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l Paper IF Citations

148 TheJtryptophanJsynthaseJmultienzymeJcomplexlJexploringJstructureXfunctionJrelationshipsJwithJ
XXrayJcrystallographyJandJmutagenesisZJ1990VJjVJdiXed 32

147 TheJdesignJofJidealizedJalphaabetaXbarrelslJanalysisJofJbetaXsheetJclosureJrequirementsZJProteins:p
Structure,pFunctionpandpBioinformaticsVJ1990VJiVJdfkXgh 4.2 15

146 QuantitativeJorganizationJofJtheJknownJproteinJxXrayJstructuresZJ–ZJMethodsJandJshortXlengthXscaleJ
resultsZJProteins:pStructure,pFunctionpandpBioinformaticsVJ1990VJiVJeijXfbd 4.2 49

145 wnergeticsJofJtheJstructureJandJchainJtiltingJofJantiparallelJbetaXbarrelsJinJproteinsZJProteins:p
Structure,pFunctionpandpBioinformaticsVJ1990VJjVJcfXdd 4.2 21

144 uomparisonJofJtheJstructuresJofJglobinsJandJphycocyaninslJevidenceJforJevolutionaryJrelationshipZJ
Proteins:pStructure,pFunctionpandpBioinformaticsVJ1990VJjVJceeXgg 4.2 81

143 PlasticJadaptationJtowardJmutationsJinJproteinslJstructuralJcomparisonJofJthymidylateJsynthasesZJ
Proteins:pStructure,pFunctionpandpBioinformaticsVJ1990VJjVJecgXee 4.2 133

142 wstimatingJtheJtwistJofJbetaXstrandsJembeddedJwithinJaJregularJparallelJbetaXbarrelJstructureZJ1990
VJfVJceeXg 5

141 veJnovoJdesignJofJanJalphaabetaJbarrelJproteinZJ1990VJeVJdeeXf 5

140
urystallizationJandJstructureJsolutionJatJfJsJresolutionJofJtheJrecombinantJsynthaseJdomainJofJ
NXRgQXphosphoribosylSanthranilateJisomeraselindoleXeXglycerolXphosphateJsynthaseJfromJ
wscherichiaJcoliJcomplexedJtoJaJsubstrateJanalogueZJ1990VJeVJcieXjb

7

139 –mprovingJtheJpredictionJofJsecondaryJstructureJofJâ��T–MXbarrelâ��JenzymesZJ1990VJfVJceiXcfi 16

138 ThreeXdimensionalJstructureJofJcellobiohydrolaseJ––JfromJTrichodermaJreeseiZJ1990VJdfkVJejbXh 593

137 SynthesisVJpurificationJandJinitialJstructuralJcharacterizationJofJoctarellinVJaJdeJnovoJpolypeptideJ
modelledJonJtheJalphaabetaXbarrelJproteinsZJ1990VJeVJdgkXhh 78

136 StructureJpredictionsJofJmembraneJproteinsJareJnotJthatJbadZJ1990VJcgVJkeXg 159

135 urystallographicJanalysisJofJribuloseJcVgXbisphosphateJcarboxylaseJfromJspinachJatJdZfJsJresolutionZJ
SubunitJinteractionsJandJactiveJsiteZJJournalpofpMolecularpBiologyVJ1990VJdcgVJcceXhb 6.5 285

134 uonformationalJandJgeometricalJpropertiesJofJidealizedJbetaXbarrelsJinJproteinsZJJournalpofp
MolecularpBiologyVJ1990VJdceVJecgXdh 6.5 45

133 TheJevolutionJofJalphaabetaJbarrelJenzymesZJ1990VJcgVJddjXef 394

132 TheJcrystalJstructureJofJhumanJmuscleJaldolaseJatJeZbJsJresolutionZJ1990VJdhdVJdjdXh 52
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131 TheJT–MJbarrelâ��theJmostJfrequentlyJoccurringJfoldingJmotifJinJproteinsZJCurrentpOpinionpinp
StructuralpBiologyVJ1991VJcVJkijXkje 8.1 110

130
RefinedJcZjeJsJstructureJofJtrypanosomalJtriosephosphateJisomeraseJcrystallizedJinJtheJpresenceJ
ofJdZfJMXammoniumJsulphateZJsJcomparisonJwithJtheJstructureJofJtheJtrypanosomalJ
triosephosphateJisomeraseXglycerolXeXphosphateJcomplexZJJournalpofpMolecularpBiologyVJ1991VJddbVJkkgXcbcg

6.5 148

129 uytolyticJporeXformingJproteinsJandJpeptideslJisJthereJaJcommonJstructuralJmotifqZJ1991VJchVJddgXk 199

128
sJmetalXmediatedJhydrideJshiftJmechanismJforJxyloseJisomeraseJbasedJonJtheJcZhJsJStreptomycesJ
rubiginosusJstructuresJwithJxylitolJandJvXxyloseZJProteins:pStructure,pFunctionpandpBioinformaticsVJ
1991VJkVJcgeXie

4.2 177

127 wnergeticJapproachJtoJtheJfoldingJofJalphaabetaJbarrelsZJProteins:pStructure,pFunctionpandp
BioinformaticsVJ1991VJkVJdjbXkg 4.2 57

126 –mprovingJtheJpredictionJofJsecondaryJstructureJofJQT–MXbarrelQJenzymesZJ1991VJfVJegkXib 18

125 sJT–MJbarrelJproteinJwithoutJenzymaticJactivityqJurystalXstructureJofJnarboninJatJcZjJsJresolutionZJ
1992VJebhVJjbXf 42

124 wvaluationJofJtheJsequenceJtemplateJmethodJforJproteinJstructureJpredictionZJviscriminationJofJtheJ
RbetaaalphaSjXbarrelJfoldZJJournalpofpMolecularpBiologyVJ1992VJddjVJcibXji 6.5 32

123 snatomyJandJevolutionJofJproteinsJdisplayingJtheJviralJcapsidJjellyrollJtopologyZJJournalpofp
MolecularpBiologyVJ1992VJddjVJddbXfd 6.5 54

122 betaXTrefoilJfoldZJPatternsJofJstructureJandJsequenceJinJtheJαunitzJinhibitorsJinterleukinsXcJbetaJ
andJcJalphaJandJfibroblastJgrowthJfactorsZJJournalpofpMolecularpBiologyVJ1992VJddeVJgecXfe 6.5 290

121 TheJimportanceJofJsurfaceJloopsJforJstabilizingJanJeightfoldJbetaJalphaJbarrelJproteinZJProteinp
ScienceVJ1992VJcVJecXfg 6.3 50

120 sJdatabaseJofJproteinJstructureJfamiliesJwithJcommonJfoldingJmotifsZJProteinpScienceVJ1992VJcVJchkcXj 6.3 171

119 RecurrentJalphaJbetaJloopJstructuresJinJT–MJbarrelJmotifsJshowJaJdistinctJpatternJofJconservedJ
structuralJfeaturesZJProteins:pStructure,pFunctionpandpBioinformaticsVJ1992VJcdVJdkkXece 4.2 37

118 urystalJstructuresJexplainJfunctionalJpropertiesJofJtwoJwZJcoliJporinsZJ1992VJegjVJidiXee 1434

117 uomparisonJofJconformationalJcharacteristicsJinJstructurallyJsimilarJproteinJpairsZJProteinpScienceVJ
1993VJdVJcjccXdh 6.3 160

116
StarchXJandJglycogenXdebranchingJandJbranchingJenzymeslJpredictionJofJstructuralJfeaturesJofJtheJ
catalyticJRbetaaalphaSjXbarrelJdomainJandJevolutionaryJrelationshipJtoJotherJamylolyticJenzymesZJ
1993VJcdVJikcXjbg

233

115 StructureJofJtriosephosphateJisomeraseJfromJwscherichiaJcoliJdeterminedJatJdZhJsJresolutionZJ1993VJ
fkVJfbeXci 48

114 RecurringJstructuralJmotifsJinJproteinsJwithJdifferentJfunctionsZJ1993VJeVJcecXk 43

(1993-1991)
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113 NewJfoldsJforJallXbetaJproteinsZJ1993VJcVJdciXdd 67

112 sspectsJofJproteinJenergeticsJandJdynamicsZJ1993VJhbVJieXdbb 60

111 snJ˛–a˛†XbarrelJfullJofJevolutionaryJtroubleZJCurrentpOpinionpinpStructuralpBiologyVJ1993VJeVJfbkXfcd 8.1 84

110 TopologicalJandJstereochemicalJrestrictionsJinJbetaXsandwichJproteinJstructuresZJ1993VJhVJfhcXib 33

109 StructureJandJfunctionJofJlipasesZJ1994VJfgVJcXgd 126

108
urystalJstructureJofJrecombinantJhumanJtriosephosphateJisomeraseJatJdZjJsJresolutionZJ
TriosephosphateJisomeraseXrelatedJhumanJgeneticJdisordersJandJcomparisonJwithJtheJ
trypanosomalJenzymeZJProteinpScienceVJ1994VJeVJjcbXdc

6.3 101

107 MultipleJproteinJstructureJalignmentZJProteinpScienceVJ1994VJeVJcjgjXib 6.3 105

106 OnJtheJevolutionJofJalternateJcoreJpackingJinJeightfoldJbetaaalphaXbarrelsZJProteinpScienceVJ1994VJeVJcjjkXkd6.3 29

105 uommonJstructuralJfeaturesJofJtheJluxxJproteinJandJtheJsubunitsJofJbacterialJluciferaselJevidenceJ
forJaJRbetaJalphaSjJfoldJinJluciferaseZJProteinpScienceVJ1994VJeVJckcfXdh 6.3 21

104 alphaabetaJbarrelJevolutionJandJtheJmodularJassemblyJofJenzymeslJemergingJtrendsJinJtheJflavinJ
oxidaseadehydrogenaseJfamilyZJ1994VJchVJccgXdd 41

103 veJnovoJdesignJandJcreationJofJaJstableJartificialJproteinZJ1994VJgbVJfiXhc 14

102 TheJthreeXdimensionalJstructureJofJNXacetylneuraminateJlyaseJfromJwscherichiaJcoliZJ1994VJdVJehcXk 115

101
ParallelJbetaaalphaXbarrelsJofJalphaXamylaseVJcyclodextrinJglycosyltransferaseJandJ
oligoXcVhXglucosidaseJversusJtheJbarrelJofJbetaXamylaselJevolutionaryJdistanceJisJaJreflectionJofJ
unrelatedJsequencesZJ1994VJegeVJcckXde

46

100 PrinciplesJdeterminingJtheJstructureJofJbetaXsheetJbarrelsJinJproteinsZJ–ZJsJtheoreticalJanalysisZJ
JournalpofpMolecularpBiologyVJ1994VJdehVJcehkXjc 6.5 184

99 PrinciplesJdeterminingJtheJstructureJofJbetaXsheetJbarrelsJinJproteinsZJ––ZJTheJobservedJstructuresZJ
JournalpofpMolecularpBiologyVJ1994VJdehVJcejdXfbb 6.5 120

98 MotifXbiasedJproteinJsequenceJalignmentZJ1994VJcVJdkiXecb 11

97 urystalJstructureJofJendoXbetaXNXacetylglucosaminidaseJxcVJanJalphaabetaXbarrelJenzymeJadaptedJ
forJaJcomplexJsubstrateZJ1994VJeeVJcekjkXkh 57

96 vetectionJofJanJintermediateJinJtheJfoldingJofJtheJRbetaJalphaSjXbarrelJ
NXRgQXphosphoribosylSanthranilateJisomeraseJfromJwscherichiaJcoliZJ1994VJeeVJhegbXg 40
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95 urystalJstructureJofJendoXbetaXNXacetylglucosaminidaseJzJatJcZkJsJresolutionlJactiveXsiteJgeometryJ
andJsubstrateJrecognitionZJ1995VJeVJffkXgi 53

94 TheJcrystalJstructureJofJaJcyanogenicJbetaXglucosidaseJfromJwhiteJcloverVJaJfamilyJcJglycosylJ
hydrolaseZJ1995VJeVJkgcXhb 189

93 StructuralJpredictionsJforJtheJligandXbindingJregionJofJglycoproteinJhormoneJreceptorsJandJtheJ
natureJofJhormoneXreceptorJinteractionsZJ1995VJeVJcefcXge 171

92 MultipleJmolecularJrecognitionJpropertiesJofJtheJlipocalinJproteinJfamilyZJ1995VJjVJcjgXkg 91

91 PackingJconstraintsJofJhydrophobicJsideJchainsJinJRalphaabetaSjJbarrelsZJProteins:pStructure,pFunctionp
andpBioinformaticsVJ1995VJdcVJdghXhb 4.2 4

90 SimilarityJofJdifferentJbetaXstrandsJflankedJinJloopsJbyJglycinesJandJprolinesJfromJdistinctJ
RalphaabetaSjXbarrelJenzymeslJchanceJorJaJhomologyqZJProteinpScienceVJ1995VJfVJcdekXfd 6.3 6

89 ZJ1995VJ 4

88 StructuralJbasisJforJsugarJtranslocationJthroughJmaltoporinJchannelsJatJeZcJsJresolutionZJ1995VJdhiVJgcdXf 568

87 ModellingJProteinJStructuresZJkXeg 1

86
TheJtentativeJRalphaabetaSjXbarrelJinJtheJpathwayJofJbetaXcaroteneJbiosynthesislJlycopeneJcyclaseJ
hasJanJaminoJacidJsequenceJsimilarJtoJthatJofJxyloseJisomeraseZJBiochemicalpJournalVJ1996VJeckJRJPtJ
eSVJcbbgXh

3.8 3

85 βoopJproblemJinJproteinslJvevelopmentsJonJMonteJuarloJsimulatedJannealingJapproachZJ1996VJciVJcbbdXcbcd 17

84 wvolutionJofJ˛†XamylaselJPatternsJofJvariationJandJconservationJinJsubfamilyJsequencesJinJrelationJtoJ
parsimonyJmechanismsZJProteins:pStructure,pFunctionpandpBioinformaticsVJ1996VJdgVJfghXfid 4.2 1

83 ProgressJtowardsJunderstandingJbetaXsheetJstructureZJ1996VJfVJiekXhh 128

82 wxtendingJmolecularJsystematicsJtoJtheJthirdJdimensionZJ1996VJeVJgigXj 6

81 TheJbroadJbeanJgeneJVfNOvedJencodesJaJnodulinJwithJsequenceJsimilaritiesJtoJchitinasesJthatJisJ
homologousJtoJRalphaabetaSjXbarrelXtypeJseedJproteinsZJ1996VJccbVJcfiXgf 30

80 sJmethodJforJdeterminingJdomainJbindingJsitesJinJproteinsJwithJswappedJdomainslJimplicationsJforJ
˛†seXJandJ˛†tdXcrystallinsZJ1997VJjVJjciXjdh 1

79 –mplicationsJofJatomicXresolutionJstructuresJforJcellJadhesionZJ1997VJceVJeheXke 33

78 ProteinJfoldsJinJtheJallXbetaJandJallXalphaJclassesZJ1997VJdhVJgkiXhdi 93

(1997-1995)
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77 StructureJandJmechanismJofJaJsubXfamilyJofJenzymesJrelatedJtoJNXacetylneuraminateJlyaseZJJournalp
ofpMolecularpBiologyVJ1997VJdhhVJejcXkk 6.5 96

76 sJevXcvJsubstitutionJmatrixJforJproteinJfoldJrecognitionJthatJincludesJpredictedJsecondaryJ
structureJofJtheJsequenceZJJournalpofpMolecularpBiologyVJ1997VJdhiVJcbdhXej 6.5 144

75 NewJstructureXXnovelJfoldqZJ1997VJgVJchgXic 54

74 alphaXsmylaseJfamilylJmolecularJbiologyJandJevolutionZJ1997VJhiVJhiXki 162

73 snJanalysisJofJtheJaminoJacidJclusteringJpatternJinJRalphaabetaSjJbarrelJproteinsZJ1998VJciVJfbiXcg 24

72 urystalJstructureJofJhumanJuroporphyrinogenJdecarboxylaseZJEMBOpJournalVJ1998VJciVJdfheXic 13 90

71 urystalJstructureJofJtheJouterJmembraneJactiveJtransporterJxepsJfromJwscherichiaJcoliZJ1999VJhVJghXhe 463

70 tarrelJstructuresJinJproteinslJautomaticJidentificationJandJclassificationJincludingJaJsequenceJ
analysisJofJT–MJbarrelsZJProteinpScienceVJ1999VJjVJdbidXjf 6.3 56

69 –dentifyingJtheJstructuralJboundariesJofJindependentJfoldingJdomainsJinJtheJalphaJsubunitJofJ
tryptophanJsynthaseVJaJbetaaalphaJbarrelJproteinZJProteinpScienceVJ1999VJjVJcdbbXk 6.3 52

68 zelixJswappingJbetweenJtwoJalphaabetaJbarrelslJcrystalJstructureJofJphosphoenolpyruvateJmutaseJ
withJboundJMgRdUSXoxalateZJ1999VJiVJgekXfj 31

67 sJdatabaseJmethodJforJautomatedJmapJinterpretationJinJproteinJcrystallographyZJ1999VJehVJgdhXgfc 10

66 uorrelationJofJobservedJfoldJfrequencyJwithJtheJoccurrenceJofJlocalJstructuralJmotifsZJJournalpofp
MolecularpBiologyVJ1999VJdjiVJkhkXjc 6.5 70

65 uharacterizationJofJacidXinducedJunfoldingJintermediatesJofJglucoseaxyloseJisomeraseZJ2000VJdhiVJheecXj 46

64 βipocalinsJasJaJscaffoldZJ2000VJcfjdVJeeiXgb 167

63 xromJgenesJtoJproteinJstructureJandJfunctionlJnovelJapplicationsJofJcomputationalJapproachesJinJ
theJgenomicJeraZJ2000VJcjVJefXk 117

62 TheJanatomyJofJproteinJbetaXsheetJtopologyZJJournalpofpMolecularpBiologyVJ2000VJdkkVJcbigXjk 6.5 46

61 TheJT–MXbarrelJfoldlJaJversatileJframeworkJforJefficientJenzymesZJ2001VJfkdVJckeXj 293

60 ProteinJstructurelJgeometryVJtopologyJandJclassificationZJ2001VJhfVJgciXgkb 43
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59 ulustersJinJalphaabetaJbarrelJproteinslJimplicationsJforJproteinJstructureVJfunctionVJandJfoldinglJaJ
graphJtheoreticalJapproachZJProteins:pStructure,pFunctionpandpBioinformaticsVJ2001VJfeVJcbeXcd 4.2 24

58 vivergentJevolutionJofJRbetaalphaSjXbarrelJenzymesZJ2001VJejdVJcecgXdb 36

57 wvolutionJofJalphaXamylaseslJarchitecturalJfeaturesJandJkeyJresiduesJinJtheJstabilizationJofJtheJ
RbetaaalphaSRjSJscaffoldZJ2001VJcjVJejXgf 45

56 OneJfoldJwithJmanyJfunctionslJtheJevolutionaryJrelationshipsJbetweenJT–MJbarrelJfamiliesJbasedJonJ
theirJsequencesVJstructuresJandJfunctionsZJJournalpofpMolecularpBiologyVJ2002VJedcVJifcXhg 6.5 504

55 tetaineXhomocysteineJmethyltransferaselJzincJinJaJdistortedJbarrelZJ2002VJcbVJccgkXic 100

54 veJnovoJbackboneJandJsequenceJdesignJofJanJidealizedJalphaabetaXbarrelJproteinlJevidenceJofJ
stableJtertiaryJstructureZJJournalpofpMolecularpBiologyVJ2003VJedgVJcheXif 6.5 66

53 wffectiveJdetectionJofJremoteJhomologuesJbyJsearchingJinJsequenceJdatasetJofJaJproteinJdomainJ
foldZJ2003VJggdVJddgXeb 8

52 –nfluenceJofJProteinJStructuresJonJMechanicalJResponseZJ2004VJjffVJc

51 uobalaminXindependentJmethionineJsynthaseJRMetwSlJaJfaceXtoXfaceJdoubleJbarrelJthatJevolvedJbyJ
geneJduplicationZJ2005VJeVJeec 85

50 sJSemidefiniteJProgrammingJspproachJtoJSideJuhainJPositioningJwithJNewJRoundingJStrategiesZJ
2004VJchVJejbXekd 66

49 StructurallyJanalogousJproteinsJdoJexistKZJ2004VJcdVJccdgXi 38

48
βocatingJtheJstabilizingJresiduesJinJRalphaabetaSjJbarrelJproteinsJbasedJonJhydrophobicityVJ
longXrangeJinteractionsVJandJsequenceJconservationZJProteins:pStructure,pFunctionpandpBioinformatics
VJ2004VJggVJechXdk

4.2 65

47 –nterconvertingJtheJcatalyticJactivitiesJofJRbetaalphaSRjSXbarrelJenzymesJfromJdifferentJmetabolicJ
pathwayslJsequenceJrequirementsJandJmolecularJanalysisZJJournalpofpMolecularpBiologyVJ2004VJeeiVJjicXk6.5 40

46
MechanismJandJsubstrateJspecificityJofJtRNsXguanineJtransglycosylasesJRTyTsSlJtRNsXmodifyingJ
enzymesJfromJtheJthreeJdifferentJkingdomsJofJlifeJshareJaJcommonJcatalyticJmechanismZJ
ChemBioChemVJ2005VJhVJckdhXek

3.8 56

45 uharacteristicJtwoXdimensionalJ–RJspectroscopicJfeaturesJofJantiparallelJandJparallelJbetaXsheetJ
polypeptideslJsimulationJstudiesZJJournalpofpChemicalpPhysicsVJ2005VJcdeVJbjfkbg 3.9 71

44
uomparativeJmodelJofJwuttJfromJcoenzymeJtcdXdependentJethanolamineJammoniaXlyaseJrevealsJaJ
betajalphajVJT–MXbarrelJfoldJandJradicalJcatalyticJsiteJstructuralJfeaturesZJProteins:pStructure,p
FunctionpandpBioinformaticsVJ2006VJhfVJebjXck

4.2 22

43 wxploringJtheJenvironmentalJpreferenceJofJweakJinteractionsJinJRalphaabetaSjJbarrelJproteinsZJ
Proteins:pStructure,pFunctionpandpBioinformaticsVJ2006VJhgVJigXjh 4.2 19

42
xoldingJofJuuaZnJsuperoxideJdismutaseJsuggestsJstructuralJhotspotsJforJgainJofJneurotoxicJ
functionJinJsβSlJparallelsJtoJprecursorsJinJamyloidJdiseaseZJProceedingspofpthepNationalpAcademypofp
SciencespofpthepUnitedpStatespofpAmericaVJ2006VJcbeVJcbdcjXcbdde

11.5 85

(2006-2001)
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41 –mpactJofJ˛†XSheetJuonformationsJonJtheJMechanicalJResponseJofJProteinJinJtiocompositesZJ
MaterialspandpManufacturingpProcessesVJ2006VJdcVJhihXhjd 4.1 7

40 StrictJrulesJdetermineJarrangementsJofJstrandsJinJsandwichJproteinsZJProceedingspofpthepNationalp
AcademypofpSciencespofpthepUnitedpStatespofpAmericaVJ2006VJcbeVJfcbiXcb 11.5 13

39 vivergentJevolutionJofJaJbetaaalphaXbarrelJsubclasslJdetectionJofJnumerousJphosphateXbindingJ
sitesJbyJmotifJsearchZJProteinpScienceVJ1995VJfVJdhjXif 6.3 42

38 –nvariantJglycinesJandJprolinesJflankingJinJloopsJtheJstrandJbetaJdJofJvariousJRalphaabetaSjXbarrelJ
enzymeslJaJhiddenJhomologyqZJProteinpScienceVJ1996VJgVJccehXfe 6.3 12

37 MutationsJofJendoXbetaXNXacetylglucosaminidaseJzJactiveJsiteJresiduessJspcebJanyJglucedlJ
activitiesJandJconformationsZJProteinpScienceVJ1999VJjVJdeejXfh 6.3 22

36 snalysisJofJinteractiveJpackingJofJsecondaryJstructuralJelementsJinJalphaabetaJunitsJinJproteinsZJ
ProteinpScienceVJ1999VJjVJgieXjh 6.3 16

35 RepeatXproteinJfoldinglJnewJinsightsJintoJoriginsJofJcooperativityVJstabilityVJandJtopologyZJArchivesp
ofpBiochemistrypandpBiophysicsVJ2008VJfhkVJjeXkk 4.1 74

34 urystalJstructuresJofJNsvzlxMNJoxidoreductaseJRwmotSJatJdifferentJstagesJofJcatalysisZJJournalpofp
BiologicalpChemistryVJ2008VJdjeVJdjicbXdb 5.4 38

33 viscreteXcontinuousJdualityJofJproteinJstructureJspaceZJCurrentpOpinionpinpStructuralpBiologyVJ2009VJ
ckVJedcXj 8.1 52

32 UnderstandingJproteinJstructureJfromJaJpercolationJperspectiveZJBiophysicalpJournalVJ2009VJkiVJcijiXkf 2.9 29

31 TriosephosphateJisomeraselJaJhighlyJevolvedJbiocatalystZJCellularpandpMolecularpLifepSciencesVJ2010VJ
hiVJekhcXjd 10.3 145

30 TheJcriticalJroleJofJNXJandJuXterminalJcontactJinJproteinJstabilityJandJfoldingJofJaJfamilyJcbJxylanaseJ
underJextremeJconditionsZJPLoSpONEVJ2010VJgVJeccefi 3.7 32

29 PredictingJgiantJtransmembraneJ˛†XbarrelJarchitectureZJBioinformaticsVJ2012VJdjVJcdkkXebd 7.2 21

28 wmergingJroleJofJNXJandJuXterminalJinteractionsJinJstabilizingJR˛†a˛–SjJfoldJwithJspecialJemphasisJonJ
xamilyJcbJxylanasesZJComputationalpandpStructuralpBiotechnologypJournalVJ2012VJdVJedbcdbkbcf 6.8 17

27 wmergenceJofJsymmetricJproteinJarchitectureJfromJaJsimpleJpeptideJmotiflJevolutionaryJmodelsZJ
CellularpandpMolecularpLifepSciencesVJ2012VJhkVJekkkXfbbh 10.3 15

26 –nsightsJintoJtheJfoldJorganizationJofJT–MJbarrelJfromJinteractionJenergyJbasedJstructureJnetworksZJ
PLoSpComputationalpBiologyVJ2012VJjVJecbbdgbg 5 20

25 tiochemicalJfossilsJofJtheJancientJtransitionJfromJgeoenergeticsJtoJbioenergeticsJinJprokaryoticJ
oneJcarbonJcompoundJmetabolismZJBiochimicapEtpBiophysicapActap-pBioenergeticsVJ2014VJcjeiVJkhfXjc 4.6 60

24 zeatXJandJslkalineXStableJXylanaseslJspplicationVJProteinJStructureJandJwngineeringZJChemBioEngp
ReviewsVJ2015VJdVJkgXcbh 5.2 14
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23 PairwiseJcontactJenergyJstatisticalJpotentialsJcanJhelpJtoJfindJprobabilityJofJpointJmutationsZJ
Proteins:pStructure,pFunctionpandpBioinformaticsVJ2017VJjgVJgfXhf 4.2 1

22 uomparativeJsnalysisJofJTMJandJuytoplasmicJ˛†XbarrelJuonformationsJUsingJ—ointJvescriptorZJ
ScientificpReportsVJ2018VJjVJcfcjg 4.9 1

21 StructuralJbasisJofJglycogenJmetabolismJinJbacteriaZJBiochemicalpJournalVJ2019VJfihVJdbgkXdbkd 3.8 15

20 SimultaneouslyJ–mprovedJThermostabilityJandJzydrolyticJPatternJofJslphaXsmylaseJbyJwngineeringJ
uentralJtetaJStrandsJofJT–MJtarrelZJAppliedpBiochemistrypandpBiotechnologyVJ2020VJckdVJgiXib 3.2 3

19 NativeJaggregationJisJaJcommonJfeatureJamongJtriosephosphateJisomerasesJofJdifferentJspeciesZJ
ScientificpReportsVJ2020VJcbVJceej 4.9 4

18 wvolutionJofJbetaXamylaselJpatternsJofJvariationJandJconservationJinJsubfamilyJsequencesJinJ
relationJtoJparsimonyJmechanismsZJProteins:pStructure,pFunctionpandpBioinformaticsVJ1996VJdgVJfghXid 4.2 26

17 SymmetricJproteinJarchitectureJinJproteinJdesignlJtopXdownJsymmetricJdeconstructionZJMethodspinp
MolecularpBiologyVJ2014VJcdchVJchcXjd 1.4 2

16 urystalJstructureVJatJdZhXsJresolutionVJofJtheJStreptomycesJlividansJxylanaseJsVJaJmemberJofJtheJxJ
familyJofJbetaXcVfXvXglycanasesZZJJournalpofpBiologicalpChemistryVJ1994VJdhkVJdbjccXdbjcf 5.4 112

15 MedicalJandJVeterinaryJ–mportanceJofJtheJMoonlightingJxunctionsJofJTriosephosphateJ–someraseZJ
CurrentpProteinpandpPeptidepScienceVJ2019VJdbVJebfXecg 2.8 6
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