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k Paper IF Citations

800 pffectHofHsiteUspecificHmethylationHonHoylHmodificationHmethyltransferasesHandHrestrictionH
endonucleasesVH1989THYbHSupplTHr[cdU]Y5 52

799 tnHvitroHmethylationHofHnprUrichHislandsVH1989THYbTHdZYdUZd 29

798 SequenceTHinternalHhomologyHandHhighUlevelHexpressionHofHtheHgeneHforHaHoylUPcytosineH
y]QUmethyltransferaseTHxV’vuHttVH1989THYbTH]YaYUb5 45

797 ’redictiveHmotifsHderivedHfromHcytosineHmethyltransferasesVH1989THYbTHZ]ZYU[5 464

796 nytosineUspecificHtypeHttHoylHmethyltransferasesVHlHconservedHenzymeHcoreHwithHvariableH
targetUrecognizingHdomainsVHJournal of Molecular BiologyTH1989THZXaTH[X5UYZ 6.5 219

795 pvolutionHofHtypeHttHoylHmethyltransferasesVHlHgeneHduplicationHmodelVHJournal of Molecular 
BiologyTH1989THZXaTH[Y[UZY 6.5 104

794 lHoylHsignalHfromHtheHÅhyUYHgeneHdefinesHdeHnovoHmethylationHpatternsHinHembryonicHstemHcellsVH
1990THYXTH][daU]XX 78

793 oylHmethylationVHÅheHeffectHofHminorHbasesHonHoylUproteinHinteractionsVH1990THZa5TH[XdUZX 176

792 nloningHandHsequencingHtheHcytosineHmethyltransferaseHgeneHxVHnviutHfromHnhlorellaHvirusHtwU[lVH
1990THYbaTHYaUZ] 31

791 lHroleHforHoylHmethylationHinHvertebrateHgeneHexpressionjVH1990TH]THYcYU[ 20

790 oeHnovoHmethylationHofHtheHxyooYHnprHislandHduringHtheHestablishmentHofHimmortalHcellHlinesVH
1990THcbTHaYYbUZY 216

789 —pètpéVH1990TH[bYTH]]bU]a]

788 nloningTHcharacterizationTHandHexpressionHinHpscherichiaHcoliHofHtheHgeneHcodingHforHtheHnprHoylH
methylaseHfromHSpiroplasmaHspVHstrainHx–YPxVSsstQVH1990THYcTHYY]5U5Z 192

787 xeasurementHbyHquantitativeH’n—HofHchangesHinHs’—ÅTH’rvUYTH’rvUZTHl’—ÅTHxÅaseTHandHZfyHgeneH
transcriptsHduringHmouseHspermatogenesisVH1990THYcTHYZ55Ud 223

786 nloningHandHnucleotideHsequenceHofHtheHgenesHcodingHforHtheHSaudatHrestrictionHandHmodificationH
enzymesVH1990THYcTH]a5dUa] 40

785 lnalysisHofHsubstrateHspecificityHofHtheH’ae—bHendonucleaseeHeffectHofHbaseHmethylationHonHtheH
kineticsHofHcleavageVH1990THYcTH5Xa[Uc 15

784
tnteractionHofHoligonucleotidesHcontainingHaUzUmethylguanineHwithHhumanHoylH
PcytosineU5UQUmethyltransferaseH[publishedHerratummHappearsHinHmiochemistryHYddZHlugH
]f[YP[XQebXXc]VH1990THZdTHdZ[]U]X

37
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783 sighHlevelsHofHdeHnovoHmethylationHandHalteredHchromatinHstructureHatHnprHislandsHinHcellHlinesVH
1990THaZTH5X[UY] 618

782 xechanismsHforHtheHcontrolHofHgeneHactivityHduringHdevelopmentVH1990THa5TH][YUbY 109

781 pukaryoticHoylHmethylationeHfactsHandHproblemsVH1990THZacTH[ZdU[[ 50

780 oylHmethylationHandHcellularHageingVH1991THZ5aTHZc[Ud[ 41

779 pxpressionHinHmammalianHcellsHofHaHclonedHgeneHencodingHmurineHoylHmethyltransferaseVH1991TH
YXdTHZ5dUa[ 26

778 mUZHtransitionHofHpolyPdrUm5dnQHinducedHbyHbindingHofHwysUcontainingHpeptidesVH1991THZbdTHZ5[U5 18

777 lHstrainUspecificHmodifierHonHmouseHchromosomeH]HcontrolsHtheHmethylationHofHindependentH
transgeneHlociVH1991THa5THd[dU]b 212

776 SiteUspecificHmethylationeHeffectHonHoylHmodificationHmethyltransferasesHandHrestrictionH
endonucleasesVH1991THYdHSupplTHZX]5UbY 86

775 —eportHofHtheHcommitteeHonHtheHgeneticHconstitutionHofHchromosomeHYdVH1991TH5cTHb5YUbc] 8

774 nomplementationHbyHdetachedHpartsHofHrrnnUspecificHoylHmethyltransferasesVH1991THYdTH]c][Ub 18

773 oylHmethylaseHfromH’isumHsativumVH1991THZb[P’tHZQTH]adUb5 21

772 —egionUHandHcellHtypeUspecificHdeHnovoHoylHmethylationHinHculturedHmammalianHcellsVH1991THYbTHY5YUb 23

771 miologicalHaspectsHofHcytosineHmethylationHinHeukaryoticHcellsVH1991TH]bTHYYbYUc5 93

770 —eactivationHofHaHsilentHlcHfollowingHtissueHcultureHisHassociatedHwithHheritableHalterationsHinHitsH
methylationHpatternVH1991THZZdTH[a5UbZ 72

769 zrganizationHofHrestrictionUmodificationHsystemsVH1991THYdTHZ5[dUaa 214

768 —pètpéVH1991TH[bZTH55bU5a] 71

767 sighHexpressionHofHtheHoylHmethyltransferaseHgeneHcharacterizesHhumanHneoplasticHcellsHandH
progressionHstagesHofHcolonHcancerVH1991THccTH[]bXU] 268

766 oylHmethyltransferaseHisHdevelopmentallyHexpressedHinHreplicatingHandHnonUreplicatingHmaleHgermH
cellsVH1992THZXTHZ5]YU5 57

(1992-1990)

3



765 tsolationHandHcharacterizationHofHtheHcoylHencodingHhumanHoylHmethyltransferaseVH1992THZXTHZZcbUdY 214

764 lminoHacidHsequenceHarrangementsHofHoylUmethyltransferasesVH1992THZYaTHZ5dUbd 43

763 pffectHofHsiteUspecificHmethylationHonHoylHmodificationHmethyltransferasesHandHrestrictionH
endonucleasesVH1992THZXHSupplTHZY]5U5b 50

762 oylHmethylationeHeukaryoticHdefenseHagainstHtheHtranscriptionHofHforeignHgenesjVH1992THYZTHYUc 16

761 ÅargetedHmutationHofHtheHoylHmethyltransferaseHgeneHresultsHinHembryonicHlethalityVH1992THadTHdY5UZa 3315

760 sighHfrequencyHmutagenesisHbyHaHoylHmethyltransferaseVH1992THbYTHYXb[UcX 246

759 ’urificationTHcrystallizationTHandHpreliminaryHβUrayHdiffractionHanalysisHofHanHxVshatUldoxetH
complexVH1992TH[YTHca]cU5[ 62

758 xodeHofHactionHofHtheHSpiroplasmaHnprHmethylaseHxVSsstVH1992TH[Y[THZ][Ub 35

757 lctivationHofHmammalianHoylHmethyltransferaseHbyHcleavageHofHaHZnHbindingHregulatoryHdomainVVH
1992THYYTHZaYYUZaYb 315

756 nprHislandsHinHmammalianHgeneHpromotersHareHinherentlyHresistantHtoHdeHnovoHmethylationVH1992THdTH]cU5[ 50

755 oeHnovoHmethylationHofHtransfectedHnlÅHgeneHplasmidHconstructsHinHqdHmouseHembryonalH
carcinomaHcellsVH1992THYY[YTHYaUZZ 14

754
—atHguanidinoacetateHmethyltransferaseeHmutationHofHaminoHacidsHwithinHaHcommonHsequenceHmotifH
ofHmammalianHmethyltransferaseHdoesHnotHaffectHcatalyticHactivityHbutHaltersHproteolyticH
susceptibilityVH1992THZ]THYa[dU]d

19

753 renomicHimprintingeHimplicationsHforHbehavioralHgeneticsVH1993THZ[THY[bU][ 13

752 oetectionHofHaHmammalianHdnaHmethylaseHproteinHfamilyVH1993TH]TH[]5U[5b 2

751 xethylationHofHoylHinHprokaryotesVH1993THa]TH[dUYXc 63

750 xodulationHofHhumanHoylHmethyltransferaseHactivityHandHm—ylHlevelsHinHtheHmonoblastHcellHlineH
àd[bHinducedHtoHdifferentiateHwithHdibutyrylHcyclicHlx’HandHphorbolHesterVH1993THYYTHYdYUZXX 3

749 znHtheHoriginsTHstructuresHandHfunctionsHofHrestrictionUmodificationHenzymesVH1993THY5TH5bUYXc 63

748 pffectHofHsiteUspecificHmethylationHonHrestrictionHendonucleasesHandHoylHmodificationH
methyltransferasesVH1993THZYTH[Y[dU5] 74
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747 tsolationHandHidentificationHbyHsequenceHhomologyHofHaHputativeHcytosineHmethyltransferaseHfromH
lrabidopsisHthalianaVH1993THZYTHZ[c[Uc 223

746 ÅheHroleHofHoylHmethylationHinHtheHregulationHofHplantHgeneHexpressionVH1993THa]THZYcUaY 43

745 oifferentialHgeneHexpressionHinHfetalHmouseHgermHcellsVH1993TH]cTH5a]Ub] 14

744 ldenoviralHoylHintegrationHandHchangesHinHoylHmethylationHpatternseHaHdifferentHviewHofH
insertionalHmutagenesisVH1993TH]aTHYU[a 20

743 oeterminationHofHtheHorderHofHsubstrateHadditionHtoHxsptHoylHmethyltransferaseHusingHaHnovelH
mechanismUbasedHinhibitorVH1993THZdYHPH’tHZQTH]d[U5X] 25

742 lcuteHmixedUlineageHleukemiaHtP]fYYQPqZYfqZ[QHgeneratesHanHxwwUlq]HfusionHproductVH1993THdXTHbcc]Uc 209

741 pxpressionHofHanHexogenousHeukaryoticHoylHmethyltransferaseHgeneHinducesHtransformationHofH
ytsH[Å[HcellsVH1993THdXTHccdYU5 225

740 lnalysisHofHtheHmurineHlllUYHgeneHrevealsHconservedHdomainsHwithHhumanHlwwUYHandHidentifiesHaH
motifHsharedHwithHoylHmethyltransferasesVH1993THdXTHa[5XU] 130

739 oevelopmentalHexpressionHofHoylHmethyltransferaseHmessengerHribonucleicHacidTHproteinTHandH
enzymeHactivityHinHtheHmouseHtestisVH1994TH5XTHY[YZUd 27

738 miologicalHimplicationsHofHtheHmechanismHofHactionHofHhumanHoylHPcytosineU5QmethyltransferaseVH
1994TH]dTHa5UYYY 35

737 lreHthereHtwoHoylHmethyltransferaseHgeneHfamiliesHinHplantHcellsjHlHnewHpotentialH
methyltransferaseHgeneHisolatedHfromHanHlrabidopsisHthalianaHgenomicHlibraryVH1994THZZTHd5[Uc 10

736 SelfUmethylationHofHmsp—tHoylUmethyltransferaseVH1994THZZTHZcbaUcY 9

735 pvolutionHofHtheHoylHmethylaseHproteinHfamilyHinHvertebratesVH1994TH5THbdUcb 1

734 pxpressionHofHoylHmethyltransferaseHgeneHinHmatureHandHimmatureHneuronsHasHwellHasH
proliferatingHcellsHinHmiceVH1994TH5aTH[dU]] 188

733 oylHmethyltransferasesVH1994THaTH[cXUd 231

732 pffectHofHsiteUspecificHmodificationHonHrestrictionHendonucleasesHandHoylHmodificationH
methyltransferasesVH1994THZZTH[a]XU5d 338

731 SequenceUspecificHhypomethylationHofHtheHtobaccoHgenomeHinducedHwithHdihydroxypropyladenineTH
ethionineHandH5UazacytidineVH1994TH[5[TH[XdUYY 29

730 oylHmethylationHpropertieseHconsequencesHforHpharmacologyVH1994THY5THZ[[Uc 99

(1994-1993)
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729 ÅheHoylHPcytosineU5QHmethyltransferasesVH1994THZZTHYUYX 395

728 xechanismsHofHgenomicHimprintingHinHmammalsVH1994THZdTHZZbUcX 31

727 YYqZ[HtranslocationsHsplitHtheHJlÅUhookJHcruciformHoylUbindingHregionHandHtheHtranscriptionalH
repressionHdomainHfromHtheHactivationHdomainHofHtheHmixedUlineageHleukemiaHPxwwQHgeneVH1994THdYTHYXaYXU] 211

726 5UxethylUZOUdeoxycytidineHinHsingleUstrandedHoylHcanHactHinHcisHtoHsignalHdeHnovoHoylHmethylationVH
1995THdZTHb[]bU5Y 75

725 oevelopmentalHandHhormonalHregulationHofHoylHmethyltransferaseHinHtheHratHtestisVH1995TH5ZTHY[a]UbY 18

724 pukaryoticHoylHmethyltransferasesUUstructureHandHfunctionVH1995THYbTHY[dU]5 56

723 nhromatinHstructureHandHimprintingeHdevelopmentalHcontrolHofHoyaseUtHsensitivityHinHtheHmouseH
insulinUlikeHgrowthHfactorHZHgeneVH1995THYbTHZ]XU5Z 23

722 xcrmeHaHprokaryoticHproteinHspecificallyHrecognizingHoylHcontainingHmodifiedHcytosineHresiduesVVH
1995THY]THZaaYUZaad 33

721 —egulationHofHoylHmethylationHbyHtheH—asHsignalingHpathwayVH1995THZbXTHYY[ZbU[b 159

720 —egulationHofHtheHoylHmethyltransferaseHbyHtheH—asUl’UYHsignalingHpathwayVH1995THZbXTHY5d5UaXY 113

719 —egulatedHsynthesisHandHlocalizationHofHoylHmethyltransferaseHduringHspermatogenesisVH1995TH5[TH5aYUd 51

718 ÅheHfissionHyeastHgeneHpmtYSHencodesHaHoylHmethyltransferaseHhomologueVH1995THZ[THZX[UYX 103

717 xammalianHoylHPcytosineU5UQUmethyltransferaseHexpressedHinHpscherichiaHcoliTHpurifiedHandH
characterizedVH1995THZbXTHYc5][U5X 39

716 tsolationHandHnharacterisationHofHoylUxethyltransferaseHpncodingHcoylHnlonesHfromHoaucusH
narotaVH1995THYZdTHd[bUd[c

715
Societˆ HmotanicaHttalianaeHwavoriH’resentatiHlllaH—iunioneHScientificaHlnnualeHoeiHrruppiHdiHwavoroH
’erHlaHnitologiaHpperilHoifferenziamentoHpleHnoltureHoeiHÅessutiHqerraraTHZXâ��ZZHriugnoHYdd]VH1995TH
YZdTHc5dUdZX

714 nharacterizationHofHanHlrabidopsisHthalianaHoylHhypomethylationHmutantVH1995THZ[THY[XUb 117

713 pxpressionHofHantisenseHtoHoylHmethyltransferaseHm—ylHinducesHoylHdemethylationHandHinhibitsH
tumorigenesisVH1995THZbXTHcX[bU][ 130

712 pffectHofHtheHxUpco—ttHmethyltransferaseUencodingHgeneHonHtheHphenotypeHofHyicotianaHtabacumH
transgenicHcellsVH1995THY5bTHZc[Ub 4
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711 SuppressionHofHintestinalHneoplasiaHbyHoylHhypomethylationVH1995THcYTHYdbUZX5 636

710
StructureUguidedHanalysisHrevealsHnineHsequenceHmotifsHconservedHamongHoylH
aminoUmethyltransferasesTHandHsuggestsHaHcatalyticHmechanismHforHtheseHenzymesVHJournal of 
Molecular BiologyTH1995THZ5[THaYcU[Z

6.5 414

709 lHmicroassayHforHmeasuringHcytosineHoylHmethyltransferaseHactivityHduringHtumorHprogressionVH
1995THcZUc[TH[[5U]X 7

708 npyprHmethylationHinHmammalianHcellsVH1995THYXTHZXUb 242

707 xurineHoylHcytosineUn5HmethyltransferaseeHpreUsteadyUHandHsteadyUstateHkineticHanalysisHwithH
regulatoryHoylHsequencesVH1996TH[5THb[XcUY5 73

706 oifferentHeffectsHofHhistoneHsYHonHdeHnovoHoylHmethylationHinHvitroHdependHonHbothHtheHoylHbaseH
compositionHandHtheHoylHmethyltransferaseVH1996TH[5THYYaaXUb 6

705 tsolationHofHcoylHclonesHencodingHoylHmethyltransferaseHofHseaHurchinH’VHlividuseHexpressionH
duringHembryonicHdevelopmentVH1996THYbcTH5bUaY 25

704 xammalianHoylHcytosineU5HmethyltransferaseHinteractsHwithHpZ[HproteinVH1996TH[dZTHYbdUc[ 14

703
nharacterisationHofHindependentHoylHandHmultipleHZnUbindingHdomainsHatHtheHyHterminusHofHhumanH
oylUPcytosineU5QHmethyltransferaseeHmodulatingHtheHpropertyHofHaHoylUbindingHdomainHbyH
contiguousHZnUbindingHmotifsVHJournal of Molecular BiologyTH1996THZ5bTHd[5U]c

6.5 40

702 lHstructuralHbasisHforHtheHpreferentialHbindingHofHhemimethylatedHoylHbyHshatHoylH
methyltransferaseVHJournal of Molecular BiologyTH1996THZa[TH5dbUaXa 6.5 84

701 oemethylationUinducedHdevelopmentalHpleiotropyHinHlrabidopsisVH1996THZb[THa5]Ub 395

700 ÅheHroleHofHoylHmethylationHinHcancerHgeneticHandHepigeneticsVH1996TH[XTH]]YUa] 419

699 oylHxethylationHandHtnactivationHofHÅumorHSuppressorHrenesVH1996THY5ZUYaX

698 tncreasedHcytosineHoylUmethyltransferaseHactivityHisHtargetUcellUspecificHandHanHearlyHeventHinHlungH
cancerVH1996THd[TH]X]5U5X 217

697 oeHnovoHmethylationHofHnprHislandHsequencesHinHhumanHfibroblastsHoverexpressingHoylH
PcytosineU5UQUmethyltransferaseVH1996THYaTH]555Ua5 249

696 ÅargetingHandHassociationHofHproteinsHwithHfunctionalHdomainsHinHtheHnucleuseHtheHinsolubleH
solutionVH1995THYaZmTH[X[U[5 24

695 zverproductionTHpurificationHandHcharacterizationHofHxVpcosv[YtTHaHbacterialHmethyltransferaseH
withHtwoHpolypeptidesVH1996TH[Y]HPH’tHYQTH[ZYUa 11

694 nomplementationHofHmethylationHdeficiencyHinHembryonicHstemHcellsHbyHaHoylHmethyltransferaseH
minigeneVH1996THd[THYZdZXU5 80

(1996-1995)
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693 orosophilaHmelanogasterHgenomicHoylHsequenceHhomologousHtoHmammalianHcytosineH
oylUmethyltransferaseHgeneVH1996TH[dTH[5[Uc

692 ÅheHmethylationHpatternHofHaHcytosineHoylUmethyltransferaseHgeneHinHlrabidopsisHthalianaHplantsVH
1996TH]XTH[]bU5[ 2

691 rrowthHconditionsHinfluenceHoylHmethylationHinHculturedHcerebellarHgranuleHcellsVH1996THd5TH[cU][ 9

690 ÅheHoylHmethylationHmachineryHasHaHtargetHforHanticancerHtherapyVH1996THbXTHYU[b 70

689 pxperimentalHmanipulationHofHgenomicHmethylationVH1996THbTHZaYUc 10

688 oylHmethyltransferaseHinHnormalHandHonmtnWonmtnHmouseHembryosVH1996THZXaTHZ[dU]b 56

687 oemethylationHofHrepetitiveHoylHsequencesHinHneuroblastomaVH1996THYbTHZ[]U]] 37

686 maseHeversionHandHshufflingHbyHoylHmethyltransferasesVH1996TH[TH]YdUZ[ 9

685 tdentificationHofHtheHgeneHencodingHtheHoylHPcytosineU5QHmethyltransferaseHofHlymphocystisH
diseaseHvirusVH1996THYZTHZYdUZd 17

684 tnHdifferentiatingHmouseHmyoblastsHoylHmethyltransferaseHisHposttranscriptionallyHandH
posttranslationallyHregulatedVH1996THZ]THZbYcUZZ 51

683 yewH5OHregionsHofHtheHmurineHandHhumanHgenesHforHoylHPcytosineU5QUmethyltransferaseVH1996THZbYTH[YXdZUb 77

682 —eviewVH1996TH[bbTHaX5UaYc 1

681 lHhumanHmodifierHofHmethylationHforHclassHtHswlHgenesHPxpxzUYQHmapsHtoHchromosomalHbandsH
Yp[5U[aVYVH1996TH5TH[XdUYb 18

680 oevelopmentalHexposureHofHmaleHgermHcellsHtoH5UazacytidineHresultsHinHabnormalHpreimplantationH
developmentHinHratsVH1996TH55THYY55UaZ 88

679 nhangesHinHmethylUsensitiveHrestrictionHsitesHofHliverHoylHfromHhamstersHchronicallyHexposedHtoH
hydrazineHsulfateVH1996THYbTHZbYYUb 15

678 tsolationHandHexpressionHofHaHβenopusHlaevisHoylHmethyltransferaseHcoylVH1996THYZXTHYYcZUd 20

677 ’eptideHmappingHofHtheHmurineHoylHmethyltransferaseHrevealsHaHmajorHphosphorylationHsiteHandH
theHstartHofHtranslationVH1997THZbZTHYbc5YUb 50

676 maculovirusUmediatedHexpressionHandHcharacterizationHofHtheHfullUlengthHmurineHoylH
methyltransferaseVH1997THZ5TH]aaaUb[ 76
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675 xascZTHaHn5UoylUmethyltransferaseHfromHlscobolusHimmersusHwithHsimilarityHtoH
methyltransferasesHofHhigherHorganismsVH1997TH[bcTHY]abUb[ 15

674 xouseHoylHmethyltransferaseHPxÅaseQHdeletionHmutantsHthatHretainHtheHcatalyticHdomainHdisplayH
neitherHdeHnovoHnorHmaintenanceHmethylationHactivityHinHvivoVH1997TH[bcTH[d[U]X5 27

673 tnterferenceHwithHoylHmethyltransferaseHactivityHandHgenomeHmethylationHduringHqdH
teratocarcinomaHstemHcellHdifferentiationHinducedHbyHpolyamineHdepletionVH1997THZbZTH][5dUaa 63

672 lH5OHdifferentiallyHmethylatedHsequenceHandHtheH[OUflankingHregionHareHnecessaryHforHsYdHtransgeneH
imprintingVH1997THYbTH[XdUYb 76

671 qrequentHaberrantHmethylationHofHpYatyv]aHinHprimaryHratHlungHtumorsVH1997THYbTHY[aaUb] 131

670 ÅheHformationHofHoylHmethylationHpatternsHandHtheHsilencingHofHgenesVH1997TH5bTHZYbU]c 28

669 —eferenceHwistVH1997THbTHS[a[US[cc

668 ÅyingHitHallHtogethereHepigeneticsTHgeneticsTHcellHcycleTHandHcancerVH1997THZbbTHYd]cUd 162

667 oylHPcytosineU5QUmethyltransferasesHinHmouseHcellsHandHtissuesVHStudiesHwithHaHmechanismUbasedH
probeVHJournal of Molecular BiologyTH1997THZbXTH[c5Ud5 6.5 298

666 lHgeneHessentialHforHdeHnovoHmethylationHandHdevelopmentHinHlscobolusHrevealsHaHnovelHtypeHofH
eukaryoticHoylHmethyltransferaseHstructureVH1997THdYTHZcYUdX 129

665 llterationsHinHoylHxethylationeHlHqundamentalHlspectHofHyeoplasiaVH1997THY]YUYda 1277

664 ’urificationHandHcharacterizationHofHrecombinantHbaculovirusUexpressedHmouseHoylH
methyltransferaseVH1997THZ[XTHZcXU] 20

663 llterationsHinHhepaticHp5[HgeneHmethylationHpatternsHduringHtumorHprogressionHwithHfolateWmethylH
deficiencyHinHtheHratVH1997THYY5TH[YUc 131

662 oylHmethylationHandHdevelopmentalHgenesHinHlymphomagenesisUUmoreHquestionsHthanHanswersjVH
1997THZ]THZYYUZX 12

661 tnhibitionHofHtumorigenesisHbyHaHcytosineUoylTHmethyltransferaseTHantisenseHoligodeoxynucleotideVH
1997THd]THac]Ud 154

660 lHcomponentHofHtheHtranscriptionalHrepressorHxen’YHsharesHaHmotifHwithHoylHmethyltransferaseH
andHs—βHproteinsVH1997THYaTHZ5aUd 208

659 oylHmethylationHandHimprintingeHwhyHbotherjVH1997THY[TH[Z[Ud 321

658 lHgeneticHandHfunctionalHanalysisHofHtheHunusuallyHlargeHvariableHregionHinHtheHxVllutHoylUPcytosineH
n5QUmethyltransferaseVH1997THZ5bTHY]UZZ

(1997-1997)
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657 pxpressionHofHÅerHmismatchUspecificHthymidineUoylHglycosylaseHandHoylHmethylHtransferaseHgenesH
duringHdevelopmentHandHtumorigenesisVH1998THYbTHY5bbUc5 27

656 nloningHandHcharacterizationHofHaHfamilyHofHnovelHmammalianHoylHPcytosineU5QHmethyltransferasesVH
1998THYdTHZYdUZX 1295

655 yonUinvasiveHsexingHofHpreimplantationHstageHmammalianHembryosVH1998THYdTHZZXUZ 123

654 SequenceUspecificHmethylationHofHtheHmouseHsYdHgeneHinHembryonicHcellsHdeficientHinHtheHonmtUYH
geneVH1998THZZTHYYYUZY 35

653 narrotHoylUmethyltransferaseHisHencodedHbyHtwoHclassesHofHgenesHwithHdifferingHpatternsHofH
expressionVH1998THY[TH[YbUZd 34

652 xolecularHcloningHofHaHleucineHzipperHmotifUcontainingHnovelHcoylHspecificallyHexpressedHinHadultH
mouseHtestisVH1998THdTHYXYUc

651 xurineHoylHPcytosineU5UQUmethyltransferaseeHsteadyUstateHandHsubstrateHtrappingHanalysesHofHtheH
kineticHmechanismVH1998TH[bTHY5YaZUd 51

650 StabilizationHofHintramolecularHtripleWsingleUstrandHstructureHbyHcationicHpeptidesVH1998TH[bTHYZd5ZUaY 26

649 oylHxpÅsδwlÅtzyHtyH’wlyÅSVH1998TH]dTHZZ[UZ]b 279

648 zriginHandHrolesHofHgenomicHmethylationHpatternsHinHmaleHgermHcellsVH1998THdTH]abUb] 29

647 lnalysisHinHpscherichiaHcoliHofHtheHeffectsHofHinHvivoHnprHmethylationHcatalyzedHbyHtheHclonedHmurineH
maintenanceHmethyltransferaseVH1998THZ]5THabXUc 8

646 pxpressionHofHratHoylHPcytosineU5QHmethyltransferaseHPoylHxÅaseQHinHrodentHtrophoblastHgiantH
cellseHmolecularHcloningHandHcharacterizationHofHratHoylHxÅaseVH1998THZ5[TH]d5U5XY 9

645 —oleHofHtheHrasUxl’vHsignalingHpathwayHinHtheHoylHmethyltransferaseHresponseHtoHoylH
hypomethylationVH1998TH[bdTHYYY[UZX 65

644 lHcandidateHmammalianHoylHmethyltransferaseHrelatedHtoHpmtYpHofHfissionHyeastVH1998THbTHZbdUc] 200

643 xultipleHisoformsHofHoylHmethyltransferaseHareHencodedHbyHtheHvertebrateHcytosineHoylH
methyltransferaseHgeneVH1998THZb[THZZcadUbZ 26

642 —oleHofHtheHcytosineHoylUmethyltransferaseHandHpYatyv]aHgenesHinHtheHdevelopmentHofHmouseH
lungHtumorsVH1998THZ]TH]a[Ubd 26

641 tnvolvementHofHoylHmethylationHinHhumanHcarcinogenesisVH1998TH[bdTH[bbUcc 83

640 oylHmethylationHinHurologicalHmalignanciesHPreviewQVVH1998THY[THY5Y 1
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639
tnfectionHwithHhumanHimmunodeficiencyHvirusHtypeHYHupregulatesHoylHmethyltransferaseTHresultingH
inHdeHnovoHmethylationHofHtheHgammaHinterferonHPtqyUgammaQHpromoterHandHsubsequentH
downregulationHofHtqyUgammaHproductionVH1998THYcTH5YaaUbb

139

638 —egulationHandHfunctionHofHoylHmethylationHinHvertebratesVH1998THYZ[THdd[Ud 41

637 lHnovelHxsptH’n—U—qw’HinHtheHhumanHcytosineH5UmethyltransferaseHgeneeHlackHofHrelevanceHforH
malignantHlymphoproliferativeHdiseaseHandHbreastHcancerVH1998TH]cTHZZaUd 2

636 —egulationHofHβUchromosomeHinactivationHinHdevelopmentHinHmiceHandHhumansVH1998THaZTH[aZUbc 187

635 pnvironmentallyHinducedHautoimmuneHdiseaseseHpotentialHmechanismsVH1999THYXbHSupplH5THb[bU]Z 40

634 oylHxethylationVH1999THd[TH]X5dU]XbX 368

633 βenopusHmaintenanceUtypeHoylHmethyltransferaseHisHaccumulatedHandHtranslocatedHintoHgerminalH
vesiclesHofHoocytesVH1999THYZ5THYYb5UcZ 10

632 —ecombinantHhumanHoylHPcytosineU5QHmethyltransferaseVHttVHSteadyUstateHkineticsHrevealHallostericH
activationHbyHmethylatedHdnaVH1999THZb]TH[[XYYUd 98

631 oylHmethyltransferaseHisHactivelyHretainedHinHtheHcytoplasmHduringHearlyHdevelopmentVH1999THY]bTHZ5U[Z 139

630 ÅwoHmajorHformsHofHoylHPcytosineU5QHmethyltransferaseHinHhumanHsomaticHtissuesVH1999THdaTHdb5YUa 46

629 —epressionHofHhumanHfibroblastHgrowthHfactorHZHbyHaHnovelHtranscriptionHfactorVH1999THZb]THYX[cZUb 14

628 nytosineHmethylationHandHmammalianHdevelopmentVH1999THY[THZaU[] 312

627 oylHdemethylationVH1999THdaTH5cd]Ua 135

626 oylHmethylationHisHaHreversibleHbiologicalHsignalVH1999THdaTHaYXbUYZ 274

625 —ecombinantHhumanHoylHPcytosineU5QHmethyltransferaseVHtVHpxpressionTHpurificationTHandH
comparisonHofHdeHnovoHandHmaintenanceHmethylationVH1999THZb]TH[[XXZUYX 459

624 lgingTHoylHmethylationHandHcancerVH1999TH[ZTH[YU][ 154

623 qeedbackHregulationHofHoylHmethyltransferaseHgeneHexpressionHbyHmethylationVH1999THZa]THYdYUd 44

622 xascZTHaHgeneHfromHlscobolusHencodingHaHproteinHwithHaHoylUmethyltransferaseHactivityHinHvitroTHisH
dispensableHforHinHvivoHmethylationVH1999TH[YTH[[YUc 23

(1999-1998)
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621 lHmammalianHproteinHwithHspecificHdemethylaseHactivityHforHmnprHoylVH1999TH[dbTH5bdUc[ 554

620 sostHdefensesHtoHparasiticHsequencesHandHtheHevolutionHofHepigeneticHcontrolHmechanismsVH1999TH
YXbTHZbYUZcb 41

619 xultipleHoylHmethyltransferaseHgenesHinHlrabidopsisHthalianaVH1999TH]YTHZadUbc 58

618 ÅestesUspecificHtransgeneHexpressionHinHinsulinUlikeHgrowthHfactorUtHtransgenicHmiceVH1999TH5]TH[ZU]Z 22

617 renomicHstudiesHofHtheHwuckˆ'HtumorHherpesvirusHP—asèUYQVH1999THYZ5THZ[ZUc 21

616 —oleHofHoylHmethylationHinHtheHregulationHofHcellHfunctionVH1999THY[]TH[[[U]X 55

615 oylHmethylationHdeHnovoVH1999THZcaTHZZcbUc 86

614 xechanismsHofHgenomicHimprintingVH1999THdTHYa]UbX 163

613 nloningTHexpressionHandHchromosomeHlocationsHofHtheHhumanHoyxÅ[HgeneHfamilyVH1999THZ[aTHcbUd5 334

612 nharacterizationHofHaHnewHvariantHoylHPcytosineU5QUmethyltransferaseHunableHtoHmethylateHdoubleH
strandedHoylHisolatedHfromHtheHmarineHannelidHwormHnhaetopterusHvariopedatusVH1999TH]aXTH[cXU] 7

611 oylHmethyltransferasesHonmt[aHandHonmt[bHareHessentialHforHdeHnovoHmethylationHandH
mammalianHdevelopmentVH1999THddTHZ]bU5b 4449

610 pnvironmentallyHtnducedHlutoimmuneHoiseaseseH’otentialHxechanismsVH1999THYXbTHb[b 19

609 ÅheHhumanHoylHmethyltransferasesHPoyxÅsQHYTH[aHandH[beHcoordinateHm—ylHexpressionHinHnormalH
tissuesHandHoverexpressionHinHtumorsVH1999THZbTHZZdYUc 696

608 orosophilaHproteinsHrelatedHtoHvertebrateHoylHP5UcytosineQHmethyltransferasesVH1999THdaTHYYd]XU5 91

607 xaintenanceUtypeHoylHmethyltransferaseHisHhighlyHexpressedHinHpostUmitoticHneuronsHandHlocalizedH
inHtheHcytoplasmicHcompartmentVH2000THYZcTH[Y5UZY 78

606 δlnHtransgeneUmediatedHolfactoryHreceptorHgeneHchoiceVH2000THZYbTHZZ5U[Y 21

605 oylHmethylationHandHcancerVH2000THYc[THY]5U5] 315

604 oylHmethylationTHnuclearHstructureTHgeneHexpressionHandHcancerVH2000THSupplH[5THbcUc[ 76
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603 sumanHoylUdemethylatingHactivityeHaHglycosylaseHassociatedHwithH—ylHandH’nylVH2000THbdTHZ]dUaX 19

602 xmoZUxmo[HcomplexHbindsHtoHhemiUmethylatedHoylHandHformsHaHcomplexHcontainingHoyxÅYHatH
theHreplicationHfociHinHlateHSHphaseVH2000TH5THabbUcc 112

601 oyxÅYHbindsHsolnZHandHaHnewHcoUrepressorTHoxl’YTHtoHformHaHcomplexHatHreplicationHfociVH2000TH
Z5THZadUbb 859

600 oylHmethylationHinHhealthHandHdiseaseVH2000THYTHYYUd 862

599 ’lantHoylHmethyltransferasesVH2000TH][THYcdUZXY 245

598 ÅransgeneHsilencingHbyHtheHhostHgenomeHdefenseeHimplicationsHforHtheHevolutionHofHepigeneticH
controlHmechanismsHinHplantsHandHvertebratesVH2000TH][TH]XYUY5 208

597 SpecificHinductionHofHZUoylHconformationHbyHaHnuclearHlocalizationHsignalHpeptideHofHlupinH
glutaminylHt—ylHsynthetaseVH2000THZbTH5YU] 4

596 sybridHmouseUprokaryoticHoylHPcytosineU5QHmethyltransferasesHretainHtheHspecificityHofHtheH
parentalHnUterminalHdomainVH2000THYdTHZYX[UY] 19

595 ÅheHoylHmethyltransferasesHofHmammalsVH2000THdTHZ[d5U]XZ 1464

594 tmprintedHgenesHasHpotentialHgeneticHandHepigeneticHtoxicologicHtargetsVH2000THYXcHSupplHYTH5UYY 16

593 llleleUspecificHvariationHinHtheHgeneHcopyHnumberHofHhumanHcytosineH5UmethyltransferaseVH2000TH5XTHYYZUb 5

592 nontrolHofHorganUspecificHdemethylationHbyHanHelementHofHtheHÅUcellHreceptorUalphaHlocusHcontrolH
regionVH2000THZb5THYd5ZUc 34

591 oeHnovoHoylHmethylationHatHnonrandomHfounderHsitesH5OHfromHanHunmethylatedHminimalHoriginHofH
oylHreplicationHinHlatentHppsteinUmarrHvirusHgenomesVH2000TH[cYTHd5UYX5 15

590 nonservedHplantHgenesHwithHsimilarityHtoHmammalianHdeHnovoHoylHmethyltransferasesVH2000THdbTH]dbdUc] 188

589 SuppressionHofHmetallothioneinHgeneHexpressionHinHaHratHhepatomaHbecauseHofHpromoterUspecificH
oylHmethylationVH2000THZb5TH5[dU]b 70

588 ÅranscriptionalHregulationHofHtheHhumanHoylHxethyltransferaseHPdnmtYQHgeneVH2000THZ]ZTH]XbUYc 109

587 reneticHandHepigeneticHalterationsHinHcarcinogenesisVH2000TH]aZTHZ[5U]a 52

586 tmprintedHrenesHasH’otentialHreneticHandHppigeneticHÅoxicologicHÅargetsVH2000THYXcTH5 32

(2000-2000)
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585 onmt[aHbindsHdeacetylasesHandHisHrecruitedHbyHaHsequenceUspecificHrepressorHtoHsilenceH
transcriptionVH2001THZXTHZ5[aU]] 431

584 pffectHofHoylHhypomethylationHonHneuralHcontrolHofHrespirationeHaHgeneticHmodelVH2001TH]ddTHYd5UZXX 3

583 ÅheHroleHofHoylHmethylationHinHmammalianHepigeneticsVH2001THZd[THYXacUbX 1511

582 5UlzaUZOUdeoxycytidineHinducesHhistoneHhyperacetylationHofHmouseHcentromericHheterochromatinHbyH
aHmechanismHindependentHofHoylHdemethylationVH2001THZccTHdZYUa 33

581 reneticHidentificationHofHaHlocusTHxotYTHthatHaffectsHrenalHtumorHsizeHinHtheHratVH2001THbcTHYXcUYZ 13

580
ÅheHactivityHofHtheHmurineHoylHmethyltransferaseHonmtYHisHcontrolledHbyHinteractionHofHtheH
catalyticHdomainHwithHtheHyUterminalHpartHofHtheHenzymeHleadingHtoHanHallostericHactivationHofHtheH
enzymeHafterHbindingHtoHmethylatedHoylVHJournal of Molecular BiologyTH2001TH[XdTHYYcdUdd

6.5 208

579 oylHPcytosineU5QHmethyltransferaseHturnoverHandHcellularHlocalizationHinHdevelopingH’aracentrotusH
lividusHseaHurchinHembryoVH2001THZbZTHYddUZXc 5

578 ÅheHbiologicalHfunctionsHofHtheHmethylUnprUbindingHproteinHxen’ZHandHitsHimplicationHinH—ettH
syndromeVH2001THZ[HSupplHYTHS[ZUb 47

577 ÅheHoyxÅYHtargetHrecognitionHdomainHresidesHinHtheHyHterminusVH2001THZbaTHad[XUa 40

576 —equirementHofHns—zxzxpÅsδwlSp[HforHmaintenanceHofHnpβprHmethylationVH2001THZdZTHZXbbUcX 678

575 ÅheHmarksTHmechanismsHandHmemoryHofHepigeneticHstatesHinHmammalsVH2001TH[5aTHYUYX 135

574 pffectsHofHcerebralHischemiaHinHmiceHlackingHoylHmethyltransferaseHYHinHpostUmitoticHneuronsVH2001TH
YZTH[ba[Ua 84

573 oylHhypomethylationHperturbsHtheHfunctionHandHsurvivalHofHnySHneuronsHinHpostnatalHanimalsVH2001
THZYTHbccUdb 311

572 pmergingHconnectionsHbetweenHoylHmethylationHandHhistoneHacetylationVH2001TH5cTHbZYUb 150

571 xethylationHofHepisomalHplasmidsHasHaHbarrierHtoHtransientHgeneHexpressionHviaHaHsyntheticHdeliveryH
vectorVH2001THYcTHYc5UdZ 51

570 SilencingHofHgeneHexpressioneHimplicationsHforHdesignHofHretrovirusHvectorsVH2001THYYTHZX5UYb 148

569 oylHmethylationHinHgenomicHimprintingTHdevelopmentTHandHdiseaseVH2001THYd5THdbUYYX 208

568 xammalianHoylHmethyltransferasesHshowHdifferentHsubnuclearHdistributionsVH2001THc[TH[b[Ud 35
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567 nloningHandHsequenceHanalysisHofHaHzebrafishHcoylHencodingHoylHPcytosineU5QUmethyltransferaseUYVH
2001TH[XTHZY[Ud 14

566 oecreasedH—asUmitogenUactivatedHproteinHkinaseHsignalingHmayHcauseHoylHhypomethylationHinHÅH
lymphocytesHfromHlupusHpatientsVH2001TH]]TH[dbU]Xb 236

565
ÅheHpffectHofHtheHreneHpncodingHpco—ttHoylHxethyltransferaseHonHtheH’henotypeHofHÅransgenicH
ÅumorHnellHwinesHofHyicotianaHtabacumandHtheHxethylationHwevelHofHnpyprHSequencesHinHÅheirH
renomeVH2001TH]cTH]bcU]cZ

564 lboveHandHwithinHtheHgenomeeHepigeneticsHpastHandHpresentVH2001THaTHY5[Uab 35

563 xinirevieweH’arthenogenesisHinHmammalsVH2001TH5dTH]acUb] 38

562 dimUZHencodesHaHoylHmethyltransferaseHresponsibleHforHallHknownHcytosineHmethylationHinH
yeurosporaVH2001THZXTH][XdUZ[ 162

561 oylHmethylationTHmethyltransferasesTHandHcancerVH2001THZXTH[Y[dU55 599

560
—ecombinantHhumanHoylHPcytosineU5QHmethyltransferaseVHtttVHlllostericHcontrolTHreactionHorderTHandH
influenceHofHplasmidHtopologyHandHtripletHrepeatHlengthHonHmethylationHofHtheHfragileHβHnrrVnnrH
sequenceVH2001THZbaTHYcaX5UY[

52

559 tdentificationHandHcharacterizationHofHtheHoylHbindingHdomainHofHnprUbindingHproteinVH2001THZbaTH]]aadUba 123

558 sumanHdiseasesHwithHunderlyingHdefectsHinHchromatinHstructureHandHmodificationVH2001THYXTHZZ[[U]Z 70

557 ànexpectedHeffectsHofHaHheterozygousHdnmtYHnullHmutationHonHageUdependentHoylH
hypomethylationHandHautoimmunityVH2001TH5aTHmZacUba 34

556 xethylationHmattersVH2001TH[cTHZc5U[X[ 393

555 tmprintingHregulatorHoyxÅ[wHisHaHtranscriptionalHrepressorHassociatedHwithHhistoneHdeacetylaseH
activityVH2002TH[XTH[aXZUc 69

554 lHnovelHonmt[aHisoformHproducedHfromHanHalternativeHpromoterHlocalizesHtoHeuchromatinHandHitsH
expressionHcorrelatesHwithHactiveHdeHnovoHmethylationVH2002THZbbTH[cb]aU5] 261

553 wocusUspecificHcontrolHofHasymmetricHandHnpyprHmethylationHbyHtheHo—xHandHnxÅ[H
methyltransferaseHgenesVH2002THddHSupplH]THYa]dYUc 454

552 reneticHeffectsHofHmethylationHdietsVH2002THZZTHZ55UcZ 174

551 llteredHoylHmethylationeHaHsecondaryHmechanismHinvolvedHinHcarcinogenesisVH2002TH]ZTH5XYUZ5 100

550 pffectsHofHphenobarbitalHonHoylHmethylationHinHrnUrichHregionsHofHhepaticHoylHfromHmiceHthatH
exhibitHdifferentHlevelsHofHsusceptibilityHtoHliverHtumorigenesisVH2002THacTH5YUc 40
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549 xurineHdeHnovoHmethyltransferaseHonmt[aHdemonstratesHstrandHasymmetryHandHsiteHpreferenceHinH
theHmethylationHofHoylHinHvitroVH2002THZZTHbX]UZ[ 93

548 oylHxethylationVH2002TH 1

547 xechanismsHthatHregulateHsilencingHofHgeneHexpressionHfromHretroviralHvectorsVH2002THYYTH]]dU5a 32

546 zptimizationHofHbaculovirusUmediatedHexpressionHandHpurificationHofHhexahistidineUtaggedHmurineH
oylHPcytosineUn5QUmethyltransferaseUYHinHSpodopteraHfrugiperdaHdHcellsVH2002THZ5TH[YU]X 12

545 ÅheHhumanHoylHmethyltransferasesHoyxÅ[lHandHoyxÅ[mHhaveHtwoHtypesHofHpromotersHwithH
differentHnprHcontentsVH2002THY5bbTH]5bUa5 46

544 oeHnovoHmethylationHofHxxwèHprovirusHinHembryonicHstemHcellseHnprHversusHnonUnprHmethylationVH
2002THZcdTH]YUc 92

543 xethyltransferaseHrecruitmentHandHoylHhypermethylationHofHtargetHpromotersHbyHanHoncogenicH
transcriptionHfactorVH2002THZd5THYXbdUcZ 695

542 reneticHanalysesHofHoylHmethyltransferaseHgenesHinHmouseHmodelHsystemVH2002THY[ZTHZ]aZSUZ]a5S 21

541 —oleHofHoylHmethylationHinHtheHregulationHofHcellHfunctioneHautoimmunityTHagingHandHcancerVH2002TH
Y[ZTHZ]XYSUZ]X5S 163

540 llteredHmethylationHpatternsHinHcancerHcellHgenomeseHcauseHorHconsequencejVH2002THYTHZddU[X5 243

539 oifferentialHexpressionHofHoylUmethyltransferasesHinHdrugHresistantHmurineHneuroblastomaHcellsVH
2002THZaTH]]]U5[ 19

538 meyondHéatsonHandHnrickeHoylHmethylationHandHmolecularHenzymologyHofHoylH
methyltransferasesVH2002TH[THZb]Ud[ 480

537 oylHmethylationHandHtheHregulationHofHgeneHtranscriptionVH2002TH5dTHZ]YU5b 311

536 nhromosomeH[pHandHbreastHcancerVH2002TH]bTH]5[Ud 34

535 ’nylHclampHfacilitatesHactionHofHoylHcytosineHmethyltransferaseHYHonHhemimethylatedHoylVH2002TH
bTHddbUYXXb 101

534 xolecularHcloningHandHcharacterizationHofHannexinHèUbindingHproteinsHwithHhighlyHhydrophilicH
peptideHstructureVH1996THabTHcdUdb 26

533 oylHmethylationHandHgeneHsilencingHinHcancereHwhichHisHtheHguiltyHpartyjVH2002THZYTH5[cXUb 233

532 oylHmethylationHandHchromatinHUHunravelingHtheHtangledHwebVH2002THZYTH5[aYUbd 366
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531 xammalianHtranscriptionHfactorsHinHyeasteHstrangersHinHaHfamiliarHlandVH2002TH[TH]YUd 17

530 ÅheHretinoblastomaHgeneHproductHinteractsHwithHmaintenanceHhumanHoylHPcytosineU5QH
methyltransferaseHandHmodulatesHitsHactivityVH2002THZYTHbbdUcc 93

529 ’haseHtHandHpharmacologicHstudyHofHtheHhumanHoylHmethyltransferaseHantisenseH
oligodeoxynucleotideHxrdcHgivenHasHaHZYUdayHcontinuousHinfusionHeveryH]HweeksVH2003THZYTHc5Udb 76

528 —oleHofHtheHo—xHandHnxÅ[HmethyltransferasesHinH—ylUdirectedHoylHmethylationVH2003THY[THZZYZUb 411

527 tncreasedHproteinHexpressionHofHoylHmethyltransferaseHPoyxÅQHYHisHsignificantlyHcorrelatedHwithH
theHmalignantHpotentialHandHpoorHprognosisHofHhumanHhepatocellularHcarcinomasVH2003THYX5TH5ZbU[Z 209

526 sydralazineHmayHinduceHautoimmunityHbyHinhibitingHextracellularHsignalUregulatedHkinaseHpathwayH
signalingVH2003TH]cTHb]aU5a 240

525 tnteractionsHwithinHtheHmammalianHoylHmethyltransferaseHfamilyVH2003TH]THb 89

524 oylHmethyltransferaseH[bHcontributesHtoHoncogenicHtransformationHinducedHbyHSè]XÅHantigenHandH
activatedH—asVH2003THZZTH]bZ[U[[ 82

523 lllostericHactivatorHdomainHofHmaintenanceHhumanHoylHPcytosineU5QHmethyltransferaseHandHitsHroleH
inHmethylationHspreadingVH2003TH]ZTH5[ZYU[Z 37

522 oylHmethylationHandHcancerHtherapyVH2003THaTH[]YU5[ 55

521 xutationHofHtheHoylHmethyltransferaseHPoyxÅQHYHgeneHinHhumanHcolorectalHcancersVH2003THYdZTHb5UcZ 110

520 StructuralHorganizationHofHtheHseaHurchinHoylHPcytosineU5QUmethyltransferaseHgeneHandH
characterizationHofHfiveHalternativeHsplicedHtranscriptsVH2003TH[XZTHYUd 4

519 renomicHorganizationHandHpromoterHanalysisHofHtheHonmt[bHgeneVH2003TH[YXTHY5YUd 21

518 oylHmethylationHinHanimalHdevelopmentVH2003THY]TH5[Ua5 70

517 xammalianHoylHPcytosineU5QHmethyltransferasesHandHtheirHexpressionVH2003THYXdTHaUYa 80

516 oylHmethylationHinHtheHimmuneHsystemVH2003THYXdTHZU5 36

515 tmpactHofHagingHonHoylHmethylationVH2003THZTHZ]5UaY 345

514 tmprintingHerrorsHandHdevelopmentalHasymmetryVH2003TH[5cTHY]YYU5 54

(2003-2002)
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513 ÅheHsmallHsubunitHofHxVHlqutHisHresponsibleHforHsequenceUspecificHoylHrecognitionHandHbindingHinH
theHabsenceHofHtheHcatalyticHdomainVH2003THYc5THYZc]Uc 3

512 pstablishmentHandHmaintenanceHofHgenomicHmethylationHpatternsHinHmouseHembryonicHstemHcellsH
byHonmt[aHandHonmt[bVH2003THZ[TH55d]UaX5 584

511 reneHregulationHandHmolecularHtoxicologyVH2004THY5THYUZ[ 7

510 ooxorubicinHinhibitsHoyxÅYTHresultingHinHconditionalHapoptosisVH2004THaaTHY]Y5UZX 83

509 zntogenyHofHaHdemethylationHdomainHandHitsHrelationshipHtoHactivationHofHtissueUspecificH
transcriptionVH2004THbYTHc[bU]] 27

508 oylHmethylationHandHchromatinHstructureVH2004TH[dTH[XdU[]Y 2

507 nhromatinHtargetingHofHdeHnovoHoylHmethyltransferasesHbyHtheH’éé’HdomainVH2004THZbdTHZ5]]bU5] 155

506 nharacterizationHofHcytosineHmethylatedHregionsHandH5UcytosineHoylHmethyltransferaseHPphmethQHinH
theHprotozoanHparasiteHpntamoebaHhistolyticaVH2004TH[ZTHZcbUdb 92

505 nonservationHofHoylHmethylationHinHdipteranHinsectsVH2004THY[THYYbUZ[ 63

504 —eproductiveHepigeneticsVH2004THa5THZ]bUaX 58

503 lHoylHmicroarrayUbasedHmethylationUsensitiveHPxSQUlqw’HhybridizationHmethodHforHgeneticHandH
epigeneticHanalysesVH2004THZbYTHabcUca 21

502 ppigeneticHtinkeringHandHevolutioneHisHthereHanyHcontinuityHinHtheHroleHofHcytosineHmethylationHfromH
invertebratesHtoHvertebratesjVH2004THaYTHZ]Z5Ub 12

501 miochemistryHandHbiologyHofHmammalianHoylHmethyltransferasesVH2004THaYTHZ5bYUcb 414

500 nharacterizationHofHoylHdemethylationHinHnormalHandHcancerousHcellHlinesHandHtheHregulatoryHroleH
ofHcellHcycleHproteinsHinHhumanHoylHdemethylaseHactivityVH2004THdYTH5bZUc[ 29

499 oyxÅ[wHstimulatesHtheHoylHmethylationHactivityHofHonmt[aHandHonmt[bHthroughHaHdirectH
interactionVH2004THZbdTHZbcYaUZ[ 324

498 ÅheHstructureHofHinsectHoylHmethyltransferaseHZHPoyxÅZQHoylHbindingHdomainHisHresponsibleHforH
theHnonUnprHmethylationHinHinsectHgenomesVH2004TH5bTH[X5U[YY 3

497 —elativeHquantitationHofHoylHmethyltransferaseHm—ylHbyHrealUtimeH—ÅU’n—HassayVH2004THZcbTHZb[Uc[ 8

496 StructureHandHfunctionHofHeukaryoticHoylHmethyltransferasesVH2004THaXTH55Ucd 229
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495 ppigeneticsH’rotocolsVH2004TH 4

494 éindowsHforHsexUspecificHmethylationHmarkedHbyHoylHmethyltransferaseHexpressionHprofilesHinH
mouseHgermHcellsVH2004THZacTH]X[UY5 173

493
tncreasedHoylHmethyltransferaseHYHPoyxÅYQHproteinHexpressionHcorrelatesHsignificantlyHwithH
poorerHtumorHdifferentiationHandHfrequentHoylHhypermethylationHofHmultipleHnprHislandsHinHgastricH
cancersVH2004THYa]THacdUdd

240

492 ÅransposonHsilencingHandHimprintHestablishmentHinHmammalianHgermHcellsVH2004THadTH[cYUb 71

491 ÅranscriptionalHgeneHsilencingHpromotesHoylHhypermethylationHthroughHaHsequentialHchangeHinH
chromatinHmodificationsHinHcancerHcellsVH2004THa]TH[cbYUb 357

490 ppigeneticHmodificationsHaffectHonmt[wHexpressionVH2004TH[cXTHbX5UY[ 23

489 ZYH—oleHofHtmmunohistochemicalHpxpressionHofHoxlHxethyltransferaseHYH’roteinHinHrastricH
narcinomaVH2005THZ5bUZaY

488 lberrantHoylHmethylationHasHaHcancerUinducingHmechanismVH2005TH]5THaZdU5a 426

487 tncreasedHoylHmethyltransferaseHYHPoyxÅYQHproteinHexpressionHinHprecancerousHconditionsHandH
ductalHcarcinomasHofHtheHpancreasVH2005THdaTH]X[Uc 104

486 xycHrepressesHtranscriptionHthroughHrecruitmentHofHoylHmethyltransferaseHcorepressorVH2005THZ]TH[[aU]a 335

485 pntamoebaHhistolyticaHoylHmethyltransferaseHPphmethQHisHaHnuclearHmatrixHproteinHthatHbindsH
phx—SZTHaHoylHthatHincludesHaHscaffoldWmatrixHattachmentHregionHPSWxl—QVH2005THY[dTHdYUb 23

484 oylHmethyltransferaseHYHexpressionHandHpromoterHmethylationHofHpUcadherinHinHmucoepidermoidH
carcinomaVH2005THYX]THYXY[UZY 19

483 oylHmethylationHinHmammalianHdevelopmentHandHdiseaseVH2005THb5THdcUYYY 83

482 sistoneHdeacetylationHinHepigeneticseHanHattractiveHtargetHforHanticancerHtherapyVH2005THZ5THZaYU[Xd 278

481 oylHmethyltransferasesHandHstructuralUfunctionalHspecificityHofHeukaryoticHoylHmodificationVH2005TH
bXTHb[XU]Z 21

480 oylHmethylationHinHepigeneticsTHdevelopmentTHandHimprintingVH2005TH

479 ’hysiologicalHfunctionsHofHplantHoylHmethyltransferasesVH2005THZZTHbYUcX 19

478 StageUbyUstageHchangeHinHoylHmethylationHstatusHofHonmtYHlocusHduringHmouseHearlyH
developmentVH2005THZcXTHdaZbU[] 71

(2005-2004)
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477 xethylationHsilencingHofHtheHlpafUYHgeneHinHacuteHleukemiaVH2005TH[TH[Z5U[] 69

476 tnhibitorsHofHoylHmethylationeHbeyondHmyelodysplasticHsyndromesVH2005THZHSupplHYTHS[aU]] 52

475 oylHmethyltransferaseU[aHinteractsHwithHp5[HandHrepressesHp5[UmediatedHgeneHexpressionVH2005TH
]THYY[cU][ 64

474 sumanHmaintenanceHoylHPcytosineU5QUmethyltransferaseHandHp5[HmodulateHexpressionHofH
p5[UrepressedHpromotersVH2005THYXZTHYXXXU5 136

473 ppigeneticHregulationHofHmammalianHimprintedHgeneseHfromHprimaryHtoHfunctionalHimprintsVH2005TH
[cTHZXbU[a 5

472 ppigeneticHxechanismsHofHreneH—egulationVH2005THY[U[X 4

471 —egulationHofHoylHmethyltransferaseHYHbyHtheHp—bWpZqYHpathwayVH2005THa5TH[aZ]U[Z 134

470 ÅheHepigeneticHbreakdownHofHcancerHcellseHfromHoylHmethylationHtoHhistoneHmodificationsVH2005TH
[cTHYadUcY 30

469 zverviewHofHcancerHepigeneticsVH2005TH]ZTHS[Uc 69

468 pukaryoticHcytosineHmethyltransferasesVH2005THb]TH]cYU5Y] 1604

467 ÅheHoiversityHofHrastricHnarcinomaVH2005TH 2

466 ÅheHexpressionHofHdeHnovoHoylHmethylaseHoyxÅ[bTHofHtheHmethylUnprHbindingHproteinHxmoZbHandH
ofH5UxnorHglycosylaseHshowsHtwoHwavesHofHinductionHduringHnanzUZHcellHdifferentiationVH2005TH[5YTHb[UcY 4

465 reneHderegulationHinHgastricHcancerVH2005TH[aXTHYUYd 96

464 rranulocyteUmacrophageHcolonyUstimulatingHfactorHinducesHdeHnovoHmethylationHofHtheHpY5HnprH
islandHinHhematopoieticHcellsVH2005TH[YTHZX[UYZ 12

463 StageUspecificHinductionHofHoylHmethyltransferasesHinHolfactoryHreceptorHneuronHdevelopmentVH
2005THZccTH]aYUb[ 42

462 ppigeneticsHandHnhromatinVH2005TH 2

461 oylHxethyltransferaseHtnhibitorsVH2005THYcbUZX]

460 oylHxethylationeHmasicHxechanismsVH2006TH 5
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459 oylHmethyltransferaseseHfactsTHcluesTHmysteriesVH2006TH[XYTH]5Uaa 60

458 —eplicationHandHtranslationHofHepigeneticHinformationVH2006TH[XYTHZYU]] 14

457 xolecularHenzymologyHofHmammalianHoylHmethyltransferasesVH2006TH[XYTHZX[UZ5 122

456 pstablishmentHandHmaintenanceHofHoylHmethylationHpatternsHinHmammalsVH2006TH[XYTHYbdUZXY 120

455 —egulationHofHimprintedHoylHmethylationVH2006THYY[THYZZUd 42

454 pvidenceHthatHoylHPcytosineU5QHmethyltransferaseHregulatesHsynapticHplasticityHinHtheHhippocampusVH
2006THZcYTHY5ba[Ub[ 478

453 oylHmethyltransferaseHexpressionHandHoylHhypermethylationHinHhumanHhepatocellularHcarcinomaVH
2006THZ[[THZbYUc 89

452 ÅransitionHofHmouseHdeHnovoHmethyltransferasesHexpressionHfromHonmt[bHtoHonmt[aHduringHneuralH
progenitorHcellHdevelopmentVH2006THY]ZTHbZbU[b 82

451 ppigeneticseHenvironmentalHinstructionsHforHtheHgenomeVH2006THYY]THlY]XUY 29

450 sowHdoesHoylHmethyltransferaseHcauseHoncogenicHtransformationjVH2000THdYXTHY5aUb]fHdiscussionHYb5Ub 23

449 nombingHoverHheritableHgeneHsilencingVH2006THY[THYXXUY 3

448 tnhibitionHofHtqyUgammaHtranscriptionHbyHsiteUspecificHmethylationHduringHÅHhelperHcellH
developmentVH2006THZ5THZ]][U5Z 168

447 SiteUspecificHoylHmethylationHbyHaHcomplexHofH’àVYHandHonmt[aWbVH2006THZ5THZ]bbUcc 107

446 xouseHfollicularHandHmarginalHzoneHmHcellsHshowHdifferentialHexpressionHofHonmt[aHandHsensitivityH
toH5OUazacytidineVH2006THYX5THYb]Ud 3

445 xolecularHcellHbiologyeHppigeneticHgeneHsilencingHinHplantsVH2006THYXYUY[[ 10

444 —egulationHofHoylHmethyltransferaseHYVH2006TH]aTHZZ]U[] 17

443 βtSÅHrepressionHinHtheHabsenceHofHoyxÅYHandHoyxÅ[mVH2005THYZTH[b[Uc 6

442 rameteHimprintingeHsettingHepigeneticHpatternsHforHtheHnextHgenerationVH2006THYcTHa[Ud 99
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441 tnhibitionHofHoylHmethylationHbyHcaffeicHacidHandHchlorogenicHacidTHtwoHcommonH
catecholUcontainingHcoffeeHpolyphenolsVH2006THZbTHZadUbb 292

440 oylHxethylationTHnhondrogenesisTHandHnartilageHoegenerationVH2006THZTHZZYUZ[Z 1

439 ’rogressHinHmotanyVH2006TH 1

438 ÅheHaminoUterminusHofHmouseHoylHmethyltransferaseHYHformsHanHindependentHdomainHandHbindsHtoH
oylHwithHtheHsequenceHinvolvingH’nylHbindingHmotifVH2006THY]XTHba[Uba 30

437 5UazaUZOUdeoxycytidineHdelaysHandrogenUindependentHdiseaseHandHimprovesHsurvivalHinHtheH
transgenicHadenocarcinomaHofHtheHmouseHprostateHmouseHmodelHofHprostateHcancerVH2007THY[THZY[aU][ 44

436 SynergisticHfunctionHofHoylHmethyltransferasesHonmt[aHandHonmt[bHinHtheHmethylationHofHzct]H
andHyanogVH2007THZbTHcb]cU5d 190

435 lctionHatHaHdistanceeHepigeneticHsilencingHofHlargeHchromosomalHregionsHinHcarcinogenesisVH2007THYaH
SpecHyoHYTH—ccUd5 95

434 lutonomousHregulationHofHsexUspecificHdevelopmentalHprogrammingHinHmouseHfetalHgermHcellsVH
2007THbbTHadbUbXa 15

433 àpUregulationHofHoylUmethyltransferaseH[lHexpressionHisHassociatedHwithHhypomethylationHofH
intronHZ5HinHhumanHtesticularHgermHcellHtumorsVH2007THZYZTHYbbUdX 14

432 novalentHmodificationHofHoylHregulatesHmemoryHformationVH2007TH5[THc5bUad 952

431 nrrUrepeatHexpansionHinHtheHot’ZmHgeneHisHassociatedHwithHtheHfragileHsiteHq—lYZlHonHchromosomeH
YZqY[VYVH2007THcXTHZZYU[Y 71

430 ppigeneticsVH2007THZ5YUZbc 1

429 às—qYHplaysHaHroleHinHmaintainingHoylHmethylationHinHmammalianHcellsVH2007TH[YbTHYbaXU] 976

428 oylHmethylationHprofilingHinHcancereHqromHsingleHnucleotidesHtowardsHtheHmethylomeVH2007TH]YTHbZ[Ub[a 4

427 oownUregulationHofHtheHprogesteroneHreceptorHbyHtheHmethylationHofHprogesteroneHreceptorHgeneH
inHendometrialHcancerHcellsVH2007THYb5THYXbUYa 43

426 oyxÅYHandHsolnYHgeneHexpressionHinHimpairedHspermatogenesisHandHtesticularHcancerVH2007THYZbTHYb5UcY 54

425 mreastHcancerHepigeneticseHnormalHhumanHmammaryHepithelialHcellsHasHaHmodelHsystemVH2008THcaTHY[Y5UZc 62

424 oylHmethylationHinHmouseHembryonicHstemHcellsHandHdevelopmentVH2008TH[[YTH[YU55 38
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423 nhemicalHregulationHofHepigeneticHmodificationseHopportunitiesHforHnewHcancerHtherapyVH2008THZcTHa]5Ucb 91

422
sistoneHdeacetylaseHinhibitorHapicidinHdownregulatesHoylHmethyltransferaseHYHexpressionHandH
inducesHrepressiveHhistoneHmodificationsHviaHrecruitmentHofHcorepressorHcomplexHtoHpromoterH
regionHinHhumanHcervixHcancerHcellsVH2008THZbTHY[baUca

59

421 oyxÅ[lHandHoyxÅ[mHmediateHautocrineHhrsHrepressionHofHplakoglobinHgeneHtranscriptionHandH
consequentHphenotypicHconversionHofHmammaryHcarcinomaHcellsVH2008THZbTHZaXZUYZ 36

420 —eadingHandHwritingHoylHmethylationVH2008THY5THYXX[U] 31

419 llterationsHofHoylHmethylationHandHclinicopathologicalHdiversityHofHhumanHcancersVH2008TH5cTH5]]U5c 67

418 zverexpressionHofHoylHxethyltransferaseHinHxyoblastHnellsHlcceleratesHxyotubeHqormationVH2008TH
Z[YTHZcZUZdY 2

417 ppigeneticseHtheHoylHmethylationHprofileHofHtissueUdependentHandHdifferentiallyHmethylatedH
regionsHinHcellsVH2008THZdHSupplHlTHSZdU[5 68

416 ppigeneticsHâ��HnhromatinHStructureHandH—ettHSyndromeVH2008THc5dUcbc

415 renomicsVH2008TH

414 xaintenanceHofHgenomicHmethylationHpatternsHduringHpreimplantationHdevelopmentHrequiresHtheH
somaticHformHofHoylHmethyltransferaseHYVH2008TH[Y[TH[[5U]a 116

413 ÅheHroleHofHreelinHinHadultHsynapticHfunctionHandHtheHgeneticHandHepigeneticHregulationHofHtheHreelinH
geneVH2008THYbbdTH]ZZU[Y 65

412 pnvironmentalHstudiesHofHschizophreniaHthroughHtheHprismHofHepigeneticsVH2008TH[]THYYZZUd 64

411 nauseHandHconsequencesHofHgeneticHandHepigeneticHalterationsHinHhumanHcancerVH2008THdTH[d]U]Xc 184

410 tnnovativeHweukemiaHandHwymphomaHÅherapyVH2008TH

409 ÅargetingHepigeneticHmechanismseHpotentialHofHnaturalHproductsHinHcancerHchemopreventionVH2008TH
b]THY5d[UaXY 48

408 rermUlineHmutationsTHoylHdamageTHandHglobalHhypermethylationHinHmiceHexposedHtoHparticulateHairH
pollutionHinHanHurbanWindustrialHlocationVH2008THYX5THaX5UYX 230

407 nharacterizationHofHtumorHcellsHandHstemHcellsHbyHdifferentialHnuclearHmethylationHimagingVH2008TH 5

406 lzacitidineHforHtheHtreatmentHofHmyelodysplasticHsyndromeVH2009THdTHcb5Uc] 23
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405 StemHnellsHinHsumanH—eproductionVH2009TH

404 sighHdefinitionHprofilingHofHmammalianHoylHmethylationHbyHarrayHcaptureHandHsingleHmoleculeH
bisulfiteHsequencingVH2009THYdTHY5d[UaX5 183

403 —oleHofHoylHxethylationHandHppigeneticsHinHStemHnellsVH2009THZadUZba 1

402 lnimalHmodelsHofHepigeneticHinheritanceVH2009THZbTH[adUbd 23

401 pnvironmentalHinfluencesHonHepigeneticHprofilesVH2009THZbTH[cXUdX 56

400 ppigeneticseHdefinitionTHmechanismsHandHclinicalHperspectiveVH2009THZbTH[5YUb 385

399 rermHnellâ��SpecificHxethylationH’atterneHprasureHandH—eestablishmentVH2009TH][U5a

398 —egulationHofHoyxÅYHstabilityHthroughHSpÅbUmediatedHlysineHmethylationHinHmammalianHcellsVH2009
THYXaTH5XbaUcY 227

397 ÅheHinvolvementHofHpromoterHmethylationHandHoylHmethyltransferaseUYHinHtheHregulationHofH
ppnlxHexpressionHinHoralHsquamousHcellHcarcinomaVH2009TH]5THeYUc 19

396 oylHxethyltransferaseHtnhibitorsVH2009THYaYUYc[ 1

395 ’hosphorothioationHofHoligonucleotidesHstronglyHinfluencesHtheHinhibitionHofHbacterialHPxVshatQHandH
humanHPonmtYQHoylHmethyltransferasesVH2009THYXTHbZcU[] 4

394 nytoplasmicHlocalizationHofHoocyteUspecificHvariantHofHporcineHoylHmethyltransferaseUYHduringHearlyH
developmentVH2009THZ[cTHYaaaUb[ 14

393 —ethinkingHhowHoylHmethylationHpatternsHareHmaintainedVH2009THYXTHcX5UYY 585

392 wâ��hypermˆ'thylationHdesHgˆ¤nesHsuppresseursHdeHtumeurHcommeHmarqueurHenHcancˆ'rologieVH2009TH
Z]THdUY5

391 ÅheHroleHofHoylHmethylationHinHtheHcentralHnervousHsystemHandHneuropsychiatricHdisordersVH2009TH
cdTHabUc] 138

390 ooesHpromoterHmethylationHofHtheHSwn[Xl5HPZnÅ5QHzincHtransporterHgeneHcontributeHtoHtheH
ageingUrelatedHdeclineHinHzincHstatusjVH2009THacTHY]ZUb 24

389 xicrobeUinducedHepigeneticHalterationsHinHhostHcellseHtheHcomingHeraHofHpathoUepigeneticsHofH
microbialHinfectionsVHlHreviewVH2009TH5aTHYUYd 57

388 ’otentialHofHoyxÅHandHitsHppigeneticH—egulationHforHwungHnancerHÅherapyVH2009THYXTH[[aU5Z 57
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387 lssociationHofHtheHoyxÅ[mHpolymorphismHwithHcolorectalHadenomatousHpolypsHandH
adenocarcinomaVH2010TH[bTHZYdUZ5 16

386 nellHcycleUdependentHaccumulationHofHhistoneHs[V[HandHeuchromaticHhistoneHmodificationsHinH
pericentromericHheterochromatinHinHresponseHtoHaHdecreaseHinHoylHmethylationHlevelsVH2010TH[YaTHZb[YU]a 13

385 oesignTHsynthesisTHinhibitoryHactivityTHandHbindingHmodeHstudyHofHnovelHoylHmethyltransferaseHYH
inhibitorsVH2010THZXTHYYZ]Ub 79

384 renomeUwideHoylHmethylationHprofilesHinHprecancerousHconditionsHandHcancersVH2010THYXYTH[aU]5 102

383 oyxÅYHmaintainsHprogenitorHfunctionHinHselfUrenewingHsomaticHtissueVH2010TH]a[TH5a[Ub 332

382 lctiveHoylHdemethylationeHmanyHroadsHleadHtoH—omeVH2010THYYTHaXbUZX 840

381 rlobalHphosphoproteomicsHidentifiesHaHmajorHroleHforHlvÅHandHY]U[U[HinHregulatingHpon[VH2010THdTHacZUd] 34

380 nancerHepigeneticsVH2010THd5THZddU[]d 8

379 ppigeneticH—egulationHofHlmnmYHÅransporterHpxpressionHandHqunctionVH2010THcTHZYcUZ[Y 4

378 oylHmethylationHinHadultHstemHcellseHnewHinsightsHintoHselfUrenewalVH2010TH5THYcdUd[ 26

377 oylHxethylationeHaHoynamicH—egulatorHofHrenomeHzrganizationHandHreneHpxpressionHinH’lantsVH
2010THZd5U[Z[ 10

376 xicro—ylUZYHandHmicro—ylUY]caHcontributeHtoHoylHhypomethylationHinHlupusHno]SHÅHcellsHbyH
directlyHandHindirectlyHtargetingHoylHmethyltransferaseHYVH2010THYc]THabb[UcY 438

375 —edefiningHregulationHofHoylHmethylationHbyH—ylHinterferenceVH2010THdaTHYdYUc 9

374 coylHnloningHofHroatHoylHxethyltransferaseHYTHScreeningHofHsh—ylHèectorsHandHtnfluencesHtoH
oevelopmentHofHyuclearHÅransferHpmbryosVH2010THdTHYX[5UYX]X 2

373 oylHmethylationeHsuperiorHorHsubordinateHinHtheHepigeneticHhierarchyjVH2011THZTHaXbUYb 400

372 xechanismsHandHfunctionsHofHÅetHproteinUmediatedH5UmethylcytosineHoxidationVH2011THZ5THZ][aU5Z 487

371 ÅheHSpermHppigenomeVH2011THd5UYXa 3

370 lctivationHofHaHproUsurvivalHpathwayHtwUaWulvZWSÅlÅ[HcontributesHtoHglialHfibrillaryHacidicHproteinH
inductionHduringHtheHcholeraHtoxinUinducedHdifferentiationHofHnaHmalignantHgliomaHcellsVH2011TH5THZa5UbZ 24
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369 yaturalHhistoryHofHeukaryoticHoylHmethylationHsystemsVH2011THYXYTHZ5UYX] 144

368 ÅheHoyxÅ[HfamilyHofHmammalianHdeHnovoHoylHmethyltransferasesVH2011THYXYTHZ55Uc5 122

367 oylHmethylationHandHcancerVH2011THabTHYUZ[ 81

366 cUxycHinhibitsHÅ’5[ty’YHexpressionHviaHpromoterHmethylationHinHesophagealHcarcinomaVH2011TH]X5THZbcUc] 13

365 qromHéaddingtonOsHepigeneticHlandscapeHtoHsmallHnoncodingH—yleHsomeHimportantHmilestonesHinH
theHhistoryHofHepigeneticsHresearchVH2011THZYTHZ5ZUb] 54

364 nhronicHvirusHinfectionHenforcesHdemethylationHofHtheHlocusHthatHencodesH’oUYHinHantigenUspecificH
nocPSQHÅHcellsVH2011TH[5TH]XXUYZ 275

363 tnqHsyndromeHmutationsHcauseHaHbroadHspectrumHofHbiochemicalHdefectsHinHoyxÅ[mUmediatedHdeH
novoHoylHmethylationVHJournal of Molecular BiologyTH2011TH]XdTHb5cUbZ 6.5 47

362 oylHxethylationVH2011THZYU5]

361 lHconciseHreviewHonHepigeneticHregulationeHinsightHintoHmolecularHmechanismsVH2011THYZTHcaaYUd] 46

360 lgingHppigeneticsVH2011TH]X5U]ZZ 5

359 ppigeneticHxodificationseHreneticHmasisHofHpnvironmentalHStressH—esponseVH2011TH

358 StrategiesHforHoylHmethylationHanalysisHinHdevelopmentalHstudiesVH2011TH5[THZcbUdd 4

357 oylHhypermethylationHasHanHepigeneticHmarkHforHoralHcancerHdiagnosisVH2011TH]XTHaa5Uba 21

356 ’rognosticHmarkersHforHcompetentHhumanHspermatozoaeHfertilizingHcapacityHandHcontributionHtoHtheH
embryoVH2011TH[]TH5Y[UZb 44

355
lberrantHmethylationHaccountsHforHcellHadhesionUrelatedHgeneHsilencingHduringH
[UmethylcholanthreneHandHdiethylnitrosamineHinducedHmultistepHratHlungHcarcinogenesisHassociatedH
withHoverexpressionHofHoylHmethyltransferasesHYHandH[aVH2011THZ5YTHbXUc

23

354 ppigeneticsTHspermatogenesisHandHmaleHinfertilityVH2011THbZbTHaZUbY 191

353 oynamicHcontrolHofHendogenousHretrovirusesHduringHdevelopmentVH2011TH]YYTHZb[Ucb 187

352 ÅheHoylHmethylomeVH2011TH5c5THYdd]UZXXX 63
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351 —egulationHofHmammalianHoylHmethyltransferaseseHaHrouteHtoHnewHmechanismsVH2011THYZTHa]bU5a 272

350 St—ÅYHdeacetylatesHtheHoylHmethyltransferaseHYHPoyxÅYQHproteinHandHaltersHitsHactivitiesVH2011TH[YTH]bZXU[] 148

349 somologyHmodelingTHdockingHandHstructureUbasedHpharmacophoreHofHinhibitorsHofHoylH
methyltransferaseVH2011THZ5TH555Uab 64

348 —educedHdosageHofHtheHmodifiersHofHepigeneticHreprogrammingHonmtYTHonmt[wTHSmcsoYHandH
qoxo[aHhasHnoHdetectableHeffectHonHmouseHtelomereHlengthHinHvivoVH2011THYZXTH[bbUc5 11

347 oylHxethylationVH2011THdU]5 2

346 StructureHandHfunctionHofHmammalianHoylHmethyltransferasesVH2011THYZTHZXaUZZ 481

345 ÅwistsHandHturnsHofHoylHmethylationVH2011THYXcTHcdYdUZX 18

344 oylHmethyltransferaseH[bHpreferentiallyHassociatesHwithHcondensedHchromatinVH2011TH[dTHcb]Ucc 28

343 parlyHoriginsHofHadultHdiseaseeHapproachesHforHinvestigatingHtheHprogrammableHepigenomeHinH
humansTHnonhumanHprimatesTHandHrodentsVH2012TH5[TH[XaUZY 49

342 ÅechnicalHconsiderationsHforHreducedHrepresentationHbisulfiteHsequencingHwithHmultiplexedH
librariesVH2012THZXYZTHb]Y5]Z 51

341 sydroxylationHmediatesHchromatinHdemethylationVH2012THY5YTHZZdU]a 19

340 —egulationHandHfunctionHofHmammalianHoylHmethylationHpatternseHaHgenomicHperspectiveVH2012TH
YYTHZ]XU5X 24

339 xolecularHandHenzymaticHprofilesHofHmammalianHoylHmethyltransferaseseHstructuresHandHtargetsH
forHdrugsVH2010THYbTH]X5ZUbY 51

338 oylHmethyltransferaseH[aHlimitsHtheHexpressionHofHinterleukinUY[HinHÅHhelperHZHcellsHandHallergicH
airwayHinflammationVH2012THYXdTH5]YUa 60

337 ’nlUYWlwvms[HcontributesHtoHpancreaticHcancerHbyHsupportingHapoptoticHresistanceHandH
angiogenesisVH2012THbZTH]cZdU[d 65

336 StructureHandHcleavageHactivityHofHtheHtetramericHxsputHoylHmodificationUdependentHrestrictionH
endonucleaseVH2012TH]XTHdba[Ub[ 35

335 ÅetHproteinseHonHtrackHtowardsHoylHdemethylationjVH2012TH[TH[d5U]XZ 1

334 ppigeneticHmechanismsHandHtherapeuticHperspectivesHforHneurodevelopmentalHdisordersVH2012TH5TH[adUc[ 15
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333 ppigeneticH—eprogrammingHinHxammalianHoevelopmentVH2012TH 1

332 nhromatinHregulatorsHinHmammalianHepidermisVH2012THZ[THcdbUdX5 30

331 qolateHandHoylHmethylationeHaHreviewHofHmolecularHmechanismsHandHtheHevidenceHforHfolateOsHroleVH
2012TH[THZYU[c 552

330 xicro—ylUY]caHisHsilencedHbyHhypermethylationHandHinteractsHwithHoylHmethyltransferaseHYHinH
gastricHcancerVH2012THZdTHZbXYUd 76

329 ’roteinHkinaseHn˛·HoxidationHcontributesHtoHp—vHinactivationHinHlupusHÅHcellsVH2012THa]THZda]Ub] 52

328 oylHmethylationHinhibitorsHinHcancereHrecentHandHfutureHapproachesVH2012THd]THZZcXUda 162

327 lntidepressantHtreatmentHisHassociatedHwithHepigeneticHalterationsHinHtheHpromoterHofH’YYHinHaH
geneticHmodelHofHdepressionVH2012THY5THaadUbd 95

326 ppigeneticHxediationHofHpnvironmentalHpxposuresHtoH’olycyclicHlromaticHsydrocarbonsVH2012THYYYUYZb 1

325 StemHnellHppigeneticsHandHsumanHoiseaseVH2012TH]cYU5XY

324 StatisticalHinferenceHofHinHvivoHpropertiesHofHhumanHoylHmethyltransferasesHfromHdoubleUstrandedH
methylationHpatternsVH2012THbTHe[ZZZ5 9

323 oylHmethylationHmediatesHtheHdiscriminatoryHpowerHofHassociativeHlongUtermHmemoryHinH
honeybeesVH2012THbTHe[d[]d 54

322 ppigeneticHregulationHofHmi—ylHgenesHandHtheirHroleHinHhumanHmelanomasVH2012TH]THcYUdX 19

321 ÅetHfamilyHproteinsHandH5UhydroxymethylcytosineHinHdevelopmentHandHdiseaseVH2012THY[dTHYcd5UdXZ 266

320 ppigeneticHreprogrammingHinHmouseHpreUimplantationHdevelopmentHandHprimordialHgermHcellsVH
2012THY[dTHY5U[Y 298

319 lntiUserZHsingleUchainHantibodyHmediatedHoyxÅsUsi—ylHdeliveryHforHtargetedHbreastHcancerH
therapyVH2012THYaYTHcb5Uc[ 34

318 oeHnovoHoylHmethylationHactivityHofHmethyltransferaseHYHPxpÅYQHpartiallyHrestoresHbodyH
methylationHinHlrabidopsisHthalianaVH2012THbYTHYXZdU[b 19

317 ppigeneticsHandHitsHroleHinHmaleHinfertilityVH2012THZdTHZY[UZ[ 143

316 oyxÅ[mHpolymorphismsHandHcancerHriskeHaHmetaHanalysisHofHZ]HcaseUcontrolHstudiesVH2012TH[dTH]]ZdU[b 24
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315 pffectsHofHtransientHcerebralHischemiaHonHtheHexpressionHofHoylHmethyltransferaseHYHinHtheHgerbilH
hippocampalHnlYHregionVH2013TH[cTHb]UcY 14

314 xolecularHreneticsHofH’ancreaticHnancerVH2013TH 1

313 qromHnaturalHproductsHtoHdrugsHforHepimutationHcomputerUaidedHdrugHdesignVH2013THYbXTHYa]Ub5 20

312 ppigeneticsHandHnancerVH2013TH 3

311 miomarkersHofHchemotherapyUinducedHtesticularHdamageVH2013THYXXTHYYdZUZXZ 30

310 lctivityHandHcrystalHstructureHofHhumanHthymineHoylHglycosylaseHmutantHyY]XlHwithH
5UcarboxylcytosineHoylHatHlowHpsVH2013THYZTH5[5U]X 24

309 nellHandHxolecularHmiologyHofHmreastHnancerVH2013TH 8

308 oylHrecognitionHofH5UcarboxylcytosineHbyHaHZfp5bHmutantHatHanHatomicHresolutionHofHXVdbHˆ�VH2013TH
5ZTHd[YXUb 16

307 ppigeneticHmemoryHatHembryonicHenhancersHidentifiedHinHoylHmethylationHmapsHfromHadultHmouseH
tissuesVH2013TH]5THYYdcUZXa 350

306 oeHnovoHoylHmethylationHofHendogenousHretrovirusesHisHshapedHbyHv—lmUZq’sWvl’YHandHpSpÅVH
2013THY]XTH5YdUZd 108

305 ppigeneticsHandHtheHadaptiveHimmuneHresponseVH2013TH[]THcY[UZ5 35

304 lHcommonHmodeHofHrecognitionHforHmethylatedHnprVH2013TH[cTHYbbUc[ 78

303 SmallUmolecularHmodulatorsHofHcancerUassociatedHepigeneticHmechanismsVH2013THdTHcb[Uda 39

302 ÅheHroleHofHoylHmethylationHandHhistoneHmodificationsHinHtranscriptionalHregulationHinHhumansVH
2013THaYTHZcdU[Yb 83

301 oylHmethylationHandHcancerHdevelopmenteHmolecularHmechanismVH2013THabTH5XYUY[ 98

300 ppigeneticHcontrolHofHcytokineHgeneHexpressioneHregulationHofHtheHÅyqWwÅHlocusHandHÅHhelperHcellH
differentiationVH2013THYYcTH[bUYZc 51

299 ppigeneticHllterationsHinH’ancreaticHnancerVH2013THYc5UZXb 0

298 —olesHofHrepressiveHepigeneticHmachineryHinHlineageHdecisionHofHÅHcellsVH2013THY[dTHY5YUb 11
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297 oyxÅYHgeneticHpolymorphismsHaffectHbreastHcancerHriskHinHtheHcentralHpuropeanHnaucasianH
populationVH2013TH5THb 28

296 oylH5UmethylcytosineHdemethylationHactivitiesHofHtheHmammalianHoylHmethyltransferasesVH2013TH
ZccTHdXc]UdY 74

295 rermHcellHdifferentiationHfromHpluripotentHcellsVH2013TH[YTHY]UZ[ 9

294 5UhydroxymethylcytosineHprofilingHasHanHindicatorHofHcellularHstateVH2013TH5THa55Uad 46

293 ppigeneticHcontrolHofHgonadotropinHreleasingHhormoneHneuronsVH2013TH]THaY 29

292 ppidermalHstemHcellsHandHtheirHepigeneticHregulationVH2013THY]THYbcaYUcX 12

291 ÅpÅHproteinsHandH5UmethylcytosineHoxidationHinHtheHimmuneHsystemVH2013THbcTHYUYX 25

290 renomeUwideHmethylatedHnprHislandHprofilesHofHmelanomaHcellsHrevealHaHmelanomaHcoregulationH
networkVH2013TH[THZdaZ 15

289 sepatitisHmHvirusUinducedHhepatocellularHcarcinomaeHtheHroleHofHtheHvirusHxHproteinVH2013TH5bTH[cdUda 45

288 ’roteinHexpressionTHm—ylHexpressionHandHgeneHamplificationHofHoylHmethyltransferaseHYHinH
endometrialHtumorHtissuesVH2013THYTH]Z[U]Zd 6

287 oylHmethyltransferaseUYHinhibitorsHasHepigeneticHtherapyHforHcancerVH2013THY[TH[bdUdd 112

286 nausesHandHnonsequencesHofHlgeU—elatedHnhangesHinHoylHxethylationeHlH—oleHforH—zSjVH2014TH[TH]X[UZ5 30

285 pxpressionHofHoylHmethyltransferasesHinHadultHdorsalHrootHgangliaHisHcellUtypeHspecificHandHupH
regulatedHinHaHrodentHmodelHofHneuropathicHpainVH2014THcTHZYb 39

284 StructureHandHqunctionHofHsumanHoylHxethyltransferasesVH2014TH

283 ppigeneticHbiomarkersHinHtoxicologyVH2014THbYbUbZc

282 éilmsHtumorHproteinHrecognizesH5UcarboxylcytosineHwithinHaHspecificHoylHsequenceVH2014THZcTHZ[X]UY[ 91

281 5UhydroxymethylcytosineeHaHpotentialHtherapeuticHtargetHinHcancerVH2014THaTH5X[UY] 18

280 pvolutionHofHoylHmethylationHpatternsHinHtheHmrassicaceaeHisHdrivenHbyHdifferencesHinHgenomeH
organizationVH2014THYXTHeYXX]bc5 125
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279 ÅpÅUmediatedHoxidationHofHmethylcytosineHcausesHÅorHorHyptwHglycosylaseHdependentHgeneH
reactivationVH2014TH]ZTHc5dZUaX] 69

278 StructureHofH5UhydroxymethylcytosineUspecificHrestrictionHenzymeTHlbaStTHinHcomplexHwithHoylVH
2014TH]ZTHbd]bU5d 25

277 ÅheHepigeneticHstoryVH2014THcYTHqmHi

276 ÅpÅYHisHaHmaintenanceHoylHdemethylaseHthatHpreventsHmethylationHspreadingHinHdifferentiatedH
cellsVH2014TH]ZTHad5aUbY 90

275 ÅranscriptionalHnontrolHofHwineageHoifferentiationHinHtmmuneHnellsVH2014TH

274 StructuralHbasisHforHvlf]HrecognitionHofHmethylatedHoylVH2014TH]ZTH]c5dUab 65

273 nhangesHinHoylHmethylationHpatternsHandHrepetitiveHsequencesHinHbloodHlymphocytesHofHagedH
horsesVH2014TH[aTH[YU]c 9

272 pxpressionHofHexogenousHoylHmethyltransferaseseHapplicationHinHmolecularHandHcellHbiologyVH2014TH
bdTHbbUcb 5

271 oynamicsHofHÅpÅHfamilyHexpressionHinHporcineHpreimplantationHembryosHisHrelatedHtoHzygoticH
genomeHactivationHandHrequiredHforHtheHmaintenanceHofHylyzrVH2014TH[caTHcaUd5 36

270 selperHÅHcellHplasticityeHimpactHofHextrinsicHandHintrinsicHsignalsHonHtranscriptomesHandHepigenomesVH
2014TH[cYTHZbdU[Za 36

269 rettingHridHofHoylHmethylationVH2014THZ]THY[aU][ 58

268 oiscoveryHofHaHbacterialH5UmethylcytosineHdeaminaseVH2014TH5[THb]ZaU[5 8

267 ppigeneticHmodificationsHandHcanonicalHwinglessWintUYHclassHPéyÅQHsignalingHenableH
transUdifferentiationHofHnonosteogenicHcellsHintoHosteoblastsVH2014THZcdTHZXYZXUc 47

266 yegativeHfeedbackHofHmi—UZdHfamilyHÅpÅYHinvolvesHinHhepatocellularHcancerVH2014TH[YTHZdY 20

265 yanodiamondUmediatedHimpairmentHofHnucleolarHactivityHisHaccompaniedHbyHoxidativeHstressHandH
oyxÅZHupregulationHinHhumanHcervicalHcarcinomaHcellsVH2014THZZXTH5YUa[ 40

264 yucleicHacidHoxidationHinHoylHdamageHrepairHandHepigeneticsVH2014THYY]TH]aXZUZX 63

263 ’olyaminesVH2014THaYTHaXbUaZ]

262 pnforcedHdifferentiationHofHonmt[aUnullHboneHmarrowHleadsHtoHfailureHwithHcUvitHmutationsHdrivingH
leukemicHtransformationVH2015THYZ5THaYdUZc 72
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261 miologicalHpffectsHofH’olyaminesHonHtheH’reventionHofHlgingUassociatedHoiseasesHandHonHwifespanH
pxtensionVH2015THZYTHY]5UY5b 8

260 StructureHofHyaegleriaHÅetUlikeHdioxygenaseHPygÅetYQHinHcomplexesHwithHaHreactionHintermediateH
5UhydroxymethylcytosineHoylVH2015TH][THYXbY[UZY 22

259 oyxÅHtnhibitorsHinHnancerTHnurrentHÅreatmentsHandHqutureH’romisingHlpproacheHtnhibitionHofH
SpecificHoyxÅUtncludingHnomplexesVH2015THYTH[bU]c 6

258 ppigeneticsâ��’otentialHforH’rogrammingHqishHforHlquaculturejVH2015TH[THYb5UYdZ 29

257 —zSUmediatedHoylHmethylationHpatternHalterationsHinHcarcinogenesisVH2015THYaTHY[Ud 182

256 5UhydroxymethylcytosineHinHcancereHsignificanceHinHdiagnosisHandHtherapyVH2015THZXcTHYabUbb 59

255 nombinedHanalysisHofHoylHmethylationHandHcellHcycleHinHcancerHcellsVH2015THYXTHcZUdY 34

254 oifferentialHstabilitiesHandHsequenceUdependentHbaseHpairHopeningHdynamicsHofHéatsonUnrickHbaseH
pairsHwithH5UhydroxymethylcytosineTH5UformylcytosineTHorH5UcarboxylcytosineVH2015TH5]THYZd]U[X5 52

253 ÅpÅHfamilyHproteinseHoxidationHactivityTHinteractingHmoleculesTHandHfunctionsHinHdiseasesVH2015THYY5THZZZ5U[d 75

252 prratumHtoeHyegativeHfeedbackHofHmi—UZdHfamilyHÅpÅYHinvolvesHinHhepatocellularHcancerVH2015TH[ZTH[d 8

251 xethylUnprUbindingHdomainHproteinseHreadersHofHtheHepigenomeVH2015THbTHYX5YUb[ 230

250 pSntHawardHlectureeHregulationTHfunctionHandHbiomarkerHpotentialHofHoylHmethylationVH2015TH]5THZccUd[ 8

249 tnductionHofHactiveHdemethylationHandH5hmnHformationHbyH5UazacytidineHisHÅpÅZHdependentHandH
suggestsHnewHtreatmentHstrategiesHagainstHhepatocellularHcarcinomaVH2015THbTHdc 45

248 ÅheHxechanismsHofHrenerationTH—ecognitionTHandHprasureHofHoylH5UxethylcytosineHandHÅhymineH
zxidationsVH2015THZdXTHZXbZ[UZXb[[ 31

247 ÅowardsHanHunderstandingHofHtheHroleHofHoylHmethylationHinHrheumatoidHarthritiseHtherapeuticHandH
diagnosticHimplicationsVH2015THbTHZXaUYd 25

246 SirtuinUdependentHepigeneticHregulationHinHtheHmaintenanceHofHgenomeHintegrityVH2015THZcZTHYb]5Uab 83

245 VH2016TH 6

244 ÅherapeuticHÅargetingHofHtheHnancerUSpecificHnellHSurfaceHmiomarkerHnf’ZβbVH2016THbTH 3
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243 ÅheH—oleHofHxirUY]caHinHnancerVH2016THbTHYZ[[U]Y 94

242 xodifiersHandH—eadersHofHoylHxodificationsHandHÅheirHtmpactHonHrenomeHStructureTHpxpressionTH
andHStabilityHinHoiseaseVH2016THbTHYY5 33

241 —egulationHofHnprHmethylationHbyHonmtHandHÅetHinHpluripotentHstemHcellsVH2016THaZTH[[YU5 11

240 tnhibitionHofHoylHmethyltransferaseHYHincreasesHnuclearHreceptorHsubfamilyH]HgroupHlHmemberHYH
expressionHandHdecreasesHbloodHglucoseHinHtypeHZHdiabetesVH2016THbTH[dYaZU[dYbX 21

239 ppigeneticsHandHyeuroendocrinologyVH2016TH 1

238 ppigeneticH—egulationHofHtheHrn—sHandHvissYHrenesVH2016THZ][UZa]

237 pxpressionHofHgenesHencodingHsubunitsHlHandHmHofHsuccinateHdehydrogenaseHinHgerminatingHmaizeH
seedsHisHregulatedHbyHmethylationHofHtheirHpromotersVH2016THZX5TH[[U]X 15

236 nharacterizationHofHsowHoylHxodificationsHlffectHoylHmindingHbyHnZsZHZincHqingerH’roteinsVH2016
TH5b[TH[cbU]XY 18

235 misulfiteUnonversionUmasedHxethodsHforHoylHxethylationHSequencingHoataHlnalysisVH2016THZZbUZ][ 1

234 ppigeneticsHandHnancerVH2016THYUZc 2

233 xicrofluidicHplatformsHforHoylHmethylationHanalysisVH2016THYaTH[a[YU]] 25

232 oistinctiveHvlf]HmutantsHdetermineHpreferenceHforHoylHmethylationHstatusVH2016TH]]THYXYbbUYXYc5 18

231 xechanismsHandHmiologicalH—olesHofHoylHxethyltransferasesHandHoylHxethylationeHqromH’astH
lchievementsHtoHqutureHnhallengesVH2016THd]5THYUYb 27

230 oomainHStructureHofHtheHonmtYTHonmt[aTHandHonmt[bHoylHxethyltransferasesVH2016THd]5THa[Uca 45

229 reneticHStudiesHonHxammalianHoylHxethyltransferasesVH2016THd]5THYZ[UY5X 26

228 yaUxethyladenineeHlHnonservedHandHoynamicHoylHxarkVH2016THd]5THZY[UZ]a 68

227 onmtYHregulatesHtheHmyogenicHlineageHspecificationHofHmuscleHstemHcellsVH2016THaTH[5[55 7

226 –uantitativeHtraitHvariationHisHrevealedHinHaHnovelHhypomethylatedHpopulationHofHwoodlandH
strawberryHPqragariaHvescaQVH2016THYaTHZ]X 13
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225 onmtZHisHtheHmostHevolutionaryHconservedHandHenigmaticHcytosineHoylHmethyltransferaseHinH
eukaryotesVH2016TH5ZTHZ[bUZ]c 10

224 pstablishmentHandHxaintenanceHofHoylHxethylationVH2016TH]cdU5Ya 1

223 ÅheHtmpactHofHoylHxethylationHinHsematopoieticHxalignanciesVH2016THZTHbXUc[ 48

222 —egulationHofHmaintenanceHoylHmethylationHviaHhistoneHubiquitylationVH2016THY5dTHdUY5 21

221 ’rolongedHpffectsHofHSilverHyanoparticlesHonHp5[WpZYH’athwayUxediatedH’roliferationTHoylH
oamageH—esponseTHandHxethylationH’arametersHinHsÅZZHsippocampalHyeuronalHnellsVH2017TH5]THYZc5UY[XX 67

220 ppigeneticHmechanismsHregulatingHtheHdevelopmentHofHhepatocellularHcarcinomaHandHtheirHpromiseH
forHtherapeuticsVH2017THYYTH]5U5[ 35

219 oylHmethylationHisHdispensableHforHchangesHinHglobalHchromatinHarchitectureHbutHrequiredHforH
chromocentreHformationHinHearlyHstemHcellHdifferentiationVH2017THYZaTHaX5UaY] 12

218 mi—U[bbHinducesHsenescenceHinHhumanHskinHfibroblastsHbyHtargetingHoylHmethyltransferaseHYVH2017TH
cTHeZaa[ 29

217 xethylationHdynamicsHduringHfolliculogenesisHandHearlyHembryoHdevelopmentHinHsheepVH2017THY5[THaX5UaYd 15

216 ÅotipotencyHinHtheHmouseVH2017THd5THacbUad] 11

215 ÅheHchemistriesHandHconsequencesHofHoylHandH—ylHmethylationHandHdemethylationVH2017THY]THYXddUYYXb 65

214 xethylUnprHbindingHdomainHproteinHYHregulatesHlocalizationHandHactivityHofHÅetYHinHaHnββn[H
domainUdependentHmannerVH2017TH]5THbYYcUbY[a 24

213 sistoryHandHxodernHèiewHonHoylHxodificationsHinHtheHmrainVH2017THYUZ5

212 ppigeneticHmodificationsHofHgeneHexpressionHbyHlifestyleHandHenvironmentVH2017TH]XTHYZYdUYZ[b 55

211 ÅheHxolecularHmasisHofHoylHxethylationVH2017THYdU5Y 0

210 ’uttingHoylHmethylationHinHcontexteHfromHgenomesHtoHgeneHexpressionHinHplantsVH2017THYcaXTHY]dUY5a 84

209 xechanismsHofHoylHxethylationHandHoemethylationHouringHxammalianHoevelopmentVH2017THYYUZ] 27

208 tndependenceHbetweenHpreUm—ylHsplicingHandHoylHmethylationHinHanHisogenicHminigeneHresourceVH
2017TH]5THYZbcXUYZbdb 2
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207 xethylUdependentHandHspatialUspecificHoylHrecognitionHbyHtheHorthologousHtranscriptionHfactorsH
humanHl’UYHandHppsteinUmarrHvirusHZtaVH2017TH]5THZ5X[UZ5Y5 33

206 oylHbaseHflippingHanalyticalHpipelineVH2017THZTHbpxXYX 2

205 lgingHppigeneticsVH2017TH[bYU[cc 2

204 yewHinsightsHonHtheHroleHofHoylHmethylationHfromHaHglobalHviewVH2017THZZTHa]]Uaac 13

203 rahuHisHaHmutantHalleleHofHonmt[cTHencodingHaHoylHmethyltransferaseHhomologHrequiredHforHmeiosisH
andHtransposonHrepressionHinHtheHmouseHmaleHgermlineVH2017THY[THeYXXada] 40

202 ppigeneticHmemoryHviaHconcordantHoylHmethylationHisHinverselyHcorrelatedHtoHdevelopmentalH
potentialHofHmammalianHcellsVH2017THY[THeYXXbXaX 12

201 ppigeneticHlpproachesHinHyeuroblastomaHoiseaseH’athogenesisVH2017TH 1

200 oynamicsHandHqunctionHofHoylHxethylationHouringHoevelopmentVH2017THa5Ud]

199 oylHsypermethylationHinHmreastHnancerVH2017TH 2

198 xbdZHenablesHtumourigenesisHwithinHtheHintestineHwhileHpreventingHtumourUpromotingH
inflammationVH2018THZ]5THZbXUZcZ 8

197 ppigeneticHsmallHmoleculeHmodulatorsHofHhistoneHandHoylHmethylationVH2018TH]5THb[Uc5 26

196 pffectsHofHdoxorubicinHonHspermHoylHmethylationHinHmouseHmodelsHofHtesticularHtoxicityVH2018TH]dcTHab]Uabd 19

195 oylHmethylationHmechanismHofHintracellularHzincHdeficiencyUinducedHinjuryHinHprimaryHhippocampalH
neuronsHinHtheHratHbrainVH2018THZYTH]bcU]ca 4

194 xethylUdonorHdepletionHofHheadHandHneckHcancerHcellsHinHvitroHestablishesHaHlessHaggressiveHtumourH
cellHphenotypeVH2018TH5bTHY[ZYUY[[Z 5

193 ppigeneticsTHnutritionHandHmentalHhealthVHtsHthereHaHrelationshipjVH2018THZYTHaXZUaY[ 16

192 ÅheHoylHmethyltransferaseHfamilyeHaHversatileHtoolkitHforHepigeneticHregulationVH2018THYdTHcYUdZ 518

191 sδ’p—xpÅsδwlÅpoHoylHlSHmtzxl—vp—Hqz—HylSz’sl—δyrplwHnlynp—HopÅpnÅtzyVH2018THYYTHac

190 oylHxethylationHinHxammalianHnellsVH2018TH 1
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189 ’olyamineHxetabolismHandHreneHxethylationHinHnonjunctionHwithHzneUnarbonHxetabolismVH2018TH
YdTH 37

188 mlsHdomainsHandHaHhistoneUlikeHmotifHinHoylHmethyltransferaseHYHPoyxÅYQHregulateHandH
maintenanceHmethylationVH2018THZd[THYd]aaUYd]b5 28

187 ÅransUdifferentiationHviaHppigeneticseHlHyewH’aradigmHinHtheHmoneH—egenerationVH2018THZ5THdUY[ 11

186 ppigeneticHnrosstalkHbetweenHtheHÅumorHxicroenvironmentHandHzvarianHnancerHnellseHlH
ÅherapeuticH—oadHwessHÅraveledVH2018THYXTH 30

185 ÅargetingHepigeneticHmechanismsHinHperiodontalHdiseasesVH2018THbcTHYb]UYc] 11

184 ppigeneticHqactorseHveyH—egulatorsHÅargetedHinHnancersVH2018TH

183 ppigeneticsHofHnircadianH—hythmsHinHtmprintedHyeurodevelopmentalHoisordersVH2018THY5bTHabUdZ 5

182 oisruptingHtheHnodeeHppigeneticHoysregulationHofHwymphocyteHqunctionHduringHtnfectiousHoiseaseH
andHwymphomaHoevelopmentVH2018THZXYTHYYXdUYYYc 11

181 ÅheHoylHxethylomeHofHtheHsyperthermoacidophilicHnrenarchaeonVH2018THdTHY[b 19

180 oetectingHandHinterpretingHoylHmethylationHmarksVH2018TH5[THccUdd 24

179 tndependentHfunctionsHofHoyxÅYHandHàS’bHatHreplicationHfociVH2018THYYTHd 15

178 ÅheHpZsZUHs[vZbme[UoyxÅYHcomplexHorchestratesHepigeneticHsilencingHofHtheHwwcYHgeneTHaH
sippoWδl’HpathwayHupstreamHeffectorTHinHbreastHcancerHepithelialHcellsVH2018TH5YTHZ][UZ5a 33

177 ppigeneticsHinHxelanomaVH2018THYY5UY[Z

176 xetastasisUrelatedHmethyltransferaseHYHPxermYQHrepressesHtheHmethyltransferaseHactivityHofH
onmt[aHandHfacilitatesH—ylHpolymeraseHtHtranscriptionalHelongationVH2019THYYTHbcUdX 1

175 sistoneHhyperacetylationHandHoylHmethylationHinterplayHduringHmurineHspermatogenesisVH2019THZbTH[X5U[Y] 3

174 ÅheHÅranscriptionalH—olesHofHlwvHqusionH’roteinsHinHÅumorigenesisVH2019THYYTH 29

173 oiverseHandHdynamicHoylHmodificationsHinHbrainHandHdiseasesVH2019THZcTH—Z]YU—Z5[ 15

172 xicro—ylH—egulationHofHppigeneticHxodifiersHinHmreastHnancerVH2019THYYTH 33
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171 oylHmethylationHregulatedHbyHascorbicHacidsHinHyakHpreimplantationHembryoHhelpsHtoHimproveH
blastocystHqualityVH2019THcaTHYY[cUYY]c 3

170 ÅheHcellHcycleUregulatedHoylHadenineHmethyltransferaseHncrxHopensHaHbubbleHatHitsHoylH
recognitionHsiteVH2019THYXTH]aXX 17

169 ppigeneticsHofHtheHSynapseHinHyeurodegenerationVH2019THYdTHbZ 15

168 nlinicalHppigeneticsVH2019TH 2

167 ppigeneticHmiomarkersHinHÅoxicologyVH2019THcZ[Uc[d

166 ppigeneticHregulationHofHmHcellHfateHandHfunctionHduringHanHimmuneHresponseVH2019THZccTHb5Uc] 16

165 oylHxethylationH—eprogrammingHduringHxammalianHoevelopmentVH2019THYXTH 117

164 ppigeneticHmodificationHinH]ÅYHmouseHbreastHcancerHmodelHbyHartificialHlightHatHnightHandHmelatoninH
UHtheHroleHofHoylUmethyltransferaseVH2019TH[aTHaZdUa][ 9

163 oylUmodifyingHpnzymesVH2019TH]ZYU]55

162 nhemicalHnompoundsHÅargetingHoylHxethylationHandHsydroxymethylationVH2019THZ55UZca

161 VH2019TH 1

160 StructuralHbasisHforHeffectsHofHnplHmodificationsHonHnWpm’˛†HbindingHofHoylVH2019TH]bTHYbb]UYbc5 12

159 ’olymorphismsHinHoylHmethylationUrelatedHgenesHareHlinkedHtoHtheHphenotypeHofHxachadoUuosephH
diseaseVH2019THb5THZZ5VeYUZZ5Vec 5

158 oylHxethylationWoemethylationHsomeostasisHandHèariousH’ainHnonditionsVH2019THYZ5UY]X 3

157 oylHxethyltransferaseHYHnontrolsHyephronH’rogenitorHnellH—enewalHandHoifferentiationVH2019TH[XTHa[Ubc 36

156 ’ossibleHinvolvementHofHoylHmethylationHinHhippocampalHsynaptophysinHgeneHexpressionHduringH
postnatalHdevelopmentHofHmiceVH2020THY[ZTHYX]5cb 5

155 ÅheHpreconceptionHenvironmentHandHspermHepigeneticsVH2020THcTHdZ]Ud]Z 43

154 ÅheHn]HproteinHencodedHbyHtomatoHleafHcurlHδunnanHvirusHreversesHtranscriptionalHgeneHsilencingHbyH
interactingHwithHybo—xZHandHimpairingHitsHoylUbindingHabilityVH2020THYaTHeYXXccZd 12
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153 miochemicalHandHstructuralHbasisHforHδÅsHdomainHofHhumanHδÅsonYHbindingHtoHmethylatedHadenineH
inHoylVH2020TH]cTHYX[ZdUYX[]Y 14

152 ÅheHepigeneticsHofHpluripotentHstemHcellsVH2020THZ5Ub]

151 ppigeneticsHinHpsophagealHnancereHqromHxechanismsHtoHÅherapeuticsVH2020TH]THZXXX[dY 2

150 pvidenceHthatHmi—UY5ZU[pHisHaHpositiveHregulatorHofHSpÅomYUmediatedHs[vdHhistoneHmethylationH
andHservesHasHaHtoggleHbetweenHhistoneHandHoylHmethylationVH2020TH[d5THYYZZYa 3

149 oylHxethyltransferasesHinHnancereHmiologyTH’aradoxTHlberrationsTHandHÅargetedHÅherapyVH2020THYZTH 46

148 oylHsequenceUdependentHactivityHandHbaseHflippingHmechanismsHofHoyxÅYHregulateHgenomeUwideH
oylHmethylationVH2020THYYTH[bZ[ 25

147 oylHmethyltransferasesHinHhematologicalHmalignanciesVH2020TH]bTH[aYU[bZ 17

146
ÅheHtmpactHofHnhronicHxildHStressHandHlgomelatineHÅreatmentHonHtheHpxpressionHwevelHandH
xethylationHStatusHofHrenesHtnvolvedHinHÅryptophanHnatabolicH’athwayHinH’mxnsHandHmrainH
StructuresVH2020THYYTH

1

145 ’hotoperiodUinducedHchangesHinHhypothalamicHdeHnovoHoylHmethyltransferaseHexpressionHareH
independentHofHtriiodothyronineHinHfemaleHSiberianHhamstersHP’hodopusHsungorusQVH2020THZddTHYY[aX]

144 SimplifiedHxethyl—loHSequencingHtoHoetectHnhangesHinHoylHxethylationHatHpnhancerHplementsHinH
oifferentiatingHpmbryonicHStemHnellsVH2020TH]TH 1

143 xaleHfactorHinfertilityeHgeneticHandHepigeneticHaspectsVH2020THYZ[UY]Z

142 SingleUmoleculeHquantificationHofH5UmethylcytosineHandH5UhydroxymethylcytosineHinHcancerH
genomeVH2020THYTHed 7

141 ppigeneticH—esponsesHtoHÅemperatureHandHnlimateVH2020THaXTHY]adUY]cX 22

140 metaHclassHaminoHmethyltransferasesHfromHbacteriaHtoHhumanseHevolutionHandHstructuralH
consequencesVH2020TH]cTHYXX[]UYXX]] 7

139 ÅheHacuteHmyeloidHleukemiaHvariantHoyxÅ[lHlrgccZsisHisHaHoyxÅ[mUlikeHenzymeVH2020TH]cTH[baYU[bb5 9

138 xolecularHmechanismsHgoverningHoffspringHmetabolicHprogrammingHinHrodentHmodelsHofHinHuteroH
stressVH2020THbbTH]caYU]cdc 12

137 oynamicHpvolutionHofHoeHyovoHoylHxethyltransferasesHinH—odentHandH’rimateHrenomesVH2020TH[bTHYccZUYcdZ 8

136 StochasticHmodelingHrevealsHkineticHheterogeneityHinHpostUreplicationHoylHmethylationVH2020THYaTHeYXXbYd5 10
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135 nyclicHoylHremethylationHfollowingHactiveHdemethylationHatHeuchromaticHregionsHinHmouseH
embryonicHstemHcellsVH2021THZdTHY]5UY5b 1

134 StayingHtrueHtoHyourselfeHmechanismsHofHoylHmethylationHmaintenanceHinHmammalsVH2021TH]dTH[XZXU[X[Z 19

133 StructuralHdynamicsHofHdoubleUstrandedHoylHwithHepigenomeHmodificationVH2021TH]dTHYY5ZUYYaZ 2

132 nentromeresHÅranscriptionHandHÅranscriptsHforHmetterHandHforHéorseVH2021THaXTHYadUZXY 0

131 xitoticHinheritanceHofHoylHmethylationeHmoreHthanHjustHcopyHandHpasteVH2021TH]cTHYUY[ 3

130 oylHxethylationHinHSolidHÅumorseHqunctionsHandHxethodsHofHoetectionVH2021THZZTH 6

129 ppigeneticH—egulationHofHrenomicHStabilityHbyHèitaminHnVH2021THYZTHab5bcX 10

128 yeurodegenerativeHmovementHdisorderseHlnHepigeneticsHperspectiveHandHpromiseHforHtheHfutureVH
2021TH]bTHcdbUdXd 1

127 lpplicationHofHlateralHflowHandHmicrofluidicHbioUassayHandHbiosensingHtowardsHidentificationHofH
oylUmethylationHandHcancerHdetectioneH—ecentHprogressHandHchallengesHinHbiomedicineVH2021THY]YTHYYYc]5 9

126 xolecularHmiologyHofHnancerVH2003THYU5X 3

125 oylHmethylationTHnuclearHstructureTHgeneHexpressionHandHcancerVH2000THbdTHbcUc[ 6

124 ÅheHhostHdefenceHfunctionHofHgenomicHmethylationHpatternsVH1998THZY]THYcbUd5fHdiscussionHYd5UdTHZZcU[Z 52

123 oylHxethylationH—egulatesHrenomicHtmprintingTHβHtnactivationTHandHreneHpxpressionHduringH
xammalianHoevelopmentVH2006TH[bbU[dY 1

122 tmpairedHoylHxethylationHinHwupusHÅHnellsVH1999THZbcUZdc 1

121 mreastHnancerHppigeneticseHmiomarkersHandHÅherapeuticH’otentialVH2013THZYYUZ5d 1

120 ppigeneticHnontrolHàsingHSmallHxoleculesHinHnancerVH2020THYYYUY]c 1

119 oylHmethylationHandHretrovirusHexpressionVH1993THa]TH[XXUZd 5

118 StructureTHfunctionHandHregulationHofHmammalianHoylHmethyltransferaseVH1993THa]THYXdUYd 37

(1993-2021)
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117 —egulationHofHdeHnovoHmethylationVH1993THa]THYZXU]] 8

116 ’romoterUregionHhypermethylationHandHgeneHsilencingHinHhumanHcancerVH2000THZ]dTH[5U5] 107

115 xammalianHmethyltransferasesHandHmethylUnprUbindingHdomainseHproteinsHinvolvedHinHoylH
methylationVH2000THZ]dTH55Ub] 73

114 xouseHmodelsHinHoylUmethylationHresearchVH2000THZ]dTHYYdU[] 3

113 oisruptionHofHaHhomologHofHtrithoraxHbyHYYqZ[HtranslocationseHleukemogenicHandHtranscriptionalH
implicationsVH1997THZZXTHYUZ[ 34

112 reneticHalterationsHinHhumanHtumorsVH1997THZZYTHY]dUba 7

111 nomplexitiesHinHreneH—egulationHbyH’romoterHxethylationVH1989THdZUYYd 20

110 sostHdefensesHtoHparasiticHsequencesHandHtheHevolutionHofHepigeneticHcontrolHmechanismsVH2000THZbYUZcb 2

109 ÅransgeneHsilencingHbyHtheHhostHgenomeHdefenseeHimplicationsHforHtheHevolutionHofHepigeneticH
controlHmechanismsHinHplantsHandHvertebratesVH2000THZcYUZd5 6

108 ’lantHoylHmethyltransferasesVH2000THadUcY 3

107 sypomethylationHofHoyleHlnHepigeneticHmechanismHthatHcanHfacilitateHtheHaberrantHoncogeneH
expressionHinvolvedHinHliverHcarcinogenesisVH1995THZZbUZ55 4

106 pnhancementHofHreporterHgeneHdeHnovoHmethylationHbyHoylHfragmentsHfromHtheHalphaUfetoproteinH
controlHregionVVH1994THZadTHYcZYUYcZa 51

105 tnductionHofHmyogenicHdifferentiationHbyHanHexpressionHvectorHencodingHtheHoylH
methyltransferaseHcoylHsequenceHinHtheHantisenseHorientationVVH1992THZabTHYZc[YUYZc[a 46

104 ÅheHmouseHoylHmethyltransferaseH5OUregionVHlHuniqueHhousekeepingHgeneHpromoterVVH1992THZabTHb[acUb[bb 64

103 rrowthHregulationHofHmouseHoylHmethyltransferaseHgeneHexpressionVH1991THZaaTHYXXZbUYXX[X 105

102 xammalianHoylHligasesVHnatalyticHdomainHandHsizeHofHoylHligaseHtVVH1990THZa5THYZaYYUYZaYb 71

101 SequenceHofHtheHoUaspartylWwUisoaspartylHproteinHmethyltransferaseHfromHhumanHerythrocytesVH
1989THZa]THZXY[YUZXY[d 188

100 ÅheHmarksTHmechanismsHandHmemoryHofHepigeneticHstatesHinHmammalsVH2001TH[5aTHYUYX 84
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99 noordinateHsuppressionHofHmutationsHcausedHbyH—obertsonOsHmutatorHtransposonsHinHmaizeVH1994TH
Y[aTHYY5bUbX 104

98 lrabidopsisHxpÅYHcytosineHmethyltransferaseHmutantsVH2003THYa[THYYXdUZZ 401

97 ÅheHlcuteHxyeloidHweukemiaHvariantHoyxÅ[lHlrgccZsisHisHaHoyxÅ[mUlikeHenzymeVH 1

96 zverexpressionHofHoylHmethyltransferaseHinHmyoblastHcellsHacceleratesHmyotubeHformationVH1995TH
Z[YTHZcZUdY 45

95 ’rimaryHstructureHofHtheHherpesvirusHsaimiriHgenomeVH1992THaaTH5X]bU5c 354

94 ÅheHpmylUZHarginineUglycineHdomainHisHcriticalHbutHnotHessentialHforHmUlymphocyteHgrowthH
transformationfHtheHrestHofHregionH[HlacksHessentialHinteractiveHdomainsVH1994THacTHaYccUdb 32

93 lHoylHsignalHfromHtheHÅhyUYHgeneHdefinesHdeHnovoHmethylationHpatternsHinHembryonicHstemHcellsVH
1990THYXTH][daU]]XX 22

92 oylHmethylationHandHgeneHexpressionVH1991TH55TH]5YUc 500

91 èirusesHandHviruslikeHparticlesHofHeukaryoticHalgaeVH1991TH55TH5caUaZX 277

90 miologyHofHoylHrestrictionVH1993TH5bTH][]U5X 494

89 oylHxethylationVH1999THd[TH]X5dU]XbX 14

88 ’harmacoepigeneticsVH2005TH]aYU]dY 1

87 StrainUspecificHtransgeneHmethylationHoccursHearlyHinHmouseHdevelopmentHandHcanHbeHrecapitulatedH
inHembryonicHstemHcellsVH1995THYZYTHZc5[UZc5d 22

86 oeHnovoHoylHcytosineHmethyltransferaseHactivitiesHinHmouseHembryonicHstemHcellsVH1996THYZZTH[Yd5U[ZX5 569

85 SexUspecificHexonsHcontrolHoylHmethyltransferaseHinHmammalianHgermHcellsVH1998THYZ5THccdUcdb 247

84 SuppressionHofHwqlUYHexpressionHbyHspermineHisHassociatedHwithHenhancedHmethylationHofHtÅrlwTH
theHwqlUYHpromoterHareaVH2013THcTHe5aX5a 16

83 renomeUwideHanalysisHinHhumanHcolorectalHcancerHcellsHrevealsHischemiaUmediatedHexpressionHofH
motilityHgenesHviaHoylHhypomethylationVH2014THdTHeYX[Z][ 6

82 oylHmetylationHasHoneHofHtheHmainHmechanismsHofHgeneHactivityHregulationVH2004THZTHZbU[b 6

(2004-1994)
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81 ÅheHemergingHinsightsHintoHcatalyticHorHnonUcatalyticHrolesHofHÅpÅHproteinsHinHtumorsHandHneuralH
developmentVH2016THbTHa]5YZUa]5Z5 21

80 ’Å’—oHsilencingHbyHoylHhypermethylationHdecreasesHinsulinHreceptorHsignalingHandHleadsHtoHtypeHZH
diabetesVH2015THaTHYZddbU[XX5 15

79 ’erinatalHpxposureHtoHpnvironmentalHnhemicalsHtnducesHppigenomicHnhangesHinHzffspringVH2011TH
[[TH][U]d 2

78 ’hthalateHpxposureHandHwongUÅermHppigenomicHnonsequenceseHlH—eviewVH2020THYYTH]X5 36

77 [oylHmethyltransferaseseHtheHroleHinHregulationHofHgeneHexpressionHandHbiologicalHprocesses]VH2009TH
[YTHYXcbUd[ 3

76 xzwpnàwl—HnwzytyrHlyoHpβ’—pSStzyHlylwδStSHzqHoyxÅYHtyHrzwoqtSsTHnl—lSStàSH
là—lÅàSVH2010TH[aTHZZdUZ[5 2

75 ÅheHimportanceHofHepigeneticHalterationsHinHtheHdevelopmentHofHepsteinUbarrHvirusUrelatedH
lymphomasVH2009THYTHeZXXdXYZ 19

74 oistinctHfunctionsHofHonmt[aHandHonmt[bHdeHnovoHoylHmethyltransferasesHinHpSHcellHproliferationH
andHdifferentiationVH2013THX[THYZbUY[Z 6

73 —ecombinantHalphaHandHbetaHsubunitsHofHxVlqutHconstituteHanHactiveHoylHmethyltransferaseVH2002TH
[5TH[]cU5Y 3

72 ’utativeHassociationHofHoylHmethyltransferaseHYHPoyxÅYQHpolymorphismsHwithHclearanceHofHsmèH
infectionVH2009TH]ZTHc[]Ud 13

71 xolecularHsignaturesHofHpancreaticHcancerVH2011THY[5THbYaUZb 116

70 ppigeneticHnontrolHofHÅemperatureUoependentHqemaleH—eproductiveHwifeHsistoryHÅradeUzffsHinH
SeedHmeetlesTHnallosobruchusHmaculatusVH

69 somologyUoependentHreneHSilencingHinHÅrangenicH’lantseHwinksHtoHnellularHoefenseH—esponsesHandH
renomeHpvolutionVH2000THY]YUYaZ 2

68 xethylUnprHmindingH’roteinVH

67 ’lantHoylHxethylationHandHreneHpxpressionVH2002TH5XYU5[d

66 xethyltransferasesHofHonaVH

65 ’lÅsz’sδStzwzrδHzqHo—àrUtyoànpoHwà’àSVH2004THYYc5UYZYX

64 VH2004TH
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63 xouseHxodelsHforHtheHStudyHofHoylHxethylationVH2004THY[bUY]d

62 VH2005TH

61 xethyltransferasesHofHplantsVH2005THZYTH]a[U]bZ

60 ’roteinsHÅhatHxodulateHoylHxethylationHlberrationsHinHnancerVH2008THa5Ubc

59 ppigeneticH—egulationHofHreneHandHrenomeHpxpressionVH2008THYXYUYZc 1

58 xammalianHonaHxethyltransferasesVH2009TH[bUa5 1

57 rermHnellâ��SpecificHxethylationH’atterneHprasureHandH—eestablishmentVH2009TH][U5a

56 ÅelomereHwengthTHxethylationHandHyutritionVH2013THY][UYaY

55 ppigeneticHSignaturesHofHmreastHnancerHrenesVH2013THYabUZXZ

54 ÅheHSpermHppigenomeVH2013THcdUYX]

53 lHnonciseH—eviewHonHppigeneticH—egulationVH2013THZ[Ua]

52 ÅheHoylUxethylaseHofHqrogHèirusH[VH1990THYa[UYbY

51 oylHxethylationTHoifferentiationHandHnancerVH1991TH[[YU[[a

50 oylHxethylationeHlHoefenseHxechanismHlgainstHtheHpxpressionHofHqoreignHoyljVH1991TH5XU5c 1

49 —earrangementHandHexpressionHofHimmunoglobulinHgenesHinHtransgenicHmiceVH1992THYcZTHY[bU]Y 2

48 oylHxethylationHnhangesHinHwungHnancerVH1998THY5bUYab

47 —egulatedHSynthesisHandH—oleHofHoylHxethyltransferaseHouringHxeiosisVH1998THacUbd

46 oylHxethylationeeHlnHppigeneticHxarkerHofHmreastHnancerHtnfluencedHbyHyutrientsHlctingHasHanH
pnvironmentalHqactorVH2015THYdYUZYX

(2015-2004)
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45 ppigeneticHxemoryHviaHnoncordantHoylHxethylationHisHtnverselyHnorrelatedHtoHoevelopmentalH
’otentialHofHxammalianHnellsVH

44 rahuHisHaHmutantHalleleHofHonmt[cTHencodingHaHoylHmethyltransferaseHhomologHrequiredHforHmeiosisH
andHtransposonHrepressionHinHtheHmouseHmaleHgermlineVH 0

43 reneticsHandHppigeneticseHlHsistoricalHzverviewVH2019THYU]a

42 ÅheHoylHxethylationHxachineryVH2019TH]bUa]

41 StochasticHxodelingH—evealsHvineticHseterogeneityHinH’ostUreplicationHoylHxethylationVH

40 oynamicHevolutionHofHdeHnovoHoylHmethyltransferasesHinHrodentHandHprimateHgenomesVH

39 ppigeneticH—egulationHofHtheHrn—sHandHvissYHreneseHoevelopmentalH’erspectivesVH2020THZ[bUZa]

38 xechanismsHofHabnormalHgeneHexpressionHinHtumorHcellsVH2006TH[5YUaY 3

37 oylHxethylationHandHrastricHnarcinomaVH2005THdbUYXc

36 SmokingHandHwungHnancerVH2008THZYdUZ[d

35 xcrmeHaHprokaryoticHproteinHspecificallyHrecognizingHoylHcontainingHmodifiedHcytosineHresiduesVH
1995THY]THZaaYUd 22

34 lctivationHofHmammalianHoylHmethyltransferaseHbyHcleavageHofHaHZnHbindingHregulatoryHdomainVH
1992THYYTHZaYYUb 135

33 ppigeneticsHandHepigeneticHalterationsHinHpancreaticHcancerVH2009THZTH[YXUZa 51

32 oylHmethylHtransferaseHYeHregulatoryHmechanismsHandHimplicationsHinHhealthHandHdiseaseVH2011THZTH5cUaa 42

31 oylUmethyltransferaseH[mH[dYbdHrHiHÅHpolymorphismHandHriskHofHsporadicHcolorectalHcancerHinHaH
subsetHofHtranianHpopulationVH2011THYaTHcXbUY[ 7

30 sydroxymethylationHofHoyleHanHepigeneticHmarkerVH2014THY[TH5dZUaYX 34

29 lssociationHstudyHbetweenHtheHoyxÅ[lHU]]clirHpolymorphismHandHriskHofHllzheimerOsHdiseaseHinH
naucasiansHofHttalianHoriginVH2016TH5THc5Ud[ 3

28 ÅheHroleHofHoylHmethylationHinHgenomeHdefenseHinHnnidariaHandHotherHinvertebratesVVH2022TH 1
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27 oylHxethylationHoynamicsHandHoysregulationHoelineatedHbyHsighUÅhroughputH’rofilingHinHtheH
xouseVH 1

26 ÅamingHtransposableHelementsHinHvertebrateseHfromHepigeneticHsilencingHtoHdomesticationVVH2022TH 3

25 oataSheetYVβwSβVH2018TH

24 oataSheetZVβwSβVH2018TH

23 oataSheet[VβwSβVH2018TH

22 oataSheet]VβwSβVH2018TH

21 oataSheet5VβwSβVH2018TH

20 oataSheetaVβwSβVH2018TH

19 oylHmethylationeHaHhistoricalHperspectiveVVH2022TH 7

18 tdentificationHofHnhemicalH’robesHÅargetingHxmoZVH

17 xechanismsHofHchromatinUbasedHepigeneticHinheritanceVH 1

16 oylHmethylationHdynamicsHandHdysregulationHdelineatedHbyHhighUthroughputHprofilingHinHtheH
mouseVH2022THZTHYXXY]] 2

15 reneratingHspecificityHinHgenomeHregulationHthroughHtranscriptionHfactorHsensitivityHtoHchromatinVH 1

14 ÅoxicoepigeneticsHandHpnvironmentalHsealtheHnhallengesHandHzpportunitiesVH2022TH[5THYZd[UY[YY 0

13 pmergingHroleHofHdifferentHoylHmethyltransferasesHinHtheHpathogenesisHofHcancerVHY[TH 1

12 oylHxethyltransferaseseHqromHpvolutionHtoHnlinicalHlpplicationsVH2022THZ[THcdd] 2

11 xechanismsHofHoylHxethylationHandHoemethylationHouringHxammalianHoevelopmentVH2023THYYUZa 0

10 oynamicHnhangesHinHppigeneticHxodificationsHouringHxammalianHparlyHpmbryoHoevelopmentVH2023THZcdU[XY 0

(2023-)
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9 oylHxethylationHinH—egulatoryHÅHnellHoifferentiationHandHqunctioneHnhallengesHandHzpportunitiesVH
2022THYZTHYZcZ 1

8 xodulationHofHoylW—ylHxethylationHSignalingHxediatingHxetabolicHsomeostasisHinHnancerVH2022THZXYUZ[b 0

7 yaUmethyladenineeHlH—areHandHoynamicHoylHxarkVH2022THYbbUZYX 0

6 reneticHStudiesHonHxammalianHoylHxethyltransferasesVH2022THYYYUY[a 0

5 oomainHStructureHofHtheHonmtYTHonmt[aTHandHonmt[bHoylHxethyltransferasesVH2022TH]5Uac 0

4 xechanismsHandHmiologicalH—olesHofHoylHxethyltransferasesHandHoylHxethylationeHqromH’astH
lchievementsHtoHqutureHnhallengesVH2022THYUYd 0

3 reneticHconflictsHandHtheHoriginHofHselfWnonselfUdiscriminationHinHtheHvertebrateHimmuneHsystemVH
2023TH 0

2 ppigeneticsHandHstrokeeHroleHofHoylHmethylationHandHeffectHofHagingHonHbloodâ��brainHbarrierH
recoveryVH2023THZXTH 0

1 ppigeneticHregulonsHinHllzheimerOsHdiseaseVH2023TH 0
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