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l Paper IF Citations

1871 üheHreobacillusH’lasmidHßeteHlHxodularHüoolkitHforHühermophileHpngineeringVH

1870 ’yruvateHnarboxylaseHфariantsHpnablingHtmprovedHwysineH’roductionHfromHrlucoseHtdentifiedHbyH
miosensorUmasedHsighUühroughputHqluorescenceUlctivatedHnellHßortingHßcreeningVH

1869 xultipleUßiteHoiversificationHofHRegulatoryHßequencesHpnablesHtnterspeciesHzperabilityHofHreneticH
oevicesVH

1868 sighUühroughputTHwysisUqreeHßcreeningHforHßulfataseHlctivityHUsingHpscherichiaHcoliHlutodisplayHinH
xicrodropletsVH

1867 lHnewHsiteUspecificHendonucleaseTHßcatTHfromHßtreptomycesHcaespitosusVH1985THZ[YTHZZdU[Z 15

1866 tdentificationHofHproliferinHmRylHandHproteinHinHmouseHplacentaVH1985THcZTH][_aUd 126

1865 nloningHandHexpressionHofHtheHYV[ßHbiotinUcontainingHsubunitHofHtranscarboxylaseVH1985THcZTH_aYbUZY 52

1864 mindingHofHpenicillinHtoHthiolUpenicillinUbindingHproteinH[HofHpscherichiaHcolieHidentificationHofHitsH
activeHsiteVH1985THZXYTH]ddU_X] 17

1863 üheHmitochondrialHgenomeHofHfertileHmaizeHPγeaHmaysHwVQHcontainsHtwoHcopiesHofHtheHgeneHencodingH
theHalphaUsubunitHofHtheHqYUlü’aseVH1985THYXTH[ZYUc 102

1862 oiversityHandHstructureHofHgenesHofHtheHalphaHfamilyHofHmouseHüUcellHantigenHreceptorVH1985TH[YaTHbc[Ub 231

1861 renomicHorganizationHofHtheHgenesHencodingHmouseHüUcellHreceptorHalphaUchainVH1985TH[YaTHc[ZUa 206

1860 pxpressionHinHplantsHofHaHmutantHarolHgeneHfromHßalmonellaHtyphimuriumHconfersHtoleranceHtoH
glyphosateVH1985TH[YbTHb]YUb]] 331

1859 yewHxY[HvectorsHandHhostHstrainsVH1985THYTH]X

1858 üopogenesisHofHmicrobodyHenzymeseHaHsequenceHcomparisonHofHtheHgenesHforHtheHglycosomalH
PmicrobodyQHandHcytosolicHphosphoglycerateHkinasesHofHürypanosomaHbruceiVVH1985TH]TH[cYYU[cYb 128

1857 oylHintercalatorsHinduceHspecificHreleaseHofHsxrHY]THsxrHYbHandHotherHoylUbindingHproteinsHfromH
chickenHerythrocyteHchromatinVVH1985TH]TH[cabU[cbZ 38

1856 lHnewHmemberHofHtheHprolactinUgrowthHhormoneHgeneHfamilyHexpressedHinHmouseHplacentaVVH1985TH
]THY]YdUY]Z[ 74

1855 wightHchainHgermUlineHgenesHandHtheHimmuneHresponseHtoHZUphenyloxazoloneVVH1985TH]TH[][dU[]]_ 43
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1854 pnhancedHtranscriptionHofHcUmycHinHbursalHlymphomaHcellsHrequiresHcontinuousHproteinHsynthesisVH
1985THZ[XTHYYZaU[Z 446

1853 ßequenceHanalysisHofHaHvpntHfamilyHmemberHnearHtheH[OHendHofHhumanHbetaUglobinHgeneVH1985THY[THbcY[UZb 130

1852 yucleotideHsequenceHofHtheHmsuRtHrestrictionUmodificationHsystemVH1985THY[THa]X[UZY 127

1851 lHnovelHexpressionHselectionHapproachHallowsHpreciseHmappingHofHtheHhepatitisHmHvirusHenhancerVH
1985THY[THb]_bUbZ 94

1850 nloningHandHsequencingHofHtheHadenylateHkinaseHgeneHPadkQHofHpscherichiaHcoliVH1985THY[THbY[dU_Y 114

1849 tnHvitroHmutagenesisVH1985THYdTH]Z[UaZ 266

1848 lHpsUdependentHstructuralHtransitionHinHtheHhomopurineUhomopyrimidineHtractHinHsuperhelicalHoylVH
1985TH[TH[ZbU[c 124

1847 xolecularHcloningHofHaHcomplementaryHoylHencodingHhumanHmacrophageUspecificH
colonyUstimulatingHfactorHPnßqUYQVH1985THZ[XTHZdYUa 465

1846 üheHnucleotideHsequenceHofHaHmitochondrialHrepliconHfromHmaizeVHGeneTH1985TH[cTHY[YUc 3.8 31

1845 xanipulationHandHexpressionHofHtheHmaizeHzeinHstorageHproteinsHinHpscherichiaHcoliVH1985THZTHY_bUYb_ 16

1844 yucleotideHsequenceHfromHtheHneurogenicHlocusHnotchHimpliesHaHgeneHproductHthatHsharesH
homologyHwithHproteinsHcontainingHprqUlikeHrepeatsVH1985TH][TH_abUcY 969

1843 üheHpscherichiaHcoliHstrainHuxYX_HcontainsHpartialHsuppHactivityVHGeneTH1985TH[cTHZb_Ua 3.8 1

1842 nonversionHofHtheHqoktHendonucleaseHtoHaHuniversalHrestrictionHenzymeeHcleavageHofHphageHxY[mpbH
oylHatHpredeterminedHsitesVHGeneTH1985TH]XTHYb_UcZ 3.8 75

1841 xobileHelementsHboundedHbyHn]l]HtelomericHrepeatsHinHzxytrichaHfallaxVH1985TH][THb_dUac 96

1840 yucleotideHsequenceHofHtheHmajorHearlyHregionHofHmacillusHsubtilisHphageH’γlTHaHcloseHrelativeHofHphiH
ZdVHGeneTH1985TH[cTH]_U_a 3.8 28

1839 oemonstrationHofHremarkableHsequenceHdivergenceHinHvariantsHofHaHcomplexHsatelliteHoylHbyH
molecularHcloningVHGeneTH1985TH[cTHY]_U_Z 3.8 10

1838 lHnewHstrategyHtoHcreateHorderedHdeletionsHforHrapidHnucleotideHsequencingVHGeneTH1985TH[]THZa[Uc 3.8 52

1837 фectorsHwithHrestrictionHsiteHbanksVHtфVHpuRoYc]THaH[bd[UbpHplasmidHvectorHwithH]dHuniqueH
restrictionHsitesVHGeneTH1985TH[dTHZddU[X] 3.8 75

(1985-1985)
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1836
xicroinjectionHofHpscherichiaHcoliHUvrlTHmTHnHandHoHproteinsHintoHfibroblastsHofHxerodermaH
pigmentosumHcomplementationHgroupsHlHandHnHdoesHnotHresultHinHrestorationHofHUфUinducedH
unscheduledHoylHsynthesisVH1986THYaaTHcdUdc

12

1835 tmprovementHofHtheHdideoxyHchainHterminationHmethodHofHoylHsequencingHbyHuseHofH
deoxyUbUdeazaguanosineHtriphosphateHinHplaceHofHdrü’VH1986THY]THY[YdUZ] 690

1834 tmmunoactiveHchimericHßüUwüHenterotoxinsHofHpscherichiaHcoliHgeneratedHbyHinHvitroHgeneHfusionVH
1986THZXcTHYd]Uc 30

1833 nodingHsequencesHforHchloroplastHribosomalHproteinHßYZHfromHtheHliverwortTHxarchantiaH
polymorphaTHareHseparatedHfarHapartHonHtheHdifferentHoylHstrandsVH1986THYdcTHYYUY_ 66

1832 lHtransientHexpressionHassayHforHtissueUspecificHgeneHexpressionHofHalcoholHdehydrogenaseHinH
orosophilaVH1986THYYbTH_b]UcX 70

1831 ßatelliteHtobaccoHringspotHvirusHRyleHbiologicalHactivityHofHoylHclonesHandHtheirHinHvitroHtranscriptsVH
1986THY_YTHYbZUc_ 47

1830 noncatemericHformsHofHintracellularHüupaiaHherpesvirusHoylVH1986THY_YTHZYYUZY 2

1829 nloningHandHsequencingHofHtheHgeneticHrightHendHofHbacteriophageHü[HoylVH1986THY_YTH[_XUaY 30

1828 yucleotideHsequenceHofHtheHZaHßHmRylHofHtheHvirulentHürinidadHdonkeyHstrainHofHфenezuelanHequineH
encephalitisHvirusHandHdeducedHsequenceHofHtheHencodedHstructuralHproteinsVH1986THY_ZTH]XXUY[ 69

1827 yucleotideHsequenceHandHdeducedHaminoHacidHsequenceHofHtheHstructuralHproteinsHofHdengueHtypeHZH
virusTHuamaicaHgenotypeVH1986THY__TH[a_Ubb 113

1826 renerationHofHcoylHclonesHofHtheHbacteriophageHphiHaHsegmentedHdsRylHgenomeeHcharacterizationH
andHexpressionHofHwHsegmentHclonesVH1986THY__TH]XZUYb 19

1825 lccumulatedHmeaslesHvirusHmutationsHinHaHcaseHofHsubacuteHsclerosingHpanencephalitiseHinterruptedH
matrixHproteinHreadingHframeHandHtranscriptionHalterationVH1986THY_]THdbUYXb 129

1824 üissueHspecificityHofHorosophilaH’HelementHtranspositionHisHregulatedHatHtheHlevelHofHmRylHsplicingVH
1986TH]]THbUYd 564

1823 renerationHofHtransgenicHmiceHproducingHaHhumanHtransthyretinHvarianteHaHpossibleHmouseHmodelH
forHfamilialHamyloidoticHpolyneuropathyVH1986THY[dTHbd]Ud 24

1822 xolecularHcloningHofHratHmitochondrialHglutamicHoxaloaceticHtransaminaseHmRylHandHregulationHofH
itsHexpressionHinHregeneratingHliverVH1986THY[]THcX[UYY 20

1821 ’rimaryHstructureHofHaHproteinaseHinhibitorHttHgeneHfromHpotatoHPßolanumHtuberosumQVH1986THY]TH_a]YU_X 90

1820 tsolationHofHcoylHclonesHencodingHtheHZXvHnonUglycosylatedHpolypeptideHchainHofHtheHhumanHüUcellH
receptorWü[HcomplexVH1986TH[ZYTH][YU] 149

1819 wengthHvariationHinHeukaryoticHrRylseHsmallHsubunitHrRylsHfromHtheHprotistsHlcanthamoebaH
castellaniiHandHpuglenaHgracilisVHGeneTH1986TH]]THa[UbX 3.8 86
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1818 pnhancementHofHtranscriptionalHactivityHofHtheHpscherichiaHcoliHtrpHpromoterHbyHupstreamHlHSHüUrichH
regionsVHGeneTH1986TH]]THZdU[a 3.8 37

1817 nhromosomeHanalysisHbyHtwoUdimensionalHfingerprintingVHGeneTH1986TH]dTHd[UYXZ 3.8 15

1816 RylHterminatingHwithinHtheHpVHcoliHoriginHofHreplicationeHstringentHregulationHandHcontrolHbyHonalH
proteinVH1986TH]aTHba[UbY 85

1815 üheHorganizationHandHnucleotideHsequenceHofHtheHmacillusHsubtilisHhissTHtyrlHandHaropHgenesVHGeneTH
1986TH]dTHY]bU_Z 3.8 42

1814 lnHimprovedHpscherichiaHcoliHexpressionHvectorHforHtheHconstructionHandHidentificationHofHfullUlengthH
coylHclonesVHGeneTH1986TH]]TH[]bU_Y 3.8 9

1813 vanamycinUresistantHvectorsHthatHareHanaloguesHofHplasmidsHpUncTHpUndTHppxmwcHandHppxmwdVH
GeneTH1986TH]YTH[[bU]Z 3.8 426

1812 βeastHshuttleHandHintegrativeHvectorsHwithHmultipleHcloningHsitesHsuitableHforHconstructionHofHlacγH
fusionsVHGeneTH1986TH]_THZddU[YX 3.8 611

1811 ’lasmidHvectorHpmR[ZZHandHitsHspecialUpurposeHderivativesUUaHreviewVHGeneTH1986TH_XTH[U]X 3.8 290

1810 pxpressionHofHtheHppsteinUmarrHvirusHY[cUkoaHearlyHproteinHinHpscherichiaHcoliHforHtheHuseHasHantigenH
inHdiagnosticHtestsVHGeneTH1986TH]ZTH[X[UYZ 3.8 30

1809 ’eculiarHfeatureHofHtheHorganizationHofHrRylHgenesHofHtheHnhlorellaHchloroplastHoylVH1986THY]TH[cZbU[d 33

1808 ßingleUstrandedHoylHOblueOHübHpromoterHplasmidseHaHversatileHtandemHpromoterHsystemHforHcloningH
andHproteinHengineeringVH1986THYTHabUb] 718

1807 yucleotideHsequenceHandHnucleaseHhypersensitivityHofHtheHnhineseHhamsterHdihydrofolateH
reductaseHgeneHpromoterHregionVH1986THZ_THaZZcU[a 45

1806 sumanHliverHfibronectinHcomplementaryHoylseHidentificationHofHtwoHdifferentHmessengerHRylsH
possiblyHencodingHtheHalphaHandHbetaHsubunitsHofHplasmaHfibronectinVH1986THZ_TH]d[aU]Y 73

1805 lHplasmidHexpressionHvectorHthatHpermitsHstabilizationHofHbothHmRylsHandHproteinsHencodedHbyHtheH
clonedHgenesVHGeneTH1986TH]_THYd[UZXY 3.8 24

1804 yucleotideHsequenceHandHtranscriptionHofHaHhumanHtRylHgeneHclusterHwithHfourHgenesVHGeneTH1986TH
]cTHYa_Ub] 3.8 27

1803 yucleotideHsequenceHofHtheHlateHregionHofHmacillusHphageHphiHZdHcompletesHtheHYdTZc_UbpHsequenceH
ofHphiHZdHgenomeVHnomparisonHwithHtheHhomologousHsequenceHofHphageH’γlVHGeneTH1986TH]aTHZY_UZ_ 3.8 78

1802 tmprovedHvectorTHpsßraa]THforHdirectHstreptomycinUresistanceHselectioneHcoylHcloningHwithH
renUtailingHprocedureHandHsubcloningHofHdoubleUdigestHoylHfragmentsVHGeneTH1986TH]YTHYZ_Uc 3.8 28

1801 winearHoylHreplicationeHinvertedHterminalHrepeatsHofHfiveHcloselyHrelatedHpscherichiaHcoliH
bacteriophagesVHGeneTH1986TH]dTHYddUZX_ 3.8 56

(1986-1986)
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1800 tsolationTHstructureTHandHexpressionHofHevenUskippedeHaHsecondHpairUruleHgeneHofHorosophilaH
containingHaHhomeoHboxVH1986TH]bTHbZYU[] 370

1799 ßtructureHofH’hysarumHactinHgeneHlocusHardleHaHnonpalindromicHsequenceHcausesHinviabilityHofH
phageHlambdaHandHreclUindependentHdeletionsVHGeneTH1986TH]cTHY[[U]] 3.8 24

1798 somologyHbetweenHcellulaseHgenesHofHürichodermaHreeseieHcompleteHnucleotideHsequenceHofHtheH
endoglucanaseHtHgeneVHGeneTH1986TH]_THZ_[Ua[ 3.8 267

1797 pscherichiaHcoliHproteinHsynthesisHinitiationHfactorHtq[HcontrolsHitsHownHgeneHexpressionHatHtheH
translationalHlevelHinHvivoVH1986THYdZTHbabUcX 80

1796 nharacterizationHofHaHhumanHorphonHZcHßHribosomalHoylVHGeneTH1986TH]cTHa_UbX 3.8 11

1795 tdentificationHandHimmunochemicalHanalysisHofHbiologicallyHactiveHorosophilaH’HelementH
transposaseVH1986TH]]THZYU[Z 317

1794 ReplacementHofHinsulinHreceptorHtyrosineHresiduesHYYaZHandHYYa[HcompromisesHinsulinUstimulatedH
kinaseHactivityHandHuptakeHofHZUdeoxyglucoseVH1986TH]_THbZYU[Z 1084

1793 pxpressionHofHtheHpZHopenHreadingHframeHofHpapillomaHvirusesHm’фYHandHs’фabHinHpscherichiaHcoliVH
GeneTH1986TH]ZTHZ]YU_Y 3.8 12

1792 üheHroleHofHoylUmediatedHtransferHofHüqtttlHinHtheHconcertedHgyrationHandHdifferentialHactivationHofH
theHαenopusH_ßHRylHgenesVH1986TH]_THZXdUYc 37

1791 qunctionalHpromotersHcreatedHbyHtheHinsertionHofHtransposableHelementHtßYVH1986THYdYTH[c[Ud[ 73

1790 üerminalHinvertedHrepeatsHofHprokaryoticHtransposableHelementHtßYcaHwhichHcanHgenerateH
duplicationsHofHvariableHlengthHatHanHidenticalHtargetHsequenceVHGeneTH1986TH]dTHY_[Ua 3.8 28

1789
tsolationHofHtheHRhodopseudomonasHsphaeroidesHformHtHribuloseHYT_UbisphosphateH
carboxylaseWoxygenaseHlargeHandHsmallHsubunitHgenesHandHexpressionHofHtheHactiveHhexadecamericH
enzymeHinHpscherichiaHcoliVHGeneTH1986TH]]THZbYUc

3.8 49

1788 nonstructionHandHusesHofHaHnewHtransposableHelementHwhoseHinsertionHisHableHtoHproduceHgeneH
fusionsHwithHtheHneomycinUphosphotransferaseUcodingHregionHofHündX[VHGeneTH1986TH]ZTHYc_UdZ 3.8 27

1787 lHnovelHmultistepHmethodHforHgeneratingHpreciseHunidirectionalHdeletionsHusingHmspxtTHaHclassUttßH
restrictionHenzymeVHGeneTH1986TH_XTH__UaZ 3.8 45

1786 sumanHchromosomeHZYUencodedHcoylHclonesVHGeneTH1986TH]dTH[aYUd 3.8 45

1785 reneticHcharacterizationHofHtheHgeneHhupmHencodingHtheHsUUYHproteinHofHpscherichiaHcoliVHGeneTH
1986TH]_TH[bU]] 3.8 57

1784 xultipleHupstreamHlUrHcodonsHmediateHtranslationalHcontrolHofHrny]VH1986TH]_THZXYUb 567

1783 xultipleHselfUsplicingHintronsHinHbacteriophageHü]eHevidenceHfromHautocatalyticHrü’HlabelingHofHRylH
inHvitroVH1986TH]bTHcYUb 110
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1782 nonstructionHofHhighTHintermediateHandHlowUcopyUnumberHpromoterUprobeHplasmidsHforHmacillusH
subtilisVHGeneTH1986TH][THZ[YUa 3.8 6

1781 üheHnucleotideHsequenceHofHaHcoylHcloneHcontainingHtheHentireHcodingHregionHforHmouseH
αUchromosomeUlinkedHphosphoglycerateHkinaseVHGeneTH1986TH]_THZb_UcX 3.8 41

1780 pxpressionHvectorsHbasedHonHtheHracHfusionHpromoterVHGeneTH1986TH]ZTHdbUYXX 3.8 16

1779 üheHpeplomerHproteinHsequenceHofHtheHx]YHstrainHofHcoronavirusHtmфHandHitsHcomparisonHwithH
meaudetteHstrainsVH1986TH_THZ_[Ua[ 66

1778 yewHpUnUderivedHexpressionHvectorsHforHrapidHconstructionHofHcoylHlibrariesVHGeneTH1986TH]dTHcYUdY 3.8 35

1777 üheHhumanHtRylфalHgeneHfamilyeHorganizationTHnucleotideHsequencesHandHhomologousH
transcriptionHofHthreeHsingleUcopyHgenesVHGeneTH1986TH]]THZcbUdb 3.8 47

1776 norrelationHbetweenHpresenceHofHlactateHdehydrogenaseUelevatingHvirusHRylHandHantigensHinHmotorH
neuronsHandHparalysisHinHinfectedHn_cHmiceVH1986THaTHYd_UZXd 21

1775 RoleHofHconservedHsequenceHelementsHdwHandHZHinHselfUsplicingHofHtheHüetrahymenaHribosomalHRylH
precursorVH1986TH]_THYabUba 77

1774 pxpressionHofHthreeHmRylHspeciesHfromHaHsingleHratHaldolaseHlHgeneTHdifferingHinHtheirH_OHnonUcodingH
regionsVH1986THYdXTH]XYUYX 73

1773 pxpressionHofHtheHppsteinUmarrHvirusHmajorHmembraneHproteinsHinHnhineseHhamsterHovaryHcellsVHGeneTH
1986TH]]TH[_[Ud 3.8 13

1772 lHmethodHforHunidirectionalHdeletionHmutagenesisHwithHapplicationHtoHnucleotideHsequencingHandH
preparationHofHgeneHfusionsVHGeneTH1986TH]dTHYYdUZc 3.8 11

1771 qusionHofHproHregionHofHsubtilisinHtoHstaphylococcalHproteinHlHandHitsHsecretionHbyHmacillusHsubtilisVH
GeneTH1986TH]dTHZ[Uc 3.8 14

1770 nloningHandHexpressionHinHbiologicallyHactiveHformHofHtheHgeneHforHhumanHinterferonHalphaHZHinH
ßtreptomycesHlividansVHGeneTH1986TH]_THYabUb] 3.8 34

1769 üheHprimaryHstructureHofHtheHputativeHoncogeneHpimUYHshowsHextensiveHhomologyHwithHproteinH
kinasesVH1986TH]aTHaX[UYY 187

1768 ßequenceTHevolutionHandHdifferentialHexpressionHofHtheHtwoHgenesHencodingHvariantHsmallHsubunitsH
ofHribuloseHbisphosphateHcarboxylaseWoxygenaseHinHnhlamydomonasHreinhardtiiVH1986THYdYTH]ZYU[Z 242

1767 nloningHandHsequenceHanalysisHofHcoylHforHmouseHprolactinVH1986THcacTH[XUc 10

1766 psrYa_eHaHpmR[ZZHcopyHnumberHderivativeHofHpUncHforHcloningHandHexpressionVH1986THY_THYbZUcY 183

1765 üheHminimalHrepliconHofHaHstreptomyceteHplasmidHproducesHanHultrahighHlevelHofHplasmidHoylVH1986TH
Y_THYddUZXd 111

(1986-1986)
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1764 xY[UorinHcloningHvehicleseHuseHforHamplificationHofHhighHcopyHlethalHPsnwQHgeneticHelementsVH1986TH
Y_THY]bU__ 1

1763 zrganizationHandHevolutionHofHvariableHregionHgenesHofHtheHhumanHimmunoglobulinHheavyHchainVH
1986THYdXTH_ZdU]Y 217

1762 ßiteUdirectedHmutagenesisHofHxYHRylTHtheHRylHsubunitHofHpscherichiaHcoliHribonucleaseH’VHüheH
effectsHofHanHadditionHandHsmallHdeletionsHonHcatalyticHfunctionVH1986THYdYTHYa[Ub_ 31

1761 movineHinterstitialHretinolUbindingHproteinHPtRm’QUUisolationHandHsequenceHanalysisHofHcoylHclonesTH
characterizationHandHinHvitroHtranslationHofHmRylVH1986THZaTHYa]_U_[ 30

1760 nonstructionHofHaHsingleUcopyHintegrationHvectorHandHitsHuseHinHanalysisHofHregulationHofHtheHtrpH
operonHofHmacillusHsubtilisVHGeneTH1986TH][THc_Ud] 3.8 199

1759 nharacterizationHandHstructureHofHanHendoglucanaseHgeneHcenlHofHnellulomonasHfimiVHGeneTH1986TH
]]TH[Y_UZ] 3.8 156

1758 xolecularHcloningHofHtheHplasmidHR’]HprimaseHregionHinHaHmultiUhostUrangeHtac’HexpressionHvectorVH
GeneTH1986TH]cTHYYdU[Y 3.8 993

1757 lacHpermeaseHofHpscherichiaHcolieHhistidineUZX_HandHhistidineU[ZZHplayHdifferentHrolesHinHlactoseWsSH
symportVH1986THZ_TH]]c[U_ 79

1756 nloningTHoylHsequenceTHandHexpressionHofHtheHRhodobacterHsphaeroidesHcytochromeHcZHgeneVH1986
THYacTHdaZUbZ 143

1755 üetanusHtoxineHprimaryHstructureTHexpressionHinHpVHcoliTHandHhomologyHwithHbotulinumHtoxinsVVH1986TH
_THZ]d_UZ_XZ 226

1754 qunctionalHanalysisHofHtheHyeastHplasmidHpartitionHlocusHßümVH1986TH_TH[[dYU[[dd 59

1753 фimentinHgeneeHexpressionHinHhumanHlymphocytesHandHinHmurkittOsHlymphomaHcellsVVH1986TH_THZcXdUZcY] 39

1752 xolecularHcloningHofHtheHcHlocusHofHγeaHmaysHeHaHlocusHregulatingHtheHanthocyaninHpathwayVH1986TH_THcZdUc[[ 122

1751 üheHbacteriophageHü]HgeneHforHtheHsmallHsubunitHofHribonucleotideHreductaseHcontainsHanHintronVVH
1986TH_THZX[YUZX[a 68

1750 pvolutionHofHbiosyntheticHpathwayseHaHcommonHancestorHforHthreonineHsynthaseTHthreonineH
dehydrataseHandHoUserineHdehydrataseVVH1986TH_TH[XY[U[XYd 80

1749 reneHforHtheHalphaHsubunitHofHmacillusHsubtilisHRylHpolymeraseHmapsHinHtheHribosomalHproteinHgeneH
clusterVH1986THYacTHa_UbY 40

1748 yucleotideHsequenceHofHtheHcodingHregionHofHtheHmouseHyUmycHgeneVVH1986TH_THYZY_UYZYd 21

1747 üheHnucleotideHsequenceHofHtheHfissionHyeastHoylHtopoisomeraseHttHgeneeHstructuralHandHfunctionalH
relationshipsHtoHotherHoylHtopoisomerasesVVH1986TH_THZ[__UZ[aY 79
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1746 vtyZcTHaHyeastHsplitHgeneHcodingHforHaHputativeHproteinHkinaseHhomologousHtoHnonZcVVH1986TH_THZadbUZbXY 62

1745 xolecularHanalysisHofHtheHpnWßpmHtransposableHelementHsystemHofHγeaHmaysVH1986TH_THc[_Uc]Y 141

1744 xonocotHandHdicotHpreUmRylsHareHprocessedHwithHdifferentHefficienciesHinHtransgenicHtobaccoVH
1986TH_THZ]YdUZ]Z_ 118

1743 somologyHbetweenHtheHranYSHgeneHofHfissionHyeastHandHproteinHkinasesVVH1986TH_TH[aa_U[abY 57

1742 zverdriveHTHaHüUoylHtransmissionHenhancerHonHtheHlVHtumefaciensHtumourUinducingHplasmidVH1986TH
_THYY[bUYY]Z 122

1741
tnteractionHbetweenHtwoHregulatoryHproteinsHinHosmoregulatoryHexpressionHofHompqHandHompnH
genesHinHpscherichiaHcolieHaHnovelHompRHmutationHsuppressesHpleiotropicHdefectsHcausedHbyHanHenvγH
mutationVH1986THYacTHY[XdUY]

57

1740 nonstructionHofHaHporcineHadrenalHmedullaryHcoylHlibraryHandHnucleotideHsequenceHanalysisHofHtwoH
clonesHencodingHaHgalaninHprecursorVH1986THc[THaZcbUdY 150

1739 tdentificationHofHseparateHdomainsHinHtheHadenovirusHpYlHgeneHforHimmortalizationHactivityHandHtheH
activationHofHvirusHearlyHgenesVH1986THaTH[]bXUcX 253

1738 ßtageUspecificHexpressionHofHaHhomeoHboxUcontainingHgeneHinHtheHnonUsegmentedHseaHurchinH
embryoVVH1986TH_THdZ_Ud[X 54

1737 noordinationHofHmurineHparotidHsecretoryHproteinHandHsalivaryHamylaseHexpressionVVH1986TH_THYcdYUYcda 31

1736 pxcisionHofHosHproducesHwaxyHproteinsHwithHaHrangeHofHenzymaticHactivitiesVVH1986TH_THZ]ZbUZ][Z 76

1735 üargetingHefficiencyHofHaHmitochondrialHpreUsequenceHisHdependentHonHtheHpassengerHproteinVVH1986TH
_TH[a][U[a_X 40

1734 tdentificationHofHtheHstableHfreeHradicalHtyrosineHresidueHinHribonucleotideHreductaseVVH1986TH_THZX[bUZX]X 167

1733 xolecularHcharacterizationHofHaHmeioticHrecombinationalHhotspotHenhancingHhomologousHequalH
crossingUoverVVH1986TH_THZYZ[UZYZd 49

1732 xolecularHanalysisHofHtwoHphytohemagglutininHgenesHandHtheirHexpressionHinH’haseolusHvulgarisHcvVH
’intoTHaHlectinUdeficientHcultivarHofHtheHbeanVH1986TH_TH[Xb_U[XcZ 33

1731 üheHmouseHglucocorticoidHreceptoreHmappingHofHfunctionalHdomainsHbyHcloningTHsequencingHandH
expressionHofHwildUtypeHandHmutantHreceptorHproteinsVVH1986TH_THZ_Y[UZ_ZZ 267

1730 ßtructureHandHregulationHofHtheHanthranilateHsynthaseHgenesHinH’seudomonasHaeruginosaeHtVH
ßequenceHofHtrprHencodingHtheHglutamineHamidotransferaseHsubunitVH1986TH[TH][aU]c 21

1729 ’ectateHlyaseHgeneHregulatoryHmutantsHofHprwiniaHchrysanthemiVH1986THYabTH]XXU[ 9

(1986-1986)
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1728 cisUactingHproteinsVH1986THYabTH]ZdU[Z 34

1727
qurtherHevidenceHforHoverlappingHtranscriptionalHunitsHinHanHpscherichiaHcoliHcellHenvelopeUcellH
divisionHgeneHclustereHoylHsequenceHandHtranscriptionalHorganizationHofHtheHddlHfts–HregionVH1986TH
YabTHcXdUYb

77

1726 tncompatibilityHrepressorHinHaHReplUlikeHrepliconHofHtheHtncqtHplasmidHnolфZUvd]VH1986THYaaTHYYXaUYZ 19

1725 yucleotideHsequenceHofHtheHsurfaceHexclusionHgenesHtraßHandHtraüHfromHtheHtncqXHlacHplasmidH
ppoZXcVH1986THYaaTHbY[UZY 27

1724 pxpressionHofHluciferasesHfromHфibrioHharveyiHandHфibrioHfischeriHinHfilamentousHcyanobacteriaVH1986TH
YabTH]YYU] 41

1723 ßequenceHofHtheHexfoliativeHtoxinHmHgeneHofHßtaphylococcusHaureusVH1986THYabTHbZaUc 23

1722 xolecularHcharacterizationHofHaHhostUrangeUdeterminingHlocusHfromHlgrobacteriumHtumefaciensVH
1986THYacTHZ]]U_X 63

1721 nharacterizationHofHtheHgenesHcodingHforHtwoHmajorHcellHwallHproteinsHfromHproteinUproducingH
macillusHbrevisH]beHcompleteHnucleotideHsequenceHofHtheHouterHwallHproteinHgeneVH1986THYacTH[a_Ub[ 78

1720 pvidenceHofHhomologyHbetweenHtheHpectateHlyaseUencodingHpelmHandHpelnHgenesHinHprwiniaH
chrysanthemiVH1986THYabTHYYbUZ[ 22

1719 nloningHandHexpressionHinHpscherichiaHcoliHofHtheHgeneHforHYXUformyltetrahydrofolateHsynthetaseH
fromHnlostridiumHacidiuriciHPJnlostridiumHacidiUuriciJQVH1986THYabTHZX_Ud 17

1718 xolecularHcloningTHexpressionTHandHcharacterizationHofHtheHgeneHforHtheHsurfaceHPs’tQUlayerHproteinH
ofHoeinococcusHradioduransHinHpscherichiaHcoliVH1986THYabTHYX]cU_] 25

1717 ßtructureHofHtwoHpectateHlyaseHgenesHfromHprwiniaHchrysanthemiHpnYaHandHtheirHhighUlevelH
expressionHinHpscherichiaHcoliVH1986THYacTH_d_UaXa 131

1716 tnvolvementHofHrasHinHsexualHdifferentiationHbutHnotHinHgrowthHcontrolHinHfissionHyeastVH1986TH_THZda[UZdbY 93

1715 wysogenicHconversionHofHstaphylococcalHlipaseHisHcausedHbyHinsertionHofHtheHbacteriophageHw_]aH
genomeHintoHtheHlipaseHstructuralHgeneVH1986THYaaTH[c_UdY 156

1714 lHZaUbaseUpairHrepetitiveHsequenceHspecificHforHyeisseriaHgonorrhoeaeHandHyeisseriaHmeningitidisH
genomicHoylVH1986THYabTHYXXdUY_ 77

1713 nloningHandHexpressionHofHtheHRhodobacterHsphaeroidesHreactionHcenterHsHgeneVH1986THYacTHd_[UaY 66

1712 yucleotideHsequenceHofHtheHtraHβlwpHregionHfromHtncqфHplasmidHppoZXcVH1986THYacTHddXUc 22

1711 xolecularHandHgeneticHcharacterizationHofHlactoseUmetabolicHgenesHofHßtreptococcusHcremorisVH1986
THYabTHc__UaZ 32
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1710 tsolationHandHcomplementationHanalysisHofHYXHmethanolHoxidationHmutantHclassesHandHidentificationH
ofHtheHmethanolHdehydrogenaseHstructuralHgeneHofHxethylobacteriumHspVHstrainHlxYVH1986THYaaTH_cYUdX 129

1709 yucleotideHsequencesHofHtheHRYUYdHplasmidHtransferHgenesHtraxTHfin’THtrauTHandHtraβHandHtheHtraβγH
promoterVH1986THYaaTH[acUb] 27

1708 qullUlengthHvonHΔillebrandHfactorHPvΔqQHcoylHencodesHaHhighlyHrepetitiveHproteinHconsiderablyH
largerHthanHtheHmatureHvΔqHsubunitVVH1986TH_THYc[dUYc]b 189

1707
yucleotideHsequenceHanalysisHofHtheHgeneHspecifyingHtheHbifunctionalHaOUaminoglycosideH
acetyltransferaseHZJUaminoglycosideHphosphotransferaseHenzymeHinHßtreptococcusHfaecalisHandH
identificationHandHcloningHofHgeneHregionsHspecifyingHtheHtwoHactivitiesVH1986THYabTHa[YUc

266

1706 ßecretionHofHaHheterologousHproteinHfromHmacillusHsubtilisHwithHtheHaidHofHproteaseHsignalH
sequencesVH1986THYa_THc[bU]Z 31

1705 xolecularHcloningHofHtheHgeneHofHaHpenicillinUbindingHproteinHsupposedHtoHcauseHhighHresistanceHtoH
betaUlactamHantibioticsHinHßtaphylococcusHaureusVH1986THYabTHdb_UcX 261

1704 yucleotideHsequenceHofHtheHenterotoxinHmHgeneHfromHßtaphylococcusHaureusVH1986THYaaTHZdU[[ 192

1703 xodulationHofHmacillusHsubtilisHlevansucraseHgeneHexpressionHbyHsucroseHandHregulationHofHtheH
steadyUstateHmRylHlevelHbyHsacUHandHsac–HgenesVH1986THYacTH[cXUc 101

1702 zligonucleotideUdirectedHsiteUspecificHmutagenesisHofHtheHlacHpermeaseHofHpscherichiaHcoliVH1986TH
YZ_THZY]U[X 30

1701 pфzwUützylRβHrpypütnßHzqHüΔzHßtmwtyrHß’pntpßTHoRzßz’stwlHßtxUwlyßHlyoHoVHßpnspwwtlVH
1986TH]XTHab[UadY 98

1700 yucleotideHsequenceHofHtheHhagHgeneHencodingHflagellinHofHpscherichiaHcoliVH1986THYacTHY]bdUc[ 107

1699 tdentificationHandHcloningHofHgenesHinvolvedHinHphaseolotoxinHproductionHbyH’seudomonasHsyringaeH
pvVHJphaseolicolaJVH1986THYaaTHYXdaUYX_ 92

1698 RoleHofHleaderHpeptideHsynthesisHinHtryptophanaseHoperonHexpressionHinHpscherichiaHcoliHvUYZVH1986TH
YabTH[c[Ua 60

1697 ßynthesisHofHtheHsmallHsubunitHofHribuloseUbisphosphateHcarboxylaseHfromHgenesHclonedHintoH
plasmidsHcontainingHtheHß’aHpromoterVH1986THZ]XTHbXdUY_ 82

1696 nloningHandHexpressionHofHtheHphosphoUbetaUgalactosidaseHgeneHofHßtaphylococcusHaureusHinH
pscherichiaHcoliVH1986THYaaTHYXaYUa 24

1695 ßtudiesHofHtheHradicalHspeciesHinHcompoundHpßHofHcytochromeHcHperoxidaseHalteredHbyHsiteUdirectedH
mutagenesisVH1986THc[THYZd_Ud 49

1694 xappingHandHcloningHofHnorynebacteriumHdiphtheriaeHplasmidHpyrZHandHcharacterizationHofHitsH
relatednessHtoHplasmidsHfromHskinHcoryneformsVH1986TH[XTHadUbZ 35

1693 midirectionalHtranscriptionHfromHaHsoloHlongHterminalHrepeatHofHtheHretrotransposonHüpoeH
symmetricalHRylHstartHsitesVH1986THaTHY_ddUaXb 60
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1692
tsolationHofHaHorosophilaHgenomicHsequenceHhomologousHtoHtheHkinaseHdomainHofHtheHhumanHinsulinH
receptorHandHdetectionHofHtheHphosphorylatedHorosophilaHreceptorHwithHanHantiUpeptideHantibodyVH
1986THc[TH]bYXU]

106

1691 nloningHandHcharacterizationHofHaHcoylHencodingHtheHratHbrainHglucoseUtransporterHproteinVH1986TH
c[TH_bc]Uc 520

1690 lminoHacidHsequenceHofHtheHplasmaHmembraneHlü’aseHofHyeurosporaHcrassaeHdeductionHfromH
genomicHandHcoylHsequencesVH1986THc[THbad[Ub 183

1689 winkingHfunctionalHdomainsHofHtheHhumanHinsulinHreceptorHwithHtheHbacterialHaspartateHreceptorVH
1986THc[THcY[bU]Y 29

1688 xrHZaTXXXHantigenHofHßchistosomaHjaponicumHrecognizedHbyHresistantHΔpstHYZdWuHmiceHisHaHparasiteH
glutathioneHßUtransferaseVH1986THc[THcbX[Ub 202

1687 lHmethodHforHidentifyingHtheHviralHgenesHrequiredHforHherpesvirusHoylHreplicationVH1986THc[THdXd]Uc 201

1686 lHcompleteHlibraryHofHpointHsubstitutionHmutationsHinHtheHglucocorticoidHresponseHelementHofH
mouseHmammaryHtumorHvirusVH1986THc[THbYXU] 108

1685 ßhuttleHmutagenesiseHaHmethodHofHtransposonHmutagenesisHforHßaccharomycesHcerevisiaeVH1986THc[THb[_Ud 280

1684 nytochromeHcPZQHisHnotHessentialHforHphotosyntheticHgrowthHofHRhodopseudomonasHcapsulataVH1986TH
c[THZXYZUa 205

1683 pxonWintronHorganizationHofHtheHgenesHcodingHforHtheHdeltaHchainsHofHtheHhumanHandHmurineHüUcellH
receptorWü[HcomplexVH1986THc[THZd]]Uc 52

1682 reneticHdefinitionHofHtheHtranslationalHoperatorHofHtheHthreonineUtRylHligaseHgeneHinHpscherichiaH
coliVH1986THc[TH][c]Uc 67

1681 recoeHtheHgeneHforHanHessentialHthirdHsubunitHofHexonucleaseHфVH1986THc[TH___cUaZ 241

1680 ßaccharomycesHcerevisiaeHcontainsHtwoHfunctionalHgenesHencodingH
[UhydroxyU[UmethylglutarylUcoenzymeHlHreductaseVH1986THc[TH__a[Ub 199

1679 sumanHliverHapolipoproteinHmUYXXHcoyleHcompleteHnucleicHacidHandHderivedHaminoHacidHsequenceVH
1986THc[THcY]ZUa 158

1678 pscherichiaHcoliHvUYZHrestrictsHoylHcontainingH_UmethylcytosineVH1986THc[THdXbXU] 263

1677 yucleotideHsequenceHanalysisHofHmurineHZYUhydroxylaseHgeneseHmutationsHaffectingHgeneH
expressionVH1986THc[THdaXYU_ 85

1676 rlycolyticHgeneHexpressionHinHßaccharomycesHcerevisiaeeHnucleotideHsequenceHofHrnRYTHnullH
mutantsTHandHevidenceHforHexpressionVH1986THaTH[bb]Uc] 108

1675 ßequencesHinvolvedHinHtemperatureHandHecdysteroneUinducedHtranscriptionHareHlocatedHinHseparateH
regionsHofHaHorosophilaHmelanogasterHheatHshockHgeneVH1986THaTHaa[Ub[ 47
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1674 nharacterizationHofHaHfamilyHofHgammaUrayUinducedHnszHmutantsHdemonstratesHthatHtheHldllHlocusH
isHdiploidHandHencodesHtheHlowUdensityHlipoproteinHreceptorVH1986THaTH[ZacUbb 34

1673 nharomidseHcosmidHvectorsHforHefficientHcloningHandHmappingHofHlargeHorHsmallHrestrictionH
fragmentsVH1986THc[THcaa]Uc 123

1672
pxpressionHofHtheHoncogeneHofHavianHreticuloendotheliosisHvirusHinHpscherichiaHcoliHandH
identificationHofHtheHtransformingHproteinHinHreticuloendotheliosisHvirusHüUtransformedHcellsVH1986TH
c[THcYZUa

26

1671 ßtructureHofHtheHtranscriptionallyHrepressedHphosphateUrepressibleHacidHphosphataseHgeneHP’sz_QH
ofHßaccharomycesHcerevisiaeVH1986THaTH[cU]a 23

1670 üheHxpßUYHmurineHenhancerHelementHisHcloselyHassociatedHwithHtheHheterogeneousH_OHendsHofHtwoH
divergentHtranscriptionHunitsVH1986THaTH]__cUad 57

1669 ßomaticHexcisionHofHtransposableHelementHücYHfromHtheHmristolHgenomeHofHnaenorhabditisHelegansVH
1986THaTHYbcZUa 9

1668 lHoylHfragmentHcontainingHtheHupstreamHactivatorHsequenceHdeterminesHnucleosomeHpositioningH
ofHtheHtranscriptionallyHrepressedH’sz_HgeneHofHßaccharomycesHcerevisiaeVH1986THaTHZZdcU[X] 36

1667 ’p’]HgeneHofHßaccharomycesHcerevisiaeHencodesHproteinaseHlTHaHvacuolarHenzymeHrequiredHforH
processingHofHvacuolarHprecursorsVH1986THaTHZ]dXUd 356

1666 tdentificationHandHcharacterizationHofHtheHyxβnHgeneHproductHinHhumanHneuroblastomaHcellsHbyH
monoclonalHantibodiesHwithHdefinedHspecificitiesVH1986THc[TH_dZdU[[ 86

1665 üwoUcomponentHregulatoryHsystemsHresponsiveHtoHenvironmentalHstimuliHshareHstronglyHconservedH
domainsHwithHtheHnitrogenHassimilationHregulatoryHgenesHntrmHandHntrnVH1986THc[THbc_XU] 396

1664 xolecularHstructureHofHaHsomaticallyHunstableHtransposableHelementHinHorosophilaVH1986THc[THcac]Uc 245

1663 nloningHandHcharacterizationHofHtheHhighUaffinityHclx’HphosphodiesteraseHofHßaccharomycesH
cerevisiaeVH1986THc[THd[X[Ub 281

1662 lHhumanHoylUbindingHproteinHisHmethylationUspecificHandHsequenceUspecificVH1986THY]THY_ddUaY] 47

1661 ’utativeHdiazepamHbindingHinhibitorHpeptideeHcoylHclonesHfromHratVH1986THc[THbZZYU_ 116

1660 xolecularHcloningHofHproteinH]VYTHaHmajorHstructuralHelementHofHtheHhumanHerythrocyteHmembraneH
skeletonVH1986THc[THd_YZUa 163

1659 xolecularHanalysisHofHtheHmaizeHanthocyaninHregulatoryHlocusHnYVH1986THc[THda[YU_ 360

1658 ’rimaryHstructureHofHtheHhumanHmelanomaUassociatedHantigenHpdbHPmelanotransferrinQHdeducedH
fromHtheHmRylHsequenceVH1986THc[THYZaYU_ 194

1657 xyoglobinHexpressioneHearlyHinductionHandHsubsequentHmodulationHofHmyoglobinHandHmyoglobinH
mRylHduringHmyogenesisVH1986THaTH]_[dU]b 42
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1656 nloningHandHsequencingHofHtheHpertussisHtoxinHgeneseHoperonHstructureHandHgeneHduplicationVH1986TH
c[TH]a[YU_ 287

1655 somologousHgenesHencodeHtwoHdistinctHhistidineUrichHproteinsHinHaHclonedHisolateHofH’lasmodiumH
falciparumVH1986THc[THaXa_Ud 190

1654 xolecularHanalysisHofHtheHoylHsequencesHinvolvedHinHtheHtranscriptionalHregulationHofHtheH
phosphateUrepressibleHacidHphosphataseHgeneHP’sz_QHofHßaccharomycesHcerevisiaeVH1986THc[THaXbXU] 28

1653 lHoylHbindingHproteinHspecificHforHanHoriginHofHreplicationHofHherpesHsimplexHvirusHtypeHYVH1986THc[THa[ZZUa 122

1652 ßurfaceHstructureHrecognizedHforHcovalentHmodificationHofHtheHaspartateHreceptorHinHchemotaxisVH
1986THc[THabXbUYX 37

1651 ßtructureHandHgeneHorganizationHofHbovineHneuromedinHvHprecursorVH1986THc[THbXb]Uc 180

1650 xutationalHanalysisHofHtheHimmunoglobulinHheavyHchainHpromoterHregionVH1986THc[THdaZaU[X 98

1649 yonmuscleHandHmuscleHtropomyosinHisoformsHareHexpressedHfromHaHsingleHgeneHbyHalternativeHRylH
splicingHandHpolyadenylationVH1986THaTH[_cZUd_ 195

1648 nomplementationHofHaHbovineHpapillomaHvirusHlowUcopyUnumberHmutanteHevidenceHforHaHtemporalH
requirementHofHtheHcomplementingHgeneVH1986THaTHc_dUad 60

1647 üheHßaccharomycesHcerevisiaeHchromosomeHtttHleftHtelomereHhasHaHtypeHαTHbutHnotHaHtypeHβOTHlRßH
regionVH1986THaTHY[_ZUa 51

1646 ßubstrateHspecificityHofHaHmammalianHoylHrepairHendonucleaseHthatHrecognizesHoxidativeHbaseH
damageVH1986THaTHYdc[UdX 57

1645 lnHexcisionHeventHthatHmayHdependHonHpatchyHhomologyHforHsiteHspecificityVH1986THaTHZbZbU[X 7

1644 nharacterizationHofHtwoHatypicalHpromotersHandHalternateHmRylHprocessingHinHtheHmouseHühyUYVZH
glycoproteinHgeneVH1986THaTHZdZ[U[Y 68

1643 tsolationHofHhumanHglucoseUaUphosphateHdehydrogenaseHPra’oQHcoylHcloneseHprimaryHstructureHofH
theHproteinHandHunusualH_OHnonUcodingHregionVH1986THY]THZ_YYUZZ 213

1642 üheHstructureHofHtheHmaizeHribosomalHoylHspacerHregionVH1986THY]TH]d_[Uac 154

1641 yucleotideHsequenceHofHtheHüUoylHregionHencodingHtranscriptsHaaHandHabHofHtheHpüiü[bHnopalineHüiH
plasmidVH1986THbTH[[U]Y 8

1640 yicotianaHchloroplastHgenomeeHαVHnorrelationHbetweenHtheHoylHsequencesHandHtheHisoelectricH
focusingHpatternsHofHtheHwßHofHRubiscoVH1986THaTHcYUb 25

1639
ßtructuresHofHtobaccoHchloroplastHgenesHforHtRylPtleQHPnlUQTHtRylHPweuQHPnllQTHtRylHPnysQHPrnlQTH
tRylHPßerQHPUrlQHandHtRylHPührQHPrrUQeHaHcompilationHofHtRylHgenesHfromHtobaccoHchloroplastsVH
1986THbTH[c_UdZ

38
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1638 lnHevolutionaryHconservedHrabbitHüUcellHreceptorHbetaUchainHvariableHregionVH1986THZ[THZaaUbX 14

1637 nharacterizationHofHanHrbcßHgeneHfromHyicotianaHplumbaginifoliaHandHexpressionHofHanHrbcßUnlüH
chimericHgeneHinHhomologousHandHheterologousHnuclearHbackgroundVH1986THZX_THYd[UZXX 32

1636 nloningHandHcompleteHnucleotideHsequenceHofHtheHpscherichiaHcoliHglutamineHpermeaseHoperonH
Pglns’–QVH1986THZX_THZaXUd 138

1635 üranscriptionHterminationHwithinHtheHpscherichiaHcoliHoriginHofHoylHreplicationTHorinVH1986THZX[THYXYUd 28

1634 üheHsigmaUlikeHproductHofHsporulationHgeneHspottlnHofHmacillusHsubtilisHisHtoxicHtoHpscherichiaHcoliVH
1986THZXZTH__Ub 13

1633 nytosineUspecificHoylHmodificationHinterferesHwithHplasmidHestablishmentHinHpscherichiaHcoliHvYZeH
involvementHofHrglmVH1986THZX_TH]adUb_ 67

1632 üheHgeneHforHpscherichiaHcoliHdiadenosineHtetraphosphataseHisHlocatedHimmediatelyHclockwiseHtoH
follHandHformsHanHoperonHwithHksglVH1986THZX_TH_Y_UZZ 43

1631 oylHsequenceHofHtheHcodingHregionHofHtheHswlUm]]HgeneVH1986THZ[TH[daU]XX 47

1630 βeastWpVHcoliHshuttleHvectorsHwithHmultipleHuniqueHrestrictionHsitesVH1986THZTHYa[Ub 1373

1629 ’rimaryHstructureHofHtheHreactionHcenterHfromHRhodopseudomonasHsphaeroidesVH1986THYTH[YZUZ_ 140

1628 ßequenceHofHtheHsmallHsubunitHribosomalHRylHgeneHexpressedHinHtheHbloodstreamHstagesHofH
’lasmodiumHbergheieHevolutionaryHimplicationsVH1986TH[[TH_Z_Ud 81

1627 lHnewHacuteHtransformingHfelineHretrovirusHandHrelationshipHofHitsHoncogeneHvUkitHwithHtheHproteinH
kinaseHgeneHfamilyVH1986TH[ZXTH]Y_UZY 565

1626 ReplacingHtheHcomplementarityUdeterminingHregionsHinHaHhumanHantibodyHwithHthoseHfromHaHmouseVH
1986TH[ZYTH_ZZU_ 1120

1625 wYHfamilyHofHrepetitiveHoylHsequencesHinHprimatesHmayHbeHderivedHfromHaHsequenceHencodingHaH
reverseHtranscriptaseUrelatedHproteinVH1986TH[ZYTHaZ_Uc 205

1624 lHmouseHlocusHatHwhichHtranscriptionHfromHbothHoylHstrandsHproducesHmRylsHcomplementaryHatH
theirH[OHendsVH1986TH[ZZTHZb_Ud 168

1623 nhloroplastHgeneHorganizationHdeducedHfromHcompleteHsequenceHofHliverwortHxarchantiaH
polymorphaHchloroplastHoylVH1986TH[ZZTH_bZU_b] 1430

1622 pxpressionHofHfunctionalHsodiumHchannelsHfromHclonedHcoylVH1986TH[ZZTHcZaUc 473

1621 lHgeneHencodingHaHnovelHglycineUrichHstructuralHproteinHofHpetuniaVH1986TH[Z[THYbcUYcY 174

(1986-1986)

15



1620 numulativeHeffectHofHintragenicHaminoUacidHreplacementsHonHtheHthermostabilityHofHaHproteinVH1986TH
[Z[TH[_aUc 128

1619 nloningHofHcomplementaryHoylHencodingHüUcellHreplacingHfactorHandHidentityHwithHmUcellHgrowthH
factorHttVH1986TH[Z]THbXU[ 363

1618 xolecularHcloningHofHtheHfimbrialHsubunitHgeneHfromHaHbenignHtypeHmHisolateHofmacteroidesHnodosusVH
1986TH[[THb[Ubc 5

1617 ppidermolyticHtoxinHserotypeHmHofßtaphylococcusHaureusisHplasmidUencodedVH1986TH[aTH[YYU[Y] 18

1616 ßequenceHofHtheHnitrobacterHfreundiiHzßaXHchromosomalHampnHbetaUlactamaseHgeneVH1986THY_aTH]]YU_ 75

1615 ’eptideHuptakeHbyHßalmonellaHtyphimuriumVHüheHperiplasmicHoligopeptideUbindingHproteinVH1986TH
Y_cTH_aYUb 59

1614 xolecularHcloningHandHexpressionHofHcoylHforHhumanHantileukoproteaseHfromHcervixHuterusVH1986TH
YaXTHaYUb 77

1613 yucleotideHsequenceHofHtheHstructuralHgeneHforHdihydroorotaseHofHpscherichiaHcoliHvYZVH1986THYaXTHbbUcZ 24

1612 yucleotideHsequenceHandHcharacteristicsHofHtheHgeneHforHwUlactateHdehydrogenaseHofHühermusH
caldophilusHrvZ]HandHtheHdeducedHaminoUacidHsequenceHofHtheHenzymeVH1986THYaXTH][[U]X 53

1611 nloningHofHaHdevelopmentallyHregulatedHtegumentHantigenHofHßchistosomaHmansoniVH1986THZXTHZ_[Ua] 60

1610 yucleotideHsequenceHofHaHcoylHcodingHforHmitochondrialHfumaraseHfromHhumanHliverVH1986THaTHdZYUd 31

1609 üheHstructureHofHaHcoylHcloneHcorrespondingHtoHmouseHcardiacHmuscleHactinHmRylVH1986THaTHb]YUb 5

1608 reneticHanalysisHofHbacterialHplasmidHpromiscuityVH1986THa_THYX[UYZX 9

1607 pxpressionHinHplantsHofHtwoHbacterialHantibioticHresistanceHgenesHafterHprotoplastHtransformationH
withHaHnewHplantHexpressionHvectorVH1986THY]TH_c_bUac 297

1606 pxpressionHofHwassaHvirusHnucleocapsidHgeneHfragmentsHinHbacteriaVH1986THYb_THd[U_ 2

1605 UniversalHgeneticHcodeHevidencedHinHmitochondriaHofnhlamydomonasHreinhardiiVH1986THZ[TH]aZU]ad 30

1604 RepeatedHsequencesHwithHunusualHpropertiesHfromHtheHdivergentHregionHofHnrithidiaHoncopeltiH
maxicircleHkinetoplastHoylVH1986THZX_THYZZUa 4

1603 üheHcarboxyUterminalHregionHofHhaemolysinHZXXYHisHrequiredHforHsecretionHofHtheHtoxinHfromH
pscherichiaHcoliVH1986THZX_THYZbU[[ 100
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1602 üheHmolecularHcloningHandHexpressionHofHaHcellobiaseHgeneHfromHanlgrobacteriumHinpscherichiaH
coliVH1986THZX_THY]aUY_Z 20

1601 üUevenHtypeHphagesHcanHchangeHtheirHhostHrangeHbyHrecombinationHwithHgeneH[]HPtailHfibreQHorHgeneH
Z[HPheadQVH1986THZX_THYaXU[ 6

1600 lHsimpleHnonisotopicHmethodHforHrestrictionHmappingHinHsingleUstrandedHoylHcloningHvectorsHbasedH
onHtakingHtimepointsHduringHprimedHvlenowHsynthesisVH1986TH_THZ[dU]_ 4

1599 RegulationHofHinterUHandHintramolecularHligationHwithHü]HoylHligaseHinHtheHpresenceHofHpolyethyleneH
glycolVH1986THY]THbaYbU[Y 41
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1986THY]THcX]bUaX 87
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1596 yucleotideHsequenceHandHexpressionHofHaH’seudomonasHsavastanoiHcytokininHbiosyntheticHgeneeH
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1595 [xechanismsHofHoxygenUinducedHlungHinjury]VH1986THd]THßYU_

1594 nompleteHnucleotideHsequenceHofHrecoTHtheHstructuralHgeneHforHtheHalphaHsubunitHofHpxonucleaseHфH
ofHpscherichiaHcoliVH1986THY]THc_c[Ud] 73

1593 nloningHaHselectedHfragmentHfromHaHhumanHoylHOfingerprintOeHisolationHofHanHextremelyHpolymorphicH
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originHandHviralHenhancersVH1986THY]THd]XbUZ[ 12

1591 tsolationHandHcomputerUaidedHcharacterizationHofHxmetTHaHtypeHttHrestrictionHendonucleaseHfromH
xethylophilusHmethylotrophusVH1986THY]TH_Z__Ub] 39

1590 tsolationHofHaHdeoxycytidylateHmethylHtransferaseHcapableHofHprotectingHoylHuniquelyHagainstH
cleavageHbyHendonucleaseHRVlquHtHPisoschizomerHofHlvaHtQVH1986THY]TH_YddUZX_ 18

1589 üheH’p’]HgeneHencodesHanHaspartylHproteaseHimplicatedHinHtheHposttranslationalHregulationHofH
ßaccharomycesHcerevisiaeHvacuolarHhydrolasesVH1986THaTHZ_XXUYX 281
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severalHprokaryoticHoylsVH1986THY]THdc][UaX 47
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expressionVH1986THY]TH[_[dU__ 74

1586 ßmallHtandemlyHrepeatedHoylHsequencesHofHhigherHplantsHlikelyHoriginateHfromHaHtRylHgeneH
ancestorVH1986THY]THcYYYUd 40

1585
xechanismHofHautonomousHcontrolHofHtheHpscherichiaHcoliHqHplasmideHdifferentHcomplexesHofHtheH
initiatorWrepressorHproteinHareHboundHtoHitsHoperatorHandHtoHanHqHplasmidHreplicationHoriginVH1986TH
Y]TH_ad[UbYY
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1584 üheHnucleotideHsequenceHandHtranscriptionHofHminicircularHmitochondrialHoylOsHassociatedHwithH
maleUfertileHandHcytoplasmicHmaleUsterileHlinesHofHsugarbeetVH1986THY]THd[_[UbX 39

1583 xolecularHcharacterizationHofHtheHxüUfamilyHofHdispersedHmiddleUrepetitiveHoylHinHrodentH
genomesVH1986THY]THa]X[UYa 42
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1581 nontrolHofHcellHdivisionHinHpscherichiaHcoliVHoylHsequenceHofHdiclHandHofHaHsecondHgeneH
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1579 üheHeffectHofHpreincubationHofHsewaHcellHnucleiHwithHlü’HonHtheHdegradationHofHmononucleosomalH
oylHbyHmicrococcalHnucleaseVH1986THY]TH_]Y[U_]Zd

1578 ßimplifiedHpreparationHofHunidirectionalHdeletionHclonesVH1986THY]TH[aX_ 50

1577 nompleteHnucleotideHsequenceHofHtheHpscherichiaHcoliHrecnHgeneHandHofHtheHthylUrecnHintergenicH
regionVH1986THY]TH]][bU_Y 55

1576 üheHmurineHinterleukinHYHbetaHgeneeHstructureHandHevolutionVH1986THY]THdd__Ua[ 62

1575 xY[HvectorsHwithHübHpolymeraseHpromoterseHtranscriptionHlimitedHbyHoligonucleotidesVH1986THY]THZc[X 21

1574 lctivationHofHtheHltoßHretrovirusHpromoterHbyHtheHcellularHtranscriptionHfactorTHßpYVH1986THZ[ZTHb__Ud 655

1573 nompleteHnucleotideHsequenceHofHtheHpscherichiaHcoliHrecmHgeneVH1986THY]THc_b[UcZ 76

1572 lHsequenceHupstreamHfromHtheHcodingHregionHisHrequiredHforHtheHtranscriptionHofHtheHbßvHRylH
genesVH1986THY]THdZ][UaX 63

1571 lHvectorUprimerUclonerUsequencerHplasmidHforHtheHconstructionHofHcoylHlibrarieseHevidenceHforHaHratH
glyceraldehydeU[UphosphateHdehydrogenaseUlikeHmRylHandHaHferritinHmRylHwithinHtestisVH1986TH_TH]ZbU[_ 16

1570 ßynthesisHofHbovineHprolactinHinHpscherichiaHcoliVH1986TH_THZYUc 12
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Y]THbcc[Uda 133
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1552 ’utativeHpromoterHelementsHforHtheHribosomalHRylHgenesHofHtheHthermoacidophilicH
archaebacteriumHßulfolobusHspVHstrainHmYZVH1987THY_TH__cYUd_ 54
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1547 RandomHcloningHofHbentHoylHsegmentsHfromHpscherichiaHcoliHchromosomeHandHprimaryH
characterizationHofHtheirHstructuresVH1987THY_THacZbU]Y 66
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1532 nloningHofHüryptophanHrenesHofHmrevibacteriumHlactofermentumTHaHrlutamicHlcidUproducingH
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1530 ßeparateHregulatoryHelementsHareHresponsibleHforHtheHcomplexHpatternHofHtissueUspecificHandH
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1516 üheHmaizeHtransposableHelementHosHisHsplicedHfromHRylVH1987THZ[bTHdYaUc 104
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1514 üheHisolationHandHcharacterizationHofHRylHcodedHbyHtheHmicqHgeneHinHpscherichiaHcoliVH1987THY_THZXcdUYXY 66

1513 lHprocedureHforHselectiveHfullHlengthHcoylHcloningHofHspecificHRylHspeciesVH1987THY_TH[dcbUda 45
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1512 pxpressionHofHtheHsyntheticHgeneHofHanHartificialHooüUbindingHpolypeptideHinHpscherichiaHcoliVH1987TH
YTH[[dU][ 29

1511 sighHfrequenciesHofHshortHframeshiftsHinHpolyUnlWürHtandemHrepeatsHborneHbyHbacteriophageHxY[H
inHpscherichiaHcoliHvUYZVH1987THY_TH_[Z[U[c 320
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supercoilingHinHpVHcoliVH1987THY_TH[]YYUZX 3
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1487 RolesHofHcisUactingHelementsHandHchromatinHstructureHinHorosophilaHalcoholHdehydrogenaseHgeneH
expressionVH1987THY_THbdX[UZX 23
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caltrinWseminalplasminVH1987THYTH]Z_U[Y 7
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stimulationVH1987THYaTH]Z_U[a

2

1475 qireflyHluciferaseHgeneeHstructureHandHexpressionHinHmammalianHcellsVH1987THbTHbZ_U[b 2965
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Z[cTHZXdUYY 67
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nampoletisHsonorensisHvirusHgenomeVH1987THYaXTHYZXU[] 43
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1314 tdentificationHandHnucleotideHsequenceHanalysisHofHtheHrepetitiveHoylHelementHinHtheHgenomeHofH
fishHlymphocystisHdiseaseHvirusVH1987THYaYTH_bXUc 28

1313 ßequenceHofHtheHdengueUYHvirusHgenomeHinHtheHregionHencodingHtheHthreeHstructuralHproteinsHandH
theHmajorHnonstructuralHproteinHyßYVH1987THYaYTHZaZUb 103

1312 ’artialHnucleotideHsequenceHofHtheHuapaneseHencephalitisHvirusHgenomeVH1987THY_cTH[]cUaX 93

1311 ’roteolyticHactivityHofHtheHcowpeaHmosaicHvirusHencodedHZ]vHproteinHsynthesizedHinHpscherichiaHcoliVH
1987THY_dTHabUb_ 23

1310 RestrictionHenzymeHaccessibilityHandHRylHpolymeraseHlocalizationHonHtranscriptionallyHactiveHßф]XH
minichromosomesHisolatedHlateHinHinfectionVH1987THY_dTHc]Ud[ 7

1309 lnalysisHofHtheHgenomeHofHsatelliteHpanicumHmosaicHvirusVH1987THY_dTH[ZdU[c 44

1308 pxpressionHofHmyosinHheavyHchainHgeneHinHtheHseaHurchineHcoregulationHwithHmuscleHactinH
transcriptionHinHearlyHdevelopmentVH1987THYZ[THYY_UZ] 9

1307 üheHnucleotideHsequenceHofHtheHamipHgeneHofH’seudomonasHaeruginosaVH1987THZY_THZdYU] 32

1306 lHuniqueHaminoHacidHsubstitutionHinHtheHouterHmembraneHproteinHzmplHcausesHconjugationH
deficiencyHinHpscherichiaHcoliHvUYZVH1987THZZ[TH[cbUdX 32

1305 oifferentialHregulationHofHmuscleHacetylcholineHreceptorHgammaUHandHepsilonUsubunitHmRylsVH1987TH
ZZ[THYX]UYZ 168

1304 yucleotideHsequenceHofHtheHopenHreadingHframesHadjacentHtoHtheHcoatHproteinHcistronHinHpotatoH
virusHαHgenomeVH1987THZY[TH][cU]]Z 48

1303 ’rimaryHstructureHofHhumanHpancreaticHsecretoryHtrypsinHinhibitorHP’ßütQHgeneVH1987THY]dTHa[_U]Y 77

1302 xolecularHcloningHandHinHvivoHexpressionHofHaHprecursorHtoHratHmitochondrialHaspartateH
aminotransferaseVH1987THY]dTHc_dUa_ 64

1301 ßubstitutionHofHanHarginylHresidueHforHtheHactiveHsiteHlysylHresidueHPwysZ_cQHofHaspartateH
aminotransferaseVH1987THY]aTH]YaUZY 28

1300 RatHtrqUtHcoylOsHcontainHmultipleH_OUuntranslatedHregionsVH1987THY]aTHYY_]Ud 70

1299 ßequenceHofHmembraneUassociatedHthyroidHhormoneHbindingHproteinHfromHbovineHlivereHitsHidentityH
withHproteinHdisulphideHisomeraseVH1987THY]aTHY]c_UdZ 111

1298 üheHisolationHandHcharacterisationHofHaHcoylHcloneHforHhumanHlecithinecholesterolHacylHtransferaseH
andHitsHuseHtoHanalyseHtheHgenesHinHpatientsHwithHwnlüHdeficiencyHandHfishHeyeHdiseaseVH1987THY]cTHYaYUd 34

1297 βeastHpyruvateHcarboxylaseeHgeneHisolationVH1987THY]_TH[dXUa 18
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1296 üheHeffectsHofHoylHmethylationHbyHshaHtHmethylaseHonHtheHcleavageHreactionsHbyHsaeHttTHlhaHttHandH
manHtHendonucleasesVH1987THY]_TH]cZUb 10

1295 sumanHliverHtypeHpyruvateHkinaseeHcoylHcloningHandHchromosomalHassignmentVH1987THY][TH][YUc 24

1294 xolecularHcloningHofHtheHßUantigenHcoylHfromHbovineHretinaVH1987THY]ZTHdX]UYX 84

1293 tdentificationHofHtheHRtsHYHoylHfragmentHresponsibleHforHtemperatureHsensitiveHgrowthHofHhostHcellsH
harboringHaHdrugHresistantHfactorHRtsHYVH1987THY]ZTHYXc]Uc 6

1292 pssentialityHofHrluU]cHofHribuloseHbisphosphateHcarboxylaseWoxygenaseHasHdemonstratedHbyH
siteUdirectedHmutagenesisVH1987THY]_THYY_cUa[ 29

1291 ühymineHglycolUoylHglycosylaseWl’HendonucleaseHofHnpxUnYHlymphoblastseHaHhumanHanalogHofH
pscherichiaHcoliHendonucleaseHtttVH1987THY]dTHd[UYXY 19

1290 nloningTHnharacterizationTHandHpxpressionHinHßaccharomycesHnerevisiaeHofHpndoglucanaseHtHfromH
ürichodermaHReeseiVH1987TH_THaXUa] 77

1289 nonstructionHofHaHplasmidHvectorHforHtheHregulatableHhighHlevelHexpressionHofHeukaryoticHgenesHinH
pscherichiaHcolieHanHapplicationHtoHoverproductionHofHchickenHlysozymeVH1987THYTH[ZbU[Z 91

1288 üheHstructureHandHcloningHofHorfHvirusHoylVH1987THY_bTHYUYZ 60

1287 üheHspleenHnecrosisHvirusHintHgeneHproductHexpressedHinHpscherichiaHcoliHhasHoylHbindingHactivityH
andHmediatesHattHandHU_UspecificHoylHmultimerHformationHinHvitroVH1987THY_bTHYZbU[a 10

1286 lutomaticHmanipulationHofHmicrolitreHvolumesHofHliquidHreagentsVH1987THZXTHZZUZa 6

1285 zverdriveHisHaHüUregionHtransferHenhancerHwhichHstimulatesHüUstrandHproductionHinHlgrobacteriumH
tumefaciensVH1987THY_THcdc[Udb 51

1284 nloningHandHheterologousHexpressionHofHanHinsecticidalHdeltaUendotoxinHgeneHfromHmacillusH
thuringiensisHvarVHaizawaiHtnYHtoxicHtoHbothHlepidopteraHandHdipteraVHGeneTH1987TH_ZTHZc_UdX 3.8 37

1283 pxpressionHofHantibodyHcoylHinHmurineHmyelomaHcellseHpossibleHinvolvementHofHadditionalH
regulatoryHelementsHinHtranscriptionHofHimmunoglobulinHgenesVHGeneTH1987THaXTHZX_UYa 3.8 13

1282 nompleteHprimaryHstructureHofHvertebrateHsmoothHmuscleHmyosinHheavyHchainHdeducedHfromHitsH
complementaryHoylHsequenceVHtmplicationsHonHtopographyHandHfunctionHofHmyosinVH1987THYdcTHY][U_b 195

1281 lHnewHvectorHderivedHfromHlgrobacteriumHrhizogenesHplasmidseHaHmicroURiHplasmidHandHitsHuseHtoH
constructHaHminiURiHplasmidVHGeneTH1987TH__THYX_UY] 3.8 34

1280 nloningHofHßtreptococcusHpneumoniaeHoylHfragmentsHinHpscherichiaHcoliHrequiresHvectorsH
protectedHbyHstrongHtranscriptionalHterminatorsVHGeneTH1987TH__THYbdUcb 3.8 116

1279 qunctionalHredundancyHandHstructuralHpolymorphismHinHtheHlargeHsubunitHofHRylHpolymeraseHttVH
1987TH_XTHdXdUY_ 291
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1278 pxtracellularHproductionHofHclonedHalphaUamylaseHbyHpscherichiaHcoliVHGeneTH1987THaYTHYa_Uba 3.8 47

1277 ’lasmidHandHbacteriophageHvectorsHforHexcisionHofHintactHinsertsVHGeneTH1987TH_bTHYd[UZXY 3.8 127

1276 lHfamilyHofHcosmidHvectorsHwithHtheHmultiUcopyHRavHreplicationHoriginVHGeneTH1987TH_bTHZZdU[b 3.8 46

1275 βeastHvpαYHgeneHencodesHaHputativeHproteaseHwithHaHcarboxypeptidaseHmUlikeHfunctionHinvolvedHinH
killerHtoxinHandHalphaUfactorHprecursorHprocessingVH1987TH_XTH_b[Uc] 183

1274 tmmunoblotHtestHwithHrecombinantHstфHantigensVH1987THZTHYXd[ 7

1273 lHsingleHnucleotideHbaseHtransitionHisHtheHbasisHofHtheHcommonHhumanHglucoseUaUphosphateH
dehydrogenaseHvariantHlHPSQVH1987THYTHZZcU[Y 52

1272 nloningHandHnucleotideHsequenceHofHaHcarbomycinUresistanceHgeneHfromHßtreptomycesH
thermotoleransVHGeneTH1987TH_[THb[Uc[ 3.8 66

1271 üheHcompleteHnucleotideHsequenceHofHtheHleftHveryHearlyHregionHofHpscherichiaHcoliHbacteriophageH
’RoYHcodingHforHtheHterminalHproteinHandHtheHoylHpolymeraseVHGeneTH1987TH_bTHYZYU[X 3.8 48

1270
fbcHoperonTHencodingHtheHRieskeHqeUßHproteinHcytochromeHbTHandHcytochromeHcYHapoproteinsH
previouslyHdescribedHfromHRhodopseudomonasHsphaeroidesTHisHfromHRhodopseudomonasH
capsulataVH1987THYd_THZ_Ud

49

1269 ’rimaryHstructureHofHanHalphaUtubulinHgeneHofH’hysarumHpolycephalumVH1987THYd[TH]ZbU[c 47

1268 nloningHofHanHouterHmembraneHproteinHofHyeisseriaHmeningitidisHinHpscherichiaHcoliVH1987TH[TH]]_U_[ 4

1267
yucleotideHsequenceHofHtheHhemagglutininUneuraminidaseHgeneHofHyewcastleHdiseaseHvirusH
avirulentHstrainHoZaeHevidenceHforHaHlongerHcodingHregionHwithHaHcarboxylHterminalHextensionHasH
comparedHtoHvirulentHstrainsVH1987THcTHZYbU[Z

28

1266 yucleotideHsequenceHandHexpressionHofHgeneHnahsHofHplasmidHylsbHandHhomologyHwithHgeneHxylpH
ofHüzwHpΔΔzVHGeneTH1987TH__THYdUZc 3.8 86

1265 lnHnpttUsacmUsacRHcartridgeHforHconstructingHdirectedTHunmarkedHmutationsHinHgramUnegativeH
bacteriaHbyHmarkerHexchangeUevictionHmutagenesisVHGeneTH1987TH_bTHZ[dU]a 3.8 320

1264 UnusualHgeneticHcodesHandHaHnovelHgeneHstructureHforHtRylPlrβßerQHinHstarfishHmitochondrialHoylVH
GeneTH1987TH_aTHZYdU[X 3.8 91

1263 nompleteHcloningHofHtheHouchenneHmuscularHdystrophyHPoxoQHcoylHandHpreliminaryHgenomicH
organizationHofHtheHoxoHgeneHinHnormalHandHaffectedHindividualsVH1987TH_XTH_XdUYb 2064

1262 tsolationHandHstructureHofHtheHrepliconHofHtheHpromiscuousHplasmidHpnUYVHGeneTH1987TH_cTHZYbUZc 3.8 18

1261 lHtransposableHpromoterHandHtransposableHpromoterHprobesHderivedHfromHünYbZYVHGeneTH1987TH_[THYZbU[]3.8 48
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1260
üheHnucleotideHsequenceHofHtheHpeplomerHgeneHofHporcineHtransmissibleHgastroenteritisHvirusH
PürpфQeHcomparisonHwithHtheHsequenceHofHtheHpeplomerHproteinHofHfelineHinfectiousHperitonitisHvirusH
Pqt’фQVH1987THcTH[a[UbY

58

1259 winkageTHphysicalHmappingTHandHoylHsequenceHanalysisHofHpseudoautosomalHlociHonHtheHhumanHαH
andHβHchromosomesVH1987THYTHZ][U_a 129

1258 üheHnucleotideHsequenceHofHcomplementaryHoylHandHtheHdeducedHaminoHacidHsequenceHofH
peroxisomalHcatalaseHofHtheHyeastHnandidaHtropicalisHpvZ[[VHGeneTH1987THaYTH]XYUY[ 3.8 26

1257 lHmethodHforHcloningHmixturesHofHlongTHsyntheticHoligodeoxynucleotidesVH1987TH]THYX_UYX 4

1256 ßtructureUfunctionHanalysisHofHfosHproteineHaHsingleHaminoHacidHchangeHactivatesHtheHimmortalizingH
potentialHofHvUfosVH1987TH]cTHa]bU_b 87

1255 üwoHgeneHduplicationHeventsHinHtheHevolutionHofHtheHhumanHheatUstableHalkalineHphosphatasesVHGene
TH1987THaXTHZabUba 3.8 26

1254 lHnewHshuttleHcosmidHvectorTHpvn_X_THforHstreptomyceteseHitsHuseHinHtheHcloningHofHthreeHdifferentH
spiramycinUresistanceHgenesHfromHaHßtreptomycesHambofaciensHlibraryVHGeneTH1987THaYTHZ[YU]Y 3.8 85

1253 ’urificationHandHoylUbindingHpropertiesHofHqtßHandHninTHtwoHproteinsHrequiredHforHtheH
bacteriophageH’YHsiteUspecificHrecombinationHsystemTHcinVH1987THYdcTH_bdUcb 59

1252 ürypanosomaHbruceiHrepeatedHelementHwithHunusualHstructuralHandHtranscriptionalHpropertiesVH1987
THYd_THc__UbY 144

1251 lHrestrictionHfragmentHlengthHpolymorphismHinHtheH_OHnonUtranscribedHspacerHofHtheHroylHofH
üetrahymenaHthermophilaHinbredHstrainsHmHandHn[VHGeneTH1987TH__THYadUbc 3.8 6

1250 yatureHofHrecombinationHinvolvedHinHexcisionHandHrearrangementHofHhumanHrepetitiveHoylVH1987TH
YdcTH_cdUdc 17

1249 ’rimaryHstructureHofHtheHbcYHcomplexHofHRhodopseudomonasHcapsulataVHyucleotideHsequenceHofH
theHpetHoperonHencodingHtheHRieskeHcytochromeHbTHandHcytochromeHcYHapoproteinsVH1987THYd_THY[UZ] 113

1248 ßequenceHofHaHlepidopteranHtoxinHgeneHofHbacillusHthuringiensisHsubspHkurstakiHyRoUYZVH1987THaTH[XbU[ZZ 19

1247 nloningHofHtheHribomHlocusHofHlspergillusHnidulansVHGeneTH1987TH_[THZd[Uc 3.8 143

1246 ühreeHdifferentHgenesHinHßVHcerevisiaeHencodeHtheHcatalyticHsubunitsHofHtheHclx’UdependentHproteinH
kinaseVH1987TH_XTHZbbUcb 650

1245 üheHßVHcerevisiaeHnonZ_HgeneHproductHregulatesHtheHRlßWadenylateHcyclaseHpathwayVH1987TH]cTHbcdUdd 488

1244 ’reparationHofHlargeHnumbersHofHplasmidHoylHsamplesHinHmicrotiterHplatesHbyHtheHalkalineHlysisH
methodVH1987TH]TH]YU] 23

1243 ßtructuralHanalysisHofHaHvariantHcloneHofHßnyderUüheilenHfelineHsarcomaHvirusVH1987THcTH[]dUaY
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1242 oeterminationHofHtheHnucleotideHsequenceHflankingHtheHdeletionHPXVbaZHtoHXVbcdHmapHunitsQHinHtheH
genomeHofHanHintraperitoneallyHavirulentHsßфUYHstrainHsqpxVH1987THbTHYX_UY_ 17

1241 lHversatileHandHsimplifiedHnonUrandomHstrategyHforHnucleotideHsequencingVHGeneTH1987TH_aTHZ]_U_Z 3.8 13

1240 nonvenientHvectorsHforHcloningHandHsequencingHpcoRtHandHsindtttHfragmentsVHGeneTH1987TH_cTHZdbUc 3.8 8

1239 xulticopyHexpressionHvectorsHcarryingHtheHlacHrepressorHgeneHforHregulatedHhighUlevelHexpressionHofH
genesHinHpscherichiaHcoliVHGeneTH1987TH_YTHZ__Uab 3.8 317

1238 ßtructureHandHfunctionHofHtheHtrpHoperonHcontrolHregionsHofHmrevibacteriumHlactofermentumTHaH
glutamicUacidUproducingHbacteriumVHGeneTH1987TH_[THYdYUZXX 3.8 26

1237 nharacterizationHofHtheHpscherichiaHcoliHmodifiedHcytosineHrestrictionHPmcrmQHgeneVHGeneTH1987THaYTHZbbUcd3.8 25

1236 ReplicationHoriginHPoricQHonHtheHcomplementaryHoylHstrandHofHpscherichiaHcoliHphageHr]eHbiologicalH
propertiesHofHmutantsVHGeneTH1987TH_[THZa_Ub[ 3.8 26

1235 pffectHofHγUoylHonHnucleosomeHplacementVH1987THYdaTH_cYUdX 92

1234 ’roductionHandHdetectionHofHcoliphageHü]HendonucleaseHфHpolyclonalHandHmonoclonalHantibodiesH
usingHstaphylococcalHproteinUlHhybridHproteinsVHGeneTH1987TH_cTHddUYXb 3.8 12

1233 ’ositiveHregulationHofHtheHpscherichiaHcoliHwUrhamnoseHoperonHisHmediatedHbyHtheHproductsHofH
tandemlyHrepeatedHregulatoryHgenesVH1987THYdaTHbcdUdd 80

1232 xolecularHcharacterizationHofHtheHhistoneHgeneHfamilyHofHnaenorhabditisHelegansVH1987THYdaTHZbU[c 31

1231 yucleotideHsequenceHandHexpressionHofHtwoHbetaUtubulinHgenesHinHßtylonychiaHlemnaeVH1987THYdcTHa][U_[ 53

1230 oistinctHprionHproteinsHinHshortHandHlongHscrapieHincubationHperiodHmiceVH1987TH_YTHa_YUaZ 440

1229 lnalysisHofHtheHregulatoryHregionHofHtheHproteaseHtttHPptrQHgeneHofHpscherichiaHcoliHvUYZVHGeneTH1987TH
_]THYc_Ud_ 3.8 15

1228 lHpreUmHcellHnuclearHproteinHthatHspecificallyHinteractsHwithHtheHimmunoglobulinHфUuHrecombinationH
sequencesVH1987TH_YTHdXdUYb 58

1227 xolecularHcloningHandHnucleotideHsequenceHofH’THxHandHqHgenesHofHyewcastleHdiseaseHvirusH
avirulentHstrainHoZaVH1987THbTHZ]YU__ 66

1226 pxpressionHofHwassaHvirusHnucleocapsidHproteinHsegmentsHinHbacteriaeHpurificationHofHhighUlevelH
expressionHproductsHandHtheirHapplicationHinHantibodyHdetectionVHGeneTH1987TH_aTHY[bU]] 3.8 8

1225 pxpressionHofHtheHprotoUoncogeneHintUYHisHrestrictedHtoHspecificHneuralHcellsHinHtheHdevelopingH
mouseHembryoVH1987TH_XTHbdUcc 547
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1224 üheHdevelopmentHofHsubunitHandHsyntheticHvaccinesHusingHrecombinantHoylHtechnologyVH1987TH_THZ[_U_a 2

1223 üransformationHbyHRousHsarcomaHvirusHinducesHaHnovelHgeneHwithHhomologyHtoHaHmitogenicHplateletH
proteinVH1987TH]dTH[ZYUc 200

1222 lHnovelHfamilyHofHvariableHregionHgenesHofHtheHhumanHimmunoglobulinHheavyHchainVH1987THYd_THbaYUc 178

1221 nhemicalHsynthesisHofHaHgeneHcodingHforHhumanHangiogeninTHitsHexpressionHinHpscherichiaHcoliHandH
conversionHofHtheHproductHintoHitsHactiveHformVHGeneTH1987TH_aTHaYUbX 3.8 57

1220 lHsetHofHcassettesHandHimprovedHvectorsHforHgeneticHandHbiochemicalHcharacterizationHofH
’seudomonasHgenesVHGeneTH1987TH_bTHaYUbZ 3.8 80

1219
tsolationHofHtheHstructuralHgenesHforHtheHRieskeHqeUßHproteinTHcytochromeHbHandHcytochromeHcYHallH
componentsHofHtheHubiquinoleHcytochromeHcZHoxidoreductaseHcomplexHofHRhodopseudomonasH
capsulataVH1987THYd_THYUYZ

74

1218 xolecularHcharacterizationHofHtheHoligopeptideHpermeaseHofHßalmonellaHtyphimuriumVH1987THYd_THYZ_U]Z 251

1217 tntegrationHofHsatelliteHbacteriophageH’]HinHpscherichiaHcoliVHoylHsequencesHofHtheHphageHandHhostH
regionsHinvolvedHinHsiteUspecificHrecombinationVH1987THYdaTH]cbUda 104

1216 üauHfactorHfromHpscherichiaHcoliHmediatesHaccurateHandHefficientHterminationHofHtranscriptionHatHtheH
bacteriophageHü[HearlyHterminationHsiteHinHvitroVH1987THYdcTH][Ud 18

1215 nloningHandHnucleotideHsequenceHofHtheHmurineHhspc]HcoylHandHchromosomeHassignmentHofH
relatedHsequencesVHGeneTH1987TH_aTHZdU]X 3.8 85

1214 yucleotideHsequenceHofHtheHnwß]HPnonZ]QHgeneHofHßaccharomycesHcerevisiaeVHGeneTH1987TH_]THYZ_U[Z 3.8 87

1213 ’rimaryHstructureHofHhumanHpancreaticHalphaUamylaseHgeneeHitsHcomparisonHwithHhumanHsalivaryH
alphaUamylaseHgeneVHGeneTH1987THaXTH_bUa] 3.8 64

1212 ßearchingHforHpotentialHγUoylHinHgenomicHpscherichiaHcoliHoylVH1987THYd[TH]]bUa] 27

1211 ßtructureHandHsequenceHofHtheHorosophilaHmelanogasterHcalmodulinHgeneVH1987THYdaTH]bYUc_ 99

1210 lHlowUcopyUnumberHvectorHutilizingHbetaUgalactosidaseHforHtheHanalysisHofHgeneHcontrolHelementsVH
GeneTH1987TH_ZTHZ]_U_a 3.8 101

1209 mranchedHRylHcovalentlyHlinkedHtoHtheH_OHendHofHaHsingleUstrandedHoylHinHßtigmatellaHaurantiacaeH
structureHofHmsoylVH1987TH]cTH]bU_[ 67

1208 lnalysesHofHalphaWbetaUtypeHgliadinHgenesHfromHdiploidHandHhexaploidHwheatsVHGeneTH1987TH_ZTHZ_bUaa 3.8 51

1207 yucleotideHsequenceHofHtheHoylHpolymeraseHgeneHofHherpesHsimplexHvirusHtypeHZHandHcomparisonH
withHtheHtypeHYHcounterpartVHGeneTH1987TH_ZTHYZdU[b 3.8 86
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1206 üheHprimaryHstructureHofHaHperoxisomalHfattyHacylUnolHoxidaseHfromHtheHyeastHnandidaHtropicalisH
pvZ[[VHGeneTH1987TH_YTHYYdUZc 3.8 33

1205 RatHcalmodulinHcoylVH1987THaTHZabUbZ 39

1204 yucleotideHsequenceHofHtheHmouseHalphaHYUacidHglycoproteinHgeneHYVH1987THZaTH_Z]]U_X 26

1203 nloningHandHpxpressionHofHtheHqungalHpxpandaseWhydroxylaseHreneHtnvolvedHinHnephalosporinH
miosynthesisVH1987TH_THYZXbUYZY] 74

1202 nharacterizationHofHrecombinantHhumanHalphaHZUantiplasminHandHofHmutantsHobtainedHbyH
siteUdirectedHmutagenesisHofHtheHreactiveHsiteVH1987THZaTH_Y[[U]X 52

1201 yucleotideHsequenceHandHlinkageHmapHpositionHofHtheHgeneHforHmaizeHchloroplastHribosomalHproteinH
ßY]VH1987THZaTH[YccU[YdZ 10

1200 ’roteinHsortingHinHyeasteHtheHlocalizationHdeterminantHofHyeastHvacuolarHcarboxypeptidaseHβHresidesH
inHtheHpropeptideVH1987TH]cTHccbUdb 317

1199 qunctionalHelementsHofHoylHupstreamHfromHtheHintegraseHoperonHthatHareHconservedHinH
bacteriophagesH][]HandHlambdaVHGeneTH1987THaYTHY[_U]] 3.8 5

1198 nharacterizationHofHcoylHclonesHforHhumanHmyeloperoxidaseeHpredictedHaminoHacidHsequenceHandH
evidenceHforHmultipleHmRylHspeciesVH1987THY_THZXY[UZc 135

1197 üheHexpressionHofHnellulomonasHfimiHcellulaseHgenesHinHmrevibacteriumHlactofermentumVHGeneTH1987
THaYTHYddUZXa 3.8 27

1196 ßequenceHcomparisonsHofHcomplementaryHoylsHencodingHaequorinHisotypesVH1987THZaTHY[ZaU[Z 70

1195 yucleotideHsequenceHofHtheHpyruvateHdecarboxylaseHgeneHfromHγymomonasHmobilisVH1987THY_THYb_[UaY 48

1194 renesHencodingHtwoHlipoproteinsHinHtheHleußUdaclHregionHofHtheHpscherichiaHcoliHchromosomeVH1987TH
YadTH_adZUd 60

1193 pntireHnucleotideHsequenceHofHtheHpullulanaseHgeneHofHvlebsiellaHaerogenesHΔbXVH1987THYadTHZ[XYUa 102

1192 yucleotideHsequenceHofHtheHepidermolyticHtoxinHlHgeneHofHßtaphylococcusHaureusVH1987THYadTH[dYXU_ 62

1191 RhizobiumHmelilotiHnifyHPfixqQHgeneHisHpartHofHanHoperonHregulatedHbyHaHniflUdependentHpromoterH
andHcodesHforHaHpolypeptideHhomologousHtoHtheHnifvHgeneHproductVH1987THYadTH_[d[U]XX 46

1190 pvolutionaryHdiversificationHofHclassHttH’HlociHinHtheHxhcHofHtheHmoleUratHßpalaxHehrenbergiVH1987TH]THZcbUdd 18

1189 RepressorHgeneHfinzHinHplasmidsHRYXXHandHqeHconstitutiveHtransferHofHplasmidHqHisHcausedHbyH
insertionHofHtß[HintoHqHfinzVH1987THYadTHaYdUZ[ 107
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1188 xolecularHcharacterizationHofHtheHvirnHgenesHofHtheHüiHplasmidVH1987THYadTHZ[[aU]] 32

1187 RollingHcircleHreplicationHofHsingleUstrandedHoylHplasmidHpnYd]VVH1987THaTH[ca[U[cad 101

1186 nharacterizationHandHmappingHofHtheHmacillusHsubtilisHprtRHgeneVH1987THYadTH][]Ub 42

1185 nharacterizationHofHtheHvirpHlocusHofHlgrobacteriumHtumefaciensHplasmidHpüin_cVH1987THYadTHY_ZdU[a 50

1184 ßequenceHanalysisHofHtheHYbUkilodaltonUantigenHgeneHfromHRickettsiaHrickettsiiVH1987THYadTHZ[c_UdX 52

1183 RhizobiumHmelilotiHntrlHPrpoyQHgeneHisHrequiredHforHdiverseHmetabolicHfunctionsVH1987THYadTHZ]Z]U[Y 220

1182 oevelopmentalHregulationHofHaHnovelHrepetitiveHproteinHofHürypanosomaHbruceiVH1987THbTHZc[cU]] 139

1181 onalHproteinHisHrequiredHforHreplicationHofHtheHminimalHrepliconHofHtheHbroadUhostUrangeHplasmidH
RvZHinHpscherichiaHcoliVH1987THYadTH]bX[Ud 48

1180 wocationHofHqHplasmidHtransferHoperonHgenesHtranHandHtraΔHandHidentificationHofHtheHtraΔHproductVH
1987THYadTH_YYdUZ] 14

1179 RegulationTHinitiationTHandHterminationHofHtheHcenlHandHcexHtranscriptsHofHnellulomonasHfimiVH1987TH
YadTHa]aU_[ 29

1178 ’lasmidHtransferHinHßtreptomycesHlividanseHidentificationHofHaHkilUkorHsystemHassociatedHwithHtheH
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nzttWnztttHregionHbetweenHanHorthopteranHandHaHdipteranHspeciesVH1988THY]TH]bYUa 24

908 oifferencesHinHtheHregulationHofHaldehydeHdehydrogenaseHgenesHinHlspergillusHnigerHandHlspergillusH
nidulansVH1988THY]THd_UYX[ 13

907 xouseHimmunoglobulinHallotypeseHmultipleHdifferencesHbetweenHtheHnucleicHacidHsequencesHofHtheH
tgpaHandHtgpbHallelesVH1988THZbTHZccUdZ 13

906 yucleotideHsequenceHofHtheH’hysarumHpolycephalumHsmallHsubunitHribosomalHRylHasHinferredHfromH
theHgeneHsequenceeHsecondaryHstructureHandHevolutionaryHimplicationsVH1988THY]THZa_Ub[ 54

905 ’resenceHofHaHchloroplastUlikeHelongatorHtRylxetHgeneHinHtheHmitochondrialHgenomesHofHsoybeanH
andHlrabidopsisHthalianaVH1988THY[THZ__UaX 18

904 üheHolin[HgeneHofHlspergillusHnigereHisolationTHsequenceHandHuseHasHaHselectableHmarkerHforH
transformationVH1988THY]TH[bU]Z 34

903
xolecularHcloningHofHgenesHexpressedHspecificallyHduringHinductionHofHcellHwallHdegradingHenzymesH
fromHßclerotiniaHsclerotiorumHandHpreliminaryHidentificationHofHaHfungalHbetaUgalactosidaseH
encodingHgeneHbyHexpressionHinHpscherichiaHcoliVH1988THY]THdYUd[

9

902 natabolicHinstabilityTHplasmidHgeneHdeletionHandHrecombinationHinHllcaligenesHspVHmRaXVH1988THY_XTHZ[bU][ 55

901 üheH_OUupstreamHregionHofHtheHyeastHZ_ßHrRylHgeneHcontainsHaHpromoterHelementHallowingH
expressionHinHyeastHandHpVHcoliVH1988THY]THZd[U[XZ 6
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900 ’lasmidHassociationsHwithHresidualHnuclearHstructuresHinHßaccharomycesHcerevisiaeVH1988THY[THZdYUb 5

899 xutationHandHcloningHofHclusteredHßtreptomycesHgenesHessentialHforHsulphateHmetabolismVH1988TH
ZYYTH]Y_U]Z[ 18

898
oylHsequenceHofHtheHgeneHscrlHencodingHtheHsucroseHtransportHproteinHpnzymellHofHtheH
phosphotransferaseHsystemHfromHentericHbacteriaeHhomologyHofHtheHpnzymellHandHpnzymellH
proteinsVH1988THZTHdUYb

62

897 zrganizationHandHregulationHofHtheHnorynebacteriumHglutamicumHhomUthrmHandHthrnHlociVH1988THZTH_[UaZ 55

896 lHreplicationHregionHofHtheHtncstHplasmidTHRZbTHisHhighlyHhomologousHwithHtheHRepqtlHrepliconHofHqVH
1988THZTHZYdUZ_ 15

895 nlonedHstructuralHgenesHforHtheHosmoticallyHregulatedHbindingUproteinUdependentHglycineHbetaineH
transportHsystemHP’roUQHofHpscherichiaHcoliHvUYZVH1988THZTHZa_Ubd 47

894 pxpressionHofHaHbiologicallyHactiveHdiphtheriaHtoxinHfragmentHmHinHpscherichiaHcoliVH1988THZTH[[dU]a 10

893 nloningHandHcharacterizationHofHanHalbicidinHresistanceHgeneHfromHvlebsiellaHoxytocaVH1988THZTH]][U_] 42

892 yucleotideHsequenceHandHtranscriptionalHanalysisHofHtheHaernaerlHregionHofHleromonasHsobriaH
encodingHaerolysinHandHitsHregulatoryHregionVH1988THZTH_XbUYb 49

891 üheHproteinHencodedHbyHgvpnHisHaHminorHcomponentHofHgasHvesiclesHisolatedHfromHtheHcyanobacteriaH
lnabaenaHflosUaquaeHandHxicrocystisHspVH1988THZTH_]_U_Z 56

890 xappingHandHcharacterizationHofHmutantsHofHtheHpscherichiaHcoliHcellHdivisionHgeneTHftslVH1988THZTH_cYUc 18

889 sighUlevelHexpressionHandHepitopeHlocalizationHofHtheHmajorHouterHmembraneHproteinHofHnhlamydiaH
trachomatisHserovarHwYVH1988THZTHacYU_ 16

888 ’hylogenyHofHmetabolicHpathwayseHzUacetylserineHsulphydrylaseHlHisHhomologousHtoHtheHtryptophanH
synthaseHbetaHsubunitVH1988THZTHbbbUc[ 42

887 yucleotideHsequenceHandHchromosomalHmappingHofHtheHhumanHcUyesUZHgeneVH1988THbdTHbYXUb 8

886 ’resentationHofHanHlntigenicHoeterminantHfromHsenHpggUΔhiteHwysozymeHonHtheHqlagellarHqilamentH
ofHpscherichiaHnoliVH1988THaTHYXcXUYXc[ 19

885 ürendsHinHtheHoevelopmentHofHmaculovirusHpxpressionHфectorsVH1988THaTH]bU__ 519

884 nharacterizationHofHtheHnoleopteranâ��ßpecificH’roteinHreneHofHmacillusHthuringiensisHфarVH
tenebrionisVH1988THaTHaYUaa 45

883 lssessmentHofHtheHtoxicityHofHtheHclonedHZbHkoaHtoxinHofmacillusHthuringiensisvarVmorrisonistrainH
’rY]VH1988TH_ZTHZdU[Z 3
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882 nloningHinmacillusHsubtilisofHtemperatureUdependentHpromoterHfragmentsHfrommacillusH
stearothermophilusandmacillusHsubtilisVH1988TH_ZTHYX[UYXb 4

881 üheHouterHmembraneHpermeabilityHmutationHofHtheHvirulenceUassociatedHplasmidHofßalmonellaH
typhimuriumisHlocatedHinHatraüUlikeHgeneVH1988TH_ZTHY]_UY_[ 18

880 pxpressionHofHheterologousHgenesHin’seudomonasHputidaunderHtheHcontrolHofHstreptococcalH
promotersVH1988TH_ZTHZb_UZbc 2

879 pxpressionHofHtheHplasmidUencodedHphosphoribulokinaseHgeneHfromllcaligenesHeutrophusVH1988TH
]dTHYUa 38

878 oylHsequenceHofHhaemolysinHgenesHfromnitrobacterHfreundiiVH1988TH]dTHY[YUY[_

877 weakageHofnellulomonasHfimicellulasesHfrompscherichiaHcoliVH1988TH]dTHZbdUZc[ 33

876 nloningHandHsequencingHofHgenesHencodingHtheHbetaHsubunitsHofHtheHlü’UsynthasesH
frompnterobacterHaerogenesandqlavobacteriumHferrugineumVH1988TH_XTHYXYUYXa 11

875 lHoylHinvertaseHfromßtaphylococcusHaureusisHaHmemberHofHtheHsinHfamilyHofHsiteUspecificH
recombinasesVH1988TH_XTHZ_[UZ_c 9

874 lHplasmidHvectorHforHtheHselectionHandHstudyHofHtranscriptionHpromotersHinlzospirillumHbrasilenseVH
1988TH_XTHZbYUZba 16

873 lnHpscherichiaHcoliHenterobactinHclusterHgeneHwithHsequenceHhomologyHtoHtrppHandHpabmVH1988TH_aTH[_U]X 27

872
yucleotideHandHdeducedHaminoHacidHsequenceHofHtheRhodobacterHsphaeroidesgeneHencodingHformH
ttHribuloseUYT_UbisphosphateHcarboxylaseWoxygenaseHandHcomparisonHwithHotherHdeducedHformHtHandH
ttHsequencesVH1988TH__THZYbUZZZ

30

871 somologyHofHperforinHtoHtheHninthHcomponentHofHcomplementHPndQVH1988TH[[]TH_Z_Ub 222

870 RestorationHofHexcitationUcontractionHcouplingHandHslowHcalciumHcurrentHinHdysgenicHmuscleHbyH
dihydropyridineHreceptorHcomplementaryHoylVH1988TH[[aTHY[]Ud 717

869 ’redictedHaminoHacidHsequenceHofHbovineHtyrosineHhydroxylaseHandHitsHsimilarityHtoHtyrosineH
hydroxylasesHfromHotherHspeciesVH1988TH_YTH_bZUc 19

868 xappingHandHcharacterizationHofHmutationsHinducedHbyHbenzo[a]pyreneHdiolHepoxideHatH
dihydrofolateHreductaseHlocusHinHnszHcellsVH1988THY]THYadUc[ 30

867 ’hleomycinHresistanceHasHaHdominantHselectableHmarkerHinHnszHcellsVH1988THY]THZ][U_Z 59

866 nharacterizationHofHsingleUcopyHprobeHfromHvicinityHofHcentromereHofHhumanHchromosomeHYVH1988TH
Y]TH[cYUdY 2

865 ßignalsHimportantHforHhighUlevelHexpressionHofHforeignHgenesHinHlutographaHcalifornicaHnuclearH
polyhedrosisHvirusHexpressionHvectorsVH1988THYabTH_aUbY 185

(1988-1988)

57



864 tdentificationHandHcomparisonHofnampoletisHsonorensisHvirusHtranscriptsHexpressedHfromHfourH
genomicHsegmentsHinHtheHinsectHhostsnampoletisHsonorensisHandseliothisHvirescensVH1988THYabTH[ZdU[]Y 1

863 xolecularHcloningTHcompleteHnucleotideHsequenceTHandHgeneHstructureHofHtheHprovirusHgenomeHofHaH
retrovirusHproducedHinHaHhumanHlymphoblastoidHcellHlineVH1988THYabTH]acU]ba 21

862 tdentificationHandHcharacterizationHofHtheHrepetitiveHoylHelementHinHtheHgenomeHofHinsectH
iridescentHvirusHtypeHaVH1988THYabTH]c_U]da 15

861
oylHnucleotideHsequenceHanalysisHofHtheH’vuttHoylHfragmentHwHofHtheHgenomeHofHinsectHiridescentH
virusHtypeHaHrevealsHaHcomplexHclusterHofHmultipleHtandemTHoverlappingTHandHinterdigitatedH
repetitiveHoylHelementsVH1988THYabTH]dbU_Xa

20

860 nanineHhostHrangeHandHaHspecificHepitopeHmapHalongHwithHvariantHsequencesHinHtheHcapsidHproteinH
geneHofHcanineHparvovirusHandHrelatedHfelineTHminkTHandHraccoonHparvovirusesVH1988THYaaTHZd[U[Xb 128

859 nloningHandHtranscriptionalHanalysisHofHaHvariantHsurfaceHglycoproteinHgeneHexpressionHsiteHinH
ürypanosomaHbruceiVH1988THZcTHYdbUZXa 19

858 xolecularHcloningHandHpartialHcharacterizationHofHribosomalHRylHgenesHfromHürypanosomaHcruziVH
1988THZbTHZb_Ud 38

857 yucleotideHsequenceHandHdeducedHaminoHacidHsequenceHofHaH’lasmodiumHfalciparumHactinHgeneVH
1988THZbTH[Y[UZX 48

856 pxtremelyHdivergedHactinHproteinsHinH’lasmodiumHfalciparumVH1988TH[XTHY][U_[ 65

855 lnHepitopeHrecognisedHbyHinhibitoryHmonoclonalHantibodiesHthatHreactHwithHaH_YHkilodaltonH
merozoiteHsurfaceHantigenHinH’lasmodiumHfalciparumVH1988THZcTHYUYX 107

854 lntigenicHvariationHofHaHcysteineUrichHproteinHinHriardiaHlambliaVH1988THYabTHYXdUYc 127

853 coylHcloningHandHprimaryHstructureHofHyellowHtailHPßeriolaHquinqueradiataQHpregrowthHhormoneVH
1988THbXTH]XYUa 46

852 yucleotideHsequenceHofHtheHrciHgeneHencodingHshufflonUspecificHoylHrecombinaseHinHtheHtnctYH
plasmidHRa]eHhomologyHtoHtheHsiteUspecificHrecombinasesHofHintegraseHfamilyVH1988THZY[TH[XU_ 41

851 ßingleUstrandHoylHcleavagesHbyHeukaryoticHtopoisomeraseHttVH1988THZbTHc[adUbd 83

850 ßtructureHandHchromosomalHlocalizationHofHtheHhumanHrenalHkallikreinHgeneVH1988THZbTH[YZ]Ud 117

849 ’henotypicHandHgeneticHcharacterizationHofHcytochromeHcZHdeficientHmutantsHofHRhodobacterH
sphaeroidesVH1988THZbTHYdYcUZ_ 116

848 ßiteUdirectedHmutagenesisHofHtheHü]HendonucleaseHфHgeneeHroleHofHlysineUY[XVH1988THZbTHYc[ZUc 29

847 lHJselfishJHmHchromosomeHthatHenhancesHitsHtransmissionHbyHeliminatingHtheHpaternalHgenomeVH1988
THZ]XTH_YZU] 145

Citation Report

58



846 pffectHofHpulsedHandHreversingHelectricHfieldsHonHtheHorientationHofHlinearHandHsupercoiledHoylH
moleculesHinHagaroseHgelsVH1988THZbTHa]YbUZ] 23

845 tdentificationHofHtwoHhistidinesHasHcopperHligandsHinHßtreptomycesHglaucescensHtyrosinaseVH1988THZbTH_aYXU_ 58

844 üheHyrqUinducibleHßnrYXHmRylHencodesHaHnovelHmembraneUboundHproteinHpresentHinHgrowthH
conesHandHabundantHinHdevelopingHneuronsVH1988THYTH]a[Uba 219

843 yucleotideHsequenceHofHintegratedHhepatitisHmHvirusHoylHandHhumanHflankingHregionsHinHtheH
genomeHofHtheH’wnW’RqW_HcellHlineVHGeneTH1988THa]THZc_Uda 3.8 15

842 yucleotideHsequencingHofHtheHruvHregionHofHpscherichiaHcoliHvUYZHrevealsHaHwexlHregulatedHoperonH
encodingHtwoHgenesVH1988THYaTHY_]YUd 96

841 фersatileHcloningHvectorsHforHtransientHgeneHexpressionHandHdirectHgeneHtransferHinHplantHcellsVH1988TH
YaTHcbZ_ 119

840 lspergillusHnidulansHcontainsHaHsingleHactinHgeneHwhichHhasHuniqueHintronHlocationsHandHencodesHaH
gammaUactinVHGeneTH1988THbXTHZc[Ud[ 3.8 211

839 ’igHheartHcalpastatineHidentificationHofHrepetitiveHdomainHstructuresHandHanomalousHbehaviorHinH
polyacrylamideHgelHelectrophoresisVH1988THZbTHYda]UbZ 187

838 lHsimpleHandHefficientHprocedureHforHgeneratingHrandomHpointHmutationsHandHforHcodonH
replacementsHusingHmixedHoligodeoxynucleotidesVH1988THbTHYZbU[] 44

837 oirectedHmutagenesisHofHtheHdicyclohexylcarbodiimideUreactiveHcarboxylHresiduesHinHbetaUsubunitHofH
qYUlü’aseHofHpscherichiaHcoliVH1988THZaYTHZZZU_ 15

836 sumanHlysozymeeHsequencingHofHaHcoylTHandHexpressionHandHsecretionHbyHßaccharomycesH
cerevisiaeVH1988THY_XTHbd]UcXY 47

835 xolecularHcloningHofHpscherichiaHcoliHvUYZHggtHandHrapidHisolationHofH
gammaUglutamyltranspeptidaseVH1988THY_XTH[[Uc 51

834 zrganizationHandHexpressionHofHthreeHgenesHfromHtheHsilkmothHearlyHchorionHlocusVH1988THYZ_TH]Z[U[Y 27

833 ’lasmodiumHfalciparumeHthreeHaminoHacidHchangesHinHtheHdihydrofolateHreductaseHofHaH
pyrimethamineUresistantHmutantVH1988THabTH[aYU[ 15

832 ’rimaryHstructureHofHratHliverHserineHdehydrataseHdeducedHfromHtheHcoylHsequenceVH1988THZ[]TH[[YU_ 10

831 yucleotideHsequenceHanalysisHofHcoylsHencodingHaHbovineHgalaninHprecursorHproteinHinHtheHadrenalH
medullaHandHchemicalHisolationHofHbovineHgutHgalaninVH1988THZ[]TH]XXUa 92

830 ’rimaryHandHsecondaryHstructureHofHtheHYcHßHribosomalHRylHofHtheHinsectHspeciesHüenebrioHmolitorVH
1988THZ[ZTHYY_UZX 36

829 nloningHandHhighUlevelHexpressionHofHaHchloroperoxidaseHgeneHfromH’seudomonasHpyrrociniaHinH
pscherichiaHcoliVH1988THZ[cTH[Z_Uc 16
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828 wigandsHtoHtheHZqeHironUsulfurHcenterHinHsuccinateHdehydrogenaseVH1988THZ[ZTHZdcU[XZ 11

827 ’rimaryHstructureHofHporcineHmuscarinicHacetylcholineHreceptorHtttHandHantagonistHbindingHstudiesVH
1988THZ[_THZ_bUaY 79

826 ’hosphorylationHofHthreonineHresiduesHonHclonedHfragmentsHofHtheHoictyosteliumHmyosinHheavyH
chainVH1988THZZbTHbYU_ 3

825 mroadUhostHrangeHexpressionHvectorsHcontainingHmanipulatedHmetaUcleavageHpathwayHregulatoryH
elementsHofHtheHüzwHplasmidVH1988THZZaTHZ]YUa 27

824 tntragenicHsuppressionHinHtheHuvroHgeneHofHpscherichiaHcoliVHtVHüemperatureUsensitiveHuvroH
mutationsVH1988THYd]TH[dU]c 1

823 üheHgenesHencodingHtheHoylHbindingHproteinHandHtheHZ[vHproteaseHofHadenovirusHtypesH]XHandH]YVH
1988THYa[THYUYX 43

822 qunctionalHandHantigenicHdomainsHofHtheHdengueUZHvirusHnonstructuralHglycoproteinHyßUYVH1988THYa[THd[UYX[ 31

821 ßequenceHofHtheHsmallHdoubleUstrandedHRylHgenomicHsegmentHofHinfectiousHbursalHdiseaseHvirusH
andHitsHdeducedHdXUkoaHproductVH1988THYa[THZ]XUZ 80

820 xajorHrearrangementHofHcellularHoylHinHtheHvicinityHofHintegratedHpolyomavirusHoylVH1988THYaZTHYZcU[a 8

819 nonservationHofHaHgeneHclusterHincludingHglycoproteinHmHinHbovineHherpesvirusHtypeHZHPmsфUZQHandH
herpesHsimplexHvirusHtypeHYHPsßфUYQVH1988THYa_TH[ccU]X_ 41

818 nommonHepitopesHofHglycoproteinHmHmapHwithinHtheHmajorHoylUbindingHproteinsHofHbovineH
herpesvirusHtypeHZHPmsфUZQHandHherpesHsimplexHvirusHtypeHYHPsßфUYQVH1988THYa_TH]XaUYc 9

817 nloningHandHsequencingHofHgenesHencodingHstructuralHproteinsHofHavianHinfectiousHbronchitisHvirusVH
1988THYa_TH_cdUd_ 57

816 üheHstructureHofHthreeHbacteriophageHü]HgenesHrequiredHforHtailUtubeHassemblyVH1988THYa]THcYUdX 14

815 lHsubstitutionHinHaHnonconservedHregionHofHpolyomavirusHlargeHüHantigenHwhichHcausesHaH
thermosensitiveHmutationVH1988THYa_THYa_UbY 4

814 yucleotideHsequenceHandHdeducedHaminoHacidHsequenceHofHtheHnonstructuralHproteinsHofHdengueH
typeHZHvirusTHuamaicaHgenotypeeHcomparativeHanalysisHofHtheHfullUlengthHgenomeVH1988THYa_THZ[]U]] 141

813 ßequenceHandHidentificationHofHtheHbarleyHyellowHdwarfHvirusHcoatHproteinHgeneVH1988THYa_TH[XaUd 25

812 reneticHnonstructionHofHwactoseUUtilizingHßtrainsHofH’seudomonasHleruginosaHandHüheirHlpplicationH
inHmiosurfactantH’roductionVH1988THaTHY[[_UY[[d 29

811 nloningHandHsequencingHofHtheHgeneHencodingHtheHphosphatidylcholineUpreferringHphospholipaseHnH
ofHmacillusHcereusVHGeneTH1988THa_THZd[U[X] 3.8 100
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810 tdentificationHandHcharacterizationHofHoriwytTHaHlyticHoriginHofHoylHreplicationHofHppsteinUmarrHvirusVH
1988TH__TH]ZbU[[ 339

809 sighUcellHdensityHfermentationHstudiesHofHrecombinantHpscherichiaHcoliHstrainsHexpressingHhumanH
interleukinUYHbetaVH1988THY[dTHYZdU]a 59

808 üheHroleHofHtheHtraüHgeneHofHtheHßalmonellaHtyphimuriumHvirulenceHplasmidHforHserumHresistanceH
andHgrowthHwithinHliverHmacrophagesVH1988TH_THZb_Uc_ 50

807 ßtructureHandHorganizationHofHxarchantiaHpolymorphaHchloroplastHgenomeVHtVHnloningHandHgeneH
identificationVH1988THZX[THZcYUdc 123

806 qunctionalHcoylHlibrariesHfromHorosophilaHembryosVH1988THZX[TH]Z_U[b 618

805 üheHcpxHproteinsHofHpscherichiaHcoliHvYZVHßtructureHofHtheHcpxlHpolypeptideHasHanHinnerHmembraneH
componentVH1988THZX[TH]abUbc 87

804 oifferentialHeffectsHofHmutationsHinHtheHproteinHandHRylHmoietiesHofHRyaseH’HonHtheHefficiencyHofH
suppressionHbyHvariousHtRylHsuppressorsVH1988THZX]THcbdUcc 68

803 oylHsequenceHanalysisHofHtheHadeaHgeneHofHßchizosaccharomycesHpombeVHΔildUtypeHandHmutantH
allelesHincludingHtheHrecombinationHhostHspotHalleleHadeaUxZaVH1988THZX]THdYbUZ_ 153

802 üranscriptionalHactivationHatHadjacentHoperatorsHinHtheHdivergentUoverlappingHilvβHandHilvnH
promotersHofHpscherichiaHcoliVH1988THZX[THa][Ua[ 96

801 xouseHcytoskeletalHgammaUactineHanalysisHandHimplicationsHofHtheHstructureHofHclonedHcoylHandH
processedHpseudogenesVH1988THZX[THaa_Ub_ 16

800 ouplicatedHregionHofHtheHmouseHgenomeHcontainingHaHcytoplasmicHgammaUactinHprocessedH
pseudogeneHassociatedHwithHlongHinterspersedHrepetitiveHelementsVH1988THZX[THabbUcb 13

799 RetrotransposonUlikeHsequencesHareHexpressedHinHβHchromosomalHlampbrushHloopsHofHorosophilaH
hydeiVH1988THZX[THacdUdb 53

798 ßaturationHmutagenesisHofHtheHünYXUencodedHtetHoperatorHzYVHtdentificationHofHbaseUpairsHinvolvedH
inHüetHrepressorHrecognitionVH1988THZXZTH[dbU]Xa 38

797 ’lasmidHdeletionHformationHinHmacillusHsubtilisVH1988THZXTHZ[U[Z 14

796 ’lasmidHpnolmxUnlY[dHdoesHnotHencodeHaHcolicinHlysisHproteinHbutHcontainsHsequencesHhighlyH
homologousHtoHtheHoHproteinHPresolvaseQHandHtheHoriфHregionHofHtheHminiqHplasmidVH1988THZXTHb_UcZ 16

795 ßpontaneousHinsertionHofHanHtßZHelementHintoHtheHpromoterHregionHofHtheHlacHoperonVH1988THZXTHY][Ub 4

794 qunctionalHandHstructuralHmapHofHpwßüYXXXeHaHmultiresistanceHplasmidHwidelyHdistributedHinH
pnterobacteriaceaeVH1988THZXTHYa[Ua 8

793 nonstructionHofHanHextrachromosomallyHreplicatingHtransformationHvectorHforHoictyosteliumH
discoideumVH1988THZXTHZ]YUc 37
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792 lHrunawayUreplicationHplasmidHpßβ[][HcontainsHtwoHssiHsignalsVH1988THZXTHZaaUbX 12

791 sybridizationHanalysisHofHtheHclassH’HtetracyclineHresistanceHdeterminantHfromHtheHnlostridiumH
perfringensHRUplasmidTHpnΔ[VH1988THYdTHYY[UZX 40

790 nompleteHnucleotideHsequenceHandHgeneticHorganizationHofHtheHbacteriocinogenicHplasmidTHpt’]X]TH
fromHnlostridiumHperfringensVH1988THYdTHY[]U_X 76

789 tdentificationHandHmolecularHgeneticHanalysisHofHreplicationHfunctionsHofHtheHbacteriocinogenicH
plasmidHpt’]X]HfromHnlostridiumHperfringensVH1988THYdTHY_YUaX 46

788 üheHnlostridiumHperfringensHchloramphenicolHresistanceHtransposonHün]]_YHexcisesHpreciselyHinH
pscherichiaHcoliVH1988THYdTHYa]Uc 19

787 zptimalHconditionsHforHtheHuseHofHcoylHprobesHtoHmeasureHtheHconcentrationHofHbarleyHyellowH
dwarfHvirusHinHbarleyHPsordeumHvulgareQVH1988THYdTH[XbUYc 5

786 üheHtropomyosinHmRylsHofHmouseHstriatedHmuscleseHmolecularHcloningHofHbetaUtropomyosinVH1988TH
d_YTHYYbUZZ 9

785 nharacterisationHofHtheHnonbHgeneHproductHofHßaccharomycesHcerevisiaeHasHaHproteinHkinaseHneededH
forHtheHinitiationHofHmitoticHoylHsynthesisVH1988THd_YTH[[_U][ 33

784 lHversatileHclassHofHpositiveUselectionHvectorsHbasedHonHtheHnonviabilityHofHpalindromeUcontainingH
plasmidsHthatHallowsHcloningHintoHlongHpolylinkersVHGeneTH1988THacTHYYdU[c 3.8 417

783 üheHbaboonHapolipoproteinHpHgeneeHstructureTHexpressionTHandHlinkageHwithHtheHgeneHforH
apolipoproteinHnUYVH1988THZTH[Y_UZ[ 41

782 üightlyHregulatedHtacHpromoterHvectorsHusefulHforHtheHexpressionHofHunfusedHandHfusedHproteinsHinH
pscherichiaHcoliVHGeneTH1988THadTH[XYUY_ 3.8 908

781 ’romoterHocclusionHduringHribosomalHRylHtranscriptionVH1988TH_]THdc_UdZ 113

780 oeletionHscreeningHofHtheHouchenneHmuscularHdystrophyHlocusHviaHmultiplexHoylHamplificationVH
1988THYaTHYYY]YU_a 990

779 yucleotideHsequenceHandHtranscriptionalHanalysisHofHaHthirdHfunctionHPqlmQHinvolvedHinHqUplasmidH
maintenanceVHGeneTH1988THaaTHZ_dUac 3.8 59

778 üheHnucleotideHsequenceHofHaHplasmidHdeterminantHforHresistanceHtoHtelluriumHanionsVHGeneTH1988TH
aaTHZ]_U_c 3.8 45

777 lHnovelHmethodHforHgeneratingHaHnestedHsetHofHunidirectionalHdeletionHmutantsHusingHmixedH
oligodeoxynucleotidesVHGeneTH1988THbXTHZX_UYY 3.8 10

776 ßequenceHandHorganizationHofHpoblTHtheHgeneHcodingHforHpUhydroxybenzoateHhydroxylaseTHanH
inducibleHenzymeHfromH’seudomonasHaeruginosaVHGeneTH1988THbYTHZbdUdY 3.8 57

775 tdentificationHofHtheHregionHofHcyanobacterialHplasmidHpoUYHnecessaryHforHreplicationHinHlnabaenaH
spVHstrainHxUY[YVHGeneTH1988THaZTHYXYUd 3.8 23
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774 xulticopyHexpressionHvectorHbasedHonHtemperatureUregulatedHlacHrepressoreHexpressionHofHhumanH
immunodeficiencyHvirusHenvHgeneHinHpscherichiaHcoliVHGeneTH1988THbXTH]Y_Ub 3.8 11

773 yewHyeastUpscherichiaHcoliHshuttleHvectorsHconstructedHwithHinHvitroHmutagenizedHyeastHgenesH
lackingHsixUbaseHpairHrestrictionHsitesVHGeneTH1988THb]TH_ZbU[] 3.8 2697

772 tnHvivoHplasmidHconstructionHbyHintegrativeHrecombinationHwithinHaHY_aHbpHsequenceHhomologyVH
1988TH_THYU] 3

771 lmplificationHofHclonedHoylHasHtandemHmultimersHusingHmspxtUgeneratedHasymmetricHcohesiveH
endsVHGeneTH1988THbYTHYUc 3.8 26

770 nloningHandHoylHsequenceHanalysisHofHtheHcoylHforHtheHprecursorHofHporcineHfollicleHstimulatingH
hormoneHPqßsQHbetaHsubunitVH1988TH__THYXbUYZ 44

769 ßynthesisHofHaHgeneHcodingHforHanHinsectUspecificHscorpionHneurotoxinHandHattemptsHtoHexpressHitH
usingHbaculovirusHvectorsVHGeneTH1988THb[TH]XdUYc 3.8 105

768 ßequenceHofHtheHmacillusHsubtilisHglutamineHsynthetaseHgeneHregionVHGeneTH1988THbYTHZ_bUa_ 3.8 64

767 sighUlevelHproductionHofHhepatitisHmHviralHαHproteinHinHpscherichiaHcoliHusingHgeneHttHpromoterHofH
bacteriophageHxY[VHGeneTH1988THaZTH[Y_UZY 3.8 8

766 marnaseHandHbarstarVHpxpressionHofHitsHclonedHinhibitorHpermitsHexpressionHofHaHclonedHribonucleaseVH
1988THZXZTHdY[U_ 221

765 RoleHofHtheHpotentialHsecondaryHstructuresHinHphageHr]HoriginHofHcomplementaryHoylHstrandH
synthesisVHGeneTH1988THbYTH[Z[U[X 3.8 10

764 lnHUltrabithoraxHproteinHbindsHsequencesHnearHitsHownHandHtheHlntennapediaH’YHpromotersVH1988TH
__THYXadUcY 177

763 pntrapmentHofHrecombinantHplasmidsHinHßea’laqueHagaroseHplugsHandHtheirHrapidHpurificationHfromH
recircularisedHvectorsVHGeneTH1988THa_TH[YdUZ[ 3.8 5

762 üheHsecondaryHstructureHofHribonucleaseH’HRylTHtheHcatalyticHelementHofHaHribonucleoproteinH
enzymeVH1988TH_ZTHYdUZa 211

761 reneticHorganizationHandHnucleotideHsequenceHofHtheHstabilityHlocusHofHtncqttHplasmidHyRYVH1988TH
ZXZTH_YYUZ_ 37

760 üandemHgeneHamplificationHinHvitroHforHrapidHandHefficientHexpressionHinHanimalHcellsVHGeneTH1988THbYTHdUYc3.8 20

759 üranscriptionHterminationHinHpscherichiaHcoliVHxeasurementHofHtheHrateHofHenzymeHreleaseHfromH
RhoUindependentHterminatorsVH1988THZXZTHZbYUc_ 48

758 nloningHandHexpressionHofHtheHpneumococcalHneuraminidaseHgeneHinHpscherichiaHcoliVHGeneTH1988TH
bYTHZddU[X_ 3.8 31

757 lHplasmidHvectorHsystemHforHtheHexpressionHofHaHtriproteinHconsistingHofHbetaUgalactosidaseTHaH
collagenaseHrecognitionHsiteHandHaHforeignHgeneHproductVHGeneTH1988THaZTH__Ua] 3.8 40
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756 orosophilaHldheHaHpromoterHelementHexpandsHtheHtissueHspecificityHofHanHenhancerVH1988TH_[TH]_YUaY 89

755 yucleotideHandHdeducedHaminoHacidHsequenceHofHstpeHtheHbacteriophageHü]HanticodonHnucleaseH
geneVH1988THYddTH[b[Ub 20

754 tmprovedHcatHgeneHcassetteHforHpromoterHanalysisHandHgeneticHconstructionsVHGeneTH1988THabTHZd_Ud 3.8 13

753 RapidHtranscriptionalHregulationHbyHphytochromeHofHtheHgenesHforHphytochromeHandHchlorophyllH
aWbUbindingHproteinHinHlvenaHsativaVH1988THcTH]c]XU_X 120

752 üranscriptHmappingHusingH[[_ß]oylHprobesTHtrichloroacetateHsolventHandHdideoxyHsequencingH
ladderseHaHrapidHmethodHforHidentificationHofHtranscriptionalHstartHpointsVHGeneTH1988THa_THYXYUYX 3.8 43

751 nloningHandHexpressionHofHtwoHcellulaseHgenesHofHnlostridiumHcellulolyticumHinHpscherichiaHcoliVHGene
TH1988THa_TH_YUc 3.8 38

750 lpplicationHofHpartialHrestrictionHprocedureHinHbothHshotgunHandHnonUrandomHstrategiesHforH
nucleotideHsequencingVHGeneTH1988THbXTH]X_Ud 3.8 4

749 sybridHenterotoxinHwüleeßüaHproteinsHandHtheirHprotectionHfromHdegradationHbyHinHvivoHassociationH
withHmUsubunitsHofHpscherichiaHcoliHheatUlabileHenterotoxinVHGeneTH1988THa]THZa_Ub_ 3.8 30

748 lHmultisiteUdirectedHmutagenesisHusingHübHoylHpolymeraseeHapplicationHforHreconstructingHaH
mammalianHgeneVHGeneTH1988THadTHcYUd 3.8 43

747 yucleotideHsequenceHofHtheH’YHattachmentUproteinHgeneHofHxycoplasmaHpneumoniaeVHGeneTH1988TH
a]THZYbUZd 3.8 93

746 nloningHandHcharacterizationHofHcoylsHcodingHforHtheHheavyHandHlightHchainsHofHaHmonoclonalH
antibodyHspecificHforH’seudomonasHaeruginosaHouterHmembraneHproteinHtVHGeneTH1988THb]TH[[_U]_ 3.8 11

745 xutationsHinHtheHnucleotideHbindingHloopHofHadenylateHkinaseHofHpscherichiaHcoliVH1988THZbTH]bYZUZX 113

744 renerationHofHmultipleHindependentHsubstitutionHmutantsHbyHxY[HinHvitroHmutagenesisHusingHaH
singleHmutagenicHoligonucleotideVH1988THbTH_bdUc] 2

743 ßtructuralHanalysisHofHtheHhumanHglucocerebrosidaseHgenesVH1988THbTHYXbUYa 43

742 lHnewHmethodHforHrandomHmutagenesisHofHcompleteHgeneseHenzymaticHgenerationHofHmutantH
librariesHinHvitroVH1988THZTHa[Uc 35

741 xcrlHandHxcrmHrestrictionHphenotypesHofHsomeHpVHcoliHstrainsHandHimplicationsHforHgeneHcloningVH
1988THYaTHY_a[Ub_ 330

740 ßubtleHalterationHofHtheHactiveHsiteHofHribuloseHbisphosphateHcarboxylaseWoxygenaseHbyHconcertedH
siteUdirectedHmutagenesisHandHchemicalHmodificationVH1988THY_ZTH_bdUc] 30

739 ßiteUdirectedHmutagenesisHofHbetaUgalactosidaseHPpVHcoliQHrevealsHthatHtyrU_X[HisHessentialHforH
activityVH1988THY_ZTHYX_XU_ 39
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738 tnvolvementHofHtheHconservedHhistidineUYccHresidueHinHtheHwUlactateHdehydrogenaseHfromHühermusH
caldophilusHrvZ]HinHallostericHregulationHbyHfructoseHYTaUbisphosphateVH1988THY_ZTHYZ[aU]Y 18

737 pxactHlocalizationHofHtheHfamilialHdysbetalipoproteinemiaHassociatedHspatHrestrictionHsiteHinHtheH
promoterHregionHofHtheHl’znYHgeneVH1988THY_ZTHYZcZUc 27

736 nloningTHcharacterizationTHandHexpressionHofHaHhumanHinsulinUlikeHgrowthHfactorHbindingHproteinVH
1988THY_ZTHYZcdUdb 217

735 ßtructureHandHregulationHofHaHligninHperoxidaseHgeneHfromH’hanerochaeteHchrysosporiumVH1988TH
Y__THaZaU[[ 85

734 movineHliverHcoylHclonesHencodingHaHprecursorHofHtheHalphaUsubunitHofHtheHmitochondrialHlü’H
synthaseHcomplexVH1988THY_ZTHZa]Ud 21

733 nloningTHnucleotideHsequenceHandHmolecularHevolutionHofHaHrabbitHprocessedHmetallothioneinHxüUZH
pseudogeneVH1988THY_aTHY]X[UYX 4

732
pxonUintronHorganizationHofHaHgeneHforHpregnancyUspecificHbetaHYUglycoproteinTHaHsubfamilyHmemberH
ofHnplHfamilyeHimplicationsHforHitsHcharacteristicHrepetitiveHdomainsHandHnUterminalHsequencesVH1988TH
Y_aTHacUbb

42

731 nloningHandHexpressionHofHtheHmetalloUproteinaseHinhibitorHPßUx’tQHgeneHfromHßtreptomycesH
nigrescensVH1988THY__TH]cbUdZ 5

730 xutantHisolationHandHcloningHofHtheHgeneHencodingHproteaseHфttHfromHpscherichiaHcoliVH1988THY_[THb_[Ud 33

729 nloningTHnucleotideHsequenceHandHcharacterizationHofHaHyewHγealandHrabbitHmetallothioneinUtHgeneVH
1988THY_[THZXdUYa 16

728 üheHmosquitoHlarvicidalHactivityHofHY[XHkoaHdeltaUendotoxinHofHmacillusHthuringiensisHvarVHisraelensisH
residesHinHtheHbZHkoaHaminoUterminalHfragmentVH1988THY_[THZd]U[XX 17

727 nharacterizationHofHaHnonhemagglutinatingHmutantHofHcanineHparvovirusVH1988THYa[THZ[XUZ 28

726 üranscriptsHofHtheHorosophilaHblastodermUspecificHlocusTHterminusTHareHconcentratedHposteriorlyHandH
encodeHaHpotentialHoylUbindingHfingerVH1988THYZ_THc_Ud_ 32

725 üheHuHkappaHproximalHregionHofHtheHhumanHvHlocusHcontainsHthreeHuncommonHфHkappaHgenesHwhichH
areHarrangedHinHoppositeHtranscriptionalHpolaritiesVH1988THZ_TH]bdUc] 33

724 pxpressionHofHtheHchemicallyHsynthesizedHgeneHforHribonucleaseHüYHinHpscherichiaHcoliHusingHaH
secretionHcloningHvectorVH1988THYb[THaYbUZZ 81

723 üheHpxüwHnicUHcloningHvectorsVHtVHtmprovedHpUnHpolylinkerHregionsHtoHfacilitateHtheHuseHofHsonicatedH
oylHforHnucleotideHsequencingVHGeneTH1988THacTHY[dU]d 3.8 412

722 nonjugalHtransferHofHoylHtoHcyanobacteriaVH1988THYabTHb]bU_] 450

721 lllHspeciesHofHtheHgenusHmordetellaHcontainHgenesHforHpertussisHtoxinHofHmordetellaHpertussisVH1988TH
ZadTHZX_UYX
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720 xiniUxulacHtransposonsHwithHbroadUhostUrangeHoriginsHofHconjugalHtransferHandHreplicationHdesignedH
forHgeneHregulationHstudiesHinHRhizobiaceaeVHGeneTH1988THa[TH]YU_Z 3.8 50

719 mecU[THaHhomeoboxUcontainingHgeneHthatHspecifiesHdifferentiationHofHtheHtouchHreceptorHneuronsHinH
nVHelegansVH1988TH_]TH_UYa 499

718 RapidHinitialHcleavageHofHnascentHpreUrRylHtranscriptsHinHyeastVH1988THYddTHYXbUY[ 29

717 nloningHandHcharacterizationHofHtheH_UaminolevulinateHsynthaseHgenePsQHfromHRhodobacterH
sphaeroidesVHGeneTH1988THbXTHY[dU_Y 3.8 48

716 ßingleUstepHpurificationHofHpolypeptidesHexpressedHinHpscherichiaHcoliHasHfusionsHwithHglutathioneH
ßUtransferaseVHGeneTH1988THabTH[YU]X 3.8 5744

715 ßtructureHandHfunctionHofHtheHßalmonellaHtyphimuriumHandHpscherichiaHcoliHvUYZHhistidineHoperonsVH
1988THZX[TH_c_UaXa 142

714 üheHcompleteHnucleotideHsequenceHofHmurineHbetaUglucuronidaseHmRylHandHitsHdeducedH
polypeptideVH1988THZTHZY_Ud 34

713 ßequenceHanalysisHofHaHprocessedHgeneHcodingHforHmouseHribosomalHproteinHw[ZVHGeneTH1988THb]TH_a_UbX 3.8 5

712 prtttTHaHnewHendoglucanaseHfromHürichodermaHreeseieHtheHcharacterizationHofHbothHgeneHandH
enzymeVHGeneTH1988THa[THYYUZZ 3.8 282

711 lHprocessedHpseudogeneHwithHanHintactHcodingHsequenceHforHratHliverHcytochromeHcHoxidaseHsubunitH
фtcVHGeneTH1988THabTHYZ_U[X 3.8 8

710 ßecretionHofHtheHproenzymeHandHactiveHbovineHpancreaticHphospholipaseHlZHenzymeHbyH
ßaccharomycesHcerevisiaeeHdesignHandHuseHofHaHsyntheticHgeneVHGeneTH1988THa]THZ_bUa] 3.8 19

709 nlusteringHofHhypervariableHminisatellitesHinHtheHproterminalHregionsHofHhumanHautosomesVH1988TH[TH[_ZUaX 292

708 ’hysicalHmapHandHpolyhedrinHgeneHsequenceHofHwymantriaHdisparHnuclearHpolyhedrosisHvirusVHGeneTH
1988THbYTHdbUYX_ 3.8 50

707 nomparativeHanalysisHofHtheHtranscriptsHmappedHinHtheHmamstHoylHfragmentHmHofHavirulentHsßфUYH
sqpxTHvirulentHsßфUYHqTHandHtheirHintratypicHrecombinantHvirusesVH1988THYXTH[Y_UZ] 23

706 yucleotideHsequenceTHtranscriptionHandHdeducedHfunctionHofHaHgeneHinvolvedHinHpolyketideH
antibioticHsynthesisHinHßtreptomycesHcoelicolorVHGeneTH1988THb]TH[X_UZX 3.8 173

705 nloningHofHgenesHencodingHredoxHproteinsHofHknownHaminoHacidHsequenceHfromHaHlibraryHofHtheH
oesulfovibrioHvulgarisHPsildenboroughQHgenomeVHGeneTH1988THabTHb_Uc[ 3.8 30

704 üheHroleHofHindividualHpectateHlyasesHofHprwiniaHchrysanthemiHstrainH[d[bHinHpathogenicityHonH
saintpauliaHplantsVH1988TH[[THd_UYX] 95

703 xolecularHcharacterizationHofHtheHpatatinHmultigeneHfamilyHofHpotatoVHGeneTH1988THaZTHZbU]] 3.8 109
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702 nonstructionHofHaHsyntheticHvariantHofHtheHbacteriophageHfYHgeneHфHbyHassemblingH
oligodeoxynucleotidesHcorrespondingHtoHonlyHoneHstrandHofHoylVHGeneTH1988THbYTH]YUb 3.8 12

701 yucleotideHsequencesHofHtwoHembryonicHdrebrinsTHdevelopmentallyHregulatedHbrainHproteinsTHandH
developmentalHchangeHinHtheirHmRylsVH1988TH]a]THZXbUY_ 29

700 xultipleHformsHofHbetaUamyloidHpeptideHprecursorHRylsHinHaHsingleHcellHtypeVH1988THdTH[[[Uc 21

699 üheHmechanismHofHloadingHofHtheHqw’HrecombinaseHontoHitsHoylHtargetHsequenceVH1988THZX]THZc[Ud] 31

698 yucleotideHsequenceHofHtheHribostamycinHphosphotransferaseHgeneHandHofHitsHcontrolHregionHinH
ßtreptomycesHribosidificusVHGeneTH1988THacTHZc_Uda 3.8 26

697 lnalysisHofHtheHnourseothricinUresistanceHgeneHPnatQHofHßtreptomycesHnourseiVHGeneTH1988THaZTHZXdUYb 3.8 32

696 ßequenceHofHtheH[[caH[OHnucleotidesHofHtheHgenomeHofHtheHlфzYHstrainHrabiesHviruseHstructuralH
similaritiesHinHtheHproteinHregionsHinvolvedHinHtranscriptionVH1988THbXTHYXYdUZd 32

695 yucleotideHsequenceHofHtheHgeneHcodingHforHaHY[XUkoaHmosquitocidalHproteinHofHmacillusH
thuringiensisHisraelensisVHGeneTH1988THaaTHYXbUZX 3.8 22

694 nloningHandHcharacterizationHofHtheHgeneHforHaHmethanolUutilisingHalcoholHdehydrogenaseHfromH
macillusHstearothermophilusVHGeneTH1988THacTHYYUZZ 3.8 11

693 ßtructureHandHregulationHofHcontrollingHsequencesHforHtheHßtreptomycesHcoelicolorHglycerolHoperonVH
1988THZX]TH_adUcX 85

692 tnHvivoHanalysisHofHtheHmechanismsHresponsibleHforHstrongHtranscriptionalHpolarityHinHaHJsenseJH
mutantHwithinHanHintercistronicHregionVH1988TH__TH[_YUaX 27

691 nonstructionHofHaHnewHshuttleHexpressionHvectorHforHmacillusHsubtilisHandHpscherichiaHcoliHbyHusingHaH
polycistronicHsystemVHGeneTH1988THadTH_dUad 3.8 4

690 sighUlevelHexpressionHofHaHfunctionalHhumanHfibrinogenHgammaHchainHinHpscherichiaHcoliVHGeneTH1988TH
aaTHYc[UdZ 3.8 30

689 pxpressionHandHsecretionHofHhumanHatrialHnatriureticHalphaUfactorHinHmacillusHsubtilisHusingHtheH
subtilisinHsignalHpeptideVHGeneTH1988THadTH[dU]b 3.8 26

688 üheHüaqtHOstarOHreactioneHstrandHpreferencesHrevealHhydrogenUbondHdonorHandHacceptorHsitesHinH
canonicalHsequenceHrecognitionVHGeneTH1988THa_THY]dUa_ 3.8 31

687 xolecularHanalysisHofHtheHgeneHencodingHalphaUlyticHproteaseeHevidenceHforHaHpreproenzymeVHGeneTH
1988THadTHZ[bU]] 3.8 58

686 ßtructureHandHbiosynthesisHofHprokaryoticHglycoproteinsVH1988THbXTHY]d[U_X] 28

685 ßtructuralHorganizationHofHtheHmouseHmitochondrialHmalateHdehydrogenaseHgeneVH1988THZXXTHYUYY 41
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684 qourHnovelHUHRylsHareHencodedHbyHaHherpesvirusVH1988TH_]TH_ddUaXb 114

683 üranscriptionalHregulationHandHgeneHarrangementHofHpscherichiaHcoliTHnitrobacterHfreundiiHandH
ßalmonellaHtyphimuriumHbiotinHoperonsVHGeneTH1988THabTHZX[UYY 3.8 26

682 üheHsqtUYHgeneHofHnVHelegansHencodesHaHcollagenHcriticalHforHorganismalHmorphogenesisVH1988TH__TH___Ua_ 110

681 nomplementationHofHmutantsHofHtheHstabilityHlocusHofHtncqttHplasmidHyRYVHpssentialHfunctionsHofHtheH
transUactingHstblHandHstbmHgeneHproductsVH1988THZX]TH[]_U_a 11

680 mroadUhostUrangeHplasmidHandHxY[HbacteriophageUderivedHvectorsHforHpromoterHanalysisHinH
pscherichiaHcoliHandH’seudomonasHaeruginosaVHGeneTH1988THb]TH[b_Uca 3.8 64

679 üwoHgenesHinHßtreptomycesHalbonigerHpuromycinHbiosynthesisHpathwayHareHcloselyHlinkedVHGeneTH
1988THadTHY[_U]X 3.8 15

678 yucleotideHsequenceHanalysisHandHexpressionHofHaHtetracyclineUresistanceHgeneHfromHnampylobacterH
jejuniVHGeneTH1988THaZTHYbUZa 3.8 76

677 üransformationHofH’enicilliumHchrysogenumHusingHdominantHselectionHmarkersHandHexpressionHofHanH
pscherichiaHcoliHlacγHfusionHgeneVHGeneTH1988THaZTHYZbU[] 3.8 179

676 yewHcloningHvectorsHandHtechniquesHforHeasyHandHrapidHrestrictionHmappingVHGeneTH1988THabTHYadUcZ 3.8 58

675 yucleotideHsequenceHofHtheHgeneHforHtheHdeltaH_U[UketosteroidHisomeraseHofH’seudomonasH
testosteroniVHGeneTH1988THadTHYZYUd 3.8 25

674 lHsingleHpointHmutationHinHtheHvUetsHoncogeneHaffectsHbothHerythroidHandHmyelomonocyticHcellH
differentiationVH1988TH__THYY]bU_c 91

673 üranscriptHcharacterisationTHgeneHdisruptionHandHnucleotideHsequenceHofHtheHßaccharomycesH
cerevisiaeHΔsYZHgeneVHGeneTH1988THaaTHZX_UY[ 3.8 13

672 ßubunitHфaHofHhumanHandHbovineHcytochromeHcHoxidaseHisHhighlyHconservedVHGeneTH1988THadTHZ]_U_a 3.8 44

671 ßimpleHandHhighlyHefficientHsiteUspecificHmutagenesisTHbyHligationHofHanHoligodeoxyribonucleotideH
intoHgappedHheteroduplexHoylHinHwhichHtheHtemplateHstrandHcontainsHdeoxyuridineVHGeneTH1988THadTH[YbUZ]3.8 11

670 nloningHandHnucleotideHsequenceHofHtheHßtreptomycesHcoelicolorHgeneHencodingHglutamineH
synthetaseVHGeneTH1988THbYTHZ]bU_a 3.8 54

669 nloningHofHhumanHlysozymeHgeneHandHexpressionHinHtheHyeastHßaccharomycesHcerevisiaeVHGeneTH1988
THaaTHZZ[U[] 3.8 41

668 oifferentialHexpressionHofHtheHhumanHglucocerebrosidaseUcodingHgeneVHGeneTH1988THb[TH]adUbc 3.8 28

667 фectorsHthatHfacilitateHtheHexpressionHandHpurificationHofHforeignHpeptidesHinHpscherichiaHcoliHbyH
fusionHtoHmaltoseUbindingHproteinVHGeneTH1988THabTHZYU[X 3.8 591
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666 lnHpscherichiaHcoliHvectorHtoHexpressHandHpurifyHforeignHproteinsHbyHfusionHtoHandHseparationHfromH
maltoseUbindingHproteinVHGeneTH1988THb]TH[a_Ub[ 3.8 502

665 zrganizationHofHtheHhüxnmHgeneVHtmplicationsHforHtheHevolutionHofHmuscleHandHnonUmuscleH
tropomyosinsVH1988THZXYTH_XbUY_ 66

664 uekyllTHaHfamilyHofHphageUplasmidHshuttleHvectorsVHGeneTH1988THb[THZ]_U_X 3.8 4

663 ßtructuralHhomologyHbetweenHvirulenceUassociatedHbacterialHadenylateHcyclasesVHGeneTH1988THbYTHZd[Uc 3.8 86

662 ßtructuralHorganizationHofHtheHmouseHaspartateHaminotransferaseHisoenzymeHgenesVHtntronsH
antedateHtheHdivergenceHofHcytosolicHandHmitochondrialHisoenzymeHgenesVH1988THZXXTHY[UZZ 37

661 qzß’UYHPfrogHoviductUspecificHproteinUYQHgeneeHcloningHofHcoylHandHinductionHbyHestrogenHinH
primaryHculturesHofHαenopusHoviductHcellsVH1988TH_dTHZ]YUc 9

660 nloningHandHcharacterizationHofHtheHnβncHgeneHmediatingHglucoseHrepressionHinHyeastVHGeneTH1988TH
b[THdbUYYY 3.8 86

659
yucleotideHsequencesHofHtheHpscherichiaHcoliHnagpHandHnagmHgeneseHtheHstructuralHgenesHforHtheH
yUacetylglucosamineHtransportHproteinHofHtheHbacterialHphosphoenolpyruvateeHsugarH
phosphotransferaseHsystemHandHforHglucosamineUaUphosphateHdeaminaseVHGeneTH1988THaZTHYdbUZXb

3.8 77

658 xolecularHcharacterizationHofHyeastHregulatoryHgeneHnlü[HnecessaryHforHglucoseHderepressionHandH
nuclearHlocalizationHofHitsHproductVHGeneTH1988THabTHZ]bU_b 3.8 73

657
lHgeneHfusionHsystemHusingHtheHaminoglycosideH[OUphosphotransferaseHgeneHofHtheH
kanamycinUresistanceHtransposonHündX[eHuseHinHtheHyeastHvluyveromycesHlactisHandHßaccharomycesH
cerevisiaeVHGeneTH1988THadTHYcYUdZ

3.8 44

656 nonstructionHofHversatileHpscherichiaHcoliUUyeastHshuttleHvectorsHforHpromoterHtestingHinH
ßaccharomycesHcerevisiaeVHGeneTH1988THaaTH[Y[Uc 3.8 5

655 pndoproteolyticHcleavageHofHgpYaXHisHrequiredHforHtheHactivationHofHhumanHimmunodeficiencyHvirusVH
1988TH_[TH__Uab 565

654 nompleteHnucleotideHsequenceHofHtheHregionHencompassingHtheHfirstHtwentyUfiveHexonsHofHtheH
humanHproHalphaHYPtQHcollagenHgeneHPnzwYlYQVHGeneTH1988THabTHYX_UY_ 3.8 85

653 lHfamilyHofHversatileHcentromericHvectorsHdesignedHforHuseHinHtheHsectoringUshuffleHmutagenesisH
assayHinHßaccharomycesHcerevisiaeVHGeneTH1988THbXTH[X[UYZ 3.8 231

652 ’romoterUdetectionHvectorsHforHpscherichiaHcoliHwithHmultipleHusefulHfeaturesVHGeneTH1988THa]THZXbUY_ 3.8 22

651 üypeHtttHoylHrestrictionHandHmodificationHsystemsHpco’YHandHpco’Y_VHyucleotideHsequenceHofHtheH
pco’YHoperonTHtheHpco’Y_HmodHgeneHandHsomeHpco’YHmodHmutantsVH1988THZXXTHZ[Ud 95

650 yucleotideHsequencesHofHtheHwZ]Ww_HintercistronicHregionHofH’roteusHvulgarisTHßerratiaHmarcescensH
andHßalmonellaHtyphimuriumVH1988THZX]TH[ZaU[Zd

649 sighlyHefficientHpositiveHselectionHofHrecombinantHplasmidsHusingHaHnovelHrglmUbasedHpscherichiaHcoliH
vUYZHvectorHsystemVHGeneTH1988THaaTHZadUbc 3.8 10
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648 nloningHandHphysicalHcharacterizationHofHkatpHandHkatqHrequiredHforHcatalaseHs’ttHexpressionHinH
pscherichiaHcoliVHGeneTH1988THb[TH[[bU]_ 3.8 118

647 tsolationHandHcharacterizationHofHtheHglyceraldehydeU[UphosphateHdehydrogenaseHgeneHofH
lspergillusHnidulansVHGeneTH1988THadTH]dU_b 3.8 129

646 tsolationHandHanalysisHofHtheHgeneHencodingHperipheralHmyelinHproteinHzeroVH1988THYTHb[Uc[ 265

645 ßingleHaminoHacidHchangesHinHtheHmacillusHthuringiensisHvarVHisraelensisHdeltaUendotoxinHaffectHtheH
toxicityHandHexpressionHofHtheHproteinVH1988THZXZTH_ZbU[_ 55

644 tnvestigationHofHtheHmechanismHofHactiveHsiteHcouplingHinHtheHpyruvateHdehydrogenaseHmultienzymeH
complexHofHpscherichiaHcoliHbyHproteinHengineeringVH1988THZXZTHdbUYXa 52

643 xolecularHcloningHandHoverexpressionHofHtheHglucosamineHsynthetaseHgeneHfromHpscherichiaHcoliVH
1988THbXTHZcbUdX 52

642 pvolutionHofHtheHratHimmunoglobulinHgammaHheavyUchainHgeneHfamilyVHGeneTH1988THb]TH]b[UcZ 3.8 45

641 üwoHhumanHgenesHencodingHtRylPrnnrlyQVHGeneTH1988THa_TH[ZdU[a 3.8 7

640 nloningHandHnucleotideHsequenceHdeterminationHofHtheHisopenicillinHyHsynthetaseHgeneHfromH
ßtreptomycesHclavuligerusVHGeneTH1988THaZTHYcbUda 3.8 90

639 lnalysisHofHtheHnucleotideHsequenceHofHtheH’YHoperonHofHxycoplasmaHpneumoniaeVHGeneTH1988THb[THYb_Uc[3.8 71

638 yatureHandHdistributionHofHsitesHofHtemperatureUsensitiveHfoldingHmutationsHinHtheHgeneHforHtheH’ZZH
tailspikeHpolypeptideHchainVH1988THZX]THaXbUYd 61

637 ’romotersHandHtranscriptionHofHtheHplasmidUmediatedHcitrateUutilizationHsystemHinHpscherichiaHcoliVH
GeneTH1988THacTHYcYUdZ 3.8 13

636 xolecularHcloningHandHcharacterizationHofHtheHmetZHgeneHfromHlscobolusHimmersusVHGeneTH1988THa[THZdbU[Xc3.8 38

635 lHtransUactingHgeneHisHrequiredHforHtheHphenotypicHexpressionHofHaHtyrosinaseHgeneHinHßtreptomycesVH
GeneTH1988THa_THbYUcY 3.8 48

634 ß’lYeHaHgeneHimportantHforHchromosomeHsegregationHandHotherHmitoticHfunctionsHinHßVHcerevisiaeVH
1988TH_]THb][U_] 62

633 nloningHandHnucleotideHsequenceHofHtheHstructuralHgeneHcodingHforHmacillusHsubtilisH
tryptophanylUtRylHsynthetaseVHGeneTH1988THb[TH_[bU][ 3.8 33

632 ßtructureHofHextrachromosomalHcircularHoylsHexcisedHfromHüUcellHantigenHreceptorHalphaHandH
deltaUchainHlociVH1988THZXZTHZYdU[Y 39

631 tnsertionalHrestorationHofHbetaUgalactosidaseHalphaUcomplementationHPwhiteUtoUblueHcolonyH
screeningQHfacilitatesHassemblyHofHsyntheticHgenesVHGeneTH1988THbXTHYaYUbX 3.8 17
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630 qunctionalHexpressionHofHaHsequenceUspecificHendonucleaseHencodedHbyHtheHretrotransposonHRZmmVH
1988TH__THZ[_U]a 148

629 xolecularHcloningHofHtheHmouseHangiotensinogenHgeneVH1988THZTHZ]XUc 52

628 yucleotideHsequenceHofHtheHfusionHandHphosphoproteinHgenesHofHhumanHrespiratoryHsyncytialHPRßQH
virusHwongHstraineHevidenceHofHsubtypeHgeneticHheterogeneityVH1988THYXTHZ]dUaY 59

627 üheHstructureHofHtheHhumanHthyrotropinHbetaUsubunitHgeneVHGeneTH1988THb[TH]cdUdb 3.8 33

626 nompleteHsequenceHofHneutralizationHproteinHф’ZHofHtheHrecentHUßHisolateHbluetongueHvirusH
serotypeHZeHitsHrelationshipHwithHф’ZHspeciesHofHotherHUßHserotypesVH1988THYYTH]dU_c 25

625 sumanHxZUtypeHpyruvateHkinaseeHcoylHcloningTHchromosomalHassignmentHandHexpressionHinH
hepatomaVHGeneTH1988THb[TH_XdUYa 3.8 55

624 pfficientHsecretionHofHtwoHfungalHcellobiohydrolasesHbyHßaccharomycesHcerevisiaeVHGeneTH1988THa[THYX[UYZ3.8 161

623 nloningHandHexpressionHofHtheHphosphoUbetaUgalactosidaseHgenesHonHtheHlactoseHplasmidHandHtheH
chromosomeHofHwactobacillusHcaseiHnZ_bHinHpscherichiaHcoliVH1988THbXTH_Z[Ud 13

622 ßynthesisHofHfunctionalHmouseHcytochromesH’U]_XH’YHandHchimericH’U]_XH’[UYHinHtheHyeastH
ßaccharomycesHcerevisiaeVHGeneTH1988THa_THZX[UYb 3.8 141

621 xolecularHcloningHandHexpressionHofHbovineHkappaUcaseinHinHpscherichiaHcoliVH1988THbYTHZdU]X 14

620 nonstructionHandHpropertiesHofHaHnewHinsertionHvectorTHpuondTHthatHisHprotectedHbyHtranscriptionalH
terminatorsHandHusefulHforHcloningHofHoylHfromHßtreptococcusHpneumoniaeVHGeneTH1988THa]THY__Ua] 3.8 148

619 ’rimaryHstructureHofHaHhormonallyHregulatedHbetaUglucanaseHofHyicotianaHplumbaginifoliaVHGeneTH
1988THbXTHY[UZ[ 3.8 72

618 lnalysisHofHtheHpscherichiaHcoliHglycogenHgeneHclusterHsuggestsHthatHcatabolicHenzymesHareHencodedH
amongHtheHbiosyntheticHgenesVHGeneTH1988THbXTH[a[Uba 3.8 103

617 ßaccharomycesHcerevisiaeHproteinHinvolvedHinHplasmidHmaintenanceHisHnecessaryHforHmatingHofHxlüH
alphaHcellsVH1988THZX]TH_d[UaXa 295

616 qurtherHcharacterizationHofHtheHvirusUspecificHRylsHinHfelineHcalicivirusHinfectedHcellsVH1988THYYTH_dUbZ 52

615 xolecularHbiologicalHcharacterizationHofHequineHherpesvirusHtypeHYHPpsфUYQHisolatesHfromHruminantH
hostsVH1988THYYTHYZbU[d 26

614 lbsenceHofHmutationHinHtheHbetaUamyloidHcoylsHclonedHfromHtheHbrainsHofHthreeHpatientsHwithH
sporadicHllzheimerOsHdiseaseVH1988TH]a]THYZYU[Y 40

613 ßignalHsequenceHofHpreproglycininHaffectsHproductionHofHtheHexpressedHproteinHinHpscherichiaHcoliVH
GeneTH1988THbYTH[]dU_c 3.8 25
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612 lHrapidHandHefficientHmethodHforHtargetedHrandomHmutagenesisVHGeneTH1988THa]TH[Y[Ud 3.8 9

611 nharacterizationHofHpurifiedHhepatitisHmHsurfaceHantigenHcontainingHpreUßPZQHepitopesHexpressedHinH
ßaccharomycesHcerevisiaeVHGeneTH1988THabTHZZdU]_ 3.8 26

610 nloningHandHsequencingHofHcoylHencodingHtheHmatureHformHofHphosphoribulokinaseHfromHspinachVH
GeneTH1988THaaTH__Ua[ 3.8 44

609 yucleotideHsequenceHofHtheHbetaUoUphosphogalactosideHgalactohydrolaseHgeneHofHwactobacillusH
caseieHcomparisonHtoHanalogousHpbgHgenesHofHotherHgramUpositiveHorganismsVHGeneTH1988THaZTHZa[Uba 3.8 72

608 tdentificationHofHtheHbacteriophageHoYXcHkilHgeneHandHofHtheHsecondHregionHofHsequenceH
nonhomologyHwithHbacteriophageHxuVHGeneTH1988THaZTHYYYUd 3.8 5

607 vUjunHencodesHaHnuclearHproteinHwithHenhancerHbindingHpropertiesHofHl’UYVH1988TH_ZTHbX_UYZ 195

606 xolecularHcloningHandHcharacterizationHofHcellularHgenesHwhoseHexpressionHisHrepressedHbyHtheH
adenovirusHpYaHgeneHproductsHandHgrowthHfactorsHinHquiescentHratHcellsVHGeneTH1988THbXTHdbUYXa 3.8 16

605 ßequenceHanalysisHofHtheHgtfnHgeneHfromHßtreptococcusHmutansHrßU_VHGeneTH1988THadTHYXYUd 3.8 136

604 ßequenceHandHstructuralHanalysisHofHtheHalphaUHandHbetaUdinitrogenaseHsubunitsHofHühiobacillusH
ferrooxidansVHGeneTH1988THadTH[[bU][ 3.8 16

603 lHfamilyHofHhighUcopyUnumberHplasmidHvectorsHwithHsingleHendUlabelHsitesHforHrapidHnucleotideH
sequencingVHGeneTH1988THbXTHYbYUd 3.8 113

602 RandomHmutagenesisHusingHdegenerateHoligodeoxyribonucleotidesVHGeneTH1988THb[TH[YdUZ_ 3.8 14

601 nβ’YHPsl’YQHregulatorHofHoxygenUdependentHgeneHexpressionHinHyeastVHtVHzverallHorganizationHofH
theHproteinHsequenceHdisplaysHseveralHnovelHstructuralHdomainsVH1988THZX]THZa[Uba 119

600 yucleotideHsequenceHandHtranscriptionHanalysisHofHyop_YHfromHβersiniaHenterocoliticaHΔZZbX[VH
1988TH_TH]]dU_d 78

599 yucleotideHsequenceHofHtheH[OHterminalHregionHofHplumHpoxHpotyvirusHRylVH1988THYXTH[Z_U[]Y 80

598 vspa[ZtTHaHnovelHclassUttßHrestrictionHendonucleaseHfromHvluyveraHspVHstrainHa[ZHwithHtheHasymmetricH
hexanucleotideHrecognitionHsequenceeH_OUnünüünPyQYU[OH[OUrlrllrPyQ]U_OVHGeneTH1988THaaTH[YU][ 3.8 20

597 wambdaHγl’eHaHbacteriophageHlambdaHexpressionHvectorHwithHinHvivoHexcisionHpropertiesVH1988THYaTHb_c[UaXX 1335

596 xolecularHcloningHandHstructureHofHtheHmouseHinterleukinU_HgeneVH1988THYTH_YUb 15

595 lssemblyHofHaHfunctionalHimmunoglobulinHqvHfragmentHinHpscherichiaHcoliVH1988THZ]XTHYX[cU]Y 905
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594 lHdirectedHnucleotideUsequencingHapproachHforHsingleUstrandedHvectorsHbasedHonHrecloningH
intermediatesHofHaHprogressiveHoylHsynthesisHreactionVHGeneTH1988THabTHY_dUac 3.8 7

593 yucleotideHsequenceHofHtheHregulatoryHgeneHxylRHofHtheHüzwHplasmidHfromH’seudomonasHputidaVH
GeneTH1988THaaTH[XYUa 3.8 112

592 ßimpleHsequenceHoylHassociatedHwithHnearHsequenceHidentityHofHtheH[OUflankingHregionsHofHratH
cytochromeH’]_XbHandH’]_XeHgenesVH1988THbTH[aYUd 12

591 tntracellularHprecursorsHandHsecretionHofHalkalineHextracellularHproteaseHofHβarrowiaHlipolyticaVH1988TH
cTH]dX]UYa 68

590 lHconstitutiveHmemberHofHtheHratHcytochromeH’]_XttmHsubfamilyeHfullUlengthHcodingHsequenceHofHtheH
’]_Xttm[HcoylVH1988THbTHZ_[UaX 34

589 pxpressionHofHcoxsackievirusHm[HcapsidHproteinsHinHpscherichiaHcoliHandHgenerationHofHvirusUspecificH
antiseraVH1988THbTH[XbUYa 40

588 lHmembraneHglycoproteinTHßecYZpTHrequiredHforHproteinHtransportHfromHtheHendoplasmicHreticulumH
toHtheHrolgiHapparatusHinHyeastVH1988THYXbTHc_YUa[ 246

587 lHtransposableHgeneticHelementHassociatedHwithHpositiveHregulationHofHra’oHgeneHexpressionHinH
orosophilaHmelanogasterVH1988TH_ZTHYadUbb 6

586 RibosomalHoylHinsertionHelementsHRYmmHandHRZmmHcanHtransposeHinHaHsequenceHspecificHmannerH
toHlocationsHoutsideHtheHZcßHgenesVH1988THYaTHYX_aYUb[ 45

585 ßequenceHandHorganizationHofHbarleyHyellowHdwarfHvirusHgenomicHRylVH1988THYaTHaXdbUYYY 151

584 ßingleUßtrandedHoylHmindingH’roteinHpncodedHbyHtheHvirpHwocusHofHlgrobacteriumHtumefaciensVH
1988THZ]XTH_XYU] 140

583 qunctionalHdissectionHofH_OHandH[OHextragenicHcontrolHregionsHofHhumanHtRylPфalQHgenesHrevealsHtwoH
differentHregulatoryHeffectsVH1988THbTHcbUdb 17

582 lnticodonHswitchingHchangesHtheHidentityHofHmethionineHandHvalineHtransferHRylsVH1988THZ]ZTHba_Uc 227

581 pxpressionHofHtheHthreeHunlinkedHisocodingHactinHgenesHofH’hysarumHpolycephalumVH1988THbTH[YbUZc 31

580 lHconsensusHsequenceHforHcleavageHbyHvertebrateHoylHtopoisomeraseHttVH1988THYaTH__[[U_a 241

579 lHrelatedHmoderatelyHrepetitiveHoylHfamilyHinHtheHnematodesHlscarisHlumbricoidesHandH’anagrellusH
silusiaeVH1988THYaTHYXc[[U]b 1

578 yucleotideHsequenceHandHevolutionaryHrelationshipsHofHcucumberHmosaicHvirusHPnxфQHstrainseHnxфH
RylHZVH1988THadHPH’tHcQTHYbbbUcb 38

577
yucleotideHsequenceHofHtheHfusionHandHhaemagglutininUneuraminidaseHglycoproteinHgenesHofH
yewcastleHdiseaseHvirusTHstrainHUlstereHmolecularHbasisHforHvariationsHinHpathogenicityHbetweenH
strainsVH1988THadHPH’tH[QTHaY[UZX

83
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576 nloningHandHcharacterizationHofHtheHgeneHencodingHtheHmajorHproteinHofHtheHlUtypeHinclusionHbodyH
ofHcowpoxHvirusVH1988THadHPH’tHYQTH[_U]b 90

575 üheHcompleteHnucleotideHsequenceHofHaHbovineHenterovirusVH1988THadHPH’tHZQTHZ_[Ua[ 68

574 üheHpresenceHofHfiveHnifsUlikeHsequencesHinHnlostridiumHpasteurianumeHsequenceHdivergenceHandH
transcriptionHpropertiesVH1988THYaTH][dU_] 66

573 tnteractionHbetweenHpapUencodedHpilinHandHadhesinHgeneHproductsHofHuropathogenicHpscherichiaH
coliVH1988THYXHßupplHZTHß[XXU_ 2

572 xolecularHcloningHandHgeneticHanalysisHofHaHchloramphenicolHacetyltransferaseHdeterminantHfromH
nlostridiumHdifficileVH1988TH[ZTHYZY[Ub 31

571 oeterminationHofHtheH’rocessingHßitesHofHanHlrabidopsisHZßHllbuminHandHnharacterizationHofHtheH
nompleteHreneHqamilyVH1988THcbTHc_dUaa 194

570 nomparisonHofHtheHleaderHsequencesHofHfourHgroupHlHstreptococcalHxHproteinHgenesVH1988THYaTH]aabUbb 44

569 фisualizationHandHquantitativeHanalysisHofHcomplexHformationHbetweenHpVHcoliHRylHpolymeraseHandH
anHrRylHpromoterHinHvitroVH1988THYaTHdbcdUcXd 118

568 xutagenesisHinducedHbyHsiteHspecificallyHplacedH]OUhydroxymethylU]T_OTcUtrimethylpsoralenHadductsVH
1988THYaTHddaYUbb 31

567
xolecularHcloningHandHcompleteHnucleotideHsequenceHofHanHadultHüHcellHleukaemiaHvirusWhumanHüH
cellHleukaemiaHvirusHtypeHtHPlüwфWsüwфUtQHisolateHofHnaribbeanHorigineHrelationshipHtoHotherHmembersH
ofHtheHlüwфWsüwфUtHsubgroupVH1988THadHPH’tHbQTHYad_UbYX

162

566 ßpnYYHisHrequiredHforHsignalHpeptideHprocessingHandHyeastHcellHgrowthVH1988THYXaTHYX[_U]Z 167

565 lHgrowthHfactorUrepressibleHgeneHassociatedHwithHproteinHkinaseHnUmediatedHinhibitionHofHadipocyteH
differentiationVH1988THYXbTHZbdUca 71

564 tdentificationHofHdistinctHn[bHandHn]bHrecognitionHsitesHinHtheHhumanHn[bWn]bHreceptorHPnRYTHno[_QH
byHdeletionHmutagenesisVH1988THYacTHYaddUbYb 238

563 tsolationTHcharacterizationHandHevolutionaryHrelatednessHofHthreeHmembersHfromHtheHsoybeanH
multigeneHfamilyHencodingHchlorophyllHaWbHbindingHproteinsVH1988THYaTHYX]bbUdZ 26

562 wocationHofHaHneutralizingHepitopeHforHtheHhaemagglutininUneuraminidaseHglycoproteinHofH
yewcastleHdiseaseHvirusVH1988THadHPH’tHcQTHZYY_UZZ 30

561 nhemicalHsynthesisHofHaHgeneHforHhumanHstefinHlHandHitsHexpressionHinHpVHcoliVH1988TH[adTHYXYdU[X 15

560 xolecularHcloningHandHrestrictionHenzymeHmappingHofHanHlfricanHswineHfeverHvirusHisolateHfromH
xalawiVH1988THadHPH’tHbQTHYac[Ud] 37

559 renomeHrearrangementHandHnitrogenHfixationHinHlnabaenaHblockedHbyHinactivationHofHxislHgeneVH
1988THZ]ZTHY]ZYU[ 115
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558 ßtabilityHofHplasmidHsequencesHinHanHacuteH–UfeverHstrainHofHnoxiellaHburnetiiVH1988THY[]THYbd_UYcX_ 10

557 yucleotideHsequenceHofHtheHcapsidHproteinHgeneHandH[OHnonUcodingHregionHofHpapayaHmosaicHvirusH
RylVH1988THadHPH’tHYQTHZYdUZa 24

556 lHoylHbindingHproteinHregulatedHbyHtwU]HandHbyHdifferentiationHinHmHcellsVH1988THZ]ZTHY__dUaZ 63

555
ßequencesHdownstreamHofHtheHglucocorticoidHregulatoryHelementHmediateHcycloheximideHinhibitionH
ofHsteroidHinducedHexpressionHfromHtheHratHalphaHYUacidHglycoproteinHpromotereHevidenceHforHaHlabileH
transcriptionHfactorVH1988THZTHY[][U_Y

84

554 lutocrineHstimulationHofHybZHcellHproliferationHbyHsecretedTHbutHnotHintracellularTHprolactinVH1988THZTHb]XUa 10

553 coylHcloningHandHexpressionHofHaHhumanHplateletUderivedHgrowthHfactorHP’orqQHreceptorHspecificH
forHmUchainUcontainingH’orqHmoleculesVH1988THcTH[]baUca 315

552 üheHsiteUspecificHribosomalHoylHinsertionHelementHRYmmHbelongsHtoHaHclassHofH
nonUlongUterminalUrepeatHretrotransposonsVH1988THcTHYY]UZ[ 139

551
ßtructureHofHtheHratHinsulinUlikeHgrowthHfactorHttHtranscriptionalHuniteHheterogeneousHtranscriptsHareH
generatedHfromHtwoHpromotersHbyHuseHofHmultipleHpolyadenylationHsitesHandHdifferentialHribonucleicH
acidHsplicingVH1988THZTHYYY_UZa

37

550
tdentificationHofHtwoHfactorsHwhichHbindHtoHtheHupstreamHsequencesHofHaHnumberHofHnuclearHgenesH
codingHforHmitochondrialHproteinsHandHtoHgeneticHelementsHimportantHforHcellHdivisionHinHyeastVH1988
THYaTHbZcbU[XY

114

549 nloningHofHaHmembraneHproteinHthatHinducesHaHslowHvoltageUgatedHpotassiumHcurrentVH1988THZ]ZTHYX]ZU_ 496

548 reneticHanalysisHofHtheHtomatoHgoldenHmosaicHvirusVHttVHüheHproductHofHtheHlwYHcodingHsequenceHisH
requiredHforHreplicationVH1988THYaTHbX][UaX 206

547 lldolaseHactivityHofHaH’lasmodiumHfalciparumHproteinHwithHprotectiveHpropertiesVH1988THZ]XTHYX[aUc 75

546 lHgeneticHselectionHforHtemperatureUsensitiveHvariantsHofHtheHgeneHфHproteinHofHbacteriophageHfYVH
1988THYaTHdXZbU[d 16

545 xolecularHanalysisHofHaHyeurosporaHcrassaHgeneHexpressedHduringHconidiationVH1988THcTHZ]YYUc 75

544 cH’lasmidHnloningHфectorsVH1988THZYTHYbdUZX]

543 nharacterizationHofHtheHoriginsHofHreplicationHofHbacteriophageHphiHZdHoylVH1988THYaTH_cd_UdY] 25

542 tdentificationHofHregionsHessentialHforHextrachromosomalHreplicationHandHmaintenanceHofHanH
endogenousHplasmidHinHoictyosteliumVH1988THYaTHacZ_U[b 31

541 üheHalphaUtubulinHgeneHfamilyHexpressedHduringHcellHdifferentiationHinHyaegleriaHgruberiVH1988THYXaTHZX[_U]a 31
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540 üopoisomerHgelHretardationeHdetectionHofHantiUγUoylHantibodiesHboundHtoHγUoylHwithinHsupercoiledH
oylHminicirclesVH1988THYaTHZYU[b 40

539 zverlappingHopenHreadingHframesHrevealedHbyHcompleteHnucleotideHsequencingHofHturnipHyellowH
mosaicHvirusHgenomicHRylVH1988THYaTHaY_bUb[ 110

538 lHnovelHprocedureHforHselectiveHcloningHofHyottHlinkingHfragmentsHfromHmammalianHgenomesVH1988TH
YaTHdYbbUc] 22

537 lHnewHmemberHofHtheHrasHgeneHsuperfamilyHidentifiedHinHaHratHliverHcellHlineVH1988THYaTHddbdUd[ 48

536 seterologousH_OHflankingHregionsHdoHnotHsupportHinHvitroHtemplateHactivityHofHaHorosophilaH
melanogasterHtRylPфal[bQHgeneVH1988THYaTH]Y[bU_[ 2

535 tdentificationHofHtheHcoronavirusHxsфUusxHmRylH]HproductVH1988THadHPH’tH_QTHYX]YU_X 17

534 xolecularHcloningHandHexpressionHofHtheHimipenemUhydrolyzingHbetaUlactamaseHgeneHfromH
’seudomonasHmaltophiliaHinHpscherichiaHcoliVH1988THYXTHcXaUYb 8

533 midirectionalHtransferHfromHaHZ]HbpHborderHrepeatHofHlgrobacteriumHtumefaciensVH1988THYaTHYXZZ_U[a 4

532 lHnewHpVcoliHcloningHvectorHcontainingHaHmelaninHmarkerHforHinsertionHscreeningVH1988THYaTHcbYX 9

531 tsolationHandHstructuralHanalysisHofHaHribosomalHproteinHgeneHinHoVmelanogasterVH1988THYaTH]dY_UZa 14

530 nharacterizationHandHuseHofHtheHorosophilaHmetallothioneinHpromoterHinHculturedHorosophilaH
melanogasterHcellsVH1988THYaTHYX][UaY 421

529 üheHselfUsplicingHintronHinHtheHyeurosporaHapocytochromeHbHgeneHcontainsHaHlongHreadingHframeHinH
frameHwithHtheHupstreamHexonVH1988THYaTHYYZ_U[] 22

528 üheHregulatoryHregionHofHtheHhumanHplasminogenHactivatorHinhibitorHtypeUYHP’ltUYQHgeneVH1988THYaTHZcX_UZ] 75

527 pcoRttHcanHbeHactivatedHtoHcleaveHrefractoryHoylHrecognitionHsitesVH1988THYaTH[ddbU]XXc 120

526 reneHforHtheHdiphtheriaHtoxinUsusceptibleHelongationHfactorHZHfromHxethanococcusHvannieliiVH1988TH
YaTHbcYbUZa 42

525 reneticHanalysisHofHtwoHnewHmutationsHresultingHinHherbicideHresistanceHinHtheHcyanobacteriumH
ßynechococcusHspVH’nnHbXXZVH1988TH[_[U[ad 3

524 RightUhandHborderHregionsHofHoctopineHüUoylHareHrecognizedHbyHRylHpolymeraseHofHlgrobacteriumH
asHwellHasHbyHфiroYHandHфiroZHproteinsVH1988THYaTHba]bUaY 6

523 ’rotectionHofHguineaHpigsHfromHexperimentalHRockyHxountainHspottedHfeverHwithHaHclonedHantigenH
ofHRickettsiaHrickettsiiVH1988THY_cTHZZcU[Y 34
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522 ßtructuralHinterconversionHofHalternatingHpurineUpyrimidineHinvertedHrepeatsHclonedHinHsupercoiledH
plasmidsVH1988THYaTHadY_U[[ 18

521 vineticHanalysisHforHoptimizationHofHoylHligationHreactionsVH1988THYaTHYX[XYUZY 12

520 lnalysisHofHtheHentireHnucleotideHsequenceHofHtheHcrypticHplasmidHofHnhlamydiaHtrachomatisHserovarH
wYVHpvidenceHforHinvolvementHinHoylHreplicationVH1988THYaTH]X_[Uab 77

519 ’lasmidUmediatedHresistanceHtoHthirdUgenerationHcephalosporinsHcausedHbyHpointHmutationsHinH
üpxUtypeHpenicillinaseHgenesVH1988THYXTHcbdUc] 127

518 lHoylHhelicaseHinducedHbyHherpesHsimplexHvirusHtypeHYVH1988THYaTHa_c_Uda 112

517 pscherichiaHcoliHRyaseHoeHsequencingHofHtheHrndHstructuralHgeneHandHpurificationHofHtheH
overexpressedHproteinVH1988THYaTHaZa_Ubc 29

516 üruncationHofHtheHcarboxyUterminalHdomainHofHyeastHbetaUtubulinHcausesHtemperatureUsensitiveH
growthHandHhypersensitivityHtoHantimitoticHdrugsVH1988THYXbTHY]ZbU[_ 34

515 lHtemperatureUsensitiveHmutationHofHtheHßchizosaccharomycesHpombeHgeneHnucZSHthatHencodesHaH
nuclearHscaffoldUlikeHproteinHblocksHspindleHelongationHinHmitoticHanaphaseVH1988THYXaTHYYbYUc[ 219

514 oemarcationHofHaHsequenceHinvolvedHinHmediatingHcataboliteHrepressionHofHtheHgeneHforHtheHYYHkoaH
subunitHфtttHofHubiquinolUcytochromeHcHoxidoreductaseHinHßaccharomycesHcerevisiaeVH1988THYaTH_bdbUcYY 31

513 ’rokaryoticHexpressionHofHimmunogenicHpolypeptidesHofHtheHlargeHphosphoproteinHPppY_XQHofH
humanHcytomegalovirusVH1988THadHPH’tHaQTHYYd_UZX] 48

512 ßtructureHandHexpressionHofHtheH’szcXHgeneHofHßaccharomycesHcerevisiaeVH1988THYaTHZaZ_U[b 33

511 tdentificationHofHsequenceUspecificHoylUbindingHfactorsHbyHlabelHtransfereHapplicationHtoHtheH
adenovirusUZHmajorHlateHpromoterVH1988THYaTH_YdU[_ 11

510 nonstructionHofHnovelHeukaryoticHtransfectionUvectorTHpuywUYVH1988THYaTHbad 3

509 ßplicingHandHspliceosomeHformationHofHtheHyeastHxlüaYHtranscriptHrequireHaHminimumHdistanceH
fromHtheH_OHspliceHsiteHtoHtheHinternalHbranchHacceptorHsiteVH1988THYaTHd]_bUb_ 12

508 lHcorrectionHinHtheHnucleotideHsequenceHofHtheHündX[HkanamycinHresistanceHdeterminantHinHpUn]vVH
1988THYaTH[_c 169

507 ßpatialHandHtemporalHexpressionHofHtheHperiodHgeneHinHorosophilaHmelanogasterVH1988THZTHZZcU[c 134

506 pUnHvectorsHcapableHofHconferringHneomycinHresistanceHtoHeukaryoticHcellsVH1988THYaTHbb[a 5

505 metaUsubunitHofHlü’UsynthaseeHaHusefulHmarkerHforHstudyingHtheHphylogeneticHrelationshipHofH
eubacteriaVH1988THY[]THZcY_UZY 13
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504 nloningHandHexpressionHofHtheHimipenemUhydrolyzingHbetaUlactamaseHoperonHfromH’seudomonasH
maltophiliaHinHpscherichiaHcoliVH1988TH[ZTHcYdUZa 26

503 lnHexpressionHcassetteHforHtargetingHforeignHproteinsHintoHchloroplastsVH1988THYaTHYY[cX 43

502 RzαYHencodesHaHhemeUinducedHrepressionHfactorHregulatingHlymYHandHnβnbHofHßaccharomycesH
cerevisiaeVH1988THcTH]a_YUc 116

501 xolecularHanalysisHofHrny[THaHtranslationalHactivatorHofHrny]eHevidenceHforHposttranslationalH
controlHofHrny[HregulatoryHfunctionVH1988THcTH]cXcUZX 85

500 üwoHdistinctHgenesHforHlo’Wlü’HtranslocaseHareHexpressedHatHtheHmRylHlevelHinHadultHhumanHliverVH
1988THc_TH[bbUcY 130

499
tdentificationHofHaHoylHsegmentHthatHisHnecessaryHandHsufficientHforHalphaUspecificHgeneHcontrolHinH
ßaccharomycesHcerevisiaeeHimplicationsHforHregulationHofHalphaUspecificHandHaUspecificHgenesVH1988TH
cTH[XdUZX

115

498 mUcellHcontrolHregionHatHtheH_OHendHofHaHmajorHhistocompatibilityHcomplexHclassHttHgeneeHsequencesH
andHfactorsVH1988THcTH[db_Ucb 72

497
βeastHregulatoryHgeneHrlw[eHcarbonHregulationfHUlßralHelementsHinHcommonHwithHrlwYTHrlwZTH
rlwbTHrlwYXTHrlwcXTHandHxpwYfHencodedHproteinHstrikinglyHsimilarHtoHyeastHandHpscherichiaHcoliH
galactokinasesVH1988THcTH[][dU]b

106

496 ßelfUincompatibilityHgenesHofHmrassicaHoleraceaeHpxpressionTHisolationTHandHstructureVH1988THc_TH___YU_ 156

495 lHrepressorHheterodimerHbindsHtoHaHchimericHoperatorVH1988THc_TH_c[]Uc 27

494 βeastHgeneHRlo_ZHcanHsubstituteHforHphageHü]HgeneH]aHorH]bHinHcarryingHoutHrecombinationHandH
oylHrepairVH1988THc_THacZYU_ 14

493 ßiteUdirectedHmutagenesisHidentifiesHaHtyrosineHradicalHinvolvedHinHtheHphotosyntheticH
oxygenUevolvingHsystemVH1988THc_TH]ZbU[X 403

492 lH]XUbaseUpairHsequenceHinHtheH[OHendHofHtheHbetaUactinHgeneHregulatesHbetaUactinHmRylH
transcriptionHduringHmyogenesisVH1988THc_THY[cdUd[ 80

491 ßequenceHandHstructuralHrequirementsHofHaHherpesHsimplexHviralHoylHreplicationHoriginVH1988THcTH]XYcUZb 53

490 tsolationTHsequencingTHandHdisruptionHofHtheHnvlYHgeneHencodingHtheHalphaHsubunitHofHyeastHcaseinH
kinaseHttVH1988THcTH]dcYUdX 131

489 tdentificationHofHtwoHtranscriptionHfactorsHthatHbindHtoHspecificHelementsHinHtheHpromoterHofHtheH
adenovirusHearlyUregionH]VH1988THcTHYZdXU[XX 67

488 ’utativeHgenesHofHaHvariantUspecificHantigenHgeneHtranscriptionHunitHinHürypanosomaHbruceiVH1988THcTHZ[abUbc 96

487 ppitopeHmappingHofHhumanHfactorHфtttHinhibitorHantibodiesHbyHdeletionHanalysisHofHfactorHфtttH
fragmentsHexpressedHinHpscherichiaHcoliVH1988THc_THaY_ZUa 104

Citation Report

78



486 sumanHimmunodeficiencyHvirusHhasHanHasparticUtypeHproteaseHthatHcanHbeHinhibitedHbyHpepstatinHlVH
1988THc_THaaYZUa 295

485
oerivedHproteinHsequenceTHoligosaccharidesTHandHmembraneHinsertionHofHtheHYZXUkoaHlysosomalH
membraneHglycoproteinHPlgpYZXQeHidentificationHofHaHhighlyHconservedHfamilyHofHlysosomalH
membraneHglycoproteinsVH1988THc_THb_bbUcY

118

484 yucleotideHsequenceHofHtheHgeneticHlociHencodingHsubunitsHofHmradyrhizobiumHjaponicumHuptakeH
hydrogenaseVH1988THc_THc[d_Ud 104

483 arclHPdyeQTHaHglobalHregulatoryHgeneHinHpscherichiaHcoliHmediatingHrepressionHofHenzymesHinHaerobicH
pathwaysVH1988THc_THYcccUdZ 370

482 yuslHproteinHisHnecessaryHandHsufficientHinHvitroHforHphageHlambdaHyHgeneHproductHtoHsuppressHaH
rhoUindependentHterminatorHplacedHdownstreamHofHnutwVH1988THc_THZ]d]Uc 68

481 pvidenceHthatHglutamicHacidHYabHisHanHactiveUsiteHresidueHofHßhigaUlikeHtoxinHtVH1988THc_THZ_acUbZ 138

480 xolecularHcloningHofHaHcoylHencodingHtheHhumanHßmUoHautoantigenVH1988THc_TH]c[ZUa 129

479 üypeHYHplasminogenHactivatorHinhibitorHgeneeHfunctionalHanalysisHandHglucocorticoidHregulationHofHitsH
promoterVH1988THc_TH__Z_Ud 209

478 RoleHofHtheHoverdriveHsequenceHinHüUoylHborderHcleavageHinHlgrobacteriumVH1988THc_THc__cUaZ 59

477 tdentificationHandHpurificationHofHaHorosophilaHproteinHthatHbindsHtoHtheHterminalH[YUbaseUpairH
invertedHrepeatsHofHtheH’HtransposableHelementVH1988THc_THcdZdU[[ 95

476 oylHsequencingHwithHühermusHaquaticusHoylHpolymeraseHandHdirectHsequencingHofHpolymeraseH
chainHreactionUamplifiedHoylVH1988THc_THd][aU]X 637

475 rbcßHgenesHinHßolanumHtuberosumeHconservationHofHtransitHpeptideHandHexonHshufflingHduringH
evolutionVH1988THc_THc]aU_X 86

474 tllegitimateHrecombinationHinducedHbyHbenzo[a]pyreneHdiolHepoxideHinHpscherichiaHcoliVH1988THc_THYX][Ua 18

473 lgrobacteriumHtumefaciensHvirpHoperonHencodesHaHsingleUstrandedHoylUbindingHproteinVH1988THc_THZdXdUY[ 104

472 RßqYXYXHandHaHconjugativeHplasmidHcontainHsulttTHoneHofHtwoHknownHgenesHforHplasmidUborneH
sulfonamideHresistanceHdihydropteroateHsynthaseVH1988TH[ZTHYac]UdZ 103

471 ßlxZHencodesHtheHsecondHmethionineHßUadenosylHtransferaseHinHßaccharomycesHcerevisiaeeH
physiologyHandHregulationHofHbothHenzymesVH1988THcTH_Y[ZUd 134

470 lHgeneHencodingHtheHmajorHbetaHtubulinHofHtheHmitoticHspindleHinH’hysarumHpolycephalumH
plasmodiaVH1988THcTHYZb_UcY 32

469 ßtructureHandHtranscriptionHofHtheHactinHgeneHofHürypanosomaHbruceiVH1988THcTHZYaaUba 111
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468 ’rimaryHstructureHofHtheHhumanHxZHmitochondrialHautoantigenHofHprimaryHbiliaryHcirrhosiseH
dihydrolipoamideHacetyltransferaseVH1988THc_THb[YbUZY 239

467 ’otentialHpositiveHandHnegativeHautoregulationHofHpaXcUsrcHbyHintermolecularHautophosphorylationVH
1988THc_TH]Z[ZUa 156

466 nhickenHhomologHofHtheHmosHprotoUoncogeneVH1988THcTHdZ[Ud 57

465 lHregulatoryHregionHresponsibleHforHprolineUspecificHinductionHofHtheHyeastH’UüZHgeneHisHadjacentHtoH
itsHülülHboxVH1988THcTH]a[]U]Y 40

464 rlwYYHproteinTHanHauxiliaryHtranscriptionHactivatorHforHgenesHencodingHgalactoseUmetabolizingH
enzymesHinHßaccharomycesHcerevisiaeVH1988THcTH]ddYUd 143

463 RegulatoryHmyosinHlightUchainHgenesHofHnaenorhabditisHelegansVH1988THcTH_[[dU]d 48

462 UnitUlengthHlineUYHtranscriptsHinHhumanHteratocarcinomaHcellsVH1988THcTHY[c_Udb 290

461 üranscriptionHinterferesHwithHelementsHimportantHforHchromosomeHmaintenanceHinHßaccharomycesH
cerevisiaeVH1988THcTHZYc]Ud] 149

460 xolecularHcloningHofHtheHcoylHforHaHmutantHmouseHribonucleotideHreductaseHxYHthatHproducesHaH
dominantHmutatorHphenotypeHinHmammalianHcellsVH1988THcTHZadcUbX] 48

459 xolecularHcharacterizationHandHnucleotideHsequenceHofHtheH’seudomonasHaeruginosaHelastaseH
structuralHgeneVH1988THYbXTH][XdUY] 194

458 RoleHofHaHphenazineHantibioticHfromH’seudomonasHfluorescensHinHbiologicalHcontrolHofH
raeumannomycesHgraminisHvarVHtriticiVH1988THYbXTH[]ddU_Xc 582

457 ßtructureHandHtranscriptionHanalysisHofHtheHgeneHencodingHaHcellobiaseHfromHlgrobacteriumHspVH
strainHlünnHZY]XXVH1988THYbXTH[XYUb 51

456 nompleteHnucleotideHsequenceHofHtheHßtreptomycesHlividansHplasmidHptuYXYHandHcorrelationHofHtheH
sequenceHwithHgeneticHpropertiesVH1988THYbXTH]a[]U_Y 136

455 nommonHancestryHofHpscherichiaHcoliHpyruvateHoxidaseHandHtheHacetohydroxyHacidHsynthasesHofHtheH
branchedUchainHaminoHacidHbiosyntheticHpathwayVH1988THYbXTH[d[bU]_ 60

454 tdentificationHandHexpressionHofHgenesHnarwHandHnarαHofHtheHnarHPnitrateHreductaseQHlocusHinH
pscherichiaHcoliHvUYZVH1988THYbXTHY_cdUdb 158

453 zrganizationHofHtheHbiosynthesisHgenesHforHtheHpeptideHantibioticHgramicidinHßVH1988THYbXTH]aadUb] 38

452 nharacterizationHandHexpressionHofHtwoHavirulenceHgenesHclonedHfromH’seudomonasHsyringaeHpvVH
glycineaVH1988THYbXTH]c]aU_] 98

451 nontrolHofHфibrioHfischeriHluxHgeneHtranscriptionHbyHaHcyclicHlx’HreceptorHproteinUluxRHproteinH
regulatoryHcircuitVH1988THYbXTH]X]XUa 111
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450 tsolationTHhyperexpressionTHandHsequencingHofHtheHacelHgeneHencodingHisocitrateHlyaseHinH
pscherichiaHcoliVH1988THYbXTH]_ZcU[a 68

449 nloningHofHtheHgeneHencodingHquinoproteinHglucoseHdehydrogenaseHfromHlcinetobacterH
calcoaceticuseHevidenceHforHtheHpresenceHofHaHsecondHenzymeVH1988THYbXTHZYZYU_ 60

448 pxpressionHandHmutagenesisHofHtheHregulatoryHsubunitHofHclx’UdependentHproteinHkinaseHinH
pscherichiaHcoliVH1988THY_dTH[Z_U[a 19

447 üranscriptionHofHmacillusHsubtilisHsubtilisinHandHexpressionHofHsubtilisinHinHsporulationHmutantsVH1988TH
YbXTHZcdUd_ 144

446 yucleotideHsequenceHanalysisHofHtetracyclineHresistanceHgeneHtetzHfromHßtreptococcusHmutansHow_VH
1988THYbXTH[aYcUZa 55

445 üranslationalHcouplingHbetweenHtheHilvoHandHilvlHgenesHofHpscherichiaHcoliVH1988THYbXTH]bdcUcXb 21

444 nloningHandHexpressionHofHtheHxycobacteriumHbovisHmnrHgeneHforHextracellularHalphaHantigenVH1988TH
YbXTH[c]bU_] 162

443 nloningHandHexpressionHofHtheHфibrioHcholeraeHneuraminidaseHgeneHnansHinHpscherichiaHcoliVH1988TH
YbXTHY]d_U_X] 62

442 üheHptssTHptstTHandHcrrHgenesHofHtheHpscherichiaHcoliHphosphoenolpyruvateUdependentH
phosphotransferaseHsystemeHaHcomplexHoperonHwithHseveralHmodesHofHtranscriptionVH1988THYbXTH[cZbU[b 118

441 ßtructureHofHtheHhumanHornithineHtranscarbamylaseHgeneVH1988THYX[TH[XZUc 108

440 RatHcytosolicHaspartateHaminotransferaseeHmolecularHcloningHofHcoylHandHexpressionHinHpscherichiaH
coliVH1988THYX[THbdbUcX] 27

439 ßtructureHandHcompleteHnucleotideHsequenceHofHtheHgeneHencodingHchickenHcytosolicHadenylateH
kinaseVH1988THYX[THaYYUb 13

438 oylHsequenceHofHaHgeneHclusterHcodingHforHsubunitsHofHtheHqXHmembraneHsectorHofHlü’HsynthaseHinH
RhodospirillumHrubrumVHßupportHforHmodularHevolutionHofHtheHqYHandHqXHsectorsVH1988THZ_]THYXdUZZ 87

437 yucleotideHsequenceHanalysisHandHoverexpressionHofHtheHgeneHencodingHaHtypeHtttHchloramphenicolH
acetyltransferaseVH1988THZ_ZTHYb[Ud 55

436 yucleotideHsequenceHofHtheHgeneHencodingHtheHrx’HreductaseHofHpscherichiaHcoliHvYZVH1988THZ__TH[_U][ 39

435 sighUefficiencyHtransformationHofHbacterialHcellsHbyHelectroporationVH1988THYbXTHZbdaUcXY 205

434 lcinetobacterHcyclohexanoneHmonooxygenaseeHgeneHcloningHandHsequenceHdeterminationVH1988TH
YbXTHbcYUd 153

433 xolecularHcloningHofHaH’seudomonasHsyringaeHpvVHsyringaeHgeneHclusterHthatHenablesH’seudomonasH
fluorescensHtoHelicitHtheHhypersensitiveHresponseHinHtobaccoHplantsVH1988THYbXTH]b]cU_a 197
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432 nonstructionHandHcharacterizationHofH’seudomonasHaeruginosaHproteinHqUdeficientHmutantsHafterHinH
vitroHandHinHvivoHinsertionHmutagenesisHofHtheHclonedHgeneVH1988THYbXTHZ_dZUc 61

431 ßtructureHofHtheHhumanHtyrosineHhydroxylaseHgeneeHalternativeHsplicingHfromHaHsingleHgeneHaccountsH
forHgenerationHofHfourHmRylHtypesVH1988THYX[THdXbUYZ 123

430 nloningHandHnucleotideHsequenceHofHaHgeneHforHlctinomycesHnaeslundiiHΔфU]_HtypeHZHfimbriaeVH
1988THYbXTH[cX[Ud 51

429 xolecularHcloningHofHaHgeneHencodingHaH]_TXXXUdaltonHpolypeptideHassociatedHwithHbileHacidH
bUdehydroxylationHinHpubacteriumHspVHstrainHф’tHYZbXcVH1988THYbXTHaYYUa 22

428 lnalysisHofHtheH’seudomonasHsolanacearumHpolygalacturonaseHencodedHbyHpgllHandHitsH
involvementHinHphytopathogenicityVH1988THYbXTH]_XYUc 86

427 ’hysicalHandHfunctionalHanalysesHofHtheHsyrlHandHsyrmHgenesHinvolvedHinHsyringomycinHproductionHbyH
’seudomonasHsyringaeHpvVHsyringaeVH1988THYbXTH_acXUc 67

426 ßequenceHandHtranscriptionalHstartHsiteHofHtheH’seudomonasHaeruginosaHouterHmembraneHporinH
proteinHqHgeneVH1988THYbXTHY__UaZ 110

425 ßtructureHofHtheHgeneHencodingHphosphoribosylpyrophosphateHsynthetaseHPprslQHinHßalmonellaH
typhimuriumVH1988THYbXTH[Z][Uc 41

424 yucleotideHsequenceHandHexpressionHinHpscherichiaHcoliHofHtheH’seudomonasHaeruginosaHlaslHgeneVH
1988THYbXTHZbc]Ud 46

423 üemporallyHregulatedHtandemHpromotersHinHxicromonosporaHechinosporaVH1988THYbXTHbYUb 15

422 yTyjUdiacetylchitobiaseHofHфibrioHharveyiVH1988THYaYTH_Z]U_Zd 5

421 nloningHandHidentificationHofHribosomalHproteinHgenesHinHchloroplastHoylVH1988THYa]THb]cUaY 2

420 nloningHofHgenesHforHbranchedUchainHketoHacidHdehydrogenaseHinH’seudomonasHputidaVH1988THYaaTH[_XUd 2

419 YYHoylHßequencingVH1988THZ_[U[XY 2

418 reneHorganizationHandHstructureHofHtheHßtreptomycesHlividansHgalHoperonVH1988THYbXTHZX[UYZ 70

417 nloningHandHexpressionHinHpscherichiaHcoliHofHisopenicillinHyHsynthetaseHgenesHfromHßtreptomycesH
lipmaniiHandHlspergillusHnidulansVH1988THYbXTH[cYbUZa 126

416
oylHsequenceHofHtheHlcinetobacterHcalcoaceticusHcatecholHYTZUdioxygenaseHtHstructuralHgeneHcatleH
evidenceHforHevolutionaryHdivergenceHofHintradiolHdioxygenasesHbyHacquisitionHofHoylHsequenceH
repetitionsVH1988THYbXTH]cb]UcX

101

415 ßtructureHandHregulationHofHgenesHencodingHphycocyaninHandHallophycocyaninHfromHlnabaenaH
variabilisHlünnHZd]Y[VH1988THYbXTHYc_cUa_ 37
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414 nonstructionHofHaHminimumUsizeHfunctionalHflagellinHofHpscherichiaHcoliVH1988THYbXTH[[X_Ud 119

413 xolecularHcharacterizationHofHtheHhemolysinHdeterminantHofHßerratiaHmarcescensVH1988THYbXTH[YbbUcc 120

412 reneticsHofHtheHironHdicitrateHtransportHsystemHofHpscherichiaHcoliVH1988THYbXTHZbYaUZ] 163

411 üransposableHelementHücYHofHnaenorhabditisHelegansHrecognizesHspecificHtargetHsequencesHforH
integrationVH1988THc_THcaYU] 47

410 oevelopmentalHandHmetabolicHregulationHofHtheHorosophilaHmelanogasterH
[UhydroxyU[UmethylglutarylHcoenzymeHlHreductaseVH1988THcTHZbY[UZY 75

409 oifferentialHexpressionHofHfiveHtRylPUlrürpQHamberHsuppressorsHinHnaenorhabditisHelegansVH1988TH
cTH[aZbU[_ 28

408 ßecondaryHstructureHofHtheHleaderHtranscriptHfromHtheHpscherichiaHcoliHßYXHribosomalHproteinH
operonVH1988THYaTHcdX_UZ] 32

407 xolecularHcloningHandHnucleotideHsequenceHofHtheHnuclearH’püYZZHgeneHrequiredHforHexpressionHofH
theHmitochondrialHnzα[HgeneHinHßVHcerevisiaeVH1988THYaTHYXbc[UcXZ 28

406 ßigmaHelementsHareHpositionUspecificHforHmanyHdifferentHyeastHtRylHgenesVH1988THYaTHY]ddU_Y_ 54

405 pvidenceHforHyUHandHnUterminalHprocessingHofHaHplantHdefenseUrelatedHenzymeeH’rimaryHstructureHofH
tobaccoHpreproUbetaUYT[UglucanaseVH1988THc_TH__]YU_ 181

404 ’roteinHengineeringHofHantibodyHbindingHsiteseHrecoveryHofHspecificHactivityHinHanHantiUdigoxinH
singleUchainHqvHanalogueHproducedHinHpscherichiaHcoliVH1988THc_TH_cbdUc[ 1297

403 coylHcloningHandHexpressionHofHmurineHmacrophageHcolonyUstimulatingHfactorHfromHwdZdHcellsVH
1988THc_THabXaUYX 117

402 ßiteUdirectedHmutagenesisHinHphotosystemHttHofHtheHcyanobacteriumHßynechocystisHspVH’nnHacX[eH
oonorHoHisHaHtyrosineHresidueHinHtheHoZHproteinVH1988THc_THc]bbUcY 254

401 tntramolecularHrecombinationHofHchloroplastHgenomeHmediatedHbyHshortHdirectUrepeatHsequencesHinH
wheatHspeciesVH1988THc_THc_b[Ub 149

400 sisU]ZaHofHtheH’seudomonasHaeruginosaHexotoxinHlHisHrequiredHforHlo’UribosylationHofHelongationH
factorHttVH1988THc_THcccXU] 36

399 oylHbendingHisHinducedHinHanHenhancerHbyHtheHoylUbindingHdomainHofHtheHbovineHpapillomavirusHpZH
proteinVH1988THc_THYcZaU[X 54

398 üheHlethalHmyospheroidHgeneHofHorosophilaHencodesHaHmembraneHproteinHhomologousHtoH
vertebrateHintegrinHbetaHsubunitsVH1988THc_THZa[[Ub 208

397 lHüyYHcellUtypeUspecificHregulatoryHsequenceHisHaHrecognitionHelementHforHaHconstitutiveHbindingH
factorVH1988THcTH_ZddU[Xd 42
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396 lHfetalHglobinHgeneHmutationHinHlHgammaHnondeletionHhereditaryHpersistenceHofHfetalHhemoglobinH
increasesHpromoterHstrengthHinHaHnonerythroidHcellVH1988THcTHbY[UZY 37

395 lnHelectrophoreticHkaryotypeHofHyeurosporaHcrassaVH1988THcTHY]adUb[ 253

394 zxygenUdependentHupstreamHactivationHsitesHofHßaccharomycesHcerevisiaeHcytochromeHcHgenesHareH
relatedHformsHofHtheHsameHsequenceVH1988THcTHZZb_Ud 19

393 zneHofHtheHtightlyHclusteredHgenesHofHtheHmouseHsurfeitHlocusHisHaHhighlyHexpressedHmemberHofHaH
multigeneHfamilyHwhoseHotherHmembersHareHpredominantlyHprocessedHpseudogenesVH1988THcTH[cdcUdX_ 42

392 üheHplasmidTHpmR[ZZVH1988THYXTH_U]Y 14

391 llternativeHRylHproductsHfromHtheHUltrabithoraxHdomainHofHtheHbithoraxHcomplexVVH1988THbTH][_U]]_ 76

390 üheHYYUYHgeneHofH’lasmodiumHfalciparumHcodesHforHdistinctHfastHevolvingHrepeatsVVH1988THbTHYYZdUYY[b 48

389 wocationHofHtheHtargetsHofHtheHhprUdbTHsacU[ZPsyQTHandHsac–[aPsyQHmutationsHinHupstreamHregionsH
ofHtheHsubtilisinHpromoterVH1988THYbXTHZdaU[XX 78

388 lHtransposonHwithHanHunusualHarrangementHofHlongHterminalHrepeatsHinHtheHgreenHalgaH
nhlamydomonasHreinhardtiiVVH1988THbTHYdYbUYdZb 50

387 yucleotideHsequencesHofHchimpanzeeHxsnHclassHtHalleleseHevidenceHforHtransUspeciesHmodeHofH
evolutionVVH1988THbTHZba_UZbb] 145

386 coylHcloningHofHtheHdevelopmentallyHregulatedHlaminHwtttHofHαenopusHlaevisVVH1988THbTH[YcdU[Ydb 76

385 фiroHproteinsHofHlgrobacteriumHtumefaciensHareHrequiredHforHtheHformationHofHaHcovalentH
oylUproteinHcomplexHatHtheH_jHterminusHofHüUstrandHmoleculesVVH1988THbTH]X__U]XaZ 101

384 ’ilinHexpressionHinHyeisseriaHgonorrhoeaeHisHunderHbothHpositiveHandHnegativeHtranscriptionalH
controlVVH1988THbTH][abU][bc 82

383 nloningHandHexpressionHofHgenesHencodingHpheromoneUinducibleHantigensHofHpnterococcusH
PßtreptococcusQHfaecalisVH1988THYbXTH_YaYUc 32

382 miochemicalHandHgeneticHanalysisHofHhydrogenHmetabolismHinHpscherichiaHcolieHtheHhydmHgeneVH1988TH
YbXTH_][[Ud 35

381 RoleHofHtheHmradyrhizobiumHjaponicumHntrnHgeneHproductHinHdifferentialHregulationHofHtheH
glutamineHsynthetaseHttHgeneHPglnttQVH1988THYbXTH_]_ZUd 57

380 ’rimaryHstructureHandHmappingHofHtheHhuplHgeneHofHßalmonellaHtyphimuriumVH1988THYbXTH_b_YUc 22

379 nloningTHcharacterizationTHandHeffectsHofHoverexpressionHofHtheHpscherichiaHcoliHrndHgeneHencodingH
RyaseHoVH1988THYbXTH_ZZUb 26
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378 qirstHcommittedHstepHofHlipidHlHbiosynthesisHinHpscherichiaHcolieHsequenceHofHtheHlpxlHgeneVH1988TH
YbXTHYZacUb] 85

377 xolecularHcloningHandHsequencingHofHaHpectateHlyaseHgeneHfromHβersiniaHpseudotuberculosisVH1988TH
YbXTHYcZ_U[X 27

376 pxpressionHandHoylHsequenceHofHtheHclonedHbacteriophageHü]Hdnx’HhydroxymethylaseHgeneVH1988
THYbXTHYdd]Uc 5

375 üheHlitHgeneHproductHwhichHblocksHbacteriophageHü]HlateHgeneHexpressionHisHaHmembraneHproteinH
encodedHbyHaHcrypticHoylHelementTHeY]VH1988THYbXTHZX_aUaZ 35

374 nonstructionHofHaHdihydrofolateHreductaseUdeficientHmutantHofHpscherichiaHcoliHbyHgeneH
replacementVH1988THYbXTH[X]XU_ 48

373 nompleteHsequenceHandHtranscriptionalHanalysisHofHtheHspoXqHregionHofHtheHmacillusHsubtilisH
chromosomeVH1988THYbXTH]Yd]UZXc 74

372 xolecularHanalysisHofHevenUskippedHmutantsHinHorosophilaHdevelopmentVH1988THZTHYcZ]U[c 104

371 nloningTHsequencingTHandHtranscriptionalHanalysisHofHtheHdnavHheatHshockHoperonHofHwisteriaH
monocytogenesVH2000TH_THZYUd 12

370
xembraneHinsertionHofHtheHbacterialHsignalHtransductionHproteinHüoxRHandHrequirementsHofH
transcriptionHactivationHstudiedHbyHmodularHreplacementHofHdifferentHproteinHsubstructuresVH1995TH
Y]TH[cd_UdX]

25

369 lctivationHofHalphaUtoxinHtranslationHinHßtaphylococcusHaureusHbyHtheHtransUencodedHantisenseHRylTH
RyltttVH1995THY]TH]_adUbb 169

368 ’rimerHRylHsynthesisHbyHplasmidUspecifiedHRepHproteinHforHinitiationHofHnolpZHoylHreplicationVH1995
THY]TH_Y]YUb 10

367 lHprokaryoticHpotassiumHionHchannelHwithHtwoHpredictedHtransmembraneHsegmentsHfromH
ßtreptomycesHlividansVH1995THY]TH_YbXUc 104

366 lnaerobicHtranscriptionHactivationHinHmacillusHsubtiliseHidentificationHofHdistinctHqyRUdependentHandH
UindependentHregulatoryHmechanismsVH1995THY]TH_dc]Ud] 49

365 spaltHencodesHanHevolutionarilyHconservedHzincHfingerHproteinHofHnovelHstructureHwhichHprovidesH
homeoticHgeneHfunctionHinHtheHheadHandHtailHregionHofHtheHorosophilaHembryoVH1994THY[THYacUbd 86

364 pvidenceHofHselectionHforHproteinHintronsHinHtheHreclsHofHpathogenicHmycobacteriaVH1994THY[THaddUbX[ 43

363 ф’ßZYHencodesHaHrab_UlikeHrü’HbindingHproteinHthatHisHrequiredHforHtheHsortingHofHyeastHvacuolarH
proteinsVH1994THY[THYZdbU[Xd 91

362 seterodimerizationHofHtheHyeastHxlüaYHandHxlüHalphaHZHproteinsHisHmediatedHbyHtwoHleucineH
zipperUlikeHcoiledUcoilHmotifsVH1994THY[THY]X[UY[ 21

361 ßequenceTHassemblyHandHevolutionHofHaHprimordialHferredoxinHfromHühermotogaHmaritimaVH1994THY[THYbbZUcY 14

(1994-1988)
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360
xechanismHofHpostUsegregationalHkillingeHßokHantisenseHRylHinteractsHwithHsokHmRylHviaHitsH_OUendH
singleUstrandedHleaderHandHcompetesHwithHtheH[OUendHofHsokHmRylHforHbindingHtoHtheHmokH
translationalHinitiationHregionVH1994THY[THYdaXUc

35

359 pightHgenesHandHalternativeHRylHprocessingHpathwaysHgenerateHanHunexpectedlyHlargeHdiversityHofH
cytoplasmicHintermediateHfilamentHproteinsHinHtheHnematodeHnaenorhabditisHelegansVH1994THY[THZaZ_U[c 16

358 tsolationHofHhighHaffinityHhumanHantibodiesHdirectlyHfromHlargeHsyntheticHrepertoiresVH1994THY[TH[Z]_UaX 182

357 lHmutationalHanalysisHofHtheHtwoHmotifsHcommonHtoHadenineHmethyltransferasesVH1994THY[TH[dXZUc 33

356 lHßalmonellaHproteinHthatHisHrequiredHforHresistanceHtoHantimicrobialHpeptidesHandHtransportHofH
potassiumVH1994THY[TH[da]UbZ 54

355 reneticHandHmolecularHanalysesHofHtheHinteractionHbetweenHtheHflagellumUspecificHsigmaHandH
antiUsigmaHfactorsHinHßalmonellaHtyphimuriumVH1994THY[TH]_acUba 31

354 xatingHtypeUspecificHcellUcellHrecognitionHofHßaccharomycesHcerevisiaeeHcellHwallHattachmentHandH
activeHsitesHofHaUHandHalphaUagglutininVH1994THY[TH]b[bU]] 42

353 üheHmechanismHofHtheHstringentHcontrolHofHlambdaHplasmidHoylHreplicationVH1994THY[TH_bbdUc_ 16

352 lnHlmnHtransporterHinHtheHmitochondrialHinnerHmembraneHisHrequiredHforHnormalHgrowthHofHyeastVH
1995THY]THYccUd_ 55

351
üheHsequenceHandHbindingHspecificityHofHUaβTHtheHspecificHregulatorHofHtheHpurineHutilizationH
pathwayHinHlspergillusHnidulansTHsuggestHanHevolutionaryHrelationshipHwithHtheH’’RYHproteinHofH
ßaccharomycesHcerevisiaeVH1995THY]THY]_[Uab

23

350 ßiteUspecificHrecombinationHinHtheHreplicationHterminusHregionHofHpscherichiaHcolieHfunctionalH
replacementHofHdifVH1995THY]THY_aYUbX 31

349 ’hosphorylationHswitchesHspecificHforHtheHcardiacHisoformHofHmyosinHbindingHproteinUneHaHmodulatorH
ofHcardiacHcontractionjVH1995THY]THYd_ZUaX 171

348 pmbryonicHtissueHdifferentiationHinHnaenorhabditisHelegansHrequiresHdifUYTHaHgeneHhomologousHtoH
mitochondrialHsoluteHcarriersVH1995THY]THZ[XbUYa 11

347 pscherichiaHcoliHqtssHisHaHmembraneUboundTHlü’UdependentHproteaseHwhichHdegradesHtheH
heatUshockHtranscriptionHfactorHsigmaH[ZVH1995THY]THZ__YUaX 137

346 xcrmeHaHprokaryoticHproteinHspecificallyHrecognizingHoylHcontainingHmodifiedHcytosineHresiduesVH
1995THY]THZaaYUd 22

345 üheHinductionHofHmanganeseHsuperoxideHdismutaseHinHresponseHtoHstressHinHyicotianaH
plumbaginifoliaVH1989THcTH[YUc 73

344 lHRhodobacterHsphaeroidesHpufHwTHxHandHαHdeletionHmutantHandHitsHcomplementationHinHtransHwithHaH
_V[HkbHpufHoperonHshuttleHfragmentVH1989THcTH]bU_] 11

343 xolecularHcloningHofHtheHchickenHmyelomonocyticHgrowthHfactorHPcxrqQHrevealsHrelationshipHtoH
interleukinHaHandHgranulocyteHcolonyHstimulatingHfactorVH1989THcTHYb_UcY 30
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342 xutationalHanalysisHofHaHprokaryoticHrecombinationalHenhancerHelementHwithHtwoHfunctionsVH1989TH
cTH_bbUc_ 62

341 ’haseUvariationHofHpyelonephritisUassociatedHpiliHinHpscherichiaHcolieHevidenceHforHtranscriptionalH
regulationVH1989THcTHaY[UZX 47

340 tdentificationHofHtheHgeneHforHflyHnonUmuscleHmyosinHheavyHchaineHorosophilaHmyosinHheavyHchainsH
areHencodedHbyHaHgeneHfamilyVH1989THcTHdY[UZZ 22

339 üheHintegratedHconjugativeHplasmidHpßlxZHofHßtreptomycesHambofaciensHisHrelatedHtoHtemperateH
bacteriophagesVH1989THcTHdb[UcX 40

338 xappingHofHoigitariaHstreakHvirusHtranscriptsHrevealsHdifferentHRylHspeciesHfromHtheHsameH
transcriptionHunitVH1989THcTHYX[[Ud 28

337 üheHmammalianHrHproteinHrhonHisHlo’UribosylatedHbyHnlostridiumHbotulinumHexoenzymeHn[HandH
affectsHactinHmicrofilamentsHinHфeroHcellsVH1989THcTHYXcbUdZ 141

336 nharacterizationHofHtheHwYYTHwYTHwYXHandHwYZHequivalentHribosomalHproteinHgeneHclusterHofHtheH
halophilicHarchaebacteriumHsalobacteriumHcutirubrumVH1989THcTHYZZ_U[_ 32

335 lutoregulationHandHmultipleHoylHinteractionsHbyHaHtranscriptionalHregulatoryHproteinHinHpVHcoliHpiliH
biogenesisVH1989THcTHYZbYUb 26

334 üranspositionalHbehaviorHofHtheHmaizeHpnWßpmHelementHinHtransgenicHtobaccoVH1989THcTHY[Y_UZY 19

333 sumanHatrialHnatriureticHpeptideHreceptorHdefinesHaHnewHparadigmHforHsecondHmessengerHsignalH
transductionVH1989THcTHY[bbUc] 93

332 nharacterizationHofHjunoeHaHnewHmemberHofHtheHjunHprotoUoncogeneHfamilyVH1989THcTHY][[Ud 144

331 yuclearHtransportHkineticsHdependHonHphosphorylationUsiteUcontainingHsequencesHflankingHtheH
karyophilicHsignalHofHtheHßimianHvirusH]XHüUantigenVH1989THcTHY]bdUc] 74

330 oirectionalityHofHonalHproteinWoylHinteractionVHlctiveHorientationHofHtheHonalHproteinWdnalHboxH
complexHinHtranscriptionHterminationVH1989THcTHYaXdUY[ 11

329 üheHtransitionHstateHtranscriptionHregulatorHabrmHofHmacillusHsubtilisHisHaHoylHbindingHproteinVH1989TH
cTHYaY_UZY 110

328 tsolationHofHdyneinHheavyHchainHcoylsHfromHtroutHtestisHwhichHpredictHanHextensiveH
carboxylUterminalHalphaUhelicalHcoiledUcoilHdomainVH1989THcTHYbZbU[] 3

327 ßtructureHandHfunctionHofHtheHßaccharomycesHcerevisiaeHnonZHgeneHencodingHtheHlargeHsubunitHofH
oylHpolymeraseHtttVH1989THcTHYc]dU_] 101

326 lHoylHbindingHproteinHthatHrecognizesHoligoPdlQVoligoPdüQHtractsVH1989THcTHYcabUbb 53

325 xolecularHcharacterizationHofHaHgeneHofHtheHOprqHfamilyOHexpressedHinHundifferentiatedHhumanH
yüpRlZHteratocarcinomaHcellsVH1989THcTHYdcbUdY 63

(1989-1989)
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324 üheHuniqueHinsertHofHcellularHandHviralHfmsHproteinHtyrosineHkinaseHdomainsHisHdispensableHforH
enzymaticHandHtransformingHactivitiesVH1989THcTHZXZdU[b 32

323 xolecularHcharacterizationHofHtwoHproteinsHinvolvedHinHtheHexcisionHofHtheHconjugativeHtransposonH
ünY_]_eHhomologiesHwithHotherHsiteUspecificHrecombinasesVH1989THcTHZ]Z_U[[ 68

322 xolecularHcloningHandHexpressionHofHtheHfunctionalHgeneHencodingHtheHxZHsubunitHofHmouseH
ribonucleotideHreductaseeHaHnewHdominantHmarkerHgeneVH1989THcTHZ]b_Ud 11

321 ßtructureHandHdeducedHfunctionHofHtheHgranaticinUproducingHpolyketideHsynthaseHgeneHclusterHofH
ßtreptomycesHviolaceoruberHüˆ…ZZVH1989THcTHZbYbUZ_ 58

320 lnalysisHofHtheHnucleotideHsequenceHofHtheHßtreptomycesHglaucescensHtcmtHgenesHprovidesHkeyH
informationHaboutHtheHenzymologyHofHpolyketideHantibioticHbiosynthesisVH1989THcTHZbZbU[a 63

319 nharacterizationHofHtheHstaphylococcalHbetaUlactamaseHtransposonHün__ZVH1989THcTHZbaYUb[ 39

318 üwoHisotocinHgenesHareHpresentHinHtheHwhiteHsuckerHnatostomusHcommersoniHbothHlackingHintronsHinH
theirHproteinHcodingHregionsVH1989THcTHZcb[Ub 5

317 pxcisionHproductsHofHtheHüHcellHreceptorHgeneHsupportHaHprogressiveHrearrangementHmodelHofHtheH
alphaWdeltaHlocusVH1989THcTH[ZaYUbX 49

316 xolecularHanalysisHofHrefPZQ’THaHorosophilaHgeneHimplicatedHinHsigmaHrhabdovirusHmultiplicationHandH
necessaryHforHmaleHfertilityVH1989THcTH[][bU]a 22

315 üheHdopamineHoZHreceptoreHtwoHmolecularHformsHgeneratedHbyHalternativeHsplicingVH1989THcTH]XZ_U[] 110

314 üheHunusualHstabilityHofHtheHtßYXHantiUsenseHRylHisHcriticalHforHitsHfunctionHandHisHdeterminedHbyHtheH
structureHofHitsHstemUdomainVH1989THcTH]ZdbU[X_ 18

313 ’ZZHrepressorHmutantsHdeficientHinHcoUoperativeHbindingHandHoylHloopHformationVH1989THcTH][]_U_X 7

312
lnionHtransportHinHoocytesHofHαenopusHlaevisHinducedHbyHexpressionHofHmouseHerythroidHbandH[H
proteinUUencodingHcRylHandHofHaHcRylHderivativeHobtainedHbyHsiteUdirectedHmutagenesisHatHtheH
stilbeneHdisulfonateHbindingHsiteVH1989THcTH[aXYUd

21

311 lHßchizosaccharomycesHpombeHgeneHthatHpromotesHsexualHdifferentiationHencodesHaH
helixUloopUhelixHproteinHwithHhomologyHtoHxyooVH1993THYZTHY[_U][ 8

310 üranslocationHcanHdriveHtheHunfoldingHofHaHpreproteinHdomainVH1993THYZTHZ][U_[ 46

309 üheHßeclHandHßecβHsubunitsHofHtranslocaseHareHtheHnearestHneighborsHofHaHtranslocatingHpreproteinTH
shieldingHitHfromHphospholipidsVH1993THYZTHZ__Ua[ 52

308 üheHpscherichiaHcoliHnucleoidHproteinHsUyßHfunctionsHdirectlyHasHaHtranscriptionalHrepressorVH1993TH
YZTHYX[dU]a 77

307 pvidenceHforHanHinteractionHbetweenHtheHnβ’YPsl’YQHactivatorHandHaHcellularHfactorHduringH
hemeUdependentHtranscriptionalHregulationHinHtheHyeastHßaccharomycesHcerevisiaeVH1993THYZTHYZXdUYc 21
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306 rrowthHphaseHdependenceHofHtheHactivationHofHaHbacterialHgeneHforHcarotenoidHsynthesisHbyHblueH
lightVH1993THYZTHYZa_Ub_ 21

305 lHsmallHdiffusibleHsignalHmoleculeHisHresponsibleHforHtheHglobalHcontrolHofHvirulenceHandHexoenzymeH
productionHinHtheHplantHpathogenHprwiniaHcarotovoraVH1993THYZTHZ]abUba 148

304 üheHüt’YHgeneHofHßaccharomycesHcerevisiaeHencodesHanHcXHkoaHcytoplasmicHproteinHthatHinteractsH
withHtheHcytoplasmicHdomainHofHßecZXpVH1993THYZTHZc[YU]X 25

303 vettinTHaHlargeHmodularHproteinHinHtheHγUdiscHofHinsectHmusclesVH1993THYZTHZca[UbY 37

302 nonversionHofHtheHqhulHtransportHproteinHintoHaHdiffusionHchannelHthroughHtheHouterHmembraneHofH
pscherichiaHcoliVH1993THYZTH[XXbUYa 50

301 ßaltHtoleranceHandHmethionineHbiosynthesisHinHßaccharomycesHcerevisiaeHinvolveHaHputativeH
phosphataseHgeneVH1993THYZTH[YX_UYX 42

300 lutogenousHtranscriptionalHactivationHofHaHthiostreptonUinducedHgeneHinHßtreptomycesHlividansVH
1993THYZTH[Yc[UdY 48

299 üheHheatHshockHcognateHproteinHfromHoictyosteliumHaffectsHactinHpolymerizationHthroughH
interactionHwithHtheHactinUbindingHproteinHcap[ZW[]VH1993THYZTH[ba[UbY 15

298 ’hosphorylationHofHvß’HmotifsHinHtheHnUterminalHregionHofHtitinHinHdifferentiatingHmyoblastsVH1993TH
YZTH[cZbU[] 28

297 üheHyeastHßßßYHgeneHisHessentialHforHsecretoryHproteinHtranslocationHandHencodesHaHconservedH
proteinHofHtheHendoplasmicHreticulumVH1993THYZTH]Xc[Ud[ 32

296 lutogenousHregulationHofHtheHpcoRttHmethylaseHgeneHatHtheHtranscriptionalHleveleHeffectHofH
_UazacytidineVH1993THYZTH]ZdbU[X[ 14

295 tdentificationHofHtheHinitiationHsequenceHforHviralUstrandHoylHsynthesisHofHwheatHdwarfHvirusVH1993TH
YZTH]]]_U_Z 24

294 ßingleHsequenceHofHaHhelixUloopHpeptideHconfersHfunctionalHanticodonHrecognitionHonHtwoHtRylH
synthetasesVH1996THY_THYY]ZUc 6

293 lHsigmaHfactorHthatHmodifiesHtheHcircadianHexpressionHofHaHsubsetHofHgenesHinHcyanobacteriaVH1996TH
Y_THZ]ccUd_ 34

292 somophilicHadhesionHofHpUcadherinHoccursHbyHaHcoUoperativeHtwoUstepHinteractionHofHyUterminalH
domainsVH1996THY_TH[_XbUY] 64

291 nompetitionHbetweenHfoldingHandHglycosylationHinHtheHendoplasmicHreticulumVH1996THY_TH[_[cU]a 18

290 renerationHofHnewHoylHbindingHspecificityHbyHtruncationHofHtheHtypeHtnHpcooααtHhsdßHgeneVH1996TH
Y_TH]bb_Uc[ 13

289 UmlHYeHanHessentialHyeastHgeneHencodingHubiquitinUactivatingHenzymeVH1991THYXTHZZbU[a 88

(1991-1993)
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288 tdentificationHofHregulatoryHresiduesHofHtheHyeastHadenylylHcyclaseVH1991THYXTH[]dU_d 3

287 ’haseHvariationHofHgonococcalHpiliHbyHframeshiftHmutationHinHpilnTHaHnovelHgeneHforHpilusHassemblyVH
1991THYXTH]bbUcc 110

286 üheHrateHofHnuclearHcytoplasmicHproteinHtransportHisHdeterminedHbyHtheHcaseinHkinaseHttHsiteHflankingH
theHnuclearHlocalizationHsequenceHofHtheHßф]XHüUantigenVH1991THYXTHa[[Ud 126

285 üUoylHintegrationeHaHmodeHofHillegitimateHrecombinationHinHplantsVH1991THYXTHadbUbX] 133

284 tncreasedHproteinHflexibilityHleadsHtoHpromiscuousHproteinUUoylHinteractionsHinHtypeHtnH
restrictionUmodificationHsystemsVH1991THYXTHd_YUb 17

283 nonstitutiveHexpressionHofHnitrateHreductaseHallowsHnormalHgrowthHandHdevelopmentHofHyicotianaH
plumbaginifoliaHplantsVH1991THYXTHYXZbU[_ 53

282 pxceptionalHcodonHrecognitionHbyHtheHglutamineHtRylsHinHßaccharomycesHcerevisiaeVH1991THYXTHY]cYUdY 15

281
nharacterizationHofHtheHintegrinHalphaHcHsubuniteHaHnewHintegrinHbetaHYUassociatedHsubunitTHwhichHisH
prominentlyHexpressedHonHaxonsHandHonHcellsHinHcontactHwithHbasalHlaminaeHinHchickHembryosVH1991TH
YXTHZ[b_Uc_

40

280 lHnewHhumanHp[]HproteinHkinaseTHnovZTHidentifiedHbyHcomplementationHofHaHcdcZcHmutationHinH
ßaccharomycesHcerevisiaeTHisHaHhomologHofHαenopusHpgYVH1991THYXTHZa_[Ud 87

279 lHsingleHbaseHchangeHinHtheHacceptorHstemHofHtRylP[weuQHconfersHresistanceHuponHpscherichiaHcoliH
toHtheHcalmodulinHinhibitorTH]cWcXVH1991THYXTH[YY[UZZ 13

278 üheHreceptorUlikeHproteinHtyrosineHphosphataseHs’ü’HalphaHhasHtwoHactiveHcatalyticHdomainsHwithH
distinctHsubstrateHspecificitiesVH1991THYXTH[Z[YUb 33

277 UrokinaseUreceptorHbiosynthesisTHmRylHlevelHandHgeneHtranscriptionHareHincreasedHbyHtransformingH
growthHfactorHbetaHYHinHhumanHl_]dHlungHcarcinomaHcellsVH1991THYXTH[[ddU]Xb 19

276 üranscriptionHfromHtheHadenovirusHmajorHlateHpromoterHusesHredundantHactivatingHelementsVH1991TH
YXTH[][dU]a 14

275 üheHßchizosaccharomycesHpombeHmamZHgeneHencodesHaHputativeHpheromoneHreceptorHwhichHhasHaH
significantHhomologyHwithHtheHßaccharomycesHcerevisiaeHßteZHproteinVH1991THYXTH[b][U_Y 66

274 RollingHcircleHreplicationHofHoylHinHyeastHmitochondriaVH1991THYXTH[dZ[Ud 65

273 pfficientHgeneHtransferHinHnVeleganseHextrachromosomalHmaintenanceHandHintegrationHofH
transformingHsequencesVH1991THYXTH[d_dUbX 1335

272 üUoylHgeneH_HofHlgrobacteriumHmodulatesHauxinHresponseHbyHautoregulatedHsynthesisHofHaHgrowthH
hormoneHantagonistHinHplantsVH1991THYXTH[dc[UdY 31

271 ßaccharomycesHcerevisiaeHaUHandHalphaUagglutinineHcharacterizationHofHtheirHmolecularHinteractionVH
1991THYXTH]XcYUc 32
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270 xutationsHinHürptHbindingHsiteHttHthatHdifferentiallyHaffectHactivationHofHtheHtrpmlHpromoterHofH
’seudomonasHaeruginosaVH1991THYXTH]Y[bU]] 15

269 ResistanceHtoHmacrolidesTHlincosamidesHandHstreptograminHtypeHmHantibioticsHdueHtoHaHmutationHinH
anHrRylHoperonHofHßtreptomycesHambofaciensVH1988THbTHZbbUcZ 22

268 üargetedHmutagenesisHofHtheHpsbpHandHpsbqHgenesHblocksHphotosyntheticHelectronHtransporteH
evidenceHforHaHfunctionalHroleHofHcytochromeHb__dHinHphotosystemHttVH1988THbTH[Z_U[Z 55

267 llternativeHRylHproductsHfromHtheHUltrabithoraxHdomainHofHtheHbithoraxHcomplexVH1988THbTH][_U]_ 67

266 xolecularHcloningHofHtheHhumanHmHcellHnoZXHreceptorHpredictsHaHhydrophobicHproteinHwithHmultipleH
transmembraneHdomainsVH1988THbTHbYYUb 44

265 reneticHanalysisHofHtomatoHgoldenHmosaicHviruseHtheHcoatHproteinHisHnotHrequiredHforHsystemicHspreadH
orHsymptomHdevelopmentVH1988THbTHcddUdX] 38

264 ’rimaryHstructureHofHcUkiteHrelationshipHwithHtheHnßqUYW’orqHreceptorHkinaseHfamilyUUoncogenicH
activationHofHvUkitHinvolvesHdeletionHofHextracellularHdomainHandHnHterminusVH1988THbTHYXX[UYY 167

263 ßhakerHencodesHaHfamilyHofHputativeHpotassiumHchannelHproteinsHinHtheHnervousHsystemHofH
orosophilaVH1988THbTHYXcbUda 102

262 üheHYYUYHgeneHofH’lasmodiumHfalciparumHcodesHforHdistinctHfastHevolvingHrepeatsVH1988THbTHYYZdU[b 13

261 lHtransposonHwithHanHunusualHarrangementHofHlongHterminalHrepeatsHinHtheHgreenHalgaH
nhlamydomonasHreinhardtiiVH1988THbTHYdYbUZb 39

260 ßequenceHofHtheHtwistHgeneHandHnuclearHlocalizationHofHitsHproteinHinHendomesodermalHcellsHofHearlyH
orosophilaHembryosVH1988THbTHZYb_Uc[ 124

259 coylHcloningHofHtheHdevelopmentallyHregulatedHlaminHwtttHofHαenopusHlaevisVH1988THbTH[YcdUdb 37

258 βeastHmutantsHtemperatureUsensitiveHforHgrowthHafterHrandomHmutagenesisHofHtheHchromosomalH
RlßZHgeneHandHdeletionHofHtheHRlßYHgeneVH1988THbTH[[b_Uc[ 12

257 üheHhumanHwytU[HmoleculeHrequiresHnocHforHcellHsurfaceHexpressionVH1988THbTH[]a_UbX 14

256 tmportHofHproteinsHintoHyeastHmitochondriaeHtheHnuclearHxlßZHgeneHencodesHaHcomponentHofHtheH
processingHproteaseHthatHisHhomologousHtoHtheHxlßYUencodedHsubunitVH1988THbTH[ca[UbY 60

255 lHnovelHrepliconHoccurringHnaturallyHinHpscherichiaHcoliHisHaHphageUplasmidHhybridVH1988THbTH]XX_UYX 5

254 lHthreonineHtoHalanineHexchangeHatHpositionH]XHofHüetHrepressorHaltersHtheHrecognitionHofHtheHsixthH
baseHpairHofHtetHoperatorHfromHrnHtoHlüVH1988THbTH]XYYUb 19

253 reneHtargetingHinHplantsVH1988THbTH]XZYUa 124

(1988-1991)
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252 фiroHproteinsHofHlgrobacteriumHtumefaciensHareHrequiredHforHtheHformationHofHaHcovalentH
oylUUproteinHcomplexHatHtheH_OHterminusHofHüUstrandHmoleculesVH1988THbTH]X__UaZ 53

251 zrganizationHofHhumanHimmunoglobulinHheavyHchainHdiversityHgeneHlociVH1988THbTH]Y]YU_X 79

250 ’ilinHexpressionHinHyeisseriaHgonorrhoeaeHisHunderHbothHpositiveHandHnegativeHtranscriptionalH
controlVH1988THbTH][abUbc 39

249 yucleotideHsequencesHofHchimpanzeeHxsnHclassHtHalleleseHevidenceHforHtransUspeciesHmodeHofH
evolutionVH1988THbTHZba_Ub] 99

248 tnvolvementHofHcdcY[SHinHmitoticHcontrolHinHßchizosaccharomycesHpombeeHpossibleHinteractionHofH
theHgeneHproductHwithHmicrotubulesVH1988THbTHZ[ZYUb 96

247 ßequentialHorderHofHtargetUrecognizingHdomainsHinHmultispecificHoylUmethyltransferasesVH1988THbTHZaXYUd 49

246 tsolationHofHaHhumanHgeneHwithHproteinHsequenceHsimilarityHtoHhumanHandHmurineHintUYHandHtheH
orosophilaHsegmentHpolarityHmutantHwinglessVH1988THbTHYb][Uc 36

245 üheHexportHofHtheHoylHreplicationHinhibitorHxicrocinHmYbHprovidesHimmunityHforHtheHhostHcellVH1988TH
bTHYc_[UaZ 70

244 tnteractionHofHaHnoduleHspecificTHtransUactingHfactorHwithHdistinctHoylHelementsHinHtheHsoybeanH
leghaemoglobinHtbcP[QH_OHupstreamHregionVH1988THbTHYZa_UbY 74

243 xßßYcTHaHyeastHnuclearHgeneHinvolvedHinHtheHsplicingHofHintronHat_HbetaHofHtheHmitochondrialHcoxYH
transcriptVH1988THbTHY]__Ua] 32

242 xolecularHanalysisHofHtheHnYUtHalleleHfromHγeaHmayseHaHdominantHmutantHofHtheHregulatoryHnYHlocusVH
1990THdTH[Y_UZY 32

241 üheHtalHgeneHundergoesHchromosomeHtranslocationHinHüHcellHleukemiaHandHpotentiallyHencodesHaH
helixUloopUhelixHproteinVH1990THdTH]Y_UZ] 109

240 UbiquitinUconjugatingHenzymesHUmn]HandHUmn_HmediateHselectiveHdegradationHofHshortUlivedHandH
abnormalHproteinsVH1990THdTH_][U_X 187

239 pRoYTHaHyeastHgeneHrequiredHforHtheHretentionHofHluminalHendoplasmicHreticulumHproteinsTHaffectsH
glycoproteinHprocessingHinHtheHrolgiHapparatusVH1990THdTHaZ[U[X 66

238 lHyeastHtRylHprecursorHcontainingHaHpreUmRylHintronHisHsplicedHviaHtheHpreUmRylHsplicingH
mechanismVH1990THdTHbX_Ud 6

237 üheHaminoHacidHsequenceHofHtheHnnrrHrecognizingHoylHmethyltransferaseHxVmsuqteHimplicationsHforH
theHanalysisHofHsequenceHrecognitionHbyHcytosineHoylHmethyltransferasesVH1990THdTHYXXbUY[ 18

236 üheHtßYXHantisenseHRylHblocksHribosomeHbindingHatHtheHtransposaseHtranslationHinitiationHsiteVH1990TH
dTHYZabUb] 33

235 tsolationHofHaHgeneHencodingHaHnovelHchloroplastHproteinHbyHüUoylHtaggingHinHlrabidopsisHthalianaVH
1990THdTHY[[bU]a 117
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234
üheHregulatoryHgeneHarelHmediatingHnitrogenHmetaboliteHrepressionHinHlspergillusHnidulansVH
xutationsHaffectingHspecificityHofHgeneHactivationHalterHaHloopHresidueHofHaHputativeHzincHfingerVH1990
THdTHY[__Ua]

181

233 üheHoptionalHpVHcoliHprrHlocusHencodesHaHlatentHformHofHphageHü]UinducedHanticodonHnucleaseVH1990TH
dTHY[c[Ud 54

232 tdentificationHofHrasUrelatedTHβ’üHfamilyHgenesHinHßchizosaccharomycesHpombeVH1990THdTHY]YbUZZ 33

231 pRnnZeHcoylHcloningHandHmolecularHcharacterizationHofHaHhumanHnucleotideHexcisionHrepairHgeneH
withHhighHhomologyHtoHyeastHRlo[VH1990THdTHY][bU]b 92

230 ßelectiveHbindingHofHligandsHtoHbetaHYTHbetaHZHorHchimericHbetaHYWbetaHZUadrenergicHreceptorsH
involvesHmultipleHsubsitesVH1990THdTHY]bYUa 9

229 tnitiationHofHtranslationHatHaHUlrHstopHcodonHinHtheHaldolaseHgeneHofH’lasmodiumHfalciparumVH1990TH
dTHYa]_Ud 4

228 tdentificationHofHtheHintegrinHbindingHdomainHofHtheHβersiniaHpseudotuberculosisHinvasinHproteinVH
1990THdTHYdbdUcd 86

227
üheHmultifunctionalHpeptideHsynthetaseHperformingHtheHfirstHstepHofHpenicillinHbiosynthesisHinH
’enicilliumHchrysogenumHisHaH]ZYTXb[HdaltonHproteinHsimilarHtoHmacillusHbrevisHpeptideHantibioticH
synthetasesVH1990THdTHZb][U_X

42

226 qimbrialHphaseHvariationHinHmordetellaHpertussiseHaHnovelHmechanismHforHtranscriptionalHregulationVH
1990THdTHZcX[Ud 87

225 ’rogrammedHkillingHofHhumanHcellsHbyHmeansHofHanHinducibleHcloneHofHparvoviralHgenesHencodingH
nonUstructuralHproteinsVH1990THdTHZdcdUd_ 86

224
pxpressionHofHaHyeastUderivedHinvertaseHinHtheHcellHwallHofHtobaccoHandHlrabidopsisHplantsHleadsHtoH
accumulationHofHcarbohydrateHandHinhibitionHofHphotosynthesisHandHstronglyHinfluencesHgrowthHandH
phenotypeHofHtransgenicHtobaccoHplantsVH1990THdTH[X[[U]]

105

223 nharacterizationHofHrecombinantHhumanHfactorHtαHexpressedHinHtransgenicHmiceHandHinHderivedH
transUimmortalizedHhepaticHcellHlinesVH1990THdTH[Zd_U[XY 14

222 ßiteUspecificHrecombinationHofHtheHtalUYHgeneHisHaHcommonHoccurrenceHinHhumanHüHcellHleukemiaVH
1990THdTH[[][U_Y 79

221 nontrolHofHreplicationHofHplasmidHRYeHstructuresHandHsequencesHofHtheHantisenseHRylTHnoplTH
requiredHforHitsHbindingHtoHtheHtargetHRylTHnopüVH1990THdTH[babUb_ 41

220 ßtructureHofHanHinvertebrateHgeneHencodingHcytoplasmicHintermediateHfilamentHPtqQHproteinseH
implicationsHforHtheHoriginHandHtheHdiversificationHofHtqHproteinsVH1990THdTH]Xc[Ud] 25

219 üheHorosophilaHmembraneHreceptorHüollHcanHfunctionHtoHpromoteHcellularHadhesionVH1990THdTH]ZddU[Xa 24

218 UmnYHencodesHaHnovelHmemberHofHanHessentialHsubfamilyHofHyeastHubiquitinUconjugatingHenzymesH
involvedHinHproteinHdegradationVH1990THdTH]_[_U]Y 56

217 tnsectHimmunityeHexpressionHofHtheHtwoHmajorHinducibleHantibacterialHpeptidesTHdefensinHandH
diptericinTHinH’hormiaHterranovaeVH1990THdTHZ_XbUY_ 12

(1990-1990)

93



216 rlutamineHsynthetaseHgenesHofHpeaHencodeHdistinctHpolypeptidesHwhichHareHdifferentiallyHexpressedH
inHleavesTHrootsHandHnodulesVH1987THaTHYUd 82

215 pxpressionHofHtheHhumanHpapillomavirusHtypeHYcHpbHgeneHbyHaHcassetteUvectorHsystemHforHtheH
transcriptionHandHtranslationHofHopenHreadingHframesHinHeukaryoticHcellsVH1987THaTHY[[Uc 13

214 tdentificationHandHsequenceHofHtheHgeneHencodingHcytochromeHcHhemeHlyaseHinHtheHyeastH
ßaccharomycesHcerevisiaeVH1987THaTHZ[_U]Y 76

213 lHmalariaHproteinHexportedHintoHaHnewHcompartmentHwithinHtheHhostHerythrocyteVH1987THaTH]c_UdY 44

212 llteredHtranscriptionHofHaHdefectiveHmeaslesHvirusHgenomeHderivedHfromHaHdiseasedHhumanHbrainVH
1987THaTHacYUc 80

211 üheHproductHofHtheHmei[SHgeneTHexpressedHunderHcontrolHofHtheHmatingUtypeHlocusTHinducesHmeiosisH
andHsporulationHinHfissionHyeastVH1987THaTHbZdU[a 123

210 nloningHandHlightHregulationHofHexpressionHofHtheHphycocyaninHoperonHofHtheHcyanobacteriumH
lnabaenaVH1987THaTHcbYUc] 52

209 ßomaticHpointHmutationsHinHunrearrangedHimmunoglobulinHgeneHsegmentsHencodingHtheHvariableH
regionHofHlambdaHlightHchainsVH1987THaTHdZbU[Z 13

208 zrganizationHofHmultispecificHoylHmethyltransferasesHencodedHbyHtemperateHmacillusHsubtilisH
phagesVH1987THaTHYY[bU]Z 35

207 coylHsequencesHofHüorpedoHmarmorataHacetylcholinesteraseeHprimaryHstructureHofHtheHprecursorHofH
aHcatalyticHsubunitfHexistenceHofHmultipleH_OUuntranslatedHregionsVH1987THaTHYca_Ub[ 29

206 üheHyeastHhomologueHofHU[HsnRylVH1987THaTHZY]_U__ 97

205 ßtructuralHandHtranscriptionHanalysisHofHtwoHhomologousHgenesHforHtheH’bXXHchlorophyllH
aUapoproteinsHinHnhlamydomonasHreinhardiieHevidenceHforHinHvivoHtransUsplicingVH1987THaTHZYc_Ud_ 87

204 üranscriptionalHregulationHofHproliferinHgeneHexpressionHinHresponseHtoHserumHinHtransfectedHmouseH
cellsVH1987THaTHZZcYUc 12

203 sumanHnßqUYeHgeneHstructureHandHalternativeHsplicingHofHmRylHprecursorsVH1987THaTHZad[Uc 41

202 pxpressionHofHvariantHvonHΔillebrandHfactorHPvΔqQHcoylHinHheterologousHcellseHrequirementHofHtheH
proUpolypeptideHinHvΔqHmultimerHformationVH1987THaTHZcc_UdX 21

201 lHcomplexHgeneHsuperfamilyHencodesHactinHinHpetuniaVH1987THaTH[ZZ[U[Y 27

200 RollingHcircleHreplicationHofHsingleUstrandedHoylHplasmidHpnYd]VH1987THaTH[ca[Ud 58

199 xolecularHcharacterizationHofHtheHtestisHspecificHcUablHmRylHinHmouseVH1987THaTH]X]YUc 31
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198 lHnaturallyHoccurringHgeneHencodingHtheHmajorHsurfaceHantigenHprecursorHpYdXHofH’lasmodiumH
falciparumHlacksHtripeptideHrepeatsVH1987THaTH]Y[bU]Z 23

197 ßtructureHandHelicitorHorHuVvVUlightUstimulatedHexpressionHofHtwoH]UcoumarateenolHligaseHgenesHinH
parsleyVH1987THaTHYYcdUd_ 62

196 üheHyeastHubiquitinHgeneseHaHfamilyHofHnaturalHgeneHfusionsVH1987THaTHY]ZdU[d 169

195 lacHrepressorHformsHloopsHwithHlinearHoylHcarryingHtwoHsuitablyHspacedHlacHoperatorsVH1987THaTHY]cYUdY 146

194 lHnewHmemberHofHtheHprolactinUgrowthHhormoneHgeneHfamilyHexpressedHinHmouseHplacentaVH1985TH]THY]YdUZ[ 10

193 wightHchainHgermUlineHgenesHandHtheHimmuneHresponseHtoHZUphenyloxazoloneVH1985TH]TH[][dU]_ 23

192 sistoneHgeneHorganizationHofHfissionHyeasteHaHcommonHupstreamHsequenceVH1985TH]TH[_[YUc 49

191 üopogenesisHofHmicrobodyHenzymeseHaHsequenceHcomparisonHofHtheHgenesHforHtheHglycosomalH
PmicrobodyQHandHcytosolicHphosphoglycerateHkinasesHofHürypanosomaHbruceiVH1985TH]TH[cYYUb 50

190 oylHintercalatorsHinduceHspecificHreleaseHofHsxrHY]THsxrHYbHandHotherHoylUbindingHproteinsHfromH
chickenHerythrocyteHchromatinVH1985TH]TH[cabUbZ 25

189 RecombinationHofHconstantHandHvariableHmodulesHaltersHoylHsequenceHrecognitionHbyHtypeHtnH
restrictionUmodificationHenzymesVH1992THYYTHZ[[U]X 47

188 orosophilaHUbcoYHencodesHaHhighlyHconservedHubiquitinUconjugatingHenzymeHinvolvedHinHselectiveH
proteinHdegradationVH1992THYYTH[abUbZ 25

187 üheHßaccharomycesHcerevisiaeHßpnZXHgeneHencodesHaHmembraneHglycoproteinHwhichHisHsortedHbyH
theHsopwHretrievalHsystemVH1992THYYTH]Z[U[Z 47

186 qasciationHinductionHbyHtheHphytopathogenHRhodococcusHfasciansHdependsHuponHaHlinearHplasmidH
encodingHaHcytokininHsynthaseHgeneVH1992THYYTHbd_UcX] 71

185 sorizontalHtransferHofHaHphosphataseHgeneHasHevidenceHforHmosaicHstructureHofHtheHßalmonellaH
genomeVH1992THYYTHY[XdUYa 40

184 lnalysisHofHtheHmi’HgeneHandHidentificationHofHanHpRHretentionHsignalHinHßchizosaccharomycesH
pombeVH1992THYYTHY_c[UdY 32

183 lHglutamateHreceptorHchannelHwithHhighHaffinityHforHdomoateHandHkainateVH1992THYYTHYa_YUa 75

182 ’rimaryHstructureHandHfunctionalHexpressionHofHtheHyaWnaTvUexchangerHfromHbovineHrodH
photoreceptorsVH1992THYYTHYacdUd_ 31

181 üowardsHaHmolecularHunderstandingHofHtitinVH1992THYYTHYbYYUa 123
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180 pxistenceHinHpscherichiaHcoliHofHaHmechanismHthatHgeneratesHOstaggeredOHheadUtoUheadHdimersHofH
plasmidHoylfHpossibleHinvolvementHofHtheHün[HtransposaseVH1992THYYTHYda_UbY 1

179 x’tYTHanHessentialHgeneHencodingHaHmitochondrialHmembraneHproteinTHisHpossiblyHinvolvedHinHproteinH
importHintoHyeastHmitochondriaVH1992THYYTH[aYdUZc 65

178 nodingHfromHaHdistanceeHdissectionHofHtheHmRylHdeterminantsHrequiredHforHtheHincorporationHofH
selenocysteineHintoHproteinVH1992THYYTH[b_dUaa 68

177 lHnovelHandHconservedHsaltUinducedHproteinHisHanHimportantHdeterminantHofHsaltHtoleranceHinHyeastVH
1992THYYTH[Y_bUa] 62

176 renesHthatHallowHyeastHcellsHtoHgrowHinHtheHabsenceHofHtheHsopwHreceptorVH1992THYYTH]YcbUd_ 51

175 tnHvitroHrecombinationHandHterminalHelongationHofHRylHbyH–HbetaHreplicaseVH1992THYYTH_YZdU[_ 51

174 RegulatoryHpathwaysHgoverningHmodulationHofHfungalHgeneHexpressionHbyHaHvirulenceUattenuatingH
mycovirusVH1992THYYTH]_[dU]c 22

173
lHregulatoryHelementHthatHmediatesHcoUoperationHbetweenHaH’pl[Ul’UYHelementHandHanHl’UYHsiteHisH
requiredHforHphorbolHesterHinductionHofHurokinaseHenhancerHactivityHinHseprZHhepatomaHcellsVH1992TH
YYTH]_b[UcZ

28

172 tsolationHandHpartialHcharacterizationHofHanHextradiolHnonUhaemHironHdioxygenaseHwhichH
preferentiallyHcleavesH[UmethylcatecholVH1990THZaaTHaX_Ud 22

171 oietaryUinducedHpreUtranslationalHcontrolHofHratHfattyHacidHsynthaseVH1990THZaaTHbd[Ub 17

170 üranscriptionHofHtheHcdcZHcellHcycleHcontrolHgeneHofHtheHfissionHyeastHßchizosaccharomycesHpombeVH
1986TH_TH[adUb[ 32

169 xolecularHcloningHofHtheHcHlocusHofHγeaHmayseHaHlocusHregulatingHtheHanthocyaninHpathwayVH1986TH_THcZdU[[ 67

168 xolecularHanalysisHofHtheHpnWßpmHtransposableHelementHsystemHofHγeaHmaysVH1986TH_THc[_U]Y 102

167 ßtageUspecificHexpressionHofHaHhomeoHboxUcontainingHgeneHinHtheHnonUsegmentedHseaHurchinH
embryoVH1986TH_THdZ_U[X 15

166 nhromosomeHwalkingHshowsHaHhighlyHhomologousHrepetitiveHsequenceHpresentHinHallHtheH
centromereHregionsHofHfissionHyeastVH1986TH_THYXYYUZY 108

165 zverdriveTHaHüUoylHtransmissionHenhancerHonHtheHlVHtumefaciensHtumourUinducingHplasmidVH1986TH_THYY[bU]Z 76

164 yucleotideHsequenceHofHtheHcodingHregionHofHtheHmouseHyUmycHgeneVH1986TH_THYZY_Ud 17

163 qullUlengthHvonHΔillebrandHfactorHPvΔqQHcoylHencodesHaHhighlyHrepetitiveHproteinHconsiderablyH
largerHthanHtheHmatureHvΔqHsubunitVH1986TH_THYc[dU]b 61
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162 noordinationHofHmurineHparotidHsecretoryHproteinHandHsalivaryHamylaseHexpressionVH1986TH_THYcdYUa 10

161 üheHbacteriophageHü]HgeneHforHtheHsmallHsubunitHofHribonucleotideHreductaseHcontainsHanHintronVH
1986TH_THZX[YUa 37

160 tdentificationHofHtheHstableHfreeHradicalHtyrosineHresidueHinHribonucleotideHreductaseVH1986TH_THZX[bU]X 41

159 üheHcompleteHnucleotideHsequenceHofHtheHtobaccoHchloroplastHgenomeeHitsHgeneHorganizationHandH
expressionVH1986TH_THZX][UZX]d 971

158 xolecularHcharacterizationHofHaHmeioticHrecombinationalHhotspotHenhancingHhomologousHequalH
crossingUoverVH1986TH_THZYZ[Ud 32

157 oifferentHhumanHcervicalHcarcinomaHcellHlinesHshowHsimilarHtranscriptionHpatternsHofHhumanH
papillomavirusHtypeHYcHearlyHgenesVH1986TH_THZZc_UdZ 180

156 üheHnucleotideHsequenceHofHtheHfissionHyeastHoylHtopoisomeraseHttHgeneeHstructuralHandHfunctionalH
relationshipsHtoHotherHoylHtopoisomerasesVH1986TH_THZ[__UaY 44

155 xonocotHandHdicotHpreUmRylsHareHprocessedHwithHdifferentHefficienciesHinHtransgenicHtobaccoVH
1986TH_THZ]YdUZ_ 80

154 pxcisionHofHosHproducesHwaxyHproteinsHwithHaHrangeHofHenzymaticHactivitiesVH1986TH_THZ]ZbU[Z 54

153 üetanusHtoxineHprimaryHstructureTHexpressionHinHpVHcoliTHandHhomologyHwithHbotulinumHtoxinsVH1986TH
_THZ]d_U_XZ 72

152 üheHmouseHglucocorticoidHreceptoreHmappingHofHfunctionalHdomainsHbyHcloningTHsequencingHandH
expressionHofHwildUtypeHandHmutantHreceptorHproteinsVH1986TH_THZ_Y[UZZ 78

151 vtyZcTHaHyeastHsplitHgeneHcodingHforHaHputativeHproteinHkinaseHhomologousHtoHnonZcVH1986TH_THZadbUbXY 40

150 фimentinHgeneeHexpressionHinHhumanHlymphocytesHandHinHmurkittOsHlymphomaHcellsVH1986TH_THZcXdUY] 24

149 tnvolvementHofHrasHinHsexualHdifferentiationHbutHnotHinHgrowthHcontrolHinHfissionHyeastVH1986TH_THZda[UbY 72

148 pvolutionHofHbiosyntheticHpathwayseHaHcommonHancestorHforHthreonineHsynthaseTHthreonineH
dehydrataseHandHoUserineHdehydrataseVH1986TH_TH[XY[Ud 35

147 xolecularHanalysisHofHtwoHphytohemagglutininHgenesHandHtheirHexpressionHinH’haseolusHvulgarisHcvVH
’intoTHaHlectinUdeficientHcultivarHofHtheHbeanVH1986TH_TH[Xb_UcZ 26

146 qunctionalHanalysisHofHtheHyeastHplasmidHpartitionHlocusHßümVH1986TH_TH[[dYUd 39

145 üargetingHefficiencyHofHaHmitochondrialHpreUsequenceHisHdependentHonHtheHpassengerHproteinVH1986TH
_TH[a][U_X 20
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144 somologyHbetweenHtheHranYSHgeneHofHfissionHyeastHandHproteinHkinasesVH1986TH_TH[aa_UbY 46

143 ’resenceHofHdifferentHzHantigenHformsHinHthreeHisolatesHofHoneHcloneHofHpscherichiaHcoliVH1994THY[cTHaUYX 11

142 nomparativeHstudiesHonHtheH_UaminolaevulinicHacidHdehydratasesHfromH’isumHsativumTHpscherichiaH
coliHandHßaccharomycesHcerevisiaeVH1996TH[ZXHPH’tHZQTH]XYUYZ 11

141 xolecularHcharacterizationHofHtheHlcremoniumHchrysogenumHcefrHgeneHproducteHtheHnativeH
deacetylcephalosporinHnHacetyltransferaseHisHnotHprocessedHintoHsubunitsVH1999TH[[bHPH’tH[QTH[bdUc_ 7

140 tnducibleHgeneHexpressionHofHmoricinTHaHuniqueHantibacterialHpeptideHfromHtheHsilkwormHPmombyxH
moriQVH1999TH[]XHPH’tHYQTHZa_UbY 11

139 lHsingleHpointHmutationHleadsHtoHanHinstabilityHofHtheHheteroUoctamericHstructureHofHyeastH
phosphofructokinaseVH1999TH[]YHPH’tHYQTHY_UZ[ 3

138 pgalHandHpgamHencodeHtwoHconstitutivelyHexpressedHendopolygalacturonasesHofHlspergillusHnigerVH
2000TH[]_H’tH[THa[bU]] 18

137 xembraneHporeHarchitectureHofHaHcytolyticHtoxinHfromHmacillusHthuringiensisVH2000TH[_XH’tHYTHZb_UcZ 17

136 ’robingHtheHylo’sUbindingHsiteHofHpscherichiaHcoliHflavodoxinHoxidoreductaseVH2000TH[_ZH’tHZTHZ_bUaa 7

135 üheHlargeHgenomeHsegmentHofHdsRylHbacteriophageHphiaHisHtheHkeyHregulatorHinHtheHinHvitroHminusH
andHplusHstrandHsynthesisVH1995THYTH_YXUc 32

134 tdentificationHofHaHmutationHinHtheHarylsulfataseHlHgeneHofHaHpatientHwithHadultUtypeHmetachromaticH
leukodystrophyVH1991TH]cTHdbYUc 25

133 tsolationHandHcharacterizationHofHtheHnRt’üzHautosomalHgeneHandHitsHαUlinkedHrelatedHsequenceVH
1991TH]dTH___Ua_ 36

132 tsolationHandHregionalHmappingHofHoylHsequencesHuniqueHtoHhumanHchromosomeHZYVH1987TH]YTHda[Ubc 34

131 coylHcloningHandHchromosomalHlocalizationHP]qYYUY[QHofHaHgeneHforHstatherinTHaHregulatorHofH
calciumHinHsalivaVH1987TH]YTHYX]cUaX 25

130 xolecularHcharacterizationHofHaHmouseHgenomicHelementHmobilizedHbyHadvancedHglycationH
endproductHmodifiedUoylHPlrpUoylQVH1997TH[THb]XUd

129 oiagnosticHßcreeningHΔorkflowHforHxutationsHinHtheHmRnlYHandHmRnlZHrenesVH2015THY_THe_cUbX 3

128 oetectingHinteractionsHbetweenHeukaryoticHproteinsHinHbacteriaVH1992THZTHY[dU]a 2

127 oylHbindingHbyHpilinsHandHtheirHinteractionHwithHtheHinnerHmembraneHplatformHofHtheHoylH
transporterHinHühermusHthermophilusVH2022THYca]THYc[cYc 0
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126 ühreeHorphanHhistidineHkinasesHinhibitHnlostridioidesHdifficileHsporulationVH 2

125 xmplTHaHnonservedHxembraneH’roteinHRequiredHforHpfficientHßurfaceHüransportHofHürehaloseHwipidsH
inHnorynebacterineaeVVH2021THYYTH 0

124 lHßhuttleUфectorHßystemHlllowsHseterologousHreneHpxpressionHinHtheHühermophilicHxethanogenH
xethanothermobacterHthermautotrophicusH˛�sVH2021THeXZbaaZY 1

123 üheHidentificationHofHtypeHtHxloßHboxHgenesHasHtheHupstreamHactivatorsHofHanHendospermUspecificH
invertaseHinhibitorHinHlrabidopsisVVH2022THZZTHYc 1

122 oylHuptakeHbyHcellHwallUdeficientHbacteriaHrevealsHaHputativeHancientHmacromoleculeHuptakeH
mechanismVH 0

121 oevelopmentHandH’ropertiesHofHßubspVHY_HyttprHфaccineHßtrainHwithoutHtheHreneVVH2022THYXTH

120 xaintenanceHofHtheHvirulenceHplasmidHisHdependentHonHitsHrepertoireHandHaminoHacidHsequenceHofH
toxineantitoxinHsystemsVVH2022THumXX_YdZY 1

119 sarnessingHplasmidHreplicationHmechanismHtoHenableHdynamicHcontrolHofHgeneHcopyHinHbacteriaVVH
2022THbXTHabUab 1

118 yonUequilibriumHstructuralHdynamicsHofHsupercoiledHoylHplasmidsHexhibitsHasymmetricalH
relaxationVVH2022TH 1

117 tdentificationHofHfunctionalHßpoXlHresiduesHcriticalHforHsporulationHinHnlostridioidesHdifficileVH 0

116 pxpressionHofHtheHcbbwcbbßHandHcbbxHgenesHandHdistinctHorganizationHofHtheHcbbHnalvinHcycleH
structuralHgenesHofHRhodobacterHcapsulatusVH1995THYa]TH[daU]X_ 39

115 xutagenesisHandHcharacterizationHofHspecificHresiduesHinHfattyHacidHethylHesterHsynthaseeHaHgeneHforH
alcoholUinducedHcardiomyopathyVH1998THYcXTHYYYU_ 1

114 mΔZ_YY[HnompetentHnellsH’reparedHUsingHaHßimpleHnhemicalHxethodHsaveHUnmatchedH
üransformationHandHnloningHpfficienciesVVH2022THY[THc[cadc 0

113 ßtrategiesHforHßuccessfulHzverUpxpressionHofHsumanHxembraneHüransportHßystemsHUsingHmacterialH
sostseHqutureH’erspectivesVVH2022THZ[TH 0

112 tmplementationHofHaH’racticalHüeachingHnourseHonH’roteinHpngineeringVVH2022THYYTH

111 mreakingHtheHRestrictionHmarriersHandHlpplyingHnRtß’RiHasHaHreneHßilencingHüoolHinHVVH2022THYXTH

110 nompleteHidentityHofHtheHcisUasRylHßtfγHandHitsHinfluenceHonHqtsγHproteinHlevelHandHcellHdivisionHinH
pscherichiaHcoliVH

109 lpplyingHßodiumHnarbonateHpxtractionHxassHßpectrometryHtoHtnvestigateHoefectsHinHtheH
xitochondrialHRespiratoryHnhainVVH2022THYXTHbcaZac 2
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108 üheHlutonomousHrlycylHRadicalH’roteinHrrclHRestoresHlctivityHtoHtnactiveHqullUwengthH’yruvateH
qormateUwyaseHVVH2022THeXXXbXZZ 0

107 lHmriefHsistoryHofH’lasmidsVVH2022THepß’XXZcZXZY 3

106 üheHquantitativeHbasisHforHtheHredistributionHofHimmobileHbacterialHlipoproteinsHtoHdivisionHseptaVVH
2021THYbTHeYXXdb_a 1

105 nonstructionHofHanHtßUqreeHlünnHY[HX[ZHnhassisHßtrainHandHRandomHxutagenesisHUsingHtheH
pndogenousHtßHüransposaseVVH2021THdTHb_Y[[] 0

104 ühreeHzrphanHsistidineHvinasesHtnhibitHnlostridioidesHdifficileHßporulationVVH2022THeXXYXaZZ 2

103 oevelopmentHofHaHfacileHgeneticHtransformationHsystemHforHtheHßpanishHeliteHriceHpaellaHgenotypeH
mombaVVH2022THY

102 oata_ßheet_YVpdfVH2020TH

101 oata_ßheet_YVpdfVH2019TH
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91 tmage__VütqVH2020TH
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90 tmage_aVütqVH2020TH

89 tmage_bVütqVH2020TH

88 oata_ßheet_YVzipVH2020TH

87 lctinHreneHßtructureHinHüwoHlrtemiaHßpeciesTHlVHfranciscanaHandHlVHparthenogeneticaVH1996TH][THZZ]UZ[_

86 renerationHofHaHstableHnonUrevertingHweuHUHmutantHofHvluyveromycesHlactisHbyHgeneHdisruptionVH1995
TH]ZTHb[]Ub[b

85 RegulationHofHmosquitocidalHtoxinHsynthesisHinHmacillusHsphaericusVH1995TH][TH[YXU[Y]

84 nloningHofHnorticiumHrolfsiiHglucoamylaseHcoylHandHitsHexpressionHinHßaccharomycesHcerevisiaeVH
1995TH]]TH]_YU]_c 1

83 xolecularHanalysisHofHtheHgeneHclusterHinvolvedHinHcephalosporinHbiosynthesisHfromHwysobacterH
lactamgenusHβvdXVH1996TH]]TH_cdU_da

82 nonstructionHofHtheHcompleteHratHfattyHacidHsynthaseHcoylHandHitsHexpressionHinHßaccharomycesH
cerevisiaeVH1996THZdTHZYdUZZa

81
yucleotideHsequenceHandHexpressionHofHtheHtwoHgenesHencodingHoZHproteinHandHtheHsingleHgeneH
encodingHtheHn’][HproteinHofH’hotosystemHttHinHtheHcyanobacteriumHsynechococcusHspVH’nnHbXXZVH
1990THZ]THY[bU_X

14

80 oylHmethylationeHaHhistoricalHperspectiveVVH2022TH 7

79 xutantsHwithHpnhancedHnellobioseUqermentingHlbilityHfromHühermotolerantHvluyveromycesH
marxianusHoxvUH[UYX]ZTHΔhichHlreHmeneficialHforHqermentationHwithHnellulosicHmiomassVH2022TH[THZ[ZUZ]] 0

78 ldvancementHofHnomputerUlidedHoesignHßoftwareHandHßimulationHüoolsHforHyucleicHlcidH
yanostructuresHandHoylHzrigamiVH2022THb_Udd

77 natabolicHzrnithineHnarbamoyltransferaseHlctivityHqacilitatesHrrowthHofHßtaphylococcusHaureusHinH
oefinedHxediumHwackingHrlucoseHandHlrginineVVH2022THeXX[d_ZZ 1

76 üheHßtkßRHüwoUnomponentHßystemHtnfluencesHnolistinHResistanceHinHlcinetobacterHbaumanniiVH2022
THYXTHdc_ 0
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