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l Paper IF Citations

484  eclGproteinGofGpscherichiaGcoliGhasGaGthirdGessentialGroleGinGSzSGmutatorGactivityUGJournaliofi
BacteriologySG1990SGXbYSG[W[WTa 3.5 159

483 SequenceGanalysisGandGmappingGofGtheGSalmonellaGtyphimuriumGwéYGumuonGoperonUGJournaliofi
BacteriologySG1990SGXbYSG]da]Tbc 3.5 57

482 oominantGnegativeGumuoGmutationsGdecreasingG eclTmediatedGcleavageGsuggestGrolesGforGintactG
ômuoGinGmodulationGofGSzSGmutagenesisUG1990SGcbSGbXdWT] 108

481 lctivationGofGreclGproteineGtheGsaltTinducedGstructuralGtransitionUG1990SGXW]SGdXTa 35

480 lctivationGofG eclGproteinGinGrecombinationTdeficientGstrainsGofGpscherichiaGcoliGfollowingG
oylTdamagingGtreatmentsUG1991SGY_]SGY__TaY 6

479 miochemicalGandGbiologicalGfunctionGofGpscherichiaGcoliG eclGproteineGbehaviorGofGmutantG eclG
proteinsUG1991SGb[SGYcdT[W] 90

478  eclGproteinGinGtheGSzSGresponseeGmilestonesGandGmysteriesUG1991SGb[SGX[[T]X 63

477 tntroductionGofGaGôαTdamagedGrepliconGintoGaGrecipientGcellGisGnotGaGsufficientGconditionGtoGproduceG
anGSzSTinducingGsignalUG1991SGY_]SGXWbTXb 8

476 xechanismGofGspecificGwexlGcleavageeGautodigestionGandGtheGroleGofG eclGcoproteaseUG1991SGb[SG]XXTYX 282

475 yovelGSzSGphenotypesGcausedGbyGsecondTsiteGmutationsGinGtheGrecl][WGgeneGofGpscherichiaGcoliUG
1991SGb[SG][bT]c 11

474  epressionGofGtheGpGcoliGreclGgeneGrequiresGatGleastGtwoGwexlGproteinGmonomersUG1991SGb[SG]]dT_a 40

473  olesGofGreclGmutantGalleleGOrecl]d_PGinGframeshiftGmutagenesisUG1991SGb[SG]dXT_ 8

472 lGpossibleGinteractionGofGsingleTstrandGbindingGproteinGandG eclGproteinGduringGpostTultravioletG
oylGsynthesisUG1991SGb[SG_X_Tb 9

471 nonstitutiveGandGôαTmediatedGactivationGofG eclGproteineGcombinedGeffectsGofGrecl]]XGandG
recqX][GmutationsGandGofGadditionGofGnucleosidesGandGadenineUGJournaliofiBacteriologySG1991SGXb[SG_cadTb_3.5 24

470 tnhibitionGofGcellGdivisionGinGhuplGhupmGmutantGbacteriaGlackingGsôGproteinUGJournaliofiBacteriologySG
1991SGXb[SGYc_YTa[ 3.5 66

469  egulationGofGtheGSzSGresponseGinGmacillusGsubtiliseGevidenceGforGaGwexlGrepressorGhomologUGJournali
ofiBacteriologySG1991SGXb[SGa]cdTdc 3.5 19

468 tnductionGofGtheGSzSGresponseGinGpscherichiaGcoliGinhibitsGén_GandGtS_WGtranspositionUGJournaliofi
BacteriologySG1991SGXb[SGadXWTc 3.5 16
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467  eplicationGdeficienciesGinGprilGmutantsGofGpscherichiaGcoliGlackingGtheGprimosomalGreplicationGnNG
proteinUG1991SGccSG[WYdT[Y 116

466 tnactivationGofGtheGpscherichiaGcoliGprilGoylGreplicationGproteinGinducesGtheGSzSGresponseUGJournali
ofiBacteriologySG1991SGXb[SGaacaTd[ 3.5 150

465 xodeGofGactionGofGtheGnewGquinoloneseGnewGdataUG1991SGXWSGYY[T[X 54

464 wevelsGofGchromosomallyGencodedGômuGproteinsGandGrequirementsGforGinGvivoGômuoGcleavageUG1991
SGYYdSGXWTa 144

463 |ropertiesGofG ecl]]XGproteinGrevealGaGpossibleGroleGforG ecqGandGSSmGproteinsGinGpscherichiaGcoliUG
1991SGYYbSG]ccTdY 4

462 oylGlesionsGthatGblockGoylGreplicationGareGresponsibleGforGtheGdnalGinductionGcausedGbyGoylG
damageUG1991SGY[XSGcXTb 7

461 pffectGofG ecqGproteinGonGreactionsGcatalyzedGbyG eclGproteinUGNucleiciAcidsiResearchSG1991SGXdSGaYd_T[WW20.1 45

460  equirementsGforGbypassGofGôαTinducedGlesionsGinGsingleTstrandedGoylGofGbacteriophageGphiGXXb]G
inGSalmonellaGtyphimuriumUG1991SGccSGXY_XT_ 24

459  ylToylGhybridizationGpromotedGbyGpUGcoliG eclGproteinUGNucleiciAcidsiResearchSG1992SGYWSG][[dT]a 20.1 32

458 éheGevolutionaryGselectionGofGoylGbaseGpairsGinGgeneTregulatoryGbindingGsitesUG1992SGcdSGb_WXT_ 9

457 lGhomologGofGpscherichiaGcoliG eclGproteinGinGplastidsGofGhigherGplantsUG1992SGcdSGcWacTbY 132

456 éheGlipidGperoxidationGproductG]ThydroxynonenalGisGaGpotentGinducerGofGtheGSzSGresponseUG1992SG
Yd[SGXTXW 44

455  elationshipGbetweenGtheGfunctionalGregionsGofGtheG eclGproteinGandGlé|GhydrolysisGinG
ôαTirradiatedGpscherichiaGcoliGcellsUG1992SGYd[SGYXT[W

454 tsolationGofGoylGdamageTinducibleGpromotersGinGpscherichiaGcolieGregulationGofGpolmGOdinlPSGdinrSG
andGdinsGbyGwexlGrepressorUGJournaliofiBacteriologySG1992SGXb]SG[[bbTc_ 3.5 71

453 tnteractionGofGwexlGrepressorGwithGtheGasymmetricGdinrGoperatorGandGcompleteGnucleotideG
sequenceGofGtheGgeneUGJournaliofiBacteriologySG1992SGXb]SG_XXWTa 3.5 24

452 oylGreplicationGdefectGinGSalmonellaGtyphimuriumGmutantsGlackingGtheGeditingGOepsilonPGsubunitGofG
oylGpolymeraseGtttUGJournaliofiBacteriologySG1992SGXb]SGada_Tb[ 3.5 25

451 pvidenceGforGlé|GbindingGandGdoubleTstrandedGoylGbindingGbyGpscherichiaGcoliG ecqGproteinUG
JournaliofiBacteriologySG1992SGXb]SGbbW_TXW 3.5 47

450 SzSGinductionGinGpscherichiaGcoliGbyGinfectionGwithGmutantGfilamentousGphageGthatGareGdefectiveGinG
initiationGofGcomplementaryTstrandGoylGsynthesisUGJournaliofiBacteriologySG1992SGXb]SGXaXYTc 3.5 35
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449 yucleotideGsequenceGanalysisGandGcomparisonGofGtheGlexlGgenesGfromGSalmonellaGtyphimuriumSG
prwiniaGcarotovoraSG|seudomonasGaeruginosaGandG|seudomonasGputidaUG1992SGY[aSGXY_T[] 35

448 StressGresponseGinducedGbyGoylGdamageGleadsGtoGspecificSGdelayedGandGuntargetedGmutationsUG1992
SGY[]SGYXbTYb 20

447 |simSGandGantiTSzSGproteinSGisGtransientlyGexpressedGbyGtheGqGsexGfactorGduringGitsGtransmissionGtoGanG
pscherichiaGcoliGvTXYGrecipientUG1992SGaSGcc_Td[ 59

446 tmmunologicalGquantificationGofG eclGproteinGinGcellGextractsGofGpUGcoliGafterGexposureGtoGchemicalG
mutagensGorGôαGradiationUG1992SG[bSGY]T[W 4

445 nairnsianGmutagenesisGinpscherichiaGcolieGreneticGevidenceGforGtwoGpathwaysGregulatedGbymutSG
andmutwGgenesUG1992SGbXSGY[T]X 24

444 xutagenicGoylGrepairGinGpscherichiaGcoliUGXXtUGlGstableGSzSTinducingGsignalGpersistingGafterGexcisionG
repairGofGultravioletGdamageUG1992SGYbWSGX[_T]] 12

443 tnducibleGstableGoylGreplicationGinGpscherichiaGcoliGuvrRGandGuvrTGcellsSGtreatedGwithGgenotoxicG
chemicalsUG1992SGYcXSGa[Ta 4

442 xutationsGinGtoplGinterfereGwithGtheGinducibleGexpressionGofGoylGdamageGresponseGlociGinG
SalmonellaGtyphimuriumUG1992SGXdSGXc_Td] 3

441 lssessmentGofGoxidativeGoylGdamageGinGtheGoxy TdeficientGSzSGchromotestGstrainGpscherichiaGcoliG
|Q[WWUG1992SGYWSGYdbT[Wa 12

440 p GplasmidGreplicationGprovidesGevidenceGthatGsingleTstrandedGoylGinducesGtheGSzSGsystemGinGvivoUG
1993SGY[cSG[[[Tc 20

439 éheGappearanceGofGtheGômuoNnGproteinGcomplexGinGpscherichiaGcoliGswitchesGrepairGfromG
homologousGrecombinationGtoGSzSGmutagenesisUG1993SGXWSGda[TbX 113

438 |hosphateGstarvationGandGlowGtemperatureGasGwellGasGultravioletGirradiationGtranscriptionallyGinduceG
theGpscherichiaGcoliGwexlTcontrolledGgeneGsfilUG1993SGcSGadbTbWa 26

437 lnalysisGofGtheGoylGdamageTmediatedGinductionGofG|seudomonasGputidaGandG|seudomonasG
aeruginosaGlexlGgenesUG1993SGXXWSGa_TbW 12

436 tnhibitionGandGinductionGofGSzSGresponsesGinGpscherichiaGcoliGbyGcobaltousGchlorideUG1993SGYcaSGXb[TcW 6

435 SzSGmutagenesisUG1993SG[SGbXdTY_ 43

434  eplicationGofGdamagedGoylGandGtheGmolecularGmechanismGofGultravioletGlightGmutagenesisUG1993SG
YcSG]a_T_X[ 89

433 oôyXGencodesGaGproteinGkinaseGthatGcontrolsGtheGoylGdamageGresponseGinGyeastUG1993SGb_SGXXXdTYb 304

432 pnhancedGproductionGofGpwTcontrolledGrecombinantGproteinsGandGplasmidGstabilityGinGpscherichiaGcoliG
 eclRGstrainsUG1993SGYdSGYddT[Wa 29
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431 SequenceGofGtheG|rovidenciaGrettgeriGlexlGgeneGandGitsGcontrolGregionUGNucleiciAcidsiResearchSG1993SG
YXSGYY_a 20.1 8

430 qormylmethionylTleucylphenylalanineGandGtheGSzSGoperonGinGpscherichiaGcolieGaGmodelGofG
hostTbacterialGinteractionsUG1993SGYdXGOG|tG[PSGcd_TdWW 12

429 wethalityGinducedGbyGaGsingleGsiteTspecificGdoubleTstrandGbreakGinGaGdispensableGyeastGplasmidUG1993SG
dWSG_aX[Tb 217

428 |urificationGofGanGSzSGrepressorGfromGmacillusGsubtilisUGJournaliofiBacteriologySG1993SGXb_SGac]YTd 3.5 30

427 yovelGmechanismGforGôαGsensitivityGandGapparentGôαGnonmutabilityGofGrecl][YGmutantseGpersistentG
wexlGcleavageGfollowingGSzSGinductionUGJournaliofiBacteriologySG1993SGXb_SGb[b[TcY 3.5 19

426 pscherichiaGcoliG ylGpolymeraseGmutantsGthatGenhanceGorGdiminishGtheGSzSGresponseGconstitutivelyG
expressedGinGtheGabsenceGofG yaseGstGactivityUGJournaliofiBacteriologySG1994SGXbaSGX_YXT[ 3.5 25

425  ecz GsuppressionGofGrecqGmutantGphenotypesGinGpscherichiaGcoliGvTXYUGJournaliofiBacteriologySG
1994SGXbaSG[aaXTbY 3.5 57

424 lnalysisGofGtheGSzSGinducingGsignalGinGmacillusGsubtilisGusingGpscherichiaGcoliGwexlGasGaGprobeUGJournali
ofiBacteriologySG1994SGXbaSG]dX]TY[ 3.5 23

423  esponseGtoGôαGdamageGbyGfourGpscherichiaGcoliGvTXYGrestrictionGsystemsUGJournaliofiBacteriologySG
1994SGXbaSG_cccTda 3.5 36

422 StudiesGonGtheGmechanismGofGreductionGofGôαTinducibleGsullpGexpressionGbyGrecqGoverexpressionGinG
pscherichiaGcoliGvTXYUG1994SGY]_SGb]XTd 16

421 tnterspeciesGregulationGofGtheGreclGgeneGofGgramTnegativeGbacteriaGlackingGanGpUGcoliTlikeGSzSG
operatorUG1994SGY]_SG_Y[Tb 11

420 lutoregulationGandGkineticsGofGinductionGofGtheG hizobiumGphaseoliGreclGgeneUG1994SG[WcSGddTXWb 5

419 nontrolGofGtheGwexlGregulonGbyGpseGevidenceGforGaGreversibleGinactivationGofGtheGwexlGrepressorG
duringGtheGgrowthGcycleGofGpscherichiaGcoliUG1994SGXYSGaYXTd 44

418 zbservationsGonGtheGformationGofGdeletionsGonGmonomericGandGdimericGplasmidsGinGpscherichiaGcoliUG
1994SGX]SGYa[TbW 3

417
holpSGtheGgeneGcodingGforGtheGthetaGsubunitGofGoylGpolymeraseGtttGofGpscherichiaGcolieG
characterizationGofGaGholpGmutantGandGcomparisonGwithGaGdnaQGOepsilonTsubunitPGmutantUGJournaliofi
BacteriologySG1994SGXbaSGcX_TYX

3.5 67

416 SzSTregulatedGproteinsGinGtranslesionGoylGsynthesisGandGmutagenesisUG1995SGYWSG]XaTYW 87

415 lGmechanismGforGinductionGofGtheGSzSGresponseGinGpUGcolieGinsightsGintoGtheGregulationGofGreversibleG
proteinGpolymerizationGinGvivoUG1995SGXbbSGYdT][ 18

414 lGnewGmutationGinGpscherichiaGcoliGvXYSGisflSGwhichGisGresponsibleGforGinhibitionGofGSzSGfunctionsUG
1995SGY]cSGXW[TX[ 6
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413 llteredGSzSGinductionGassociatedGwithGmutationsGinGrecqSGreczGandGrec UG1995SGY]aSGXb]Td 56

412 reczGandGrec GmutationsGdelayGinductionGofGtheGSzSGresponseGinGpscherichiaGcoliUG1995SGY]aSGY_]Tc 54

411 xolecularGmechanismsGofGsollidayGjunctionGprocessingGinGpscherichiaGcoliUG1995SG[XSG]dTa_ 15

410 éheGpcslGgeneGisGidenticalGtoGdinoGinGpscherichiaGcoliUGJournaliofiBacteriologySG1995SGXbbSGX_aTa_ 3.5 34

409 SzSGinductionGinGpscherichiaGcoliGbyGsingleTstrandedGoylGofGmutantGfilamentousGphageeGmonitoringG
byGcleavageGofGwexlGrepressorUGJournaliofiBacteriologySG1995SGXbbSG[aXWTY 3.5 24

408 znGtheGregulationGandGdiversityGofGrestrictionGinGpscherichiaGcoliUG1995SGX_bSGYYdT[W 2

407 oylGpolymeraseGepsilonGlinksGtheGoylGreplicationGmachineryGtoGtheGSGphaseGcheckpointUG1995SGcWSGYdT[d 373

406 tnterspeciesGgeneGexchangeGinGbacteriaeGtheGroleGofGSzSGandGmismatchGrepairGsystemsGinGevolutionG
ofGspeciesUG1995SGcWSG_WbTX_ 265

405 wesGmˆ'canismesGduGcontrˆ·leGdesGˆ'changesGgˆ'nˆ'tiquesGinterspˆ'cifiquesGetGdeGlaGvariabilitˆ'G
gˆ'nˆ'tiqueGchezGlesGbactˆ'riesUG1995SGd[SGXcbTYXd 1

404 YeastGcheckpointGgenesGinGoylGdamageGprocessingeGimplicationsGforGrepairGandGarrestUG1995SGYbWSGX]ccTdX 356

403 qludarabineTGandGgemcitabineTinducedGapoptosiseGincorporationGofGanalogsGintoGoylGisGaGcriticalG
eventUG1995SG[aSGXcXTc 164

402  elativeGcontributionGofGcytosineGdeaminationGandGerrorTproneGreplicationGtoGtheGinductionGofG
propanodeoxyguanosineTTideoxyadenosineGmutationsGinGpscherichiaGcoliUG1996SGdSGYbbTc[ 18

401 tnteractionGofGpscherichiaGcoliG eclG|roteinGwithGwexlG epressorUGJournaliofiBiologicaliChemistrySG
1996SGYbXSGY[cb]TY[cc[ 5.4 46

400 lnalysisGofGtheGregionGbetweenGaminoGacidsG[WGandG]YGofGintactGômuoGbyGaGmonocysteineGapproachUG
JournaliofiBacteriologySG1996SGXbcSGbYd_T[W[ 3.5 36

399 tnhibitionGofG eclTmediatedGcleavageGinGcovalentGdimersGofGômuoUGJournaliofiBacteriologySG1996SG
XbcSGb[W]Tb 3.5 12

398 pxcisionGofGcytosineGandGthymineGfromGoylGbyGmutantsGofGhumanGuracilToylGglycosylaseUUGEMBOi
JournalSG1996SGX_SG[]]YT[]]b 13 128

397 éheGuvrmGgeneGofG|seudomonasGaeruginosaGisGnotGoylGdamageGinducibleUGJournaliofiBacteriologySG
1996SGXbcSG___WT] 3.5 17

396 SpecificGinGvivoGproteinTproteinGinteractionsGbetweenGpscherichiaGcoliGSzSGmutagenesisGproteinsUG
JournaliofiBacteriologySG1996SGXbcSGY_cWT_ 3.5 33
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395 tnteractionsGofGpscherichiaGcoliGômuoGwithGactivatedG eclGanalyzedGbyGcrossTlinkingGômuoG
monocysteineGderivativesUGJournaliofiBacteriologySG1996SGXbcSGbYc_Td] 3.5 28

394 tnGvivoGstabilityGofGtheGômuGmutagenesisGproteinseGaGmajorGroleGforG eclUGJournaliofiBacteriologySG
1996SGXbcSG[__WTa 3.5 46

393 xulticopyGsuppressorsGofGtheGcoldTsensitiveGphenotypeGofGtheGpcslacGOdinoacPGmutationGinG
pscherichiaGcoliUGJournaliofiBacteriologySG1996SGXbcSG[c_]Td 3.5 30

392 |referentialGbindingGofGpscherichiaGcoliG ecqGproteinGtoGgappedGoylGinGtheGpresenceGofGadenosineG
OgammaTthioPGtriphosphateUGJournaliofiBacteriologySG1996SGXbcSGXc]TdW 3.5 26

391  egulationGofGSzSGmutagenesisGbyGproteolysisUG1996SGd[SGXWYdXTa 143

390 éheGisflGmutationGinhibitsGmutatorGactivityGandGprocessingGofGômuoGproteinGinGpscherichiaGcoliG
reclb[WGstrainsUG1996SGY_WSGab]TcW 4

389 éheGômuoNGproteinGfilamentGandGitsGpotentialGroleGinGdamageGinducedGmutagenesisUG1996SG]SGX]WXTXY 40

388 lGclassGofGgyraseGmutantsGofGSalmonellaGtyphimuriumGshowGquinoloneTlikeGlethalityGandGrequireGrecG
functionsGforGviabilityUG1996SGYXSGXXXTYY 19

387 pffectGofGôαxGinductionGonGmutationGfixationGatGnonTpairingGandGmispairingGoylGlesionsUG1996SGYYSGb]bT__ 11

386 |urificationGofGaGsolubleGômuoNnGcomplexGfromGpscherichiaGcoliUGnooperativeGbindingGofGômuoNnGtoG
singleTstrandedGoylUGJournaliofiBiologicaliChemistrySG1996SGYbXSGXWbabTb] 5.4 90

385 éheGmacillusGsubtilisGdin GreneGnodesGforGtheGlnalogueGofGpscherichiaGcoliGwexlUGJournaliofiBiologicali
ChemistrySG1996SGYbXSG[[_WYT[[_Wc 5.4 45

384 tnteractionGofGpscherichiaGcoliG eclG|roteinGwithGwexlG epressorUGJournaliofiBiologicaliChemistrySG
1996SGYbXSGY[ca_TY[cb[ 5.4 32

383  eclGproteineGstructureSGfunctionSGandGroleGinGrecombinationalGoylGrepairUG1997SG_aSGXYdTYY[ 353

382  olesGofGtheGrecrGgeneGproductGofGpscherichiaGcoliGinGrecombinationGrepaireGeffectsGofGtheGdeltaGrecrG
mutationGonGcellGdivisionGandGchromosomeGpartitionUG1997SGbYSGdXTd 38

381 |referentialGinteractionsGofGtheGpscherichiaGcoliGwexlGrepressorGwithGanionsGandGprotonsGareGcoupledG
toGbindingGtheGreclGoperatorUG1997SG[aSGXWbbTc] 17

380 QuantitationGofGtheGinhibitionGofGsfrGxGqTGrecombinationGbyGtheGmutagenesisGcomplexGômuoNnUG
JournaliofiMoleculariBiologySG1997SGYbWSGYWXTXX 6.5 62

379 pxpressionGofGtheG|seudomonasGaeruginosaGuvrlGgeneGisGconstitutiveUG1997SG[bbSGX]dT__ 14

378  oleGofGSzSGandGzxy GsystemsGinGtheGrepairGofGpscherichiaGcoliGsubmittedGtoGhydrogenGperoxideG
underGlowGironGconditionsUG1997SGbdSG[_dTa] 15

(1997-1996)
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377 nharacterizationGofGtheGpromoterGofGtheG hizobiumGetliGreclGgeneUGJournaliofiBacteriologySG1997SG
XbdSGX_b[Td 3.5 6

376 sfiTindependentGfilamentationGinGpscherichiaGcoliGtsGlexlGdependentGandGrequiresGoylGdamageGforG
inductionUGJournaliofiBacteriologySG1997SGXbdSGXd[XTd 3.5 60

375 qunctionalGanalysisGofGtheGreclGpromoterGofG hodobacterGcapsulatusUG1997SGY__SG]cbTd] 2

374 lGrecombinationalGdefectGinGtheGnTterminalGdomainGofGpscherichiaGcoliG eclYYbcT_GproteinGisG
compensatedGbyGproteinGbindingGtoGlé|UG1997SGY[SGY__Ta_ 9

373 lnalysisGofGssbGmutationsGinGvivoGimplicatesGSSmGproteinGinGtwoGdistinctGpathwaysGofGSzSGinductionG
andGinGrecombinationalGoylGrepairUG1997SGY]SGXYdT[d 7

372 xycobacterialGreclGisGcotranscribedGwithGaGpotentialGregulatoryGgeneGcalledGrecXUG1997SGY]SGX]XT_[ 65

371 mlockingGrollingGcircleGreplicationGwithGaGôαGlesionGcreatesGaGdeletionGhotspotUG1997SGYaSG_adTcW 4

370 xathematicalGmodelGofGtheGSzSGresponseGregulationGofGanGexcisionGrepairGdeficientGmutantGofG
pscherichiaGcoliGafterGultravioletGlightGirradiationUG1997SGXcaSGY_XTaW 15

369 tnhibitionGofGpscherichiaGcoliG eclGcoproteaseGactivitiesGbyGointUGEMBOiJournalSG1998SGXbSG[YWbTXa 13 70

368 éranscriptionalGregulationGofGtheG|revotellaGruminicolaGreclGgeneUG1998SG[aSGY_dTa_ 6

367 éhymidineGdinucleotidesGinduceGSGphaseGcellGcycleGarrestGinGadditionGtoGincreasedGmelanogenesisGinG
humanGmelanocytesUG1998SGXXXSG]bYTb 45

366 lGbroadeningGviewGofGrecombinationalGoylGrepairGinGbacteriaUG1998SG[SGa_Tbc 117

365 tdentificationGofGtheG hodobacterGsphaeroidesGSzSGboxUG1998SGYcSGddXTXWW[ 35

364 oifferentialGcleavageGofGwexlGandGômuoGmediatedGbyGreclG|roabGmutantseGimplicationsGforG
commonGwexlGandGômuoGbindingGsitesGonG eclUGJournaliofiMoleculariBiologySG1998SGYbaSG]W_TX_ 6.5 19

363 pfficientGtranslesionGreplicationGinGtheGabsenceGofGpscherichiaGcoliGômuGproteinsGandG[NT_NG
exonucleaseGproofreadingGfunctionUG1998SGd_SGX__XdTY] 27

362 xolecularGcharacterizationGofrluconobacterGoxydansGreclgeneGandGitsGinhibitoryGeffectGonGtheG
functionGofGtheGhostGwildTtypereclgeneUG1998SG]]SGX]dTX_a 3

361 oylGpolymeraseGttGOepsilonPGofGSaccharomycesGcerevisiaeGdissociatesGfromGtheGoylGtemplateGbyG
sensingGsingleTstrandedGoylUGJournaliofiBiologicaliChemistrySG1998SGYb[SGYX[[YT]X 5.4 22

360  ecombinationalGrepairGofGoylGdamageGinGpscherichiaGcoliGandGbacteriophageGlambdaUGMicrobiologyi
andiMoleculariBiologyiReviewsSG1999SGa[SGb_XTcX[SGtableGofGcontents 13.2 733
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359 éheGnzzsTterminalGdomainGofGxyoYpSGaGyeastGmyosinGαSGhasGaGdirectGroleGinGsecretoryGvesicleG
targetingUG1999SGX]bSGbdXTcWc 212

358 |rileGatGtheGcrossroadsGofGoylGreplicationGandGrecombinationUG1999SGa[SG[dTab 53

357 éheGpscherichiaGcoliGSzSGmutagenesisGproteinsGômuoGandGômuoNGinteractGphysicallyGwithGtheG
replicativeGoylGpolymeraseUG1999SGdaSGXY[b[Tc 92

356 tdentificationGofGtheGpromoterGregionGofGtheGXanthomonasGcampestrisGpvUGcitriGreclGgeneG
responsibleGforGinductionGbyGoylTdamagingGagentsUG1999SGXbaSG_bTa_ 8

355 xicroscaleGapplicationGofGtheGSzSTwôXTépSéGasGbiosensorGforGgenotoxicGagentsUG1999SG[cbSGYcdTYda 31

354 tnductionGofGtheGSzSG esponseGinGôltravioletTtrradiatedGpscherichiaGcoliGlnalyzedGbyGoynamicsGofG
wexlSG eclGandGSullG|roteinsUG1999SGY_SGYa[Tbb 7

353 nellGcycleGprogressionGinGtheGpresenceGofGirreparableGoylGdamageGisGcontrolledGbyGaGxecXTGandG
 ad_[TdependentGcheckpointGinGbuddingGyeastUGEMBOiJournalSG1999SGXcSG]]c_Tdb 13 76

352  egulationGofGdivergentGtranscriptionGfromGtheGuvrlTssbGpromotersGinGSinorhizobiumGmelilotiUG1999SG
YaYSGXYXT[W 19

351 lGmodelGforGaGumuonTdependentGprokaryoticGoylGdamageGcheckpointUG1999SGdaSGdYXcTY[ 149

350 oistinctGresponsesGofGaGrecleeluxnolmpGpscherichiaGcoliGstrainGtoGdirectGandGindirectGoylGdamagingG
agentsUG1999SG]]YSGaXTc 78

349 sorizontalGgeneGtransfersGinGtheGenvironmenteGnaturalGtransformationGasGaGputativeGprocessGforG
geneGtransfersGbetweenGtransgenicGplantsGandGmicroorganismsUG1999SGX_WSG[b_Tc] 79

348 oynamicsGofGtheGinducingGsignalGforGtheGSzSGregulatoryGsystemGinGpscherichiaGcoliGafterGultravioletG
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BacteriologySG2002SGXc]SG]ccTd[ 3.5 39

308 |hysiologyGandGxolecularGmasisGofGStressGldaptationSGwithG|articularG eferenceGtoGtheGSubversionG
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266 lfterG[WGyearsGofGstudySGtheGbacterialGSzSGresponseGstillGsurprisesGusUG2005SG[SGeY__ 212

265 mindingGofGtheGmacillusGsubtilisGwexlGproteinGtoGtheGSzSGoperatorUGNucleiciAcidsiResearchSG2005SG[[SGaYcbTd_20.1 29
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263 zverexpressionGofGtheGsdaGonalTrelatedGproteinGinGpscherichiaGcoliGinhibitsGmultiplicationSGaffectsG
membraneGpermeabilitySGandGinducesGtheGSzSGresponseUGJournaliofiBacteriologySG2005SGXcbSGc_WbTXW 3.5 10
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247 éetratricopeptideGrepeatsGareGessentialGforG|crsGchaperoneGfunctionGinG|seudomonasGaeruginosaG
typeGtttGsecretionUG2006SGY_aSG_bTaa 25
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194 nleavageGofGbacteriophageGlambdaGctGrepressorGinvolvesGtheG eclGnTterminalGdomainUGJournaliofi
MoleculariBiologySG2009SG[c_SGbbdTcb 6.5 27
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entericaUG2010SGbcSG[YXbTY_ 12

Citation Report

18
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124  apidGpairingGandGresegregationGofGdistantGhomologousGlociGenablesGdoubleTstrandGbreakGrepairGinG
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63 oetectionGofGoylGdamageGbyGuseGofGpscherichiaGcoliGcarryingGreclNeeluxSGuvrlNeeluxSGorGalklNeeluxG
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