
Contributions of mass spectrometry to peptide and protein structure

Biological Mass Spectrometry

16, 99-111

DOI: 10.1002/bms.1200160119

Citation Report



Citation Report

2

# Article IF Citations

1 High performance sector mass spectrometers: Past and present. Mass Spectrometry Reviews, 1989, 8,
203-236. 2.8 16

2 Structure elucidation of hemoglobin variants and other proteins by digit-printing method. Mass
Spectrometry Reviews, 1989, 8, 379-434. 2.8 62

3 FAB/MS/MS for the determination of biomolecules: A compendium. Mass Spectrometry Reviews, 1989, 8,
483-511. 2.8 29

4 Computer program (SEQPEP) to aid in the interpretation of high-energy collision tandem mass spectra
of peptides. Biomedical & Environmental Mass Spectrometry, 1989, 18, 945-957. 1.6 106

5 Design considerations, calibration and applications of an array detector for a four-sector tandem
mass spectrometer. International Journal of Mass Spectrometry and Ion Processes, 1989, 92, 211-230. 1.9 52

6 Oligopeptide sequence analysis by collision-activated dissociation of multiply charged ions. Rapid
Communications in Mass Spectrometry, 1989, 3, 122-124. 0.7 47

7 Measurement of unimolecular decay in peptides of masses greater than 1200 units by a reflecting
time-of-flight mass spectrometer. Rapid Communications in Mass Spectrometry, 1989, 3, 443-448. 0.7 34

8 Coaxial continuous flow fast atom bombardment in conjunction with tandem mass spectrometry for
the analysis of biomolecules. Analytical Chemistry, 1989, 61, 2504-2511. 3.2 60

9 Influence of the ratio of matrix to analyte on the fast atom bombardment mass spectrometric
response of peptides sampled from aqueous glycerol. Analytical Chemistry, 1989, 61, 2674-2682. 3.2 16

10 Comparison of screening techniques for polychlorinated biphenyls in waste oils. Analytical
Chemistry, 1989, 61, 2682-2686. 3.2 4

11 Separation of the reagent ions from the reagent gas in ammonia chemical ionization mass
spectrometry. Analytical Chemistry, 1989, 61, 2511-2515. 3.2 10

12 A revised sequence of calf thymus glutaredoxin. Biochemical and Biophysical Research
Communications, 1989, 159, 1448-1454. 1.0 44

13 Chapter 27. Recent Developments in the Mass Spectrometry of Peptides and Proteins.. Annual Reports
in Medicinal Chemistry, 1989, 24, 253-263. 0.5 3

14 Efficient introduction of HPLC fractions into a high performance tandem mass spectrometer.
Chromatographia, 1990, 30, 477-483. 0.7 22

15 New tools for protein sequence analysis. Trends in Biotechnology, 1990, 8, 282-288. 4.9 3

16
Collisional activation and collision-activated dissociation of large multiply charged polypeptides and
proteins produced by electrospray ionization. Journal of the American Society for Mass Spectrometry,
1990, 1, 53-65.

1.2 236

17 Tandem mass spectrometry for the structural determination of backbone-modified peptides. Journal of
the American Society for Mass Spectrometry, 1990, 1, 174-182. 1.2 13

18
Influence of sequence on the fragmentation of serine- and threonine-containing peptides
in252Cf-plasma desorption mass spectrometry. Rapid Communications in Mass Spectrometry, 1990, 4,
41-43.

0.7 6



3

Citation Report

# Article IF Citations

19 Peptide sequencing with electrospray ionization on a magnetic sector mass spectrometer. Rapid
Communications in Mass Spectrometry, 1990, 4, 151-155. 0.7 54

20 Sequence-informative fragmentation of peptides up to a molecular weight of 4.6 kDa in
plasma-desorption mass spectrometry. Rapid Communications in Mass Spectrometry, 1990, 4, 202-205. 0.7 28

21 Sequence-specific fragmentation from oligopeptides using plasma-desorption mass spectrometry.
Rapid Communications in Mass Spectrometry, 1990, 4, 541-545. 0.7 9

22 MacProMass: A computer program to correlate mass spectral data to peptide and protein structures.
Biological Mass Spectrometry, 1990, 19, 639-645. 0.5 46

23 Structural characterization by mass spectrometry of native and recombinant human relaxin.
Biological Mass Spectrometry, 1990, 19, 655-664. 0.5 64

24
Analysis of proteins and glycoproteins at the picomole level by on-line coupling of microbore
high-performance liquid chromatography with flow fast atom bombardment and electrospray mass
spectrometry: A comparative evaluation. Biological Mass Spectrometry, 1990, 19, 677-691.

0.5 57

25 Application of electrospray mass spectrometry to the characterization of recombinant proteins up to
44 kDa. Biological Mass Spectrometry, 1990, 19, 692-704. 0.5 73

26 Structure determination ofO-linked glycopeptides by tandem mass spectrometry. Biological Mass
Spectrometry, 1990, 19, 777-781. 0.5 49

27 Collision induced dissociation of peptide ions.. International Journal of Mass Spectrometry and Ion
Processes, 1990, 98, 107-134. 1.9 66

28
Microderivatization of peptides by placing a fixed positive charge at the N-terminus to modify high
energy collision fragmentation. International Journal of Mass Spectrometry and Ion Processes, 1990,
100, 287-299.

1.9 71

29 Collisional activation and dissociation of large multiply charged proteins produced by electrospray
ionization. Analytica Chimica Acta, 1990, 241, 167-173. 2.6 39

30 [25] Sequencing of peptides by tandem mass spectrometry and high-energy collision-induced
dissociation. Methods in Enzymology, 1990, 193, 455-479. 0.4 291

31 Complete amino acid sequence of bovine glia maturation factor beta.. Proceedings of the National
Academy of Sciences of the United States of America, 1990, 87, 5233-5237. 3.3 63

32 Primary sequence information from intact proteins by electrospray ionization tandem mass
spectrometry. Science, 1990, 248, 201-204. 6.0 278

33 Differentiation of hydroxyproline isomers and isobars in peptides by tandem mass spectrometry.
Analytical Chemistry, 1990, 62, 1691-1695. 3.2 31

34 Differentiation of leucine and isoleucine residues in peptides by consecutive reaction mass
spectrometry. Analytical Chemistry, 1990, 62, 311-313. 3.2 21

35 Recognition of trypsin autolysis products by high-performance liquid chromatography and mass
spectrometry. Analytical Chemistry, 1990, 62, 2391-2394. 3.2 85

36 A new peptide in the FMRFamide family isolated from the CNS of the hawkmoth, Manduca sexta.
Peptides, 1990, 11, 849-856. 1.2 134



4

Citation Report

# Article IF Citations

37 Appendix 5. Nomenclature for peptide fragment ions (positive ions). Methods in Enzymology, 1990, 193,
886-887. 0.4 389

38 New developments in biochemical mass spectrometry: electrospray ionization. Analytical Chemistry,
1990, 62, 882-899. 3.2 1,092

39 Analysis of tryptic peptides from the C-terminal region of alpha-crystallin from cataractous and
normal human lenses. Experimental Eye Research, 1990, 50, 695-702. 1.2 16

40 Structure and time-dependent behavior of acetylated and non-acetylated forms of a molluscan
metallothionein. Biochimica Et Biophysica Acta - General Subjects, 1991, 1074, 230-236. 1.1 31

41 Integration of mass spectrometry in analytical biotechnology. Analytical Chemistry, 1991, 63,
2802-2824. 3.2 248

42
Primary structure determination of peptides and enzymically digested proteins using capillary liquid
chromatography/mass spectrometry and rapid linked-scan techniques. Analytical Chemistry, 1991, 63,
1091-1097.

3.2 29

43 Hydrocarbon type determination of naphthas and catalytically reformed products by automated
multidimensional gas chromatography. Analytical Chemistry, 1991, 63, 114-120. 3.2 29

44 Nondependence of diffusion-controlled peak dispersion on diffusion coefficient and ionic mobility in
capillary zone electrophoresis without electroosmotic flow. Analytical Chemistry, 1991, 63, 2499-2502. 3.2 86

45 Parvalbumin isoforms in chicken muscle and thymus. Amino acid sequence analysis of muscle
parvalbumin by tandem mass spectrometry. Biochemistry, 1991, 30, 8812-8816. 1.2 24

46 Determination of bioactive peptides using capillary zone electrophoresis/mass spectrometry.
Analytical Chemistry, 1991, 63, 109-114. 3.2 137

47 Tandem mass spectrometry of peptides using hybrid and four-sector instruments: A comparative study.
Analytical Chemistry, 1991, 63, 1473-1481. 3.2 95

48 Optimization of the fragmentation in a frit-fast atom bombardment ion source for the sequencing of
peptides at the picomole level. Analytical Chemistry, 1991, 63, 1978-1983. 3.2 21

49 Tandem mass spectrometry of very large molecules: serum albumin sequence information from
multiply charged ions formed by electrospray ionization. Analytical Chemistry, 1991, 63, 2488-2499. 3.2 198

50

A modified Arg-Asp-Val (RDV) peptide derived during the synthesis of Arg-Glu-Asp-Val (REDV), a
tetrapeptide derived from an alternatively spliced site in fibronectin, inhibits the binding of
fibrinogen, fibronectin, von Willebrand factor and vitronectin to activated platelets. Biochimica Et
Biophysica Acta - General Subjects, 1991, 1075, 237-247.

1.1 5

51 Evidence for domain organization within the 61-kDa calmodulin-dependent cyclic nucleotide
phosphodiesterase from bovine brain. Biochemistry, 1991, 30, 7931-7940. 1.2 87

52
Characterization of posttranslational modifications in neuron-specific class III beta-tubulin by mass
spectrometry.. Proceedings of the National Academy of Sciences of the United States of America, 1991,
88, 4685-4689.

3.3 246

53 Structural analysis of biologically active peptides and recombinant proteins and their modified
counterparts by mass spectrometry. Biomedical Applications, 1991, 562, 377-389. 1.7 11

54 A variable dispersion array detector for a tandem mass spectrometer. International Journal of Mass
Spectrometry and Ion Processes, 1991, 111, 1-25. 1.9 15



5

Citation Report

# Article IF Citations

55 Sequential mass spectrometry applied to the study of the formation of â€œinternalâ€• fragment ions of
protonated peptides. International Journal of Mass Spectrometry and Ion Processes, 1991, 111, 173-189. 1.9 85

56
Characterization of the ethyl-triphenylphosphonium derivative of model peptides by fast atom
bombardment collisionally-activated dissociation tandem mass spectrometry using B/E linked scans.
International Journal of Mass Spectrometry and Ion Processes, 1991, 111, 191-209.

1.9 27

57 Nanoscale separations combined with tandem mass spectrometry. Journal of Chromatography A, 1991,
554, 73-82. 1.8 33

58 Partial methanolysis and fast atom bombardment mass spectrometry of peptides containing
sulphurated ammo acids. Organic Mass Spectrometry, 1991, 26, 903-907. 1.3 3

59 Identification of nearest-neighbor peptides in protease digests by mass spectrometry for construction
of sequence-ordered tryptic maps. Biological Mass Spectrometry, 1991, 20, 210-214. 0.5 20

60
Sequencing of peptides containing alanine, asparagine, histidine, isoleucine and tryptophan by partial
methanolysis and fast atom bombardment mass spectrometry. Biological Mass Spectrometry, 1991, 20,
345-350.

0.5 3

61 Derivatization of peptides to enhance ionization effiency and control fragmentation during analysis
by fast atom bombardment tandem mass spectrometry. Biological Mass Spectrometry, 1991, 20, 419-425. 0.5 59

62
Incorporation of tandem mass spectrometric detection to the analysis of peptide mixtures by
continuous flow fast atom bombardment mass spectrometry. Biological Mass Spectrometry, 1991, 20,
431-440.

0.5 8

63 Collisionally induced fragmentation of protonated oligoalanines and oligoglycines. Biological Mass
Spectrometry, 1991, 20, 443-450. 0.5 27

64 A computer program (COMPOST) for predicting mass spectrometric information from known amino
acid sequences. Journal of the American Society for Mass Spectrometry, 1991, 2, 174-177. 1.2 15

65 Fragmentation Analysis of Bradykinin by 252Cf-Plasma Desorption Mass Spectrometry. Journal of the
American Society for Mass Spectrometry, 1991, 2, 379-386. 1.2 10

66 Solvent-induced conformational changes of polypeptides probed by electrospray-ionization mass
spectrometry. Rapid Communications in Mass Spectrometry, 1991, 5, 101-105. 0.7 279

67 Facile assignment of sequence ions of a peptide labelled with18O at the carboxyl terminus. Rapid
Communications in Mass Spectrometry, 1991, 5, 312-315. 0.7 55

68 Fast-atom bombardment mass spectrometry of peptide derivatives with diethylpyrocarbonate. Rapid
Communications in Mass Spectrometry, 1991, 5, 336-339. 0.7 6

69 Chemical heterogeneity as a result of hydroxylamine cleavage of a fusion protein of human
insulin-like growth factor I. Biochemical Journal, 1992, 285, 207-213. 1.7 27

70 High-resolution tandem mass spectrometry of large biomolecules.. Proceedings of the National
Academy of Sciences of the United States of America, 1992, 89, 286-289. 3.3 122

71
Fragmentation of proteins in the 13- to 29-kDa mass range observed by 252Cf-plasma desorption mass
spectrometry.. Proceedings of the National Academy of Sciences of the United States of America, 1992,
89, 6215-6219.

3.3 5

72 High-performance tandem mass spectrometry in metabolism studies. Xenobiotica, 1992, 22, 1207-1219. 0.5 13



6

Citation Report

# Article IF Citations

73 Vanadate catalyzes photocleavage of adenylate kinase at proline-17 in the phosphate-binding loop.
Biochemistry, 1992, 31, 491-497. 1.2 47

75 Covalent modification of Alzheimer's amyloid Î²-peptide in formic acid solutions. Biochemical and
Biophysical Research Communications, 1992, 184, 686-691. 1.0 21

76 Fragmentation studies of peptides: The formation of Y ions. Rapid Communications in Mass
Spectrometry, 1992, 6, 95-97. 0.7 74

77 Evidence for a lysine-specific fragmentation in fast-atom bombardment mass spectra of peptides. Rapid
Communications in Mass Spectrometry, 1992, 6, 257-264. 0.7 5

78 Charge promotion of low-energy fragmentations of peptide ions. Rapid Communications in Mass
Spectrometry, 1992, 6, 658-662. 0.7 125

79 A novel derivatization method for peptides to increase sensitivity and backbone fragmentation in
liquid secondary-ion mass spectra. Rapid Communications in Mass Spectrometry, 1992, 6, 747-752. 0.7 6

80 Amino acid sequence of a protease inhibitor isolated from <i>Sarcophaga bullata</i> determined by
mass spectrometry. Protein Science, 1992, 1, 278-288. 3.1 32

81 Surface-Induced Dissociation of Multiply Protonated Peptides. Journal of the American Society for
Mass Spectrometry, 1992, 3, 859-862. 1.2 73

82
Comparison of helium and argon as collision gases in the high energy collision-induced
decomposition of MH+ ions of peptides. Journal of the American Society for Mass Spectrometry, 1992,
3, 502-514.

1.2 28

83
Influence of cysteine to cysteic acid oxidation on the collision-activated decomposition of
protonated peptides: evidence for intraionic interactions. Journal of the American Society for Mass
Spectrometry, 1992, 3, 337-344.

1.2 138

84 Hydrogen/deuterium exchange of mass-selected peptide ions with ND3 in a tandem sector mass
spectrometer. International Journal of Mass Spectrometry and Ion Processes, 1992, 122, 109-119. 1.9 73

85
Sperm-activating peptide type-V (SAP-V), a fifth member of the sperm-activating peptide family, purified
from the egg-conditioned media of the heart urchin Brissus agassizii. Comparative Biochemistry and
Physiology Part B: Comparative Biochemistry, 1992, 102, 691-700.

0.2 5

86 Ion-spray tandem mass spectrometry in peptide synthesis: Structural characterization of minor
by-products in the synthesis of ACP(65â€“74). Analytical Biochemistry, 1992, 204, 335-343. 1.1 23

87 Recent advances in protein sequencing by mass spectrometry: Introduction and overview. The Protein
Journal, 1992, 11, 372-373. 1.1 0

88
The primary structure of fatty-acid-binding protein from nurse shark liver. Structural and
evolutionary relationship to the mammalian fatty-acid-binding protein family. FEBS Journal, 1992, 203,
327-339.

0.2 56

89 Some proline substituent effects in the tandem mass spectrum of protonated pentaalanine. Biological
Mass Spectrometry, 1992, 21, 92-96. 0.5 118

90 Quadrupole ion trap mass spectrometry: Current applications and future directions for peptide
analysis. Biological Mass Spectrometry, 1992, 21, 226-241. 0.5 61

91 Hybrid tandem mass spectrometers in biological research. Biological Mass Spectrometry, 1992, 21,
413-419. 0.5 13



7

Citation Report

# Article IF Citations

92 Fragmentations of dipeptides in plasma desorption mass spectrometry: New rules for the sequence
elucidation of oligopeptides. Biological Mass Spectrometry, 1992, 21, 576-584. 0.5 7

93 Characterization of disulfide bond position in proteins and sequence analysis of cystine-bridged
peptides by tandem mass spectrometry. Analytical Biochemistry, 1992, 201, 216-226. 1.1 98

94 Fast neutral beam Fourier transform ion cyclotron resonance mass spectrometry for analysis of
insulating and conductive materials. Analytica Chimica Acta, 1993, 277, 31-39. 2.6 4

95 Energy dependence of rearrangements of anN-terminal protecting group in tandem mass spectrometry
of protonated tripeptides containingC-terminal arginine. Organic Mass Spectrometry, 1993, 28, 113-122. 1.3 12

96 Photodissociation studies of small peptide ions by Fourier transform mass spectrometry. Organic
Mass Spectrometry, 1993, 28, 437-444. 1.3 12

97 Dependence of benzyl alcohol loss onC-terminal amino acid in tandem mass spectrometry
ofN-protected tripeptides. Organic Mass Spectrometry, 1993, 28, 1053-1058. 1.3 4

98 Sequencing membrane proteins by tandem mass spectrometry. Organic Mass Spectrometry, 1993, 28,
1395-1402. 1.3 9

99 Collisionally activated dissociation and tandem mass spectrometry of intact hemoglobin Î²-chain
variant proteins with electrospray ionization. Biological Mass Spectrometry, 1993, 22, 112-120. 0.5 59

100
Charge-remote fragmentation in a disulfide-containing peptide, [Pen]-enkephalin, under fast atom
bombardment collisionally activated dissociation conditions. Biological Mass Spectrometry, 1993, 22,
176-180.

0.5 10

101 Tandem mass spectral decompositions of protonatedN-acyloligoalanines andN-acyloligoglycines as
models for those of the protonated free oligopeptides. Biological Mass Spectrometry, 1993, 22, 502-510. 0.5 12

102 Mechanisms of fragmentation of cationic peptide ions. International Journal of Mass Spectrometry
and Ion Processes, 1993, 125, 195-205. 1.9 20

103
Characterisation of TNF-Î±-related peptides by high-performance liquid chromatographyâ€”mass
spectrometry and high-performance liquid chromatographyâ€”tandem mass spectrometry. Journal of
Chromatography A, 1993, 646, 185-191.

1.8 4

104 Determination of high-energy fragmentation of protonated peptides using a beqq hybrid mass
spectrometer. Journal of the American Society for Mass Spectrometry, 1993, 4, 470-476. 1.2 3

105 Identification of a new fragment ion type in the collision-induced dissociation spectra of peptides:
formation of a2-16 ions. Journal of the American Society for Mass Spectrometry, 1993, 4, 424-427. 1.2 7

106 Fourier-transform electrospray instrumentation for tandem high-resolution mass spectrometry of
large molecules. Journal of the American Society for Mass Spectrometry, 1993, 4, 557-565. 1.2 147

107 Utility of N-peracetylation of proteins for their structure determination by mass spectrometry.
Journal of the American Society for Mass Spectrometry, 1993, 4, 87-96. 1.2 3

108 The use of hydrogen-deuterium exchange to facilitate peptide sequencing by electrospray tandem mass
spectrometry. Rapid Communications in Mass Spectrometry, 1993, 7, 58-62. 0.7 47

109 Differentiation between selected pairs of tripeptide diastereomers by tandem mass spectrometry on a
hybrid tandem mass spectrometer. Rapid Communications in Mass Spectrometry, 1993, 7, 339-342. 0.7 17



8

Citation Report

# Article IF Citations

110
Isolation and characterization of a resistant core peptide of recombinant human
granulocyteâ€•macrophage colonyâ€•stimulating factor (gmâ€•csf); confirmation of the gmâ€•csf amino acid
sequence by mass spectrometry. Protein Science, 1993, 2, 1948-1958.

3.1 14

111 Natural and synthetic peptide pools: Characterization by sequencing and electrospray mass
spectrometry. Bioorganic and Medicinal Chemistry Letters, 1993, 3, 431-436. 1.0 28

112 Semi-automated chromatographic procedure for the isolation of acetylated N-terminal fragments
from protein digests. Journal of Chromatography A, 1993, 634, 241-250. 1.8 3

113
Rapid analysis of enzymatic digests of a bacterial protease of the subtilisin type and a â€œbio-engineeredâ€•
variant by high-performance liquid chromatographyâ€”frit fast atom bombardment mass spectrometry.
Journal of Chromatography A, 1993, 647, 301-309.

1.8 7

114 Mass spectrometry and characterization of Aedes aegypti trypsin modulating oostatic factor (TMOF)
and its analogs. Insect Biochemistry and Molecular Biology, 1993, 23, 703-712. 1.2 68

115 Fragmentation of protonated peptides: surface-induced dissociation in conjunction with a quantum
mechanical approach. Analytical Chemistry, 1993, 65, 2859-2872. 3.2 197

116 Fast Atom Bombardment Mass Spectrometry of Peptides. , 1993, 17, 237-284. 1

117 Mechanism-based inactivation of thymine hydroxylase, an .alpha.-ketoglutarate-dependent dioxygenase,
by 5-ethynyluracil. Biochemistry, 1993, 32, 14034-14042. 1.2 31

118

Fungal metabolites. Part 5. Rapid structure elucidation of antibiotic peptides, minor components of
Trichosporin Bs from Trichoderma polysporum. Application of linked-scan and continuous-flow
fast-atom bombardment mass spectrometry. Journal of the Chemical Society Perkin Transactions 1,
1993, , 357.

0.9 10

119 Peptides from australian frogs. Structures of the caeridins from Litoria caerulea. Journal of the
Chemical Society Perkin Transactions 1, 1993, , 573. 0.9 17

120 Tandem mass spectrometry of very large molecules. 2. Dissociation of multiply charged
proline-containing proteins from electrospray ionization. Analytical Chemistry, 1993, 65, 425-438. 3.2 252

121
Automatic precursor-ion switching in a four-sector tandem mass spectrometer and its application to
acquisition of the MS/MS product ions derived from a partially oxygen-18-labeled peptide for their
facile assignments. Analytical Chemistry, 1993, 65, 2394-2399.

3.2 26

122 Simplification of high-energy collision spectra of peptides by amino-terminal derivatization. Analytical
Chemistry, 1993, 65, 1703-1708. 3.2 64

123 Electrospray ionization mass spectrometric characterization of acrylamide adducts to hemoglobin.
Journal of Toxicology and Environmental Health - Part A: Current Issues, 1993, 40, 161-176. 1.1 29

124
Evidence for covalent binding of acyl glucuronides to serum albumin via an imine mechanism as
revealed by tandem mass spectrometry.. Proceedings of the National Academy of Sciences of the United
States of America, 1993, 90, 3797-3801.

3.3 126

125 Mass spectrometry of proteins and peptides: sensitive and accurate mass measurement and sequence
analysis. Clinical Chemistry, 1993, 39, 2005-2010. 1.5 50

126 Sequence Analysis of Proteins and Peptides by Mass Spectrometry. , 0, , 189-205. 1

127 Collision-induced dissociation of some protonated peptides with and without mass selection. Rapid
Communications in Mass Spectrometry, 1994, 8, 274-279. 0.7 4



9

Citation Report

# Article IF Citations

128 Determination of the amino acid sequence of apamin by tandem mass spectrometry. Rapid
Communications in Mass Spectrometry, 1994, 8, 539-543. 0.7 6

129 Chromatographic and mass spectrometric methods for the identification of phosphorylation sites in
phosphoproteins. Rapid Communications in Mass Spectrometry, 1994, 8, 559-570. 0.7 70

130 Charge-remote fragmentation of peptides derivatized with 4-aminonaphthalenesulphonic acid. Rapid
Communications in Mass Spectrometry, 1994, 8, 797-803. 0.7 18

131
Role of coulomb energy in promoting collisionally activated dissociation of multiply charged
peptides formed by electrospray ionization. Rapid Communications in Mass Spectrometry, 1994, 8,
933-938.

0.7 15

132
Sequential productâ€•ion spectra (MS 3 ) with array detection and reactionâ€•intermediate scanning of a
cyclopeptide on a fiveâ€•sector mass spectrometer. Rapid Communications in Mass Spectrometry, 1994, 8,
960-966.

0.7 5

133 The primary structure and properties of thioltransferase (glutaredoxin) from human red blood cells.
Protein Science, 1994, 3, 428-434. 3.1 37

134
Mouse liver NAD(P)H:quinone acceptor oxidoreductase: Protein sequence analysis by tandem mass
spectrometry, cDNA cloning, expression in <i>Escherichia coli</i>, and enzyme activity analysis.
Protein Science, 1994, 3, 1296-1304.

3.1 33

135 A linear free-energy correlation in the low-energy tandem mass spectra of protonated tripeptides
Gly-Gly-Xxx. Organic Mass Spectrometry, 1994, 29, 354-359. 1.3 41

136 Collisional-activated decomposition of benzyloxycarbonyl-protected tripeptide derivatives containing
proline in fast atom bombardment mass spectrometry. Organic Mass Spectrometry, 1994, 29, 505-511. 1.3 0

137
Characterization of modification sites during peptide synthesis using liquid secondary
ion/collision-induced dissociation mass spectrometry and a computer program. Organic Mass
Spectrometry, 1994, 29, 654-658.

1.3 9

138
Structures of bacitracin A and isolated congeners: Sequencing of cyclic peptides with blocked linear
side chains by electrospray ionization mass spectrometry. Biological Mass Spectrometry, 1994, 23,
186-204.

0.5 36

139
Application of electrospray and fast atom bombardment mass spectrometry to the identification of
post-translational and other chemical modifications of proteins and peptides. Biological Mass
Spectrometry, 1994, 23, 283-294.

0.5 13

140
Fragmentation characteristics of neuropeptides related to chromogranin B and proenkephalin B using
fast atom bombardment and collision-induced dissociation. Biological Mass Spectrometry, 1994, 23,
603-611.

0.5 1

141
Rapid identification of specific mutations in the sequence of an enzyme variant produced by protein
engineering using high-performance liquid chromatographic/fast atom bombardment mass
spectrometric techniques. Biological Mass Spectrometry, 1994, 23, 675-681.

0.5 3

142
The effect of protonation site on bond strengths in simple peptides: Application of Ab initio and
modified neglect of differential overlap bond orders and modified neglect of differential overlap
energy partitioning. Journal of the American Society for Mass Spectrometry, 1994, 5, 704-717.

1.2 107

143 Interaction of angiotensin peptides and zinc metal ions probed by electrospray ionization mass
spectrometry. Journal of the American Society for Mass Spectrometry, 1994, 5, 959-965. 1.2 114

144 The effect of charge state and the localization of charge on the collision-induced dissociation of
peptide ions. Journal of the American Society for Mass Spectrometry, 1994, 5, 966-975. 1.2 51

145 Mass spectrometric characterization of a series of adenosylated peptides acting as bisubstrate
analogs of protein kinases. Journal of the American Society for Mass Spectrometry, 1994, 5, 443-451. 1.2 4



10

Citation Report

# Article IF Citations

146 Characterization by Electrospray Mass Spectrometry of Human Ca2+â€“sensitive Cytosolic
Phospholipase A2 Produced in Baculovirusâ€“infected Insect Cells. Nature Biotechnology, 1994, 12, 69-74. 9.4 21

147 Purification and Primary Structure of Metallothioneins Induced by Cadmium in the Protists
Tetrahymena Pigmentosa and Tetrahymena Pyriformis. FEBS Journal, 1994, 226, 853-859. 0.2 44

148 Amino acid sequencing of proteins. Accounts of Chemical Research, 1994, 27, 370-378. 7.6 84

149 Action of a cell-envelope proteinase (CEPIII-type) from Lactococcus lactis subsp. cremoris AM1 on
bovine Îº-casein. Applied Microbiology and Biotechnology, 1994, 41, 644-651. 1.7 25

150 Tandem mass spectrometric investigation of the phytosiderophores mugineic acid, deoxymugineic acid
and nicotianamine. Analyst, The, 1994, 119, 891. 1.7 5

151 MS/MS with High Detection Efficiency and Mass Resolving Power for Product Ions in Fourier
Transform Ion Cyclotron Resonance Mass Spectrometry. Analytical Chemistry, 1994, 66, 1363-1367. 3.2 49

152 Trichorzins HA and MA, Antibiotic Peptides from Trichoderma harzianum. II. Sequence Determination..
Journal of Antibiotics, 1995, 48, 1254-1261. 1.0 27

153 Tandem mass spectrometric characterization of modified peptides and proteins. Biochemical Society
Transactions, 1995, 23, 907-910. 1.6 8

154 Rotihibins, Novel Plant Growth Regulators from Streptomyces graminofaciens.. Journal of
Antibiotics, 1995, 48, 1004-1010. 1.0 10

155 Total Structures and Antimicrobial Activity of Bacitracin Minor Components.. Journal of Antibiotics,
1995, 48, 233-242. 1.0 46

156 [7] Mass spectrometric studies of the primary sequence and structure of bovine liver and serum amine
oxidase. Methods in Enzymology, 1995, 258, 90-114. 0.4 2

157 Carboxy-terminal Degradation of Peptides using Perfluoroacyl Anhydrides. A C-Terminal Sequencing
Method. FEBS Journal, 1995, 228, 362-372. 0.2 1

158 Methionine specific sequence ions formed by the dissociation of protonated peptides at high collision
energies. Journal of Mass Spectrometry, 1995, 30, 25-32. 0.7 9

159 Linear energy correlation in the low-energy tandem mass spectra of protonated tripeptides
Xxx-Gly-Gly but failure for Gly-Xxx-Gly. Journal of Mass Spectrometry, 1995, 30, 290-295. 0.7 39

160 Linear free energy correlation in the low-energy tandem mass spectra of sodiated tripeptides
Gly-Gly-Xxx. Journal of Mass Spectrometry, 1995, 30, 473-477. 0.7 19

161
Detection and characterization of native Î²-endorphin1-31 in bovine pituitary using electrospray
ionization, liquid secondary ion and tandem mass spectrometry. Journal of Mass Spectrometry, 1995,
30, 531-540.

0.7 5

162
Linear energy correlations and failures in the low-energy tandem mass spectra of
protonatedN-benzoylated tripeptides: Tools for probing mechanisms of CAD processes. Journal of
Mass Spectrometry, 1995, 30, 595-600.

0.7 12

163 Studies on the distribution of oligodeoxynucleotide charge states in the gas phase by ion spray mass
spectrometry. Journal of Mass Spectrometry, 1995, 30, 867-871. 0.7 6



11

Citation Report

# Article IF Citations

164 The interpretation of collision-induced dissociation tandem mass spectra of peptides. Mass
Spectrometry Reviews, 1995, 14, 49-73. 2.8 619

165 Mass spectrometry of sulfur-containing compounds in organic and bioorganic fields. Mass
Spectrometry Reviews, 1995, 14, 117-162. 2.8 15

166
Synthesis and characterization of fluoropolymeric substrata with immobilized minimal peptide
sequences for cell adhesion studies. I. Journal of Biomedical Materials Research Part B, 1995, 29,
767-778.

3.0 47

167 Protein mass spectrometry: applications to analytical biotechnology. Journal of Chromatography A,
1995, 705, 21-45. 1.8 104

168 Negative-ion electrospray mass spectra of peptides derivatized with 4-aminonaphthalenesulphonic
acid. Rapid Communications in Mass Spectrometry, 1995, 9, 667-676. 0.7 12

169 Amino acid sequence determination of phosphoenkephalins using liquid secondary ionization mass
spectrometry. Rapid Communications in Mass Spectrometry, 1995, 9, 1148-1154. 0.7 16

170
Gas-phase reactivity of protonated cyclodepsipeptidic toxins: The study of a systematic fragmentation
pathway under fast-atom bombardment desorption. Rapid Communications in Mass Spectrometry, 1995,
9, 1512-1515.

0.7 5

171
Detection of noncovalent FKBP-FK506 and FKBP-Rapamycin complexes by capillary electrophoresis-mass
spectrometry and capillary electrophoresis-tandem mass spectrometry. Journal of the American
Society for Mass Spectrometry, 1995, 6, 85-90.

1.2 27

172
Interface for a four-sector mass spectrometer with a dual-purpose collision cell: High transmission
at low to intermediate energies. Journal of the American Society for Mass Spectrometry, 1995, 6,
175-186.

1.2 10

173 Design and performance of an in-line surface-induced dissociation device in a four-sector mass
spectrometer. Journal of the American Society for Mass Spectrometry, 1995, 6, 257-263. 1.2 28

174
An investigation of the energetics of peptide ion dissociation by laser desorption chemical ionization
fourier transform mass spectrometry. Journal of the American Society for Mass Spectrometry, 1995, 6,
1069-1078.

1.2 31

175 Why Are B ions stable species in peptide spectra?. Journal of the American Society for Mass
Spectrometry, 1995, 6, 1165-1174. 1.2 346

176 Charging behavior of highly basic peptides during electrospray ionization. A predilection for protons.
International Journal of Mass Spectrometry and Ion Processes, 1995, 148, 191-202. 1.9 20

177 Sequence and Mapping of Galectin-5, a Î²-Galactoside-binding Lectin, Found in Rat Erythrocytes. Journal
of Biological Chemistry, 1995, 270, 5032-5038. 1.6 104

178 Characterization of Cytochrome c Variants with High-Resolution FTICR Mass Spectrometry:
Correlation of Fragmentation and Structure. Analytical Chemistry, 1995, 67, 2498-2509. 3.2 100

179 Dynorphin A(1â€“8) in human placenta: Amino acid sequence determined by tandem mass spectrometry.
Peptides, 1995, 16, 623-627. 1.2 7

180 Amino acid sequence of CAP2b, an insect cardioacceleratory peptide from the tobacco
hawkmothManduca sexta. FEBS Letters, 1995, 371, 311-314. 1.3 109

181 Teaching Editorial - Bioanalytical Mass Spectrometry: Many Flavors to Choose. Bioconjugate
Chemistry, 1995, 6, 644-665. 1.8 79



12

Citation Report

# Article IF Citations

182 Chapter 12 Mass Spectrometry of Carbohydrates and Glycoconjugates. Journal of Chromatography
Library, 1995, , 447-514. 0.1 12

183 Antibiotic peptides from Trichoderma harzianum: harzianins HC, proline-rich 14-residue peptaibols.
Journal of the Chemical Society Perkin Transactions 1, 1995, , 1849. 0.9 55

184 Procedures for MS analysis of clinically relevant compounds. Clinica Chimica Acta, 1995, 241-242,
75-152. 0.5 2

185 Characterization of Radiation-Induced Thymine-Tyrosine Crosslinks by Electrospray Ionization Mass
Spectrometry. Radiation Research, 1996, 145, 681. 0.7 14

186
Identification of an Active Site Residue of the R1 Subunit of Ribonucleotide Reductase fromEscherichia
coli:Â  Characterization of Substrate-Induced Polypeptide Cleavage by C225SR1â€ . Biochemistry, 1996, 35,
10058-10067.

1.2 21

187 Retention of Thiol Protons in Two Classes of Protein Zinc Ion Coordination Centers. Journal of the
American Chemical Society, 1996, 118, 12242-12243. 6.6 95

188 Correlation of Kinetic Energy Losses in High-Energy Collision-Induced Dissociation with Observed
Peptide Product Ions. Analytical Chemistry, 1996, 68, 522-526. 3.2 25

189 Determination of the Sites of 4-Hydroxy-2-nonenal Adduction to Protein by Electrospray Tandem Mass
Spectrometry. Analytical Chemistry, 1996, 68, 2325-2330. 3.2 81

190 Chemistry and Mechanism of Vanadate-Promoted Photooxidative Cleavage of Myosinâ€ . Biochemistry,
1996, 35, 15582-15592. 1.2 37

191 A Binding Site for Chlorambucil on Metallothioneinâ€ . Biochemistry, 1996, 35, 2830-2835. 1.2 47

192 Cross-Linking of Human Placenta Ï€ Class GlutathioneS-Transferase Dimer by Chlorambucil. Chemical
Research in Toxicology, 1996, 9, 1044-1049. 1.7 8

193 Carboxylate and Amine Terminus Directed Fragmentations in Gaseous Dipeptide Complexes with
Copper(II) and Diimine Ligands Formed by Electrospray. Analytical Chemistry, 1996, 68, 263-270. 3.2 71

194 High-Resolution Multistage MS, MS2, and MS3Matrix-Assisted Laser Desorption/Ionization FT-ICR Mass
Spectra of Peptides from a Single Laser Shot. Analytical Chemistry, 1996, 68, 3718-3725. 3.2 50

195
Use of low-and high-energy collision-induced dissociation tandem mass spectrometry in the
identification of an unusual amino acid in a semisynthetic polypeptide. Journal of the American Society
for Mass Spectrometry, 1996, 7, 1034-1039.

1.2 3

196
Influence of Peptide Composition, Gas-Phase Basicity, and Chemical Modification on Fragmentation
Efficiency:â€‰ Evidence for the Mobile Proton Model. Journal of the American Chemical Society, 1996, 118,
8365-8374.

6.6 805

197 Isolation and structural elucidation of the 11-residue peptaibol antibiotic, harzianin HK VI. Journal of
the Chemical Society Perkin Transactions 1, 1996, , 2021. 0.9 23

198 Peer Reviewed: Mining Genomes with MS. Analytical Chemistry, 1996, 68, 534A-540A. 3.2 88

199
Characterization of Unstable Intermediates and Oxidized Products Formed during Cyanogen Bromide
Cleavage of Peptides and Proteins by Electrospray Mass Spectrometry. Analytical Chemistry, 1996, 68,
3422-3430.

3.2 15



13

Citation Report

# Article IF Citations

200 Overview of Peptide and Protein Analysis by Mass Spectrometry. , 1996, Chapter 16, 16.1.1-16.1.27. 19

201
Linking genome and proteome by mass spectrometry: Large-scale identification of yeast proteins from
two dimensional gels. Proceedings of the National Academy of Sciences of the United States of
America, 1996, 93, 14440-14445.

3.3 1,415

202
Analysis of Global Responses by Protein and Peptide Fingerprinting of Proteins Isolated by
Two-Dimensional Gel Electrophoresis. Application to the Sulfate-Starvation Response of Escherichia
Coli. FEBS Journal, 1996, 239, 773-781.

0.2 78

203
Elektrosprayâ€•Massenspektrometrie von BiomakromoleÃ¼lkomplexen mit nichtkovalenten
Wechselwirkungen â€“ neue analytische Perspektiven fÃ¼r supramolekulare Chemie und molekulare
Erkennungsprozesse. Angewandte Chemie, 1996, 108, 878-899.

1.6 50

204
Electrospray Mass Spectrometry of Biomacromolecular Complexes with Noncovalent
Interactionsâ€”New Analytical Perspectives for Supramolecular Chemistry and Molecular Recognition
Processes. Angewandte Chemie International Edition in English, 1996, 35, 806-826.

4.4 331

205 Primary structure of bovine adenosine deaminase. Journal of Pharmaceutical and Biomedical Analysis,
1996, 14, 1513-1519. 1.4 20

206
Identification of phosphorylation sites in phosphopeptides by positive and negative mode electrospray
ionization-tandem mass spectrometry. Journal of the American Society for Mass Spectrometry, 1996, 7,
243-249.

1.2 32

207 The structure and fragmentation of B n (nâ‰¥3) ions in peptide spectra. Journal of the American Society
for Mass Spectrometry, 1996, 7, 233-242. 1.2 275

208 Role of the site of protonation in the low-energy decompositions of gas-phase peptide ions. Journal of
the American Society for Mass Spectrometry, 1996, 7, 522-531. 1.2 166

209
Electrospray ionization-tandem mass spectrometry analysis of peptides derived by enzymatic digestion
of oxidized globin subunits: An improved method to determine amino acid substitution in the
hemoglobin â€œcoreâ€•. Journal of the American Society for Mass Spectrometry, 1996, 7, 1040-1049.

1.2 12

210 Î²â€•Methylthioâ€•aspartic acid: Identification of a novel posttranslational modification in ribosomal
protein S12 from escherichia coli. Protein Science, 1996, 5, 1625-1632. 3.1 68

211 There Are Three Distinct Forms of Bombesin. Journal of Biological Chemistry, 1996, 271, 7731-7737. 1.6 56

212 Characterization of Distinct Nuclear and Mitochondrial Forms of Human Deoxyuridine Triphosphate
Nucleotidohydrolase. Journal of Biological Chemistry, 1996, 271, 7745-7751. 1.6 77

213 First Direct Evidence for Lipid/Protein Conjugation in Oxidized Human Low Density Lipoprotein.
Journal of Biological Chemistry, 1996, 271, 27999-28001. 1.6 63

214
Identification of a Consensus Cyclin-dependent Kinase Phosphorylation Site Unique to the Nuclear
Form of Human Deoxyuridine Triphosphate Nucleotidohydrolase. Journal of Biological Chemistry,
1996, 271, 7752-7757.

1.6 33

215 [23] Quadrupole ion trap mass spectrometry. Methods in Enzymology, 1996, 270, 552-586. 0.4 46

216 A sequencing strategy for the localization of O-glycosylation sites of MUC1 tandem repeats by
PSD-MALDI mass spectrometry. Glycobiology, 1997, 7, 881-896. 1.3 52

217 Localization of O-Glycosylation Sites on Glycopeptide Fragments from Lactation-associated MUC1.
Journal of Biological Chemistry, 1997, 272, 24780-24793. 1.6 127



14

Citation Report

# Article IF Citations

218 Anchor Structure of Staphylococcal Surface Proteins. Journal of Biological Chemistry, 1997, 272,
22285-22292. 1.6 120

219 Mechanism of Inhibition of Protein-tyrosine Phosphatases by Vanadate and Pervanadate. Journal of
Biological Chemistry, 1997, 272, 843-851. 1.6 749

220 [21] Fast atom bombardment mass spectrometry of synthetic peptides. Methods in Enzymology, 1997,
289, 478-499. 0.4 8

221 Isolation and sequence analysis of the peptide antibiotics trichorzins PA from Trichoderma
harzianum. Journal of the Chemical Society Perkin Transactions 1, 1997, , 2147-2154. 0.9 25

222 Reassessment of Cytochrome P450 2B2:Â  Catalytic Specificity and Identification of Four Active Site
Residuesâ€ . Biochemistry, 1997, 36, 11697-11706. 1.2 23

223
Hydrogen Exchange/Electrospray Ionization Mass Spectrometry Studies of Substrate and Inhibitor
Binding and Conformational Changes of Escherichia coli Dihydrodipicolinate Reductase.
Biochemistry, 1997, 36, 3755-3759.

1.2 54

224 Overview of Peptide and Protein Analysis by Mass Spectrometry. Current Protocols in Molecular
Biology, 1997, 38, Unit 10.21. 2.9 3

225 Direct Analysis and Identification of Proteins in Mixtures by LC/MS/MS and Database Searching at the
Low-Femtomole Level. Analytical Chemistry, 1997, 69, 767-776. 3.2 500

226
Peroxynitrite-Mediated Nitration of Peptides: Characterization of the Products by Electrospray and
Combined Gas Chromatographyâ€“Mass Spectrometry. Archives of Biochemistry and Biophysics, 1997,
344, 253-259.

1.4 45

227 The selectivity of chymosin action on Î±s1- and Î²-caseins in solution is modulated in cheese. International
Dairy Journal, 1997, 7, 47-54. 1.5 54

228 Emerging tandem-mass-spectrometry techniques for the rapid identification of proteins. Trends in
Biotechnology, 1997, 15, 418-425. 4.9 120

229 Novel Peptide Dissociation:Â  Gas-Phase Intramolecular Rearrangement of Internal Amino Acid Residues.
Journal of the American Chemical Society, 1997, 119, 5481-5488. 6.6 115

230 The promotion of d-type ions during the low energy collision-induced dissociation of some cysteic
acid-containing peptides. Journal of the American Society for Mass Spectrometry, 1997, 8, 25-31. 1.2 46

231 A mechanism for the loss of 60 u from peptides containing an arginine residue at the C-terminus.
Journal of the American Society for Mass Spectrometry, 1997, 8, 253-261. 1.2 44

232 Fragmentation of protonated thioether conjugates of acrolein using low collision energies. Journal
of the American Society for Mass Spectrometry, 1997, 8, 727-736. 1.2 8

233 Complexes of silver(I) with peptides and proteins as produced in electrospray mass spectrometry.
Journal of the American Society for Mass Spectrometry, 1997, 8, 781-792. 1.2 91

234
Narrow-bore liquid chromatography-tandem mass spectrometry with simultaneous radioactivity
monitoring for partially characterizing the biliary metabolites of an arginine fluoroalkyl ketone
analog of d-MePhe-Pro-Arg, a potent thrombin inhibitor. Biomedical Applications, 1997, 688, 281-289.

1.7 7

235 Evaluation of MALDI-FTMS for analysis of peptide mixtures generated by ladder sequencing.
International Journal of Mass Spectrometry and Ion Processes, 1997, 160, 291-302. 1.9 4



15

Citation Report

# Article IF Citations

236 Proton locations in doubly charged peptides and association with specific fragmentation pathways.
International Journal of Mass Spectrometry and Ion Processes, 1997, 160, 331-338. 1.9 11

237
Previously uncharacterized ions observed in the high energy collision-induced dissociation mass
spectra of peptides containing S-alkyl cysteine. International Journal of Mass Spectrometry and Ion
Processes, 1997, 160, 317-329.

1.9 2

238
Protein sequence and structural studies employing matrix-assisted laser desorption ionization-high
energy collision-induced dissociation. International Journal of Mass Spectrometry and Ion Processes,
1997, 160, 357-369.

1.9 19

239 Collision-induced dissociation and post-source decay of model dodecapeptide ions containing lysine
and glycine. International Journal of Mass Spectrometry and Ion Processes, 1997, 171, 135-145. 1.9 10

240 Proton mobility in protonated amino acids and peptides. International Journal of Mass Spectrometry
and Ion Processes, 1997, 165-166, 339-347. 1.9 137

241 Fragmentation efficiencies of peptide ions following low energy collisional activation. International
Journal of Mass Spectrometry and Ion Processes, 1997, 165-166, 509-521. 1.9 54

242
Alternative labeling method for peptide ladder sequencing using matrix-assisted laser
desorption-ionization Fourier transform mass spectrometry. International Journal of Mass
Spectrometry and Ion Processes, 1997, 169-170, 141-152.

1.9 1

243 Glycoprotein analysis by delayed extraction and post-source decay MALDI-TOF-MS. International
Journal of Mass Spectrometry and Ion Processes, 1997, 169-170, 251-261. 1.9 34

244
Characterization of synthetic peptide byproducts from cyclization reactions using on-line HPLC-ion
spray and tandem mass spectrometry. International Journal of Peptide Research and Therapeutics, 1997,
3, 357-370.

0.1 14

245 Isolation and synthesis of a host-selective toxin produced by Alternaria alternata. Phytochemistry,
1997, 45, 37-40. 1.4 25

246 Structures of Peptaibol Antibiotics Hypomurocin A and B from the Ascomycetous Fungus <i>Hypocrea
muroiana hino et katsumoto</i>. Liebigs Annalen, 1997, 1997, 767-772. 0.8 44

247 Stability of secondary structural elements in a solvent-free environment: the Î± helix. Proteins:
Structure, Function and Bioinformatics, 1997, 27, 165-170. 1.5 63

248 Structural Characterization of Peptidoglycan Muropeptides by Matrix-Assisted Laser Desorption
Ionization Mass Spectrometry and Postsource Decay Analysis. Analytical Biochemistry, 1997, 248, 7-14. 1.1 37

249 Substance P and related peptides in porcine cortex: whole tissue and nuclear localization. Journal of
Chromatography A, 1998, 800, 21-27. 1.8 17

250
Roles of acid/base nature and molecular weight in drug release from matrices of gelfoam and
monoisopropyl ester of poly(vinyl methyl etherâ€“maleic anhydride). Journal of Controlled Release,
1998, 56, 273-283.

4.8 17

251 Mass Spectrometric Determination of the Sites of O-Glycan Attachment with Low Picomolar
Sensitivity. Analytical Biochemistry, 1998, 257, 149-160. 1.1 117

252 Contribution of mass spectrometry to contemporary immunology. , 1998, 17, 311-335. 43

253 Two-dimensional microcolumn HPLC coupled to a single-quadrupole mass spectrometer for the
elucidation of sequence tags and peptide mapping. Journal of Separation Science, 1998, 10, 365-375. 1.0 35



16

Citation Report

# Article IF Citations

254 Stability of secondary structural elements in a solvent-free environment. II: The Î²-pleated sheets.
Proteins: Structure, Function and Bioinformatics, 1998, 33, 22-27. 1.5 18

255 Mass spectrometric identification and microcharacterization of proteins from electrophoretic gels:
Strategies and applications. Proteins: Structure, Function and Bioinformatics, 1998, 33, 74-89. 1.5 175

256 Does in-source decay occur independent of the ionization process in matrix-assisted laser
desorption?. International Journal of Mass Spectrometry, 1998, 181, L1-L6. 0.7 53

257 Epitope mapping of monoclonal antibodies by mass spectrometry: Identification of protein antigens in
complex biological systems. Journal of the American Society for Mass Spectrometry, 1998, 9, 208-215. 1.2 29

258 Fragmentation of protonated amides through intermediate ion-neutral complexes: Neighboring group
participation. Journal of the American Society for Mass Spectrometry, 1998, 9, 454-462. 1.2 47

259 Fragmentation of phosphopeptides in an ion trap mass spectrometer. Journal of the American Society
for Mass Spectrometry, 1998, 9, 1175-1188. 1.2 259

260
Substrate binding and conformational changes of <i>Clostridium glutamicum</i> diaminopimelate
dehydrogenase revealed by hydrogen/deuterium exchange and electrospray mass spectrometry.
Protein Science, 1998, 7, 293-299.

3.1 24

261 PRâ€•10 protein is induced by copper stress in roots and leaves of a Cu/Zn tolerant clone of birch,Betula
pendula. Plant, Cell and Environment, 1998, 21, 821-828. 2.8 55

262 Histone-like TAFs within the PCAF Histone Acetylase Complex. Cell, 1998, 94, 35-44. 13.5 507

263 HB Peterborough [Î²111(G13)VALPHE] in Japan; Rapid Identification by ESI/MS Using Proteolytic Digests of
Oxidized Globin. Hemoglobin, 1998, 22, 23-35. 0.4 16

264 A New Hemoglobin Variant Found During Hb A1cMeasurement: Hb Hokusetsu [Î²52(D3)Aspâ†’Gly].
Hemoglobin, 1998, 22, 355-371. 0.4 13

265 The important contribution of high precision mass spectrometric methods in the study of the
structureâ€“function relationship of proteins and enzymesâ€ . Analyst, The, 1998, 123, 2457-2461. 1.7 1

266 A Conserved Disulfide Motif in Human Tear Lipocalins Influences Ligand Bindingâ€ . Biochemistry, 1998,
37, 2215-2225. 1.2 64

267 Collision-Induced Dissociation Spectra Obtained by Fourier Transform Ion Cyclotron Resonance Mass
Spectrometry Using a13C,15N-Doubly Depleted Protein. Analytical Chemistry, 1998, 70, 3333-3336. 3.2 10

268 Structure Characterization of Functional Histidine Residues and Carbethoxylated Derivatives in
Peptides and Proteins by Mass Spectrometry. Bioconjugate Chemistry, 1998, 9, 226-235. 1.8 40

269 Purification of Toxic Compounds from Larvae of the Gray Fleshfly: The Identification of Paralysins.
Biochemical and Biophysical Research Communications, 1998, 246, 457-462. 1.0 22

270 Molecular and Crystal Properties of Bos d 2, an Allergenic Protein of the Lipocalin Family.
Biochemical and Biophysical Research Communications, 1998, 247, 746-750. 1.0 28

271 Î³-Conotoxin-PnVIIA, A Î³-Carboxyglutamate-Containing Peptide Agonist of Neuronal Pacemaker Cation
Currentsâ€ . Biochemistry, 1998, 37, 1470-1477. 1.2 49



17

Citation Report

# Article IF Citations

272 Peptide Sequencing of 2-DE Gel-Isolated Proteins by Nanoelectrospray Tandem Mass Spectrometry. ,
1999, 112, 571-588. 62

273 Characterization of Cytochrome c Free Radical Reactions with Peptides by Mass Spectrometry. Journal
of Biological Chemistry, 1998, 273, 12863-12869. 1.6 48

274
Specific, irreversible inactivation of the epidermal growth factor receptor and erbB2, by a new class
of tyrosine kinase inhibitor. Proceedings of the National Academy of Sciences of the United States of
America, 1998, 95, 12022-12027.

3.3 403

275 A New Class of Phosphotransferases Phosphorylated on an Aspartate Residue in an Amino-terminal
DXDX(T/V) Motif. Journal of Biological Chemistry, 1998, 273, 14107-14112. 1.6 241

276
The Specificity of Peptides Bound to Human Histocompatibility Leukocyte Antigen (HLA)-B27 Influences
the Prevalence of Arthritis in HLA-B27 Transgenic Rats. Journal of Experimental Medicine, 1998, 188,
877-886.

4.2 60

277 Total Structures of Colistin Minor Components.. Journal of Antibiotics, 1998, 51, 492-498. 1.0 25

278 Directed Biosynthesis of Peptaibol Antibiotics in Two Trichoderma Strains. II. Structure Elucidation..
Journal of Antibiotics, 1998, 51, 178-183. 1.0 16

279
A method for high-sensitivity peptide sequencing using postsource decay matrix-assisted laser
desorption ionization mass spectrometry. Proceedings of the National Academy of Sciences of the
United States of America, 1999, 96, 7131-7136.

3.3 235

280 Phenyl thiocarbamoyl and related derivatives of peptides: Edman chemistry in the gas phase.
International Journal of Mass Spectrometry, 1999, 188, 95-103. 0.7 27

281
Collision-induced dissociation of singly charged peptide ions in a matrix-assisted laser desorption
ionization ion trap mass spectrometer. International Journal of Mass Spectrometry, 1999, 190-191,
313-320.

0.7 32

282 Determination of the dissociation kinetics of a transient intermediate. Journal of the American
Society for Mass Spectrometry, 1999, 10, 119-125. 1.2 7

283 High-performance liquid chromatographyâ€“mass spectrometry of an osteocalcin derivative. Journal of
Chromatography A, 1999, 846, 49-57. 1.8 2

284 Recruitment of the protein tyrosine phosphatase CSW by DOS is an essential step during signaling by
the Sevenless receptor tyrosine kinase. EMBO Journal, 1999, 18, 6950-6961. 3.5 42

285 Spectral analysis of a series of partially protected and deprotected tetrapeptides, analogues of AS-I
phytotoxin. Amino Acids, 1999, 16, 403-413. 1.2 1

286
Chromogranin A from Bovine Adrenal Medulla: Molecular Characterization of Glycosylations,
Phosphorylations, and Sequence Heterogeneities by Mass Spectrometry. Analytical Biochemistry, 1999,
274, 69-80.

1.1 14

287 Electron capture dissociation of substance P using a commercially available Fourier transform ion
cyclotron resonance mass spectrometer. , 1999, 13, 474-477. 77

288 Energy-resolved mass spectrometry: a comparison of quadrupole cell and cone-voltage
collision-induced dissociation. Rapid Communications in Mass Spectrometry, 1999, 13, 1663-1670. 0.7 99

289 Energy partitioning in the surface-induced dissociation of linear and cyclic protonated peptides at an
organic surface. , 1999, 34, 217-225. 31



18

Citation Report

# Article IF Citations

290 Linear free energy correlations in mass spectrometry. Journal of Mass Spectrometry, 1999, 34, 577-589. 0.7 39

291 Using a matrix-assisted laser desorption/ionization time-of-flight mass spectrometer for combined
in-source decay/post-source decay experiments. , 1999, 34, 644-650. 14

292 Cerebroside sulfate activator protein (Saposin B): chromatographic and electrospray mass
spectrometric properties. , 1999, 34, 1040-1054. 12

293 Requirement of ATM-Dependent Phosphorylation of Brca1 in the DNA Damage Response to
Double-Strand Breaks. Science, 1999, 286, 1162-1166. 6.0 941

294 Porcine pulmonary surfactant preparations contain the antibacterial peptide prophenin and a
C-terminal 18-residue fragment thereof. FEBS Letters, 1999, 460, 257-262. 1.3 28

295 SCF ubiquitin protein ligases and phosphorylationâ€“dependent proteolysis. Philosophical Transactions
of the Royal Society B: Biological Sciences, 1999, 354, 1533-1550. 1.8 113

296 Relative Dissociation Energies of Protonated Peptides by Electrospray Ionization/Surface-Induced
Dissociation. Analytical Chemistry, 1999, 71, 2307-2317. 3.2 20

297 Influence of Secondary Structure on the Fragmentation of Protonated Peptides. Journal of the
American Chemical Society, 1999, 121, 5142-5154. 6.6 335

298 Identification of Modified Tryptophan Residues in Apolipoprotein B-100 Derived from Copper
Ion-Oxidized Low-Density Lipoproteinâ€ . Biochemistry, 1999, 38, 15903-15908. 1.2 37

299 Lithium and Sodium Ion Binding Energies ofN-Acetyl andN-Glycyl Amino Acids. Journal of the American
Chemical Society, 1999, 121, 1365-1371. 6.6 43

300
Mass Spectrometric Determination of a Novel Modification of the N-Terminus of Histidine-Tagged
Proteins Expressed in Bacteria. Biochemical and Biophysical Research Communications, 1999, 259,
271-282.

1.0 15

301
Molecular Cloning of the Gene for the Key Carbocycle-forming Enzyme in the Biosynthesis of
2-Deoxystreptamine-containing Aminocyclitol Antibiotics and Its Comparison with Dehydroquinate
Synthase.. Journal of Antibiotics, 1999, 52, 559-571.

1.0 59

303
Disulphide-bond pattern and molecular modelling of the dimeric disintegrin EMF-10, a potent and
selective integrin Î±5Î²1 antagonist from Eristocophis macmahoni venom. Biochemical Journal, 2000, 345,
573-581.

1.7 58

304 Formation of a2+ ions of protonated peptides. Anab initio study. , 2000, 14, 746-755. 62

305 Sequencing of sulfonic acid derivatized peptides by electrospray mass spectrometry. , 2000, 14, 924-929. 43

306 Structural studies of the Maillard reaction products of a protein using ion trap mass spectrometry. ,
2000, 35, 131-138. 42

307 Quadrupole ion trap studies of the structure and reactivity of transition metal ion pair complexes. ,
2000, 35, 311-320. 46

308 Protein identification methods in proteomics. Electrophoresis, 2000, 21, 1145-1154. 1.3 328



19

Citation Report

# Article IF Citations

309 Reaction competition in the fragmentation of protonated dipeptides. Journal of Mass Spectrometry,
2000, 35, 683-688. 0.7 50

310
Elucidation of high micro-heterogeneity of an acidic-neutral trichotoxin mixture fromTrichoderma
harzianum by electrospray ionization quadrupole time-of-flight mass spectrometry. Journal of Mass
Spectrometry, 2000, 35, 1438-1451.

0.7 23

311 Grazing incidence surface-induced dissociation of protonated peptides generated by matrix-assisted
laser desorption/ionization. Rapid Communications in Mass Spectrometry, 2000, 14, 1654-1661. 0.7 13

312
Advantages of using nested collision induced dissociation/post-source decay with matrix-assisted
laser desorption/ionization time-of-flight mass spectrometry: sequencing of novel peptides from wasp
venom. Rapid Communications in Mass Spectrometry, 2000, 14, 1828-1834.

0.7 26

313 Characterisation of variant forms of prophenin: mechanistic aspects of the fragmentation of
proline-rich peptides. Rapid Communications in Mass Spectrometry, 2000, 14, 2182-2202. 0.7 28

314
Derivatization procedures to facilitatede novo sequencing of lysine-terminated tryptic peptides using
postsource decay matrix-assisted laser desorption/ionization mass spectrometry. Rapid
Communications in Mass Spectrometry, 2000, 14, 2348-2356.

0.7 137

315 Differential regulation of stress proteins by high hydrostatic pressure, heat shock, and unbalanced
calcium homeostasis in chondrocytic cells. Journal of Cellular Biochemistry, 2000, 79, 610-619. 1.2 22

316 Tandem mass spectrometry methods for definitive protein identification in proteomics research.
Electrophoresis, 2000, 21, 2252-2265. 1.3 51

317 Towards a two-dimensional proteome map ofMycoplasma pneumoniae. Electrophoresis, 2000, 21,
3765-3780. 1.3 103

318
Two unprecedented natural Aib-peptides with the (Xaa-Yaa-Aib-Pro) motif and an unusual C-terminus:
structures, membrane-modifying and antibacterial properties of pseudokonins KL III and KL VI from the
fungus Trichoderma pseudokoningii. Journal of Peptide Science, 2000, 6, 519-533.

0.8 28

319 Water molecule assisted proton mobility in gaseous protonated GlyPro and ProGly. International
Journal of Mass Spectrometry, 2000, 195-196, 115-119. 0.7 5

320 Structure and fragmentation of b2 ions in peptide mass spectra. Journal of the American Society for
Mass Spectrometry, 2000, 11, 427-436. 1.2 90

321
Electrospray mass and tandem mass spectrometry identification of ozone oxidation products of
amino acids and small peptides. Journal of the American Society for Mass Spectrometry, 2000, 11,
526-535.

1.2 110

322 An experimental and theoretical study of the gas-phase decomposition of monoprotonated peptide
nucleic acids. Journal of the American Society for Mass Spectrometry, 2000, 11, 615-625. 1.2 5

323
Peptide sequence information derived by pronase digestion and ammonium sulfate in-source decay
matrix-assisted laser desorption/ionization time-of-flight mass spectrometry. Journal of the American
Society for Mass Spectrometry, 2000, 11, 1000-1008.

1.2 24

324
Investigation of the tris(trimethoxyphenyl)phosphonium acetyl charged derivatives of peptides by
electrospray ionization mass spectrometry and tandem mass spectrometry. Journal of the American
Society for Mass Spectrometry, 2000, 11, 107-119.

1.2 40

325 Novel rearranged ions observed for. Journal of the American Society for Mass Spectrometry, 2000, 11,
345-351. 1.2 17

326 Immucillinâ€•H binding to purine nucleoside phosphorylase reduces dynamic solvent exchange. Protein
Science, 2000, 9, 1660-1668. 3.1 55



20

Citation Report

# Article IF Citations

327 A PhoP-Regulated Outer Membrane Protease of Salmonella enterica Serovar Typhimurium Promotes
Resistance to Alpha-Helical Antimicrobial Peptides. Journal of Bacteriology, 2000, 182, 4077-4086. 1.0 307

328 Chapter 12 Electrospray ionization mass spectrometry. Comprehensive Analytical Chemistry, 2000, 33,
383-449. 0.7 2

329
Phosphoprotein Associated with Glycosphingolipid-Enriched Microdomains (Pag), a Novel
Ubiquitously Expressed Transmembrane Adaptor Protein, Binds the Protein Tyrosine Kinase Csk and Is
Involved in Regulation of T Cell Activation. Journal of Experimental Medicine, 2000, 191, 1591-1604.

4.2 447

330 Determination of the Disulfide Bond Arrangement of Newcastle Disease Virus Hemagglutinin
Neuraminidase. Journal of Biological Chemistry, 2000, 275, 6469-6478. 1.6 41

331 Mapping of the 5â€²-2-Deoxyribose-5-phosphate Lyase Active Site in DNA Polymerase Î² by Mass Spectrometry.
Journal of Biological Chemistry, 2000, 275, 10463-10471. 1.6 69

332 MALDI Quadrupole Time-of-Flight Mass Spectrometry:Â  A Powerful Tool for Proteomic Research.
Analytical Chemistry, 2000, 72, 2132-2141. 3.2 304

333 A new member of the AKH/RPCH family that stimulates locomotory activity in the firebug, Pyrrhocoris
apterus (Heteroptera). Insect Biochemistry and Molecular Biology, 2000, 30, 489-498. 1.2 100

334 Cohesin's Binding to Chromosomes Depends on a Separate Complex Consisting of Scc2 and Scc4
Proteins. Molecular Cell, 2000, 5, 243-254. 4.5 665

335 A novel SerO-glucuronidation in acidic proline-rich proteins identified by tandem mass spectrometry.
FEBS Letters, 2000, 475, 131-134. 1.3 13

336 Atmospheric Pressure MALDI/Ion Trap Mass Spectrometry. Analytical Chemistry, 2000, 72, 5239-5243. 3.2 182

337 Protein Conformational Stability Probed by Fourier Transform Ion Cyclotron Resonance Mass
Spectrometry. Journal of the American Chemical Society, 2000, 122, 495-500. 6.6 77

338 Kurstakins:Â  A New Class of Lipopeptides Isolated fromBacillusthuringiensis. Journal of Natural
Products, 2000, 63, 1492-1496. 1.5 137

339 Mobility Labeling for Parallel CID of Ion Mixtures. Analytical Chemistry, 2000, 72, 2737-2740. 3.2 106

340 Rho Transcription Factor:Â  Symmetry and Binding of Bicyclomycinâ€ . Biochemistry, 2000, 39, 9077-9083. 1.2 18

341 Anchor Structure of Cell Wall Surface Proteins in Listeria monocytogenes. Biochemistry, 2000, 39,
3725-3733. 1.2 66

342
Identification of a Novel Immunoreceptor Tyrosine-based Activation Motif-containing Molecule,
STAM2, by Mass Spectrometry and Its Involvement in Growth Factor and Cytokine Receptor Signaling
Pathways. Journal of Biological Chemistry, 2000, 275, 38633-38639.

1.6 103

343 Detection of Tyrosine Phosphorylated Peptides by Precursor Ion Scanning Quadrupole TOF Mass
Spectrometry in Positive Ion Mode. Analytical Chemistry, 2001, 73, 1440-1448. 3.2 306

344 Caseins and Casein Hydrolysates. 1. Lipoxygenase Inhibitory Properties. Journal of Agricultural and
Food Chemistry, 2001, 49, 287-294. 2.4 124



21

Citation Report

# Article IF Citations

345 Unfolding of Apomyoglobin Examined by Synchrotron Footprinting. Biochemical and Biophysical
Research Communications, 2001, 287, 614-621. 1.0 81

346
Binding Site Elucidation of Hydantoin-Based Antagonists of LFA-1 Using Multidisciplinary
Technologies:Â  Evidence for the Allosteric Inhibition of a Proteinâˆ’Protein Interaction. Journal of the
American Chemical Society, 2001, 123, 5643-5650.

6.6 132

347 Selective, Sensitive, and Rapid Phosphopeptide Identification in Enzymatic Digests Using ESI-FTICR-MS
with Infrared Multiphoton Dissociation. Analytical Chemistry, 2001, 73, 3305-3311. 3.2 96

348 Ion Trap/Ion Mobility/Quadrupole/Time-of-Flight Mass Spectrometry for Peptide Mixture Analysis.
Analytical Chemistry, 2001, 73, 177-184. 3.2 80

349 Charge-State-Dependent Sequence Analysis of Protonated Ubiquitin Ions via Ion Trap Tandem Mass
Spectrometry. Analytical Chemistry, 2001, 73, 3274-3281. 3.2 143

350 Identification of the autophosphorylation sites and characterization of their effects in the protein
kinase DYRK1A. Biochemical Journal, 2001, 359, 497. 1.7 115

351 Two new variants of the lipocalin allergen Bos d 2. Biomedical Applications, 2001, 763, 91-98. 1.7 11

352 Characterization of the in vitro phosphorylation of human tau by tau protein kinaseâ€ƒII (cdk5/p20) using
mass spectrometry. Journal of Neurochemistry, 2001, 76, 1221-1232. 2.1 69

353 Unfolding of apomyoglobin helices by synchrotron radiolysis and mass spectrometry. FEBS Journal,
2001, 268, 5578-5588. 0.2 37

354 Recent progress in matrix-assisted laser desorption ionization postsource decay. International
Journal of Mass Spectrometry, 2001, 206, 275-286. 0.7 15

355
Sequencing of novel protein from Bacillus pumilus PH-01 using a high-resolution hybrid
quadrupole-time-of-flight mass spectrometer. International Journal of Mass Spectrometry, 2001, 209,
47-55.

0.7 6

356 Dissociation of multiply charged negative ions for hirudin (54â€“65), fibrinopeptide B, and insulin A
(oxidized). Journal of the American Society for Mass Spectrometry, 2001, 12, 105-116. 1.2 62

357 Sequence-specific fragmentation of deprotonated peptides containing H or alkyl side chains. Journal
of the American Society for Mass Spectrometry, 2001, 12, 1-13. 1.2 64

358
In-source decay characteristics of peptides in matrix-assisted laser desorption/ionization
time-of-flight mass spectrometry. Journal of the American Society for Mass Spectrometry, 2001, 12,
420-427.

1.2 80

359
Sequence specific stabilization of a linear analog of the antifungal lipopeptide iturin A2 by sodium
during low energy electrospray ionization mass spectrometry conditions. Journal of the American
Society for Mass Spectrometry, 2001, 12, 505-516.

1.2 13

360 Dissociation reactions of gaseous ferro-, ferri-, and apo-cytochrome c ions. Journal of the American
Society for Mass Spectrometry, 2001, 12, 873-876. 1.2 29

361 N-CÎ± bond cleavage of the peptide backbone via hydrogen abstraction. Journal of the American Society
for Mass Spectrometry, 2001, 12, 1044-1049. 1.2 106

362 Identification of GlcNAcylation sites of peptides and Î±-crystallin using Q-TOF mass spectrometry.
Journal of the American Society for Mass Spectrometry, 2001, 12, 1106-1113. 1.2 76



22

Citation Report

# Article IF Citations

363 Theoretical study of the main fragmentation pathways for protonated glycylglycine. Rapid
Communications in Mass Spectrometry, 2001, 15, 651-663. 0.7 80

364
Determination of the disulfide bond pattern of the endogenous and recombinant angiogenesis
inhibitor endostatin by mass spectrometry. Rapid Communications in Mass Spectrometry, 2001, 15,
1222-1228.

0.7 27

365 Strategies for determination of insulin with tandem electrospray mass spectrometry: implications for
other analyte proteins?. Rapid Communications in Mass Spectrometry, 2001, 15, 1433-1441. 0.7 19

366 Proton mobility and main fragmentation pathways of protonated lysylglycine. Rapid Communications
in Mass Spectrometry, 2001, 15, 1457-1472. 0.7 49

367
Combined quantum chemical and RRKM modeling of the main fragmentation pathways of protonated
GGG. I.Cis-trans isomerization around protonated amide bonds. Rapid Communications in Mass
Spectrometry, 2001, 15, 2307-2323.

0.7 81

368 Collision-induced dissociation of ring-opened cyclic depsipeptides with a guanidino group by
electrospray ionization/ion trap mass spectrometry. Journal of Mass Spectrometry, 2001, 36, 30-37. 0.7 27

369 Quadrupole time-of-flight versus triple-quadrupole mass spectrometry for the determination of
phosphopeptides by precursor ion scanning. Journal of Mass Spectrometry, 2001, 36, 782-790. 0.7 141

370
Identification and characterization by high-performance liquid chromatography/electrospray
ionization mass spectrometry of a new variant hemoglobin, Mataro [Î²134(H12) Val > Ala]. Journal of
Mass Spectrometry, 2001, 36, 943-949.

0.7 9

371 A novel tandem quadrupole mass spectrometer allowing gaseous collisional activation and surface
induced dissociation. Journal of Mass Spectrometry, 2001, 36, 1260-1268. 0.7 21

372 In-source fragmentation of peptide aldehydes and acetals: influence of peptide length and charge
state. Journal of Mass Spectrometry, 2001, 36, 1149-1155. 0.7 20

373 Protein identification based on matrix assisted laser desorption/ionization-post source decay-mass
spectrometry. Electrophoresis, 2001, 22, 1645-1651. 1.3 67

374 Mass spectrometry for protein and peptide characterisation. Cellular and Molecular Life Sciences,
2001, 58, 868-884. 2.4 64

375 Mass spectrometric analysis of a UV-cross-linked protein-DNA complex: Tryptophans 54 and 88 ofE.
coliSSB cross-link to DNA. Protein Science, 2001, 10, 1989-2001. 3.1 43

376 The 2,3-bisphosphoglycerate-independent phosphoglycerate mutase fromTrypanosoma brucei: metal-ion
dependency and phosphoenzyme formation. FEMS Microbiology Letters, 2001, 204, 39-44. 0.7 21

377 Enrichment analysis of phosphorylated proteins as a tool for probing the phosphoproteome. Nature
Biotechnology, 2001, 19, 379-382. 9.4 801

378 Cytoplasmic Dynein Intermediate Chain Phosphorylation Regulates Binding to Dynactin. Journal of
Biological Chemistry, 2001, 276, 26171-26179. 1.6 115

379 Hydroxyl radical probe of protein surfaces using synchrotron X-ray radiolysis and mass
spectrometry. International Journal of Radiation Biology, 2002, 78, 101-114. 1.0 119

380 Mechanism-based Inhibition of Enzyme I of the Escherichia coli Phosphotransferase System. Journal of
Biological Chemistry, 2002, 277, 6934-6942. 1.6 15



23

Citation Report

# Article IF Citations

381 Protein Oxidation of Cytochrome c by Reactive Halogen Species Enhances Its Peroxidase Activity.
Journal of Biological Chemistry, 2002, 277, 29781-29791. 1.6 99

382 Identification of In Vivo Protein Phosphorylation Sites with Mass Spectrometry. , 2002, 194, 211-221. 9

383 Ligatoxin B, a new cytotoxic protein with a novel helixâ€“turnâ€“helix DNA-binding domain from the
mistletoe Phoradendron liga. Biochemical Journal, 2002, 366, 405-413. 1.7 43

384
Immunoaffinity Purification and Characterization of 4-Hydroxy-2-nonenal- and
Malondialdehyde-Modified Peptides by Electrospray Ionization Tandem Mass Spectrometry. Analytical
Chemistry, 2002, 74, 6298-6304.

3.2 47

385
Determination of Angiotensin-Converting Enzyme Inhibitory Peptide Leu-Lys-Pro-Asn-Met (LKPNM) in
Bonito Muscle Hydrolysates by LCâˆ’MS/MS. Journal of Agricultural and Food Chemistry, 2002, 50,
3919-3925.

2.4 49

386 Direct MALDI-MS/MS of Phosphopeptides Affinity-Bound to Immobilized Metal Ion Affinity
Chromatography Beads. Analytical Chemistry, 2002, 74, 3429-3433. 3.2 118

387 Electrospray Tandem Mass Spectrometry of Intact Î²-Chain Hemoglobin Variants. Analytical Chemistry,
2002, 74, 2097-2102. 3.2 26

388 Tandem Mass Spectrometry of Ribonuclease A and B:Â  N-Linked Glycosylation Site Analysis of Whole
Protein Ions. Analytical Chemistry, 2002, 74, 577-583. 3.2 74

389 Coupling Ion Mobility Separations, Collisional Activation Techniques, and Multiple Stages of MS for
Analysis of Complex Peptide Mixtures. Analytical Chemistry, 2002, 74, 992-1006. 3.2 64

390 Fragmentation Reactions of a2Ions Derived From Deprotonated DipeptidesA Synergy Between
Experiment and Theoryâ€ . Journal of Physical Chemistry A, 2002, 106, 9695-9704. 1.1 14

391
Characterization of the Tertiary Structure of Soluble CD4 Bound to Glycosylated Full-Length
HIVgp120 by Chemical Modification of Arginine Residues and Mass Spectrometric Analysis.
Biochemistry, 2002, 41, 1759-1766.

1.2 33

392 Evidence for Phosphotransferases Phosphorylated on Aspartate Residue in N-Terminal DXDX(T/V)
Motif. Methods in Enzymology, 2002, 354, 177-188. 0.4 12

393 Characterization of Transthyretin Variants in Familial Transthyretin Amyloidosis by Mass
Spectrometric Peptide Mapping and DNA Sequence Analysis. Analytical Chemistry, 2002, 74, 741-751. 3.2 57

394 Bacillus subtilis Isocitrate Dehydrogenase. Journal of Biological Chemistry, 2002, 277, 7567-7573. 1.6 30

395 Molecular Biologist's Guide to Proteomics. Microbiology and Molecular Biology Reviews, 2002, 66,
39-63. 2.9 495

396 Cultured Aedes albopictus mosquito cells accumulate elongation factor-1Î± (EF-1Î±) during serum
starvation. Insect Biochemistry and Molecular Biology, 2002, 32, 1055-1063. 1.2 5

397 Characterization of lactosylated proteins of infant formula powders using two-dimensional gel
electrophoresis and nanoelectrospray mass spectrometry. Electrophoresis, 2002, 23, 2505-2512. 1.3 67

398 Analysis of protein-nucleic acid interactions by photochemical cross-linking and mass spectrometry.
Mass Spectrometry Reviews, 2002, 21, 163-182. 2.8 67



24

Citation Report

# Article IF Citations

399 Characterization of Monomeric and Dimeric Forms of Recombinant Sml1p-histag Protein by
Electrospray Mass Spectrometry. Analytical Biochemistry, 2002, 301, 35-48. 1.1 14

400 Recovery of Intact 2-Aminobenzamide-Labeled O-Glycans Released from Glycoproteins by
Hydrazinolysis. Analytical Biochemistry, 2002, 304, 91-99. 1.1 120

401
Effects of peptide chain length on the gas-phase proton transfer properties of doubly-protonated ions
from bradykinin and its N-terminal fragment peptides. International Journal of Mass Spectrometry,
2002, 219, 115-131.

0.7 22

402
Fragmentation reactions of protonated peptides containing phenylalanine: a linear free energy
correlation in the fragmentation of Hâ€“Glyâ€“Xxxâ€“Pheâ€“OH. International Journal of Mass
Spectrometry, 2002, 217, 185-193.

0.7 15

403
A general method for precalculation of parameters for sustained off resonance
irradiation/collision-induced dissociation. Journal of the American Society for Mass Spectrometry,
2002, 13, 318-324.

1.2 42

404 Effect of phenylalanine on the fragmentation of deprotonated peptides. Journal of the American
Society for Mass Spectrometry, 2002, 13, 1242-1249. 1.2 24

405 Hydroxyl radical probe of the surface of lysozyme by synchrotron radiolysis and mass spectrometry.
Rapid Communications in Mass Spectrometry, 2002, 16, 53-61. 0.7 33

406 Comparison of the positive and negative ion electrospray mass spectra of some small peptides
containing pyroglutamate. Rapid Communications in Mass Spectrometry, 2002, 16, 287-292. 0.7 17

407 Automated structural assignment of derivatized complex N-linked oligosaccharides from tandem mass
spectra. Rapid Communications in Mass Spectrometry, 2002, 16, 1743-1754. 0.7 48

408 Cloning of a novel phosphotyrosine binding domain containing molecule, Odin, involved in signaling
by receptor tyrosine kinases. Oncogene, 2002, 21, 8029-8036. 2.6 48

409 Dissociative capture of hot (3â€“13 eV) electrons by polypeptide polycations: an efficient process
accompanied by secondary fragmentation. Chemical Physics Letters, 2002, 356, 201-206. 1.2 184

410 Identification of phospholipase D from cabbage as N-terminally acetylated PLD2. The Protein Journal,
2002, 21, 407-411. 1.1 11

411 Intramembrane cleavage of microneme proteins at the surface of the apicomplexan parasite
Toxoplasma gondii. EMBO Journal, 2002, 21, 1577-1585. 3.5 104

412 Identification ofS-sulfonation andS-thiolation of a novel transthyretin Phe33Cys variant from a
patient diagnosed with familial transthyretin amyloidosis. Protein Science, 2003, 12, 1775-1785. 3.1 48

413 Fragmentation reactions of protonated peptides containing glutamine or glutamic acid. Journal of
Mass Spectrometry, 2003, 38, 174-187. 0.7 57

414 Reactions of polypeptide ions with electrons in the gas phase. Mass Spectrometry Reviews, 2003, 22,
57-77. 2.8 407

415
Experimental and theoretical investigation of the main fragmentation pathways of protonated
H-Gly-Gly-Sar-OH and H-Gly-Sar-Sar-OH. Journal of the American Society for Mass Spectrometry, 2003,
14, 1454-1469.

1.2 35

416
Site-specific characterization of the N-linked oligosaccharides of a murine immunoglobulin M by
high-performance liquid chromatography/electrospray mass spectrometry. Analytical Biochemistry,
2003, 314, 266-280.

1.1 38



25

Citation Report

# Article IF Citations

417 High energy collision-induced dissociation (CID) product ion spectra of isomeric polyhydroxy sugars.
International Journal of Mass Spectrometry, 2003, 230, 201-208. 0.7 10

418 Combining mass spectrometry with database interrogation strategies in proteomics. TrAC - Trends in
Analytical Chemistry, 2003, 22, 291-298. 5.8 47

419
Study of protein modification by 4-hydroxy-2-nonenal and other short chain aldehydes analyzed by
electrospray ionization tandem mass spectrometry. Journal of the American Society for Mass
Spectrometry, 2003, 14, 215-226.

1.2 78

420
Rapid and sensitive identification of epitope-containing peptides by direct matrix-assisted laser
desorption/ionization tandem mass spectrometry of peptides affinity-bound to antibody beads. Journal
of the American Society for Mass Spectrometry, 2003, 14, 1076-1085.

1.2 34

421 A comparison of negative and positive ion time-of-flight post-source decay mass spectrometry for
peptides containing basic residues. International Journal of Mass Spectrometry, 2003, 222, 363-381. 0.7 45

422 The mechanism of C-terminal fragmentations in alkali metal ion complexes of peptides. International
Journal of Mass Spectrometry, 2003, 222, 117-134. 0.7 78

423 First case of a single heterozygote of an abnormal hemoglobin, Hb Stanmore, [Î²111(G13)Valâ†’Ala]. Journal
of Chromatography B: Analytical Technologies in the Biomedical and Life Sciences, 2003, 792, 23-31. 1.2 5

424 Expanding the organismal scope of proteomics: Cross-species protein identification by mass
spectrometry and its implications. Proteomics, 2003, 3, 19-28. 1.3 181

425
Sequencing of bacitracin A and related minor components by liquid chromatography/electrospray
ionization ion trap tandem mass spectrometry. Rapid Communications in Mass Spectrometry, 2003, 17,
1366-1379.

0.7 30

426
Matrix-assisted laser desorption/ionization directed nano-electrospray ionization tandem mass
spectrometric analysis for protein identification. Rapid Communications in Mass Spectrometry, 2003,
17, 1825-1834.

0.7 22

427 Amide bond cleavage in deprotonated tripeptides: a newly discovered pathway to ?b2 ions. Rapid
Communications in Mass Spectrometry, 2003, 17, 869-875. 0.7 14

428
A New Algorithm for the Evaluation of Shotgun Peptide Sequencing in Proteomics:Â  Support Vector
Machine Classification of Peptide MS/MS Spectra and SEQUEST Scores. Journal of Proteome Research,
2003, 2, 137-146.

1.8 206

429 A Split-Field Drift Tube for Separation and Efficient Fragmentation of Biomolecular Ions. Analytical
Chemistry, 2003, 75, 6202-6208. 3.2 67

430 Structural Analysis of Gelsolin Using Synchrotron Protein Footprinting. Molecular and Cellular
Proteomics, 2003, 2, 1120-1132. 2.5 62

431 Modified Î±A Crystallin in the Retina:Â  Altered Expression and Truncation with Agingâ€ . Biochemistry,
2003, 42, 15310-15325. 1.2 63

432 Combined Electron Capture and Infrared Multiphoton Dissociation for Multistage MS/MS in a Fourier
Transform Ion Cyclotron Resonance Mass Spectrometer. Analytical Chemistry, 2003, 75, 3256-3262. 3.2 241

433 Mining a Tandem Mass Spectrometry Database To Determine the Trends and Global Factors Influencing
Peptide Fragmentation. Analytical Chemistry, 2003, 75, 6251-6264. 3.2 247

434 Characterization and cDNA cloning of an immune-induced lysozyme from cultured Aedes albopictus
mosquito cells. Developmental and Comparative Immunology, 2003, 27, 11-20. 1.0 14



26

Citation Report

# Article IF Citations

435
The histone-like C-terminal extension in ribosomal protein S6 in Aedes and Anopheles mosquitoes is
encoded within the distal portion of exon 3. Insect Biochemistry and Molecular Biology, 2003, 33,
901-910.

1.2 10

436 Protein and peptide identification: the rÃ´le of mass spectrometry in proteomics. Natural Product
Reports, 2003, 20, 202-215. 5.2 47

437 Hb Buzen [Î²138(H16)Alaâ†’Thr (g.1395 Gâ†’A)]: A New Î² Chain Variant. Hemoglobin, 2003, 27, 243-247. 0.4 3

438 Endogenous Association of TRAF2, TRAF3, cIAP1, and Smac with Lymphotoxin Î² Receptor Reveals a Novel
Mechanism of Apoptosis. Journal of Biological Chemistry, 2003, 278, 14363-14369. 1.6 54

439 Identification of Protein Components in Human Acquired Enamel Pellicle and Whole Saliva Using
Novel Proteomics Approaches. Journal of Biological Chemistry, 2003, 278, 5300-5308. 1.6 191

440 Proteomics: current techniques and potential applications to lung disease. American Journal of
Physiology - Lung Cellular and Molecular Physiology, 2004, 287, L1-L23. 1.3 99

441 A novel strategy for the identification of protein-DNA contacts by photocrosslinking and mass
spectrometry. Nucleic Acids Research, 2004, 32, e132-e132. 6.5 32

442 Identification of Free Radicals on Hemoglobin from its Self-peroxidation Using Mass Spectrometry and
Immuno-spin Trapping. Journal of Biological Chemistry, 2004, 279, 11600-11607. 1.6 109

443 Regulation of the p300 HAT domain via a novel activation loop. Nature Structural and Molecular
Biology, 2004, 11, 308-315. 3.6 374

444 The small delta antigen of hepatitis delta virus is an acetylated protein and acetylation of lysine 72 may
influence its cellular localization and viral RNA synthesis. Virology, 2004, 319, 60-70. 1.1 59

445 Study of peptides containing modified lysine residues by tandem mass spectrometry: precursor ion
scanning of hexanal-modified peptides. Rapid Communications in Mass Spectrometry, 2004, 18, 67-76. 0.7 38

446 Formation of iminium ions by fragmentation of a2 ions. Rapid Communications in Mass Spectrometry,
2004, 18, 1635-1640. 0.7 21

447 Sequence- and site-specific photodissociation at 266 nm of protonated synthetic polypeptides
containing a tryptophanyl residue. Rapid Communications in Mass Spectrometry, 2004, 18, 2706-2712. 0.7 38

448 Mass spectral study of alkali-cationized Boc-carbo-?3-peptides by electrospray tandem mass
spectrometry. Rapid Communications in Mass Spectrometry, 2004, 18, 3041-3050. 0.7 11

449 Characterization ofÎ±- andÎ³-glutamyl dipeptides by negative ion collision-induced dissociation. Journal
of Mass Spectrometry, 2004, 39, 136-144. 0.7 23

450 Solid-state glycation ofÎ²-lactoglobulin by lactose and galactose: localization of the modified amino
acids using mass spectrometric techniques. Journal of Mass Spectrometry, 2004, 39, 16-28. 0.7 73

451 Characterization of peptides by liquid chromatography/electrospray ionization mass spectrometry
using silver nitrate as a post-column complexant. Journal of Mass Spectrometry, 2004, 39, 368-377. 0.7 6

452 Mass spectral study of Boc-carbo-Î²3-peptides: differentiation of two pairs of positional and
diastereomeric isomers. Journal of Mass Spectrometry, 2004, 39, 1068-1074. 0.7 24



27

Citation Report

# Article IF Citations

453 Ion activation methods for tandem mass spectrometry. Journal of Mass Spectrometry, 2004, 39,
1091-1112. 0.7 430

454
Electron capture dissociation Fourier transform ion cyclotron resonance mass spectrometry of
cyclodepsipeptides, branched peptides, and Îµ-peptides. International Journal of Mass Spectrometry, 2004,
234, 23-35.

0.7 27

455 A computational study of the fragmentation of b3 ions derived from protonated peptides.
Computational and Theoretical Chemistry, 2004, 675, 79-93. 1.5 8

456
A Hartreeâ€“Fock, MP2 and DFT computational study of the structures and energies of â€³b2 ions derived
from deprotonated peptides. A comparison of method and basis set used on relative product
stabilities. Computational and Theoretical Chemistry, 2004, 675, 149-162.

1.5 18

457 Towards understanding the tandem mass spectra of protonated oligopeptides. 1: Mechanism of amide
bond cleavage. Journal of the American Society for Mass Spectrometry, 2004, 15, 103-113. 1.2 151

458
A high pressure matrix-assisted laser desorption ion source for Fourier transform mass spectrometry
designed to accommodate large targets with diverse surfaces. Journal of the American Society for
Mass Spectrometry, 2004, 15, 128-132.

1.2 58

459 Fragmentation of deprotonated N-benzoylpeptides: Formation of deprotonated oxazolones. Journal of
the American Society for Mass Spectrometry, 2004, 15, 446-456. 1.2 15

460
Infrared multiphoton dissociation (IRMPD) and collisionally activated dissociationof peptides in a
quadrupole ion trapwith selective IRMPD of phosphopeptides. Journal of the American Society for
Mass Spectrometry, 2004, 15, 1581-1592.

1.2 91

461 Fragmentation of protonated oligoalanines: Amide bond cleavage and beyond. Journal of the American
Society for Mass Spectrometry, 2004, 15, 1810-1819. 1.2 36

462 Analysis of Phosphorylated Proteins by Mass Spectrometry. Applied Spectroscopy Reviews, 2004, 35,
95-128. 3.4 1

463 Cleavage of the amide bond of protonated dipeptides. Physical Chemistry Chemical Physics, 2004, 6,
2691-2699. 1.3 36

464 Submicrosecond Surface-Induced Dissociation of Peptide Ions in a MALDI TOF MS. Analytical Chemistry,
2004, 76, 5080-5091. 3.2 20

465
Identification of 4-Hydroxy-2-nonenal-Modified Peptides within Unfractionated Digests Using
Matrix-Assisted Laser Desorption/Ionization Time-of-Flight Mass Spectrometry. Analytical Chemistry,
2004, 76, 867-873.

3.2 47

466 Identification of Sites of Ubiquitination in Proteins:Â  A Fourier Transform Ion Cyclotron Resonance
Mass Spectrometry Approach. Analytical Chemistry, 2004, 76, 6982-6988. 3.2 50

467 Derivatization of Surface-Bound Peptides for Mass Spectrometric Detection via Threshold Single
Photon Ionization. Analytical Chemistry, 2004, 76, 4267-4270. 3.2 17

468 Glutathione Transferase Zeta-Catalyzed Bioactivation of Dichloroacetic Acid:Â  Reaction of Glyoxylate
with Amino Acid Nucleophiles. Chemical Research in Toxicology, 2004, 17, 650-662. 1.7 10

469 Absolute Quantification of Proteins in Solutions and in Polyacrylamide Gels by Mass Spectrometry.
Analytical Chemistry, 2004, 76, 3029-3036. 3.2 95

470 Catalytic site-specific inhibition of the 20S proteasome by 4-hydroxynonenal. FEBS Letters, 2004, 578,
217-223. 1.3 109



28

Citation Report

# Article IF Citations

471 Contact Regions in the Dimer of Alzheimer Î²-Amyloid Domain [1â€“28] Studied by Mass Spectrometry.
European Journal of Mass Spectrometry, 2004, 10, 309-316. 0.5 5

472 Models of Fragmentations Induced by Electron Attachment to Protonated Peptides. European Journal
of Mass Spectrometry, 2004, 10, 625-638. 0.5 58

473 Matching Peptide Sequences with Mass Spectra. Lecture Notes in Computer Science, 2005, , 390-397. 1.0 0

474 Collision-Induced Dissociation of Peptide Thioesters: The Influence of Peptide Length on
Fragmentation. European Journal of Mass Spectrometry, 2005, 11, 31-34. 0.5 3

475 Gas-Phase Chemistry of the Negative Ions of Fully-Protected Peptides by High-Resolution Electrospray
Ionization Tandem Mass Spectrometry. European Journal of Mass Spectrometry, 2005, 11, 403-408. 0.5 2

476 Statistical evaluation of electrospray tandem mass spectra for optimized peptide fragmentation.
Journal of the American Society for Mass Spectrometry, 2005, 16, 505-514. 1.2 12

477 SO2âˆ’Â· electron transfer ion/ion reactions with disulfide linked polypeptide ions. Journal of the
American Society for Mass Spectrometry, 2005, 16, 1020-1030. 1.2 101

478
Computational investigation and hydrogen/deuterium exchange of the fixed charge derivative
tris(2,4,6-Trimethoxyphenyl) phosphonium: Implications for the aspartic acid cleavage mechanism.
Journal of the American Society for Mass Spectrometry, 2005, 16, 1067-1080.

1.2 48

479 Investigation of the presence of b ions in electron capture dissociation mass spectra. Journal of the
American Society for Mass Spectrometry, 2005, 16, 1932-1940. 1.2 60

480
Simple b ions have cyclic oxazolone structures. A neutralization-reionization mass spectrometric and
computational study of oxazolone radicals. Journal of the American Society for Mass Spectrometry,
2005, 16, 1941-1956.

1.2 28

481
Protein fragmentation via liquid chromatographyâ€“quadrupole time-of-flight mass spectrometry: The
use of limited sequence information in structural characterization. Analytical Biochemistry, 2005,
341, 22-32.

1.1 9

482 In vitro degradation of the antimicrobial human peptide HEM-Î³ 130â€“146 in plasma analyzed by a validated
quantitative LCâ€“MS/MS procedure. Analytical Biochemistry, 2005, 341, 173-186. 1.1 18

483 Identification of a novel phosphorylation site in ataxin-1. Biochimica Et Biophysica Acta - Molecular
Cell Research, 2005, 1744, 11-18. 1.9 15

484 Identification of the myoglobin tyrosyl radical by immuno-spin trapping and its dimerization. Free
Radical Biology and Medicine, 2005, 38, 969-976. 1.3 47

485 Contribution of acetaminophen-cysteine to acetaminophen nephrotoxicity II. Possible involvement of
the Î³-glutamyl cycle. Toxicology and Applied Pharmacology, 2005, 202, 160-171. 1.3 32

486 The role of electron capture dissociation in biomolecular analysis. Mass Spectrometry Reviews, 2005,
24, 201-222. 2.8 453

487 Fragmentation pathways of protonated peptides. Mass Spectrometry Reviews, 2005, 24, 508-548. 2.8 993

488 Phosphoproteomics by mass spectrometry and classical protein chemistry approaches. Mass
Spectrometry Reviews, 2005, 24, 828-846. 2.8 122



29

Citation Report

# Article IF Citations

489
CHASE, a charge-assisted sequencing algorithm for automated homology-based protein identifications
with matrix-assisted laser desorption/ionization time-of-flight post-source decay fragmentation data.
Journal of Mass Spectrometry, 2005, 40, 475-488.

0.7 6

490 Chromophore effect in photodissociation at 266 nm of protonated peptides generated by
matrix-assisted laser desorption ionization (MALDI). Journal of Mass Spectrometry, 2005, 40, 899-907. 0.7 23

491 Covalent modification of actin by 4-hydroxy-trans-2-nonenal (HNE): LC-ESI-MS/MS evidence for Cys374
Michael adduction. Journal of Mass Spectrometry, 2005, 40, 946-954. 0.7 74

492 Fragmentation reactions of deprotonated peptides containing proline. The proline effect. Journal of
Mass Spectrometry, 2005, 40, 1173-1186. 0.7 51

493 TRH-like antidepressant peptide, pyroglutamyltyroslyprolineamide, occurs in rat brain. Journal of Mass
Spectrometry, 2005, 40, 1232-1236. 0.7 26

494
Differentiation of Boc- Î±,Î²- and Î²,Î±-peptides and a pair of diastereomeric Î²,Î±-dipeptides by positive and negative
ion electrospray tandem mass spectrometry (ESI-MS/MS). Journal of Mass Spectrometry, 2005, 40,
1429-1438.

0.7 22

495 C??C Backbone Fragmentation Dominates in Electron Detachment Dissociation of Gas-Phase
Polypeptide Polyanions. Chemistry - A European Journal, 2005, 11, 1803-1812. 1.7 112

496 Carbonylation of milk powder proteins as a consequence of processing conditions. Proteomics, 2005,
5, 3097-3104. 1.3 68

497 Error-tolerant EST database searches by tandem mass spectrometry and multiTag software.
Proteomics, 2005, 5, 4118-4122. 1.3 20

498
Applications of a matrix-assisted laser desorption/ionization orthogonal time-of-flight mass
spectrometer. l. Metastable decay and collision-induced dissociation for sequencing peptides. Rapid
Communications in Mass Spectrometry, 2005, 19, 213-220.

0.7 12

499 Characterization of microcystins using in-source collision-induced dissociation. Rapid
Communications in Mass Spectrometry, 2005, 19, 597-604. 0.7 34

500 In-source decay of Boc-carbo-Î²3-peptides in matrix-assisted laser desorption/ionization time-of-flight
mass spectrometry. Rapid Communications in Mass Spectrometry, 2005, 19, 2105-2109. 0.7 3

501 Phosphorylation and Glycosylation of Bovine Lens MP20. , 2005, 46, 627. 27

502 Identification of Components of Protein Complexes. , 2005, 301, 117-152. 36

503
Characterization and identification of disintegrins in Crotalus horridus venom by liquid
chromatography and tandem matrix-assisted laser desorption ionization - quadrupole ion trap
time-of-flight (MALDI-QIT-TOF) mass spectrometry. Canadian Journal of Chemistry, 2005, 83, 1124-1131.

0.6 10

504 Hb Kochi [Î²141(H19)Leuâ†’Val (g.1404 Câ†’G); 144â€“146(HC1-3)Lys-Tyr-Hisâ†’0 (g.1413 Aâ†’T)]: A New Variant with
Increased Oxygen Affinity. Hemoglobin, 2005, 29, 1-10. 0.4 6

505
THE PROBABILITY DISTRIBUTION FOR A RANDOM MATCH BETWEEN AN EXPERIMENTAL-THEORETICAL
SPECTRAL PAIR IN TANDEM MASS SPECTROMETRY. Journal of Bioinformatics and Computational Biology,
2005, 03, 455-476.

0.3 16

506 Specificity Changes in the Evolution of Type II Restriction Endonucleases. Journal of Biological
Chemistry, 2005, 280, 4289-4298. 1.6 29



30

Citation Report

# Article IF Citations

507 Optimal Construction of Theoretical Spectra for MS/MS Spectra Identification. OMICS A Journal of
Integrative Biology, 2005, 9, 380-390. 1.0 0

508 Structural and sequence effects in the fragmentation of protonated tripeptides containing tyrosine.
Canadian Journal of Chemistry, 2005, 83, 1969-1977. 0.6 2

509 Superoxide Generation from Mitochondrial NADH Dehydrogenase Induces Self-inactivation with
Specific Protein Radical Formation. Journal of Biological Chemistry, 2005, 280, 37339-37348. 1.6 117

510
Identification of base-specific contacts in proteinâ€“DNA complexes by photocrosslinking and mass
spectrometry: a case study using the restriction endonuclease SsoII. Molecular BioSystems, 2005, 1,
135-141.

2.9 15

511
Development of a Technique to Determine Bicyclomycin-Rho Binding and Stoichiometry by Isothermal
Titration Calorimetry and Mass Spectrometry. Journal of the American Chemical Society, 2005, 127,
2741-2751.

6.6 26

512 Combination of Sustained Off-Resonance Irradiation and On-Resonance Excitation in FT-ICR. Analytical
Chemistry, 2005, 77, 7626-7638. 3.2 17

513 Fast tandem mass spectra-based protein identification regardless of the number of spectra or
potential modifications examined. Bioinformatics, 2005, 21, 2177-2184. 1.8 22

514
Differentiation of Phosphorylated and Unphosphorylated Peptides by High-Performance Liquid
Chromatography-Electrospray Ionization-Infrared Multiphoton Dissociation in a Quadrupole Ion Trap.
Analytical Chemistry, 2005, 77, 5726-5734.

3.2 55

515 Electron Transfer Ion/Ion Reactions in a Three-Dimensional Quadrupole Ion Trap:â€‰ Reactions of Doubly
and Triply Protonated Peptides with SO2â€¢-. Analytical Chemistry, 2005, 77, 1831-1839. 3.2 151

516 Proteomics of Bovine Mitochondrial RNA-Binding Proteins: HES1/KNP-I Is a New Mitochondrial Resident
Protein. Journal of Proteome Research, 2005, 4, 43-52. 1.8 11

517 Protein Glycosylation Analyzed by Normal-Phase Nano-Liquid Chromatographyâˆ’Mass Spectrometry of
Glycopeptides. Analytical Chemistry, 2005, 77, 886-894. 3.2 130

518 STEP (Statistical Test of Equivalent Pathways) Analysis:â€‰ A Mass Spectrometric Method for
Carbohydrates and Peptides. Analytical Chemistry, 2005, 77, 5886-5893. 3.2 6

519 Functional Genomics meets neurodegenerative disorders. Progress in Neurobiology, 2005, 76, 153-168. 2.8 33

520 Collisionâ€•Induced Dissociation (CID) of Peptides and Proteins. Methods in Enzymology, 2005, 402,
148-185. 0.4 357

521 Chapter 9 Mass spectrometry for protein identification. Comprehensive Analytical Chemistry, 2005, 46,
429-447. 0.7 0

522 Investigation of Neutral Loss during Collision-Induced Dissociation of Peptide Ions. Analytical
Chemistry, 2005, 77, 4870-4882. 3.2 51

524 Spectroscopic and Theoretical Evidence for Oxazolone Ring Formation in Collision-Induced
Dissociation of Peptides. Journal of the American Chemical Society, 2005, 127, 17154-17155. 6.6 150

525 Characterisation of photo-oxidation products within photoyellowed wool proteins: tryptophan and
tyrosine derived chromophores. Photochemical and Photobiological Sciences, 2006, 5, 698. 1.6 100



31

Citation Report

# Article IF Citations

526 Performance Evaluation of ExistingDe NovoSequencing Algorithms. Journal of Proteome Research,
2006, 5, 3018-3028. 1.8 98

527 Phosphoprotein analysis: from proteins to proteomes. Proteome Science, 2006, 4, 15. 0.7 122

528 Thermally Assisted Collision-Induced Dissociation in a Quadrupole Ion Trap Mass Spectrometer.
Analytical Chemistry, 2006, 78, 4609-4614. 3.2 23

529 Vacuum Ultraviolet Postionization of Aromatic Groups Covalently Bound to Peptides. Analytical
Chemistry, 2006, 78, 5876-5883. 3.2 24

530 New Role for an Old Probe:Â  Affinity Labeling of Oxylipid Protein Conjugates
byNâ€˜-Aminooxymethylcarbonylhydrazinod-biotin. Analytical Chemistry, 2006, 78, 6847-6854. 3.2 76

531 Ontogenetic variations in the venom proteome of the Amazonian snake Bothrops atrox. Proteome
Science, 2006, 4, 11. 0.7 120

532 Evaluation of the membrane-spanning domain of ClC-2. Biochemical Journal, 2006, 396, 449-460. 1.7 12

533 New short peptaibols from a marineTrichoderma strain. Rapid Communications in Mass Spectrometry,
2006, 20, 1176-1180. 0.7 55

534 Electrospray tandem mass spectrometry of alkali-cationized BocN-carbo-Î±,Î²- and -Î²,Î±-peptides:
differentiation of positional isomers. Rapid Communications in Mass Spectrometry, 2006, 20, 3351-3360. 0.7 9

535
Collision-induced dissociation of protonated tetrapeptides containingÎ²-alanine,Î³-aminobutyric
acid,Îµ-aminocaproic acid or 4-aminomethylbenzoic acid residues. Rapid Communications in Mass
Spectrometry, 2006, 20, 3443-3455.

0.7 12

536 Endocrine disrupting effect of di-(2-ethylhexyl)phthalate on female rats and proteome analyses of
their pituitaries. Proteomics, 2006, 6, 958-971. 1.3 61

537 A multidimensional proteomic approach to identify hypertrophy-associated proteins. Proteomics,
2006, 6, 2225-2235. 1.3 35

538 Structural Characterization of Microcystins by LC/MS/MS under Ion Trap Conditions. Journal of
Antibiotics, 2006, 59, 710-719. 1.0 55

539 Synthesis and characterization of novel N-para-ferrocenyl benzoyl dipeptide esters. Inorganic
Chemistry Communication, 2006, 9, 1267-1270. 1.8 22

540
Characterization of hemoglobin WÃ¼rzburg (Î±2ÃŸ2 4(A1)Thrâ†’Asn), a new electrophoretically silent
variant, by mass spectrometry and molecular modeling studies. Journal of Chromatography A, 2006,
1115, 118-124.

1.8 4

541
Differentiation of some positional and diastereomeric isomers of Boc-carbo-Î²3 dipeptides containing
galactose, xylose and mannose sugars by electrospray ionization tandem mass spectrometry (ESI) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 137 Td (MS/MS). International Journal of Mass Spectrometry, 2006, 248, 115-123.0.7 16

542 Fragmentation reactions of deprotonated peptides containing aspartic acid. International Journal of
Mass Spectrometry, 2006, 255-256, 111-122. 0.7 31

543 Fragmentation of doubly-protonated peptide ion populations labeled by H/D exchange with CD3OD.
International Journal of Mass Spectrometry, 2006, 249-250, 93-105. 0.7 21



32

Citation Report

# Article IF Citations

544 Structural characterization of peptides via tandem mass spectrometry of their dilithiated
monocations. International Journal of Mass Spectrometry, 2006, 249-250, 45-59. 0.7 13

545
Atypical behavior in the electron capture induced dissociation of biologically relevant transition
metal ion complexes of the peptide hormone oxytocin. International Journal of Mass Spectrometry,
2006, 253, 217-224.

0.7 62

546
The synthesis and structural characterization of N-para-ferrocenyl benzoyl dipeptide esters: The X-ray
crystal structure of N-{para-(ferrocenyl)benzoyl}-l-alanine-glycine ethyl ester. Journal of
Organometallic Chemistry, 2006, 691, 4686-4693.

0.8 20

547 Investigation of gas phase ion structure for proline-containing b2 ion. Journal of the American
Society for Mass Spectrometry, 2006, 17, 20-28. 1.2 38

548 Determination of Cooling Rates in a Quadrupole Ion Trap. Journal of the American Society for Mass
Spectrometry, 2006, 17, 932-938. 1.2 49

549 Structures of Î±-type ions formed in the 157 nm photodissociation of singly-charged peptide ions.
Journal of the American Society for Mass Spectrometry, 2006, 17, 1315-1321. 1.2 38

550 Ion Trap Collision-Induced Dissociation of Human Hemoglobin Î±-Chain Cations. Journal of the American
Society for Mass Spectrometry, 2006, 17, 923-931. 1.2 20

551 Isotope labeling and theoretical study of the formation of a3* ions from protonated tetraglycine.
Journal of the American Society for Mass Spectrometry, 2006, 17, 1654-1664. 1.2 36

552
Comparison of CID spectra of singly charged polypeptide antibiotic precursor ions obtained by
positive-ion vacuum MALDI IT/RTOF and TOF/RTOF, AP-MALDI-IT and ESI-IT mass spectrometry. Journal of
Mass Spectrometry, 2006, 41, 421-447.

0.7 43

553 Mass spectrometric characterization of covalent modification of human serum albumin by
4-hydroxy-trans-2-nonenal. Journal of Mass Spectrometry, 2006, 41, 1149-1161. 0.7 106

554 Detection and characterization of variant and modified structures of proteins in blood and tissues by
mass spectrometry. Mass Spectrometry Reviews, 2006, 25, 686-712. 2.8 44

556
Lymphokine-Activated Killer T-Cell-Originated Protein Kinase Phosphorylation of Histone H2AX
Prevents Arsenite-Induced Apoptosis in RPMI7951 Melanoma Cells. Clinical Cancer Research, 2006, 12,
6884-6893.

3.2 73

557 Mitochondrial Complex II in the Post-ischemic Heart. Journal of Biological Chemistry, 2007, 282,
32640-32654. 1.6 212

558 Mass Spectrometry Data Analysis in the Proteomics Era. Current Bioinformatics, 2007, 2, 63-93. 0.7 30

559
Indole-3-carbinol Inhibits 4-(Methylnitrosamino)-1-(3-pyridyl)-1-butanone Plus Benzo(a)pyreneâ€“Induced
Lung Tumorigenesis in A/J Mice and Modulates Carcinogen-Induced Alterations in Protein Levels.
Cancer Research, 2007, 67, 6502-6511.

0.4 65

560 Mass spectrometric analysis of ubiquitinâ€“platinum interactions of leading anticancer drugs: MALDI
versus ESI. Journal of Analytical Atomic Spectrometry, 2007, 22, 960-967. 1.6 89

561 HMGB1 Is a Cofactor in Mammalian Base Excision Repair. Molecular Cell, 2007, 27, 829-841. 4.5 141

562
Mechanistic Basis for Inflammation and Tumor Promotion in Lungs of
2,6-Di-tert-butyl-4-methylphenol-Treated Mice:â€‰ Electrophilic Metabolites Alkylate and Inactivate
Antioxidant Enzymes. Chemical Research in Toxicology, 2007, 20, 199-207.

1.7 63



33

Citation Report

# Article IF Citations

563 Mapping the Interaction of Cofilin with Subdomain 2 on Actinâ€ . Biochemistry, 2007, 46, 225-233. 1.2 12

564 Site-Specific S-Glutathiolation of Mitochondrial NADH Ubiquinone Reductase. Biochemistry, 2007, 46,
5754-5765. 1.2 70

565 Electron Transfer between a Tyrosyl Radical and a Cysteine Residue in Hemoproteins:Â  Spin Trapping
Analysis. Journal of the American Chemical Society, 2007, 129, 13493-13501. 6.6 62

566
Infrared Spectroscopy and Theoretical Studies on Gas-Phase Protonated Leu-enkephalin and Its
Fragments:Â  Direct Experimental Evidence for the Mobile Proton. Journal of the American Chemical
Society, 2007, 129, 5887-5897.

6.6 208

567 New Method for Characterizing Highly Disulfide-Bridged Peptides in Complex Mixtures: Application to
Toxin Identification from Crude Venoms. Journal of Proteome Research, 2007, 6, 3216-3223. 1.8 82

568 Profiling theBordetellapertussisProteome during Iron Starvation. Journal of Proteome Research,
2007, 6, 2518-2528. 1.8 40

569 Using Statistical Models To Identify Factors That Have a Role in Defining the Abundance of Ions
Produced by Tandem MS. Analytical Chemistry, 2007, 79, 5601-5607. 3.2 22

570 Rational Selection of the Optimum MALDI Matrix for Top-Down Proteomics by In-Source Decay.
Analytical Chemistry, 2007, 79, 8678-8685. 3.2 133

571 Applications of mass spectrometry for the structural characterization of recombinant protein
pharmaceuticals. Mass Spectrometry Reviews, 2007, 26, 370-388. 2.8 171

572 Determination of peptaibol trace amounts in marine sediments by liquid chromatography/electrospray
ionization-ion trap-mass spectrometry. Journal of Chromatography A, 2007, 1160, 106-113. 1.8 16

573 Why b, y's? Sodiation-induced tryptic peptide-like fragmentation of non-tryptic peptides. International
Journal of Mass Spectrometry, 2007, 268, 181-189. 0.7 21

574
Protein-sequence polymorphisms and post-translational modifications in proteins from human saliva
using top-down Fourier-transform ion cyclotron resonance mass spectrometry. International
Journal of Mass Spectrometry, 2007, 268, 190-197.

0.7 48

575
Cyclization reaction of peptide fragment ions during multistage collisionally activated
decomposition: An inducement to lose internal amino-acid residues. Journal of the American Society
for Mass Spectrometry, 2007, 18, 663-678.

1.2 59

576
Positive and negative ion electrospray tandem mass spectrometry (ESI MS/MS) of boc-protected
peptides containing repeats of L-Ala-Î³ 4Caa/Î³ 4Caa-L-Ala: Differentiation of some positional isomeric
peptides. Journal of the American Society for Mass Spectrometry, 2007, 18, 651-662.

1.2 15

577 Formation of (b nâˆ’1 + H2O) ions by collisional activation of maldi-formed peptide [M + H]+ ions in a
QqTOF mass spectrometer. Journal of the American Society for Mass Spectrometry, 2007, 18, 1024-1037. 1.2 21

578
Formation of diagnostic product ions from cyanobacterial cyclic peptides by the two-bond fission
mechanism using ion trap liquid chromatography/multi-stage mass spectrometry. Rapid
Communications in Mass Spectrometry, 2007, 21, 1025-1033.

0.7 14

579
Differentiation of three pairs of positional isomers of hybrid peptides with repeats of
phenylalanine-Î²3-h-valine/Î²3-h-valine-phenylalanine by electrospray ionization tandem mass spectrometry.
Rapid Communications in Mass Spectrometry, 2007, 21, 1401-1408.

0.7 12

580
Investigation of the neutral loss of a full amino acid mass during collisionâ€•induced dissociation of
the b ion derived from a model peptide containing a 4â€•aminobutyric acid residue. Rapid Communications
in Mass Spectrometry, 2007, 21, 2529-2537.

0.7 4



34

Citation Report

# Article IF Citations

581
Influence of a 4â€•aminomethylbenzoic acid residue on competitive fragmentation pathways during
collisionâ€•induced dissociation of metalâ€•cationized peptides. Rapid Communications in Mass
Spectrometry, 2007, 21, 3409-3419.

0.7 7

582 Analysis of protein phosphorylation on a proteomeâ€•scale. Proteomics, 2007, 7, 2751-2768. 1.3 153

583 Identification of subtilisin, Epr and Vpr as enzymes that produce CSF, an extracellular signalling
peptide of Bacillus subtilis. Molecular Microbiology, 2007, 65, 1321-1333. 1.2 64

584 A mass accuracy sensitive probability based scoring algorithm for database searching of tandem mass
spectrometry data. BMC Bioinformatics, 2007, 8, 133. 1.2 127

585 Tandem mass spectrometry data quality assessment by self-convolution. BMC Bioinformatics, 2007, 8,
352. 1.2 11

586 Nonmuscle myosins II-B and Va are components of detergent-resistant membrane skeletons derived
from mouse forebrain. Brain Research, 2007, 1143, 46-59. 1.1 16

587
Potential crossing position in electron transfer of a doubly charged ion and an alkali metal target
measured using thermometer molecule W(CO)6. International Journal of Mass Spectrometry, 2007,
266, 122-128.

0.7 13

588

Evaluation of a novel approach for peptide sequencing: Laser-induced acoustic desorption combined
with P(OCH3)2+ chemical ionization and collision-activated dissociation in a fourier transform ion
cyclotron resonance mass spectrometer. Journal of the American Society for Mass Spectrometry,
2007, 18, 525-540.

1.2 8

589 Review of a current role of mass spectrometry for proteome research. Analytica Chimica Acta, 2008,
624, 16-36. 2.6 100

590 Characterization of linear and branched polyacrylates by tandem mass spectrometry. Analytical and
Bioanalytical Chemistry, 2008, 392, 595-607. 1.9 42

591 Study of the dissociation of a chargeâ€•reduced phosphopeptide formed by electron transfer from an
alkali metal target. Rapid Communications in Mass Spectrometry, 2008, 22, 567-572. 0.7 14

592
A comparison of relative quantification with isobaric tags on a subset of the murine hepatic proteome
using electrospray ionization quadrupole timeâ€•ofâ€•flight and matrixâ€•assisted laser desorption/ionization
tandem timeâ€•ofâ€•flight. Rapid Communications in Mass Spectrometry, 2008, 22, 3137-3146.

0.7 5

593
Electrospray ionization tandem mass spectrometric study on the effect of Nâ€•terminal <i>Î²</i>â€• and
<i>Î³</i>â€•carbo amino acids on fragmentation of GABAâ€•hybrid peptides. Rapid Communications in Mass
Spectrometry, 2008, 22, 3339-3352.

0.7 9

594 Direct sequence analysis of proteins by inâ€•source fragmentation during delayed ion extraction.
Protein Science, 1997, 6, 2446-2453. 3.1 42

595 Differentiation of three pairs of Bocâ€•Î²,Î³â€• and Î³,Î²â€•hybrid peptides by electrospray ionization tandem mass
spectrometry. Journal of Mass Spectrometry, 2008, 43, 1201-1214. 0.7 12

596
Formation of [b<sub>3</sub> âˆ’ 1 + cat]<sup>+</sup> ions from metalâ€•cationized tetrapeptides
containing Î²â€•alanine, Î³â€•aminobutyric acid or Îµâ€•aminocaproic acid residues. Journal of Mass Spectrometry,
2008, 43, 1458-1469.

0.7 1

597
Gasâ€•phase peptide fragmentation: how understanding the fundamentals provides a springboard to
developing new chemistry and novel proteomic tools. Journal of Mass Spectrometry, 2008, 43,
1301-1319.

0.7 51

598 Inactivation of Nâ€•TIMPâ€•1 by Nâ€•terminal acetylation when expressed in bacteria. Biopolymers, 2008, 89,
960-968. 1.2 16



35

Citation Report

# Article IF Citations

599 Evidence for structural variants of a- and b-type peptide fragment ions using combined ion
mobility/mass spectrometry. Journal of the American Society for Mass Spectrometry, 2008, 19, 609-613. 1.2 80

600
Use of 157-nm photodissociation to probe structures of <i>y</i>- and <i>b</i>-type ions produced in
collision-induced dissociation of peptide ions. Journal of the American Society for Mass
Spectrometry, 2008, 19, 695-702.

1.2 11

601 Peptide sequence scrambling through cyclization of b<sub>5</sub> ions. Journal of the American
Society for Mass Spectrometry, 2008, 19, 1776-1780. 1.2 75

602
Structure and Reactivity of an and an Peptide Fragments Investigated Using Isotope Labeling, Tandem
Mass Spectrometry, and Density Functional Theory Calculationsâ•Ž. Journal of the American Society for
Mass Spectrometry, 2008, 19, 1788-1798.

1.2 31

603 Why are <i>a</i><sub>3</sub> ions rarely observed?. Journal of the American Society for Mass
Spectrometry, 2008, 19, 1764-1770. 1.2 39

604 Characterization of horse spleen apoferritin reactive lysines by MALDI-TOF mass spectrometry
combined with enzymatic digestion. Bioorganic Chemistry, 2008, 36, 255-260. 2.0 11

605 Review of molecular modification techniques for improved detection of biomolecules by mass
spectrometry. Analytica Chimica Acta, 2008, 623, 1-10. 2.6 14

606 Locating and identifying posttranslational modifications by inâ€•source decay during MALDIâ€•TOF mass
spectrometry. Protein Science, 1999, 8, 2487-2493. 3.1 51

607 Sequence-Scrambling Fragmentation Pathways of Protonated Peptides. Journal of the American
Chemical Society, 2008, 130, 17774-17789. 6.6 145

608 Second Prize:Comprehensive Proteomic Analysis of Human Calcium Oxalate Monohydrate Kidney Stone
Matrix. Journal of Endourology, 2008, 22, 1161-1168. 1.1 50

609 Diversity in penaeidin antimicrobial peptide form and function. Developmental and Comparative
Immunology, 2008, 32, 167-181. 1.0 72

610 Tandem Mass Spectrometry Characteristics of Silver-Cationized Polystyrenes:Â  Backbone Degradation
via Free Radical Chemistry. Analytical Chemistry, 2008, 80, 347-354. 3.2 48

611 Monte Carlo Simulation-Based Algorithms for Analysis of Shotgun Proteomic Data. Journal of
Proteome Research, 2008, 7, 2605-2615. 1.8 41

612 On the Dynamics of Fragment Isomerization in Collision-Induced Dissociation of Peptides. Journal of
Physical Chemistry A, 2008, 112, 1286-1293. 1.1 82

613 Genes and Enzymes of Azetidine-2-Carboxylate Metabolism: Detoxification and Assimilation of an
Antibiotic. Journal of Bacteriology, 2008, 190, 4859-4864. 1.0 12

614 Enzyme-dependent Variations in the Polysialylation of the Neural Cell Adhesion Molecule (NCAM) in
Vivo. Journal of Biological Chemistry, 2008, 283, 17-28. 1.6 54

615
Comparison of Mascot and X!Tandem Performance for Low and High Accuracy Mass Spectrometry and
the Development of an Adjusted Mascot Threshold. Molecular and Cellular Proteomics, 2008, 7,
962-970.

2.5 58

616 Comparative conservation analysis of the human mitotic phosphoproteome. Bioinformatics, 2008, 24,
1426-1432. 1.8 48



36

Citation Report

# Article IF Citations

618 Posttranslational Modifications in Lens Fiber Connexins Identified by Off-Line-HPLC MALDI-Quadrupole
Time-of-Flight Mass Spectrometry. , 2008, 49, 1553. 46

619 Unique Ion Signature Mass Spectrometry, a Deterministic Method to Assign Peptide Identity. Molecular
and Cellular Proteomics, 2009, 8, 2051-2062. 2.5 40

620 Post-translational modifications of connexin26 revealed by mass spectrometry. Biochemical Journal,
2009, 424, 385-398. 1.7 54

621 Structural investigation of Cetrorelix, a new potent and longâ€•acting LHâ€•RH antagonist. International
Journal of Peptide and Protein Research, 1994, 43, 264-270. 0.1 11

622 Design, synthesis, tandem mass spectrometric sequencing and biological activity of NGF mimetics.
International Journal of Peptide and Protein Research, 1996, 48, 337-346. 0.1 8

623 Lability of <i>N</i>â€•alkylated peptides towards TFA cleavage. International Journal of Peptide and
Protein Research, 1996, 47, 182-189. 0.1 36

624 A Postâ€•Modification Strategy for the Synthesis of Uniform, Hydrophilic/Hydrophobic Patterned
Î±â€•Hydroxy Acid Oligomers. European Journal of Organic Chemistry, 2009, 2009, 5390-5405. 1.2 22

625 <i>De novo</i> peptide sequencing by tandem MS using complementary CID and electron transfer
dissociation. Electrophoresis, 2009, 30, 3736-3747. 1.3 53

626 Review of factors that influence the abundance of ions produced in a tandem mass spectrometer and
statistical methods for discovering these factors. Mass Spectrometry Reviews, 2009, 28, 177-187. 2.8 42

627 To b or not to b: The ongoing saga of peptide b ions. Mass Spectrometry Reviews, 2009, 28, 640-654. 2.8 146

628 Phosphopeptide fragmentation and analysis by mass spectrometry. Journal of Mass Spectrometry, 2009,
44, 861-878. 0.7 349

629
From large analogical instruments to small digital black boxes: 40 years of progress in mass
spectrometry and its role in proteomics. Part II 1985â€“2000. Journal of Mass Spectrometry, 2009, 44,
1137-1161.

0.7 17

630 Influence of size on apparent scrambling of sequence during CID of <i>b</i>-type ions. Journal of the
American Society for Mass Spectrometry, 2009, 20, 2174-2181. 1.2 53

631 Analytical strategies for phosphoproteomics. Proteomics, 2009, 9, 1451-1468. 1.3 434

632 Diastereomeric differentiation of norbornene amino acid peptides by electrospray ionization tandem
mass spectrometry. Rapid Communications in Mass Spectrometry, 2009, 23, 2965-2974. 0.7 9

633 Functional analysis of natural microbial consortia using community proteomics. Nature Reviews
Microbiology, 2009, 7, 196-205. 13.6 245

634 Primary structures of proteins characterized by proteinase K digestion and matrixâ€•assisted laser
desorption/ionization mass spectrometry. Chemical Biology and Drug Design, 1997, 50, 402-406. 1.2 7

635 Analytical techniques and computer algorithms combined for the rapid characterization of
structural peptide and protein features. Chemical Biology and Drug Design, 1998, 52, 421-429. 1.2 3



37

Citation Report

# Article IF Citations

636
Mass spectral study of hybrid peptides derived from (R)-aminoxy ester and Î²-amino acids: The influence
of aminoxy peptide bond (COâ€“NHâ€“O) on peptide fragmentation under electrospray ionization
conditions. International Journal of Mass Spectrometry, 2009, 282, 64-69.

0.7 8

637 Spectroscopic evidence for an oxazolone structure of the b<sub>2</sub> fragment ion from
protonated tri-alanine. Journal of the American Society for Mass Spectrometry, 2009, 20, 334-339. 1.2 98

638 A method to enhance a<sub>1</sub> ions and application for peptide sequencing and protein
identification. Journal of the American Society for Mass Spectrometry, 2009, 20, 1214-1223. 1.2 10

639 Cyclization of peptide b<sub>9</sub> ions. Journal of the American Society for Mass Spectrometry,
2009, 20, 2248-2253. 1.2 44

640
Hemoglobin glutathionylation can occur through cysteine sulfenic acid intermediate: Electrospray
ionization LTQ-Orbitrap hybrid mass spectrometry studies. Journal of Chromatography B: Analytical
Technologies in the Biomedical and Life Sciences, 2009, 877, 3456-3461.

1.2 27

641
The synthesis, structural characterization and in vitro anti-cancer activity of novel
N-(3-ferrocenyl-2-naphthoyl) dipeptide ethyl esters and novel N-(6-ferrocenyl-2-naphthoyl) dipeptide
ethyl esters. Journal of Organometallic Chemistry, 2009, 694, 886-894.

0.8 39

642 Fragmentation of Singly Protonated Peptides via Interaction with Metastable Rare Gas Atoms.
Analytical Chemistry, 2009, 81, 725-731. 3.2 19

643 Elucidating the Structure of Cyclotides by Partial Acid Hydrolysis and LCâˆ’MS/MS Analysis. Analytical
Chemistry, 2009, 81, 1079-1088. 3.2 33

644
Structural Characterization of the Conformational Change in Calbindin-D28k upon Calcium Binding
Using Differential Surface Modification Analyzed by Mass Spectrometry. Biochemistry, 2009, 48,
8603-8614.

1.2 8

645
Development of a Linear Ion Trap/Orthogonal-Time-of-Flight Mass Spectrometer for Time-Dependent
Observation of Product Ions by Ultraviolet Photodissociation of Peptide Ions. Analytical Chemistry,
2009, 81, 8809-8817.

3.2 17

646
Effect of Gas Pressure and Gas Type on the Fragmentation of Peptide and Oligosaccharide Ions
Generated in an Elevated Pressure UV/IR-MALDI Ion Source Coupled to an Orthogonal Time-of-Flight
Mass Spectrometer. Analytical Chemistry, 2009, 81, 2921-2934.

3.2 39

647 Proton-Driven Amide Bond-Cleavage Pathways of Gas-Phase Peptide Ions Lacking Mobile Protons.
Journal of the American Chemical Society, 2009, 131, 14057-14065. 6.6 84

648
Infrared Spectroscopy of Fragments of Protonated Peptides: Direct Evidence for Macrocyclic
Structures of <i>b</i><sub>5</sub> Ions. Journal of the American Chemical Society, 2009, 131,
11503-11508.

6.6 92

649 A Birdsâ€•Eye View of Modern Proteomics. Separation and Purification Reviews, 2009, 38, 148-172. 2.8 1

650
Effect of Peptide Fragment Size on the Propensity of Cyclization in Collision-Induced Dissociation:
Oligoglycine b<sub>2</sub>âˆ’b<sub>8</sub>. Journal of the American Chemical Society, 2009, 131,
18272-18282.

6.6 86

651 Peptide Sequencing by Nanoelectrospray Tandem Mass Spectrometry. Springer Protocols, 2009, ,
1095-1115. 0.1 0

652 Competing gas-phase fragmentation pathways of asparagine-, glutamine-, and lysine-containing
protonated dipeptides. Theoretical Chemistry Accounts, 2010, 125, 387-396. 0.5 16

653 Structural characterization of intact proteins is enhanced by prevalent fragmentation pathways
rarely observed for peptides. Journal of the American Society for Mass Spectrometry, 2010, 21, 949-959. 1.2 35



38

Citation Report

# Article IF Citations

654 Differentiation of Bocâ€•protected Î±,Î´â€•/Î´,Î±â€• and Î²,Î´â€•/Î´,Î²â€•hybrid peptide positional isomers by electrospray ionization
tandem mass spectrometry. Journal of Mass Spectrometry, 2010, 45, 651-663. 0.7 9

655 Development of a tandem timeâ€•ofâ€•flight mass spectrometer with an electrospray ionization ion source.
Journal of Mass Spectrometry, 2010, 45, 937-943. 0.7 10

656
Classical trajectories and RRKM modeling of collisional excitation and dissociation of
benzylammonium and tert-butyl benzylammonium ions in a quadrupole-hexapole-quadrupole tandem
mass spectrometer. Journal of the American Society for Mass Spectrometry, 2010, 21, 425-439.

1.2 13

657
In-source decay and fragmentation characteristics of peptides using 5-aminosalicylic acid as a matrix
in matrix-assisted laser desorption/ionization mass spectrometry. Journal of the American Society for
Mass Spectrometry, 2010, 21, 979-988.

1.2 48

658 Influence of amino acid side chains on apparent selective opening of cyclic b 5 ions. Journal of the
American Society for Mass Spectrometry, 2010, 21, 1028-1036. 1.2 37

659
Oxazolone versus macrocycle structures for leu-enkephalin b<sub>2</sub>â€“b<sub>4</sub>: Insights
from infrared multiple-photon dissociation spectroscopy and gas-phase hydrogen/deuterium
exchange. Journal of the American Society for Mass Spectrometry, 2010, 21, 1313-1321.

1.2 42

660 Effect of the his residue on the cyclization of <i>b</i> ions. Journal of the American Society for Mass
Spectrometry, 2010, 21, 1352-1363. 1.2 40

661
High-energy electron transfer dissociation (HE-ETD) using alkali metal targets for sequence analysis
of post-translational peptides. Journal of the American Society for Mass Spectrometry, 2010, 21,
1482-1489.

1.2 8

662 New advances in the understanding of the in-source decay fragmentation of peptides in MALDI-TOF-MS.
Journal of the American Society for Mass Spectrometry, 2010, 21, 1906-1917. 1.2 88

663 Mass Spectrometry-Based Sequencing of Lignin Oligomers. Plant Physiology, 2010, 153, 1464-1478. 2.3 166

665
T-LAK Cell-originated Protein Kinase (TOPK) Phosphorylation of Prx1 at Ser-32 Prevents UVB-induced
Apoptosis in RPMI7951 Melanoma Cells through the Regulation of Prx1 Peroxidase Activity. Journal of
Biological Chemistry, 2010, 285, 29138-29146.

1.6 72

666 De Novo Sequencing Methods in Proteomics. Methods in Molecular Biology, 2010, 604, 105-121. 0.4 61

667 Mass Spectrometry: Structure Determination of Proteins and Peptides. , 2010, , 457-496. 3

668
Structure of [M + H âˆ’ H<sub>2</sub>O]<sup>+</sup> from Protonated Tetraglycine Revealed by
Tandem Mass Spectrometry and IRMPD Spectroscopy. Journal of Physical Chemistry A, 2010, 114,
5076-5082.

1.1 30

669 Cyclization and Rearrangement Reactions ofanFragment Ions of Protonated Peptides. Journal of the
American Chemical Society, 2010, 132, 14766-14779. 6.6 84

670 New Insights into the Vacuum UV Photodissociation of Peptides. Journal of the American Chemical
Society, 2010, 132, 1606-1610. 6.6 49

671 Gas-Phase Structure and Fragmentation Pathways of Singly Protonated Peptides with N-Terminal
Arginine. Journal of Physical Chemistry B, 2010, 114, 15092-15105. 1.2 65

672 Tailored Silicon Nanopost Arrays for Resonant Nanophotonic Ion Production. Journal of Physical
Chemistry C, 2010, 114, 4835-4840. 1.5 79



39

Citation Report

# Article IF Citations

673
Î”<sup>12</sup>-Prostaglandin J<sub>2</sub> as a Product and Ligand of Human Serum Albumin:
Formation of an Unusual Covalent Adduct at His146. Journal of the American Chemical Society, 2010,
132, 824-832.

6.6 62

674 Detection of two distinct forms of apoC-I in great apes. Comparative Biochemistry and Physiology Part
D: Genomics and Proteomics, 2010, 5, 73-79. 0.4 15

675 Polarization dependent fragmentation of ions produced by laser desorption from nanopost arrays.
Physical Chemistry Chemical Physics, 2011, 13, 9140. 1.3 15

676 Matrix-Assisted Laser Desorption/Ionization. , 2011, , 507-559. 3

677 The beginning of a beautiful friendship: Cross-linking/mass spectrometry and modelling of proteins
and multi-protein complexes. Journal of Structural Biology, 2011, 173, 530-540. 1.3 376

679 Effect of Matrix Clean-Up for Aflatoxin Analysis in Corn and Dried Distillers Grains. Natural
Resources, 2011, 02, 250-257. 0.2 2

680 A comprehensive investigation of proline fragmentation behavior in low-energy collision-induced
dissociation peptide mass spectra. International Journal of Mass Spectrometry, 2011, 308, 89-97. 0.7 12

681
A universal product ion nomenclature for [Mâˆ’H]âˆ’, [M+H]+ and [M+nNaâˆ’(nâˆ’1)H]+ (n=1â€“3)
glycerophospholipid precursor ions based on high-energy CID by MALDI-TOF/RTOF mass spectrometry.
International Journal of Mass Spectrometry, 2011, 301, 90-101.

0.7 9

682
Electron-Capture and -Transfer Dissociation of Peptides Tagged with Tunable Fixed-Charge Groups:
Structures and Dissociation Energetics. Journal of the American Society for Mass Spectrometry, 2011,
22, 13-30.

1.2 11

683 A Systematic Study of Acidic Peptides for b-Type Sequence Scrambling. Journal of the American Society
for Mass Spectrometry, 2011, 22, 38-48. 1.2 22

684 Structural Heterogeneity of Doubly-Charged Peptide b-Ions. Journal of the American Society for Mass
Spectrometry, 2011, 22, 245-254. 1.2 17

685

Differentiation of Positional Isomers of Hybrid Peptides Containing Repeats of Î²-Nucleoside Derived
Amino Acid (Î²-Nda-) and L-Amino Acids by Positive and Negative Ion Electrospray Ionization Tandem Mass
Spectrometry (ESI-MS<sup><i>n</i></sup>). Journal of the American Society for Mass Spectrometry,
2011, 22, 703-717.

1.2 10

686 Characterization of AMPylation on Threonine, Serine, and Tyrosine Using Mass Spectrometry. Journal
of the American Society for Mass Spectrometry, 2011, 22, 752-761. 1.2 23

687
Towards Understanding the Tandem Mass Spectra of Protonated Oligopeptides. 2: The Proline Effect in
Collision-Induced Dissociation of Protonated Ala-Ala-Xxx-Pro-Ala (Xxx = Ala, Ser, Leu, Val, Phe, and) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 217 Td (Trp). Journal of the American Society for Mass Spectrometry, 2011, 22, 1032-1039.1.2 53

688 Clinical and Technical Phosphoproteomic Research. Proteome Science, 2011, 9, 27. 0.7 16

689
A study of fragmentation of protonated amides of some acylated amino acids by tandem mass
spectrometry: observation of an unusual nitrilium ion. Rapid Communications in Mass Spectrometry,
2011, 25, 1119-1129.

0.7 9

690
Characterization of N<sup>Î±</sup>â€•Fmocâ€•protected dipeptide isomers by electrospray ionization tandem
mass spectrometry (ESIâ€•MS<sup>n</sup>): effect of protecting group on fragmentation of dipeptides.
Rapid Communications in Mass Spectrometry, 2011, 25, 1949-1958.

0.7 9

691
Differentiation of Bocâ€•Nâ€•protected Î±/Î²â€•hybrid peptides containing Î²â€•Caaâ€•Lâ€•Alaâ€•Î²â€•Caaâ€•OMe and Î²â€•Caaâ€•Lâ€•Alaâ€•Î²â€•Caaâ€•NHMe at
the Câ€•terminus by electrospray ionization tandem mass spectrometry. Rapid Communications in Mass
Spectrometry, 2011, 25, 3369-3374.

0.7 1



40

Citation Report

# Article IF Citations

692 Fragmentation features of intermolecular crossâ€•linked peptides using Nâ€•hydroxyâ€• succinimide esters by
MALDIâ€• and ESIâ€•MS/MS for use in structural proteomics. Journal of Mass Spectrometry, 2011, 46, 742-750. 0.7 15

693 Fragmentation pathways of polymer ions. Mass Spectrometry Reviews, 2011, 30, 523-559. 2.8 170

694 Tandem mass spectrometry strategies for phosphoproteome analysis. Mass Spectrometry Reviews, 2011,
30, 600-625. 2.8 121

695
Electron transfer dissociation of a melectin peptide: correlating the precursor ion structure with
peptide backbone dissociations. Collection of Czechoslovak Chemical Communications, 2011, 76,
295-309.

1.0 7

696 Shotgun proteomics aids discovery of novel protein-coding genes, alternative splicing, and
â€œresurrectedâ€• pseudogenes in the mouse genome. Genome Research, 2011, 21, 756-767. 2.4 113

697 Phosphoproteomics and Lung Cancer Research. International Journal of Molecular Sciences, 2012, 13,
12287-12314. 1.8 11

698 Electrospray Ionization Mass Spectrometry: A Technique to Access the Information beyond the
Molecular Weight of the Analyte. International Journal of Analytical Chemistry, 2012, 2012, 1-40. 0.4 377

699 Identification and imaging of peptides and proteins on Enterococcus faecalis biofilms by matrix
assisted laser desorption ionization mass spectrometry. Analyst, The, 2012, 137, 5018. 1.7 28

700 Total Synthesis of the Peptaibols <i>Hypomurocin A3</i> and <i>Hypomurocin A5</i>, and Their
Conformation Analysis. Chemistry and Biodiversity, 2012, 9, 2528-2558. 1.0 14

701 IRMPD and DFT study of the loss of water from protonated 2-hydroxynicotinic acid. International
Journal of Mass Spectrometry, 2012, 330-332, 134-143. 0.7 4

702 The influence glutamic acid in protonated b3â†’b2 formation from VGEIG and related analogs.
International Journal of Mass Spectrometry, 2012, 325-327, 139-149. 0.7 5

703 Updating JPROT's publication standards for large-scale proteomic studies: Towards hypothesis-driven
interpretation of predictive biological models. Journal of Proteomics, 2012, 76, 1-2. 1.2 2

704 Selective Deletion of the Internal Lysine Residue from the Peptide Sequence by Collisional Activation.
Journal of the American Society for Mass Spectrometry, 2012, 23, 1967-1980. 1.2 4

705 Covalent Cross-Linking within Supramolecular Peptide Structures. Analytical Chemistry, 2012, 84,
6790-6797. 3.2 21

706
Ion Yields in UV-MALDI Mass Spectrometry As a Function of Excitation Laser Wavelength and Optical
and Physico-Chemical Properties of Classical and Halogen-Substituted MALDI Matrixes. Analytical
Chemistry, 2012, 84, 6567-6576.

3.2 75

707 Ion/Ion Reactions of MALDI-Derived Peptide Ions: Increased Sequence Coverage via Covalent and
Electrostatic Modification upon Charge Inversion. Analytical Chemistry, 2012, 84, 10679-10685. 3.2 16

708 A Systematic Investigation into the Nature of Tryptic HCD Spectra. Journal of Proteome Research, 2012,
11, 5479-5491. 1.8 96

709
Structural determination of glycopeptidolipids of <i>Mycobacterium smegmatis</i> by highâ€•resolution
multipleâ€•stage linear ionâ€•trap mass spectrometry with electrospray ionization. Journal of Mass
Spectrometry, 2012, 47, 1269-1281.

0.7 13



41

Citation Report

# Article IF Citations

710

Electrospray ionization tandem mass spectrometry of protonated and alkaliâ€•cationized Bocâ€•Nâ€•protected
hybrid peptides containing repeats of Dâ€•Alaâ€•APyC and APyCâ€•Dâ€•Ala: Formation of
[b<sub>nâ€“1</sub>â€‰+â€‰OCH<sub>3</sub>â€‰+â€‰Na]<sup>+</sup> and [b<sub>nâ€“1</sub>â€‰+â€‰OHâ€‰+â€‰Na]<sup>+</sup>
ions. Rapid Communications in Mass Spectrometry, 2012, 26, 2591-2600.

0.7 3

711 Relevant phosphoproteomic and mass spectrometry: approaches useful in clinical research. Clinical
and Translational Medicine, 2012, 1, 2. 1.7 14

712 Functional phosphoproteomic mass spectrometryâ€•based approaches. Clinical and Translational
Medicine, 2012, 1, 20. 1.7 10

713 Sperm phosphoproteomics: historical perspectives and current methodologies. Expert Review of
Proteomics, 2012, 9, 533-548. 1.3 33

717 Inactivation of influenza virus haemagglutinin by chlorine dioxide: oxidation of the conserved
tryptophan 153 residue in the receptor-binding site. Journal of General Virology, 2012, 93, 2558-2563. 1.3 32

718
Proposal for a common nomenclature for peptide fragment ions generated following sequence
scrambling during collisionâ€•induced dissociation. Rapid Communications in Mass Spectrometry, 2012,
26, 205-206.

0.7 9

719 Mass spectrometry detection in comprehensive liquid chromatography: Basic concepts, instrumental
aspects, applications and trends. Mass Spectrometry Reviews, 2012, 31, 523-559. 2.8 86

721 Defying Entropy: Forming Large Headâ€•toâ€•Tail Macrocycles in the Gas Phase. Angewandte Chemie -
International Edition, 2012, 51, 6436-6438. 7.2 16

722
Fragmentation Reactions of b<sub>5</sub> and a<sub>5</sub> Ions Containing Prolineâ€”The
Structures of a<sub>5</sub> Ions. Journal of the American Society for Mass Spectrometry, 2012, 23,
594-601.

1.2 12

723 Rearrangement Pathways of the a 4 Ion of Protonated YGGFL Characterized by IR Spectroscopy and
Modeling. Journal of the American Society for Mass Spectrometry, 2012, 23, 664-675. 1.2 29

724 Investigation of Scrambled Ions in Tandem Mass Spectra. Part 1. Statistical Characterization. Journal
of the American Society for Mass Spectrometry, 2012, 23, 1209-1220. 1.2 11

725
Development of SI-traceable C-peptide certified reference material NMIJ CRM 6901-a using
isotope-dilution mass spectrometry-based amino acid analyses. Analytical and Bioanalytical Chemistry,
2012, 404, 13-21.

1.9 39

726 The role of lysine É›-amine group on the macrocyclization of b ions. International Journal of Mass
Spectrometry, 2012, 316-318, 84-90. 0.7 8

727 Competition between diketopiperazine and oxazolone formation in water loss products from
protonated ArgGly and GlyArg. International Journal of Mass Spectrometry, 2012, 316-318, 12-17. 0.7 31

728 IRMPD spectroscopy b2 ions from protonated tripeptides with 4-aminomethyl benzoic acid residues.
International Journal of Mass Spectrometry, 2012, 316-318, 174-181. 0.7 7

729 Investigation of peptide size, residue position, neighbor amino acid and side chain effect on
macrocyclization of bn (n=5â€“7) ions. International Journal of Mass Spectrometry, 2012, 316-318, 108-116. 0.7 7

730 Elimination of water from the backbone of protonated tetraglycine. International Journal of Mass
Spectrometry, 2012, 316-318, 268-272. 0.7 11

731 Fragmentations of protonated cyclic-glycylglycine and cyclic-alanylalanine. International Journal of
Mass Spectrometry, 2012, 316-318, 199-205. 0.7 14



42

Citation Report

# Article IF Citations

732 Structure of anionic c-type peptide fragments elucidated by IRMPD spectroscopy. International Journal
of Mass Spectrometry, 2012, 316-318, 216-226. 0.7 5

733
Tyrosine side-chain catalyzed proton transfer in the YG a2 ion revealed by theory and IR spectroscopy
in the â€˜fingerprintâ€™ and XH (X=C, N, O) stretching regions. International Journal of Mass Spectrometry,
2012, 316-318, 227-234.

0.7 12

734 Influence of a gamma amino acid on the structures and reactivity of peptide a3 ions. International
Journal of Mass Spectrometry, 2012, 316-318, 259-267. 0.7 4

735 Mass spectrometric characterization of phosphorylated peptides using MALDI inâ€•source decay via
redox reactions. Journal of Mass Spectrometry, 2012, 47, 180-187. 0.7 19

736 Spectroscopic Evidence for an Oxazolone Structure in Anionic <b><i>b</i></b>-Type Peptide
Fragments. Journal of the American Society for Mass Spectrometry, 2012, 23, 290-300. 1.2 19

737 Protonated Dipeptide Losses from b 5 and b 4 Ions of Side Chain Hydroxyl Group Containing
Pentapeptides. Journal of the American Society for Mass Spectrometry, 2013, 24, 1543-1554. 1.2 1

738 The Power of Accurate Energetics (or Thermochemistry: What is it Good for?). Journal of the
American Society for Mass Spectrometry, 2013, 24, 173-185. 1.2 29

739 Peptide Radicals and Cation Radicals in the Gas Phase. Chemical Reviews, 2013, 113, 6691-6733. 23.0 191

740 Selective cleavage enhanced by acetylating the side chain of lysine. Journal of Mass Spectrometry,
2013, 48, 128-134. 0.7 5

741
The synthesis, structural characterization and inÂ vitro anti-cancer activity of novel N-{6-(ferrocenyl)
ethynyl-2-naphthoyl} amino acid and dipeptide ethyl esters. Journal of Organometallic Chemistry, 2013,
734, 86-92.

0.8 8

742 Study of the Mechanism of Thermal Chemical Processes in the Crystals of YAF Tripeptides by Means of
Mass Spectrometry and Solid State NMR. Journal of Physical Chemistry B, 2013, 117, 13481-13489. 1.2 3

743 Radical induced disulfide bond cleavage within peptides via ultraviolet irradiation of an electrospray
plume. Analyst, The, 2013, 138, 2840. 1.7 30

744 Gas-phase collision induced dissociation mechanisms of peptides: Theoretical and experimental study
of N-formylalanylamide fragmentation. International Journal of Mass Spectrometry, 2013, 335, 33-44. 0.7 30

745 The fate of b-ions in the two worlds of collision-induced dissociation. Biochimica Et Biophysica Acta -
Proteins and Proteomics, 2013, 1834, 2843-2848. 1.1 14

746 Matrix-unterstÃ¼tzte Laserdesorption/Ionisation. , 2013, , 545-600. 0

747 Revealing Unexpected Mechanisms for Nucleophilic Attack on Sï£¿S and Seï£¿Se Bridges. Chemistry - A
European Journal, 2013, 19, 3629-3638. 1.7 14

748 Advances in the quantitation of therapeutic insulin analogues by LCâ€“MS/MS. Bioanalysis, 2013, 5,
2933-2946. 0.6 40

749 IR Spectroscopy of b<sub>4</sub> Fragment Ions of Protonated Pentapeptides in the Xâ€“H (X = C, N, O)
Region. Journal of Physical Chemistry A, 2013, 117, 2508-2516. 1.1 16



43

Citation Report

# Article IF Citations

750
Fragmentation Reactions of Methionine-Containing Protonated Octapeptides and Fragment Ions
Therefrom: An Energy-Resolved Study. Journal of the American Society for Mass Spectrometry, 2013, 24,
1555-1564.

1.2 6

751 Non-Direct Sequence Ions in the Tandem Mass Spectrometry of Protonated Peptide Amidesâ€”an
Energy-Resolved Study. Journal of the American Society for Mass Spectrometry, 2013, 24, 1565-1572. 1.2 5

752 Peptide dissociation patterns in secondary ion mass spectrometry under large argon cluster ion
bombardment. Rapid Communications in Mass Spectrometry, 2013, 27, 1490-1496. 0.7 18

753 The Total Charge of Carbon and Nitrogen Atoms in the Amide Bonds Acts as a New Approach to
Understand the Mobile Proton Model. Spectroscopy Letters, 2013, 46, 408-414. 0.5 1

754 Analytical Utility of Mass Spectral Binning in Proteomic Experiments by SPectral Immonium Ion
Detection (SPIID). Molecular and Cellular Proteomics, 2014, 13, 1914-1924. 2.5 22

755 Epoxyalcohols: Bioactivation and Conjugation Required for Skin Sensitization. Chemical Research in
Toxicology, 2014, 27, 1860-1870. 1.7 10

756 Effect of the sarcosine residue on sequence scrambling in peptide b<sub>5</sub> ions. Journal of Mass
Spectrometry, 2014, 49, 161-167. 0.7 3

757 Specific rearrangement reactions of acetylated lysine containing peptide <i>b</i><sub>n</sub>
(<i>n</i>â€‰=â€‰4â€“7) ion series. Journal of Mass Spectrometry, 2014, 49, 1290-1297. 0.7 1

758
Ion Mobility Spectrometry, Infrared Dissociation Spectroscopy, and ab Initio Computations toward
Structural Characterization of the Deprotonated Leucine-Enkephalin Peptide Anion in the Gas Phase.
Journal of Physical Chemistry A, 2014, 118, 8453-8463.

1.1 13

759 Peptide Scrambling During Collision-Induced Dissociation is Influenced by <b><i>N</i></b>-terminal
Residue Basicity. Journal of the American Society for Mass Spectrometry, 2014, 25, 1927-1938. 1.2 10

760

Fragmentation of Peptide Radical Cations Containing a Tyrosine or Tryptophan Residue: Structural
Features That Favor Formation of [<i>x</i><sub>(<i>n</i>â€“1)</sub> + H]<sup>â€¢+</sup> and
[<i>z</i><sub>(<i>n</i>â€“1)</sub> + H]<sup>â€¢+</sup> Ions. Journal of Physical Chemistry B, 2014, 118,
6123-6133.

1.2 11

761 Reactions of Hydroxyalkyl Radicals with Cysteinyl Peptides in a NanoESI Plume. Journal of the
American Society for Mass Spectrometry, 2014, 25, 1192-1201. 1.2 6

762 Analysis of Amyloid Nanostructures Using Photo-cross-linking: <i>In Situ</i> Comparison of Three
Widely Used Photo-cross-linkers. ACS Chemical Biology, 2014, 9, 761-768. 1.6 25

764
Comparative Studies on the Discrepant Fragmentation Mechanisms of the Gly-Asp-Gly-Arg and
Arg-Gly-Asp-Gly: Evidence for the Mobile Proton Model. European Journal of Mass Spectrometry, 2014,
20, 317-325.

0.5 2

765 Study of phosphorylation events for cancer diagnoses and treatment. Clinical and Translational
Medicine, 2015, 4, 59. 1.7 5

766 Structure and further fragmentation of significant [a3â€‰+â€‰Naâ€‰âˆ’â€‰H]+ions from sodium-cationized peptides.
Journal of Mass Spectrometry, 2015, 50, 212-219. 0.7 3

767 Characteristic neutral loss of CH3CHO from Thr-containing sodium-associated peptides. Journal of
Mass Spectrometry, 2015, 50, 488-494. 0.7 8

768 A Synergistic Combinatorial and Chiroptical Study of Peptide Catalysts for Asymmetric Baeyerâ€“Villiger
Oxidation. Advanced Synthesis and Catalysis, 2015, 357, 2301-2309. 2.1 34



44

Citation Report

# Article IF Citations

769 Gas-phase structures and proton affinities of N-terminal proline containing b2+ ions from protonated
model peptides. International Journal of Mass Spectrometry, 2015, 393, 1-8. 0.7 4

770 Informatics for Mass Spectrometry-Based Protein Characterization. ACS Symposium Series, 2015, ,
189-225. 0.5 0

771 Collision-induced dissociation mechanisms of protonated penta- and octa-glycine as revealed by
chemical dynamics simulations. International Journal of Mass Spectrometry, 2015, 392, 125-138. 0.7 27

772 A shotgun metalloproteomic approach enables identification of proteins involved in the speciation of
a ruthenium anticancer drug in the cytosol of cancer cells. Analyst, The, 2015, 140, 3492-3499. 1.7 13

773 Nucleolin stabilizes G-quadruplex structures folded by the LTR promoter and silences HIV-1 viral
transcription. Nucleic Acids Research, 2015, 43, 8884-8897. 6.5 123

774 Fragmentation reactions of an (n=4â€“8) ions containing only alanine residues. International Journal of
Mass Spectrometry, 2015, 388, 26-33. 0.7 1

775 Rearrangement chemistry of a ions probed by IR spectroscopy. International Journal of Mass
Spectrometry, 2015, 377, 172-178. 0.7 21

776 Formation of a<sub>1</sub> Ions Directly from Oxazolone b<sub>2</sub> Ions: an Energy-Resolved
and Computational Study. Journal of the American Society for Mass Spectrometry, 2015, 26, 774-781. 1.2 17

777 Photocross-Linked Peptideâ€“Protein Complexes Analysis: A Comparative Study of CID and ETD
Fragmentation Modes. Journal of the American Society for Mass Spectrometry, 2015, 26, 1014-1026. 1.2 6

778 <i>S</i>-Sulfhydration: A Cysteine Posttranslational Modification in Plant Systems. Plant Physiology,
2015, 168, 334-342. 2.3 247

779 Confident Site Localization Using a Simulated Phosphopeptide Spectral Library. Journal of Proteome
Research, 2015, 14, 2348-2359. 1.8 26

780
Collision-induced dissociation pathways of protonated Gly2NH2 and Gly3NH2 in the short time-scale
limit by chemical dynamics and ion spectroscopy. International Journal of Mass Spectrometry, 2015,
388, 40-52.

0.7 34

781 Methods of processing mass spectrometry data to identify peptides and proteins. Moscow University
Chemistry Bulletin, 2015, 70, 211-222. 0.2 0

782 On the formation, stability, and dissociation of peptide radicals after femtosecond electron transfer
from alkali metal atoms. International Journal of Mass Spectrometry, 2015, 390, 2-13. 0.7 2

783 Nuclear Magnetic Resonance Structure Elucidation of Peptide <i>b<sub>2</sub></i> Ions. Angewandte
Chemie - International Edition, 2015, 54, 1547-1550. 7.2 13

785 Mass Spectrometry: Structure Determination of Proteins and Peptidesâ˜†. , 2016, , . 0

786 Top-Down Mass Spectrometry: Proteomics to Proteoforms. Advances in Experimental Medicine and
Biology, 2016, 919, 171-200. 0.8 24

787
Electrospray Ionization Tandem Mass Spectrometric Study of Protonated and Alkali-Cationized
Î±/Îµ-Hybrid Peptides: Differentiation of a Pair of Dipeptide Positional Isomers. European Journal of Mass
Spectrometry, 2016, 22, 181-191.

0.5 1



45

Citation Report

# Article IF Citations

788 Radical-induced dissociation leading to the loss of CO2from the oxazolone ring of [b5âˆ’ H]Ë™+ions.
Physical Chemistry Chemical Physics, 2016, 18, 18119-18127. 1.3 2

789
The Effects of Trivalent Lanthanide Cationization on the Electron Transfer Dissociation of Acidic
Fibrinopeptide B and its Analogs. Journal of the American Society for Mass Spectrometry, 2016, 27,
1499-1509.

1.2 8

790 Structural Characterization of Cross-Linked Species in Trastuzumab Emtansine (Kadcyla).
Bioconjugate Chemistry, 2016, 27, 2037-2047. 1.8 27

792 MALDI In-Source Decay of Protein. Mass Spectrometry, 2016, 5, A0044-A0044. 0.2 10

794 Ground and Excited-Electronic-State Dissociations of Hydrogen-Rich and Hydrogen-Deficient Tyrosine
Peptide Cation Radicals. Journal of the American Society for Mass Spectrometry, 2016, 27, 1454-1467. 1.2 15

795 An untargeted metabolomic assessment of cocoa beans during fermentation. Food Research
International, 2016, 89, 901-909. 2.9 34

796 Negative Ion In-Source Decay Matrix-Assisted Laser Desorption/Ionization Mass Spectrometry for
Sequencing Acidic Peptides. Journal of the American Society for Mass Spectrometry, 2016, 27, 847-855. 1.2 8

797 Proton Mobility in b<sub>2</sub> Ion Formation and Fragmentation Reactions of Histidine-Containing
Peptides. Journal of the American Society for Mass Spectrometry, 2016, 27, 487-497. 1.2 18

798 Transglycosylation reactions, a main mechanism of phenolics incorporation in coffee melanoidins:
Inhibition by Maillard reaction. Food Chemistry, 2017, 227, 422-431. 4.2 59

800
Thermodynamics and Reaction Mechanisms of Decomposition of the Simplest Protonated Tripeptide,
Triglycine: A Guided Ion Beam and Computational Study. Journal of the American Society for Mass
Spectrometry, 2017, 28, 739-757.

1.2 25

801 Effects of acidic peptide size and sequence on trivalent praseodymium adduction and electron
transfer dissociation mass spectrometry. Journal of Mass Spectrometry, 2017, 52, 218-229. 0.7 6

802 Understanding the Diversity and Distribution of Cyclotides from Plants of Varied Genetic Origin.
Journal of Natural Products, 2017, 80, 1522-1530. 1.5 25

803 Data acquisition workflows in liquid chromatography coupled to high resolution mass
spectrometry-based metabolomics: Where do we stand?. Journal of Chromatography A, 2017, 1526, 1-12. 1.8 101

804 Collisionâ€•induced thermochemistry of reactions of dissociation of glycylâ€“homopeptidesâ€”An
experimental and theoretical analysis. Biopolymers, 2017, 107, 80-89. 1.2 7

805 Stereochemical Sequence Ion Selectivity: Proline versus Pipecolic-acid-containing Protonated
Peptides. Journal of the American Society for Mass Spectrometry, 2017, 28, 182-189. 1.2 8

806
Unimolecular Fragmentation of Deprotonated Diproline [Pro<sub>2</sub>-H]<sup>âˆ’</sup> Studied by
Chemical Dynamics Simulations and IRMPD Spectroscopy. Journal of Physical Chemistry A, 2018, 122,
2612-2625.

1.1 18

807 Mapping the tumour human leukocyte antigen (HLA) ligandome by mass spectrometry. Immunology,
2018, 154, 331-345. 2.0 101

808 Identification of epistatic mutations and insights into the evolution of the influenza virus using a
mass-based protein phylogenetic approach. Molecular Phylogenetics and Evolution, 2018, 121, 132-138. 1.2 18



46

Citation Report

# Article IF Citations

809 Genomics and Proteomics Using Computational Biology. SpringerBriefs in Computer Science, 2018, ,
47-57. 0.2 0

810 Electron transfer dissociation mass spectrometry of acidic phosphorylated peptides cationized with
trivalent praseodymium. Journal of Mass Spectrometry, 2018, 53, 1178-1188. 0.7 0

811 Femtosecond laser-induced dissociation (fs-LID) as an activation method in mass spectrometry.
Chemical Physics, 2018, 514, 106-112. 0.9 2

812
Experimental and theoretical mass spectrometric quantification of diffusion parameters and 3D
structural determination of ions of L-tryptophyl-l-tryptophan in electrospray ionization conditions
in positive operation mode. Journal of Molecular Structure, 2018, 1173, 848-864.

1.8 6

813
Specific CÎ±-C Bond Cleavage of Î²-Carbon-Centered Radical Peptides Produced by Matrix-Assisted Laser
Desorption/Ionization Mass Spectrometry. Journal of the American Society for Mass Spectrometry,
2018, 29, 1473-1483.

1.2 9

814 Falsification of biotechnology drugs: current dangers and/or future disasters?. Journal of
Pharmaceutical and Biomedical Analysis, 2018, 161, 175-191. 1.4 22

815 Citrulline Effect Is a Characteristic Feature of Deiminated Peptides in Tandem Mass Spectrometry.
Journal of the American Society for Mass Spectrometry, 2019, 30, 1586-1591. 1.2 11

816
Intramolecular Hydrogen Transfer from the Alpha-Carbon (CÎ±) and Backbone Amide Nitrogen
(N<sub>b</sub>) to Form c- and y-Ions in Negative-Ion CID of Peptides. Journal of the American Society
for Mass Spectrometry, 2019, 30, 1592-1600.

1.2 6

817 Sensitive Î²-substituted aliphatic Ile/Val-Xxx and aromatic Phe/Tyr/His-Xxx residues to form [a]+ ions in
high energy CID of peptides. International Journal of Mass Spectrometry, 2019, 445, 116195. 0.7 2

818 Proteomics and proteoforms: Bottom-up or top-down, how to use high-resolution mass spectrometry
to reach the Grail. , 2019, , 529-567. 1

819
Residue-specific radical-driven dissociation of peptides using matrix-assisted laser
desorption/ionization in-source decay with hydrogen-donating and -abstracting matrices.
International Journal of Mass Spectrometry, 2019, 436, 25-32.

0.7 5

820 Surface Effects of Iron Oxide Nanoparticles on the MALDI In-Source Decay Analysis of Glycans and
Peptides. ACS Applied Nano Materials, 2019, 2, 3999-4008. 2.4 9

821 Study on the Heterogeneity of T-DM1 and the Analysis of the Unconjugated Linker Structure under a
Stable Conjugation Process. ACS Omega, 2019, 4, 8834-8845. 1.6 10

822 Design and Toxicity Evaluation of Novel Fatty Acid-Amino Acid-Based Biocompatible Surfactants. AAPS
PharmSciTech, 2019, 20, 186. 1.5 18

823
Stochastic dynamic electrospray ionization mass spectrometric diffusion parameters and 3D
structural analysis of coordination species of copper(II) ion with glycylhomopentapeptide and its
dimeric associates. Journal of Molecular Liquids, 2019, 282, 70-87.

2.3 10

824
Thermodynamics and Reaction Mechanisms for Decomposition of a Simple Protonated Tripeptide,
H<sup>+</sup>GAG: a Guided Ion Beam and Computational Study. Journal of the American Society for
Mass Spectrometry, 2019, 30, 1013-1027.

1.2 8

827
Backbone Cleavages of Protonated Peptoids upon Collision-Induced Dissociation: Competitive and
Consecutive B-Y and A<sub>1</sub>-Y<sub>X</sub> Reactions. Journal of the American Society for
Mass Spectrometry, 2019, 30, 2726-2740.

1.2 3

828 Energetic switch of the proline effect in collisionâ€•induced dissociation of singly and doubly
protonated peptide Alaâ€•Alaâ€•Argâ€•Proâ€•Alaâ€•Ala. Journal of Mass Spectrometry, 2019, 54, 55-65. 0.7 2



47

Citation Report

# Article IF Citations

829 Top-down mass spectrometry for protein molecular diagnostics, structure analysis, and biomarker
discovery. , 2020, , 313-326. 5

830 QCMS<sup>2</sup> as a new method for providing insight into peptide fragmentation: The influence
of the sideâ€•chain and interâ€“sideâ€•chain interactions. Journal of Mass Spectrometry, 2020, 55, e4446. 0.7 4

831 Site-Specific characterization of peptide-polymer conjugates in various stoichiometries by
MALDI-Tandem mass spectrometry. Microchemical Journal, 2020, 152, 104467. 2.3 4

832 Dissociation Pattern of Sodiated Amide Peptides as a Tool for <i>De Novo</i> Sequencing. Journal of
the American Society for Mass Spectrometry, 2020, 31, 2328-2337. 1.2 5

833
A Secondary Reaction Pathway for the Alumina Atomic Layer Deposition Process with
Trimethylaluminum and Water, Revealed by Full-Range, Time-Resolved In Situ Mass Spectrometry.
Journal of Physical Chemistry C, 2020, 124, 26443-26454.

1.5 8

834 Automatic Annotation and Dereplication of Tandem Mass Spectra of Peptidic Natural Products.
Analytical Chemistry, 2020, 92, 15862-15871. 3.2 18

835
A computational and experimental study of the fragmentation of <scp>l</scp>-leucine,
<scp>l</scp>-isoleucine and <scp>l</scp>-allo-isoleucine under collision-induced dissociation tandem
mass spectrometry. Analyst, The, 2020, 145, 6632-6638.

1.7 6

836
Matrix-assisted laser desorption/ionization in-source decay mass spectrometry analysis of human
insulin and insulin analogues for the identification of insulin from insulin preparations. Forensic
Toxicology, 2020, 38, 436-446.

1.4 1

837 Evaluation of Sibling and Twin Fragment Ions Improves the Structural Characterization of Proteins by
Top-Down MALDI In-Source Decay Mass Spectrometry. Analytical Chemistry, 2020, 92, 5871-5881. 3.2 9

838 Hands-On Electrospray Ionization Mass Spectrometry for Undergraduate Biochemistry Students:
Peptide Identification by Ladder Sequencing. Journal of Chemical Education, 2020, 97, 1437-1442. 1.1 9

839 Covalent Labeling with an Î±,Î²-Unsaturated Carbonyl Scaffold for Studying Protein Structure and
Interactions by Mass Spectrometry. Analytical Chemistry, 2020, 92, 6637-6644. 3.2 6

840
An integrated multiple reaction monitoring strategy based on predicted precursor ions and
characteristic product ions for global profiling Rubiaceae-type cyclopeptides in three Rubiaspecies.
Journal of Chromatography A, 2020, 1618, 460902.

1.8 3

841
Multiple Hydrogen Loss from [M + H]<sup>+</sup> and [a]<sup>+</sup> ions of Peptides in MALDI
In-Source Decay Using a Dinitro-Substituted Matrix. Journal of the American Society for Mass
Spectrometry, 2020, 31, 547-552.

1.2 6

842 Investigation of Neutral Losses and the Citrulline Effect for Modified H4 N-Terminal Pentapeptides.
Journal of the American Society for Mass Spectrometry, 2020, 31, 565-573. 1.2 8

843 Site-Selective Dissociation upon Sulfur L-Edge X-ray Absorption in a Gas-Phase Protonated Peptide.
Journal of Physical Chemistry Letters, 2020, 11, 1215-1221. 2.1 20

844 Understanding the early stages of peptide formation during the biosynthesis of teicoplanin and
related glycopeptide antibiotics. FEBS Journal, 2021, 288, 507-529. 2.2 25

845 Integration of Mass Spectrometry Data for Structural Biology. Chemical Reviews, 2022, 122, 7952-7986. 23.0 36

846 Mass spectrometric identification and microcharacterization of proteins from electrophoretic gels:
Strategies and applications. Proteins: Structure, Function and Bioinformatics, 1998, 33, 74-89. 1.5 72



48

Citation Report

# Article IF Citations

850 Mass Spectrometric Methods for Peptide Sequencing: Applications to Immunology and Protein
Acylation. , 1996, , 281-305. 6

851 Macromolecules from Living and Fossil Biominerals. Topics in Geobiology, 1993, , 799-816. 0.6 3

852 Sequencing an Unknown Peptide. NATO ASI Series Series B: Physics, 1991, , 135-138. 0.2 1

853 Sequence Informative Fragmentation in 252Cf Plasma Desorption Mass Spectrometry. NATO ASI Series
Series B: Physics, 1991, , 67-72. 0.2 1

854 The Analysis of Biomolecules by Electrospray Ionizationâ€”Mass Spectrometry and Tandem Mass
Spectrometry. , 1992, , 37-98. 2

855 Recent Advances in Protein Sequencing by Mass Spectrometry Introduction and Overview. , 1993, ,
119-126. 2

856 Electrospray Ionization Mass Spectrometry and Tandem Mass Spectrometry of Large Biomolecules. ,
1994, , 243-286. 1

857 Survey of Shotgun Proteomics. Methods in Molecular Biology, 2014, 1156, 3-23. 0.4 15

858 Protein Sequencing. Springer Protocols, 1998, , 503-525. 0.1 2

859 Fast Atom Bombardment Mass Spectrometry. Modern Methods of Plant Analysis, 1990, , 95-123. 0.1 4

860 Triple Quadrupole Mass Spectrometry. , 1992, , 59-77. 2

861 Mass Spectrometry-Based Protein Sequencing Platforms. Translational Bioinformatics, 2014, , 69-99. 0.0 5

862 Characterization of PEGated Superoxide Dismutase. , 1992, , 477-485. 7

863 Tandem Mass Spectrometric Sequencing of Proteins Isolated From 1- and 2-Dimensional Polyacrylamide
Gel Electrophoresis. , 1992, , 525-532. 1

864
Hemoglobin Thionville. An alpha-chain variant with a substitution of a glutamate for valine at NA-1
and having an acetylated methionine NH2 terminus.. Journal of Biological Chemistry, 1992, 267,
12682-12691.

1.6 29

865 Sequence and specificity of a soluble lactose-binding lectin from Xenopus laevis skin.. Journal of
Biological Chemistry, 1992, 267, 12942-12949. 1.6 56

866 The occurrence of O-acylation during biotinylation of gonadotropin-releasing hormone and analogs.
Evidence for a reactive serine.. Journal of Biological Chemistry, 1992, 267, 5060-5069. 1.6 27

867 The active site of creatine kinase. Affinity labeling of cysteine 282 with
N-(2,3-epoxypropyl)-N-amidinoglycine.. Journal of Biological Chemistry, 1992, 267, 2173-2178. 1.6 57



49

Citation Report

# Article IF Citations

868 The lipase inhibitor tetrahydrolipstatin binds covalently to the putative active site serine of
pancreatic lipase. Journal of Biological Chemistry, 1991, 266, 2021-2027. 1.6 246

869 Soluble lactose-binding lectin from rat intestine with two different carbohydrate-binding domains in
the same peptide chain.. Journal of Biological Chemistry, 1993, 268, 5929-5939. 1.6 161

870 Exchangeable GTP binding site of beta-tubulin. Identification of cysteine 12 as the major site of
cross-linking by direct photoaffinity labeling.. Journal of Biological Chemistry, 1993, 268, 127-132. 1.6 69

871 ATP synthase of yeast mitochondria. Characterization of subunit d and sequence analysis of the
structural gene ATP7.. Journal of Biological Chemistry, 1991, 266, 16541-16549. 1.6 66

872 The Primary Structure of a Protein Carboxyl Methyltransferase from Bovine Brain That Selectively
Methylates L-Isoaspartyl Sites. Journal of Biological Chemistry, 1989, 264, 15905-15911. 1.6 38

873
Structure of the human adult hemoglobin minor fraction A1b by electrospray and secondary ion mass
spectrometry. Pyruvic acid as amino-terminal blocking group. Journal of Biological Chemistry, 1991,
266, 13050-13054.

1.6 39

874 Protein and carbohydrate structural analysis of a recombinant soluble CD4 receptor by mass
spectrometry. Journal of Biological Chemistry, 1989, 264, 21286-21295. 1.6 69

875 Glutaredoxin from Rabbit Bone Marrow. Journal of Biological Chemistry, 1989, 264, 20438-20447. 1.6 93

876 The amino acid sequence of the sex steroid-binding protein of rabbit serum. Journal of Biological
Chemistry, 1989, 264, 19066-19075. 1.6 48

877 The N terminus of human myelin basic protein consists of C2, C4, C6, and C8 alkyl carboxylic acids..
Journal of Biological Chemistry, 1992, 267, 9779-9782. 1.6 38

878 Site-specific chemical modification of interleukin-1 beta by acrylodan at cysteine 8 and lysine 103..
Journal of Biological Chemistry, 1992, 267, 3122-3128. 1.6 23

879
Tyrosine 151 is part of the substrate activation binding site of bovine trypsin. Identification by
covalent labeling with p-diazoniumbenzamidine and kinetic characterization of
Tyr-151-(p-benzamidino)-azo-beta-trypsin.. Journal of Biological Chemistry, 1993, 268, 26893-26903.

1.6 21

880
Primary structure of the soluble lactose binding lectin L-29 from rat and dog and interaction of its
non-collagenous proline-, glycine-, tyrosine-rich sequence with bacterial and tissue collagenase..
Journal of Biological Chemistry, 1993, 268, 26704-26711.

1.6 90

882 Cdc53/cullin and the essential Hrt1 RING-H2 subunit of SCF define a ubiquitin ligase module that
activates the E2 enzyme Cdc34. Genes and Development, 1999, 13, 1614-1626. 2.7 372

883 Carboxy-terminal Degradation of Peptides using Perfluoroacyl Anhydrides. A C-Terminal Sequencing
Method. FEBS Journal, 1995, 228, 362-372. 0.2 12

884 Proposal for a common nomenclature for fragment ions in mass spectra of lipids. PLoS ONE, 2017, 12,
e0188394. 1.1 84

885 Identification of in-vivo Phosphorylation Sites with Mass Spectrometry. , 2000, , 309-328. 1

886 Basics of Triple-Stage Quadrupole/Ion-Trap Mass Spectrometry: Precursor, Product and Neutral-Loss
Scanning. Electrospray Ionisation and Nanospray Ionisation. Principles and Practice, 2001, , 11-31. 0.3 1



50

Citation Report

# Article IF Citations

887 Strategies, Techniques, and Applications in Cancer Biochemistry and Biology. , 2002, , 361-544. 0

888 Study of Protein Structures Using Matrix-Assisted Laser Desorpion/Ionization Mass Spectrometry.. The
Review of Laser Engineering, 2003, 31, 9-12. 0.0 0

889 Application of Proteomics in Basic Biological Sciences and Cancer. , 2005, , 263-288. 0

892 Important Clues of Current Phosphoproteomic Approaches for Clinical Research. Journal of Clinical
& Cellular Immunology, 2012, 02, . 1.5 0

893 Integrating chemical cross-linking with mass spectrometric analysis of peptides and proteins. Amino
Acids, Peptides and Proteins, 2013, , 151-171. 0.7 0

895 Protein Identification by Mass Spectrometry: Proteomics. Springer Protocols, 2014, , 399-409. 0.1 0

896 Advances in Peptide and Protein Sequencing by High Performance Tandem Mass Spectrometry. , 1989, ,
175-182. 1

897 PROTEIN AND OLIGOPEPTIDE SEQUENCE ANALYSIS ON THE TSQ-70 TRIPLE QUADRUPOLE MASS
SPECTROMETER. , 1990, , 117-126. 0

898 Determination of the Cleavage Site of the Amyloid Precursor Protein by Plasma Desorption Mass
Spectrometry. , 1992, , 505-513. 1

899 Mass Spectrometry in Studies of O-Linked Glycopeptides Isolated from Natural and Recombinant
Glycoproteins. , 1992, , 371-381. 0

900
Fast atom bombardment, tandem, and matrix-assisted laser desorption time-of-flight mass
spectrometry in the structure determination of amyloid proteins isolated from the brain of
Alzheimerâ€™s disease patients. , 1992, , 126-128.

0

901 Mass Spectrometry in Protein Structural Analysis. Pharmaceutical Biotechnology, 1995, 7, 145-177. 0.3 0

902 A C-Terminal Sequencing Method Using Perfluoroacyl Anhydrides Vapor. , 1995, , 89-107. 2

903 Tandem Mass Spectrometric Characterization of Modified Peptides and Proteins. , 1995, , 141-150. 0

904 Cationization Mass Spectrometry for Condensed-Phase Samples. , 2015, , 205-262. 0

905 Matrix-Assisted Laser Desorption/Ionization. , 2017, , 651-720. 5

906 The Mass and Its Components. , 2020, , 17-52. 0

907
Disulphide-bond pattern and molecular modelling of the dimeric disintegrin EMF-10, a potent and
selective integrin alpha5beta1 antagonist from Eristocophis macmahoni venom. Biochemical Journal,
2000, 345 Pt 3, 573-81.

1.7 16



51

Citation Report

# Article IF Citations

908 A method for peptide successive C-terminal degradation using dilute hydrochloric acid. Journal of
Biomolecular Techniques, 1999, 10, 194-8. 0.8 8

909 Collision energies: Optimization strategies for bottomâ€•up proteomics. Mass Spectrometry Reviews,
2023, 42, 1261-1299. 2.8 13

910 Identification of Novel Microcystins Using High-Resolution MS and MS<sup><i>n</i></sup> with
Python Code. Environmental Science &amp; Technology, 2022, 56, 1652-1663. 4.6 28

911 Identification of bacterial lipo-amino acids: origin of regenerated fatty acid carboxylate from
dissociation of lipo-glutamate anion. Amino Acids, 2022, 54, 241. 1.2 3

912
Thermodynamics and Reaction Mechanisms for Decomposition of a Simple Protonated Tripeptide,
H<sup>+</sup>GGA: From H<sup>+</sup>GGG to H<sup>+</sup>GAG to H<sup>+</sup>GGA. Journal of
the American Society for Mass Spectrometry, 2022, 33, 355-368.

1.2 3

914 Exploring the sequence space of unknown oligomers and polymers. Cell Reports Physical Science,
2021, 2, 100685. 2.8 1

915
Matrixâ€•dependent <i>a</i>/<i>x</i> pair and overdegraded <i>w</i>/<i>y</i>/<i>z</i> ions generated by
radicalâ€•directed dissociation of peptide radical cations [M]<sup>+</sup> in matrixâ€•assisted laser
desorption/ionization inâ€•source decay. Journal of Mass Spectrometry, 2020, 55, e4668.

0.7 2

916 Prediction of peptide mass spectral libraries with machine learning. Nature Biotechnology, 2023, 41,
33-43. 9.4 31

917 Bond-specific fragmentation of oligopeptides via electronic stopping of swift heavy ions in molecular
films. Scientific Reports, 2022, 12, . 1.6 2

918 Purification and characterization of antimicrobial peptides. , 2023, , 67-80. 0


