtelomereUbindingHproteinHRapYHcollaborateHtoHinhibitH
localizationHofHtheH–reYYHcomplexHtoHr oHendsHinHbuddingHyeastVH2012TH2aTHabeUcg 17

211 vistoneHdosageHregulatesHr oHdamageHsensitivityHinHaHcheckpointUindependentHmannerHbyHtheH
homologousHrecombinationHpathwayVH2012THbXTHgdXbU2X 29

210 ueneticHevidenceHlinksHtheHoSTRoHproteinHchaperoneHcomponentHTti2HtoHtheHSouoHtranscriptionH
factorHTraYVH2012THYgYTHedcUfX 15

209 StagingHaHrecoveryHfromHmitoticHarresthHUnusualHwaysHofHqdkYVH2012TH2THaaUae 1

208 vyphalHdifferentiationHinducedHviaHaHr oHdamageHcheckpointUdependentHpathwayHengagedHinH
crosstalkHwithHnutrientHstressHsignalingHinHSchizosaccharomycesHjaponicusVH2012THcfTH2gYUaXa 7

207 uPYQWSHandHuP2QW–HcyclinUdependentHkinaseHactivitiesHcommitHcellsHtoHdeathHinHtheHabsenceHofHtheH
SUphaseHcheckpointVH2012THa2THbgeYUfc 9

(2012-2011)
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206 SpecificHphaseHarrestHofHcellHcycleHrestoresHcellHviabilityHagainstHtR oHcleavageHbyHkillerHtoxinVH2012TH
b2XTHecXUb 4

205 –cm2HphosphorylationHandHtheHresponseHtoHreplicativeHstressVH2012THYaTHad 16

204 qhemicalHgeneticshHbuddingHyeastHasHaHplatformHforHdrugHdiscoveryHandHmappingHofHgeneticH
pathwaysVH2012THYeTHg2cfUea 9

203 oHnaturallyHthermolabileHactivityHcompromisesHgeneticHanalysisHofHtelomereHfunctionHinH
SaccharomycesHcerevisiaeVH2012THYgYTHegUga 27

202 oTRHactivatesHtheHSU–HcheckpointHduringHunperturbedHgrowthHtoHensureHsufficientHreplicationHpriorH
toHmitoticHonsetVH2013THcTHYXgcUYXe 76

201 RγoHprovidesHcheckpointUindependentHcellHcycleHarrestHandHpreventsHrecombinationHatHuncappedH
telomeresHofHSaccharomycesHcerevisiaeVH2013THY2TH2Y2U2d 3

200
 ovelHconnectionsHbetweenHr oHreplicationTHtelomereHhomeostasisTHandHtheHr oHdamageH
responseHrevealedHbyHaHgenomeUwideHscreenHforHTszYWoT–HinteractionsHinHSaccharomycesH
cerevisiaeVH2013THYgaTHYYYeUaa

8

199  ovelHcheckpointHpathwayHorganizationHpromotesHgenomeHstabilityHinHstationaryUphaseHyeastHcellsVH
2013THaaTHbceUe2 4

198 RegulationHofHtheHr oHdamageHresponseHbyHcyclinUdependentHkinasesVH2013THb2cTHbecdUdd 54

197 r oHreplicationHcheckpointHsignalingHdependsHonHaHRadcaUrbfbH UterminalHinteractionHinH
SaccharomycesHcerevisiaeVH2013THYgbTHafgUbXY 19

196 SignalingHofHdoubleHstrandHbreaksHandHdeprotectedHtelomeresHinHorabidopsisVH2013THbTHbXc 17

195 wnhibitionHofHtheHmitoticHexitHnetworkHinHresponseHtoHdamagedHtelomeresVH2013THgTHeYXXafcg 20

194 StructuralHbasisHforHtheH–ukpUtopoisomeraseHwVHinteractionHandHitsHfunctionalHimplicationsHinHvivoVH
EMBOtJournalTH2013THa2TH2gcXUd2 13 22

193 R oHconnectivityHrequirementsHbetweenHconservedHelementsHinHtheHcoreHofHtheHyeastHtelomeraseH
R γVHEMBOtJournalTH2013THa2TH2gfXUga 13 13

192 TheHqUterminalHresiduesHofHSaccharomycesHcerevisiaeH–ecYHareHrequiredHforHitsHlocalizationTHstabilityTH
andHfunctionVH2013THaTHYddYUeb 5

191 ReplicationHcheckpointhHtuningHandHcoordinationHofHreplicationHforksHinHsHphaseVH2013THbTHaffUbab 42

190 oHRadcaHindependentHfunctionHofHRadgHbecomesHcrucialHforHgenomeHmaintenanceHinHtheHabsenceHofH
theHRecqHhelicaseHSgsYVHPLoStONETH2013THfTHefYXYc 3.7 11

189 TheHr oHdamageHcheckpointHresponseHtoHreplicationHstresshHoHuameHofHtorksVH2013THbTH2d 55
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188 qellHqycleHqheckpointsVH2014THecaUeee

187 vighHnutrientHlevelsHandHTèRqYHactivityHreduceHcellHviabilityHfollowingHprolongedHtelomereH
dysfunctionHandHcellHcycleHarrestVH2014THgTHa2bUaac 14

186 urowingHrecognitionHofHtheHroleHfor´ rareHmissenseHsubstitutionsHinHbreastHcancerHsusceptibilityVH2014
THfTHcfgUdXa 21

185 v2pHmonoUubiquitylationHfacilitatesHforkHstallingHandHrecoveryHduringHreplicationHstressHbyH
coordinatingHRadcaHactivationHandHchromatinHassemblyVH2014THYXTHeYXXbdde 20

184 TheHchromosomalHassociationHofHtheHSmccWdHcomplexHdependsHonHcohesionHandHpredictsHtheHlevelH
ofHsisterHchromatidHentanglementVH2014THYXTHeYXXbdfX 43

183 èsvUSYHfacilitatesHaccurateHmeioticHrecombinationHinHriceVH2014THYXTHeYXXbbXc 12

182 –ultifunctionalHroleHofHoT–WTelYHkinaseHinHgenomeHstabilityhHfromHtheHr oHdamageHresponseHtoH
telomereHmaintenanceVH2014TH2XYbTHefebXb 22

181 qhk2HandHpcaHregulateHtheHtransmissionHofHhealedHchromosomesHinHtheHrrosophilaHmaleHgermlineVH
2014THYXTHeYXXbYaX 8

180 qheckpointsHcoupleHtranscriptionHnetworkHoscillatorHdynamicsHtoHcellUcycleHprogressionVH2014THYcTHbbd 12

179 TranscriptomeHcomparisonHofHglobalHdistinctiveHfeaturesHbetweenHpollinationHandHparthenocarpicH
fruitHsetHrevealsHtranscriptionalHphytohormoneHcrossUtalkHinHcucumberHPqucumisHsativusHzVQVH2014THccTHYa2cUb2 38

178 otmosphericUpressureHplasmaHjetHinducesHr oHdoubleUstrandHbreaksHthatHrequireHaHRadcYUmediatedH
homologousHrecombinationHforHrepairHinHSaccharomycesHcerevisiaeVH2014THcdXTHYUg 18

177 StructuralHbasisHofHRadcaHkinaseHactivationHbyHdimerizationHandHactivationHsegmentHexchangeVH2014TH
2dTHYf2cUad 10

176 puddingHyeastHforHbuddingHgeneticistshHaHprimerHonHtheHSaccharomycesHcerevisiaeHmodelHsystemVH
2014THYgeTHaaUbf 101

175 qheckpointUdependentHR RHinductionHpromotesHforkHrestartHafterHreplicativeHstressVH2015THcTHeffd 12

174 SHphaseHblockHfollowingH–sqYoTRHinactivationHoccursHwithoutHsevereHd TγHdepletionVH2015THbTHYeagUba 6

173 WhyHareHessentialHgenesHessentialmHUHTheHessentialityHofHgenesVHMicrobialtCellTH2015TH2TH2fXU2fe 3.9 22

172 YeastHγhenomicshHonHsxperimentalHopproachHforH–odelingHueneHwnteractionH etworksHthatHpufferH
riseaseVH2015THdTH2bUbc 10

171 ThreeHrifferentHγathwaysHγreventHqhromosomeHSegregationHinHtheHγresenceHofHr oHramageHorH
ReplicationHStressHinHpuddingHYeastVH2015THYYTHeYXXcbdf 21
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170 ReductionHofHhR aseHv2HactivityHinHoicardiUuoutiˆ¤resHsyndromeHcellsHleadsHtoHreplicationHstressHandH
genomeHinstabilityVH2015TH2bTHdbgUcf 49

169 TheHgUYUYHcheckpointHclampHcoordinatesHresectionHatHr oHdoubleHstrandHbreaksVH2015THbaTHcXYeUa2 38

168 qaffeineHimpairsHresectionHduringHr oHbreakHrepairHbyHreducingHtheHlevelsHofHnucleasesHSae2HandH
rna2VH2015THbaTHdffgUgXY 35

167
εuantitativeHphosphoproteomicsHofHtheHataxiaHtelangiectasiaUmutatedHPoT–QHandHataxiaH
telangiectasiaUmutatedHandHradaUrelatedHPoTRQHdependentHr oHdamageHresponseHinHorabidopsisH
thalianaVH2015THYbTHccdUeY

133

166 γhosphoproteomicsHrevealsHdistinctHmodesHofH–ecYWoTRHsignalingHduringHr oHreplicationVH2015TH
ceTHYY2bUYYa2 81

165 –ecYUdependentHphosphorylationHofH–ms2YHmodulatesHitsHSU–èHligaseHactivityVH2015TH2fTHfaUg2 7

164 γatYHprotectsHcentromereUspecificHhistoneHvaHvariantHqsebHfromHγshYUmediatedHubiquitinationVH
2015TH2dTH2XdeUeg 15

163 –cm2UeHwsHanHoctiveHγlayerHinHtheHr oHReplicationHqheckpointHSignalingHqascadeHviaHγroposedH
–odulationHofHwtsHr oHuateVH2015THacTH2YaYUba 10

162 wsolationHofHaHspontaneousHceruleninUresistantHsakeHyeastHwithHbothHhighHethylHcaproateUproducingH
abilityHandHnormalHcheckpointHintegrityVH2015THegTHYYgYUg 12

161 recipheringHtheHr oHramageHResponseVH2015THYd2THYYfaUc 14

160 TheH–RXHqomplexHsnsuresH vsxHtidelityHthroughH–ultipleHγathwaysHwncludingH
Xrs2UtvoUrependentHTelYHoctivationVH2016THY2THeYXXcgb2 13

159 qhromosomeHruplicationHinHSaccharomycesHcerevisiaeVH2016TH2XaTHYX2eUde 201

158 SaccharomycesHcerevisiaeHTti2HRegulatesHγwyyHγroteinsHandHStressHResponseVH2016THdTHYdbgUcg 14

157 ueneticHandHbiochemicalHevidencesHrevealHnovelHinsightsHintoHtheHmechanismHunderlyingH
Sae2UmediatedHabrogationHofHr oHreplicationHstressVH2016THbYTHdYcUdbY 5

156 γreventionHofHr oHRereplicationHThroughHaH–eioticHRecombinationHqheckpointHResponseVH2016THdTHafdgUaffY 1

155 r oHReplicationHStressHγhosphoproteomeHγrofilesHRevealH ovelHtunctionalHγhosphorylationHSitesH
onHXrs2HinHSaccharomycesHcerevisiaeVH2016TH2XaTHacaUdf 2

154 olternativeHclampHloadersWunloadersVH2016THYdTH 7

153 qostsTHbenefitsHandHredundantHmechanismsHofHadaptionHtoHchronicHlowUdoseHstressHinHyeastVH2016TH
YcTH2ea2UbY 6
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152 wdentificationHofHSU–èHmodificationHsitesHinHtheHbaseHexcisionHrepairHproteinTH tgYVH2016THbfTHcYUd2 5

151 Torin2HSuppressesHwonizingHRadiationUwnducedHr oHramageHRepairVH2016THYfcTHc2eUaf 9

150 wdentificationHofHaHmutationHcausingHaHdefectiveHspindleHassemblyHcheckpointHinHhighHethylH
caproateUproducingHsakeHyeastHstrainHyYfXYVH2016THfXTHYdceUd2 13

149 –oγyWsRyHactivityHisHrequiredHforHtheHsuccessfulHprogressionHofHmitosisHinHseaHurchinHembryosVH2017
THb2YTHYgbU2Xa 8

148 SUphaseHcheckpointHregulationsHthatHpreserveHreplicationHandHchromosomeHintegrityHuponHd TγH
depletionVH2017THebTH2adYU2afX 41

147 tormationHofHaHSnfYU–ecYUotgYH–oduleHonH–itochondriaHuovernsHsnergyHreprivationUwnducedH
outophagyHbyHRegulatingH–itochondrialHRespirationVH2017THbYTHcgUeYVeb 41

146 oHSlowedHqellHqycleHStabilizesHtheHpuddingHYeastHuenomeVH2017TH2XdTHfYYUf2f 5

145 oT–THoTRTHandHr oUγyhHTheHTrinityHatHtheHveartHofHtheHr oHramageHResponseVH2017THddTHfXYUfYe 800

144 ReplicationHqatastrophehHWhenHaHqheckpointHtailsHbecauseHofHsxhaustionVH2017THddTHeacUebg 112

143 γersonalisedH–edicinehHuenomeH–aintenanceHzessonsHzearnedHfromHStudiesHinHYeastHasHaH–odelH
èrganismVH2017THYXXeTHYceUYef 7

142 SystematicHonalysisHofHtheHr oHramageHResponseH etworkHinHTelomereHrefectiveHpuddingHYeastVH
2017THeTH2aecU2afg 4

141 γhenotypicHriagnosisHofHzineageHandHrifferentiationHruringHSakeHYeastHpreedingVH2017THeTH2fXeU2f2X 14

140 –ecYWoTRTHtheHγrogramH–anagerHofH ucleicHocidsHwncVH2016THfTH 5

139  ucleolarHasymmetryHandHtheHimportanceHofHseptinHintegrityHuponHcellHcycleHarrestVHPLoStONETH2017TH
Y2THeXYebaXd 3.7 3

138 TheHzongHvistoryHofHtheHriverseHRolesHofHShortHèRtshHsγsγsHinHtungiVH2018THYfTHeYeXX2Yg 6

137 ueneticHsvidenceHforHRolesHofHYeastH–itoticHqyclinsHatHSingleUStrandedHuapsHqreatedHbyHr oH
ReplicationVH2018THfTHeaeUec2 1

136 oHqriticalHRoleHforHrna2HatHUnwoundHTelomeresVH2018TH2XgTHY2gUYbY 7

135 tunctionsHandHregulationHofHtheHγoloUlikeHkinaseHqdccHinHtheHabsenceHandHpresenceHofHr oHdamageVH
2018THdbTHfeUgd 20

(2018-2016)
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134 SingleUstrandedHtelomereUbindingHproteinHemploysHaHdualHrheostatHforHbindingHaffinityHandH
specificityHthatHdrivesHfunctionVH2018THYYcTHYXaYcUYXa2X 4

133 qontrolHofHr oHReplicationHbyHoTRVH2018THacUdY

132 –ultipleHinputsHensureHyeastHcellHsizeHhomeostasisHduringHcellHcycleHprogressionVHELifeTH2018THeTH 8.9 21

131 sssentialHtunctionHofH–ecYTHtheHpuddingHYeastHoT–WoTRHqheckpointUResponseHyinaseTHinHγroteinH
vomeostasisVH2018THbdTHbgcUcXaVe2 20

130 SeparableHrolesHforH–ecYWoTRHinHgenomeHmaintenanceTHr oHreplicationTHandHcheckpointHsignalingVH
GenestandtDevelopmentTH2018THa2THf22Ufac 12.6 22

129 RibonucleotideHreductaseHfromHtusariumHoxysporumHdoesHnotHRespondHtoHr oHreplicationHstressVH
2019THfaTHYX2deb 3

128 VitalHrolesHofHγq oHyYdcHmodificationHduringHqVHelegansHgametogenesisHandHembryogenesisVH2019TH
f2THYX2dff 2

127 wnhibitionHofHspindleHextensionHthroughHtheHyeastHSHphaseHcheckpointHisHcoupledHtoHreplicationHforkH
stabilityHandHtheHintegrityHofHcentromericHr oVH2019THaXTH2eeYU2efg 3

126 TheHr oHramageHqheckpointHandHtheHSpindleHγositionHqheckpointH–aintainH–eioticHqommitmentH
inHSaccharomycesHcerevisiaeVHCurrenttBiologyTH2019TH2gTHbbgUbdXVe2 6.3 3

125 sxtensiveHlossHofHcellUcycleHandHr oHrepairHgenesHinHanHancientHlineageHofHbipolarHbuddingHyeastsVH
2019THYeTHeaXXX2cc 59

124 TheHr oHdamageHcheckpointHandHtheHspindleHpositionHcheckpointhHguardiansHofHmeioticH
commitmentVH2019THdcTHYYacUYYbX 9

123 ristinctHtunctionsHinHRegulationHofH–eioticHqrossoversHforHr oHramageHResponseHqlampHzoaderH
Rad2bPRadYeQHandH–ecYPoTRQHyinaseVH2019TH2YaTHY2ccUY2dg 7

122 oHhistoricalHreflectionHonHourHunderstandingHofHradiationUinducedHr oHdoubleHstrandHbreakHrepairHinH
somaticHmammalianHcellsiHinterfacingHtheHpastHwithHtheHpresentVH2019THgcTHgbcUgcd 21

121 VersatilityHofHtheH–ecYHsignalingHnetworkHinHmediatingHresistanceHtoHreplicationTHgenotoxicTHandH
proteotoxicHstressesVH2019THdcTHdceUddY 20

120 tunctionalHinterplayHbetweenHtheHoxidativeHstressHresponseHandHr oHdamageHcheckpointHsignalingH
forHgenomeHmaintenanceHinHaerobicHorganismsVH2020THcfTHfYUgY 6

119 rualHrolesHofHyeastHRadcYH UterminalHdomainHinHrepairingHr oHdoubleUstrandHbreaksVH2020THbfTHfbebUfbfg 4

118 qheckpointHadaptationHinHrecombinationUdeficientHcellsHdrivesHaneuploidyHandHresistanceHtoH
genotoxicHagentsVH2020THgcTHYX2gag 0

117 –aximizedHquantitativeHphosphoproteomicsHallowsHhighHconfidenceHdissectionHofHtheHr oHdamageH
signalingHnetworkVH2020THYXTHYfXcd 7

Citation Report

30



116 vofYHplaysHaHcheckpointUrelatedHroleHinH––SUinducedHr oHdamageHresponseHinVH2020THaYTHabfUacg 5

115 γγ2oHdephosphorylatesHγdsYHandHinhibitsHspindleHelongationHinVHJournaltoftCelltScienceTH2020THYaaTH 5.3 2

114 qtfYfURtqHandHr oHγolHmHformHaHstableHleadingHstrandHpolymeraseWclampHloaderHcomplexHrequiredH
forHnormalHandHperturbedHr oHreplicationVH2020THbfTHfY2fUfYbc 10

113 wntoHtheHwildhHnewHyeastHgenomesHfromHnaturalHenvironmentsHandHnewHtoolsHforHtheirHanalysisVH2020TH
2XTH 11

112 r oHdamageHresponseHsignalingHpathwaysHandHtargetsHforHradiotherapyHsensitizationHinHcancerVH
2020THcTHdX 157

111 StructuralHbasisHofHtheHPinQactivityHofHtheHapicalHr oHdamageHresponseHkinasesHoT–THoTRHandH
r oUγycsVH2021THYdaTHY2XUY2g 3

110 qacYHWvrHandHγwγHdomainsHhaveHdistinctHrolesHinHreplisomeHprogressionHandHgenomicHstabilityVH
2021THdeTHY2gUYag 1

109 puddingHyeastHRadcYhHaHparadigmHforHhowHphosphorylationHandHintrinsicHstructuralHdisorderH
regulateHhomologousHrecombinationHandHproteinHhomeostasisVH2021THdeTHafgUagd 1

108 sffectsHofH onUThermalHγlasmaHonHYeastVH2021TH22TH 4

107 zearningHYeastHueneticsHfromH–iroHRadmanVH2021THYXTH 0

106 –ecYWTelYUindependentHroleHofHproteinHphosphataseHbHinHvopYHassemblyHtoHpromoteHmeioticH
chromosomeHaxisHformationHinHbuddingHyeastVH 1

105 vydroxyureaUTheHuoodTHtheHpadHandHtheHUglyVH2021THY2TH 11

104 oHroleHforHRadcHinHribonucleosideHmonophosphateHPr –γQHtoleranceVH2021THbTH 0

103 γrofilingHtheHphysiologicalHpitfallsHofHantiUhepatitisHqHdirectUactingHagentsHinHbuddingHyeastVH2021TH
YbTH2YggU22Ya 4

102 TheHbuddingHyeastHproteinHqhlYpHisHrequiredHforHdelayingHprogressionHthroughHuYWSHphaseHafterH
r oHdamageVH2021THYdTHb 0

101 TheHYbUaUaHγroteinsHpmhYHandHpmh2HoreHyeyHRegulatorsHofH–eioticHqommitmentVH

100 TheHRoleHofHtheHRadccURadceHqomplexHinHr oHRepairVH2021THY2TH 0

99 SetYUdependentHvaybHmethylationHbecomesHcriticalHforHlimitingHr oHdamageHinHresponseHtoH
changesHinHSUphaseHdynamicsHinHSaccharomycesHcerevisiaeVH2021THYXcTHYXaYcg 1

(2021-2020)
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98 qrq2XHregulatesHtheHcellHproliferationHandHradiosensitivityHofHγcaHmutantHvqqHcellsHthroughHtheH
pclU2WpaxHpathwayVH2021THYeTHadXfUad2Y 7

97 TheHtelomereHandHtelomerasehHhowHdoHtheyHinteractmVH1997TH2YYTH2UYaiHdiscussionHYcUg 3

96 RegulationHofHcellHcycleHprogressionHfollowingHr oHdamageVH1995THYTHYbgUd2 8

95 RegulationHofHpabcdc2WcyclinpHvYHandH w–oHkinasesHduringHtheHu2W–HtransitionHandHcheckpointH
responsesHinHospergillusHnidulansVH1997THaTH22YUa2 8

94 RegulationHofHcellHdivisionHinHplantshHanHorabidopsisHperspectiveVH1997THaTH2gUbY 16

93 r oHdamageHcheckpointshHimplicationsHforHcancerHtherapyVH1996TH2THYdcUea 46

92 TyrosineHkinasesHweeYHandHmikYHasHeffectorsHofHr oHreplicationHcheckpointHcontrolVH1996TH2THgYUe 10

91 qellHqycleHqontrolHandH–itosisVH2000THg2UYXe 9

90 TheHvumanHr oUoctivatedHγroteinHyinaseTHr oUγyhHSubstrateHSpecificityVH1995THagcUbXd 6

89 TheHr oUactivatedHproteinHkinaseHUUHr oUγyVHCurrenttTopicstintMicrobiologytandtImmunologyTH1996TH
2YeTHgYUYYY 3.3 84

88 qhromosomeHinstabilityHsyndromeshHlessonsHforHcarcinogenesisVHCurrenttTopicstintMicrobiologytandt
ImmunologyTH1997TH22YTHeYUYbf 3.3 53

87 StartUspecificHtranscriptionHinHyeastVHCurrenttTopicstintMicrobiologytandtImmunologyTH1996TH2XfTHgcUY2e 3.3 57

86 tindingHuenesHThatHoffectHSignalingHandHTolerationHofHr oHramageTHsspeciallyHr oHroubleUStrandH
preaksVH2003TH2XaU2YY 1

85 qharacterizationHofHuYHcheckpointHcontrolHinHtheHyeastHSaccharomycesHcerevisiaeHfollowingH
exposureHtoHr oUdamagingHagentsVH1994THYafTH2eYUfY 122

84 RecombinationHofHTyHelementsHinHyeastHcanHbeHinducedHbyHaHdoubleUstrandHbreakVH1995THYbXTHdeUee 39

83 TheHRsqYHgeneHofHUstilagoHmaydisTHwhichHencodesHaHaOUUlcOHexonucleaseTHcouplesHr oHrepairHandH
completionHofHr oHsynthesisHtoHaHmitoticHcheckpointVH1996THYbaTHYdcUeb 26

82 RorgTHRorYeTHandHRor2bHareHrequiredHforHSHphaseHregulationHinHSaccharomycesHcerevisiaeHinH
responseHtoHr oHdamageVH1997THYbcTHbcUd2 159

81 TheHSaccharomycesHcerevisiaeHRorgTHRorYeTHRor2bHandH–sqaHgenesHareHrequiredHforHtoleratingH
irreparableTHultravioletUinducedHr oHdamageVH1998THYcXTHecUga 105
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80 SthYpTHaHSaccharomycesHcerevisiaeHSnf2pWSwi2pHhomologTHisHanHessentialHoTγaseHinHRSqHandHdiffersH
fromHSnfWSwiHinHitsHinteractionsHwithHhistonesHandHchromatinUassociatedHproteinsVH1998THYcXTHgfeUYXXc 90

79 SuppressorsHofHcdc2cpHoverexpressionHidentifyHtwoHpathwaysHthatHinfluenceHtheHu2W–HcheckpointH
inHfissionHyeastVH1998THYcXTHYadYUec 29

78 TheHStγYHgeneHproductHofHSaccharomycesHcerevisiaeHregulatesHu2W–HtransitionsHduringHtheHmitoticH
cellHcycleHandHr oUdamageHresponseVH1998THYcXTHYbYgU2f 35

77 wnteractionHbetweenHtheH–sqYUdependentHr oHsynthesisHcheckpointHandHuYHcyclinHfunctionHinH
SaccharomycesHcerevisiaeVH1999THYcYTHbcgUeY 22

76 RoleHofHSaccharomycesHcerevisiaeHchromatinHassemblyHfactorUwHinHrepairHofHultravioletHradiationH
damageHinHvivoVH1999THYcYTHbfcUge 56

75 TelomereHlossHinHsomaticHcellsHofHrrosophilaHcausesHcellHcycleHarrestHandHapoptosisVH1999THYcYTHYXbYUcY 39

74 RorcaHregulatesHrptbHindependentlyHofHcheckpointHfunctionHinHSaccharomycesHcerevisiaeVH1999TH
YcYTHgdcUee 38

73 RadiosensitiveHandHmitoticHrecombinationHphenotypesHofHtheHSaccharomycesHcerevisiaeHdunYH
mutantHdefectiveHinHr oHdamageUinducibleHgeneHexpressionVH1999THYc2THgXgUYg 23

72 oHrequirementHforHrecombinationalHrepairHinHSaccharomycesHcerevisiaeHisHcausedHbyHr oHreplicationH
defectsHofHmecYHmutantsVH1999THYcaTHcgcUdXc 52

71
ueneticHcontrolHofHrecombinationHpartnerHpreferenceHinHyeastHmeiosisVHwsolationHandH
characterizationHofHmutantsHelevatedHforHmeioticHunequalHsisterUchromatidHrecombinationVH1999TH
YcaTHd2YUbY

95

70 oHroleHforHtheHreplicationHproteinsHγq oTHRtUqTHpolymeraseHepsilonHandHqdcbcHinHtranscriptionalH
silencingHinHSaccharomycesHcerevisiaeVH1999THYcaTHYYeYUf2 72

69 γèpaHisHrequiredHforHbothHtranscriptionHandHreplicationHinHtheHyeastHSaccharomycesHcerevisiaeVH2000
THYccTHYcgaUdXd 97

68 qouplingHofHSaccharomycesHcerevisiaeHearlyHmeioticHgeneHexpressionHtoHr oHreplicationHdependsH
uponHRγraHandHSw aVH2001THYceTHcbcUcd 28

67 TofYpHregulatesHr oHdamageHresponsesHduringHSHphaseHinHSaccharomycesHcerevisiaeVH2001THYceTHcdeUee 102

66 TheHSaccharomycesHcerevisiaeHsuppressorHofHcholineHsensitivityHPSqS2QHgeneHisHaHmulticopyH
SuppressorHofHmecYHtelomericHsilencingHdefectsVH2001THYcfTHYbcUcb 15

65 RegulationHofHgenomeHstabilityHbyHTszYHandH–sqYTHyeastHhomologsHofHtheHmammalianHoT–HandHoTRH
genesVH2002THYdYTHbgaUcXe 88

64 èverlappingHrolesHofHtheHspindleHassemblyHandHr oHdamageHcheckpointsHinHtheHcellUcycleHresponseH
toHalteredHchromosomesHinHSaccharomycesHcerevisiaeVH2002THYdYTHc2YUab 62

63 tunctionsHofHSaccharomycesHcerevisiaeHYbUaUaHproteinsHinHresponseHtoHr oHdamageHandHtoHr oH
replicationHstressVH2003THYdcTHYeYeUa2 26
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62 onalysisHofHfissionHyeastHr oHstructureHcheckpointsVH1998THYbbHPHγtHYQTHcUYY 12

61 ReplicativeHageingHandHsenescenceHinHSaccharomycesHcerevisiaeHandHtheHimpactHonHbrewingH
fermentationsVH2000THYbdHPHγtHcQTHYX2aUYXab 62

60 oHcriticalHroleHforHrna2HatHunwoundHtelomeresVH 1
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