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1 Extragenic suppressors of a translation initiation defect in the cyc1 gene of Saccharomyces cerevisiae.
Biochimie, 1991, 73, 1445-1455. 1.3 32

2
The CDC20 gene product of Saccharomyces cerevisiae, a beta-transducin homolog, is required for a
subset of microtubule-dependent cellular processes.. Molecular and Cellular Biology, 1991, 11,
5592-5602.

1.1 105

3 Isolation of peroxisome assembly mutants from Saccharomyces cerevisiae with different
morphologies using a novel positive selection procedure.. Journal of Cell Biology, 1992, 119, 153-162. 2.3 134

4 A new method for the isolation of recombinant baculovirus. Nucleic Acids Research, 1992, 20, 97-104. 6.5 69

5 The yeastUME6gene product is required for transcriptional repression mediated by
theCAR1URS1repressor binding site. Nucleic Acids Research, 1992, 20, 1909-1915. 6.5 94

6 Selection-induced mutations occur in yeast.. Proceedings of the National Academy of Sciences of the
United States of America, 1992, 89, 4300-4303. 3.3 114

7 Involvement of the SIN4 global transcriptional regulator in the chromatin structure of
Saccharomyces cerevisiae.. Molecular and Cellular Biology, 1992, 12, 4503-4514. 1.1 170

8 The yeast EUG1 gene encodes an endoplasmic reticulum protein that is functionally related to protein
disulfide isomerase.. Molecular and Cellular Biology, 1992, 12, 4601-4611. 1.1 151

9 RPC53 encodes a subunit of Saccharomyces cerevisiae RNA polymerase C (III) whose inactivation leads
to a predominantly G1 arrest.. Molecular and Cellular Biology, 1992, 12, 4314-4326. 1.1 49

10 RPC82 encodes the highly conserved, third-largest subunit of RNA polymerase C (III) from
Saccharomyces cerevisiae.. Molecular and Cellular Biology, 1992, 12, 4433-4440. 1.1 29

11
The N-terminal 96 residues of MCM1, a regulator of cell type-specific genes in Saccharomyces
cerevisiae, are sufficient for DNA binding, transcription activation, and interaction with alpha 1..
Molecular and Cellular Biology, 1992, 12, 3563-3572.

1.1 51

12 COT1, a gene involved in cobalt accumulation in Saccharomyces cerevisiae.. Molecular and Cellular
Biology, 1992, 12, 3678-3688. 1.1 197

13 NIP1, a gene required for nuclear transport in yeast.. Proceedings of the National Academy of Sciences
of the United States of America, 1992, 89, 10355-10359. 3.3 29

14 High-level production of a peroxisomal enzyme: Aspergillus flavus uricase accumulates
intracellularly and is active in Saccharomyces cerevisiae. Gene, 1992, 122, 139-145. 1.0 41

15 The yeast SUA7 gene encodes a homolog of human transcription factor TFIIB and is required for
normal start site selection in vivo. Cell, 1992, 68, 977-988. 13.5 216

16 Human p68 kinase exhibits growth suppression in yeast and homology to the translational regulator
GCN2.. EMBO Journal, 1992, 11, 1553-1562. 3.5 300

17 Parameters affecting the frequencies of transformation and co-transfromation with synthetic
oligonucleotides in yeast. Yeast, 1992, 8, 935-948. 0.8 71

18 SEC21 is a gene required for ER to Golgi protein transport that encodes a subunit of a yeast coatomer.
Nature, 1992, 360, 603-605. 13.7 196
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19 Autoactivation of proteinase A initiates activation of yeast vacuolar zymogens. FEBS Journal, 1992, 207,
277-283. 0.2 68

20 Microencapsulation selection for isolation of yeast mutants with increased secretion ofAspergillus
awamori glucoamylase. Biotechnology and Bioengineering, 1993, 42, 351-356. 1.7 3

21 Phorbol ester activation of functional rat protein kinase C Î²-1 causes phenotype in yeast. Journal of
Cellular Biochemistry, 1993, 52, 320-329. 1.2 20

22 Consequences of unique double-stranded breaks in yeast chromosomes: death or homozygosis.
Molecular Genetics and Genomics, 1993, 240, 170-180. 2.4 50

23 The yeast gene MSH3 defines a new class of eukaryotic MutS homologues. Molecular Genetics and
Genomics, 1993, 239, 97-108. 2.4 130

24 A general suppressor of RNA polymerase I, II and III mutations in Saccharomyces cerevisiae. Molecular
Genetics and Genomics, 1993, 239, 169-176. 2.4 94

25 Dual regulation by heat and nutrient stress of the yeast HSP150 gene encoding a secretory
glycoprotein. Molecular Genetics and Genomics, 1993, 239, 273-280. 2.4 45

26 Genetic and molecular analysis of REC114, an early meiotic recombination gene in yeast. Current
Genetics, 1993, 23, 295-304. 0.8 34

27 Phenotypic identification of amplifications of the ADH4 and CUP1 genes of Saccharomyces cerevisiae.
Current Genetics, 1993, 23, 392-396. 0.8 11

28 Time-dependent mitotic recombination in Saccharomyces cerevisiae. Current Genetics, 1993, 23, 423-429. 0.8 6

29 The STA2 and MEL1 genes of Saccharomyces cerevisiae are idiomorphic. Current Genetics, 1993, 23, 92-94. 0.8 10

30 A yeast antiviral protein,SKI8, shares a repeated amino acid sequence pattern with Î²-subunits of G
proteins and several other proteins. Yeast, 1993, 9, 43-51. 0.8 36

31 Nuclear pore complex antigens delineate nuclear envelope dynamics in vegetative and
conjugatingSaccharomyces cerevisiae. Yeast, 1993, 9, 235-249. 0.8 24

32 Nucleotide sequence analysis of the 5Â·8S rDNA and adjacent ITS2 region ofCandida albicans and related
species. Yeast, 1993, 9, 1199-1206. 0.8 111

33 Genetic basis of sodium exclusion and sodium tolerance in yeast. A model for plants. Physiologia
Plantarum, 1993, 89, 868-874. 2.6 73

34 Target of rapamycin in yeast, TOR2, is an essential phosphatidylinositol kinase homolog required for
G1 progression. Cell, 1993, 73, 585-596. 13.5 819

35 The essential function of yeast protein disulfide isomerase does not reside in its isomerase activity.
Cell, 1993, 74, 899-908. 13.5 221

36 Transcriptional induction of genes encoding endoplasmic reticulum resident proteins requires a
transmembrane protein kinase. Cell, 1993, 73, 1197-1206. 13.5 1,101
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37 Nuclear RNase MRP is required for correct processing of pre-5.8S rRNA in Saccharomyces cerevisiae..
Molecular and Cellular Biology, 1993, 13, 7935-7941. 1.1 260

38 A yeast expression system for human galactose-1-phosphate uridylyltransferase.. Proceedings of the
National Academy of Sciences of the United States of America, 1993, 90, 398-402. 3.3 76

39 The SLT2 (MPK1) MAP kinase homolog is involved in polarized cell growth in Saccharomyces
cerevisiae.. Journal of Cell Biology, 1993, 123, 1821-1833. 2.3 210

40 TheKluyveromycesgene encoding the general transcription factor IIB: structural analysis and
expression inSaccharomyces cerevisiae. Nucleic Acids Research, 1993, 21, 3413-3417. 6.5 19

41 Ixr1, a yeast protein that binds to platinated DNA and confers sensitivity to cisplatin. Science, 1993, 261,
603-605. 6.0 188

42 Anticodon bases C34 and C35 are major, positive, identity elements in Saccharomyces cerevisiae
tRNATrp. Nucleic Acids Research, 1993, 21, 5079-5084. 6.5 16

43 Yeast actin with a mutation in the "hydrophobic plug" between subdomains 3 and 4 (L266D) displays a
cold-sensitive polymerization defect.. Journal of Cell Biology, 1993, 123, 1185-1195. 2.3 104

44
Variations in the number of ribosomal DNA units in morphological mutants and normal strains of
Candida albicans and in normal strains of Saccharomyces cerevisiae. Journal of Bacteriology, 1993, 175,
7189-7199.

1.0 130

45 Substrate length requirements for efficient mitotic recombination in Saccharomyces cerevisiae..
Molecular and Cellular Biology, 1993, 13, 3937-3950. 1.1 180

46 The immunosuppressant FK506 inhibits amino acid import in Saccharomyces cerevisiae.. Molecular and
Cellular Biology, 1993, 13, 5010-5019. 1.1 91

47
Mutations that alter the third cytoplasmic loop of the a-factor receptor lead to a constitutive and
hypersensitive phenotype.. Proceedings of the National Academy of Sciences of the United States of
America, 1993, 90, 9921-9925.

3.3 61

48 The Arabidopsis endoplasmic reticulum retention receptor functions in yeast. Proceedings of the
National Academy of Sciences of the United States of America, 1993, 90, 11433-11437. 3.3 109

49
PAS10 is a tetratricopeptide-repeat protein that is essential for the import of most matrix proteins
into peroxisomes of Saccharomyces cerevisiae.. Proceedings of the National Academy of Sciences of
the United States of America, 1993, 90, 11782-11786.

3.3 237

50 Transcription of alpha-specific genes in Saccharomyces cerevisiae: DNA sequence requirements for
activity of the coregulator alpha 1.. Molecular and Cellular Biology, 1993, 13, 6866-6875. 1.1 31

51 AFR1 acts in conjunction with the alpha-factor receptor to promote morphogenesis and adaptation..
Molecular and Cellular Biology, 1993, 13, 6876-6888. 1.1 43

52
Genetic evidence for the roles of the bud-site-selection genes BUD5 and BUD2 in control of the Rsr1p
(Bud1p) GTPase in yeast.. Proceedings of the National Academy of Sciences of the United States of
America, 1993, 90, 9926-9929.

3.3 69

53 Transcriptional repression in Saccharomyces cerevisiae by a SIN3-LexA fusion protein.. Molecular and
Cellular Biology, 1993, 13, 1805-1814. 1.1 117

54 The COT2 gene is required for glucose-dependent divalent cation transport in Saccharomyces
cerevisiae.. Molecular and Cellular Biology, 1993, 13, 2041-2049. 1.1 44
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55
The type 1 human immunodeficiency virus Tat binding protein is a transcriptional activator belonging
to an additional family of evolutionarily conserved genes.. Proceedings of the National Academy of
Sciences of the United States of America, 1993, 90, 138-142.

3.3 139

56 NPK1, a tobacco gene that encodes a protein with a domain homologous to yeast BCK1, STE11, and Byr2
protein kinases.. Molecular and Cellular Biology, 1993, 13, 4745-4752. 1.1 141

57 Suppression of c-Src activity by C-terminal Src kinase involves the c-Src SH2 and SH3 domains: analysis
with Saccharomyces cerevisiae.. Molecular and Cellular Biology, 1993, 13, 5290-5300. 1.1 132

58 Purification of NSP1 reveals complex formation with â€˜GLFGâ€™ nucleoporins and a novel nuclear pore
protein NIC96.. EMBO Journal, 1993, 12, 3061-3071. 3.5 168

59 Mutational and functional analysis of dominant SPT2 (SIN1) suppressor alleles in Saccharomyces
cerevisiae.. Molecular and Cellular Biology, 1993, 13, 5393-5407. 1.1 21

60 Physical mapping of stable RNA genes in Bacillus subtilis using polymerase chain reaction
amplification from a yeast artificial chromosome library. Journal of Bacteriology, 1993, 175, 4290-4297. 1.0 10

61 Genetic and biochemical characterization of ISP6, a small mitochondrial outer membrane protein
associated with the protein translocation complex.. EMBO Journal, 1993, 12, 3023-3034. 3.5 118

62 The Dbf2 and Dbf20 protein kinases of budding yeast are activated after the metaphase to anaphase cell
cycle transition.. EMBO Journal, 1994, 13, 1103-1113. 3.5 120

63
Expression of high-affinity glucose transport protein Hxt2p of Saccharomyces cerevisiae is both
repressed and induced by glucose and appears to be regulated posttranslationally. Journal of
Bacteriology, 1994, 176, 3730-3737.

1.0 56

64 Immunophilins interact with calcineurin in the absence of exogenous immunosuppressive ligands..
EMBO Journal, 1994, 13, 5944-5957. 3.5 143

65 A zinc finger protein, essential for chromosome segregation, constitutes a putative DNA binding
subunit of the Saccharomyces cerevisiae kinetochore complex, Cbf3.. EMBO Journal, 1994, 13, 5203-5211. 3.5 75

66
Isolation of the hemF operon containing the gene for the Escherichia coli aerobic
coproporphyrinogen III oxidase by in vivo complementation of a yeast HEM13 mutant. Journal of
Bacteriology, 1994, 176, 673-680.

1.0 75

67 The cdc7 protein kinase is a dosage dependent regulator of septum formation in fission yeast.. EMBO
Journal, 1994, 13, 3011-3019. 3.5 141

68 A novel nuclear pore protein Nup133p with distinct roles in poly(A)+ RNA transport and nuclear pore
distribution.. EMBO Journal, 1994, 13, 6062-6075. 3.5 218

69 Yeast mitochondria contain ATP-sensitive, reversible actin-binding activity.. Molecular Biology of the
Cell, 1994, 5, 807-818. 0.9 106

70 Symmetric cell division in pseudohyphae of the yeast Saccharomyces cerevisiae.. Molecular Biology of
the Cell, 1994, 5, 1003-1022. 0.9 261

71
Characterization of tobacco protein kinase NPK5, a homolog of Saccharomyces cerevisiae SNF1 that
constitutively activates expression of the glucose-repressible SUC2 gene for a secreted invertase of S.
cerevisiae.. Molecular and Cellular Biology, 1994, 14, 2958-2965.

1.1 114

72 An internal region of the peroxisomal membrane protein PMP47 is essential for sorting to
peroxisomes. Journal of Cell Biology, 1994, 124, 915-925. 2.3 84
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73 STU1, a suppressor of a beta-tubulin mutation, encodes a novel and essential component of the yeast
mitotic spindle.. Journal of Cell Biology, 1994, 127, 1973-1984. 2.3 71

74 Systematic mutational analysis of the yeast beta-tubulin gene.. Molecular Biology of the Cell, 1994, 5,
29-43. 0.9 108

75 The budding yeast U5 snRNP Prp8 is a highly conserved protein which links RNA splicing with cell cycle
progression. Nucleic Acids Research, 1994, 22, 5555-5564. 6.5 51

76 Clathrin-dependent localization of alpha 1,3 mannosyltransferase to the Golgi complex of
Saccharomyces cerevisiae.. Journal of Cell Biology, 1994, 127, 667-678. 2.3 98

77 TOR1 and TOR2 are structurally and functionally similar but not identical phosphatidylinositol kinase
homologues in yeast.. Molecular Biology of the Cell, 1994, 5, 105-118. 0.9 365

78 MCM1 point mutants deficient in expression of alpha-specific genes: residues important for
interaction with alpha 1.. Molecular and Cellular Biology, 1994, 14, 2534-2544. 1.1 57

79 Optimization of amino acid supplements for heterologous protein secretion in Saccharomyces
cerevisiae. Biotechnology Letters, 1994, 8, 161-166. 0.5 48

80 Increases in cell size at START caused by hyperactivation of the cAMP pathway in Saccharomyces
cerevisiae. Molecular Genetics and Genomics, 1994, 243, 158-165. 2.4 20

81
The hypo-osmolarity-sensitive phenotype of the Saccharomyces cerevisiae hpo2 mutant is due to a
mutation in PKC1, which regulates expression of Î²-glucanase. Molecular Genetics and Genomics, 1994,
242, 641-648.

2.4 63

82 The Saccharomyces cerevisiae SGE1 gene product: a novel drug-resistance protein within the major
facilitator superfamily. Molecular Genetics and Genomics, 1994, 244, 287-294. 2.4 47

83 Interactions between gene products involved in divalent cation transport in Saccharomyces
cerevisiae. Molecular Genetics and Genomics, 1994, 244, 303-311. 2.4 64

84 IX. Yeast sequencing reports. Cloning and sequence ofREV7, a gene whose function is required for
DNA damage-induced mutagenesis inSaccharomyces cerevisiae. Yeast, 1994, 10, 1503-1509. 0.8 31

85 DNA recombination induced by aflatoxin B1 activated by cytochrome P450 1A enzymes. Molecular
Carcinogenesis, 1994, 11, 227-235. 1.3 33

86 Reciprocal mitotic recombination is the predominant mechanism for the loss of a heterozygous gene
insaccharomyces cerevisiae. Environmental and Molecular Mutagenesis, 1994, 24, 307-316. 0.9 12

87 IME1 gene encodes a transcription factor which is required to induce meiosis inSaccharomyces
cerevisiae. Genesis, 1994, 15, 139-147. 3.1 51

88 [URE3] as an altered URE2 protein: evidence for a prion analog in Saccharomyces cerevisiae. Science,
1994, 264, 566-569. 6.0 1,232

89 Saccharomyces cerevisiaemutants sensitive to the antimalarial and antiarrhythmic drug, quinidine.
FEMS Microbiology Letters, 1994, 119, 221-227. 0.7 6

90 Disruption of two genes for chitin synthase in the phytopathogenic fungus Ustilago maydis.
Molecular Microbiology, 1994, 11, 897-902. 1.2 51
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91 A novel, small endoglucanase gene, egl5 , from Trichoderma reesei isolated by expression in yeast.
Molecular Microbiology, 1994, 13, 219-228. 1.2 154

92 pH-dependent processing of yeast procarboxypeptidase Y by proteinase A in vivo and in vitro. FEBS
Journal, 1994, 220, 19-27. 0.2 47

93 Human beta1,4 galactosyltransferase and alpha2,6 sialyltransferase expressed in Saccharomyces
cerevisiae are retained as active enzymes in the endoplasmic reticulum. FEBS Journal, 1994, 220, 809-817. 0.2 24

94 ATPase kinetics for wild-type Saccharomyces cerevisiae F1-ATPase and F1-ATPase with the beta-subunit
Thr197Ser mutation. FEBS Journal, 1994, 222, 991-999. 0.2 13

95 Molecular cloning and expression of a cDNA encoding human electron transfer
flavoprotein-ubiquinone oxidoreductase. FEBS Journal, 1994, 219, 277-286. 0.2 38

96 Coatomer is essential for retrieval of dilysine-tagged proteins to the endoplasmic reticulum. Cell,
1994, 79, 1199-1207. 13.5 761

97 Meiosis-specific formation of joint DNA molecules containing sequences from homologous
chromosomes. Cell, 1994, 76, 65-75. 13.5 116

98 Molecular characterization of a copper transport protein in S. cerevisiae: An unexpected role for
copper in iron transport. Cell, 1994, 76, 393-402. 13.5 654

99 YeastSaccharomyces cerevisiae as a model system to study the cytotoxic activity of the antitumor
drug camptothecin. Cancer Chemotherapy and Pharmacology, 1994, 34, S1-S5. 1.1 27

100 Expression of the human D2Sdopamine receptor in the yeastsSaccharomyces
cerevisiaeandSchizosaccharomyces pombe: A comparative study. FEBS Letters, 1994, 344, 41-46. 1.3 56

101 Expression of functionalRaphanus sativusantifungal protein in yeast. FEBS Letters, 1994, 348, 228-232. 1.3 28

102 Cloning vectors for the synthesis of epitope-tagged, truncated and chimeric proteins in
Saccharomyces cerevisiae. Gene, 1994, 144, 63-68. 1.0 59

103 XDJ1, a gene encoding a novel non-essential DnaJ homologue from Saccharomyces cerevisiae. Gene,
1994, 145, 121-124. 1.0 17

104
High-level expression of the phenylalanine ammonia lyase-encoding gene from Rhodosporidium
toruloides in Saccharomyces cerevisiae and Escherichia coli using a bifunctional expression system.
Gene, 1994, 143, 13-20.

1.0 29

105 Copper Amine Oxidase: Heterologous Expression, Purification, and Characterization of An Active
Enzyme in Saccharomyces cerevisiae. Biochemistry, 1994, 33, 7647-7653. 1.2 113

106 In vivo phosphorylation site of hexokinase 2 in Saccharomyces cerevisiae. Biochemistry, 1994, 33,
148-152. 1.2 62

107 Suppression of yeast RNA polymerase III mutations by FHL1, a gene coding for a fork head protein
involved in rRNA processing.. Molecular and Cellular Biology, 1994, 14, 2905-2913. 1.1 100

108
The sua8 suppressors of Saccharomyces cerevisiae encode replacements of conserved residues within
the largest subunit of RNA polymerase II and affect transcription start site selection similarly to sua7
(TFIIB) mutations.. Molecular and Cellular Biology, 1994, 14, 226-237.

1.1 87
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109
Cloning and analysis of the Saccharomyces cerevisiae MNN9 and MNN1 genes required for complex
glycosylation of secreted proteins.. Proceedings of the National Academy of Sciences of the United
States of America, 1994, 91, 2723-2727.

3.3 130

110 Protein synthesis in long-term stationary-phase cultures of Saccharomyces cerevisiae. Journal of
Bacteriology, 1994, 176, 5802-5813. 1.0 156

111
MIP1, a new yeast gene homologous to the rat mitochondrial intermediate peptidase gene, is required
for oxidative metabolism in Saccharomyces cerevisiae.. Molecular and Cellular Biology, 1994, 14,
5603-5616.

1.1 75

112 G1 cyclin degradation: the PEST motif of yeast Cln2 is necessary, but not sufficient, for rapid protein
turnover.. Molecular and Cellular Biology, 1994, 14, 7953-7966. 1.1 105

113 Chromosomal DNA replication initiates at the same origins in meiosis and mitosis.. Molecular and
Cellular Biology, 1994, 14, 3524-3534. 1.1 69

114 Two yeast genes with similarity to TCP-1 are required for microtubule and actin function in vivo..
Proceedings of the National Academy of Sciences of the United States of America, 1994, 91, 9111-9115. 3.3 131

115 Phytochrome assembly in living cells of the yeast Saccharomyces cerevisiae.. Proceedings of the
National Academy of Sciences of the United States of America, 1994, 91, 12535-12539. 3.3 36

116 Biochemical and genetic analysis of dominant-negative mutations affecting a yeast G-protein gamma
subunit.. Molecular and Cellular Biology, 1994, 14, 4571-4578. 1.1 32

117
Two FK506 resistance-conferring genes in Saccharomyces cerevisiae, TAT1 and TAT2, encode amino acid
permeases mediating tyrosine and tryptophan uptake.. Molecular and Cellular Biology, 1994, 14,
6597-6606.

1.1 161

118
<i>KIN28</i> Encodes a C-Terminal Domain Kinase That Controls mRNA Transcription in
<i>Saccharomyces cerevisiae</i> but Lacks Cyclin-Dependent Kinase-Activating Kinase (CAK) Activity.
Molecular and Cellular Biology, 1995, 15, 2983-2992.

1.1 209

119 An Arabidopsis syntaxin homologue isolated by functional complementation of a yeast pep12 mutant..
Proceedings of the National Academy of Sciences of the United States of America, 1995, 92, 7262-7266. 3.3 99

120 Crossover and noncrossover recombination during meiosis: timing and pathway relationships..
Proceedings of the National Academy of Sciences of the United States of America, 1995, 92, 8512-8516. 3.3 96

121
Functional complementation of the ste6 gene of Saccharomyces cerevisiae with the pfmdr1 gene of
Plasmodium falciparum.. Proceedings of the National Academy of Sciences of the United States of
America, 1995, 92, 8921-8925.

3.3 86

122 Pheromone Signalling in <i>Saccharomyces cerevisiae</i> Requires the Small GTP-Binding Protein
Cdc42p and Its Activator <i>CDC24</i>. Molecular and Cellular Biology, 1995, 15, 5246-5257. 1.1 201

123 <i>AFR1</i> Promotes Polarized Apical Morphogenesis in <i>Saccharomyces cerevisiae</i>. Molecular
and Cellular Biology, 1995, 15, 723-730. 1.1 46

124
A Mutation in the Gene Encoding the <i>Saccharomyces cerevisiae</i> Single-Stranded DNA-Binding
Protein Rfa1 Stimulates a <i>RAD52</i>-Independent Pathway for Direct-Repeat Recombination.
Molecular and Cellular Biology, 1995, 15, 1632-1641.

1.1 110

125 Characterization of a regulated form of phospholipase D in the yeast Saccharomyces cerevisiae.
Biochemical Journal, 1995, 307, 799-805. 1.7 51

126
Mutations Altering the Mitochondrial-Cytoplasmic Distribution of Mod5p Implicate the Actin
Cytoskeleton and mRNA 3â€² Ends and/or Protein Synthesis in Mitochondrial Delivery. Molecular and
Cellular Biology, 1995, 15, 6884-6894.

1.1 79
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127
Four Subunits That Are Shared by the Three Classes of RNA Polymerase Are Functionally
Interchangeable between <i>Homo sapiens</i> and <i>Saccharomyces cerevisiae</i>. Molecular and
Cellular Biology, 1995, 15, 4702-4710.

1.1 111

128 Kinetics of spindle pole body separation in budding yeast.. Proceedings of the National Academy of
Sciences of the United States of America, 1995, 92, 9707-9711. 3.3 142

129 A Novel Allele of <i>Saccharomyces cerevisiae RFA1</i> That Is Deficient in Recombination and Repair
and Suppressible by <i>RAD52</i>. Molecular and Cellular Biology, 1995, 15, 1620-1631. 1.1 144

130 A <i>Saccharomyces cerevisiae</i> Mitochondrial Transcription Factor, sc-mtTFB, Shares Features
with Sigma Factors but Is Functionally Distinct. Molecular and Cellular Biology, 1995, 15, 2101-2108. 1.1 78

131 <i>FAR1</i> and the G<sub>1</sub> Phase Specificity of Cell Cycle Arrest by Mating Factor in
<i>Saccharomyces cerevisiae</i>. Molecular and Cellular Biology, 1995, 15, 2509-2516. 1.1 61

132 Inter-Species DNA Polymerase delta Chimeras are Functional in Saccharomyces Cerevisiae. FEBS
Journal, 1995, 231, 45-49. 0.2 3

133
Biogenesis of the Yeast Vacuole (lysosome). The Use of Active-Site Mutants of Proteinase yscA to
Determine the Necessity of the Enzyme for Vacuolar Proteinase Maturation and Proteinase yscB
Stability. FEBS Journal, 1995, 231, 115-125.

0.2 0

134 GapIII, a new brain-enriched member of the GTPase-activating protein family. Journal of Neuroscience
Research, 1995, 41, 846-858. 1.3 51

135 Positive and negative feedback loops affect the transcription ofIME1, a positive regulator of meiosis
inSaccharomyces cerevisiae. Genesis, 1995, 16, 219-228. 3.1 28

136 High-level expression of endogenous acid phosphatase inhibits growth and vectorial secretion
inSaccharomyces cerevisiae. Journal of Cellular Biochemistry, 1995, 57, 238-250. 1.2 5

137 The role ofSaccharomyces cerevisiae Cdc40p in DNA replication and mitotic spindle formation and/or
maintenance. Molecular Genetics and Genomics, 1995, 247, 123-136. 2.4 46

138 Evidence for the thiamine biosynthetic pathway in higher-plant plastids and its developmental
regulation. Plant Molecular Biology, 1995, 29, 809-821. 2.0 106

139 A mutant allele of the SUP45 (SAL4) gene of Saccharomyces cerevisiae shows temperature-dependent
allosuppressor and omnipotent suppressor phenotypes. Current Genetics, 1995, 27, 417-426. 0.8 75

140 Expression cloning, purification and characterization of a ?-1,4-glactanase from Aspergillus aculeatus.
Current Genetics, 1995, 27, 135-141. 0.8 57

141 Evidence for a branched pathway in the polarized cell division of Saccharomyces cerevisiae. Current
Genetics, 1995, 27, 213-216. 0.8 42

142 Cloning and characterization of seven cDNAs for hyperosmolarity-responsive (HOR) genes of
Saccharomyces cerevisiae. Molecular Genetics and Genomics, 1995, 249, 127-138. 2.4 103

143 Enhanced stability in vivo of a thermodynamically stable mutant form of yeast iso-1-cytochrome c.
Molecular Genetics and Genomics, 1995, 249, 155-161. 2.4 7

144 Isolation of a cDNA from Saccharomyces cerevisiae that encodes a high affinity sulphate transporter
at the plasma membrane. Molecular Genetics and Genomics, 1995, 247, 709-715. 2.4 136
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145 Genetic evidence for the interaction of the yeast transcriptional co-activator proteins GCN5 and
ADA2. Molecular Genetics and Genomics, 1995, 246, 723-728. 2.4 65

146 Suppressors of thermosensitive mutations in the DNA polymerase Î´ gene of Saccharomyces cerevisiae.
Molecular Genetics and Genomics, 1995, 246, 212-222. 2.4 28

147 Studies on the transformation of intact yeast cells by the LiAc/SS-DNA/PEG procedure. Yeast, 1995, 11,
355-360. 0.8 1,939

148 TheSaccharomyces cerevisiae FLO1 flocculation gene encodes for a cell surface protein. Yeast, 1995, 11,
809-822. 0.8 75

149 Targeting of heterologous membrane proteins into proliferated internal membranes inSaccharomyces
cerevisiae. Yeast, 1995, 11, 913-928. 0.8 3

150 GSG1, a yeast gene required for sporulation. Yeast, 1995, 11, 1147-1155. 0.8 13

151 Cold-shock induction of a family of TIP1-related proteins associated with the membrane in
Saccharomyces cerevisiae. Molecular Microbiology, 1995, 15, 341-353. 1.2 87

152 Identification of novel HXT genes in Saccharomyces cerevisiae reveals the impact of individual hexose
transporters on qlycolytic flux. Molecular Microbiology, 1995, 16, 157-167. 1.2 266

153 Rapid transfer of low copy-number episomal plasmids fromSaccharomyces cerevisiae to Escherichia
coli by electroporation. Molecular Biotechnology, 1995, 3, 79-84. 1.3 15

154 Functional interaction of Nic96p with a core nucleoporin complex consisting of Nsp1p, Nup49p and a
novel protein Nup57p.. EMBO Journal, 1995, 14, 76-87. 3.5 151

155 Targets of immunophilin-immunosuppressant complexes are distinct highly conserved regions of
calcineurin A.. EMBO Journal, 1995, 14, 2772-2783. 3.5 102

156 Nin1p, a regulatory subunit of the 26S proteasome, is necessary for activation of Cdc28p kinase of
Saccharomyces cerevisiae.. EMBO Journal, 1995, 14, 3105-3115. 3.5 88

157 Translation and M1 double-stranded RNA propagation: MAK18 = RPL41B and cycloheximide curing.
Journal of Bacteriology, 1995, 177, 2887-2891. 1.0 38

158 The products of the SUP45 (eRF1) and SUP35 genes interact to mediate translation termination in
Saccharomyces cerevisiae.. EMBO Journal, 1995, 14, 4365-4373. 3.5 429

159
Myristoylation of Calcineurin B Is Not Required for Function or Interaction with
Immunophilin-Immunosuppressant Complexes in the Yeast Saccharomyces cerevisiae. Journal of
Biological Chemistry, 1995, 270, 24831-24838.

1.6 39

160 A potassium transporter of the yeast Schwanniomyces occidentalis homologous to the Kup system of
Escherichia coli has a high concentrative capacity.. EMBO Journal, 1995, 14, 3021-3027. 3.5 132

161
Functional Expression of Fused Enzymes Between Human Cytochrome P4501A1 and Human
NADPH-Cytochrome P450 Oxidoreductase in<i>Saccharomyces cerevisiae</i>. DNA and Cell Biology,
1995, 14, 273-283.

0.9 20

162 Identification of the aminocatechol A-3253 as an in vitro poison of DNA topoisomerase I from Candida
albicans. Antimicrobial Agents and Chemotherapy, 1995, 39, 586-592. 1.4 36
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163 Actin-dependent mitochondrial motility in mitotic yeast and cell-free systems: identification of a
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