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m Paper IF Citations

1781 ±equenceHanalysisHofHtheHinsertionHelementHu±tYVdHandHofHassociatedHstructuralHchangesHinHtheH
genomeHofHphageH˛ƒtHofHtheHarchaebacteriumHtalobacteriumHhalobiumVH1984TH[THYcYcUYcZZ 27

1780 xowHmolecularHweightHRzmsHwithHhomologiesHtoHcellularHpzmHatHsitesHofHadenovirusHpzmHinsertionH
inHhamsterHorHmouseHcellsVVH1984TH[TH[Zb[U[Zbe 26

1779 mnalysisHofHbiologicalHsequencesHonHsmallHcomputersVH1984TH[TH]ZYU[b 31

1778 zucleotideHsequenceHofHtheHmaizeHtransposableHelementHyulVHNucleicnAcidsnResearchTH1984THYZTHaeaaUbc 20.1 157

1777 ÎheHnucleotideHandHdeducedHaminoHacidHsequencesHofHtheHencephalomyocarditisHviralHpolyproteinH
codingHregionVHNucleicnAcidsnResearchTH1984THYZTHZebeUda 20.1 217

1776 qightHnewHrestrictionHendonucleasesHfrˆ¶mHterpetosiphonHgiganteusUUdivergentHevolutionHinHaH
familyHofHenzymesVHNucleicnAcidsnResearchTH1984THYZTH[YZcU]Y 20.1 35

1775 yathematicalHtoolsHforHmolecularHgeneticsHdatafHmnHannotatedHbibliographyVH1984TH]bTHbeeUc]] 10

1774 ±oftwareHclubfH±oftwareHforHmolecularHbiologyVHuuuVHseneralHanalysisHprogramsHclassifiedHaccordingHtoH
theHcomputerHonHwhichHtheyHrunVH1984THYTHYZbUYZe 1

1773 ÎheHpzmHsequnceHofHtheHtransposableHelementHmcHofHZeaHmaysHxVVHMolecularnGeneticsnandnGenomicsTH
1984THYedTHYeUZ] 121

1772 zucleotideHsequenceHofHtheHheatHshockHregulatoryHgeneHofHqVHcoliHsuggestsHitsHproteinHproductHmayH
beHaHtranscriptionHfactorVH1984TH[dTHYcaUdZ 199

1771 RhodopseudomonasHblasticaHatpHoperonVHzucleotideHsequenceHandHtranscriptionVH1984THYceTHYdaUZY] 119

1770 ±trikingHsimilaritiesHinHaminoHacidHsequenceHamongHnonstructuralHproteinsHencodedHbyHRzmHvirusesH
thatHhaveHdissimilarHgenomicHorganizationVH1984THdYTH][adUbZ 194

1769 udentificationHofHaHtranscriptionalHenhancerHelementHupstreamHfromHtheHprotoUoncogeneHfosVH1985TH
Z[XTHYYc]Uc 163

1768 oonservedHfeaturesHofHeukaryoticHhspcXHgenesHrevealedHbyHcomparisonHwithHtheHnucleotideH
sequenceHofHhumanHhspcXVH1985THdZTHb]aaUe 762

1767 RemovalHofHaHbcUbaseUpairHsequenceHinHtheHnoncodingHregionHofHprotooncogeneHfosHconvertsHitHtoHaH
transformingHgeneVH1985THdZTH]edcUeY 197

1766 ÎheHuHregionHofHtheHoacnxWYXHmousefHcharacterizationHandHphysicalHlinkageHtoHtUZwHofHanH±nH
betaUlikeHclassHuuHpseudogeneTHpsiHmHbetaH[VH1985THdZTHaaXXU] 51

1765 mHviralHlongHterminalHrepeatHinHtheHinterleukinHZHgeneHofHaHcellHlineHthatHconstitutivelyHproducesH
interleukinHZVH1985THdZTHcZd]Ud 55
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1764 oloningHstudiesHonHtheHgeneHcodingHforHxUPSQUlactateHdehydrogenaseHofH–lasmodiumHfalciparumVH
1985THYaTHZ[YU][ 16

1763 –roteinHnYHofHribonucleotideHreductaseVHpirectHanalyticalHdataHandHcomparisonsHwithHdataHindirectlyH
deducedHfromHtheHnucleotideHsequenceHofHtheHqscherichiaHcoliHnrdmHgeneVH1985THYaXTH]Z[Uc 6

1762 ÎheHnucleotideHsequenceHofHclonedHwheatHdwarfHvirusHpzmVH1985TH]THZYc[UZYdX 39

1761 usolationHandHidentificationHofHÎxUpzmWplantHjunctionsHinHoonvolvulusHarvensisHtransformedHbyH
mgrobacteriumHrhizogenesHstrainHm]VH1985TH]TH[XbeU[Xcc 44

1760 ±tructureHofHtheHsucroseHsynthaseHgeneHonHchromosomeHeHofHZeaHmaysHxVH1985TH]THY[c[UY[dX 106

1759 üisualizationHofHnucleicHacidHsequenceHstructuralHinformationVH1985THYTH[aU]Z 3

1758
mHohineseHsHgammaHSHPmHgammaHdeltaHbetaQzeroHthalassemiaHdeletionfHcomparisonHtoHotherH
deletionsHinHtheHhumanHbetaUglobinHgeneHclusterHandHsequenceHanalysisHofHtheHbreakpointsVHNucleicn
AcidsnResearchTH1985THY[THbaaeUca

20.1 82

1757 zucleotideH±equenceHmnalysisHofHRzmU[HandHRzmU]HofHneetHzecroticHβellowHüeinHüirusTHusolatesHrZH
andHsYVH1985THbbTHYaa[UYab] 62

1756 RatHalphaHYUfetoproteinHmessengerHRzmfHaOUendHsequenceHandHglucocorticoidUsuppressedHliverH
transcriptionHinHanHimprovedHnuclearHrunUoffHassayVHNucleicnAcidsnResearchTH1985THY[THZ[dcUed 20.1 77

1755 ÎheHgenomicHorganisationHandHnucleotideHsequenceHofHtheHtxmU±nPp–QHalphaHgeneVHNucleicnAcidsn
ResearchTH1985THY[THcaYaUZd 20.1 43

1754 zucleotideHsequencesHfromHphaseolinHcpzmHclonesfHtheHmajorHstorageHproteinsHfromH–haseolusH
vulgarisHareHencodedHbyHtwoHuniqueHgeneHfamiliesVHNucleicnAcidsnResearchTH1985THY[THb]d[Ued 20.1 99

1753 zucleicHacidHandHproteinHsequenceHdatabasesVH1985THYTHYYUc 1

1752 oloningTHsequencingHandHexpressionHofHsubtilisinHoarlsbergHfromHnacillusHlicheniformisVHNucleicnAcidsn
ResearchTH1985THY[THdeY[UZb 20.1 182

1751 zucleotideHsequenceHandHgenomeHorganizationHofHcarnationHmottleHvirusHRzmVHNucleicnAcidsn
ResearchTH1985THY[THbbb[Ucc 20.1 121

1750 zucleotideHsequenceHfromHtheHneurogenicHlocusHnotchHimpliesHaHgeneHproductHthatHsharesH
homologyHwithHproteinsHcontainingHqsrUlikeHrepeatsVH1985TH][THabcUdY 969

1749 mnalysisHofHtheHinducibleHyqxYHgeneHofH±accharomycesHcarlsbergensisHandHitsHsecretedHproductTH
alphaUgalactosidaseHPmelibiaseQVH1985TH[bTH[[[U]X 67

1748 oonversionHofHtheHrokuHendonucleaseHtoHaHuniversalHrestrictionHenzymefHcleavageHofHphageHyY[mpcH
pzmHatHpredeterminedHsitesVH1985TH]XTHYcaUdZ 75

1747 ±tructureHofHtheHblackHbeetleHvirusHgenomeHandHitsHfunctionalHimplicationsVH1985THYdZTHYd[Ue 83
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1746 zucleotideHsequenceHofHtheHrpsöUdnasUrpopHoperonHfromH±almonellaHtyphimuriumHandHaH
comparisonHofHthisHsequenceHwithHtheHhomologousHoperonHofHqscherichiaHcoliVH1985TH]XTHbcUcd 51

1745 tighlyHreiteratedHnonUcodingHsequenceHinHtheHgenomeHofH–lasmodiumHfalciparumHisHcomposedHofHZYH
baseUpairHtandemHrepeatsVH1985THYdaTHaXeUYb 54

1744 YTZaUpihydroxyvitaminHp[UstimulatedHmRzmsHinHratHsmallHintestineVH1986THZaYTH]X[UYZ 33

1743 cpzmHandHproteinHsequenceHofHtheHzoYHdomainHofHtheHalphaHZUchainHofHcollagenHuüHandHitsH
comparisonHwithHalphaHYPuüQVH1986THZXdTHZX[Uc 30

1742 xentivirusHgenomicHorganizationfHtheHcompleteHnucleotideHsequenceHofHtheHenvHgeneHregionHofH
equineHinfectiousHanemiaHvirusVH1986THYaaTH[XeUZY 98

1741 ÎheHnucleotideHsequenceHofHtheHmRzmHencodingHtheHfusionHproteinHofHmeaslesHvirusHPqdmonstonH
strainQfHaHcomparisonHofHfusionHproteinsHfromHseveralHdifferentHparamyxovirusesVH1986THYaaTHaXdUZ[ 159

1740 zucleotideHsequenceHofHRzmHsegmentHcHofHinfluenzaHnW±ingaporeWZZZWcefHmaintenanceHofHaHsecondH
largeHopenHreadingHframeVH1986THYaaTHc]cUaY 18

1739 ÎheHpredictedHprimaryHstructureHofHtheHmeaslesHvirusHhemagglutininVH1986THYaXTH]ceUeX 139

1738
unfluenzaHnHvirusH–nYHproteingHnucleotideHsequenceHofHtheHgenomeHRzmHsegmentHpredictsHaHhighH
degreeHofHstructuralHhomologyHwithHtheHcorrespondingHinfluenzaHmHvirusHpolymeraseHproteinVH1986TH
YaZTHYZbU[a

33

1737 OrganizationTHstructureHandHsymbioticHfunctionHofHRhizobiumHmelilotiHnodulationHgenesHdeterminingH
hostHspecificityHforHalfalfaVH1986TH]bTH[[aU][ 181

1736 qxpressionHofHtheHqpsteinUnarrHvirusHY[dUkpaHearlyHproteinHinHqscherichiaHcoliHforHtheHuseHasHantigenH
inHdiagnosticHtestsVH1986TH]ZTH[X[UYZ 30

1735 ÎheHcompleteHpzmHsequenceHofHvaricellaUzosterHvirusVH1986THbcHPH–tHeQTHYcaeUdYb 1282

1734 ÎheHcloningHandHsequenceHofHtheHgeneHencodingHtheHomegaHsubunitHofHqscherichiaHcoliHRzmH
polymeraseVH1986TH]dTH[[U]X 32

1733 ±tructureHofHwheatHgammaUgliadinHgenesVH1986TH][THZZYUe 108

1732 zucleotideHsequenceHofHtheHgenesHencodedHinHearlyHregionHZbHofHhumanHadenovirusHtypeHYZVH1986TH
]bTHYdcUea 35

1731 zucleotideHandHaminoHacidHsequenceHofHaHoucurbitaHphytochromeHcpzmHclonefHidentificationHofH
conservedHfeaturesHbyHcomparisonHwithHmvenaHphytochromeVH1986TH]cTHZdcUea 86

1730 ÎransposableHelementsHcontrollingHuURHhybridHdysgenesisHinHpVHmelanogasterHareHsimilarHtoH
mammalianHxuzqsVH1986TH]cTHYXXcUYa 242

1729 oharacterizationHofHaHhumanHorphonHZdH±HribosomalHpzmVH1986TH]dTHbaUcX 11
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1728 zucleotideHsequenceHofHtheHsplitHtRzmleuPömmQHgeneHfromH±orghumHbicolorHchloroplastsVH1986TH][THYbeUc] 12

1727 oonservationHandHantigenicityHofHzUterminalHsequencesHofHs–YdaHfromHdifferentH–lasmodiumH
falciparumHisolatesVH1986TH]bTHYecUZXa 22

1726 ÎomatoHgoldenHmosaicHvirusHmHcomponentHpzmHreplicatesHautonomouslyHinHtransgenicHplantsVH1986TH
]aTHae[UbXX 179

1725 yxHproteinfHconstitutiveHexpressionHinH[Î[HcellsHtransformedHwithHclonedHyxHcpzmHconfersHselectiveH
resistanceHtoHinfluenzaHvirusVH1986TH]]THY]cUad 435

1724 ÎheHhumanHtRzmüalHgeneHfamilyfHorganizationTHnucleotideHsequencesHandHhomologousH
transcriptionHofHthreeHsingleUcopyHgenesVH1986TH]]THZdcUec 47

1723 zucleotideHsequenceHandHmolecularHevolutionHofHtwoHtomatoHgenesHencodingHtheHsmallHsubunitHofH
ribuloseUYTaUbisphosphateHcarboxylaseVH1986TH]dTHZ[U[Z 14

1722 OrganizationHandHexpressionHofHtheHtransformingHregionHfromHtheHquropeanHelkHpapillomavirusH
Pqq–üQVH1986THaXTHYeaUZXa 25

1721 qxpressionHofHtheHmouseHt–RÎHgenefHdeletionalHanalysisHofHtheHpromoterHregionHofHanH
αUchromosomeHlinkedHhousekeepingHgeneVH1986TH]]TH[YeUZd 165

1720 ±equencingHandHheterologousHexpressionHofHtheHgeneHencodingHpenicillinHüHamidaseHfromHnacillusH
sphaericusVH1986TH]aTHYcaUdY 28

1719 OrganizedHpackagingHofHkinetoplastHpzmHnetworksVH1986TH]cTHa[cU][ 38

1718 RegionHq[HofHhumanHadenovirusesgHdifferencesHbetweenHtheHoncogenicHadenovirusU[HandHtheH
nonUoncogenicHadenovirusUZVH1986THaXTHYc[Ud] 57

1717 oomputerHanalysesHonHtheHstructureHofHjunctionHsitesHbetweenHadenovirusHpzmHandHcellularHpzmVH
1986THdbcTHYY]UZ[ 7

1716 tumanHÎHlymphocytesHexpressHaHproteinUtyrosineHkinaseHhomologousHtoHpabx±ÎRmVH1986THdddTHZdbUea 37

1715 pzmHsequenceHofHtheHtailHfiberHgenesH[cTHencodingHtheHreceptorHrecognizingHpartHofHtheHfiberTHofH
bacteriophagesHÎZHandHw[VH1986THYeYTHZaaUbb 23

1714 –rimaryHstructureHofHpoliovirusHdefectiveUinterferingHparticleHgenomesHandHpossibleHgenerationH
mechanismsHofHtheHparticlesVH1986THYeZTH]c[Udc 102

1713 yammalianHmultidrugHresistanceHgenefHcompleteHcpzmHsequenceHindicatesHstrongHhomologyHtoH
bacterialHtransportHproteinsVH1986TH]cTH[cYUdX 980

1712 ÎheHbacteriophageHÎ]HgeneHforHtheHsmallHsubunitHofHribonucleotideHreductaseHcontainsHanHintronVVH
1986THaTHZX[YUZX[b 68

1711
yolecularHcloningHofHbovineHandHchickHnerveHgrowthHfactorHPzsrQfHdelineationHofHconservedHandH
unconservedHdomainsHandHtheirHrelationshipHtoHtheHbiologicalHactivityHandHantigenicityHofHzsrVVH1986
THaTHY]deUY]e[

90
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1710 usolationHofHaHmurineHxyUbHcpzmHrevealsHaHnewHmultigeneHfamilyVVH1986THaTH[ZZcU[Z[] 82

1709
rurtherHevidenceHforHoverlappingHtranscriptionalHunitsHinHanHqscherichiaHcoliHcellHenvelopeUcellH
divisionHgeneHclusterfHpzmHsequenceHandHtranscriptionalHorganizationHofHtheHddlHfts—HregionVH1986TH
YbcTHdXeUYc

77

1708 oloningTHoverproductionTHandHpurificationHofHtheHnZHsubunitHofHribonucleosideUdiphosphateH
reductaseVH1986THYbaTH[b[Ub 71

1707 unHvitroHtranscriptionHofHinfectiousHviralHRzmHfromHclonedHcpzmVH1986THcX]UcYb 4

1706 mHgeneHdeletionHendingHwithinHaHcomplexHarrayHofHrepeatedHsequencesH[OHtoHtheHhumanHbetaUglobinH
geneHclusterVH1986THd[THaYe]Ud 121

1705 ÎheHpredictedHsecondaryHstructureHofHenolaseVH1986THZ[bTHYZcU[X 19

1704 ÎheHoverexpressionHandHcompleteHaminoHacidHsequenceHofHqscherichiaHcoliH[UdehydroquinaseVH1986TH
Z[dTH]caUd[ 60

1703 mminoHacidHsequenceHofHtheHplasmaHmembraneHmÎ–aseHofHzeurosporaHcrassafHdeductionHfromH
genomicHandHcpzmHsequencesVH1986THd[THcbe[Uc 183

1702 ±equenceHhomologyHbetweenHacquiredHimmunodeficiencyHsyndromeHvirusHenvelopeHproteinHandH
interleukinHZVH1986THd[THeYddUeZ 65

1701 oonservedHproteinHdomainsHinHaHmyosinHheavyHchainHgeneHfromHpictyosteliumHdiscoideumVH1986THd[THe][[Uc 155

1700 oharacterizationHofHaHfamilyHofHgammaUrayUinducedHotOHmutantsHdemonstratesHthatHtheHldlmHlocusH
isHdiploidHandHencodesHtheHlowUdensityHlipoproteinHreceptorVH1986THbTH[ZbdUcc 34

1699 yultipleHchromosomalHrearrangementsHinHaHspontaneouslyHarisingHtPbgcQHratHimmunocytomaH
juxtaposeHcUmycHandHimmunoglobulinHheavyHchainHsequencesVH1986THd[THc[cbUdX 24

1698 ÎwoHpzmHrecognitionHdomainsHofHtheHspecificityHpolypeptidesHofHaHfamilyHofHtypeHuHrestrictionH
enzymesVH1986THd[THe[bdUcZ 74

1697 oharacterizationHofHtwoHatypicalHpromotersHandHalternateHmRzmHprocessingHinHtheHmouseHÎhyUYVZH
glycoproteinHgeneVH1986THbTHZeZ[U[Y 68

1696 ÎheHcompleteHdeducedHaminoHacidHsequencesHofHleguminH˛†UpolypeptidesHfromHdifferentHgeneticHlociH
in–isumVHPlantnMolecularnBiologyTH1986THcTH]bcUc] 4.6 27

1695 yolecularHstructureHandHevolutionHofHadrenergicHandHcholinergicHreceptorsVH1986THYTHZdcU[XY 21

1694 ÎheHstructureHofHbetaUlactoglobulinHandHitsHsimilarityHtoHplasmaHretinolUbindingHproteinVH1986TH[Z]TH[d[Ua 866

1693 oharacterisationHofHaHrepetitiveHpzmHsequenceHfromHtheHmalariaHparasiteTH–lasmodiumHfalciparumVH
1986THYdTHdeUYXY 89
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1692 cpzmHclonesHforHliverHcytochromeH–U]aXsHfromHindividualHaroclorUtreatedHratsfHconstitutiveH
expressionHofHaHnewH–U]aXHgeneHrelatedHtoHphenobarbitalUinducibleHformsVH1986THaTHZXeUYd 46

1691 ±igmaHfactorsHfromHqVHcoliTHnVHsubtilisTHphageH±–XYTHandHphageHÎ]HareHhomologousHproteinsVHNucleicn
AcidsnResearchTH1986THY]THbc]aUb[ 20.1 466

1690 mHcomprehensiveHpackageHforHpzmHsequenceHanalysisHinHrORÎRmzHuüHforHtheH–p–UYYVHNucleicnAcidsn
ResearchTH1986THY]THZ[eUa] 20.1 13

1689 –q––xOÎTHaHproteinHsecondaryHstructureHanalysisHprogramHforHtheHöΦsosHsequenceHanalysisH
softwareHpackageVHNucleicnAcidsnResearchTH1986THY]TH[ZcU[] 20.1 70

1688 mlphaherpesvirusesHpossessHaHgeneHhomologousHtoHtheHproteinHkinaseHgeneHfamilyHofHeukaryotesH
andHretrovirusesVHNucleicnAcidsnResearchTH1986THY]THYcbaUcc 20.1 123

1687 yolecularHcharacterizationHofHtheHyÎUfamilyHofHdispersedHmiddleUrepetitiveHpzmHinHrodentH
genomesVHNucleicnAcidsnResearchTH1986THY]THb]X[UYb 20.1 42

1686 pzmymÎfHanHefficientHgraphicHmatrixHsequenceHhomologyHalgorithmHandHitsHapplicationHtoH
structuralHanalysisVH1986THZTHZd[Ue 1

1685 ÎheHstructureHandHtranscriptionHstartHsiteHofHaHmajorHpotatoHtuberHproteinHgeneVHNucleicnAcidsn
ResearchTH1986THY]TH]bZaU[d 20.1 90

1684 xocalizationHandHpzmHsequenceHanalysisHofHtheHoHgeneHofHbacteriophageHyuTHtheHpositiveHregulatorH
ofHyuHlateHtranscriptionVHNucleicnAcidsnResearchTH1986THY]TH]ddYUec 20.1 40

1683 pzmHsequenceHofHtheHregionHinHtheHgenomeHofHherpesHsimplexHvirusHtypeHYHcontainingHtheH
exonucleaseHgeneHandHneighbouringHgenesVHNucleicnAcidsnResearchTH1986THY]TH[][aU]d 20.1 58

1682 zucleotideH±equenceHofHneetHzecroticHβellowHüeinHüirusHRzmUZVH1986THbcTHYbdeUYcXX 119

1681 –rincipleHofHcodificationHforHquickHcomparisonsHwithHtheHentireHbiomoleculeHdatabanksHandH
associatedHprogramsHinHrORÎRmzHccVHNucleicnAcidsnResearchTH1986THY]THYecUZX] 20.1 11

1680 yolecularHcharacterisationHofHsubgenomicHsingleUstrandedHandHdoubleUstrandedHpzmHformsH
isolatedHfromHplantsHinfectedHwithHtomatoHgoldenHmosaicHvirusVHNucleicnAcidsnResearchTH1986THY]THcebcUd]20.1 48

1679 ÎerminatorsHofHtranscriptionHwithHRzmHpolymeraseHfromHqscherichiaHcolifHwhatHtheyHlookHlikeHandH
howHtoHfindHthemVH1986TH[THcXaUZ[ 97

1678 senomicHsequenceHforHhumanHprointerleukinHYHbetafHpossibleHevolutionHfromHaHreverseHtranscribedH
prointerleukinHYHalphaHgeneVHNucleicnAcidsnResearchTH1986THY]THcdecUeY] 20.1 180

1677 oonservationHinHtheHaOHregionHofHtheHlongHinterspersedHmouseHxYHrepeatfHimplicationsHofH
comparativeHsequenceHanalysisVHNucleicnAcidsnResearchTH1986THY]TH[YYeU[b 20.1 14

1676 mHcollectionHofHprogramsHforHnucleicHacidHandHproteinHanalysisTHwrittenHinHrORÎRmzHccHforHunyU–oH
compatibleHmicrocomputersVHNucleicnAcidsnResearchTH1986THY]TH]aaUba 20.1 28

1675
oharacterizationHofHtheHmutationsHresponsibleHforHtheHelectrophoreticHmobilityHdifferencesHinHtheH
z±HproteinsHofHvesicularHstomatitisHvirusHzewHverseyHcomplementationHgroupHqHmutantsVH1986THbcHPH
–tHYZQTHZb[aU][

20
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1674
zucleotideHsequenceHofHtheHvirulenceHgeneHvirsHofHtheHmgrobacteriumHtumefaciensHoctopineHÎiH
plasmidfHsignificantHhomologyHbetweenHvirsHandHtheHregulatoryHgenesHompRTHphonHandHdyeHofHqVH
coliVHNucleicnAcidsnResearchTH1986THY]THee[[U]Z

20.1 73

1673 zucleicHacidHsecondaryHstructureHpredictionHandHdisplayVHNucleicnAcidsnResearchTH1986THY]TH[YcUZb 20.1 12

1672 –utativeHpromoterHelementsHforHtheHribosomalHRzmHgenesHofHtheHthermoacidophilicH
archaebacteriumH±ulfolobusHspVHstrainHnYZVHNucleicnAcidsnResearchTH1987THYaTHaadYUea 20.1 54

1671 ÎheHcompleteHnucleotideHsequenceHofHtobaccoHrattleHvirusHRzmUYVH1987THbdHPH–tHYXQTHZab[Uca 103

1670 zucleotideH±equenceHofHneetHzecroticHβellowHüeinHüirusHRzmUYVH1987THbdTHbYaUbZb 90

1669 seneticHrelationshipHamongHhumanHpapillomavirusesHassociatedHwithHbenignHandHmalignantH
tumoursHofHpatientsHwithHepidermodysplasiaHverruciformisVH1987THbdHPH–tHYZQTH[XeYUYX[ 24

1668
piscriminationHofHphytochromeHdependentHlightHinducibleHfromHnonUlightHinducibleHplantHgenesVH
–redictionHofHaHcommonHlightUresponsiveHelementHPxRqQHinHphytochromeHdependentHlightHinducibleH
plantHgenesVHNucleicnAcidsnResearchTH1987THYaTHeeacUc[

20.1 76

1667 oomparisonHofHtheHzucleotideH±equencesHofHriveHÎomatoHnlackHRingHüirusH±atelliteHRzmsVH1987THbdTHYdZ[UYd[[ 19

1666 mHoomparisonHbetweenHtheH–redictedH±econdaryH±tructuresHofH–otatoHüirusHαHandH–apayaHyosaicH
üirusHooatH–roteinsVH1987THbdTHYZZeUYZ[Z 27

1665 –apillomavirusesfH–articlesTHsenomeHOrganisationHandH–roteinsVH1987THYUYd 23

1664 oloningHofHhumanHmineralocorticoidHreceptorHcomplementaryHpzmfHstructuralHandHfunctionalH
kinshipHwithHtheHglucocorticoidHreceptorVH1987THZ[cTHZbdUca 1675

1663 mnalysisHofHcpzmHclonesHthatHcodeHforHtheHtransmembraneHformsHofHtheHmouseHneuralHcellHadhesionH
moleculeHPzomyQHandHareHgeneratedHbyHalternativeHRzmHsplicingVHNucleicnAcidsnResearchTH1987THYaTHdbZYU]Y20.1 58

1662 zucleotideHsequenceHofHtheHpdeuHrestrictionUmodificationHsystemHandHcharacterizationHofHtheH
methylaseHproteinVHNucleicnAcidsnResearchTH1987THYaTHdZ]eUbb 20.1 59

1661 tOyqpfHaHhomologousHsequenceHeditorVH1987TH[TH[cU][ 11

1660 oharacterizationHofHratHcUmycHandHadjacentHregionsVHNucleicnAcidsnResearchTH1987THYaTHb]YeU[b 20.1 77

1659 yolecularHanalysisHofHelementsHinsertedHintoHmouseHgammaUactinHprocessedHpseudogenesVHNucleicn
AcidsnResearchTH1987THYaTH[ZeYU[X] 20.1 30

1658
oharacterisationHofHcpzmHclonesHforHhypoxanthineUguanineHphosphoribosyltransferaseHfromHtheH
humanHmalarialHparasiteTH–lasmodiumHfalciparumfHcomparisonsHtoHtheHmammalianHgeneHandHproteinVH
NucleicnAcidsnResearchTH1987THYaTHYX]beUdY

20.1 49

1657 peducedHproductsHofHo]UdicarboxylateHtransportHregulatoryHgenesHofHRhizobiumHleguminosarumH
areHhomologousHtoHnitrogenHregulatoryHgeneHproductsVHNucleicnAcidsnResearchTH1987THYaTHceZYU[] 20.1 189
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1656 oompletionHofHtheHsequenceHofHtheHgenomeHofHtheHcoronavirusHavianHinfectiousHbronchitisHvirusVH
1987THbdHPH–tHYQTHacUcc 347

1655 oloningTHsequencingHandHexpressionHofHtheHÎaqHuHrestrictionUmodificationHsystemVHNucleicnAcidsn
ResearchTH1987THYaTHecdYUeb 20.1 87

1654 tumanHmonocyteHmrgU±erpinHcpzmVH±equenceTHchromosomalHassignmentTHandHhomologyHtoH
plasminogenHactivatorUinhibitorVH1987THYbbTHccUe] 66

1653 mHnovelHhumanHnonviralHretroposonHderivedHfromHanHendogenousHretrovirusVHNucleicnAcidsnResearchTH
1987THYaTHdcZaU[c 20.1 71

1652 ÎwoHcomputerHprogramsHforHrapidHentryHofHpzmHsequenceHdataVH1987TH[THZd[Ub

1651 railureHofHanalysisHofHaminoHacidHcompositionHasHaHprobeHforHsequenceHsimilarityHinHtetanusHtoxinVH
1987THZ]]THdXaUb 1

1650 ÎheHpentafunctionalHaromHenzymeHofH±accharomycesHcerevisiaeHisHaHmosaicHofHmonofunctionalH
domainsVH1987THZ]bTH[caUdb 129

1649 peletionsHofHaHpzmHsequenceHinHretinoblastomasHandHmesenchymalHtumorsfHorganizationHofHtheH
sequenceHandHitsHencodedHproteinVH1987THd]THeXaeUb[ 353

1648 usolationHandHcharacterizationHofHfullUlengthHfunctionalHcpzmHclonesHforHhumanHcarcinoembryonicH
antigenVH1987THcTH[ZZYU[X 164

1647 oloningHandHcharacterizationHofHaHcpzmHcodingHforHmouseHplacentalHalkalineHphosphataseVH1987THd]THcXaYUa 72

1646 usolationTHpzmHsequenceTHandHregulationHofHaHmeiosisUspecificHeukaryoticHrecombinationHgeneVH1987TH
d]THdX[aUe 91

1645 –reciseHinsertionHofHantibioticHresistanceHdeterminantsHintoHÎnZYUlikeHtransposonsfHnucleotideH
sequenceHofHtheHOαmUYHbetaUlactamaseHgeneVH1987THd]THc[cdUdZ 193

1644 qukaryoticHyrHd[TXXXHheatHshockHproteinHhasHaHhomologueHinHqscherichiaHcoliVH1987THd]THaYccUdY 178

1643 ÎheHtPdgY]QHchromosomeHtranslocationHofHtheHnurkittHlymphomaHcellHlineHpaudiHoccurredHduringH
immunoglobulinHgeneHrearrangementHandHinvolvedHtheHheavyHchainHdiversityHregionVH1987THd]THbd[aUe 41

1642 yolecularHcloningHandHchemicalHsynthesisHofHaHregionHofHplateletHglycoproteinHuubHinvolvedHinH
adhesiveHfunctionVH1987THd]THcYY]Ud 67

1641 –rofileHanalysisfHdetectionHofHdistantlyHrelatedHproteinsVH1987THd]TH][aaUd 1065

1640 –rokaryoticHandHeukaryoticHRzmHpolymerasesHhaveHhomologousHcoreHsubunitsVH1987THd]THYYeZUb 323

1639 ÎheHextracellularHnucleaseHgeneHofH±erratiaHmarcescensHandHitsHsecretionHfromHqscherichiaHcoliVH1987
THacTHYd[UeZ 93

(1987-1987)
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1638 mllelicHdimorphismHinHaHsurfaceHantigenHgeneHofHtheHmalariaHparasiteH–lasmodiumHfalciparumVH1987TH
YeaTHZc[Udc 394

1637 pzmHsequenceHofHgenesH[dHencodingHaHreceptorUrecognizingHproteinHofHbacteriophagesHÎZTHw[HandH
ofHw[HhostHrangeHmutantsVH1987THYe]TH[YUe 28

1636 oomparativeHstudyHofHakHflankingHsequencesHofHeukaryoticHgenesfHpossibleHfunctionalHimplicationsVH
1987THeTHb[UcX 1

1635 zucleotideHsequenceHofHtheHkanamycinHresistanceHdeterminantHofHplasmidHR–]fHhomologyHtoHotherH
aminoglycosideH[OUphosphotransferasesVH1987THYdTHYe[UZX] 30

1634 ÎheHxeeuwenhoekHlectureTHYedaVHmHmolecularHbiologistOsHviewHofHviralHhepatitisVH1987THZ[XTHYXcU]b 7

1633 tumanHinterleukinUYHbetaHgeneVH1987THaZTHeaUYXY 80

1632 tumanHacidicHribosomalHphosphoproteinsH–XTH–YTHandH–ZfHanalysisHofHcpzmHclonesTHinHvitroHsynthesisTH
andHassemblyVH1987THcTH]XbaUc] 269

1631 ÎhreeUdimensionalHsimilarityHmappingHrevealsHnucleotideHsequenceHrelationshipsHamongHhumanH
immunodeficiencyHvirusHPtuüQHisolatesVH1987THacTHZ]cUa[ 1

1630 RegulationHofHsexualHdifferentiationHinHpVHmelanogasterHviaHalternativeHsplicingHofHRzmHfromHtheH
transformerHgeneVH1987THaXTHc[eU]c 378

1629 ±tructureHofHtheHoolqYHropHproteinHatHYVcHmHresolutionVH1987THYebTHbacUca 280

1628 yolecularHcharacterizationHofHhumanHimmunodeficiencyHvirusHfromHZairefHnucleotideHsequenceH
analysisHidentifiesHconservedHandHvariableHdomainsHinHtheHenvelopeHgeneVH1987THaZTHcYUdZ 86

1627 ÎwoHrelatedHviralHgenesHareHlocatedHonHaHsingleHsuperhelicalHpzmHsegmentHofHtheHmultipartiteH
oampoletisHsonorensisHvirusHgenomeVH1987THYbXTHYZXU[] 43

1626 mntigenicHvariationHandHlentivirusHpersistencefHvariationsHinHenvelopeHgeneHsequencesHduringHqumüH
infectionHresembleHchangesHreportedHforHsequentialHisolatesHofHtuüVH1987THYbYTH[ZYU[Y 101

1625 ±equenceHandHorganizationHofHsouthernHbeanHmosaicHvirusHgenomicHRzmVH1987THYbYTHc[UdX 76

1624 ÎheHnucleotideHsequenceHofHaHgeminivirusHfromHpigitariaHsanguinalisVH1987THYbYTHYbXUe 77

1623 –redictedHstructureHofHtailUfiberHproteinsHofHÎUevenHtypeHphagesVH1987THZYaTHY]aUaX 9

1622 oloningHandHsequenceHanalysisHofHtheHhumanHbrainHbetaUadrenergicHreceptorVHqvolutionaryH
relationshipHtoHrodentHandHavianHbetaUreceptorsHandHporcineHmuscarinicHreceptorsVH1987THZYYTHZXXUb 93

1621 ÎheHgreaterHstrengthHofHargininefHcarboxylateHoverHlysineHcarboxylateHionHpairsHimplicationsHforHtheH
designHofHnovelHenzymesHandHdrugsVH1987THY]eTHeZcUe 17
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1620 senomeHofHcoxsackievirusHn[VH1987THYabTHaXUb[ 178

1619 zucleotideHsequenceHanalysisHrevealsHsimilaritiesHbetweenHproteinsHdeterminingHmethylenomycinHmH
resistanceHinH±treptomycesHandHtetracyclineHresistanceHinHeubacteriaVH1987THadTHZZeU]Y 91

1618 RatHcholesterolHsideUchainHcleavageHenzymeHP–U]aXsccQfHuseHofHaHcpzmHprobeHtoHstudyHtheHhormonalH
regulationHofH–U]aXsccHmRzmHlevelsHinHovarianHgranulosaHcellsVH1987THacTHYUe 23

1617 yolecularHcloningHandHnucleotideHsequenceHofHaHbovineHalphaUlactalbuminHcpzmVH1987THbYTHYYeUZZ 35

1616 zucleotideHsequenceHandHcharacterizationHofHaHgeneHencodingHtheHphytochromeHpolypeptideHfromH
mvenaVH1987THbYTH[[eU]d 69

1615 OrganizationHandHsequenceHofHtheHhsdHgenesHofHqscherichiaHcoliHwUYZVH1987THYedTHYaeUcX 86

1614 oharacterizationHofHaHhumanHmultilineageUcolonyUstimulatingHfactorHcpzmHcloneHidentifiedHbyHaH
conservedHnoncodingHsequenceHinHmouseHinterleukinU[VH1987THaaTHYYaUZ] 62

1613 yolecularHanalysisHofHmouseHalcoholHdehydrogenasefHnucleotideHsequenceHofHtheHmdhUYHgeneHandH
geneticHmappingHofHaHrelatedHnucleotideHsequenceHtoHchromosomeH[VH1987THaeTHYcYUdZ 40

1612 tumanHcysteineUproteinaseHinhibitorsfHnucleotideHsequenceHanalysisHofHthreeHmembersHofHtheH
cystatinHgeneHfamilyVH1987THbYTH[ZeU[d 67

1611 zucleotideHsequenceHofHtheHpzmHpolymeraseHgeneHofHherpesHsimplexHvirusHtypeHZHandHcomparisonH
withHtheHtypeHYHcounterpartVH1987THaZTHYZeU[c 86

1610 zucleotideHsequenceHandHlinkageHmapHpositionHofHtheHgeneHforHmaizeHchloroplastHribosomalHproteinH
±Y]VH1987THZbTH[YddU[YeZ 10

1609 RhizobiumHmelilotiHntrmHPrpozQHgeneHisHrequiredHforHdiverseHmetabolicHfunctionsVH1987THYbeTHZ]Z]U[Y 220

1608 ÎheHcytochromeHoxidaseHsubunitHuHandHsubunitHuuuHgenesHinHOenotheraHmitochondriaHareHtranscribedH
fromHidenticalHpromoterHsequencesVH1987THbTHZeU[] 137

1607 zucleotideHsequenceHofHtheHqscherichiaHcoliHgeneHforHlipidHmHdisaccharideHsynthaseVH1987THYbeTHacZcU[] 49

1606 mHcaHkdHmerozoiteHsurfaceHproteinHofH–lasmodiumHfalciparumHwhichHisHrelatedHtoHtheHcXHkdH
heatUshockHproteinsVVH1987THbTH]e[U]ee 85

1605 cpzmHsequenceHencodingHaH–lasmodiumHfalciparumHproteinHassociatedHwithHknobsHandHlocalizationH
ofHtheHproteinHtoHelectronUdenseHregionsHinHmembranesHofHinfectedHerythrocytesVVH1987THbTHY]ZYUY]Zc 27

1604 mHmalariaHproteinHexportedHintoHaHnewHcompartmentHwithinHtheHhostHerythrocyteVVH1987THbTH]daU]eY 95

1603 oonservationHofHstructureHandHlocationHofHRhizobiumHmelilotiHandHwlebsiellaHpneumoniaeHnifnH
genesVH1987THYbeTHYYZXUb 62
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1602 xysisHgeneHtHofHÎUevenHbacteriophagesfHevidenceHthatHcolicinsHandHbacteriophageHgenesHhaveH
commonHancestorsVH1987THYbeTHZeabUbY 15

1601 ±tructuralHvariantsHofHhumanHÎZXXHglycoproteinHPleukocyteUcommonHantigenQVVH1987THbTHYZaYUYZac 153

1600 ÎheHregulatoryHcYHlocusHofHZeaHmaysHencodesHaHproteinHwithHhomologyHtoHmybHprotoUoncogeneH
productsHandHwithHstructuralHsimilaritiesHtoHtranscriptionalHactivatorsVVH1987THbTH[aa[U[aad 565

1599 qsrHhomologousHsequencesHencodedHinHtheHgenomeHofHprosophilaHmelanogasterTHandHtheirHrelationH
toHneurogenicHgenesVVH1987THbTHcbYUcbb 79

1598
poubleUstrandedHcleavageHofHÎUpzmHandHgenerationHofHsingleUstrandedHÎUpzmHmoleculesHinH
qscherichiaHcoliHbyHaHvirpUencodedHborderUspecificHendonucleaseHfromHmgrobacteriumHtumefaciensVH
1987THYbeTHaX[aU]a

118

1597 ÎranscriptionHofHtransposableHelementHmctivatorHPmcQHofHZeaHmaysHxVH1987THbTHYaaaUYab[ 100

1596 udentificationHandHcharacterizationHofHtheHgenesHencodingHthreeHstructuralHproteinsHofHtheH
±ulfolobusHvirusUlikeHparticleH±±üYVHMolecularnGeneticsnandnGenomicsTH1987THZXbTHY]]UYa[ 52

1595 OverlappingHtranscriptionHunitsHinHprosophilafHsequenceHandHstructureHofHtheHosHgeneVHMolecularn
GeneticsnandnGenomicsTH1987THZXeTHZeXUd 7

1594 mHnovelHwheatHalphaUamylaseHgeneHPalphaUmmy[QVHMolecularnGeneticsnandnGenomicsTH1987THZXeTH[[U]X 76

1593 yolecularHanalysisHofHparamutantHplantsHofHmntirrhinumHmajusHandHtheHinvolvementHofHtransposableH
elementsVHMolecularnGeneticsnandnGenomicsTH1987THZXeTH]eeUaXc 35

1592
zucleotideHsequenceHofHtheHpyrimidineHspecificHcarbamoylHphosphateHsynthetaseTHaHpartHofHtheH
yeastHmultifunctionalHproteinHencodedHbyHtheHöRmZHgeneVHMolecularnGeneticsnandnGenomicsTH1987TH
ZXcTH[Y]Ue

26

1591 ÎestisUspecificHbetaHZHtubulinsHareHidenticalHinHprosophilaHmelanogasterHandHpVHhydeiHbutHdifferHfromH
theHubiquitousHbetaHYHtubulinVH1987THeaTH[dcUea 57

1590 unsertionWdeletionHmutationsHinHtheHZeaHchloroplastHgenomeVHCurrentnGeneticsTH1987THYYTHbYcUZ] 2.9 33

1589
±equenceHstudiesHonHtheHsoybeanHchloroplastHYb±UZ[±HrpzmHspacerHregionHfHoomparisonHwithHotherH
angiospermHsequencesHandHproposalHofHaHgeneralizedHRzmHsecondaryHstructureHmodelHforHtheH
intergenicHregionsVHPlantnMolecularnBiologyTH1987THYXTHbaUdZ

4.6 3

1588 ÎheHaOHflankingHpzmHofHaHpatatinHgeneHdirectsHtuberHspecificHexpressionHofHaHchimaericHgeneHinH
potatoVHPlantnMolecularnBiologyTH1987THeTH[]aUca 4.6 35

1587 ÎheHisolationTHcharacterizationHandHsequenceHofHtwoHdivergentH˛†UtubulinHgenesHfromHsoybeanH
PslycineHmaxHxVQVHPlantnMolecularnBiologyTH1987THYXTHYcYUd] 4.6 49

1586 yolecularHcharacterizationHofHtheHvirulenceHgeneHvirmHofHtheHmgrobacteriumHtumefaciensHoctopineH
ÎiHplasmidVHPlantnMolecularnBiologyTH1987THeTHb[aU]a 4.6 36

1585 ±yntheticHpeptidesHcorrespondingHtoHsequencesHofHsnakeHvenomHneurotoxinsHandHrabiesHvirusH
glycoproteinHbindHtoHtheHnicotinicHacetylcholineHreceptorVH1987THZTHZedU[Xc 51
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1584 zucleicHacidHevidenceHbearingHonHhominoidHrelationshipsVH1987TH[XTH]YUc[ 9

1583 olathrinHlightHchainsHcontainHbrainUspecificHinsertionHsequencesHandHaHregionHofHhomologyHwithH
intermediateHfilamentsVH1987TH[ZbTHYa]Ue 134

1582 ReassortmentHofHpzmHrecognitionHdomainsHandHtheHevolutionHofHnewHspecificitiesVH1987THYTHY[UZZ 100

1581 ±tructureHandHevolutionHofHtheHrepetitiveHgeneHencodingHstreptococcalHproteinHsVH1987THYbdTH[YeUZ] 115

1580 yolecularHcloningHofHcpzmHforHhumanHcomplementHcomponentHoYsVHÎheHcompleteHaminoHacidH
sequenceVH1987THYbeTHa]cUa[ 69

1579 pzmHsequenceHanalysisHofHtwoHbovineHimmunoglobulinHotHgammaHpseudogenesVH1987THY]THZc[Ud[ 9

1578 zucleotideHsequenceHandHlinkageHmapHpositionHofHtheHgenesHforHribosomalHproteinsHxY]HandH±dHinH
theHmaizeHchloroplastHgenomeVH1988THYcXTHaXcUY] 22

1577 cpzmHclonesHforHhumanHplateletHs–uubHcorrespondingHtoHmRzmHfromHmegakaryocytesHandHtqxHcellsVH
qvidenceHforHanHextensiveHhomologyHtoHotherHmrgUslyUmspHadhesionHreceptorsVH1988THYcYTHdcUe[ 26

1576 ±tudiesHonHtheHmechanismHofHtranslationalHenhancementHbyHtheHaOUleaderHsequenceHofHtobaccoH
mosaicHvirusHRzmVH1988THYcaTHcaUdb 54

1575 oloningHofHaHfullUlengthHcomplementaryHpzmHforHfattyUacidUbindingHproteinHfromHbovineHheartVH1988TH
YcaTHa]eUab 66

1574 RatHbetaUnerveHgrowthHfactorHsequenceHandHsiteHofHsynthesisHinHtheHadultHhippocampusVH1988THZXTH]X[UYX 305

1573 usolationHandHcharacterizationHofHtheHaOHflankingHregionHofHtheHmouseHcUtarveyUrasHgeneVH1988THYTHYbYUcX 53

1572 ÎwoHstrandsHofHpzmHareHnotHequivalentHasHprobesHinHhybridizationsHatHlowHstringencyVH1988THYc[TH[d[Ub 3

1571 ±ynonymousHnucleotideHsubstitutionHratesHofHbetaUtubulinHandHhistoneHgenesHconformHtoHhighH
overallHgenomicHratesHinHrodentsHbutHnotHinHseaHurchinsVHJournalnofnMolecularnEvolutionTH1988THZcTHabUb] 3.1 12

1570 pzmHsequenceHanalysisHandHstructuralHrelationshipsHamongHtheHcytoskeletalHactinHgenesHofHtheHseaH
urchinH±trongylocentrotusHpurpuratusVHJournalnofnMolecularnEvolutionTH1988THZdTHcZUdb 3.1 14

1569 RibosomalHRzmHsequencesHforHinferringHphylogenyHwithinHtheHgrassHfamilyHP–oaceaeQVH1988THYbXTHZeU[c 104

1568 yolecularHcharacterizationHofHtheHvirulenceHgeneHvirmHofHtheHmgrobacteriumHtumefaciensHoctopineH
ÎiHplasmidVHPlantnMolecularnBiologyTH1988THYYTHZZcU[c 4.6 23

1567 usolationHofHtwoHcpzmHclonesHfromHtomatoHcontainingHtwoHdifferentHsuperoxideHdismutaseH
sequencesVHPlantnMolecularnBiologyTH1988THYYTHbXeUZ[ 4.6 66
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1566 ±equenceHcomparisonsHofHthreeHwildUtypeHnronzeUYHallelesHfromHZeaHmaysVHPlantnMolecularnBiologyTH
1988THYYTH]c[UdY 4.6 52

1565
oloningTHnucleotideHsequenceHandHmutationalHanalysisHofHtheHgeneHencodingHtheH–hotosystemHuuH
manganeseUstabilizingHpolypeptideHofH±ynechocystisHbdX[VHMolecularnGeneticsnandnGenomicsTH1988TH
ZYZTH]YdUZa

62

1564 udentificationHofHtheHwlebsiellaHpneumoniaeHglnnHgenefHnucleotideHsequenceHofHwildUtypeHandH
mutantHallelesVHMolecularnGeneticsnandnGenomicsTH1988THZYaTHY[]Ud 56

1563 ReplicationHandHincompatibilityHpropertiesHofHplasmidHpönYYXHinHnacillusHsubtilisVHMolecularnGeneticsn
andnGenomicsTH1988THZYZTHZ[ZU]X 52

1562 ±tructuralHdiversityHofHtheHpatatinHgeneHfamilyHinHpotatoHcvVHpesireeVHMolecularnGeneticsnandn
GenomicsTH1988THZYZTH[ZaU[b 59

1561
yappingHofHchloroplastHmutationsHconferringHresistanceHtoHantibioticsHinHohlamydomonasfHevidenceH
forHaHnovelHsiteHofHstreptomycinHresistanceHinHtheHsmallHsubunitHrRzmVHMolecularnGeneticsnandn
GenomicsTH1988THZY]THYeZUc

53

1560 ±equenceHheterogeneityHandHdifferentialHexpressionHofHtheHalphaUmmyZHgeneHfamilyHinHwheatVH
MolecularnGeneticsnandnGenomicsTH1988THZY]THZ[ZU]X 53

1559 oloningTHsequencingHandHexpressionHofHaHnacillusHbacteriolyticHenzymeHinHqscherichiaHcoliVHMolecularn
GeneticsnandnGenomicsTH1988THZY]THZ]YUd 79

1558 ÎheHexpressionHofHbetaHYHandHbetaH[HtubulinHgenesHofHprosophilaHmelanogasterHisHspatiallyH
regulatedHduringHembryogenesisVHMolecularnGeneticsnandnGenomicsTH1988THZYYTHdUYb 45

1557 oonservationHofHnifHsequencesHinHrrankiaVHMolecularnGeneticsnandnGenomicsTH1988THZY[THZ[dU]b 75

1556 ÎwoHgenesHencodingHgasHvacuoleHproteinsHinHtalobacteriumHhalobiumVHMolecularnGeneticsnandn
GenomicsTH1988THZY[TH]aeUb] 41

1555
oomputerUassistedHprimaryHandHsecondaryHstructureHanalysesHofHpzmHpolymerasesHofHherpesH
simplexTHqpsteinUnarrHandHvaricellaHzosterHvirusesHrevealHconservedHdomainsHwithHsomeHhomologyHtoH
pzmUbindingHdomainHinHqVHcoliHpzmHpolHuVH1988THYTH[aYUbc

6

1554
oloningHandHsequencingHofHaHcpzmHencodingHtheHsmallHsubunitHprecursorHofH
ribuloseUYTaUbisphosphateHcarboxylaseHfromHohlamydomonasHmoewusiiVHqvolutionHofHRönu±oOH±±H
polypeptideVHCurrentnGeneticsTH1988THY]TH]bYUcX

2.9 17

1553 senomeHofHtheHquropeanHelkHpapillomavirusHPqq–üQVH1988THYTHYZ[U[[ 4

1552 teterogeneityHofHnamtiHpzmHfragmentsHnHandHqHinHseveralHt±üUYHstrainsHandHrecombinantsVH1988TH
YTHYbaUc] 9

1551 OligopeptideHbiasesHinHproteinHsequencesHandHtheirHuseHinHpredictingHproteinHcodingHregionsHinH
nucleotideHsequencesVH1988TH]THeeUYZZ 235

1550 ÎheHqpsteinUnarrHvirusHglycoproteinHgpYYXTHaHmolecularHlinkHbetweenHtxmHpR]THtxmHpRYTHandH
rheumatoidHarthritisVH1988THZcTH[bcUcY 111

1549 ±equenceHofHtheHnucleoproteinHgeneHfromHaHvirulentHnritishHfieldHisolateHofHtransmissibleH
gastroenteritisHvirusHandHitsHexpressionHinH±accharomycesHcerevisiaeVH1988THZTHdeUee 28
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1548 ÎheHintegralHmembraneHproteinHfromHaHvirulentHisolateHofHtransmissibleHgastroenteritisHvirusfH
molecularHcharacterizationTHsequenceHandHexpressionHinHqscherichiaHcoliVH1988THZTH]ecUaXa 14

1547 ÎheHstructureHofHaHplasmidHofHohlamydiaHtrachomatisHbelievedHtoHbeHrequiredHforHgrowthHwithinH
mammalianHcellsVH1988THZTHa[YUd 51

1546 ÎheHproteinHencodedHbyHgvpoHisHaHminorHcomponentHofHgasHvesiclesHisolatedHfromHtheHcyanobacteriaH
mnabaenaHflosUaquaeHandHyicrocystisHspVH1988THZTHa]aUaZ 56

1545 ÎranscriptionalHanalysisHofHtheHYb±HrRzmHgeneHofHtheHrrnpHgeneHsetHofH±treptomycesHcoelicolorH
m[PZQVH1988THZTHabeUce 58

1544 zucleotideHsequenceHanalysisHofHZOOUaminoglycosideHnucleotidylUtransferaseHmzÎPZOOQHfromHÎn]XXXfH
itsHrelationshipHwithHmmpP[OOQHandHimpactHonHÎnZYHevolutionVH1988THZTHcXeUYc 50

1543 oharacterizationHofHtheHooleopteranâ��±pecificH–roteinHseneHofHnacillusHthuringiensisHüarVH
tenebrionisVH1988THbTHbYUbb 45

1542 yvnufHmHrestrictionHenzymeHinHtheHarchaebacteriumyethanococcusHvannieliiVH1988THaZTHZZeUZ[[ 11

1541 ±uppressionHofHgrowthHdefectsHofHˆ�´–UamylaseHsecretingqscherichiaHcolibyHsignalHsequenceHfusionVH
1988THaaTH[Ud 2

1540 udentificationHofHaHnewHclassHofHsteroidHhormoneHreceptorsVH1988TH[[YTHeYU] 707

1539 unductionHofHprotoUoncogeneHvözWm–UYHbyHserumHandHÎ–mVH1988TH[[]THbZeU[Y 640

1538 ÎheHproductHofHtheHprosophilaHgeneHvasaHisHveryHsimilarHtoHeukaryoticHinitiationHfactorU]mVH1988TH[[aTHbYYUc 531

1537 ÎheHprosophilaHgeneHknirpsUrelatedHisHaHmemberHofHtheHsteroidUreceptorHgeneHsuperfamilyVH1988TH
[[bTH]e[Ub 101

1536 orossUhomologiesHandHstructuralHdifferencesHbetweenHhumanHcholinesterasesHrevealedHbyH
antibodiesHagainstHcpzmUproducedHhumanHbutyrylcholinesteraseHpeptidesVH1988THaYTHYdadUbc 10

1535 oharacterizationTHevolutionaryHrelationshipsTHandHchromosomeHlocationHofHprocessedHmouseHt–RÎH
pseudogeneVH1988THY]TH[aeUbe 12

1534 mUYYfHcellHtypeUspecificHandHsingleUactiveUαHtranscriptionHcontrolsHofHnewlyHfoundHgeneHinHculturedH
humanHcellsVH1988THY]THa]YUaZ 7

1533 pirectHribosomalHRzmHsequencingfHOptimizationHofHextractionHandHsequencingHmethodsHforHworkH
withHhigherHplantsVH1988THbTHYcaUYeZ 81

1532 olonedHgenesHofHstorageHproteinsVH1988THbTHZZUZZ 4

1531 y–±mHshortHcommunicationsVHThenProteinnJournalTH1988THcTHYdcUYdd 7
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1530 udentificationHandHcomparisonHofoampoletisHsonorensisHvirusHtranscriptsHexpressedHfromHfourH
genomicHsegmentsHinHtheHinsectHhostsoampoletisHsonorensisHandteliothisHvirescensVH1988THYbcTH[ZeU[]Y 1

1529 udentificationHofHsequenceHchangesHinHtheHcoldUadaptedTHliveHattenuatedHinfluenzaHvaccineHstrainTH
mWmnnHmrborWbWbXHPtZzZQVH1988THYbcTHaa]Uabc 25

1528 ±creeningHforHnovelHtypeHuuHrestrictionHendonucleasesVH1988TH[[XTH[cbU[cb

1527 –urificationHandHpropertiesHofHanHYdUkilodaltonTHYTZaUdihydroxyvitaminHp[HmodulatedHproteinHfromH
embryonicHchickHintestineVH1988THZcTH[[dYUc 8

1526 oomparativeHdigestibilityHofHlegumeHstorageHproteinsVH1988TH[bTHdebUeXZ 89

1525 mHprosophilaHmelanogasterHgeneHencodesHaHproteinHhomologousHtoHtheHmouseHtHcomplexH
polypeptideHYVH1988THbdTHZbcUc] 44

1524 ±chistosomaHmansonifHidentificationHandHanalysisHofHanHmRzmHandHaHgeneHencodingHsuperoxideH
dismutaseHPouWZnQVH1988THbcTHc[Ud] 69

1523 ±equenceHofHtheHgeneHforHribosomalHproteinHxZ[HfromHtheHarchaebacteriumHyethanococcusH
vannieliiVH1988THZ[eTH[Y[Ud 10

1522 msnufHaHnovelHclassHuuHrestrictionHendonucleaseHfromHmrthrobacterHspVTHstrainHzUoyTHrecognizingH
aOUmÎWÎmmÎU[OVH1988THZ[aTHZ]YUb 4

1521 zucleotideHsequenceHofHtheHgeminivirusHchlorisHstriateHmosaicHvirusVH1988THYb]TH]][Ue 45

1520 oonservationHofHaHgeneHclusterHincludingHglycoproteinHnHinHbovineHherpesvirusHtypeHZHPntüUZQHandH
herpesHsimplexHvirusHtypeHYHPt±üUYQVH1988THYbaTH[ddU]Xa 41

1519 oommonHepitopesHofHglycoproteinHnHmapHwithinHtheHmajorHpzmUbindingHproteinsHofHbovineH
herpesvirusHtypeHZHPntüUZQHandHherpesHsimplexHvirusHtypeHYHPt±üUYQVH1988THYbaTH]XbUYd 9

1518 –olymorphismsHofHtheHregionHofHtheHqpsteinUnarrHvirusHgenomeHwhichHdisruptsHlatencyVH1988THYbaTHa]eUb] 38

1517 ÎheHstructureHofHthreeHbacteriophageHÎ]HgenesHrequiredHforHtailUtubeHassemblyVH1988THYb]THdYUeX 14

1516 yolecularHcloningHandHsequenceHdeterminationHofHpmHstrainHofHÎheilerOsHmurineHencephalomyelitisH
virusesVH1988THYb]THZ]aUaa 115

1515 unsightsHintoHÎheilerOsHvirusHneurovirulenceHbasedHonHaHgenomicHcomparisonHofHtheHneurovirulentH
spüuuHandHlessHvirulentHnemnHstrainsVH1988THYbaTHYUYZ 81

1514 yolecularHanalysisHofHtheHcpzmHforHhumanH±–mRoWosteonectinWnyU]XfHsequenceTHexpressionTHandH
localizationHofHtheHgeneHtoHchromosomeHaq[YUq[[VH1988THZTH[cU]c 138

1513 mminoHacidHsubstitutionsHinHstructurallyHrelatedHproteinsVHmHpatternHrecognitionHapproachVH
peterminationHofHaHnewHandHefficientHscoringHmatrixVH1988THZX]THYXYeUZe 282
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1512
oloningHandHsequencingHofHaHcpzmHencodingHpzmHmethyltransferaseHofHmouseHcellsVHÎheH
carboxylUterminalHdomainHofHtheHmammalianHenzymesHisHrelatedHtoHbacterialHrestrictionH
methyltransferasesVH1988THZX[THecYUd[

753

1511 youseHcytoskeletalHgammaUactinfHanalysisHandHimplicationsHofHtheHstructureHofHclonedHcpzmHandH
processedHpseudogenesVH1988THZX[THbbaUca 16

1510 usolationHandHpartialHsequenceHofHtheHmUproteinHgeneHofHÎhermusHthermophilusHcytochromeHcYaa[VH
1988THaaXTH[[Ud 12

1509 ±yntheticHoligonucleotideHprobesHforHtheHdetectionHofHhumanHpapillomaHvirusesHbyHinHsituH
hybridisationVH1988THZXTHZ[eU]e 22

1508 ÎheHoriginHofHconjugativeHunc–HplasmidHtransferfHinteractionHwithHplasmidUencodedHproductsHandHtheH
nucleotideHsequenceHatHtheHrelaxationHsiteVH1988THeaYTH[baUc] 43

1507 ummunologicalHrelationshipsHamongHtheHmajorHseedHproteinsHofHcerealsVH1988THacTHYX[UYYY 19

1506 zovelHregulatorsHofHboneHformationfHmolecularHclonesHandHactivitiesVH1988THZ]ZTHYaZdU[] 3348

1505 ÎightlyHregulatedHtacHpromoterHvectorsHusefulHforHtheHexpressionHofHunfusedHandHfusedHproteinsHinH
qscherichiaHcoliVH1988THbeTH[XYUYa 908

1504 zucleotideH±equenceHofHÎomatoHnlackHRingHüirusHRzmUYVH1988THbeTHYaYcUYaZe 45

1503
ÎheHaminoHacidHsequenceHofHtheHeukaryoticHpzmH[zbUadenine]methyltransferaseTHyVovinuuuTHhasH
regionsHofHsimilarityHwithHtheHprokaryoticHisoschizomerHyVÎaquHandHotherHpzmH[zbUadenine]H
methyltransferasesVH1988THc]THZa[Ue

14

1502 oloningHandHsequencingHofHcpzmHforHtheHratHplasminogenHactivatorHinhibitorUYVH1988THc[TH]aeUbd 125

1501 seneticHorganizationHandHnucleotideHsequenceHofHtheHstabilityHlocusHofHuncruuHplasmidHzRYVH1988TH
ZXZTHaYYUZa 37

1500 oloningHandHsequencingHofHtheHgeneHforHtheHpzmUbindingHYcwHproteinHofHqscherichiaHcoliVH1988THbcTHYYcUZ] 51

1499 ÎroponinHofHasynchronousHflightHmuscleVH1988THZX]THbZYU[c 122

1498 ÎheHantigenicHindexfHaHnovelHalgorithmHforHpredictingHantigenicHdeterminantsVH1988TH]THYdYUb 279

1497 mHrapidlyHevolvingHregionHinHtheHimmunoglobulinHheavyHchainHlociHofHratHandHmousefHpostulatedHroleH
ofHPdoUdmQnVPdsUdÎQnHsequencesVH1988THbdTHe[UYXX 25

1496 ±tructureHandHacuteUphaseHregulationHofHtheHratHalphaHZUmacroglobulinHgeneVH1988THZcTHeYe]UZX[ 54

1495 cpzmHcloningHandHprimaryHstructureHdeterminationHofHtheHperoxisomalHtrifunctionalHenzymeH
hydrataseUdehydrogenaseUepimeraseHfromHtheHyeastHoandidaHtropicalisHpwZ[[VH1988THbeTHYcYUdX 66
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1494 mHsingleHaminoHacidHsubstitutionHconvertsHcytochromeH–]aXPY]pyQHtoHanHinactiveHformTHcytochromeH
–]aX±sYfHcompleteHprimaryHstructuresHdeducedHfromHclonedHpzm±VH1988THYaaTH[YcUZ[ 68

1493 tumanHmacrophageUcolonyHstimulatingHfactorfHalternativeHRzmHandHproteinHprocessingHfromHaH
singleHgeneVH1988THZaTHcbYUcX 110

1492 novineHsyUo±rfHmolecularHcloningHandHbiologicalHactivityHofHtheHrecombinantHproteinVH1988THZaTHd][UaX 44

1491 oloningTHsequenceHandHexpressionHofHbovineHinterleukinHYHalphaHandHinterleukinHYHbetaH
complementaryHpzmsVH1988THZaTH]ZeU[c 98

1490 ±timulationHofHnUcellHprogenitorsHbyHclonedHmurineHinterleukinUcVH1988TH[[[THacYU[ 701

1489 ÎheHcompleteHsequenceHofHdystrophinHpredictsHaHrodUshapedHcytoskeletalHproteinVH1988THa[THZYeUZd 1360

1488 yolecularHcharacterizationHofHtheHpatatinHmultigeneHfamilyHofHpotatoVH1988THbZTHZcU]] 109

1487 yolecularHcloningHandHsequencingHofHaHmurineHpgkUYHpseudogeneHfamilyVH1988THcYTH]bYUcY 10

1486 ±equenceHofHtheH[[dbH[OHnucleotidesHofHtheHgenomeHofHtheHmüOYHstrainHrabiesHvirusfHstructuralH
similaritiesHinHtheHproteinHregionsHinvolvedHinHtranscriptionVH1988THcXTHYXYeUZe 32

1485 zucleotideHsequenceHofHtheHgeneHcodingHforHaHY[XUkpaHmosquitocidalHproteinHofHnacillusH
thuringiensisHisraelensisVH1988THbbTHYXcUZX 22

1484 ÎerminalHrepeatsHinHlongHrepeatHarraysHareHlikelyHtoHreflectHtheHearlyHevolutionHofHnalbianiHringH
genesVH1988THZXXTHbaaUb] 23

1483 ±tructureHandHregulationHofHcontrollingHsequencesHforHtheH±treptomycesHcoelicolorHglycerolHoperonVH
1988THZX]THabeUdX 85

1482 yolecularHanalysisHofHaHtPcgY]QPq[agq[ZQHchromosomeHtranslocationHinHaHÎHcellHleukemiaHofHaHpatientH
withHataxiaHtelangiectasiaVH1988THa[THY[cU]] 103

1481 yolecularHgeneticsHofHtheHapolipoproteinHnHgeneHinHpigsHinHrelationHtoHatherosclerosisVH1988THcXTHZY[UZe 43

1480 usolationHandHcharacterizationHofHaHbetaUtubulinHgeneHfromHoandidaHalbicansVH1988THb[THa[Ub[ 67

1479 unvestigationHofHsequenceHhomologyHinHaHgroupHofHtypeUuuHrestrictionWmodificationHisoschizomersVH
1988THc]THZ]aUaY 8

1478 OrganizationHofHtheHsunflowerHYY±HstorageHproteinHgeneHfamilyVH1988THc]TH][[U][ 49

1477 yultipleHsclerosisHautoantibodiesHandHantibodiesHinHmup±HmayHdepleteHaHbrainHpeptideHhormoneVH
1988THZbTHY]aUc 2
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1476 qvolutionHofHneurotransmitterHreceptorHsystemsVH1988TH[XTHYXaUbe 91

1475 usolationHandHsequenceHofHaHgeneHencodingHaHmethionineUrichHYXUkpaHzeinHproteinHfromHmaizeVH1988TH
cYTH[aeUcX 101

1474
zucleotideHsequencesHofHtheHqscherichiaHcoliHnagqHandHnagnHgenesfHtheHstructuralHgenesHforHtheH
zUacetylglucosamineHtransportHproteinHofHtheHbacterialHphosphoenolpyruvatefHsugarH
phosphotransferaseHsystemHandHforHglucosamineUbUphosphateHdeaminaseVH1988THbZTHYecUZXc

77

1473 mHclassUuHintronHinHaHcyanelleHtRzmHgeneHfromHoyanophoraHparadoxafHphylogeneticHrelationshipH
betweenHcyanellesHandHplantHchloroplastsVH1988THcYTHYYaUZZ 38

1472 usolationHandHcharacterizationHofHtheHglyceraldehydeU[UphosphateHdehydrogenaseHgeneHofH
mspergillusHnidulansVH1988THbeTH]eUac 129

1471 oharacterizationHofHaHhighUmolecularUweightHphosphoproteinHsynthesizedHbyHtheHhumanHmalarialH
parasiteH–lasmodiumHfalciparumVH1988THb]THbaUca 21

1470 qxpressionHofHcpzmHencodingHtheHhumanHJprotectiveHproteinJHassociatedHwithHlysosomalH
betaUgalactosidaseHandHneuraminidasefHhomologyHtoHyeastHproteasesVH1988THa]THcaaUb] 217

1469 ±tructureHandHevolutionHofHtheHintergenicHregionHinHaHribosomalHpzmHrepeatHunitHofHwheatVH1988TH
ZXYTHYUYc 163

1468 zucleotideHsequenceHofHtheHbetaUpUphosphogalactosideHgalactohydrolaseHgeneHofHxactobacillusH
caseifHcomparisonHtoHanalogousHpbgHgenesHofHotherHgramUpositiveHorganismsVH1988THbZTHZb[Ucb 72

1467 oloningHandHanalysisHofHtheHtaeuuuHandHtaeuuHmethyltransferaseHgenesVH1988THc]TH]aUaX 38

1466 [pHgeneHofHfootUandUmouthHdiseaseHvirusVHoonservationHbyHconvergenceHofHaverageHsequencesVH
1988THZX]THccYUb 23

1465
mnalysisHofHtheHfunctionalHdomainsHofHbiosyntheticHthreonineHdeaminaseHbyHcomparisonHofHtheH
aminoHacidHsequencesHofHthreeHwildUtypeHallelesHtoHtheHaminoHacidHsequenceHofHbiodegradativeH
threonineHdeaminaseVH1988THb[THZ]aUaZ

31

1464 zucleotideHsequenceHofHtheH[OHterminalHregionHofHplumHpoxHpotyvirusHRzmVH1988THYXTH[ZaU[]Y 80

1463 wspb[ZuTHaHnovelHclassUuu±HrestrictionHendonucleaseHfromHwluyveraHspVHstrainHb[ZHwithHtheHasymmetricH
hexanucleotideHrecognitionHsequencefHaOUoÎoÎÎoPzQYU[OH[OUsmsmmsPzQ]UaOVH1988THbbTH[YU][ 20

1462 ±impleHsequenceHpzmHassociatedHwithHnearHsequenceHidentityHofHtheH[OUflankingHregionsHofHratH
cytochromeH–]aXbHandH–]aXeHgenesVH1988THcTH[bYUe 12

1461 mHconstitutiveHmemberHofHtheHratHcytochromeH–]aXuunHsubfamilyfHfullUlengthHcodingHsequenceHofHtheH
–]aXuun[HcpzmVH1988THcTHZa[UbX 34

1460 qvolutionHofHtheHstructuralHproteinsHofHhumanHimmunodeficiencyHvirusfHselectiveHconstraintsHonH
nucleotideHsubstitutionVH1988TH]TH[eeU]Xc 43

1459 YYHoomputerH–rogramsHforHolassificationHandHudentificationVH1988TH]aeU]e] 2
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1458 yolecularHcharacterizationHofHoatHseedHglobulinsVH1988THdcTHbedUcX] 66

1457 oharacterizationHofHcpzmHencodingHhumanHpregnancyUspecificHbetaHYUglycoproteinHfromHplacentaH
andHextraplacentalHtissuesHandHtheirHcomparisonHwithHcarcinoembryonicHantigenVH1988THcTHa]aUaa 31

1456 –urificationHandHcharacterizationHofHgibberellicHmcidUinducedHcysteineHendoproteasesHinHbarleyH
aleuroneHlayersVH1988THdcTHeaUYX[ 107

1455
qssentialHandHnonUessentialHdomainsHinHtheHnradyrhizobiumHjaponicumHzifmHproteinfHidentificationH
ofHindispensableHcysteineHresiduesHpotentiallyHinvolvedHinHredoxHreactivityHandWorHmetalHbindingVH
NucleicnAcidsnResearchTH1988THYbTHZZXcUZ]

20.1 152

1454 mbundantHaHkbHRzmHofHhumanHcytomegalovirusHwithoutHaHmajorHtranslationalHreadingHframeVH1988TH
beHPH–tHeQTHZZaYUbb 27

1453 –romotersHofHyycoplasmaHcapricolumHribosomalHRzmHoperonsfHidenticalHactivitiesHbutHdifferentH
regulationHinHhomologousHandHheterologousHcellsVHNucleicnAcidsnResearchTH1988THYbTHbYUcb 20.1 24

1452 udentificationHofHdistinctHo[bHandHo]bHrecognitionHsitesHinHtheHhumanHo[bWo]bHreceptorHPoRYTHop[aQH
byHdeletionHmutagenesisVH1988THYbdTHYbeeUcYc 238

1451 mösöRfHaHprogramHtoHpredictTHdisplayHandHanalyzeHtheHtertiaryHstructureHofHnUpzmVH1988TH]THY]cUaY

1450 oodonHpreferenceHinHpictyosteliumHdiscoideumVHNucleicnAcidsnResearchTH1988THYbTHbbYcU[a 20.1 45

1449 mseuTHaHrestrictionHendonucleaseHfromHmquaspirillumHserpensHwhichHrecognizesHaOmÎUUÎmmÎ[OVHNucleicn
AcidsnResearchTH1988THYbTHYX[ba 20.1 6

1448 ÎheHcompleteHaminoUacidHsequenceHofHtheHbilinUbindingHproteinHfromH–ierisHbrassicaeHandHitsH
similarityHtoHaHfamilyHofHserumHtransportHproteinsHlikeHtheHretinolUbindingHproteinsVH1988TH[beTH]ecUaXa 25

1447 yolecularH–ropertiesHofHnariHYTHaHyildH±trainHofHoauliflowerHyosaicHüirusVH1988THbeTHZ[caUZ[db 20

1446 mHbacktranslationHmethodHbasedHonHcodonHusageHstrategyVHNucleicnAcidsnResearchTH1988THYbTHYcYaUZd 20.1 27

1445
ÎheHnucleotideHsequenceHofHtheHx–pYHgeneHencodingHlipoamideHdehydrogenaseHinH±accharomycesH
cerevisiaefHcomparisonHbetweenHeukaryoticHandHprokaryoticHsequencesHforHrelatedHenzymesHandH
identificationHofHpotentialHupstreamHcontrolHsitesVH1988THY[]THYY[YUe

27

1444 zucleotideH±equenceHofHtheHoapsidH–roteinHseneHofH–lumH–oxH–otyvirusVH1988THbeTHYaXeUYaYb 59

1443 yultiplexHpzmHsequencingVH1988THZ]XTHYdaUd 215

1442
ÎheH±accharomycesHcerevisiaeHRmpYdHgeneHencodesHaHproteinHthatHcontainsHpotentialHzincHfingerH
domainsHforHnucleicHacidHbindingHandHaHputativeHnucleotideHbindingHsequenceVHNucleicnAcidsnResearch
TH1988THYbTHcYYeU[Y

20.1 140

1441 mldolaseHactivityHofHaH–lasmodiumHfalciparumHproteinHwithHprotectiveHpropertiesVH1988THZ]XTHYX[bUd 75
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1440 yolecularHanalysisHofHaHzeurosporaHcrassaHgeneHexpressedHduringHconidiationVH1988THdTHZ]YYUd 75

1439 RecognitionHofHillUdefinedHsignalsHinHnucleicHacidHsequencesVH1988TH]THceUdd 1

1438 ÎheHuseHofHvariousHpropertiesHofHaminoHacidsHinHcolorHandHmonochromeHdotUmatrixHanalysesHforH
proteinHhomologiesVH1988TH]TH[eaU]XZ 2

1437 mnHalgorithmHforHsimultaneousHcomparisonHofHseveralHsequencesVH1988TH]THdeUeZ 2

1436 senomeHorganizationHofHtheHkillerHplasmidHpswYZHfromHwluyveromycesHlactisVHNucleicnAcidsnResearch
TH1988THYbTHadb[Ucd 20.1 98

1435 qxplorationHofHtheHxYdHbindingHsiteHonHa±HRzmHbyHdeletionHmutagenesisVHNucleicnAcidsnResearchTH
1988THYbTHYXcYcU[Z 20.1 13

1434
±equenceHandHpropertiesHofHtheHmessageHencodingHÎetrahymenaHhvYTHaHhighlyHevolutionarilyH
conservedHhistoneHtZmHvariantHthatHisHassociatedHwithHactiveHgenesVHNucleicnAcidsnResearchTH1988TH
YbTHYceUed

20.1 62

1433 ÎheHöbHsmallHnuclearHRzmHfromHÎrypanosomaHbruceiVHNucleicnAcidsnResearchTH1988THYbTHYY[ca 20.1 33

1432 ÎheHstructureHofHtheHregulatoryHregionHofHtheHratHxYHPxYRnTHlongHinterspersedHrepeatedQHpzmHfamilyH
ofHtransposableHelementsVHNucleicnAcidsnResearchTH1988THYbTHeZYaU[Y 20.1 50

1431 oodonHusageHinH–seudomonasHaeruginosaVHNucleicnAcidsnResearchTH1988THYbTHe[Z[U[a 20.1 232

1430 ±tructureTHexpressionTHandHheterogeneityHofHtheHriceHseedHprolaminesVH1988THddTHb]eUaa 70

1429 zucleotideHsequenceHofHbeetHwesternHyellowsHvirusHRzmVHNucleicnAcidsnResearchTH1988THYbTHeeYcU[Z 20.1 128

1428 zonUessentialHgenesHinHtheHvacciniaHvirusHtinduuuHwHfragmentfHaHgeneHrelatedHtoHserineHproteaseH
inhibitorsHandHaHgeneHrelatedHtoHtheH[cwHvacciniaHvirusHmajorHenvelopeHantigenVH1988THbeHPH–tHYZQTHZeeaU[XX[ 74

1427 mnHintegratedHfamilyHofHaminoHacidHsequenceHanalysisHprogramsVH1988TH]THYdcUeY 49

1426 ReiterativeHRzmHfoldingHandHoccupancyHrateHanalysisHforHmRzmHmodellingVH1988TH]THYbYUb

1425 runctionalHanalysisHofHtheHleadingHstrandHreplicationHoriginHofHplasmidHpönYYXHinHnacillusHsubtilisVH
NucleicnAcidsnResearchTH1988THYbTHeYZcU]a 20.1 17

1424 udentificationHofHtwoHnovelHmembersHofHerbmHsuperfamilyHbyHmolecularHcloningfHtheHgeneHproductsH
ofHtheHtwoHareHhighlyHrelatedHtoHeachHotherVHNucleicnAcidsnResearchTH1988THYbTHYYXacUc] 20.1 196

1423 ±q—uzU±ÎHandHoOprRqsfHaHfullHscreenHsequenceHeditorHandHaHcodonHusageHanalysisHprogramHforHtheH
mtariH±ÎVHNucleicnAcidsnResearchTH1988THYbTHYdZYUc 20.1
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1422 ±tructureHofHtheHhumanHnHlymphocyteHreceptorHforHo[dHandHtheHqpsteinUnarrHvirusHandHrelatednessH
toHotherHmembersHofHtheHfamilyHofHo[Wo]HbindingHproteinsVH1988THYbcTHYX]cUbb 122

1421 mHpzmHsequenceHoutsideHtheHpönYYXHminimalHrepliconHisHrequiredHforHnormalHreplicationHinHnacillusH
subtilisVHNucleicnAcidsnResearchTH1988THYbTH][deU]Xb 20.1 33

1420 –rokaryoticHexpressionHofHimmunogenicHpolypeptidesHofHtheHlargeHphosphoproteinHPppYaXQHofH
humanHcytomegalovirusVH1988THbeHPH–tHbQTHYYeaUZX] 48

1419 –rofileHscanningHforHthreeUdimensionalHstructuralHpatternsHinHproteinHsequencesVH1988TH]THbYUb 21

1418 zomyUYdXTHtheHlargeHisoformHofHtheHneuralHcellHadhesionHmoleculeHofHtheHmouseTHisHencodedHbyHanH
alternativelyHsplicedHtranscriptVHNucleicnAcidsnResearchTH1988THYbTH]ZYcUZa 20.1 30

1417 tistoneHgenesHofHüolvoxHcarterifHpzmHsequenceHandHorganizationHofHtwoHt[Ut]HgeneHlociVHNucleicn
AcidsnResearchTH1988THYbTH]YZYU[b 20.1 38

1416 qaruTHaHrestrictionHendonucleaseHfromHqnterobacterHaerogenesHwhichHrecognizesHaOoÎoÎÎo[OVHNucleicn
AcidsnResearchTH1988THYbTHedcZ 20.1 5

1415 ±tructureHandHnucleotideHsequenceHofHtheHratHintestinalHvitaminHpUdependentHcalciumHbindingH
proteinHgeneVH1988THdaTHdeddUeZ 47

1414 ÎwoHpzmUbindingHfactorsHrecognizeHspecificHsequencesHatHsilencersTHupstreamHactivatingHsequencesTH
autonomouslyHreplicatingHsequencesTHandHtelomeresHinH±accharomycesHcerevisiaeVH1988THdTHZYXUZa 529

1413
ÎhreeUdimensionalHmodelHofHtheHcapsidHproteinsHofHtwoHbiologicallyHdifferentHÎheilerHvirusHstrainsfH
clusteringHofHaminoHacidHdifferenceHidentifiesHpossibleHlocationsHofHimmunogenicHsitesHonHtheHvirionVH
1988THdaTH]]ebUaXX

17

1412 ummunologicHmodelingHofHaHcaUkpaHmalarialHproteinHwithHcarrierUfreeHsyntheticHpeptidesVH1988THdaTHYbbZUb 10

1411 bgcHchromosomalHtranslocationHinHspontaneouslyHarisingHratHimmunocytomasfHevidenceHforHcUmycH
breakpointHclusteringHandHcorrelationHbetweenHisotypicHexpressionHandHtheHcUmycHtargetVH1988THdTH]]YUaY 35

1410 pictyosteliumHdiscoideumHmyosinfHisolationHandHcharacterizationHofHcpzmsHencodingHtheHessentialH
lightHchainVH1988THdTHce]UdXY 41

1409 üillinHsequenceHandHpeptideHmapHidentifyHsixHhomologousHdomainsVH1988THdaTH]edbUeX 129

1408
perivedHproteinHsequenceTHoligosaccharidesTHandHmembraneHinsertionHofHtheHYZXUkpaHlysosomalH
membraneHglycoproteinHPlgpYZXQfHidentificationHofHaHhighlyHconservedHfamilyHofHlysosomalH
membraneHglycoproteinsVH1988THdaTHcaccUdY

118

1407 ±tressHproteinsHareHimmuneHtargetsHinHleprosyHandHtuberculosisVH1988THdaTH]ZbcUcX 390

1406 ÎransmitterHandHreceiverHmodulesHinHbacterialHsignalingHproteinsVH1988THdaTH]edYUa 158

1405 yammalianHetsUYHandHetsUZHgenesHencodeHhighlyHconservedHproteinsVH1988THdaTHcdbZUb 237
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1404 yultipleHgenesHencodeHnuclearHfactorHYUlikeHproteinsHthatHbindHtoHtheHpromoterHforH
[UhydroxyU[UmethylglutarylUcoenzymeHmHreductaseVH1988THdaTHdeb[Uc 170

1403 ±ynthesisHofHanHopineUlikeHcompoundTHaHrhizopineTHinHalfalfaHnodulesHisHsymbioticallyHregulatedVH1988
THdaTHeY[[Uc 73

1402 rbc±HgenesHinH±olanumHtuberosumfHconservationHofHtransitHpeptideHandHexonHshufflingHduringH
evolutionVH1988THdaTHd]bUaX 86

1401 zerveHgrowthHfactorHinducesHtheHgenesHforHtwoHproteinsHrelatedHtoHaHfamilyHofHcalciumUbindingH
proteinsHinH–oYZHcellsVH1988THdaTHYZccUdY 131

1400 R±rYXYXHandHaHconjugativeHplasmidHcontainHsuluuTHoneHofHtwoHknownHgenesHforHplasmidUborneH
sulfonamideHresistanceHdihydropteroateHsynthaseVH1988TH[ZTHYbd]UeZ 103

1399 ±tructureHandHexpressionHofHnUmycTHaHnewHmemberHofHtheHmycHgeneHfamilyVH1988THdTH[YbdUc] 60

1398 cpzmHcloningTHsequenceTHandHregulationHofHaHmajorHfemaleUspecificHandHgrowthHhormoneUinducibleH
ratHliverHcytochromeH–U]aXHactiveHinHYaHbetaUhydroxylationHofHsteroidHsulfatesVH1988THdaTH]ZY]Uc 40

1397 Îy[THaHyeastHretrotransposonHassociatedHwithHtRzmHgenesTHhasHhomologyHtoHanimalHretrovirusesVH
1988THdTHaZ]aUab 170

1396 yolecularHcharacterizationHandHnucleotideHsequenceHofHtheH–seudomonasHaeruginosaHelastaseH
structuralHgeneVH1988THYcXTH][XeUY] 194

1395 zucleotideHsequenceHofHtheHtypeHmHstaphylococcalHenterotoxinHgeneVH1988THYcXTH[]U]Y 168

1394 oloningHandHnucleotideHsequenceHofHtheHtypeHqHstaphylococcalHenterotoxinHgeneVH1988THYcXTHZea]UbX 134

1393 usolationTHhyperexpressionTHandHsequencingHofHtheHacemHgeneHencodingHisocitrateHlyaseHinH
qscherichiaHcoliVH1988THYcXTH]aZdU[b 68

1392 oloningHandHcharacterizationHofHtheHgeneHencodingHinorganicHpyrophosphataseHofHqscherichiaHcoliH
wUYZVH1988THYcXTHaeXYUc 96

1391 ÎheHoverexpressionTHpurificationHandHcompleteHaminoHacidHsequenceHofHchorismateHsynthaseHfromH
qscherichiaHcoliHwYZHandHitsHcomparisonHwithHtheHenzymeHfromHzeurosporaHcrassaVH1988THZaYTH[Y[UZZ 59

1390 ÎheHcompleteHaminoHacidHsequenceHofHaHpeaHP–isumHsativumQHseedHlipoxygenaseHpredictedHfromHaH
nearHfullUlengthHcpzmVH1988THZa[THeYaUd 63

1389 ±tructureHandHexpressionHofHtheHguineaUpigHalphaUlactalbuminHgeneVH1988THZa]THdaUe] 45

1388 oloningHandHnucleotideHsequenceHofHaHgeneHforHmctinomycesHnaeslundiiHΦüö]aHtypeHZHfimbriaeVH
1988THYcXTH[dX[Ue 51

1387 oompleteHprimaryHstructureHofHhumanHandHrabbitHlactaseUphlorizinHhydrolasefHimplicationsHforH
biosynthesisTHmembraneHanchoringHandHevolutionHofHtheHenzymeVVH1988THcTHZcXaUZcY[ 189
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1386 zucleotideHsequenceHandHexpressionHinHqscherichiaHcoliHofHtheH–seudomonasHaeruginosaHlasmHgeneVH
1988THYcXTHZcd]Ue 46

1385 ±tructureHandHexpressionHofHtoxUZVZTHaHmurineHhomeoboxUcontainingHgeneVH1988THdaTHaadZUb 39

1384 üiralHcysteineHproteasesHareHhomologousHtoHtheHtrypsinUlikeHfamilyHofHserineHproteasesfHstructuralH
andHfunctionalHimplicationsVH1988THdaTHcdcZUb 354

1383 tumanHandHratHmastHcellHhighUaffinityHimmunoglobulinHqHreceptorsfHcharacterizationHofHputativeH
alphaUchainHgeneHproductsVH1988THdaTHYeXcUYY 104

1382 mHαenopusHribosomalHproteinH±bHkinaseHhasHtwoHapparentHkinaseHdomainsHthatHareHeachHsimilarHtoH
distinctHproteinHkinasesVH1988THdaTH[[ccUdY 242

1381 ÎwoHmouseHgenesHencodingHpotentialHtranscriptionHfactorsHwithHidenticalHpzmUbindingHdomainsHareH
activatedHbyHgrowthHfactorsHinHculturedHcellsVH1988THdaTH]beYUa 509

1380 ÎheHcopperTHzincUsuperoxideHdismutaseHgeneHofH±accharomycesHcerevisiaefHcloningTHsequencingTHandH
biologicalHactivityVH1988THdaTH]cdeUe[ 126

1379 oloningHandHcharacterizationHofHaHcpzmHencodingHtheHchloroplasticHcopperWzincUsuperoxideH
dismutaseHfromHpeaVH1988THdaTHcbbYUa 68

1378 –artialHcpzmHsequenceHencodingHaHnuclearHporeHproteinHmodifiedHbyHOUlinkedHzUacetylglucosamineVH
1988THdaTHeaeaUe 62

1377 oharacterizationHandHcpzmHcloningHofHtheHpheromoneUbindingHproteinHfromHtheHtobaccoHhornwormTH
yanducaHsextafHaHtissueUspecificHdevelopmentallyHregulatedHproteinVH1988THdaTHedaYUa 115

1376 oonnectionsHbetweenHtranscriptionalHactivatorsTHsilencersTHandHtelomeresHasHrevealedHbyHfunctionalH
analysisHofHaHyeastHpzmUbindingHproteinVH1988THdTHaXdbUee 293

1375 pzmHsequenceTHstructureTHandHtyrosineHkinaseHactivityHofHtheHprosophilaHmelanogasterHmbelsonH
protoUoncogeneHhomologVH1988THdTHd][Ua[ 74

1374 ÎheHprocessingHpeptidaseHofHyeastHmitochondriafHtheHtwoHcoUoperatingHcomponentsHy––HandH–q–H
areHstructurallyHrelatedVVH1988THcTH[]e[U[aXX 105

1373 ÎheHc±HRzmHfromHtomatoHleafHtissueHresemblesHaHsignalHrecognitionHparticleHRzmHandHexhibitsHaH
remarkableHsequenceHcomplementarityHtoHviroidsVVH1988THcTH]Xb[U]Xc] 39

1372 ÎheHchickenHdystrophinHcpzmfHstrikingHconservationHofHtheHoUterminalHcodingHandH[kHuntranslatedH
regionsHbetweenHmanHandHchickenVVH1988THcTH]YacU]YbZ 76

1371 rirstHcommittedHstepHofHlipidHmHbiosynthesisHinHqscherichiaHcolifHsequenceHofHtheHlpxmHgeneVH1988TH
YcXTHYZbdUc] 85

1370 yembraneUboundHphosphatasesHinHqscherichiaHcolifHsequenceHofHtheHpgpmHgeneVH1988THYcXTHaYYXUb 24

1369 yembraneUboundHphosphatasesHinHqscherichiaHcolifHsequenceHofHtheHpgpnHgeneHandHdualHsubcellularH
localizationHofHtheHpgpnHproductVH1988THYcXTHaYYcUZ] 51
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1368 peterminationHofHtheHaminoHacidHchangeHresponsibleHforHtheHnontoxicTHcrossUreactiveHexotoxinHmH
proteinHPoRyHbbQHofH–seudomonasHaeruginosaH–mOU–RYVH1988THYcXTHa[daUd 13

1367 oloningHandHexpressionHofHtwoHhomologousHgenesHofHnacillusHthuringiensisHsubspVHisraelensisHwhichH
encodeHY[XUkilodaltonHmosquitocidalHproteinsVH1988THYcXTHcZcU[a 54

1366 oloningHandHcompleteHnucleotideHsequencesHofHtheHtypeHuuHrestrictionUmodificationHgenesHofH
±almonellaHinfantisVH1988THYcXTHZaZcU[Z 50

1365 usolationHandHcharacterizationHofHtheHmodificationHmethylaseHyHVH±inuVH1988THYcXTHZa[[Ub 14

1364 –romoterHofHtheHyycoplasmaHpneumoniaeHrRzmHoperonVH1988THYcXTH[ZbZUd 15

1363 pichloromethaneHdehalogenaseHwithHimprovedHcatalyticHactivityHisolatedHfromHaHfastUgrowingH
dichloromethaneUutilizingHbacteriumVH1988THYcXTHabedUcX] 91

1362 ÎenascinfHcpzmHcloningHandHinductionHbyHÎsrUbetaVVH1988THcTHZeccUZedZ 333

1361 yalateHdehydrogenaseHfromHtheHthermophilicHgreenHbacteriumHohloroflexusHaurantiacusfH
purificationTHmolecularHweightTHaminoHacidHcompositionTHandHpartialHaminoHacidHsequenceVH1988THYcXTHZe]cUa[ 24

1360 mHnovelHrepliconHoccurringHnaturallyHinHqscherichiaHcoliHisHaHphageUplasmidHhybridVVH1988THcTH]XXaU]XYX 6

1359 ±tructureHandHexpressionHofHaHαenopusHgeneHencodingHanHsnRz–HproteinHPöYHcXwQVVH1988THcTH][YYU][ZY 42

1358 zucleotideHsequenceHandHgeneticHanalysisHofHtheHnifnUnif—HregionHfromHmzotobacterHvinelandiiVH
1988THYcXTHY]caUdc 164

1357 mHphenylalanineHammoniaUlyaseHgeneHfromHparsleyfHstructureTHregulationHandHidentificationHofH
elicitorHandHlightHresponsiveHcisUactingHelementsVVH1989THdTHYb]YUYb]d 296

1356 seneticHcharacterizationHofHnacillusHsubtilisHodhmHandHodhnTHencodingHZUoxoglutarateH
dehydrogenaseHandHdihydrolipoamideHtranssuccinylaseTHrespectivelyVH1989THYcYTH[bbcUcZ 35

1355 yolecularHcharacterizationHofHtheHcysvutHpromotersHofH±almonellaHtyphimuriumHandHqscherichiaHcolifH
regulationHbyHcysnHproteinHandHzUacetylUxUserineVH1989THYcYTHY[XU]X 70

1354 mHY]HbpHpromoterHelementHdirectsHtheHtestisHspecificityHofHtheHprosophilaHbetaHZHtubulinHgeneVVH1989
THdTHYaaeUYaba 94

1353
zucleotideHsequenceHofHtheH±almonellaHtyphimuriumHmutxHgeneHrequiredHforHmismatchHrepairfH
homologyHofHyutxHtoHtexnHofH±treptococcusHpneumoniaeHandHtoH–y±YHofHtheHyeastH±accharomycesH
cerevisiaeVH1989THYcYTHa[ZaU[Y

40

1352 oloningTHcharacterizationTHandHheterologousHexpressionHofHtheH±accharopolysporaHerythraeaH
P±treptomycesHerythraeusQHgeneHencodingHanHqrUhandHcalciumUbindingHproteinVH1989THYcYTHabY]Ue 31

1351 oloningHandHsequencingHofHtheHgltαHgeneTHencodingHtheHglutamylUtRzmHsynthetaseHofHRhizobiumH
melilotiHmZVH1989THYcYTH[eZbU[Z 19
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1350 RegulationHofHglutamineHsynthetaseHuuHactivityHinHRhizobiumHmelilotiHYX]mY]VH1989THYcYTHaXdcUe] 34

1349 cpzmHcloningHandHsequencingHofHtheHproteinUtyrosineHkinaseHsubstrateTHezrinTHrevealsHhomologyHtoH
bandH]VYVVH1989THdTH]Y[[U]Y]Z 159

1348 oonservationHbetweenHcodingHandHregulatoryHelementsHofHRhizobiumHmelilotiHandHRhizobiumH
leguminosarumHdctHgenesVH1989THYcYTHaZ]]Ua[ 93

1347 udentificationHofHaHgeneHlinkedHtoHRhizobiumHmelilotiHntrmHwhoseHproductHisHhomologousHtoHaHfamilyH
toHmÎ–UbindingHproteinsVH1989THYcYTHYe[ZU]Y 39

1346 zucleotideHsequenceHofHtheHycrnHregionHofHqscherichiaHcoliHwUYZHandHevidenceHforHtwoHindependentH
translationalHinitiationHsitesHatHtheHmcrnHlocusVH1989THYcYTHYec]UdY 45

1345 yolecularHcloningHandHstructuralHanalysisHofHaHgeneHfromHZeaHmaysHPxVQHcodingHforHaHputativeH
receptorHforHtheHplantHhormoneHauxinVVH1989THdTHZ]a[UZ]bY 133

1344 yolecularHcloningHofHtheHchickenHmyelomonocyticHgrowthHfactorHPcysrQHrevealsHrelationshipHtoH
interleukinHbHandHgranulocyteHcolonyHstimulatingHfactorVVH1989THdTHYcaUYdY 105

1343 udentificationHofHtheHgeneHforHflyHnonUmuscleHmyosinHheavyHchainfHprosophilaHmyosinHheavyHchainsH
areHencodedHbyHaHgeneHfamilyVVH1989THdTHeY[UeZZ 43

1342 ±tructureHandHdeducedHfunctionHofHtheHgranaticinUproducingHpolyketideHsynthaseHgeneHclusterHofH
±treptomycesHviolaceoruberHÎˆ…ZZVVH1989THdTHZcYcUZcZa 191

1341 udentificationHofHfourHconservedHmotifsHamongHtheHRzmUdependentHpolymeraseHencodingH
elementsVVH1989THdTH[dbcU[dc] 842

1340 –rimaryHstructureHofHsensoryHrhodopsinHuTHaHprokaryoticHphotoreceptorVVH1989THdTH[eb[U[ecY 72

1339 yechanismHofHerythromycinUinducedHermoHmRzmHstabilityHinHnacillusHsubtilisVH1989THYcYTHadX[UYY 72

1338 udentificationHandHsequenceHanalysisHofHtwoHrelatedHflagellinHgenesHinHRhizobiumHmelilotiVH1989THYcYTHY]bcUca 69

1337 zucleotideHsequenceHofHu±]eZTHaHnovelHinsertionHsequenceHcausingHvariationHinHextracellularH
polysaccharideHproductionHinHtheHmarineHbacteriumH–seudomonasHatlanticaVH1989THYcYTHYcb[Ub 54

1336 ÎheHssbHgeneHofHplasmidHoolubU–eVH1989THYcYTHZ]bbUc[ 45

1335 yethodHforHselectionHofHtransposableHpzmHandHcharacterizationHofHaHnewHinsertionHsequenceTHu±]e[TH
fromH±treptomycesHlividansVH1989THYcYTH]dXcUY[ 34

1334 ±equenceHanalysisHofHtheHagrmHgeneHencodingHbetaUagaraseHfromH–seudomonasHatlanticaVH1989THYcYTHbXZUa 40

1333 ±tructureTHmappingHandHexpressionHofHaHgrowthHfactorHinducibleHgeneHencodingHaHputativeHnuclearH
hormonalHbindingHreceptorVVH1989THdTH[[ZcU[[[a 124
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1332 yolecularHanalysisHofHtheHasenseHgeneTHaHmemberHofHtheHachaeteUscuteHcomplexHofHprosophilaH
melanogasterTHandHitsHnovelHroleHinHopticHlobeHdevelopmentVVH1989THdTH[aa[U[abZ 135

1331 ±iteUspecificHintegrationHinH±treptomycesHambofaciensfHlocalizationHofHintegrationHfunctionsHinH±VH
ambofaciensHplasmidHp±myZVH1989THYcYTHYbUZ[ 44

1330 zucleotideHsequenceHofHtheHtypeHo[HstaphylococcalHenterotoxinHgeneHsuggestsHthatHintergenicH
recombinationHcausesHantigenicHvariationVH1989THYcYTH]aXcUYX 42

1329 pifferentialHexonHusageHinvolvingHanHunusualHsplicingHmechanismHgeneratesHatHleastHeightHtypesHofH
zomyHcpzmHinHmouseHbrainVVH1989THdTH[daU[eZ 138

1328 pisruptionHofHtheHyeastHnuclearH–qÎa]HgeneHblocksHexcisionHofHmitochondrialHintronHauaHbetaHfromH
preUmRzmHforHcytochromeHcHoxidaseHsubunitHuVVH1989THdTH[deeU[eX] 34

1327 zucleotideHsequenceHandHreplicationHcharacteristicsHofHReprunTHaHbasicHrepliconHofHuncrHplasmidsVH
1989THYcYTHZbecUcXc 36

1326
mnionHtransportHinHoocytesHofHαenopusHlaevisHinducedHbyHexpressionHofHmouseHerythroidHbandH[H
proteinUUencodingHcRzmHandHofHaHcRzmHderivativeHobtainedHbyHsiteUdirectedHmutagenesisHatHtheH
stilbeneHdisulfonateHbindingHsiteVVH1989THdTH[bXYU[bXe

50

1325 mnalysisHofHpolyadenylationHsiteHusageHofHtheHcUmycHoncogeneVHNucleicnAcidsnResearchTH1989THYcTHb]eeUaY]20.1 26

1324 –reUplastocyaninHfromHxycopersiconHesculentumVHNucleicnAcidsnResearchTH1989THYcTHb]Y] 20.1 7

1323 RatHmammaryHglandHfattyHacidHsynthasefHlocalizationHofHtheHconstituentHdomainsHandHtwoHfunctionalH
polyadenylationWterminationHsignalsHinHtheHcpzmVHNucleicnAcidsnResearchTH1989THYcTHabcUdb 20.1 81

1322 prduTHaHuniqueHrestrictionHendonucleaseHfromHpeinococcusHradioduransHwhichHrecognizesH
aOsmozbsÎo[OVHNucleicnAcidsnResearchTH1989THYcTH[[Yb 20.1 5

1321 yscuTHaHtypeHuuHrestrictionHendonucleaseHfromHyicrococcusHspeciesHwhichHrecognizesHaOHÎssoomH[OVH
NucleicnAcidsnResearchTH1989THYcTHadad 20.1 1

1320 ReplicationHofHwheatHdwarfHvirusHpzmHinHprotoplastsHandHanalysisHofHcoatHproteinHmutantsHinH
protoplastsHandHplantsVHNucleicnAcidsnResearchTH1989THYcTHbXZeU]Y 20.1 47

1319 ÎheHnucleotideHsequenceHofHsatelliteHRzmHinHgrapevineHfanleafHvirusTHstrainHrY[VH1989THcXHPH–tH]QTHeaaUbZ 58

1318 yolecularHcloningHandHsequenceHanalysisHofHputativeHchickenHprolactinHcpzmVH1989THZTHZYU[X 43

1317 RelationshipHofHvariableHregionHgenesHexpressedHbyHaHhumanHnHcellHlymphomaHsecretingHpathologicH
antiU–rZHerythrocyteHautoantibodiesVH1989THYbeTHYb[YU][ 54

1316 oharacterizationHofHtheHglycininHgeneHfamilyHinHsoybeanVH1989THYTH[Y[UZd 333

1315 senesHexpressedHduringHconidiationHinHzeurosporaHcrassafHcharacterizationHofHconUdVHNucleicnAcidsn
ResearchTH1989THYcTHYecUZY] 20.1 48
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1314 ±tructureHofHaHmouseHerythroidHaUaminolevulinateHsynthaseHgeneHandHmappingHofHerythroidUspecificH
pzmseHuHhypersensitiveHsitesVHNucleicnAcidsnResearchTH1989THYcTHcXY[UZd 20.1 51

1313 mspcXXuTHaHnovelHisoschizomerHofHαmnuHfromHmchromobacterHspeciesHcXXHrecognizingH
aOUsmmzzWzzÎÎoU[OVHNucleicnAcidsnResearchTH1989THYcTHddce 20.1 1

1312 mnalysisHofHtheHbovineHherpesvirusHtypeHYHthymidineHkinaseHPÎwQHgeneHfromHwildUtypeHvirusHandH
ÎwUdeficientHmutantsVH1989THcXHPH–tH]QTHeXYUYd 56

1311 oharacterizationHofHtheHgeneHforHmpZXfHaHprosophilaHmuscleHproteinHthatHisHnotHfoundHinH
asynchronousHoscillatoryHflightHmuscleVH1989THYXdTHaZYU[Y 74

1310 ±tructureHofHtheHhumanHoRYHgeneVHyolecularHbasisHofHtheHstructuralHandHquantitativeH
polymorphismsHandHidentificationHofHaHnewHoRYUlikeHalleleVH1989THYbeTHd]cUb[ 106

1309 ÎheHherpesHsimplexHvirusHtypeHZHPtsaZQHvariantHvtZbX]HhasHaHY]ddHbpHdeletionHwhichHeliminatesH
neurovirulenceHinHmiceVH1989THcXHPH–tHYYQTH[Xc[Ud 49

1308 tydrophobicHorganizationHofHmembraneHproteinsVH1989THZ]aTHaYXU[ 299

1307 cpzmHcloningHandHsequenceHanalysisHofHtheHglucoseHtransporterHfromHporcineHbloodUbrainHbarrierVH
1989TH[cXTH]bcUc[ 42

1306
zucleotideHsequenceHofHanHOαmUZHbetaUlactamaseHgeneHfromHtheHRUplasmidHRYcbcHderivedHplasmidH
pn–YYHandHcomparisonHtoHcloselyHrelatedHresistanceHdeterminantsHfoundHinHR]bHandHÎnZbX[VH1989TH
Y[aTHcbYUa

9

1305 yultipleHactinUbasedHmotorHgenesHinHpictyosteliumVH1989THYTHaaUb[ 101

1304 oompleteHsequenceHofHtheHcodingHregionHofHhumanHelongationHfactorHZHPqrUZQHbyHenzymaticH
amplificationHofHcpzmHfromHhumanHovarianHgranulosaHcellsVH1989TH[cXTHYXcYUa 44

1303 usolationHandHcharacterizationHofH±ÎuYTHaHstressUinducibleHgeneHfromH±accharomycesHcerevisiaeVH1989TH
eTH[b[dU]b 218

1302 mdenylylHcyclaseHaminoHacidHsequencefHpossibleHchannelUHorHtransporterUlikeHstructureVH1989THZ]]THYaadUb] 745

1301 usolationHofHhumanHcpzmHclonesHofHskiHandHtheHskiUrelatedHgeneTHsnoVHNucleicnAcidsnResearchTH1989TH
YcTHa]deUaXX 20.1 163

1300 –eaHearlyHbrowningHvirusHRzmYHencodesHfourHpolypeptidesHincludingHaHputativeHzincUfingerHproteinVH
NucleicnAcidsnResearchTH1989THYcTHZZ]aUbX 20.1 52

1299 nicaudalUpTHaHprosophilaHgeneHinvolvedHinHdevelopmentalHasymmetryfHlocalizedHtranscriptH
accumulationHinHovariesHandHsequenceHsimilarityHtoHmyosinHheavyHchainHtailHdomainsVH1989TH[THYeacUbd 157

1298 zucleotideHsequenceHanalysisHofHtheHsmallHP±QHRzmHsegmentHofHnunyamweraHvirusTHtheHprototypeHofH
theHfamilyHnunyaviridaeVH1989THcXHPH–tHaQTHYZdYUa 47

1297 ÎheHphylogeneticHrelationsHofHpzmUdependentHRzmHpolymerasesHofHarchaebacteriaTHeukaryotesTHandH
eubacteriaVH1989TH[aTHc[UdX 59
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1296 oharacterizationHofHtheHgeneHcorrespondingHtoHbovineHplacentalHprolactinUrelatedHcpzmHufH
evolutionaryHimplicationsVH1989THdTHYbYUe 10

1295 ±equenceHandHcharacteristicsHofHu±eXXTHanHinsertionHelementHidentifiedHinHaHhumanHorohnOsHdiseaseH
isolateHofHyycobacteriumHparatuberculosisVHNucleicnAcidsnResearchTH1989THYcTHeXb[Uc[ 20.1 401

1294 ÎheHprimaryHstructureHofHhumanHliverHtypeHphosphofructokinaseHandHitsHcomparisonHwithHotherH
typesHofH–rwVH1989THdTHc[[U][ 40

1293 ±qobZHencodesHaHputativeHmembraneHproteinHrequiredHforHproteinHtranslocationHintoHtheHyeastH
endoplasmicHreticulumVH1989THYXeTHZba[Ub] 172

1292 mHnewHinteractiveHproteinHsequenceHalignmentHprogramHandHcomparisonHofHitsHresultsHwithHwidelyH
usedHalgorithmsVH1989THaTHYXcUY[ 10

1291 ±ynthesisHandHcharacterizationHofHaHrecombinantHfragmentHofHhumanHalphaUfetoproteinHwithH
antigenicHselectivityHversusHalbuminVH1989THZTHbXaUYX 5

1290 oonservationHofHresidueHinteractionsHinHaHfamilyHofHoaUbindingHproteinsVH1989THZTHadeUeb 28

1289 wspuTHaHnovelHisoschizomerHofH±acuuHfromHwluyveraHspeciesHrecognizingHaOUoosoWssU[OVHNucleicnAcidsn
ResearchTH1989THYcTHe]cb 20.1 2

1288 ummunoassaysHforHcarbodiimideHmodifiedHpzmUdetectionHofHunpairingHtransitionsHinHsupercoiledH
oolqYHpzmVHNucleicnAcidsnResearchTH1989THYcTHeeacUcc 20.1 16

1287 ±altHstressHleadsHtoHdifferentialHexpressionHofHtwoHisogenesHofHphosphoenolpyruvateHcarboxylaseH
duringHorassulaceanHacidHmetabolismHinductionHinHtheHcommonHiceHplantVH1989THYTHcYaUZa 180

1286 ÎheHroleHofHaHrepetitiveHpalindromicHsequenceHelementHinHtheHhumanHcytomegalovirusHmajorH
immediateHearlyHenhancerVH1989THcXHPH–tHYQTHYXcUZ[ 47

1285
nothHratHandHmouseHÎHcellHreceptorsHspecificHforHtheHencephalitogenicHdeterminantHofHmyelinHbasicH
proteinHuseHsimilarHüHalphaHandHüHbetaHchainHgenesHevenHthoughHtheHmajorHhistocompatibilityH
complexHandHencephalitogenicHdeterminantsHbeingHrecognizedHareHdifferentVH1989THYbeTHZcU[e

302

1284 msptuTHaHnovelHisoschizomerHofHtgimuHfromHmchromobacterHspeciesHtHrecognizingHaOUsΦsoΦWoU[OVH
NucleicnAcidsnResearchTH1989THYcTHeaXX 20.1 2

1283 ÎheHcompleteHaminoUacidHsequenceHofHtheHalphaHandHbetaHsubunitsHofHnUphycoerythrinHfromHtheH
rhodophytanHalgaH–orphyridiumHcruentumVH1989TH[cXTHYYaUZ] 39

1282 ±imilarityHbetweenHtheHpicornavirusHü–[HcapsidHpolypeptideHandHtheH±accharomycesHcerevisiaeHvirusH
capsidHpolypeptideVHNucleicnAcidsnResearchTH1989THYcTHc]dcUe[ 20.1 4

1281 ÎheHcompleteHsequenceHofHprosophilaHalphaUspectrinfHconservationHofHstructuralHdomainsHbetweenH
alphaUspectrinsHandHalphaUactininVH1989THYXeTHZYecUZXa 84

1280 mHcompactTHflexibleHandHcheapHsystemHforHacquiringHsequenceHdataHfromHautoradiogramsHwithHaH
digitizerHandHtransferringHitHtoHanHarbitraryHhostHcomputerVH1989THaTH]YUb 1

1279 OverlappingHredundantHseptupletsHidenticalHwithHregulatoryHelementsHofHtuüUYHandH±ü]XVHNucleicn
AcidsnResearchTH1989THYcTHZcd[UdXX 20.1 6
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1278 ÎheHzUTHbutHnotHtheHoUterminalHdomainsHofHhumanHkeratinsHY[HandHYaHareHcloselyHrelatedVHNucleicn
AcidsnResearchTH1989THYcTHced] 20.1 12

1277 oloningHtheHnamtuHrestrictionHmodificationHsystemVHNucleicnAcidsnResearchTH1989THYcTHeceUec 20.1 48

1276 mHdirectHrepeatHisHaHhotspotHforHlargeUscaleHdeletionHofHhumanHmitochondrialHpzmVH1989THZ]]TH[]bUe 531

1275 ÎwoHgroupHuHintronsHwithHlongHinternalHopenHreadingHframesHinHtheHchloroplastHpsbmHgeneHofH
ohlamydomonasHmoewusiiVHNucleicnAcidsnResearchTH1989THYcTH[dcaUdc 20.1 39

1274
OrganizationHandHnucleotideHsequenceHofHtheHgenesHencodingHtheHlargeHsubunitsHmTHnHandHoHofHtheH
pzmUdependentHRzmHpolymeraseHofHtheHarchaebacteriumH±ulfolobusHacidocaldariusVHNucleicnAcidsn
ResearchTH1989THYcTH]aYcU[]

20.1 75

1273 ±equencesHflankingHtheHrepeatHarraysHofHhumanHminisatellitesfHassociationHwithHtandemHandH
dispersedHrepeatHelementsVHNucleicnAcidsnResearchTH1989THYcTH]eZaU[a 20.1 110

1272 ÎheHαxRHsequenceHfamilyfHdispersionHonHtheHαHandHβHchromosomesHofHaHlargeHsetHofHcloselyHrelatedH
sequencesTHmostHofHwhichHareHpseudogenesVHNucleicnAcidsnResearchTH1989THYcTHedcYUdd 20.1 28

1271 mnHavianHmuscleHfactorHrelatedHtoHyyopYHactivatesHmuscleUspecificHpromotersHinHnonmuscleHcellsHofH
differentHgermUlayerHoriginHandHinHnrdöUtreatedHmyoblastsVH1989TH[THedbUeb 151

1270 mHtestHforHtheHstatisticalHsignificanceHofHpzmHsequenceHsimilaritiesHforHapplicationHinHdatabankH
searchesVH1989THaTHYZ[U[Y 4

1269 RecombinantH]cUkilodaltonHcytosolHfactorHrestoresHzmp–tHoxidaseHinHchronicHgranulomatousH
diseaseVH1989THZ]aTH]XeUYZ 304

1268 mutoimmuneHtargetHinHteymannHnephritisHisHaHglycoproteinHwithHhomologyHtoHtheHxpxHreceptorVH
1989THZ]]THYYb[Ua 251

1267 yappingHofHOsÎHinHtheHqVcoliHchromosomeVHNucleicnAcidsnResearchTH1989THYcTHYXaXa 20.1 8

1266 ±tructureHandHexpressionHofHtwoHÎrypanosomaHcruziHgenesHencodingHantigenicHproteinsHbearingH
repetitiveHepitopesVH1989TH[aTHYZcU[b 78

1265 yolecularHcloningTHgenomicHstructureHandHlocalizationHinHaHbloodHstageHantigenHofH–lasmodiumH
falciparumHcharacterizedHbyHaHserineHstretchVH1989TH[ZTHc[Ud[ 100

1264 mHlambdaHgtYYHcpzmHrecombinantHthatHencodesHpirofilariaHimmitisHparamyosinVH1989TH[aTH[YU]Y 25

1263 ±egmentHΦHofHoampoletisHsonorensisHvirusfHexpressionTHgeneHproductsTHandHorganizationVH1989THYbeTHcdUde 56

1262 ±equenceHdivergenceHyetHconservedHphysicalHcharacteristicsHamongHtheHq]HproteinsHofHcutaneousH
humanHpapillomavirusesVH1989THYcZTHaYUbZ 61

1261 yechanismHofHinterferonHactionVHmctivationHofHtheHhumanH–YWeurUZHalphaHproteinHkinaseHbyH
individualHreovirusHsUclassHmRzmsfHsYHmRzmHisHaHpotentHactivatorHrelativeHtoHs]HmRzmVH1989THYcZTHYXbUYa 89
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1260 ±equenceHcharacterizationHofHtheHadenovirusH]XHfiberHgeneVH1989THYcZTHY[]U]] 28

1259 ±equenceHofHcowpeaHchloroticHmottleHvirusHRzmsHZHandH[HandHevidenceHofHaHrecombinationHeventH
duringHbromovirusHevolutionVH1989THYcZTH[ZYU[X 94

1258 mHcapripoxvirusHpseudogeneHwhoseHonlyHintactHhomologsHareHinHotherHpoxvirusHgenomesVH1989THYcZTH[aXU] 28

1257 xocationHandHnucleotideHsequenceHofHtheHZawHproteinHmissingHfromHbaculovirusHfewHpolyhedraHPr–QH
mutantsVH1989THYbdTH[]]Ua[ 76

1256 zucleotideHsequenceHofHtheHxassaHvirusHPvosiahHstrainQH±HgenomeHRzmHandHaminoHacidHsequenceH
comparisonHofHtheHzHandHs–oHproteinsHtoHotherHarenavirusesVH1989THYbdTH]ZYUa 58

1255 ÎheHnucleoproteinHgeneHofHqbolaHvirusfHcloningTHsequencingTHandHinHvitroHexpressionVH1989THYcXTHdYUeY 51

1254 unsertionHofHtheH±fyz–üHpolyhedrinHgeneHintoHanHmcyz–üHpolyhedrinHdeletionHmutantHduringHviralH
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1123 ÎheHpevelopmentHofHtheH–redictionHofH–roteinH±tructureVH1989THYe[U[Yb 56

1122 zucleotideHsequenceHofHtheHrokuHrestrictionUmodificationHsystemfHseparateHstrandUspecificityH
domainsHinHtheHmethyltransferaseVH1989THdXTHYe[UZXd 87

1121 ÎhyroidHhormoneHeffectHonHalphaUfetoproteinHandHalbuminHcoordinateHexpressionHbyHaHhumanH
hepatomaHcellHlineVH1989THYXXdTH[YaUZY 13

1120 ±tructuralHorganizationHofHpx–YTHaHcrypticHplasmidHfromHxactobacillusHplantarumHooyHYeX]VH1989TH
ZZTHYdaUeZ 54

1119 ±equenceHandHdistributionHofHu±dbbTHaHnovelHÎHregionUassociatedHinsertionHsequenceHfromH
mgrobacteriumHtumefaciensVH1989THZZTHcXUdY 26

1118 oytosineUspecificHtypeHuuHpzmHmethyltransferasesVHmHconservedHenzymeHcoreHwithHvariableH
targetUrecognizingHdomainsVH1989THZXbTH[XaUYZ 219

1117 ±chizosaccharomycesHpombeHö]HsmallHnuclearHRzmHcloselyHresemblesHvertebrateHö]HandHisHrequiredH
forHgrowthVH1989THZXdTH[cYUe 16
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1116 zucleotideHsequenceHofHpotatoHleafrollHluteovirusHRzmVH1989THcXHPH–tHaQTHYX[cUaY 124

1115 oharacterizationHofHaHcpzmHforHratH–U]aXgTHaHhighlyHpolymorphicTHmaleUspecificHcytochromeHinHtheH
–U]aXuuoHsubfamilyVH1989THZdTHad[ZUe 28

1114 yOxqoöxmRHnuOxOsβHmÎHmÎOyuoHRq±OxöÎuOzVH1989THbYTHY[]YmUY[aXm

1113 oloningHofHcpzmsHcodingHforHhumanHtysHuHandHtysHβHproteinsfHbothHareHcapableHofHbindingHtoHtheH
octamerHsequenceHmotifVHNucleicnAcidsnResearchTH1989THYcTHae]cUae 20.1 65

1112 ohloroplastHribosomalHproteinHxYZHisHencodedHinHtheHnucleusfHconstructionHandHidentificationHofHitsH
cpzmHclonesHandHnucleotideHsequenceHincludingHtheHtransitHpeptideVH1989THZdTH[aZaUe 29

1111 ±equenceHofHfullHlengthHcpzmHforHhumanH±UadenosylhomocysteineHhydrolaseVH1989THa[THYbeUca 63

1110 seneticHanalysisHofHo]HpolymorphismHbyHuseHofHpzmHamplificationHP–oRQTHalleleUspecificH
oligonucleotideHprobesHandHalleleUspecificHrestrictionHenzymesVH1989THa[THZZYUc 7

1109 –redictcTHaHprogramHforHproteinHstructureHpredictionVH1989THYaeTHbdcUe[ 42

1108 senomicHstructureHofHmurineHbetaUYT]UgalactosyltransferaseVH1989THYbZTHYXbeUca 56

1107 oharacterizationHofHbotulinumHtypeHmHneurotoxinHgenefHdelineationHofHtheHzUterminalHencodingH
regionVH1989THYbZTHY[ddUea 17

1106 qxpressionHofHoqmUrelatedHgenesHinHtheHfirstHtrimesterHhumanHplacentaVH1989THYbZTHY]dbUe[ 11

1105 ±equenceHofHaHhumanHkeratinHY[HspecificHcpzmHencompassingHcoilHYnHthroughHtheH[OHendVH1989THYbZTHYaZZUc 2

1104 mlzheimerOsHdiseaseHamyloidHpeptideHisHencodedHbyHtwoHexonsHandHshowsHsimilarityHtoHsoybeanH
trypsinHinhibitorVH1989THYb[THYZ]dUaa 12

1103 usolationHandHcharacterizationHofHaHmolecularHcpzmHcloneHofHaHhumanHmRzmHfromH
interferonUtreatedHcellsHencodingHnucleolarHproteinHnZ[THnumatrinVH1989THYb]THYcbUd] 11

1102 udentificationHandHexpressionHofHtheHmctinobacillusHactinomycetemcomitansHleukotoxinHgeneVH1989TH
YaeTHZabUbZ 86

1101 tistatinsTHaHfamilyHofHsalivaryHhistidineUrichHproteinsTHareHencodedHbyHatHleastHtwoHlociHPtu±YHandH
tu±ZQVH1989THYbXTH]eaUaXZ 80

1100 yolecularHcloningHofHtheHhumanHtransmembraneHsecretoryHcomponentHPpolyUugHreceptorQHandHitsH
mRzmHexpressionHinHhumanHtissuesVH1989THYadTHcd[Ue 101

1099 yechanismHofHactionHofHnacillusHthuringiensisHinsecticidalHdeltaUendotoxinfHinteractionHwithH
phospholipidHvesiclesVH1989THecdTHZYbUZZ 47
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1098 ±ynthesisHofHaHPdes±erYHuleZeHxeudeQHchickenHcystatinHgeneTHexpressionHinHqVHcoliHasHfusionHproteinH
andHitsHisolationVH1989THZ][THYdbUeZ 17

1097 ÎheHcompleteHaminoHacidHsequenceHofHribosomalHproteinH±YdHfromHtheHmoderateHthermophileH
nacillusHstearothermophilusVH1989THZ]aTHZa[UbX 2

1096 –yruvateHdecarboxylaseHisHlikeHacetolactateHsynthaseHPuxüZQHandHnotHlikeHtheHpyruvateH
dehydrogenaseHqYHsubunitVH1989THZ]bTHYUa 36

1095 zucleotideHsequenceHofHtheHaliphaticHamidaseHregulatorHgeneHPamiRQHofH–seudomonasHaeruginosaVH
1989THZ]bTH[eU][ 13

1094 tumanHtestisHcpzmHforHtheHregulatoryHsubunitHRuuHalphaHofHcmy–UdependentHproteinHkinaseHencodesH
anHalternateHaminoUterminalHregionVH1989THZ]bTHacUb] 72

1093 ±tructureHofHtheHaOUexternalHtranscribedHspacerHofHtheHhumanHribosomalHRzmHgeneVH1989THZ]eTHZceUd] 16

1092 untracellularHtargettingHsignalsHofHpolymericHimmunoglobulinHreceptorsHareHhighlyHconservedH
betweenHspeciesVH1989THZa]THYccUd[ 72

1091 mHcommonHstructuralHmotifHinHthiaminHpyrophosphateUbindingHenzymesVH1989THZaaTHccUdZ 254

1090 ±equenceHsimilarityHbetweenHdopamineHbetaUhydroxylaseHandHpeptideHalphaUamidatingHenzymefH
evidenceHforHaHconservedHcatalyticHdomainVH1989THZaaTHYYbUZX 61

1089 oloningTHsequenceHanalysisHandHchromosomeHlocalizationHofHaHprosophilaHmuscarinicHacetylcholineH
receptorVH1989THZaaTHZYeUZa 67

1088
yolecularHcloningHandHpredictedHfullUlengthHaminoHacidHsequenceHofHtheHtypeHuHbetaHisozymeHofH
csy–UdependentHproteinHkinaseHfromHhumanHplacentaVHÎissueHdistributionHandHdevelopmentalH
changesHinHratVH1989THZaaTH[ZYUe

120

1087 mnHarchaebacterialHgeneHfromHyethanococcusHvannieliiHencodingHaHproteinHhomologousHtoHtheH
ribosomalHproteinHxYXHfamilyVH1989THZ]cTHYbcUcZ 14

1086 yolecularHcloningHofHtheHzaTwUmÎ–aseHalphaUsubunitHinHdevelopingHbrineHshrimpHandHsequenceH
comparisonHwithHhigherHorganismsVH1989THZacTHYdYUc 55

1085 ±chistosomaHhaematobiumfHanalysisHofHeggshellHproteinHgenesHandHtheirHexpressionVH1989THbdTHYcU[X 17

1084 ±chistosomaHmansoniHtropomyosinfHcpzmHcharacterizationTHsequenceTHexpressionTHandHgeneH
productHlocalizationVH1989THbeTH[c[UeZ 30

1083 mHdivisionHinhibitorHandHaHtopologicalHspecificityHfactorHcodedHforHbyHtheHminicellHlocusHdetermineH
properHplacementHofHtheHdivisionHseptumHinHqVHcoliVH1989THabTHb]YUe 628

1082 mHhyperUrecombinationHmutationHinH±VHcerevisiaeHidentifiesHaHnovelHeukaryoticHtopoisomeraseVH1989TH
adTH]XeUYe 507

1081 oompleteHnucleotideHsequenceHandHgeneHorganizationHofHtheHbroadUhostUrangeHplasmidHR±rYXYXVH
1989THcaTHZcYUdd 346
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1080 nasisHforHchangesHinHpzmHrecognitionHbyHtheHqcoRYZ]HandHqcoRYZ]W[HtypeHuHpzmHrestrictionHandH
modificationHenzymesVH1989THZXaTHYYaUZa 101

1079 oonservationHofHcomplexHpzmHrecognitionHdomainsHbetweenHfamiliesHofHrestrictionHenzymesVH1989TH
abTHYX[Ue 81

1078 ÎwoHcontraryHfunctionsHofHtenascinfHdissectionHofHtheHactiveHsitesHbyHrecombinantHtenascinH
fragmentsVH1989THaeTH[ZaU[] 381

1077 piscriminationHbetweenHpzmHsequencesHbyHtheHqcoRüHrestrictionHendonucleaseVH1989THZdTHbYedUZXc 129

1076 mmplificationHofHtheHmultidrugHresistanceHgeneHinHsomeHchloroquineUresistantHisolatesHofH–VH
falciparumVH1989THacTHeZYU[X 530

1075 ÎheHhumanHglucocerebrosidaseHgeneHandHpseudogenefHstructureHandHevolutionVH1989TH]THdcUeb 337

1074 oomputerHpredictionHofHRzmHstructureVH1989THYdXTHZbZUdd 286

1073
pirectedHalterationHofHtheHpYHpolypeptideHofHphotosystemHuufHevidenceHthatHtyrosineUYbYHisHtheH
redoxHcomponentTHZTHconnectingHtheHoxygenUevolvingHcomplexHtoHtheHprimaryHelectronHdonorTH–bdXVH
1989THZdTHbebXUe

319

1072 ±tructureHofHtheHgeneHencodingHperipherinTHanHzsrUregulatedHneuronalUspecificHtypeHuuuH
intermediateHfilamentHproteinVH1989THZTHYX][Ua[ 143

1071 –rimaryHstructureHandHfunctionalHexpressionHofHaHmammalianHskeletalHmuscleHsodiumHchannelVH1989TH
[TH[[U]e 521

1070 mHhumanHlymphocyteHhomingHreceptorTHtheHhermesHantigenTHisHrelatedHtoHcartilageHproteoglycanH
coreHandHlinkHproteinsVH1989THabTHYXb[UcZ 478

1069 zucleotideHsequenceHofHphoU]STHencodingHaHphosphateUrepressibleHphosphateHpermeaseHofH
zeurosporaHcrassaVH1989THd[THZdYUe 56

1068 yolecularHcloningHandHsequencingHofHinfluenzaHvirusHmWüictoriaW[WcaHpolymeraseHgenesfHsequenceH
evolutionHandHpredictionHofHpossibleHfunctionalHdomainsVH1989THY[THY][Uaa 53

1067 mHconservedH[OUUUUaOHexonucleaseHactiveHsiteHinHprokaryoticHandHeukaryoticHpzmHpolymerasesVH1989TH
aeTHZYeUZd 414

1066 –olyethyleneHglycolHincreasesHspecificityHofHhybridizationHtypingHofHt–üHspecimensVH1989TH[THZdeUed 3

1065 oloningHofHrabbitHinterleukinUYHbetafHdifferentialHevolutionHofHuxUYHalphaHandHuxUYHbetaHproteinsVH1989
THZTHa]aUaY 24

1064 zovelHphytochromeHsequencesHinHmrabidopsisHthalianafHstructureTHevolutionTHandHdifferentialH
expressionHofHaHplantHregulatoryHphotoreceptorHfamilyVH1989TH[THYc]aUac 610

1063 ±equenceHinvestigationHofHtheHmajorHgastrointestinalHtumorUassociatedHantigenHgeneHfamilyTHsmc[[VH
1989THdbTHZcU[Y 100
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1062 seneHforHtheHribuloseUYTaUbisphosphateHcarboxylaseHsmallHsubunitHproteinHofHtheHmarineH
chromophyteHOlisthodiscusHluteusHisHsimilarHtoHthatHofHaHchemoautotrophicHbacteriumVH1989THdbTH]eebUe 70

1061 oomparisonHofHtheHchromosomalHlocalizationHofHmurineHandHhumanHglucocerebrosidaseHgenesHandH
ofHtheHdeducedHaminoHacidHsequencesVH1989THdbTHaX]eUa[ 48

1060 ±equencesHrequiredHforHexpressionHofHnordetellaHpertussisHvirulenceHfactorsHshareHhomologyHwithH
prokaryoticHsignalHtransductionHproteinsVH1989THdbTHbbcYUa 257

1059 pirectHgenomicHsequencingHofHbacterialHpzmfHtheHpyruvateHkinaseHuHgeneHofHqscherichiaHcoliVH1989TH
dbTHbdd[Uc 32

1058 yolecularHstructureHandHexpressionHofHtheHmurineHlymphocyteHlowUaffinityHreceptorHforHugqHPrcH
epsilonHRuuQVH1989THdbTHcabbUcX 63

1057 mnHalternativelyHsplicedHregionHofHtheHhumanHhexabrachionHcontainsHaHrepeatHofHpotentialH
zUglycosylationHsitesVH1989THdbTHYaddUeZ 142

1056 oonjugativeHtransferHofHpromiscuousHunc–HplasmidsfHinteractionHofHplasmidUencodedHproductsHwithH
theHtransferHoriginVH1989THdbTHYccYUa 107

1055 udentificationHofHmembersHofHtheH–UglycoproteinHmultigeneHfamilyVH1989THeTHYZZ]U[Z 179

1054 ±±oYTHanHessentialHmemberHofHtheHyeastHt±–cXHmultigeneHfamilyTHencodesHaHmitochondrialHproteinVH
1989THeTH[XXXUd 245

1053 qvolutionHofHtheHgenomeHandHtheHgeneticHcodefHselectionHatHtheHdinucleotideHlevelHbyHmethylationH
andHpolyribonucleotideHcleavageVH1989THdbTHYeZUb 143

1052 ummunoglobulinHlambdaHlightUchainUrelatedHgenesHY]VYHandHYbVYHareHexpressedHinHpreUnHcellsHandH
mayHencodeHtheHhumanHimmunoglobulinHomegaHlightUchainHproteinVH1989THdbTHaaaZUb 57

1051 pevelopmentallyHregulatedHgeneHfromHxeishmaniaHencodesHaHputativeHmembraneHtransportHproteinVH
1989THdbTHcbdZUb 51

1050 mHubiquitinHcarrierHproteinHfromHwheatHgermHisHstructurallyHandHfunctionallyHsimilarHtoHtheHyeastHpzmH
repairHenzymeHencodedHbyHRmpbVH1989THdbTHedbYUa 46

1049 üariantHtranslocationHofHtheHbclUZHgeneHtoHimmunoglobulinHlambdaHlightHchainHgeneHinHchronicH
lymphocyticHleukemiaVH1989THdbTHZccYU] 68

1048 ±equenceHdivergenceHandHopenHregionsHofHRzmHsecondaryHstructuresHinHtheHenvelopeHregionsHofHtheH
YcHhumanHimmunodeficiencyHvirusHisolatesVHNucleicnAcidsnResearchTH1989THYcTH[ZcaUdd 20.1 26

1047 oompleteHnucleotideHsequenceHofHanHqVcoliHu±aHinsertionHelementHcontainingHanHinternalHddHbaseHpairH
directHrepeatHPu±aUpQVHNucleicnAcidsnResearchTH1989THYcTH[eeX 20.1 2

1046 oharacterizationHofHtheHslycininHseneHramilyHinH±oybeanVH1989THYTH[Y[ 54

1045 yolecularHandHbiochemicalHcharacterizationHofHtheHhumanHtrkHprotoUoncogeneVH1989THeTHZ]U[[ 583
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1044 ÎHcellsHagainstHaHbacterialHheatHshockHproteinHrecognizeHstressedHmacrophagesVH1989THZ]aTHYYYZUa 293

1043 yolecularHcloningHandHsequenceHanalysisHofHtheHohlamydomonasHgeneHcodingHforHradialHspokeH
proteinH[fHflagellarHmutationHpfUY]HisHanHochreHalleleVH1989THYXeTHZ[aU]a 87

1042 ÎheHmostHabundantHsmallHcytoplasmicHRzmHofH±accharomycesHcerevisiaeHhasHanHimportantHfunctionH
requiredHforHnormalHcellHgrowthVH1989THeTH[ZbXUd 100

1041 ±tructureHandHexpressionHofH±ÎwTHaHsrcUrelatedHgeneHinHtheHsimpleHmetazoanHtydraHattenuataVH1989TH
eTH]Y]YUaY 53

1040 ±tructureHofHanHectodermallyHexpressedHseaHurchinHmetallothioneinHgeneHandHcharacterizationHofHitsH
metalUresponsiveHregionVH1989THeTHa]]aUaa 43

1039 hspdZHisHanHessentialHproteinHthatHisHrequiredHinHhigherHconcentrationsHforHgrowthHofHcellsHatHhigherH
temperaturesVH1989THeTH[eYeU[X 554

1038 ±tructureTHchromosomeHlocationTHandHexpressionHofHtheHmouseHzincHfingerHgeneHwroxUZXfHmultipleH
geneHproductsHandHcoregulationHwithHtheHprotoUoncogeneHcUfosVH1989THeTHcdcUec 160

1037 vuxtapositionHofHdomainsHhomologousHtoHproteinHkinasesHandHhistidylUtRzmHsynthetasesHinHsozZH
proteinHsuggestsHaHmechanismHforHcouplingHsoz]HexpressionHtoHaminoHacidHavailabilityVH1989THdbTH]aceUd[ 244

1036 yolecularHanalysisHofHaHtPY]gY]QHtranslocationHinHleukemicHÎUcellsHofHanHataxiaHtelangiectasiaHpatientVH
1989THdbTHbXZUb 89

1035 tumanHinterleukinHcfHmolecularHcloningHandHgrowthHfactorHactivityHonHhumanHandHmurineHnUlineageH
cellsVH1989THdbTH[XZUb 221

1034 –eptideHsequencingHandHsiteUdirectedHmutagenesisHidentifyHtyrosineUcZcHasHtheHactiveHsiteHtyrosineH
ofH±accharomycesHcerevisiaeHpzmHtopoisomeraseHuVH1989THdbTH[aaeUb[ 123

1033 ±tructureHandHexpressionHofHtheHmurineHretinoblastomaHgeneHandHcharacterizationHofHitsHencodedH
proteinVH1989THdbTHb]c]Ud 226

1032 mRzmsHforHplasmaHmembraneHcalciumHpumpHisoformsHdifferingHinHtheirHregulatoryHdomainHareH
generatedHbyHalternativeHsplicingHthatHinvolvesHtwoHinternalHdonorHsitesHinHaHsingleHexonVH1989THdbTHbeXdUYZ 91

1031 ±tructureHofHaHbacterialHenzymeHregulatedHbyHphosphorylationTHisocitrateHdehydrogenaseVH1989THdbTHdb[aUe 200

1030 oharacterizationHofHcpzmsHencodingHhumanHleukosialinHandHlocalizationHofHtheHleukosialinHgeneHtoH
chromosomeHYbVH1989THdbTHY[ZdU[Z 125

1029 ±tructuralHhomologyHofHcomplementHproteinHobHwithHotherHchannelUformingHproteinsHofH
complementVH1989THdbTHZceeUdX[ 23

1028 pictyosteliumHdiscoideumHmyosinfHisolationHandHcharacterizationHofHcpzmsHencodingHtheHregulatoryH
lightHchainVH1989THeTH[Xc[UdX 25

1027 yolecularHcloningHofHaHcpzmHthatHencodesHtheHpeptideHcoreHofHaHmouseHmastHcellHsecretoryHgranuleH
proteoglycanHandHcomparisonHwithHtheHanalogousHratHandHhumanHcpzmVH1989THdbTH[cb[Uc 53
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1026 zucleotideHsequenceHofHtheHgeneHforHaHfibronectinUbindingHproteinHfromH±taphylococcusHaureusfHuseH
ofHthisHpeptideHsequenceHinHtheHsynthesisHofHbiologicallyHactiveHpeptidesVH1989THdbTHbeeUcX[ 340

1025 tumanHrcHgammaHRuuufHcloningTHexpressionTHandHidentificationHofHtheHchromosomalHlocusHofHtwoHrcH
receptorsHforHugsVH1989THdbTHYXY[Uc 103

1024 yolecularHcloningHandHsequenceHofHcpzmHencodingHtheHplasmaHmembraneHprotonHpumpH
PtSUmÎ–aseQHofHmrabidopsisHthalianaVH1989THdbTHYZ[]Ud 176

1023 mHglucoseHtransportHproteinHexpressedHpredominatelyHinHinsulinUresponsiveHtissuesVH1989THdbTHZa[aUe 361

1022 mrchaebacterialHpzmUdependentHRzmHpolymerasesHtestifyHtoHtheHevolutionHofHtheHeukaryoticH
nuclearHgenomeVH1989THdbTH]abeUc[ 227

1021 ±usceptibilityHtoHrheumatoidHarthritisHmapsHtoHaHÎUcellHepitopeHsharedHbyHtheHtxmUpw]HpRHbetaUYH
chainHandHtheHqpsteinUnarrHvirusHglycoproteinHgpYYXVH1989THdbTHaYX]Ud 168

1020 tomologyHofHtheHhumanHintestinalHzaSWglucoseHandHqscherichiaHcoliHzaSWprolineHcotransportersVH
1989THdbTHac]dUaZ 219

1019
usolationHofHaHcpzmHencodingHaHmurineHöp–galactosefbetaUpUgalactosylUH
YT]UzUacetylUpUglucosaminideHalphaUYT[UgalactosyltransferasefHexpressionHcloningHbyHgeneHtransferVH
1989THdbTHdZZcU[Y

209

1018 oharacterizationHandHimmunologicalHidentificationHofHcpzmHclonesHencodingHtwoHhumanHpzmH
topoisomeraseHuuHisozymesVH1989THdbTHe][YUa 214

1017 ±equenceHofHtheHintronWexonHjunctionsHofHtheHcodingHregionHofHtheHhumanHandrogenHreceptorHgeneH
andHidentificationHofHaHpointHmutationHinHaHfamilyHwithHcompleteHandrogenHinsensitivityVH1989THdbTHea[]Ud 359

1016 qvolutionHofHimmunoglobulinHlightHchainsfHcpzmHclonesHspecifyingHsandbarHsharkHconstantHregionsVH
1989THdbTHeebYUa 35

1015 tumanHmuscleHglycogenHsynthaseHcpzmHsequencefHaHnegativelyHchargedHproteinHwithHanH
asymmetricHchargeHdistributionVH1989THdbTHY]][Uc 103

1014 rilamentousHhemagglutininHofHnordetellaHpertussisfHnucleotideHsequenceHandHcrucialHroleHinH
adherenceVH1989THdbTHZb[cU]Y 286

1013 –ertussisHholotoxoidHformedHinHvitroHwithHaHgeneticallyHdeactivatedH±YHsubunitVH1989THdbTHd[a[Uc 17

1012 RegulationHofHtypeHuHPepidermalQHtransglutaminaseHmRzmHlevelsHduringHsquamousHdifferentiationfH
downHregulationHbyHretinoidsVH1989THeTH]d]bUaY 111

1011 mHspecificH[YUnucleotideHdomainHofHöYHRzmHdirectlyHinteractsHwithHtheHcXwHsmallHnuclearH
ribonucleoproteinHcomponentVH1989THeTH]dcZUdY 74

1010 ±equenceHandHexpressionHofHchickenHandHmouseHrskfHhomologsHofHαenopusHlaevisHribosomalH±bH
kinaseVH1989THeTH[daXUe 163

1009 zucleotideHsequenceHandHmutationalHanalysisHofHtheHstructuralHgenesHPanftpswQHforHtheHsecondH
alternativeHnitrogenaseHfromHmzotobacterHvinelandiiVH1989THYcYTHYXcaUdb 125
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1008 ÎwoHnifmUlikeHgenesHrequiredHforHexpressionHofHalternativeHnitrogenasesHbyHmzotobacterHvinelandiiVH
1989THYcYTH[ZadUbc 88

1007 mcinetobacterHcalcoaceticusHgenesHinvolvedHinHbiosynthesisHofHtheHcoenzymeH
pyrroloUquinolineUquinonefHnucleotideHsequenceHandHexpressionHinHqscherichiaHcoliHwUYZVH1989THYcYTH]]cUaa 103

1006 unHsituHtranscriptionHandHdetectionHofHopHYaHmRzmHinHepidermalHcellsfHmnHalternativeHtoHstandardHinH
situHhybridizationHtechniquesVH1989THe[TH][ZU][a 5

1005 zucleotideHsequencesHandHoperonHstructureHofHplasmidUborneHgenesHmediatingHuptakeHandH
utilizationHofHraffinoseHinHqscherichiaHcoliVH1989THYcYTHbca[Ub[ 103

1004 –hosphatidylinositolUspecificHphospholipaseHoHofHnacillusHcereusfHcloningTHsequencingTHandH
relationshipHtoHotherHphospholipasesVH1989THYcYTHbXccUd[ 103

1003 pevelopmentalHregulationHofHcryptdinTHaHcorticostatinWdefensinHprecursorHmRzmHinHmouseHsmallH
intestinalHcryptHepitheliumVH1989THYXdTHYbdcUea 219

1002 yolecularHcharacterizationHofHaHfimbrialHadhesinTHrYd]aTHmediatingHdiffuseHadherenceHofH
diarrheaUassociatedHqscherichiaHcoliHtoHtqpUZHcellsVH1989THYcYTH]ZdYUe 282

1001 ÎheHphototrophicHbacteriumHRhodopseudomonasHcapsulataHspYXdHencodesHanHindigenousHclassHmH
betaUlactamaseVH1989THZbXTHdX[UYZ 38

1000 ±tructuralHbasisHforHtheHkineticHdifferencesHbetweenHflavocytochromesHbZHfromHtheHyeastsH
tansenulaHanomalaHandH±accharomycesHcerevisiaeVH1989THZb[THec[Ub 33

999 ÎheHcpzmHcloningHofHaHpeaHP–isumHsativumQHseedHlipoxygenaseVH±equenceHcomparisonsHofHtheHtwoH
majorHpeaHseedHlipoxygenaseHisoformsVH1989THZb]THeZeU[Z 47

998 mnalysisHofHtheHnucleotideHsequenceHofHtheH±treptomycesHglaucescensHtcmuHgenesHprovidesHkeyH
informationHaboutHtheHenzymologyHofHpolyketideHantibioticHbiosynthesisVVH1989THdTHZcZcUZc[b 210

997 RegenerationUassociatedHhighHlevelHexpressionHofHapolipoproteinHpHmRzmHinHendoneurialH
fibroblastsHofHperipheralHnerveVVH1990THeTHZ]ceUZ]d] 84

996 ÎheHaminoHacidHsequenceHofHtheHoossHrecognizingHpzmHmethyltransferaseHyVnsurufHimplicationsHforH
theHanalysisHofHsequenceHrecognitionHbyHcytosineHpzmHmethyltransferasesVVH1990THeTHYXXcUYXY[ 20

995 oopperUzincHsuperoxideHdismutaseHofHoaulobacterHcrescentusfHcloningTHsequencingTHandHmappingHofH
theHgeneHandHperiplasmicHlocationHofHtheHenzymeVH1990THYcZTHZeXYUYX 80

994 oloningHandHsequenceHofHtheH±almonellaHtyphimuriumHhemxHgeneHandHidentificationHofHtheHmissingH
enzymeHinHhemxHmutantsHasHglutamateUYUsemialdehydeHaminotransferaseVH1990THYcZTHcXcYUd] 63

993 ÎranscriptionHanalysisTHphysicalHmappingTHandHmolecularHcharacterizationHofHaHnonclassicalHhumanH
leukocyteHantigenHclassHuHgeneVH1990THYXTHZ][Ua[ 52

992 mHyeastHmR±UbindingHproteinHactivatesHtranscriptionHsynergisticallyHinHcombinationHwithHotherHweakH
activatingHfactorsVH1990THYXTHddcUec 146

991 östilagoHmaydisHw–bHkillerHtoxinfHstructureTHexpressionHinH±accharomycesHcerevisiaeTHandH
relationshipHtoHotherHcellularHtoxinsVH1990THYXTHY[c[UdY 75
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990 oharacterizationHofHuU–poTHanHintronUencodedHendonucleaseHthatHmediatesHhomingHofHaHgroupHuH
intronHinHtheHribosomalHpzmHofH–hysarumHpolycephalumVH1990THYXTH[[dbUeb 102

989 zeurosporaHcrassaHmHmatingUtypeHregionVH1990THdcTH]eYZUb 201

988 yolecularHcloningHandHaminoHacidHsequenceHofHbrainHxUglutamateHdecarboxylaseVH1990THdcTHd]eYUa 45

987 yolecularHcloningHofHcpzmHforHtheHhumanHtumorUassociatedHantigenHoOUXZeHandHidentificationHofH
relatedHtransmembraneHantigensVH1990THdcTHbd[[Uc 123

986 yolecularHcloningHofHaHhumanHmacrophageHlectinHspecificHforHgalactoseVH1990THdcTHc[Z]Ud 123

985 seneticHbasisHofHtheHdifferenceHinHalcoholHdehydrogenaseHexpressionHbetweenHprosophilaH
melanogasterHandHprosophilaHsimulansVH1990THdcTHebc]Ud 24

984 oloningHofHcpzmsHencodingHamphibianHbombesinfHevidenceHforHtheHrelationshipHbetweenHbombesinH
andHgastrinUreleasingHpeptideVH1990THdcTHedY[Uc 21

983 yolecularHcloningHofHcpzmHforHtheHcarcinomaUassociatedHantigenHsmc[[UZVH1990THdcTH[a]ZUb 137

982 udentificationHofHaHputativeHyeastHhomologHofHtheHmammalianHbetaHchainsHofHtheHclathrinUassociatedH
proteinHcomplexesVH1990THYXTHbXdeUeX 29

981 yolecularHanalysisHofHtwoHmouseHdiluteHlocusHdeletionHmutationsfHspontaneousHdiluteHlethalZXvHandH
radiationUinducedHdiluteHprenatalHlethalHmaZHallelesVH1990THYXTHaXYUe 50

980 ÎheHextrachromosomalHreplicationHofHpictyosteliumHplasmidHpdpZHrequiresHaHcisUactingHelementHandH
aHplasmidUencodedHtransUactingHfactorVH1990THYXTH[cZcU[b 24

979 ±ecretinfHstructureHofHtheHprecursorHandHtissueHdistributionHofHtheHmRzmVH1990THdcTHZZeeU[X[ 77

978 oharacterizationHandHexpressionHofHanHrcHgammaHreceptorHcpzmHclonedHfromHratHnaturalHkillerHcellsVH
1990THdcTH[]ZaUe 13

977 t–RYTHaHnovelHyeastHgeneHthatHpreventsHintrachromosomalHexcisionHrecombinationTHshowsH
carboxyUterminalHhomologyHtoHtheH±accharomycesHcerevisiaeHÎO–YHgeneVH1990THYXTHY][eUaY 117

976 yutationalHactivationHofHcUrafUYHandHdefinitionHofHtheHminimalHtransformingHsequenceVH1990THYXTHZaX[UYZ 234

975 yolecularHcloningTHsequenceTHandHexpressionHofHaHhumanHsp–UxUfucosefbetaUpUgalactosideH
ZUalphaUxUfucosyltransferaseHcpzmHthatHcanHformHtheHtHbloodHgroupHantigenVH1990THdcTHbbc]Ud 299

974 ÎheHserumUinducibleHmouseHgeneHwroxUZ]HencodesHaHsequenceUspecificHtranscriptionalHactivatorVH
1990THYXTH[]abUbc 242

973 ÎwoHallelesHofHaHneuralHproteinHgeneHlinkedHtoHscrapieHinHsheepVH1990THdcTHZ]cbUdX 229
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972 zeurosporaHcrassaHaHmatingUtypeHregionVH1990THdcTH]eYcUZY 230

971 unHvitroHposttranslationalHmodificationHofHlaminHnHclonedHfromHaHhumanHÎUcellHlineVH1990THYXTHZYb]Uca 90

970 ÎranslationHofHbicistronicHviralHmRzmHinHtransfectedHcellsfHregulationHatHtheHlevelHofHelongationVH1990
THdcTH[ZdU[Z 44

969 udentificationHofHaHviralHgeneHencodingHaHubiquitinUlikeHproteinVH1990THdcTH]XeUY[ 70

968 ÎheHmouseHcUrelHproteinHhasHanHzUterminalHregulatoryHdomainHandHaHoUterminalHtranscriptionalH
transactivationHdomainVH1990THYXTHa]c[Uda 156

967 niochemicalHcharacterizationHofHtheHprosophilaHdppHproteinTHaHmemberHofHtheHtransformingHgrowthH
factorHbetaHfamilyHofHgrowthHfactorsVH1990THYXTHZbbeUcc 72

966 pevelopmentallyHregulatedHproteinUtyrosineHkinaseHgenesHinHpictyosteliumHdiscoideumVH1990THYXTH[acdUd[ 77

965 RegulatoryHelementsHcontrollingHpituitaryUspecificHexpressionHofHtheHhumanHprolactinHgeneVH1990TH
YXTH]beXUcXX 70

964 oloningTHsequenceTHandHphotoregulationHofHalUYTHaHcarotenoidHbiosyntheticHgeneHofHzeurosporaH
crassaVH1990THYXTHaXb]UcX 177

963 seneHorganizationHandHtranscriptionHofHÎqpTHaHlepidopteranHretrotransposonHintegratedHwithinHtheH
baculovirusHgenomeVH1990THYXTH[XbcUcc 125

962 qnhancedHexpressionHofHtheHproteinHkinaseHsubstrateHp[bHinHhumanHhepatocellularHcarcinomaVH1990TH
YXTH[ZYbUZ[ 67

961 yolecularHorganizationHofHtheHhumanHRafUYHpromoterHregionVH1990THYXTH[[ZaU[[ 26

960 ÎqoYTHaHgeneHinvolvedHinHtheHactivationHofHÎyYHandHÎyYUmediatedHgeneHexpressionHinH±accharomycesH
cerevisiaefHcloningHandHmolecularHanalysisVH1990THYXTH[a]YUaX 98

959 ÎranscriptionHofHtheHratHandHmouseHproenkephalinHgenesHisHinitiatedHatHdistinctHsitesHinH
spermatogenicHandHsomaticHcellsVH1990THYXTH[cYcUZb 96

958 qviUZTHaHcommonHintegrationHsiteHinvolvedHinHmurineHmyeloidHleukemogenesisVH1990THYXTH]badUbb 92

957 qxpressionHofHtheHneurotransmitterUsynthesizingHenzymeHglutamicHacidHdecarboxylaseHinHmaleHgermH
cellsVH1990THYXTH]cXYUYY 66

956 usolationHandHheterologousHexpressionHofHaHcpzmHencodingHbovineHinositolHpolyphosphateH
YUphosphataseVH1990THdcTHea]dUaZ 54

955 yolecularHcloningHandHconstructionHofHtheHcodingHregionHforHhumanHacetylcholinesteraseHrevealsHaHsH
SHoUrichHattenuatingHstructureVH1990THdcTHebddUeZ 199
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954 ooncertedHevolutionHofHclassHuHgenesHinHtheHmajorHhistocompatibilityHcomplexHofHmurineHrodentsVH
1990THdcTHZYbcUcY 113

953 unhibitionHofHinfluenzaHvirusHreplicationHbyHphosphorothioateHoligodeoxynucleotidesVH1990THdcTH[][XU] 74

952 mspuTHaHnovelHisoschizomerHofHÎthYYYuH[corrected]HfromHmchromobacterHspeciesHbeeHrecognizingH
aOUsmozWzzsÎoU[OVHNucleicnAcidsnResearchTH1990THYdTH[]ZZ 20.1 1

951 udentificationHandHcharacterizationHofHaHpictyosteliumHdiscoideumHribosomalHproteinHgeneVHNucleicn
AcidsnResearchTH1990THYdTH]beaUcXY 20.1 12

950 tostHsequencesHflankingHtheHtuüHprovirusVHNucleicnAcidsnResearchTH1990THYdTHbX]aUc 20.1 42

949 mHcysteineUstringHproteinHisHexpressedHinHretinaHandHbrainHofHprosophilaVH1990THcTHYaUZe 183

948 yolecularHanalysisHofHnucUYSTHaHgeneHcontrollingHphosphorusHacquisitionHinHzeurosporaHcrassaVH1990TH
YXTHad[eU]d 48

947 mdenosylcobalaminUdependentHmethylmalonylUoomHmutaseHfromH–ropionibacteriumHshermaniiVH
mctiveHholoenzymeHproducedHfromHqscherichiaHcoliVH1990THZbeTHZe[Ud 47

946 oloningHandHsequencingHofHprotochlorophyllideHreductaseVH1990THZbaTHcdeUed 68

945 ummunologicalHcrossUreactivityHbetweenHhumanHtripeptidylHpeptidaseHuuHandHfibronectinVH1990THZbcTHY]eUa] 16

944 ±tructuralHanalysisHofHsulphatedHglycoproteinHZHfromHaminoHacidHsequenceVHRelationshipHtoHclusterinH
andHserumHproteinH]XT]XVH1990THZbdTHacYUd 70

943 cpzmHcloningHandHexpressionHinHαenopusHlaevisHoocytesHofHpigHrenalHdipeptidaseTHaH
glycosylUphosphatidylinositolUanchoredHectoenzymeVH1990THZcYTHcaaUbX 49

942 oloningTHsequencingHandHanalysisHofHtheHstructuralHgeneHandHregulatoryHregionHofHtheH–seudomonasH
aeruginosaHchromosomalHampoHbetaUlactamaseVH1990THZcZTHbZcU[Y 109

941 cpzmHcloningHofHaH[XHkpaHerythrocyteHmembraneHproteinHassociatedHwithHRhH
PRhesusQUbloodUgroupUantigenHexpressionVH1990THZcYTHdZYUa 218

940 ±pontaneousHdeletionHformationHwithinHtheHbetaUgalactosidaseHgeneHofHxactobacillusHbulgaricusVH
1990THYcZTHabcXUb 38

939 oloningHofHmidecamycinPyx±QUresistanceHgenesHfromH±treptomycesHmycarofaciensTH±treptomycesH
lividansHandH±treptomycesHcoelicolorHm[PZQVH1990TH][THeccUeY 18

938 senesHforHtwoHherbicideUinducibleHcytochromesH–U]aXHfromH±treptomycesHgriseolusVH1990THYcZTH[[[aU]a 90

937 yolecularHbiologyHofHtheHanionHexchangerHgeneHfamilyVH1990THYZ[THYccUee 155
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936 ±equenceHhomologyHbetweenHtheHsubunitsHofHtwoHimmunologicallyHandHfunctionallyHdistinctHtypesH
ofHfimbriaeHofHmctinomycesHsppVH1990THYcZTHZ]bZUd 54

935 oloningHandHnucleotideHsequenceHofHluxRTHaHregulatoryHgeneHcontrollingHbioluminescenceHinHüibrioH
harveyiVH1990THYcZTHZe]bUa] 107

934 oontrolHofHqscherichiaHcoliHsuperoxideHdismutaseHPsodmHandHsodnQHgenesHbyHtheHferricHuptakeH
regulationHPfurQHlocusVH1990THYcZTHYe[XUd 220

933 ±equenceHanalysisHandHexpressionHofHtheHbacterialHdichloromethaneHdehalogenaseHstructuralHgeneTH
aHmemberHofHtheHglutathioneH±UtransferaseHsupergeneHfamilyVH1990THYcZTHYb]UcY 151

932 oloningTHexpressionTHandHnucleotideHsequenceHofHtheHxactobacillusHhelveticusH]dYHgeneHencodingH
theHbacteriocinHhelveticinHvVH1990THYcZTHb[[eU]c 119

931 oharacterizationHofHaHbetaHsubunitHofHtheHgastricHtSWwPSQUtransportingHmÎ–aseVH1990THdcTHbcbcUcY 153

930 ÎriggerHfactorHdepletionHorHoverproductionHcausesHdefectiveHcellHdivisionHbutHdoesHnotHblockHproteinH
exportVH1990THYcZTHaaaaUbZ 115

929 RolesHofHtheHtwoHlysylUtRzmHsynthetasesHofHqscherichiaHcolifHanalysisHofHnucleotideHsequencesHandH
mutantHbehaviorVH1990THYcZTH[Z[cU][ 59

928 RcsnHandHRcsofHaHtwoUcomponentHregulatorHofHcapsuleHsynthesisHinHqscherichiaHcoliVH1990THYcZTHbaeUbe 241

927
yolecularHcharacterizationHofHtheHacylUcoenzymeHmfisopenicillinHzHacyltransferaseHgeneHPpenpqQH
fromH–enicilliumHchrysogenumHandHmspergillusHnidulansHandHactivityHofHrecombinantHenzymeHinH
qscherichiaHcoliVH1990THYcZTHaeXdUY]

60

926 udentificationHofHphosphateHstarvationUinducibleHgenesHinHqscherichiaHcoliHwUYZHbyHpzmHsequenceH
analysisHofHpsifflacZPyuHdYQHtranscriptionalHfusionsVH1990THYcZTH[YeYUZXX 95

925 oloningHandHsequencingHofHaHnacteroidesHruminicolaHnPYQ]HendoglucanaseHgeneVH1990THYcZTH[bZXU[X 50

924
zucleotideHsequencingHofHtheH–roteusHmirabilisHcalciumUindependentHhemolysinHgenesHPhpmmHandH
hpmnQHrevealsHsequenceHsimilarityHwithHtheH±erratiaHmarcescensHhemolysinHgenesHPshlmHandHshlnQVH
1990THYcZTHYZXbUYb

114

923 zucleotideHsequencesHandHmutationalHanalysisHofHtheHstructuralHgenesHforHnitrogenaseHZHofH
mzotobacterHvinelandiiVH1990THYcZTH[]XXUd 114

922 ±equenceHandHgeneticHorganizationHofHaHZymomonasHmobilisHgeneHclusterHthatHencodesHseveralH
enzymesHofHglucoseHmetabolismVH1990THYcZTHcZZcU]X 112

921 ±ensitivityHcomparisonHofHproteinHaminoHacidHsequencesVH1990THYd[TH[aZUba 14

920 ±imultaneousHcomparisonHofHseveralHsequencesVH1990THYd[TH]]cUab 10

919 ±tructuralHanalysesHofHhumanHdevelopmentallyHregulatedHüh[HgenesVH1990TH[YTHZacUbc 44
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918 mHsegmentHofHhumanHühHgeneHlocusHisHduplicatedVH1990TH[YTHae[Ue 23

917 ÎheHvariableHantigensHümpcHandHümpZYHofHtheHrelapsingHfeverHbacteriumHnorreliaHhermsiiHareH
structurallyHanalogousHtoHtheHü±sHproteinsHofHtheHmfricanHtrypanosomeVH1990TH]THYcYaUZb 64

916 runctionalHsimilaritiesHbetweenHretrovirusesHandHtheHu±[HfamilyHofHbacterialHinsertionHsequenceskVH
1990TH]THYccYUc 195

915 qffluxUmediatedHantisepticHresistanceHgeneHqacmHfromH±taphylococcusHaureusfHcommonHancestryH
withHtetracyclineUHandHsugarUtransportHproteinsVH1990TH]THZXaYUbZ 249

914 yolecularHcharacterizationHofHtheHnodulationHgeneTHnodÎTHfromHtwoHbiovarsHofHRhizobiumH
leguminosarumVH1990TH]THZ]aUaZ 57

913 oharacterizationHofHtheHrepertoireHofHhypervariableHregionsHinHtheH–roteinHuuHPopaQHgeneHfamilyHofH
zeisseriaHgonorrhoeaeVH1990TH]TH][eU]e 61

912 ÎheHlifeUcycleHproteinsHRodmHofHqscherichiaHcoliHandH±poüqHofHnacillusHsubtilisHhaveHveryHsimilarH
primaryHstructuresVH1990TH]THaY[Uc 33

911 seneticHcharacterizationHofHnordetellaHpertussisHfilamentousHhaemagglutininfHaHproteinHprocessedH
fromHanHunusuallyHlargeHprecursorVH1990TH]THcdcUdXX 102

910 ÎheHyinHpzmHinversionHenzymeHofHplasmidHpYanHofHqscherichiaHcoliHYaÎUfHaHnewHmemberHofHtheHpinH
familyHofHsiteUspecificHrecombinasesVH1990TH]THeeYUc 18

909 ÎheHidentificationTHcharacterizationTHsequencingHandHmutagenesisHofHtheHgenesHPhup±xQHencodingH
theHsmallHandHlargeHsubunitsHofHtheHtZUuptakeHhydrogenaseHofHmzotobacterHchroococcumVH1990TH]THeeeUYXXd 50

908 oharacterizationHofHaHxisteriaHmonocytogenesUspecificHproteinHcapableHofHinducingHdelayedH
hypersensitivityHinHxisteriaUimmuneHmiceVH1990TH]THYXeYUe 35

907 ±equenceTHlocalizationHandHfunctionHofHtheHinvasinHproteinHofHβersiniaHenterocoliticaVH1990TH]THYYYeUZd 69

906 yycoplasmaHpneumoniaeHpzmHgyraseHgenesVH1990TH]THYYZeU[] 36

905 zucleotideHsequenceHandHcodonHusageHofHtheHelongationHfactorHÎuPqrUÎuQHgeneHfromHyycoplasmaH
pneumoniaeVH1990TH]THY[X[UYX 18

904 xipidHmodificationHofHtheHYaHkilopaltonHmajorHmembraneHimmunogenHofHÎreponemaHpallidumVH1990TH
]THY[cYUe 32

903 ÎheHmobilizationHandHoriginHofHtransferHregionsHofHaHÎhiobacillusHferrooxidansHplasmidfHrelatednessH
toHplasmidsHR±rYXYXHandHp±oYXYVH1990TH]THY[dYUeY 52

902 yolecularHanalysisHofHtheHqscherichiaHcoliHwaHkpsHlocusfHidentificationHandHcharacterizationHofHanH
innerUmembraneHcapsularHpolysaccharideHtransportHsystemVH1990TH]THYdb[Ue 102

901 mHfamilyHofHmÎ–asesHinvolvedHinHactiveHpartitioningHofHdiverseHbacterialHplasmidsVH1990TH]THY]aaUb[ 167
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900 zucleotideHsequenceHandHcontrolHofHtranscriptionHofHtheHbacteriophageHÎ]HmotmHregulatoryHgeneVH
1990TH]THY]dcUeb 22

899 oharacterizationHofHaHyycobacteriumHtuberculosisHinsertionHsequenceHbelongingHtoHtheHu±[HfamilyVH
1990TH]THYbXcUY[ 145

898 ±ynthesisHofHapolipoproteinHmUYHinHpigHbrainHmicrovascularHendothelialHcellsVH1990THa]TH]]]UaX 46

897 yainHimmunogenicHregionHofHÎorpedoHelectroplaxHandHhumanHmuscleHacetylcholineHreceptorfH
localizationHandHmicroheterogeneityHrevealedHbyHtheHuseHofHsyntheticHpeptidesVH1990THa]THaYUbY 44

896 ±tudiesHonHtranscriptionHofHtheHyeastHöRmHZHgeneVH1990THcZTHZYaUZYe 4

895 oloningHandHstructureHofHthepyrqgeneHofxactobacillusplantarumooyHYeX]VH1990THbeTHZ[[UZ[d 10

894 qvolutionaryHrelationshipsHbetweenHJ—UtypeJHphotosyntheticHreactionHcentresfHhypothesisUtestingH
usingHparsimonyVH1990THY]aTHa[aU]a 33

893 pisruptionHofHtheHactinHcytoskeletonHinHyeastHcappingHproteinHmutantsVH1990TH[]]TH[aZU] 154

892 zuclearHreceptorHthatHidentifiesHaHnovelHretinoicHacidHresponseHpathwayVH1990TH[]aTHZZ]Ue 1346

891 ÎheHgainHofHtwoHchloroplastHtRzmHintronsHmarksHtheHgreenHalgalHancestorsHofHlandHplantsVH1990TH[]aTHZbdUcX 133

890 –utativeHproteinHkinaseHproductHofHtheHprosophilaHsegmentUpolarityHgeneHzesteUwhite[VH1990TH[]aTHdZaUe 151

889 mHgeneHmappingHtoHtheHsexUdeterminingHregionHofHtheHmouseHβHchromosomeHisHaHmemberHofHaHnovelH
familyHofHembryonicallyHexpressedHgenesVH1990TH[]bTHZ]aUaX 1396

888 yolecularHcloningHandHoverexpressionHofHtheHhumanHrwaXbUbindingHproteinHrwn–VH1990TH[]bTHbcYU] 299

887 unHvitroHselectionHofHRzmHmoleculesHthatHbindHspecificHligandsVH1990TH[]bTHdYdUZZ 7326

886 –artitionHofHtRzmHsynthetasesHintoHtwoHclassesHbasedHonHmutuallyHexclusiveHsetsHofHsequenceH
motifsVH1990TH[]cTHZX[Ub 1224

885 yolecularHcloningHofHtheHmicrotubuleUassociatedHmechanochemicalHenzymeHdynaminHrevealsH
homologyHwithHaHnewHfamilyHofHsÎ–UbindingHproteinsVH1990TH[]cTHZabUbY 336

884 ±equenceHhomologyHsharedHbyHneurofibromatosisHtypeUYHgeneHandHuRmUYHandHuRmUZHnegativeH
regulatorsHofHtheHRm±HcyclicHmy–HpathwayVH1990TH[]cTHZeYU] 194

883 RelationshipHbetweenHtheHproductHofHtheHprosophilaHultraspiracleHlocusHandHtheHvertebrateHretinoidH
αHreceptorVH1990TH[]cTHZedU[XY 372
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882 RetinalHdegenerationHinHtheHrdHmouseHisHcausedHbyHaHdefectHinHtheHbetaHsubunitHofHrodH
csy–UphosphodiesteraseVH1990TH[]cTHbccUdX 793

881 tuüUYHtropismHforHmononuclearHphagocytesHcanHbeHdeterminedHbyHregionsHofHgpYZXHoutsideHtheH
op]UbindingHdomainVH1990TH[]dTHbeUc[ 531

880 mnHunusuallyHlargeHmultifunctionalHpolypeptideHinHtheHerythromycinUproducingHpolyketideHsynthaseH
ofH±accharopolysporaHerythraeaVH1990TH[]dTHYcbUd 554

879 –rimaryHstructureHandHfunctionalHexpressionHofHtheHalphaUTHbetaUTHgammaUTHdeltaUHandH
epsilonUsubunitsHofHtheHacetylcholineHreceptorHfromHratHmuscleVH1990THYe]TH][cU]d 101

878
oloningHandHsequenceHanalysisHofHtheHgenesHencodingHtheHalphaHandHbetaHsubunitsHofHtheHqYH
componentHofHtheHpyruvateHdehydrogenaseHmultienzymeHcomplexHofHnacillusHstearothermophilusVH
1990THYeYTH[[cU]b

48

877 cpzmHcloningHofHhumanUmilkHbileUsaltUstimulatedHlipaseHandHevidenceHforHitsHidentityHtoHpancreaticH
carboxylicHesterHhydrolaseVH1990THYeZTHa][UaX 111

876
oloningHandHsequenceHanalysisHofHtheHgenesHencodingHtheHdihydrolipoamideHacetyltransferaseHandH
dihydrolipoamideHdehydrogenaseHcomponentsHofHtheHpyruvateHdehydrogenaseHmultienzymeH
complexHofHnacillusHstearothermophilusVH1990THYe]THeaUYXZ

43

875 yethylationHpatternHofHtheHtxmUpRHalphaHgeneHinHhumanHtissuesVH1990THYcTHaYUbb 5

874 udentificationHofHtwoHnerveHgrowthHfactorUinducedHpolypeptidesHinH–oYZHcellsVH1990THZTHYb[Uc] 11

873 –urificationHofHribosomalHproteinsHfromHtheHextremeHhalophilicHarchaebacteriumtalobacteriumH
marismortuiHbyHhighUperformanceHliquidHchromatographyVH1990TH[XTHcXcUcYZ 1

872 qighthHunternationalHoonferenceHonHyethodsHinH–roteinH±equenceHmnalysisVHPvulyHYUbTHYeeXTHwirunaTH
±wedenQVH±hortHcommunicationsVHThenProteinnJournalTH1990THeTHZ]cU[bd 1

871 mnHaccurateHapproximationHtoHtheHdistributionHofHtheHlengthHofHtheHlongestHmatchingHwordHbetweenH
twoHrandomHpzmHsequencesVH1990THaZTHcc[Ud] 17

870 mHreceptorHforHtumorHnecrosisHfactorHdefinesHanHunusualHfamilyHofHcellularHandHviralHproteinsVH1990TH
Z]dTHYXYeUZ[ 904

869 ÎheHcompleteHaminoUacidHsequenceHandHtheHphylogeneticHoriginHofHphycocyaninUb]aHfromHtheH
cryptophytanHalgaHohroomonasHspVH1990TH[cYTHa[cU]c 21

868 seneticHengineeringTHpzmHanalyticVH1990TH[[cTHYYXUYZX

867 rilarialHparamyosinfHcpzmHsequencesHfromHpirofilariaHimmitisHandHOnchocercaHvolvulusVH1990TH[dTHZcYUdX 38

866 orossUreactiveHasparagineUrichHdeterminantsHsharedHbetweenHseveralHbloodUstageHantigensHofH
–lasmodiumHfalciparumHandHtheHcircumsporozoiteHproteinVH1990TH]XTHYY[UZd 20

865 oharacterisationHandHsequenceHofHaHprotectiveHrhoptryHantigenHfromH–lasmodiumHfalciparumVH1990TH
]YTHYZaU[] 79
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864 ±equenceHcomparisonHofHallelicHformsHofHtheH–lasmodiumHfalciparumHmerozoiteHsurfaceHantigenH
y±mZVH1990TH][THZYYUZX 70

863 ÎheHlowerUmolecularUweightHproteinHcomplexHPRuQHofHtheH–lasmodiumHfalciparumHrhoptriesHlacksHtheH
glycolyticHenzymeHaldolaseVH1990TH]ZTHZ[aU]X 10

862 oonservationHofHfunctionalHresiduesHbetweenHyeastHandHqVHcoliHinorganicHpyrophosphatasesVH1990TH
YX[dTH[[dU]a 37

861 mminoHacidHsequencesHofHtheHribosomalHproteinsHtx[XHandHtmaxaHfromHtheHarchaebacteriumH
talobacteriumHmarismortuiVH1990THYX[eTH[][Uc 15

860 qvidenceHforHinternalHsequenceHhomologiesHinHleguminosaeHlectinsfH–hylogeneticalHimplicationsVH
1990THYdTHZeU[c 3

859 udentificationHandHpzmHsequenceHofHtheH±hopeHfibromaHvirusHpzmHtopoisomeraseHgeneVH1990THYcbTH][eU]c 39

858 ÎheHdivergenceHbetweenHtwoHoncogenicHterpesvirusHsaimiriHstrainsHinHaHgenomicHregionHrelatedHtoH
theHtransformingHphenotypeVH1990THYcbTHaXaUY] 115

857 ±equenceHcomparisonHofHcellularHandHviralHcopiesHofHhostHcellHpzmHinsertionsHfoundHinHmutographaH
californicaHnuclearHpolyhedrosisHvirusVH1990THYc]TH[a]Ub[ 45

856 udentificationHofHconservedHdomainsHinHtheHcellHattachmentHproteinsHofHtheHthreeHserotypesHofH
reovirusVH1990THYc]TH[eeU]Xe 74

855 ±tructuralHorganizationHofHtheHconservedHgeneHblockHofHterpesvirusHsaimiriHcodingHforHpzmH
polymeraseTHglycoproteinHnTHandHmajorHpzmHbindingHproteinVH1990THYc]THa[[U]Z 43

854 yyxomaHvirusHandHmalignantHrabbitHfibromaHvirusHencodeHaHserpinUlikeHproteinHimportantHforHvirusH
virulenceVH1990THYceTHbYdU[Y 96

853 oocirculationHofHtwoHdistinctHevolutionaryHlineagesHofHinfluenzaHtypeHnHvirusHsinceHYed[VH1990THYcaTHaeUbd 380

852 zucleotideHsequenceHandHcharacterizationHofHtheH[ewHgeneHregionHofHmutographaHcalifornicaH
nuclearHpolyhedrosisHvirusVH1990THYceTHYUd 55

851 riberHsequenceHheterogeneityHinHsubgroupHrHadenovirusesVH1990THYceTHY[eUaX 35

850 yyristylationHandHpolylysineUmediatedHactivationHofHtheHproteinHkinaseHdomainHofHtheHlargeHsubunitH
ofHherpesHsimplexHvirusHtypeHZHribonucleotideHreductaseHPuo–YXQVH1990THYceTHYbdUcd 36

849 seneticHvariationHandHmultigeneHfamiliesHinHmfricanHswineHfeverHvirusVH1990THYceTHZ[]U]b 42

848 ÎheHcompleteHnucleotideHsequenceHofHanHinfectiousHcloneHofHporcineHparvovirusTHstrainHzmpxUZVH
1990THYcdTHbYYUb 18

847
ÎheHrespiratoryHsyncytialHvirusHsubgroupHnHattachmentHglycoproteinfHanalysisHofHsequenceTH
expressionHfromHaHrecombinantHvectorTHandHevaluationHasHanHimmunogenHagainstHhomologousHandH
heterologousHsubgroupHvirusHchallengeVH1990THYcdTHYeaUZX[

59
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846 udentificationHofHtheHgeneHencodingHtheHgroupHnHrotavirusHü–cHequivalentfHprimaryHcharacterizationH
ofHtheHmpRüHsegmentHeHRzmVH1990THYcdTH[YYUa 32

845 zucleotideHsequenceHandHgenomeHorganizationHofHbiologicallyHactiveHprovirusesHofHtheHbovineH
immunodeficiencyUlikeHvirusVH1990THYcaTH[eYU]Xe 173

844 yolecularHcloningHandHcompleteHnucleotideHsequenceHofHtheHattenuatedHrabiesHvirusH±mpHnYeVH1990TH
YcaTH]daUee 281

843 cpzmHcloningHofHeachHgenomicHsegmentHofHtheHgroupHnHrotavirusHmpRüfHmolecularHcharacterizationH
ofHtheHYYthHRzmHsegmentVH1990THYcaTHbXaUe 21

842 üesicularHstomatitisHzewHverseyHvirusHglycoproteinHgeneHsequenceHandHneutralizingHepitopeH
stabilityHinHanHenzooticHfocusVH1990THYccTHZXeUYa 18

841 ±equenceHofHtheHgenomeHRzmHofHrubellaHvirusfHevidenceHforHgeneticHrearrangementHduringH
togavirusHevolutionVH1990THYccTHZZaU[d 135

840 mntigenicTHsequenceTHandHcrystalHvariationHinHinfluenzaHnHneuraminidaseVH1990THYccTHacdUdc 35

839 yapHlocationHofHlactateHdehydrogenaseUelevatingHvirusHPxpüQHcapsidHproteinHPüpYQHgeneVH1990THYccTHcbdUcY 29

838 –hylogeneticHrelationshipsHamongHÎetrahymenaHspeciesHdeterminedHusingHtheHpolymeraseHchainH
reactionVHJournalnofnMolecularnEvolutionTH1990TH[XTHZeXUc 3.1 43

837 –rokaryoticHandHeukaryoticHpyridoxalUdependentHdecarboxylasesHareHhomologousVHJournalnofn
MolecularnEvolutionTH1990TH[YTH[ZaUe 3.1 47

836 mHnewHmemberHofHaHsecretoryHproteinHgeneHfamilyHinHtheHdipteranHohironomusHtentansHhasHaHvariantH
repeatHstructureVHJournalnofnMolecularnEvolutionTH1990TH[YTH]XUaX 3.1 12

835 usolationHandHsequenceHanalysisHofHoaenorhabditisHbriggsaeHrepetitiveHelementsHrelatedHtoHtheH
oaenorhabditisHelegansHtransposonHÎcYVHJournalnofnMolecularnEvolutionTH1990TH[XTH[aeUbe 3.1 20

834
ÎheHnucleotideHsequenceHofHfiveHribosomalHproteinHgenesHfromHtheHcyanellesHofHoyanophoraH
paradoxafHimplicationsHconcerningHtheHphylogeneticHrelationshipHbetweenHcyanellesHandH
chloroplastsVHJournalnofnMolecularnEvolutionTH1990TH[XTHYbUZa

3.1 40

833 yolecularHevolutionHinHtheHprosophilaHyakubaHperiodHlocusVHJournalnofnMolecularnEvolutionTH1990TH[YTH[deU]XY3.1 48

832 cpzmHcloningHandHlocalizationHofHtheHmouseHleukosialinHgeneHPxy]dQHtoHchromosomeHcVH
ImmunogeneticsTH1990TH[YTH[XcUY] 3.2 10

831 OdontoglossumHringspotHvirusHcoatHproteinfHsequenceHandHantigenicHcomparisonsHwithHotherH
tobamovirusesVH1990THYYaTHZ[eU]e 11

830 udentificationHofHproteinHfoldsfHmatchingHhydrophobicityHpatternsHofHsequenceHsetsHwithHsolventH
accessibilityHpatternsHofHknownHstructuresVH1990THcTHZacUb] 92

829 mxymTHanHeditorHforHlargeHsequenceHalignmentsVH1990THcTHZeYUa 28
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828 oomparativeHmodelingHmethodsfHapplicationHtoHtheHfamilyHofHtheHmammalianHserineHproteasesVH
1990THcTH[YcU[] 355

827 ÎheHplasmidUencodedHkillerHsystemHofHwluyveromycesHlactisfHaHreviewVH1990THbTHYUZe 184

826 βeastH±accharomycesHcerevisiaeHselectableHmarkersHinHpöoYdHpolylinkersVH1990THbTH[b[Ub 380

825 qxpressionHofHtheHmajorHgasHvesicleHproteinHgeneHinHtheHhalophilicHarchaebacteriumHtaloferaxH
mediterraneiHisHmodulatedHbyHsaltVHMolecularnGeneticsnandnGenomicsTH1990THZZZTHZZaU[Z 68

824 ±tructuralHvariabilityHinHtheHgenomeHofHtheHÎhermoproteusHtenaxHvirusHÎÎüYVHMolecularnGeneticsnandn
GenomicsTH1990THZZZTH][aUc 12

823 ÎheHmetalloproteaseHgeneHofH±erratiaHmarcescensHstrainH±ybVHMolecularnGeneticsnandnGenomicsTH
1990THZZZTH]]bUaY 37

822 ±tructureHandHmutationHofHaHgeneHencodingHaHyrH[[TXXXHphycocyaninUassociatedHlinkerHpolypeptideVH
1990THYa[THa]YUe 44

821 usolateHnYZTHwhichHharboursHaHvirusUlikeHelementTHrepresentsHaHnewHspeciesHofHtheHarchaebacterialH
genusH±ulfolobusTH±ulfolobusHshibataeTHspVHnovVH1990THYa]THae]Ue 101

820 mHpossibleHroleHforHtheHpcnnHgeneHproductHofHqscherichiaHcoliHinHmodulatingHRzmfHRzmHinteractionsVH
MolecularnGeneticsnandnGenomicsTH1990THZZXTH[]YU] 25

819 ÎheHalphaUamylaseHgenesHinHOryzaHsativafHcharacterizationHofHcpzmHclonesHandHmRzmHexpressionH
duringHseedHgerminationVHMolecularnGeneticsnandnGenomicsTH1990THZZYTHZ[aU]] 72

818 ±tructureHandHtissueUspecificHregulationHofHgenesHencodingHbarleyHPYUUUU[THYUUUU]QUbetaUglucanH
endohydrolasesVHMolecularnGeneticsnandnGenomicsTH1990THZZ]TH][cU]e 61

817
usolationHandHmolecularHcharacterisationHofHtheHbenzoateUparaUhydroxylaseHgeneHPbphmQHofH
mspergillusHnigerfHaHmemberHofHaHnewHgeneHfamilyHofHtheHcytochromeH–]aXHsuperfamilyVHMolecularn
GeneticsnandnGenomicsTH1990THZZ[THYeZUc

57

816 oomputerHanalysisHofHantigenicHdomainsHandHRspUlikeHsequencesHPRsΦsQHinHtheHqHglycoproteinHofH
flavivirusesfHanHapproachHtoHvaccineHdevelopmentVH1990TH]THZbcUdZ 10

815 RegulationHofHaHstylarHtransmittingHtissueUspecificHgeneHinHwildUtypeHandHtransgenicHtomatoHandH
tobaccoVHMolecularnGeneticsnandnGenomicsTH1990THZZ]THYd[UeZ 50

814 ÎheHcyanelleH±YXHspcHribosomalHproteinHgeneHoperonHfromHoyanophoraHparadoxaVHMolecularn
GeneticsnandnGenomicsTH1990THZZ]THZZZU[Y 42

813 udentificationHandHcharacterizationHofHaHdefectiveH±±üYHgenomeHintegratedHintoHaHtRzmHgeneHinHtheH
archaebacteriumH±ulfolobusHspVHnYZVHMolecularnGeneticsnandnGenomicsTH1990THZZYTHbaUcY 31

812 yolecularHanalysisHofHzygUYYTHaHmaternalUeffectHgeneHrequiredHforHearlyHembryogenesisHofH
oaenorhabditisHelegansVHMolecularnGeneticsnandnGenomicsTH1990THZZYTHcZUdX 24

811 ÎranscriptionHofHtomatoHribosomalHpzmHandHtheHorganizationHofHtheHintergenicHspacerVHMolecularn
GeneticsnandnGenomicsTH1990THZZYTHYX[UYZ 59
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810 pevelopmentallyHregulatedHexpressionHofHaHsunflowerHYY±HseedHproteinHgeneHinHtransgenicHtobaccoVH
MolecularnGeneticsnandnGenomicsTH1990THZZZTH]eUac 22

809 olassificationHandHcharacterizationHofHtheHriceHalphaUamylaseHmultigeneHfamilyVHPlantnMolecularn
BiologyTH1990THY]THbaaUbd 4.6 164

808 ±equenceHconservationHamongHtheHglucoseHtransporterHfromHtheHcyanobacteriumH±ynechocystisHspVH
–ooHbdX[HandHmammalianHglucoseHtransportersVHPlantnMolecularnBiologyTH1990THY]THbecUcXb 4.6 37

807 –romoterHanalysisHofHtheHchalconeHsynthaseHPchsmQHgeneHofH–etuniaHhybridafHaHbcHbpHpromoterH
regionHdirectsHflowerUspecificHexpressionVHPlantnMolecularnBiologyTH1990THYaTHeaUYXe 4.6 76

806 oloningHandHcharacterizationHofHaHcoldUHandHmnmUinducibleHmrabidopsisHgeneVHPlantnMolecularnBiology
TH1990THYaTHY[cU]] 4.6 241

805 oompleteHsequenceHofHaHcpzmHofHalphaHsubunitHofHsoybeanHbetaUconglycininVHPlantnMolecularn
BiologyTH1990THYaTHYecUZXY 4.6 62

804 xocalizationHofHbetaUphycoerythrinHtoHtheHthylakoidHlumenHofHoryptomonasHphiHdoesHnotHinvolveHaH
signalHpeptideVHPlantnMolecularnBiologyTH1990THYaTHadaUeZ 4.6 34

803 oopperUinducedHexpressionTHcloningTHandHregulatoryHstudiesHofHtheHplastocyaninHgeneHfromHtheH
cyanobacteriumH±ynechocystisHspVH–ooHbdX[VHPlantnMolecularnBiologyTH1990THYaTHb[[U]Z 4.6 91

802 zucleotideHsequenceHofHtheHnronzeUYHhomologousHgeneHfromHtordeumHvulgareVHPlantnMolecularn
BiologyTH1990THY]THZccUe 4.6 39

801 ±tructureHandHexpressionHofHaHlightUinducibleHshootUspecificHriceHgeneVHPlantnMolecularnBiologyTH1990TH
YaTH[eeU]Xb 4.6 24

800 ÎheHgammaUsubunitHofHspinachHchloroplastHmÎ–HsynthasefHisolationHandHcharacterisationHofHcpzmH
andHgenomicHclonesVHPlantnMolecularnBiologyTH1990THY]THYXXcUYd 4.6 16

799 yolecularHanalysisHofHbarleyHmutantsHdeficientHinHchloroplastHglutamineHsynthetaseVHPlantnMolecularn
BiologyTH1990THY]THZecU[YY 4.6 35

798 ±tructureHofHaHtobaccoHendochitinaseHgenefHevidenceHthatHdifferentHchitinaseHgenesHcanHariseHbyH
transpositionHofHsequencesHencodingHaHcysteineUrichHdomainVHPlantnMolecularnBiologyTH1990THY]TH[acUbd 4.6 230

797 ÎheHpzmHsequenceHandHstructuralHorganizationHofHtheHsoZHplasmidHfromHtheHredHalgaHsracilariaH
chilensisVHPlantnMolecularnBiologyTH1990THYaTHZ[cU][ 4.6 9

796 udentificationHandHnucleotideHsequenceHofHtheHmcinetobacterHcalcoaceticusHencodedHtrpqHgeneVH
MolecularnGeneticsnandnGenomicsTH1990THZZXTH]caUc 9

795 oloningHandHsequencingHofHöRmYXTHaHsecondHgeneHencodingHorotateHphosphoribosylHtransferaseHinH
±accharomycesHcerevisiaeVHCurrentnGeneticsTH1990THYcTHYXaUYY 2.9 37

794 –rimaryHandHsecondaryHstructureHofHtheHZa±HrRzmHfromHtheHdimorphicHfungusHyucorHracemosusVH
CurrentnGeneticsTH1990THYcTH]eeUaXb 2.9 12

793 ±tructureHandHtranscriptionHofHtheHgeneHcodingHforHsubunitH[HofHcytochromeHoxidaseHinHwheatH
mitochondriaVHCurrentnGeneticsTH1990THYcTH]YUc 2.9 38
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792
ÎranscriptHandHsequenceHanalysisHofHaHaVYHkbHcontiguousHfragmentHofHpictyosteliumHdiscoideumH
plasmidHpdpYHthatHcontainsHtheHoriginHofHreplicationHandHcodesHforHseveralHtranscriptsVHCurrentn
GeneticsTH1990THYcTH[ZYUa

2.9 13

791 tomologousHdomainsHofHtheHlargestHsubunitHofHeucaryoticHRzmHpolymeraseHuuHareHconservedHinH
plantsVHMolecularnGeneticsnandnGenomicsTH1990THZZ[THbaUca 38

790 usolationHandHcharacterizationHofHaHcellulaseHgeneHfamilyHmemberHexpressedHduringHavocadoHfruitH
ripeningVHMolecularnGeneticsnandnGenomicsTH1990THZZ[THcbUdb 74

789 ±tructureHandHexpressionHofHaHsingleHactinHgeneHinHüolvoxHcarteriVHCurrentnGeneticsTH1990THYdTH[[cU]b 2.9 45

788 –hylogeneticHanalysisHofHtheHRzmHpolymerasesHofHÎrypanosomaHbruceiTHwithHspecialHreferenceHtoH
classUspecificHtranscriptionVHCurrentnGeneticsTH1990THYdTHa]cUaY 2.9 8

787 typothesisHforHtheHevolutionaryHoriginHofHtheHchloroplastHribosomalHproteinHxZYHofHspinachVHCurrentn
GeneticsTH1990THYdTHaa[Ub 2.9 47

786 olassHuHmajorHhistocompatibilityHcomplexHcpzmHclonesHfromHsheepHthymusfHalternativeHsplicingHcouldH
makeHaHlongHcytoplasmicHtailVHImmunogeneticsTH1990TH[ZTHccUdc 3.2 28

785 youseHmacrophageHbetaHsubunitHPopYYbQHcpzmHforHtheHoR[HcomplementHreceptorWyacUYHantigenVH
ImmunogeneticsTH1990TH[YTHYeYUc 3.2 13

784 oharacterizationHofHtheHgeneHencodingHherpesvirusHofHturkeysHgpacUbafHcomparisonHtoHyarekOsH
diseaseHvirusHgpacUbaHandHherpesHsimplexHvirusHglycoproteinHoVH1990TH[THZeYU[Xc 7

783 oomputerHpredictionsHofHantigenicHdomainsHinHhumanHimmunodeficiencyHvirusUYHenvelopeH
glycoproteinfHcomparisonHwithHreportedHexperimentalHdataVH1990TH[TH[Z[U]Y 3

782 ±equenceHanalysisHofHtheHleaderHRzmHofHtwoHporcineHcoronavirusesfHtransmissibleHgastroenteritisH
virusHandHporcineHrespiratoryHcoronavirusVH1990TH]THZdeU[XY 12

781 mnHaccurateHapproximationHtoHtheHdistributionHofHtheHlengthHofHtheHlongestHmatchingHwordHbetweenH
twoHrandomHpzmHsequencesVH1990THaZTHcc[Ucd] 5

780 oloningHofHtheHmitochondrialHgenomeHofHmnophelesHquadrimaculatusVH1990THY]TH[YUb 26

779 oharacterizationHofHanHugmHreceptorHfromHgroupHnHstreptococcifHspecificityHforHserumHugmVH1990THZXTHZZ]YUc 60

778 yolecularHanalysisHofHaHphylogeneticallyHconservedHcarrotHgenefHdevelopmentalHandHenvironmentalH
regulationVH1990THYYTHbaUcb 39

777 teterodimericHcappingHproteinsHconstituteHaHhighlyHconservedHgroupHofHactinUbindingHproteinsVH
1990THYYTH[beUcb 15

776 ummunologicalHresponseHofHnasopharyngealHcarcinomaHpatientsHtoHtheHqpsteinUnarrUvirusUcodedH
thymidineHkinaseHexpressedHinHqscherichiaHcoliVH1990TH]aTHYXZdU[Z 22

775 ÎheHproblemHofHrefoldingHandHreassemblingHrecombinantHvicilinHsubunitsVH1990THaZTHYXcUYYd 1
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774 petectionHofHmeaslesHvirusHgenomicHsequencesHinH±±–qHbrainHtissueHbyHtheHpolymeraseHchainH
reactionVH1990TH[XTHZ[cU]] 61

773 oharacterizationHofHaHnucleicHacidHprobeHforHtheHdiagnosisHofHhumanHcoronavirusHZZeqHinfectionsVH
1990TH[YTHYbaUcZ 18

772 ÎurnoverHofHsarcoplasmicHproteinsHinHtheHbreastHmuscleHofHrapidlyHgrowingHchicksVH1990THZZTHYdcUeZ 3

771 öseHofHanHRzmHfoldingHalgorithmHtoHchooseHregionsHforHamplificationHbyHtheHpolymeraseHchainH
reactionVH1990THYdaTHacUbZ 31

770 mHprogramHtoHfindHregionsHofHsimilarityHbetweenHhomologousHproteinHsequencesHusingHdotUmatrixH
analysisVH1990THdTHYYUaTHZa 3

769 ÎheHplantHsHboxHpromoterHsequenceHactivatesHtranscriptionHinH±accharomycesHcerevisiaeHandHisH
boundHinHvitroHbyHaHyeastHactivityHsimilarHtoHsnrTHtheHplantHsHboxHbindingHfactorVVH1990THeTHYcZcUYc[a 28

768 ±tructureHofHdonorHsideHcomponentsHinHphotosystemHuuHpredictedHbyHcomputerHmodellingVVH1990THeTHZXaYUZXae 183

767 ReportHofHtheHpzmHcommitteeHandHcataloguesHofHclonedHandHmappedHgenesHandHpzmH
polymorphismsVH1990THaaTH]acUccd 45

766 ±accharomycesHcerevisiaeHproteinHphosphataseHZmHperformsHanHessentialHcellularHfunctionHandHisH
encodedHbyHtwoHgenesVVH1990THeTH][[eU][]b 136

765 usolationHofHaHgeneHencodingHaHnovelHchloroplastHproteinHbyHÎUpzmHtaggingHinHmrabidopsisHthalianaVVH
1990THeTHY[[cUY[]b 197

764 qxpressionHofHtheH±ynechocystisHspVHstrainH–ooHbdX[HtRzmPsluQHgeneHprovidesHtRzmHforHproteinHandH
chlorophyllHbiosynthesisVH1990THYcZTHb[b[UcY 31

763 önusualHseptumHformationHinH±treptococcusHpneumoniaeHmutantsHwithHanHalterationHinHtheH
pTpUcarboxypeptidaseHpenicillinUbindingHproteinH[VH1990THYcZTHb]eeUaXa 67

762 zucleotideHsequenceHofHtheH–seudomonasHfluorescensHsignalHpeptidaseHuuHgeneHPlspQHandHflankingH
genesVH1990THYcZTHbaYZUc 50

761 oloningHandHcharacterizationHofHtheHhemmHregionHofHtheHnacillusHsubtilisHchromosomeVH1990THYcZTHZZaXUd 69

760 ÎheHamplifiedHtHcircleHofHmethotrexateUresistantHleishmaniaHtarentolaeHcontainsHaHnovelH
–UglycoproteinHgeneVVH1990THeTHYXZcUYX[[ 191

759 ÎheHcecropinHlocusHinHprosophilagHaHcompactHgeneHclusterHinvolvedHinHtheHresponseHtoHinfectionVVH
1990THeTHZYcUZZ] 202

758
ÎheHmultifunctionalHpeptideHsynthetaseHperformingHtheHfirstHstepHofHpenicillinHbiosynthesisHinH
–enicilliumHchrysogenumHisHaH]ZYTXc[HdaltonHproteinHsimilarHtoHnacillusHbrevisHpeptideHantibioticH
synthetasesVVH1990THeTHZc][UZcaX

141

757 qukaryoticHcoupledHtranslationHofHtandemHcistronsfHidentificationHofHtheHinfluenzaHnHvirusHnyZH
polypeptideVH1990THeTHZb[eU]c 99
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756 –rimaryHsequenceHofHtheHqscherichiaHcoliHfadnmHoperonTHencodingHtheHfattyHacidUoxidizingH
multienzymeHcomplexTHindicatesHaHhighHdegreeHofHhomologyHtoHeucaryoticHenzymesVH1990THYcZTHb]aeUbd 78

755 udentificationHofHaHpositiveHregulatorHofHtheHyuHmiddleHoperonVH1990THYcZTHbb]YUaX 35

754 oharacterizationHofHtheHtPSQUpumpingHrYrXHmÎ–aseHofHüibrioHalginolyticusVH1990THYcZTHbdXeUYc 19

753 udentificationHofHaHsecondHpromoterHforHtheHmetβUnusmUinfnHoperonHofHqscherichiaHcoliVH1990THYcZTHZ[[bU]Z 17

752
±tructureHandHtranscriptionHofHtheHgenesHencodingHtheHnYXYaHlightUharvestingHcomplexHbetaHandH
alphaHsubunitsHandHtheHphotosyntheticHreactionHcenterHxTHyTHandHcytochromeHcHsubunitsHfromH
RhodopseudomonasHviridisVH1990THYcZTHZdccUdc

46

751 oharacterizationHandHgeneHcloningHofHneurotactinTHaHprosophilaHtransmembraneHproteinHrelatedHtoH
cholinesterasesVVH1990THeTH[ae[U[bXY 95

750 pistinctHsequenceHelementsHcontrolHtheHspecificityHofHsHproteinHactivationHbyHmuscarinicH
acetylcholineHreceptorHsubtypesVVH1990THeTH][dYU][eX 148

749 RepetitiveHsequenceHinvolvementHinHtheHduplicationHandHdivergenceHofHmouseHlysozymeHgenesVVH
1990THeTHYZd[UYZdd 56

748 uncreasedHexpressionHofHtheHbifunctionalHproteinH–rlrHsuppressesHoverproductionHlethalityH
associatedHwithHexportedHbetaUgalactosidaseHhybridHproteinsHinHqscherichiaHcoliVH1990THYcZTHYdaUeZ 20

747 ÎheHlcrqHgeneHisHpartHofHanHoperonHinHtheHlcrHregionHofHβersiniaHenterocoliticaHOf[VH1990THYcZTH[YaZUbZ 66

746 pzmHsequenceHandHtranslationalHproductHofHaHnewHnodulationUregulatoryHlocusfHsyryHhasHsequenceH
similarityHtoHzodpHproteinsVH1990THYcZTH[beaUcXX 44

745 ±equenceHanalysisHofHconservedHregmHandHvariableHorf][VYHgenesHinHÎ]UlikeHbacteriophagesVH1990TH
YcZTHaYdXUb 15

744 ÎheHpromoterHforHaHvariantHsurfaceHglycoproteinHgeneHexpressionHsiteHinHÎrypanosomaHbruceiVVH1990TH
eTHZceYUZdXY 149

743 oharacterizationHofHaHgeneHinvolvedHinHhistidineHbiosynthesisHinHtalobacteriumHPtaloferaxQHvolcaniifH
isolationHandHrapidHmappingHbyHtransformationHofHanHauxotrophHwithHcosmidHpzmVH1990THYcZTH[Z]]Ue 36

742 seneHencodingHtheHaVcUkilodaltonHchlorosomeHproteinHofHohloroflexusHaurantiacusfHregulatedH
messageHlevelsHandHaHpredictedHcarboxyUterminalHproteinHextensionVH1990THYcZTH]]ecUaX] 33

741 ±equenceHanalysisHandHtranscriptionalHorganizationHofHtheHRhodopseudomonasHviridisHcytochromeH
cZHgeneVH1990THYcZTHaXcYUd 17

740 seneticHandHsequenceHorganizationHofHtheHmcrnoHlocusHofHqscherichiaHcoliHwUYZVH1990THYcZTH]dddUeXX 85

739 oleavagesHinHtheHakHregionHofHtheHompmHandHblaHmRzmHcontrolHstabilityfHstudiesHwithHanHqVHcoliH
mutantHalteringHmRzmHstabilityHandHaHnovelHendoribonucleaseVVH1990THeTHZc[YUZc]Y 83
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738 oloningHandHexpressionHofHeukaryoticHinitiationHfactorH]nHcpzmfHsequenceHdeterminationHidentifiesH
aHcommonHRzmHrecognitionHmotifVVH1990THeTHZcd[UZceX 94

737 ÎopoisomeraseHuHactivityHassociatedHwithHhumanHimmunodeficiencyHvirusHPtuüQHparticlesHandHequineH
infectiousHanemiaHvirusHcoreVVH1990THeTH]YbcU]YcZ 35

736 yolecularHanalysisHofHtheHoYUuHalleleHfromHZeaHmaysfHaHdominantHmutantHofHtheHregulatoryHoYHlocusVVH
1990THeTH[YaU[ZY 60

735 zucleotideHsequenceHandHtranscriptionalHproductsHofHtheHcsgHlocusHofHyyxococcusHxanthusVH1990TH
YcZTHYaUZ[ 80

734 mgmenellumHquadruplicatumHyVmquuTHaHnovelHmodificationHmethylaseVH1990THYcZTHZbbUcZ 49

733 pisruptionHofHaHrhodaneselikeHgeneHresultsHinHcysteineHauxotrophyHinH±accharopolysporaHerythraeaVH
1990THYcZTH[aXUbX 33

732 oharacterizationHofHtheHminimumHrepliconHofHtheHbroadUhostUrangeHplasmidHpÎrUroZHandHsimilarityH
betweenHpÎrUroZHandHtheHunc—HplasmidsVH1990THYcZTHabecUcXa 34

731 udentificationHofHaHoaulobacterHbasalHbodyHstructuralHgeneHandHaHcisUactingHsiteHrequiredHforH
activationHofHtranscriptionVH1990THYcZTHbXbbUcb 38

730 yolecularHanalysisHofHtheHmzotobacterHvinelandiiHglnmHgeneHencodingHglutamineHsynthetaseVH1990TH
YcZTHbaZeU[e 31

729 oloningTHsequencingTHandHmolecularHanalysisHofHtheHacetoacetateHdecarboxylaseHgeneHregionHfromH
olostridiumHacetobutylicumVH1990THYcZTHbeXcUYd 76

728 oharacterizationHofHtheHgeneticHelementsHrequiredHforHsiteUspecificHintegrationHofHplasmidHp±qZYYHinH
±accharopolysporaHerythraeaVH1990THYcZTHYdccUdd 67

727 seneticHregulationHofHformateHhydrogenlyaseHofHqscherichiaHcolifHroleHofHtheHfhlmHgeneHproductHasHaH
transcriptionalHactivatorHforHaHnewHregulatoryHgeneTHfhlnVH1990THYcZTH]cedUdXb 48

726 oloningHandHnucleotideHsequenceHofHtheHqnterobacterHaerogenesHsignalHpeptidaseHuuHPlspQHgeneVH
1990THYcZTH]beUcZ 37

725 pzmHsequenceHofHaHribrobacterHsuccinogenesHmixedUlinkageHbetaUglucanaseHPYT[UYT]UbetaUpUglucanH
]UglucanohydrolaseQHgeneVH1990THYcZTH[d[cU]Y 73

724 xegionellaHpneumophilaHzincHmetalloproteaseHisHstructurallyHandHfunctionallyHhomologousHtoH
–seudomonasHaeruginosaHelastaseVH1990THYcZTHZbXdUY[ 66

723 mHsubsetHofHhβHRzmsHisHassociatedHwithHerythrocyteHRoHribonucleoproteinsVVH1990THeTH[bd[U[bde 45

722 ±iteUdirectedHmutagenesisHofHaHthermostableHalphaUamylaseHfromHnacillusHstearothermophilusfH
putativeHroleHofHthreeHconservedHresiduesVH1990THYXcTHZbcUcZ 69

721 pifferentHandHrapidHresponsesHofHfourHcyanobacterialHpsbmHtranscriptsHtoHchangesHinHlightHintensityVH
1990THYcZTHYeedUZXX] 108
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720 ±tructuralHandHfunctionalHcharacterizationHofHtnpuTHaHrecombinaseHlocusHinHÎnZYHandHrelatedH
betaUlactamaseHtransposonsVH1990THYcZTH[c]aUac 41

719 ÎheHproductHofHtheHwlebsiellaHpneumoniaeHnifαHgeneHisHaHnegativeHregulatorHofHtheHnitrogenHfixationH
PnifQHregulonVH1990THYcZTHY]]YUc 45

718
yolecularHanalysisHofHtheHreplicationHregionHofHtheHconjugativeH±treptococcusHagalactiaeHplasmidH
pu–aXYHinHnacillusHsubtilisVHoomparisonHwithHplasmidsHpmyHbetaHYHandHp±yYeX[aVHNucleicnAcidsn
ResearchTH1990THYdTH]cd[UeX

20.1 93

717 ±crutineerfHaHcomputerHprogramHthatHflexiblyHseeksHandHdescribesHmotifsHandHprofilesHinHproteinH
sequenceHdatabasesVH1990THbTHZceUdd 13

716 qpidermodysplasiaHverruciformisHassociatedHhumanHpapillomavirusesHpresentHaHsubgenusUspecificH
organizationHofHtheHregulatoryHgenomeHregionVHNucleicnAcidsnResearchTH1990THYdTH[eYeUZZ 20.1 23

715 zewHservicesHofHtheHqynxHpataHxibraryVHNucleicnAcidsnResearchTH1990THYdTH][YeUZ[ 20.1 17

714 oharacterizationHofHaHubiquitinUfusionHgeneHfromHtheHtobaccoHhawkmothTHyanducaHsextaVHNucleicn
AcidsnResearchTH1990THYdTHbX[eU][ 20.1 22

713 tormonalHRegulationTH–rocessingTHandH±ecretionHofHoysteineH–roteinasesHinHnarleyHmleuroneHxayersVH
1990THZTHcbe 6

712 ÎheHtαÎZHgeneHofH±accharomycesHcerevisiaeHisHrequiredHforHhighUaffinityHglucoseHtransportVH1990TH
YXTHaeX[UY[ 114

711 oharacterizationHofHaHcpzmHencodingHratHsterolHcarrierHproteinZVH1990THeTHYaeUba 52

710 ±equencesHofHhumanHimmunoglobulinHswitchHregionsfHimplicationsHforHrecombinationHandH
transcriptionVHNucleicnAcidsnResearchTH1990THYdTHc[XaUYb 20.1 91

709 yolecularHcloningHandHcharacterizationHofHcoldUregulatedHgenesHinHbarleyVH1990THe[THYaX]UYX 137

708 qvolutionHofHinsulinUlikeHgrowthHfactorHuufHcharacterizationHofHtheHmouseHusrUuuHgeneHandH
identificationHofHtwoHpseudoUexonsVH1990THeTHcZaU[a 132

707 oharacterizationHofHtheHpromoterHregionHofHÎetrahymenaHgenesVHNucleicnAcidsnResearchTH1990THYdTH[Z[Ue 20.1 54

706 yolecularHcloningHandHcharacterizationHofHtheHimmunologicallyHprotectiveHsurfaceHglycoproteinH
s–]bWyUZHofHxeishmaniaHamazonensisVH1990THdcTHd[e[Uc 60

705
ÎheHcompleteHnucleotideHsequenceHofH–qnüHRzmZHrevealsHtheHpresenceHofHaHnovelHopenHreadingH
frameHandHprovidesHinsightsHintoHtheHstructureHofHtobraviralHsubgenomicHpromotersVHNucleicnAcidsn
ResearchTH1990THYdTH]aXcUYZ

20.1 28

704 βeastHclathrinHhasHaHdistinctiveHlightHchainHthatHisHimportantHforHcellHgrowthVH1990THYYYTHY][cU]e 71

703 –rimaryHstructureHofHkeratinocyteHtransglutaminaseVH1990THdcTHe[[[Uc 111

(1990-1990)
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702 oloningHofH±tüUZTHOtuOUYTHandHOαmUbHbetaUlactamasesHandHcloningHandHsequencingHofH±tüUYH
betaUlactamaseVH1990TH[]THYaccUd[ 66

701 qxpressionHandHfineHstructureHofHtheHgeneHencodingHzHepsilonUPindoleU[UacetylQUxUlysineHsynthetaseH
fromH–seudomonasHsavastanoiVH1990THdcTHacecUdXY 42

700 ÎheHZb±HrRzmHbindingHribosomalHproteinHequivalentHtoHbacterialHproteinHxYYHisHencodedHbyH
unsplicedHduplicatedHgenesHinH±accharomycesHcerevisiaeVHNucleicnAcidsnResearchTH1990THYdTH]]XeUYb 20.1 16

699 ÎheHmtrHlocusHisHaHtwoUgeneHoperonHrequiredHforHtranscriptionHattenuationHinHtheHtrpHoperonHofH
nacillusHsubtilisVH1990THdcTHdcZbU[X 86

698 qvidenceHforHhorizontalHtransmissionHofHtheHmobileHelementHjockeyHbetweenHdistantHprosophilaH
speciesVH1990THdcTHeZYbUZX 85

697 ±tructureHandHexpressionHofHtheHhumanHimmunoglobulinHlambdaHgenesVH1990THYcZTHbXeUZX 146

696 mHmajorHgibberellicHmcidUinducedHbarleyHaleuroneHcysteineHproteinaseHwhichHdigestsHhordeinHfH
purificationHandHcharacterizationVH1990THe]THZaYUd 107

695 oharacterizationHofHaHgeneHfamilyHabundantlyHexpressedHinHOenotheraHorganensisHpollenHthatHshowsH
sequenceHsimilarityHtoHpolygalacturonaseVH1990THZTHZb[Uc] 137

694 qffectHofHRzmHsecondaryHstructureHandHmodifiedHbasesHonHtheHinhibitionHofHtrypanosomatidHproteinH
synthesisHinHcellHfreeHextractsHbyHantisenseHoligodeoxynucleotidesVHNucleicnAcidsnResearchTH1990THYdTH]cYYUc20.1 25

693 ÎheHoligodendrocyteUmyelinHglycoproteinHbelongsHtoHaHdistinctHfamilyHofHproteinsHandHcontainsHtheH
tzwUYHcarbohydrateVH1990THYYXTH]cYUe 142

692 OtairpinOHcatalyticHRzmHmodelfHevidenceHforHhelicesHandHsequenceHrequirementHforHsubstrateHRzmVH
NucleicnAcidsnResearchTH1990THYdTHZeeU[X] 20.1 240

691 ÎranspositionHburstHofHtheHu±tZcHinsertionHelementHfamilyHinHtalobacteriumHhalobiumVHNucleicnAcidsn
ResearchTH1990THYdTHbeZYUa 20.1 54

690 unHvitroHsplicingHofHfibronectinHpreUmRzmsVHNucleicnAcidsnResearchTH1990THYdTH]XdeUec 20.1 32

689 qvolutionaryHchangesHinHinfluenzaHnHareHnotHprimarilyHgovernedHbyHantibodyHselectionVH1990THdcTH[dd]Ud 68

688 mciuTHaHuniqueHrestrictionHendonucleaseHfromHmrthrobacterHcitreusHwhichHrecognizesHaOHoosoH[OVH
NucleicnAcidsnResearchTH1990THYdTHaeYY 20.1 3

687 ±equenceHanalysisHandHevolutionaryHperspectivesHofHROnUYHbetaUlactamaseVH1990TH[]THY[a]Ue 48

686 ±equencingHandHyodificationHofHtheHseneHqncodingHtheH]ZUwilodaltonH–roteinHinHtheHoytoplasmicH
yembraneHofH±ynechococcusH–ooHce]ZVH1990THe[TH[XaUYY 45

685 runctionalHexpressionHandHsubcellularHlocalizationHofHanHanionHexchangerHclonedHfromHchoroidH
plexusVH1990THdcTHaZcdUdZ 165
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684 xinguisticHmeasureHofHtaxonomicHandHfunctionalHrelatednessHofHnucleotideHsequencesVH1990THcTHYZaYUbd 40

683 tormonalHregulationTHprocessingTHandHsecretionHofHcysteineHproteinasesHinHbarleyHaleuroneHlayersVH
1990THZTHcbeUd[ 153

682
–rimaryHstructureHofHtheHYcawH–lasmodiumHfalciparumHerythrocyteHbindingHantigenHandH
identificationHofHaHpeptideHwhichHelicitsHantibodiesHthatHinhibitHmalariaHmerozoiteHinvasionVH1990TH
YYYTHYdccUd]

195

681 mHsteroidWthyroidHhormoneHreceptorHsuperfamilyHmemberHinHprosophilaHmelanogasterHthatHsharesH
extensiveHsequenceHsimilarityHwithHaHmammalianHhomologueVHNucleicnAcidsnResearchTH1990THYdTH]Y][Ud 20.1 165

680 usolationHandHoharacterizationHofHaHrerredoxinHseneHfromHmrabidopsisHthalianaVH1990THe[THacZUc 32

679 oonservationHofHtheH[OHterminalHnucleotideHsequenceHinHfiveHcarlavirusesVHNucleicnAcidsnResearchTH
1990THYdTHbYZc 20.1 9

678 zucleotideHsequenceHofHtheHgeneHencodingHtheHspikeHglycoproteinHofHhumanHcoronavirusHtoüHZZeqVH
1990THcYHPH–tHaQTHYXbaUc[ 37

677 zucleotideHsequenceHandHexpressionHofHaHdeepUseaHribuloseUYTaUbisphosphateHcarboxylaseHgeneH
clonedHfromHaHchemoautotrophicHbacterialHendosymbiontVH1990THdcTHddaXU] 32

676 mHbetaUspectrinHisoformHfromHprosophilaHPbetaHtQHisHsimilarHinHsizeHtoHvertebrateHdystrophinVH1990TH
YYYTHYd]eUad 69

675 ΦatermelonHmosaicHvirusHuuHandHzucchiniHyellowHmosaicHvirusfHcloningHofH[OUterminalHregionsTH
nucleotideHsequencesTHandHphylogeneticHcomparisonsVH1990THcYHPH–tHcQTHY]aYUbX 44

674 qchovirusesHincludeHgeneticallyHdistinctHserotypesVH1990THcYHPH–tHeQTHZY[[Ue 38

673 oytokininUinducedHmRzmsHinHculturedHsoybeanHcellsVH1990THdcTHddYaUe 67

672 ±equenceHanalysisHofHripeningUrelatedHcytochromeH–U]aXHcpzmsHfromHavocadoHfruitVH1990THdcTH[eX]Ud 120

671 ÎheHnucleotideHsequencesHofHtheH[OUterminalHregionsHofHpapayaHringspotHvirusHstrainsHΦHandH–VH1990TH
cYHPH–tHYQTHZX[UYX 75

670 ÎheHmolecularHcloningHandHnucleotideHsequencingHofHtheH[OUterminalHregionHofHOrnithogalumHmosaicH
virusVH1990THcYHPH–tHYYQTHZaZcU[] 16

669 ±equenceHvariationHinHtranscriptionHfactorHuuumVHNucleicnAcidsnResearchTH1990THYdTHZYYcUZ[ 20.1 27

668 nbr–uTHaHnovelH–macuHisoschizomerHfromHnacillusHbrevisHrecognizingHaOUomoWsÎsU[OVHNucleicnAcidsn
ResearchTH1990THYdTH[]Z[ 20.1

667 OoompensatoryHslippageOHinHtheHevolutionHofHribosomalHRzmHgenesVHNucleicnAcidsnResearchTH1990THYdTHae]eUa]20.1 79
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666 –seudorabiesHvirusHglycoproteinHgufHinHvitroHandHinHvivoHanalysisHofHimmunorelevantHepitopesVH1990TH
cYHPH–tHaQTHYY]YUaY 31

665 oloningHofHaHbcUkpHneutrophilHoxidaseHfactorHwithHsimilarityHtoHaHnoncatalyticHregionHofHpbXcUsrcVH
1990THZ]dTHcZcU[X 361

664 ±fuuTHaHnovelHmsuuuHisoschizomerHfromH±treptomycesHfulvissimusHrecognizingHaOUÎÎWosmmU[OVHNucleicn
AcidsnResearchTH1990THYdTH[]Z] 20.1

663 yembraneUenclosedHcrystalsHinHpictyosteliumHdiscoideumHcellsTHconsistingHofHdevelopmentallyH
regulatedHproteinsHwithHsequenceHsimilaritiesHtoHknownHesterasesVH1990THYYXTHbbeUce 35

662 mnalysisHofHtheHprimaryHsequenceHandHmicrotubuleUbindingHregionHofHtheHprosophilaHZXawHym–VH
1990THYYYTHZab[UcZ 40

661 tumanHinterleukinH]HreceptorHconfersHbiologicalHresponsivenessHandHdefinesHaHnovelHreceptorH
superfamilyVH1990THYcYTHdbYUc[ 384

660 nu±mzoqfHaHrrenchHserviceHforHaccessHtoHbiomolecularHsequenceHdatabasesVH1990THbTH[aaUb 138

659 ÎheHdhfruHtrimethoprimHresistanceHgeneHofHÎncHcanHbeHfoundHatHspecificHsitesHinHotherHgeneticH
surroundingsVH1990TH[]THb]ZUaX 72

658 oloningHandHsequencingHofHaH[zire]HhydrogenaseHoperonHfromHpesulfovibrioHvulgarisHyiyazakiHrVH
1990THY[bTHZXZYUd 41

657 oloningHandHcharacterizationHofHtheHgeneHforHtheHOYeHkpaOHantigenHofHyycobacteriumHbovisVH1990TH
Y[bTHY]ZeU[b 24

656 yutationsHaffectingHtheHstabilityHofHtheHfushiHtarazuHproteinHofHprosophilaVH1990TH]THYe[bUaX 77

655 mHyeastHproteinHthatHinfluencesHtheHchromatinHstructureHofHöm±sHandHfunctionsHasHaHpowerfulH
auxiliaryHgeneHactivatorVH1990TH]THaX[UY] 206

654 zuclearHfactorsHinteractHwithHconservedHmWÎUrichHelementsHupstreamHofHaHnoduleUenhancedH
glutamineHsynthetaseHgeneHfromHrrenchHbeanVH1990THZTHeZaU[e 72

653 –urificationHtoHapparentHhomogeneityHandHpartialHaminoHacidHsequenceHofHratHliverH
ObUalkylguanineUpzmUalkyltransferaseVHNucleicnAcidsnResearchTH1990THYdTHY[Ub 20.1 38

652 zucleotideHsequencesHofHanHmustralianHandHaHoanadianHisolateHofHpotatoHleafrollHluteovirusHandHtheirH
relationshipsHwithHtwoHquropeanHisolatesVH1990THcYHPH–tH[QTHcYeUZ] 56

651 oharacterizationHofHRO±YHcpzmHfromHaHhumanHglioblastomaHcellHlineVH1990THdcTH]ceeUdX[ 89

650 ±tructuralHanalysisHofHtheHtoxU[VYHtranscriptionHunitHandHtheHtoxU[VZUUtoxU[VYHintergenicHregionVH
1990THdcTHb]ZdU[Z 40

649 oloningHofHtheHcpzmHencodingHanHRzmHregulatoryHproteinUUtheHhumanHironUresponsiveH
elementUbindingHproteinVH1990THdcTHceadUbZ 190
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648 mnHancientTHhighlyHconservedHfamilyHofHcysteineUrichHproteinHdomainsHrevealedHbyHcloningHtypeHuHandH
typeHuuHmurineHmacrophageHscavengerHreceptorsVH1990THdcTHddYXU] 270

647 oloningHofHcpzmHcodingHforHtheHbetaHchainHofHhumanHcomplementHcomponentHo]bUbindingHproteinfH
sequenceHhomologyHwithHtheHalphaHchainVH1990THdcTHYYd[Uc 77

646 zucleotideHsequenceHofHaHcytomegalovirusHsingleUstrandedHpzmUbindingHproteinHgenefHcomparisonH
withHalphaUHandHgammaherpesvirusHcounterpartsHrevealsHconservedHsegmentsVH1990THcYHPH–tHYXQTHZ]aYUb 16

645 ÎheHstructureHofHtheHpseudorabiesHvirusHgenomeHatHtheHendHofHtheHinvertedHrepeatHsequencesH
proximalHtoHtheHjunctionHwithHtheHshortHuniqueHregionVH1990THcYHPH–tHYXQTHZ][[U]Y 36

644
mnalysisHofHtheHnucleotideHsequenceHofHpzmHfromHtheHregionHofHtheHthymidineHkinaseHgeneHofH
infectiousHlaryngotracheitisHvirusgHpotentialHevolutionaryHrelationshipsHbetweenHtheHherpesvirusH
subfamiliesVH1990THcYHPH–tH]QTHd]YUaX

66

643 ÎheHproteinHkinaseHencodedHinHtheHshortHuniqueHregionHofHpseudorabiesHvirusfHdescriptionHofHtheH
geneHandHidentificationHofHitsHproductHinHvirionsHandHinHinfectedHcellsVH1990THcYHPH–tHdQTHYcacUba 53

642 tomologiesHbetweenHtheHgenomesHofHaHcarlavirusHPlilyHsymptomlessHvirusQHandHaHpotexvirusHPlilyH
virusHαQHfromHlilyHplantsVH1990THcYHPH–tH]QTHeYcUZ] 68

641 ÎheHnucleotideHsequenceHofHaHsatelliteHRzmHassociatedHwithHarabisHmosaicHnepovirusVH1990THcYHPH–tH
bQTHYZaeUb[ 23

640
mspartylUtRzmHsynthetaseHfromHqscherichiaHcolifHcloningHandHcharacterisationHofHtheHgeneTH
homologiesHofHitsHtranslatedHaminoHacidHsequenceHwithHasparaginylUHandHlysylUtRzmHsynthetasesVH
NucleicnAcidsnResearchTH1990THYdTHcYXeUYd

20.1 79

639 ±tructureHandHchromosomalHlocalizationHofHtheHgeneHforHtheHoligodendrocyteUmyelinHglycoproteinVH
1990THYYYTHZbc[Ue 36

638 tuüUYHreverseHtranscriptasefHstructureHpredictionsHforHtheHpolymeraseHdomainVH1990THbTHYXbYUcZ 67

637 zuclearHractorsHunteractHwithHoonservedHmWÎURichHqlementsHöpstreamHofHaHzoduleUqnhancedH
slutamineH±ynthetaseHseneHfromHrrenchHneanVH1990THZTHeZa 2

636 oloningHandHexpressionHofHaHdevelopmentallyHregulatedHproteinHthatHinducesHmitogenicHandHneuriteH
outgrowthHactivityVH1990THZaXTHYbeXU] 446

635 yolecularHcloningHandHfunctionalHexpressionHofHtheHcardiacHsarcolemmalHzaPSQUoaZSHexchangerVH
1990THZaXTHabZUa 692

634 ÎransportHproteinHgenesHinHtheHmurineHytofHpossibleHimplicationsHforHantigenHprocessingVH1990TH
ZaXTHYcZ[Ub 412

633 αotchTHtheHαenopusHhomologHofHprosophilaHnotchVH1990THZ]eTHY][dU]Y 271

632 mHhumanHantiUcardiolipinHautoantibodyHisHencodedHbyHdevelopementallyHrestrictedHheavyHandHlightH
chainHvariableHregionHgenesVH1990THdTHecUYXa 29

631 smx]HproteinfHpurificationTHassociationHwithHsmxdXHproteinTHandHconservedHdomainHstructureVH1990TH
YXTHZeYbUZ[ 85

(1990-1990)

65



630 oharacterizationHofHaHseneHramilyHmbundantlyHqxpressedHinHOenotheraHorganensisH–ollenHÎhatH
±howsH±equenceH±imilarityHtoH–olygalacturonaseVH1990THZTHZb[ 9

629 ±equenceHvariabilityHandHdevelopmentalHexpressionHofH±UallelesHinHselfUincompatibleHandH
pseudoUselfUcompatibleHpetuniaVH1990THZTHdYaUZb 126

628 ±equenceHüariabilityHandHpevelopmentalHqxpressionHofH±UmllelesHinH±elfUuncompatibleHandH
–seudoU±elfUoompatibleH–etuniaVH1990THZTHdYa 9

627 ±tructuralHorganizationHandHdifferentialHexpressionHofHriceHalphaUamylaseHgenesVHNucleicnAcidsn
ResearchTH1990THYdTHcXXcUY] 20.1 72

626
oharacterizationHofHriveHmbscisicHmcidUResponsiveHcpzmHolonesHusolatedHfromHtheH
pesiccationUÎolerantH–lantHoraterostigmaHplantagineumHandHÎheirHRelationshipHtoHOtherH
ΦaterU±tressHsenesVH1990THe]THYbdZUd

224

625 oloningHandHexpressionHofHratHliverHoÎ–fHphosphocholineHcytidylyltransferasefHanHamphipathicH
proteinHthatHcontrolsHphosphatidylcholineHsynthesisVH1990THdcTHbXZeU[[ 144

624 vuxtapositionHofHexpressedHvariableHantigenHgenesHwithHaHconservedHtelomereHinHtheHbacteriumH
norreliaHhermsiiVH1990THdcTHbXccUdY 89

623 ÎandemHduplicationHwithinHaHtypeHuuHcollagenHgeneHPoOxZmYQHexonHinHanHindividualHwithH
spondyloepiphysealHdysplasiaVH1990THdcTH[ddeUe[ 121

622 mHclonedHhumanHcpzmHdeterminesHexpressionHofHaHmouseHstageUspecificHembryonicHantigenHandHtheH
xewisHbloodHgroupHalphaPYT[WYT]QfucosyltransferaseVH1990TH]THYZddU[X[ 412

621 yolecularHstructureHofHaHmajorHinsulinWmitogenUactivatedHcXUkpaH±bHproteinHkinaseVH1990THdcTHdaaXU] 177

620 pefinitionHofHaHphysiologicHagingHautoantigenHbyHusingHsyntheticHpeptidesHofHmembraneHproteinH
bandH[fHlocalizationHofHtheHactiveHantigenicHsitesVH1990THdcTHac[]Ud 55

619 oloningHofHcpzmHforHproteinaseH[fHaHserineHproteaseTHantibioticTHandHautoantigenHfromHhumanH
neutrophilsVH1990THYcZTHYcXeUYa 158

618 ÎranscriptionalHactivationHofHaHconservedHsequenceHelementHbyHrasHrequiresHaHnuclearHfactorHdistinctH
fromHcUfosHorHcUjunVH1990THdcTH[dbbUcX 38

617 yolecularHcloningTHprimaryHstructureTHandHexpressionHofHtheHhumanHplateletWerythroleukemiaHcellH
YZUlipoxygenaseVH1990THdcTHab[dU]Z 173

616 βeastHstructuralHgeneHPm–zYQHforHtheHmajorHapurinicHendonucleasefHhomologyHtoHqscherichiaHcoliH
endonucleaseHuüVH1990THdcTH]Ye[Uc 188

615 oomplementaryHpzmHcloningHofHaHreceptorHforHtumorHnecrosisHfactorHandHdemonstrationHofHaHshedH
formHofHtheHreceptorVH1990THdcTHbYaYUa 106

614 yolecularHcloningHofHtheHmurineHn–UYWbo[HantigenfHaHmemberHofHtheHzincUdependentH
metallopeptidaseHfamilyVH1990THdcTHee[Uc 160

613 qxpressionHcloningHofHaHhumanHrcHreceptorHforHugmVH1990THYcZTHYbbaUcZ 230
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612 oompleteHsequenceHofHtheHprosophilaHnonmuscleHmyosinHheavyUchainHtranscriptfHconservedH
sequencesHinHtheHmyosinHtailHandHdifferentialHsplicingHinHtheHaOHuntranslatedHsequenceVH1990THdcTHb[YbUZX 49

611 ÎwoHindependentHretronsHwithHhighlyHdiverseHreverseHtranscriptasesHinHyyxococcusHxanthusVH1990TH
dcTHe]ZUa 31

610 –otentialHforHtwoHisoformsHofHtheHmYHribonucleoproteinHinHαenopusHlaevisVH1990THdcTHY[bcUcY 25

609 mHnervousHsystemUspecificHisotypeHofHtheHbetaHsubunitHofHzaSTwPSQUmÎ–aseHexpressedHduringHearlyH
developmentHofHαenopusHlaevisVH1990THdcTHeXddUeZ 107

608 qpithelialHintegrinHalphaHbHbetaH]fHcompleteHprimaryHstructureHofHalphaHbHandHvariantHformsHofHbetaH
]VH1990THYYYTHYae[UbX] 301

607 usolationHandHexpressionHofHratHliverHsepiapterinHreductaseHcpzmVH1990THdcTHb][bU]X 40

606 ±iteUdirectedHmutagenesisHofHaHplantHviralHsatelliteHRzmHchangesHitsHphenotypeHfromHameliorativeHtoH
necrogenicVH1990THdcTHZe]bUaX 50

605 RetronHforHtheHbcUbaseHmulticopyHsingleUstrandedHpzmHfromHqscherichiaHcolifHaHpotentialH
transposableHelementHencodingHbothHreverseHtranscriptaseHandHpamHmethylaseHfunctionsVH1990THdcTHe]a]Ud 46

604 –utativeHtyrosineHkinasesHexpressedHinHwUabZHhumanHleukemiaHcellsVH1990THdcTHdeY[Uc 96

603 mHtransUactingHfactorHthatHbindsHtoHaHsÎUmotifHinHaHphytochromeHgeneHpromoterVH1990THZaXTHY[ecUe 108

602 oloningHandHprokaryoticHexpressionHofHaHbiologicallyHactiveHhumanHplacentalHaldoseHreductaseVH1990TH
eTHY]eUac 22

601 oloningHandHexpressionHofHaHcpzmHencodingHhumanHplacentalHproteinHYYTHaHputativeHserineHproteaseH
withHdiagnosticHsignificanceHasHaHtumorHmarkerVH1990THeTHZ][UaX 21

600 RetroviralHenvelopeHglycoproteinsHcontainHaHJleucineHzipperJUlikeHrepeatVH1990THbTHcX[Ub 129

599 oharacterizationHofHthreeHabundantHmRzmsHfromHhumanHovarianHgranulosaHcellsVH1990THeTH]ceUda 38

598 oellUspecificHexpressionHofHaHprofilinHgeneHfamilyVH1990THeTH[Z[U[] 43

597 ±tructuralHandHregulatoryHanalysisHofHaHcytochromeH–]aXHgeneHPoβ–ZoYZQHexpressedHpredominantlyH
inHfemaleHratHliverVH1990THeTH]eUab 24

596 towHbigHisHtheHuniverseHofHexonskVH1990THZaXTHY[ccUdZ 212

595 petectionHofH±higellaHinHfecesHusingHpzmHamplificationVH1990THYbYTHYZaZUb 358
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594 qvolutionHandHyolecularHniologyHofHxuteovirusesVH1990THZdTH[]YU[b[ 92

593 rimbrinHisHaHhomologueHofHtheHcytoplasmicHphosphoproteinHplastinHandHhasHdomainsHhomologousH
withHcalmodulinHandHactinHgelationHproteinsVH1990THYYYTHYXbeUce 184

592 mHrelationalHdatabaseHofHtranscriptionHfactorsVHNucleicnAcidsnResearchTH1990THYdTHYc]eUab 20.1 196

591 ÎheHbHmatingUtypeHlocusHofHöstilagoHmaydisHcontainsHvariableHandHconstantHregionsVH1990TH]THY[d]Uea 128

590 yolecularHcloningHandHfunctionalHexpressionHofHglutamateHreceptorHsubunitHgenesVH1990THZ]eTHYX[[Uc 898

589 oharacterizationHofHü–±[]THaHgeneHrequiredHforHvacuolarHproteinHsortingHandHvacuoleHsegregationHinH
±accharomycesHcerevisiaeVH1990THYXTHbc]ZUa] 419

588 mnHimprovedHsequenceHhandlingHpackageHthatHrunsHonHtheHmppleHyacintoshVH1990THbTH[dcUe[ 10

587 prosophilaHRzmHpolymeraseHuuHelongationHfactorHpm±UuuHhasHhomologyHtoHmouseH±UuuHandHsequenceH
similarityHtoHyeastH––RZVHNucleicnAcidsnResearchTH1990THYdTHbZe[Ud 20.1 46

586 mHüzÎRHimmediatelyHadjacentHtoHtheHhumanHpseudoautosomalHtelomereVHNucleicnAcidsnResearchTH
1990THYdTH]cYUb 20.1 24

585 mnalysisHofHtheHratHvqHgeneHpromoterHidentifiesHanHm–UYHbindingHsiteHessentialHforHbasalHexpressionH
butHnotHforHÎ–mHinductionVHNucleicnAcidsnResearchTH1990THYdTHZ[U[] 20.1 72

584 OrganizationHofHtheHmitochondrialHgenomeHofHmtlanticHcodTHsadusHmorhuaVHNucleicnAcidsnResearchTH
1990THYdTH]YYUe 20.1 125

583 ±tatisticalHanalysisHofHnucleotideHsequencesVHNucleicnAcidsnResearchTH1990THYdTHbb]YUc 20.1 36

582 xocalizationHandHstructuralHanalysisHofHtheHribosomalHRzmHoperonsHofHRhodobacterHsphaeroidesVH
NucleicnAcidsnResearchTH1990THYdTHcZbcUcc 20.1 144

581 mutomaticHupdatingHofHtheHqynxHdatabaseHviaHqynzetVH1990THbTHYZZU[ 2

580 yolecularHcloningTHsequenceHanalysisHandHexpressionHofHputativeHchickenHinsulinUlikeHgrowthHfactorUuH
cpzmsVH1990TH]THZXYUYY 24

579
ÎheHcarboxylUterminalHpartHofHtheHputativeHnerneHvirusHpolymeraseHisHexpressedHbyHribosomalH
frameshiftingHandHcontainsHsequenceHmotifsHwhichHindicateHthatHtoroUHandHcoronavirusesHareH
evolutionarilyHrelatedVHNucleicnAcidsnResearchTH1990THYdTH]a[aU]Z

20.1 92

578 oharacterizationHofHaHnovelHplasmidUlikeHelementHinHzeurosporaHcrassaHderivedHmostlyHfromHtheH
mitochondrialHpzmVHNucleicnAcidsnResearchTH1990THYdTHadcYUc 20.1 21

577 ±tructuralHresemblanceHbetweenHtheHfamiliesHofHbacterialHsignalUtransductionHproteinsHandHofHsH
proteinsHrevealedHbyHgraphHtheoreticalHtechniquesVH1990TH]TH[eU][ 58
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576 ÎestsHforHtheHstatisticalHsignificanceHofHproteinHsequenceHsimilaritiesHinHdataUbankHsearchesVH1990TH]THY]eUa] 5

575 qxpressionHcloningHofHaHhumanHgranulocyteHcolonyUstimulatingHfactorHreceptorfHaHstructuralHmosaicH
ofHhematopoietinHreceptorTHimmunoglobulinTHandHfibronectinHdomainsVH1990THYcZTHYaaeUcX 190

574 mHbovineHhomologHtoHtheHhumanHmyogenicHdeterminationHfactorHmyfUafHsequenceHconservationHandH
[OHprocessingHofHtranscriptsVHNucleicnAcidsnResearchTH1990THYdTH[Y]cUa[ 20.1 13

573 –ropertiesHofHns–YTHaHpolyPdsQUbindingHproteinHfromHchickenHerythrocytesVHNucleicnAcidsnResearchTH
1990THYdTHaYYeUZb 20.1 52

572 mnHanticodonHnucleaseHgeneHinsertedHintoHaHhsdHregionHencodingHaHtypeHuHpzmHrestrictionHsystemVH
NucleicnAcidsnResearchTH1990THYdTHcYcX 20.1 22

571 yolecularHcloningTHgeneticHcharacterizationHandHpzmHsequenceHanalysisHofHtheHrecyHregionHofH
nacillusHsubtilisVHNucleicnAcidsnResearchTH1990THYdTHbccYUc 20.1 37

570 zucleotideHsequenceHofHaHgeneTHhptTHforHhypoxanthineHphosphoribosyltransferaseHfromHüibrioH
harveyiVHNucleicnAcidsnResearchTH1990THYdTH]bZY 20.1 14

569 qclαuTHaHnovelHisoschizomerHofHαmauuuHfromHqnterobacterHcloacaeHaeXHrecognizingHaOUoWssoosU[OVH
NucleicnAcidsnResearchTH1990THYdTH[dY 20.1 3

568 oloningHandHcharacterizationHofHtheHtpauuHmethylaseHgeneVHNucleicnAcidsnResearchTH1990THYdTHY[ccUd[ 20.1 37

567 ±grmuTHaHnovelHclassUuuHrestrictionHendonucleaseHfromH±treptomycesHgriseusHrecognizingHtheH
octanucleotideHsequenceHaOUoRWoossβsU[OH[corrected]VHNucleicnAcidsnResearchTH1990THYdTH[Xdc 20.1 24

566 ±ÎmÎ±qmRotfHaHsosUcompatibleHprogramHforHassessingHstatisticalHsignificanceHduringHpzmHandH
proteinHdatabankHsearchesVH1990THbTHZe[Ua

565 nmyuTHaHnovelH±duuHisoschizomerHfromHnacillusHmycoidesHrecognizingHaOUspsotWoU[OVHNucleicnAcidsn
ResearchTH1990THYdTH[Xdd 20.1 1

564 ÎheHstructureHofHaHsubterminalHrepeatedHsequenceHpresentHonHmanyHhumanHchromosomesVHNucleicn
AcidsnResearchTH1990THYdTHbb]eUac 20.1 102

563 –atternHsearchingWalignmentHwithHRzmHprimaryHandHsecondaryHstructuresfHanHeffectiveHdescriptorH
forHtRzmVH1990THbTH[ZaU[Y 50

562
usolationHandHpartialHstructuralHcharacterizationHofHanHequineHfibrinogenHoznrHfragmentHthatH
exhibitsHimmunologicHcrossUreactivityHwithHanHmHalphaUchainHcrossUlinkingHregionHofHhumanH
fibrinogenVH1990THZeTHdeXcUYb

5

561 mHplantHleucineHzipperHproteinHthatHrecognizesHanHabscisicHacidHresponseHelementVH1990THZaXTHZbcUcY 724

560
udentificationHofHaHdecapeptideHregionHofHhumanHinterferonUalphaHwithHantiproliferativeHactivityHandH
homologyHtoHanHimmunosuppressiveHsequenceHofHtheHretroviralHtransmembraneHproteinH–YaqVH1990TH
YXTHbZYUb

10

559 RzmZHofHgrapevineHfanleafHvirusfHsequenceHanalysisHandHcoatHproteinHcistronHlocationVH1990THcYHPH–tH
cQTHY][[U]Y 109
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558 RecombinationHviaHflankingHdirectHrepeatsHisHaHmajorHcauseHofHlargeUscaleHdeletionsHofHhumanH
mitochondrialHpzmVHNucleicnAcidsnResearchTH1990THYdTHabYUc 20.1 326

557 ±tabilizationHofHclathrinHcoatsHbyHtheHcoreHofHtheHclathrinUassociatedHproteinHcomplexHm–UZVH1990THZeTHYXceYUd 97

556 alphaUHandHbetaUformsHofHtheHbaUkpaHsubunitHofHproteinHphosphataseHZmHhaveHaHsimilarH[eHaminoH
acidHrepeatingHstructureVH1990THZeTH[YbbUc[ 216

555 seneticHorganizationHofHtheHcelluloseHsynthaseHoperonHinHmcetobacterHxylinumVH1990THdcTHdY[XU] 283

554 mHsyntheticHpeptideHcorrespondingHtoHhumanHr±tHbetaUsubunitH[[Ua[HbindsHtoHr±tHreceptorTH
stimulatesHbasalHestradiolHbiosynthesisTHandHisHaHpartialHantagonistHofHr±tVH1990THZeTHYYe]UZXX 69

553 ÎheHflavinUcontainingHmonooxygenaseHexpressedHinHpigHliverfHprimaryHsequenceTHdistributionTHandH
evidenceHforHaHsingleHgeneVH1990THZeTHYYeUZ] 59

552 ridelityHofHpzmHrecognitionHbyHtheHqcoRüHrestrictionWmodificationHsystemHinHvivoVH1990THZeTHYXcZcU[[ 44

551 ±tructureHandHchromosomeHassignmentHofHtheHmurineHp[bHPcalpactinHuHheavyHchainQHgeneVH1990THZeTHYZZbU[Z 34

550 –rimaryHstructureHofHtheHthermostableHformyltetrahydrofolateHsynthetaseHfromHolostridiumH
thermoaceticumVH1990THZeTHabdcUe] 56

549 oharacterizationHofHcpzmsHofHtheHhumanHpregnancyUspecificHbetaHYUglycoproteinHfamilyTHaHnewH
subfamilyHofHtheHimmunoglobulinHgeneHsuperfamilyVH1990THZeTHZd]aUaZ 19

548 novineHdopamineHbetaUhydroxylaseTHprimaryHstructureHdeterminedHbyHcpzmHcloningHandHaminoHacidH
sequencingVH1990THZeTHb]bbUc] 19

547 ±tructureHandHfunctionHofHlipopolysaccharideHbindingHproteinVH1990THZ]eTHY]ZeU[Y 1403

546 qpitopesHofHtheHmycobacterialHheatHshockHproteinHbaHforHhumanHÎHcellsHcompriseHdifferentH
structuresVH1990THYdXTHZcZUc 11

545 udentificationHofHaHseventhHoperonHonHplasmidHRwZHregulatedHbyHtheHkormHgeneHproductVH1990THdeTHZeU[a 29

544 mlternativeHsplicingHofHmRzmHencodingHratHliverHcytochromeH–]aXeHP–]aXuunZQVH1990THdbTHZXYUc 13

543 ÎheHbovineHgenomeHcontainsHpolymorphicHmicrosatellitesVH1990THdTH]X[Ub 74

542 mutomatedHpzmHsequencingHofHtheHhumanHt–RÎHlocusVH1990THbTHae[UbXd 332

541 yutationHofHaHgeneHthatHencodesHaHkinesinUlikeHproteinHblocksHnuclearHdivisionHinHmVHnidulansVH1990TH
bXTHYXYeUZc 368
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540 ÎheHstructureHofHtheHhumanHliverUtypeHphosphofructokinaseHgeneVH1990THcTH]cUab 35

539 zucleotideHsequenceHofH±treptomycesHfradiaeHtransposableHelementHÎn]aabfHaHclassUuuHtransposonH
relatedHtoHÎn[VH1990THdbTHYUe 38

538 seneHduplicationHinHtheHevolutionHofHtheHtwoHcomplementingHdomainsHofHgramUnegativeHbacterialH
tetracyclineHeffluxHproteinsVH1990THdcTHcUY[ 68

537 ±aturationHmutagenesisHofHspecificHcodonsfHeliminationHofHmoleculesHwithHstopHcodonsHfromHmixedH
poolsHofHpzmVH1990THddTHYY[Ua 6

536 zucleotideHsequenceHofHtheHrHplasmidHgeneTHtraoTHandHidentificationHofHitsHproductVH1990THebTHY[cU]X 15

535 qstrogenHinductionHofHaHsmallTHputativeHwSHchannelHmRzmHinHratHuterusVH1990TH]THdXcUYZ 107

534 ohromosomalHlocalizationHofHtheHhumanHhexabrachionHPtenascinQHgeneHandHevidenceHforHrecentH
reduplicationHwithinHtheHgeneVH1990THbTHbYbUZZ 34

533 mnalysisHofHtheHtetHgeneHofHplasmidHpou±cHisolatedHfromHnacillusHsubtilisVH1990THe]THYYaUe 6

532 ÎriiodothyronineHinhibitsHtranscriptionHfromHtheHhumanHgrowthHhormoneHpromoterVH1990THcYTHZbYUc 16

531 yamuTHaHnovelHclassUuuHrestrictionHendonucleaseHfromHyicrobacteriumHammoniaphilumHrecognizingH
aOUsmÎzzHdecreasesHzzmÎoU[OVH1990THeYTHeaUYXX 8

530 oloningHofHaHnovelHglutamateHreceptorHsubunitTHsluRafHexpressionHinHtheHnervousHsystemHduringH
developmentVH1990THaTHad[Uea 569

529 ±tructureHofHmouseHvasopressinHandHoxytocinHgenesVH1990THdTH[YeUZ] 107

528 oloningTHlocalizationTHandHpermanentHexpressionHofHaHprosophilaHoctopamineHreceptorVH1990TH]TH[][Ua] 170

527 –hylogeneticH–ositioningHofHmrchaebacteriaHonHtheHnasisHofHRibosomalH–roteinH±equencesVH1990THY[TH[a]U[bX 11

526 –revalenceHofHnovelHrepeatHsequencesHinHandHaroundHtheH–YHoperonHinHtheHgenomeHofHyycoplasmaH
pneumoniaeVH1990THdcTHeYUb 23

525 OrganizationHofHtheHgeneHfamilyHencodingHmouseHö[nHRzmfHroleHofHgeneHconversionsHinHitsH
concertedHevolutionVH1990THe]THZb[UcZ 9

524 zucleotideHsequenceHofHtheHengαomHgeneHencodingHtheHmajorHendoglucanaseHofHαanthomonasH
campestrisHpvVHcampestrisVH1990THdeTHa[Ue 45

523 oompleteHaminoHacidHsequenceHofHhumanHcartilageHlinkHproteinHPoRÎxYQHdeducedHfromHcpzmHclonesH
andHchromosomalHassignmentHofHtheHgeneVH1990THdTHabZUc 34
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522 niologicallyHactiveHmUchainHofHtheHplantHtoxinHricinHexpressedHfromHaHsyntheticHgeneHinHqscherichiaH
coliVH1990THe[THYd[Ud 10

521 mHhumanHintegrinHbetaHYHsubunitHwithHaHuniqueHcytoplasmicHdomainHgeneratedHbyHalternativeHmRzmH
processingVH1990THeaTHZbYUb 98

520 ±egmentalHamplificationHofHtheHentireHhelicalHandHtelopeptideHregionsHofHtheHcpzmHforHhumanHalphaH
YHPuQHcollagenVH1990THYXTHYZ]U[X 3

519 mHdevelopmentallyHregulatedHandHcmy–UrepressibleHgeneHofHpictyosteliumHdiscoideumfHcloningHandH
expressionHofHtheHgeneHencodingHcyclicHnucleotideHphosphodiesteraseHinhibitorVH1990THeYTHaYUb 26

518 mHpotassiumHchannelHgeneHisHexpressedHatHneuralHinductionVH1990THaTHbeYUcXY 54

517 ÎheHröRYHgeneHofH±accharomycesHcerevisiaefHcloningTHstructureHandHexpressionHofHwildUtypeHandH
mutantHallelesVH1990THddTHY]eUac 74

516 ÎheHcloningHandHfunctionalHcharacterizationHofHtheHniftHgeneHofHRhodospirillumHrubrumVH1990THeaTHY][Uc 23

515 ÎheHstructureHofHtheHtrpqTHtrppHandHaOHtrpoHgenesHofHnacillusHpumilusVH1990THdcTHcYUd 4

514 ÎheHdivergentHreceptorsHforHÎzrVH1990THYaTH[bbUd 36

513 ±tructuralHcharacterizationHofHaHbrainUspecificHpromoterHregionHdirectingHtranscriptionHofHtheHratH
preproUgastrinUreleasingHpeptideHgeneVH1990THcTHZ[aU]Y 8

512 yolecularHanalysisHofHdeletionsHinHtheHhumanHbetaUglobinHgeneHclusterfHdeletionHjunctionsHandH
locationsHofHbreakpointsVH1990THbTHZZbU[c 108

511 oharacterizationHofHtheHhumanHlipocortinUZUencodingHmultigeneHfamilyfHitsHstructureHsuggestsHtheH
existenceHofHaHshortHaminoHacidHunitHundergoingHduplicationVH1990THeaTHZ][UaY 37

510 oommonHandHspecificHsequencesHinHpicornavirusesVH1990TH]THZc[Ud]

509 ±tructureHofHtheHmouseHgeneHencodingHparathyroidHhormoneUrelatedHpeptideVH1990THeaTHYeaUZXZ 78

508 ±tructureHandHsequenceHdeterminationHofHtheHgeneHencodingHhumanHsalivaryHstatherinVH1990THdeTHZ]aUaY 15

507 senesHexpressedHduringHconidiationHinHzeurosporaHcrassafHmolecularHcharacterizationHofHconUY[VH
1990THebTHYa[Ue 24

506 oloningTHsequencingHandHcharacterizationHofHtheH[zire]hydrogenaseUencodingHstructuralHgenesH
PhoxwHandHhoxsQHfromHmzotobacterHvinelandiiVH1990THebTHbcUc] 58

505 oloningHandHsequencingHofHtheHgenesHencodingHacidUsolubleHsporeHproteinsHfromHolostridiumH
perfringensVH1990THeYTHYXcUYY 11
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504
mHmethodHofHsequencingHwithoutHsubcloningHandHitsHapplicationHtoHtheHidentificationHofHaHnovelHORrH
withHaHsequenceHsuggestiveHofHaHtranscriptionalHregulatorHinHtheHwaterHmoldHmchlyaHambisexualisVH
1990THbTHZ[U[Z

4

503 yolecularHcloningHandHcharacterizationHofHaHlateHÎipulaHiridescentHvirusHgeneVH1990THe]THZ][Ud 4

502 mHscorpionHvenomHneurotoxinHparalyticHtoHinsectsHthatHaffectsHsodiumHcurrentHinactivationfH
purificationTHprimaryHstructureTHandHmodeHofHactionVH1990THZeTHae]YUc 165

501 mHroleHforHtheHaspartylHproteaseHfromHtheHhumanHimmunodeficiencyHvirusHtypeHYHPtuüUYQHinHtheH
orchestrationHofHvirusHassemblyVH1990THbYbTHc[Uda 25

500 mnalysisHofH—pR±UspecificHsequencesHfromHooxiellaHburnetiiVH1990THaeXTHaY]UZZ 15

499 –ancreaticHpolypeptideHandHpeptideHββHgeneHexpressionVH1990THbYYTHc[Uda 2

498 –redictionHofHrhoUindependentHqscherichiaHcoliHtranscriptionHterminatorsVHmHstatisticalHanalysisHofH
theirHRzmHstemUloopHstructuresVH1990THZYbTHd[aUad 303

497 oharacterizationHofHaHsUproteinHbetaUsubunitHgeneHfromHtheHnematodeHoaenorhabditisHelegansVH
1990THZY[THYcUZb 48

496 oharacterizationHofHaHsUproteinHalphaUsubunitHgeneHfromHtheHnematodeHoaenorhabditisHelegansVH
1990THZYaTH]d[Uc 28

495 yolecularHgeneticsHofHpolyketidesHandHitsHcomparisonHtoHfattyHacidHbiosynthesisVH1990THZ]TH[cUbb 606

494 qfficiencyHofHtranscriptionalHterminatorsHinHnacillusHsubtilisVH1990THeaTHY[cU]Y 5

493 oloningHofHusp]aTHaHgeneHencodingHaHsecretedHproteinHfromHxactococcusHlactisHsubspVHlactisHysY[b[VH
1990THeaTHYaaUbX 190

492 ösingHpurifiedHproteinHtoHcloneHitsHgeneVH1990THYdZTHc[dUaY 10

491 oharacterizationHbyHcpzmHcloningHofHtheHmRzmHforHseminalplasminTHtheHmajorHbasicHproteinHofHbullH
semenVH1990THeTH][cU]Z 11

490 ±pecificityHofHrestrictionHendonucleasesHandHpzmHmodificationHmethyltransferasesHaHreviewHPqditionH
[QVH1990THeZTHYUZ]d 141

489 ÎhreeHindependentHinsertionsHofHretrovirusUlikeHsequencesHinHtheHhaptoglobinHgeneHclusterHofH
primatesVH1990THdTHbcYUd[ 31

488 –apillomavirusesHandHhumanHcancerVH1990THZYTHbdbUed 118

487 untramolecularHpzmHtriplexesTHbentHpzmHandHpzmHunwindingHelementsHinHtheHinitiationHregionHofHanH
amplifiedHdihydrofolateHreductaseHrepliconVH1990THZYYTHYeU[[ 118
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486 udentificationHofHaHconservedHregionHcommonHtoHcadherinsHandHinfluenzaHstrainHmHhemagglutininsVH
1990THZYYTHbceUdZ 53

485 ±tructuralHhomologyHamongHfourHnodavirusesHasHdeducedHbyHsequencingHandHαUrayHcrystallographyVH
1990THZY]TH]Z[U[a 52

484 ΦeightHmatrixHdescriptionsHofHfourHeukaryoticHRzmHpolymeraseHuuHpromoterHelementsHderivedHfromH
aXZHunrelatedHpromoterHsequencesVH1990THZYZTHab[Ucd 983

483 oonservedHsequencesHflankHvariableHtandemHrepeatsHinHtwoHallelesHofHtheHsHsurfaceHproteinHofH
–arameciumHprimaureliaVH1990THZYYTHaZYU[a 37

482 –reciseHmappingHandHcomparisonHofHtwoHevolutionarilyHrelatedHregionsHofHtheHqscherichiaHcoliHwUYZH
chromosomeVHqvolutionHofHvalöHandHlysÎHfromHanHancestralHtRzmHoperonVH1990THZY]THdZaU][ 23

481
oloselyHspacedHandHdivergentHpromotersHforHanHaminoacylUtRzmHsynthetaseHgeneHandHaHtRzmH
operonHinHqscherichiaHcoliVHÎranscriptionalHandHpostUtranscriptionalHregulationHofHgltαTHvalöHandH
alaΦVH1990THZY]THd]aUb]

27

480 ÎheHnalbianiHringH[HgeneHinHohironomusHtentansHhasHaHdivergedHrepetitiveHstructureHsplitHbyHmanyH
intronsVH1990THZYYTH[[YU]e 35

479
±ignalUregulatorHinteractionsVHseneticHanalysisHofHtheHeffectorHbindingHsiteHofHxyl±THtheH
benzoateUactivatedHpositiveHregulatorHofH–seudomonasHÎOxHplasmidHmetaUcleavageHpathwayH
operonVH1990THZYYTH[c[UdZ

83

478 udentificationHofHaHvariableHregionHofHtheHmfricanHswineHfeverHvirusHgenomeHthatHhasHundergoneH
separateHpzmHrearrangementsHleadingHtoHexpansionHofHminisatelliteUlikeHsequencesVH1990THZYbTHbccUdd 23

477 ÎheHneurofibromatosisHtypeHYHgeneHencodesHaHproteinHrelatedHtoHsm–VH1990THbZTHaeeUbXd 978

476 ÎheHzö–YHgeneHencodesHanHessentialHcomponentHofHtheHyeastHnuclearHporeHcomplexVH1990THbYTHebaUcd 216

475 udentificationHandHcharacterizationHofHaHgeneHencodingHaHkinesinUlikeHproteinHinHprosophilaVH1990THbYTHeeYUYXXX 173

474 OrganizationHofHminicircleHgenesHforHguideHRzmsHinHÎrypanosomaHbruceiVH1990THb[THcd[UeX 148

473 sevenlessfH±evenHfoundkVH1990THbYTHYaUb 33

472 ÎheHprosophilaHextramacrochaetaeHlocusTHanHantagonistHofHproneuralHgenesHthatTHlikeHtheseHgenesTH
encodesHaHhelixUloopUhelixHproteinVH1990THbYTH[eU]d 349

471 ÎheHaxonalHglycoproteinHÎmsUYHisHanHimmunoglobulinHsuperfamilyHmemberHwithHneuriteH
outgrowthUpromotingHactivityVH1990THbYTHYacUcX 513

470 mHmajorHsegmentHofHtheHneurofibromatosisHtypeHYHgenefHcpzmHsequenceTHgenomicHstructureTHandH
pointHmutationsVH1990THbZTHYe[UZXY 977

469 mHmolecularHbasisHforHfamilialHhypertrophicHcardiomyopathyfHanHalphaWbetaHcardiacHmyosinHheavyH
chainHhybridHgeneVH1990THbZTHeeYUd 201
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468 mHmolecularHbasisHforHfamilialHhypertrophicHcardiomyopathyfHaHbetaHcardiacHmyosinHheavyHchainHgeneH
missenseHmutationVH1990THbZTHeeeUYXXb 1042

467 –rimaryHstructureHandHfunctionalHexpressionHofHratHandHhumanHstemHcellHfactorHpzmsVH1990THb[THZX[UYY 578

466 yolecularHcloningHofHmastHcellHgrowthHfactorTHaHhematopoietinHthatHisHactiveHinHbothHmembraneH
boundHandHsolubleHformsVH1990THb[THZ[aU][ 703

465 mHkinesinUlikeHproteinHrequiredHforHdistributiveHchromosomeHsegregationHinHprosophilaVH1990THbZTHYXa[UbZ 208

464 oharacterizationHofHaHcpzmHcloneHencodingHtheHcompleteHaminoHacidHsequenceHofHcottonHisocitrateH
lyaseVH1990THYX]eTHZZ[Ub 33

463
zucleotideHsequencesHofHtheHmetaUcleavageHpathwayHenzymesHZUhydroxymuconicHsemialdehydeH
dehydrogenaseHandHZUhydroxymuconicHsemialdehydeHhydrolaseHfromH–seudomonasHorbXXVH1990TH
YX]eTHZZcU[X

70

462 qvidenceHforHanHadditionalHarchaebacterialHgeneHclusterHinHtalobacteriumHmarismortuiHencodingH
ribosomalHproteinsHtx]beHandHtx[XVH1990THYXaXTHabUbX 9

461
oloningHandHcharacterizationHofHtheHgenesHforHribosomalHproteinsHxYXHandHxYZHfromH±ynechocystisH
±pVH–ooHbdX[fHcomparisonHofHgeneHclusteringHpatternHandHproteinHsequenceHhomologyHbetweenH
cyanobacteriaHandHchloroplastsVH1990THYXaXTHbYUd

21

460 mnHinitiationHsignalHinHtheHaOHuntranslatedHleaderHsequenceHofHencephalomyocarditisHvirusHRzmVH1990
THYXaXTHYZ]Ud 6

459 ±tructuralHorganizationHofHtheHhumanHoayuuuHcalmodulinHgeneVH1990THYXdcTHYdXUe 53

458 ±equencingHandHexpressionHofHaadmTHblaTHandHtnpRHfromHtheHmultiresistanceHtransposonHÎnY[[YVH
1990THZ]THZYdUZb 48

457 oloningHandHsequenceHofHu±YXXXTHaHputativeHinsertionHsequenceHfromHÎhermusHthermophilusHtndVH
1990THZ]THYUYY 31

456 OrganizationTHstructureTHandHpolymorphismsHofHtheHhumanHprofilaggrinHgeneVH1990THZeTHe][ZU]X 167

455 –redictingHoptimalHandHsuboptimalHsecondaryHstructureHforHRzmVH1990THYd[THZdYU[Xb 306

454 –rofileHanalysisVH1990THYd[THY]bUae 234

453 oloningHandHexpressionHofHcpzmHandHgenomicHclonesHencodingHthreeHdelayedHrectifierHpotassiumH
channelsHinHratHbrainVH1990TH]THeZeU[e 295

452 oloningHandHanalysisHofHtheHaOHregionHofHtheHratHboneWliverWkidneyWplacentaHalkalineHphosphataseH
geneVHmHdualUfunctionHpromoterVH1990THYXTH[dU]c 17

451 usolationHandHcharacterizationHofHaHöstilagoHmaydisHglyceraldehydeU[UphosphateH
dehydrogenaseUencodingHgeneVH1990THe[THYYYUc 41
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450 udenticalH[ZaXUbpHdeletionHbetweenHtwoHmluuHrepeatsHinHtheHmpmHgenesHofHunrelatedHmpmU±oupH
patientsVH1990THcTH]dbUeX 30

449 tumanHarylamineHzUacetyltransferaseHgenesfHisolationTHchromosomalHlocalizationTHandHfunctionalH
expressionVH1990THeTHYe[UZX[ 396

448 tydrophobicHclusterHanalysisfHproceduresHtoHderiveHstructuralHandHfunctionalHinformationHfromH
ZUpUrepresentationHofHproteinHsequencesVH1990THcZTHaaaUc] 298

447 OrganizationHandHtranscriptionHofHüolvoxHhistoneUencodingHgenesfHsimilaritiesHbetweenHalgalHandH
animalHgenesVH1990THe[THYbcUca 27

446 ÎheHmpqZHgeneHfromH±accharomycesHcerevisiaefHsequenceHandHnewHvectorsVH1990THeaTHeYUd 227

445 zucleotideHsequenceHofHtheHgeneHencodingHtheH[aUkpaHproteinHofHyycobacteriumHtuberculosisVH
1990THY]YTH]XcUZ[ 7

444 oomparisonHofH±treptococcusHmutansHandH±treptococcusHsanguisHreceptorsHforHhumanHsalivaryH
agglutininVH1990THeTHYeeUZYY 109

443 yolecularHcloningHofHtheHbovineHbloodUbrainHbarrierHglucoseHtransporterHcpzmHandHdemonstrationH
ofHphylogeneticHconservationHofHtheHaOUuntranslatedHregionVH1990THYTHZZ]U[Z 66

442 yolecularHcloningHofHchromosomeHuHpzmHfromH±accharomycesHcerevisiaefHisolationTHcharacterizationH
andHregulationHofHtheH±–OcHsporulationHgeneVH1990THeaTHbaUcZ 13

441 ±equenceqditingmlignerfHaHmultipleHsequenceHeditorHandHalignerVH1990THcTH[eU]a 5

440 saucherHdiseaseHassociatedHwithHaHuniqueHwpnuHrestrictionHsitefHidentificationHofHtheHaminoUacidH
substitutionVH1990THa]THY]eUa[ 29

439 mnalysisHofHtheHhumanHornithineHaminotransferaseHgeneHfamilyVH1990THaXTHcaeUcX 15

438 ÎrypanosomaHcruzifHcloningHandHexpressionHofHanHantigenHrecognizedHbyHacuteHandHchronicHhumanH
chagasicHseraVH1990THcYTHZd]Ue[ 15

437 yultipleHproteinsHareHproducedHfromHtheHdecUYHeggshellHgeneHinHprosophilaHbyHalternativeHRzmH
splicingHandHproteolyticHcleavageHeventsVH1990THY]ZTHYUYZ 31

436 ÎheHcyanelleHgenomeHofHoyanophoraHparadoxaHencodesHribosomalHproteinsHnotHencodedHbyHtheH
chloroplastsHgenomesHofHhigherHplantsVH1990THZaeTHZc[UdX 40

435 mHrepeatedHdecapeptideHmotifHinHtheHoUterminalHdomainHofHtheHribosomalHRzmHmethyltransferaseH
fromHtheHerythromycinHproducerH±accharopolysporaHerythraeaVH1990THZbZTHYdeUe[ 9

434
yolecularHcloningHofHaHhumanHthyrotropinHreceptorHcpzmHfragmentVHöseHofHhighlyHdegenerateTH
inosineHcontainingHprimersHderivedHfromHalignedHaminoHacidHsequencesHofHaHhomologousHfamilyHofH
glycoproteinHhormoneHreceptorsVH1990THZb]THYe[Uc

14

433 ycrufHaHnovelHclassUuuHrestrictionHendonucleaseHfromHyicrococcusHcryophilusHrecognizingH
aOUosRβWosU[OVH1990THZb]THZYdUZZ 1
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432 qvidenceHthatHtheHnewlyHclonedHlowUdensityUlipoproteinHreceptorHrelatedHproteinHPxR–QHisHtheHalphaH
ZUmacroglobulinHreceptorVH1990THZcbTHYaYUa 277

431 zucleotideHsequenceHofHfourHgenesHencodingHribosomalHproteinsHfromHtheHO±YXHandHspectinomycinOH
operonHequivalentHregionHinHtheHarchaebacteriumHtalobacteriumHmarismortuiVH1990THZbcTHYe[Ud 22

430
yolecularHcloningHofHtheHbetaUsubunitHofHtheHzaTwUmÎ–aseHinHtheHbrineHshrimpTHmrtemiaVHÎheH
cpzmUderivedHaminoHacidHsequenceHshowsHlowHhomologyHwithHtheHbetaUsubunitsHofHvertebratesH
exceptHinHtheHsingleHtransmembraneHandHtheHcarboxyUterminalHdomainsVH1990THZbeTHZ[[Ud

11

429 –urificationTHcpzmUcloningHandHexpressionHofHhumanHdiacylglycerolHkinaseVH1990THZcaTHYaYUd 114

428 mHproteinHwithHhomologyHtoHtheHoUterminalHrepeatHsequenceHofHOctopusHrhodopsinHandH
synaptophysinHisHaHmemberHofHaHmultigeneHfamilyHinHpictyosteliumHdiscoideumVH1990THZbbTHYYdUZZ 23

427 udenticalHgenesHforHtrimethoprimUresistantHdihydrofolateHreductaseHfromH±taphylococcusHaureusHinH
mustraliaHandHcentralHquropeVH1990THZbbTHYaeUbZ 26

426 ÎheHprimaryHstructureHofHratHribosomalHproteinH±[VH1990THZd[THa]bUaX 27

425 senomicHpzmHaOHtoHtheHmouseHandHhumanHangiotensinUconvertingHenzymeHgenesHcontainsHtwoH
distinctHregionsHofHconservedHsequenceVH1990THYbcTHYYZdU[[ 35

424 qxpressionHofHtheHpregnancyUspecificHbetaHYUglycoproteinHgenesHinHhumanHtestisVH1990THYbbTHbZZUe 20

423 mRzmHofHbovineHtissueHinhibitorHofHmetalloproteinasefHsequenceHandHexpressionHinHbovineHovarianH
tissueVH1990THYcYTHZaXUb 32

422 OrganizationHofHtheHgeneHforHisoUrmz–THaHratHnUtypeHnatriureticHpeptideVH1990THYcYTH]YbUZ[ 21

421 ÎheHtwoHmRzmHformsHforHtheHtypeHuHalphaHregulatoryHsubunitHofHcmy–UdependentHproteinHkinaseH
fromHhumanHtestisHareHdueHtoHtheHuseHofHdifferentHpolyadenylationHsiteHsignalsVH1990THYbcTH[Z[U[X 38

420 ÎheHsluHresidueHinHtheHconservedHmsnUsluU–roHsequenceHofHtwoHhighlyHdivergentH
endoUbetaUYT]UglucanasesHisHessentialHforHenzymaticHactivityVH1990THYbeTHYX[aUe 80

419 ÎheHalphaUZHisomerHofHtheHsodiumHpumpHisHinhibitedHbyHcalciumHatHphysiologicalHlevelsVH1990THYc[THeeUYXa 16

418 ±econdaryHstructureHofHtheHcentralHregionHofHbacteriophageHy±ZHRzmVHoonservationHandHbiologicalH
significanceVH1990THZYYTH]]cUb[ 46

417 yolecularHcloningHandHcharacterizationHofHΦ–[]THaHphosphorylatedHhumanHlymphocyteH
differentiationHandHactivationHantigenVH1990THZXTHZ]YcUZ[ 33

416 mHtomatoHcpzmHinducibleHbyHsaltHstressHandHabscisicHacidfHnucleotideHsequenceHandHexpressionH
patternVHPlantnMolecularnBiologyTH1990THYaTHbeaUcXa 4.6 110

415 yolecularHcloningHandHexpressionHofHtheHhumanHaaHkdHtumorHnecrosisHfactorHreceptorVH1990THbYTH[aYUe 852

(1990-1990)
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414 oz±HstemHcellsHexpressHaHnewHclassHofHintermediateHfilamentHproteinVH1990THbXTHadaUea 2699

413 ummunologicalHandHstructuralHfeaturesHofHtheHproteinHcoreHofHhumanHpolymorphicHepithelialHmucinVH
1990THZcTHceaUdXZ 125

412 mnalysisHofHtheHstructuralHdiversityHofHmonoclonalHantibodiesHtoHcyclosporineVH1990THZcTHYXZeU[d 11

411 αylitolHproductionHbyHrecombinantH±accharomycesHcerevisiaeVH1991THeTHYXeXUa 159

410 udentificationHandHmolecularHcharacterizationHofHinsulinUlikeHgrowthHfactorHbindingHproteinsH
Pusrn–UYTHUZTHU[THU]THUaHandHUbQVH1991TH[THZ][Ubb 490

409 oloningHandHsequenceHanalysisHofHtheHhumanHliverHrhodanesefHcomparisonHwithHtheHbovineHandH
chickenHenzymesVH1991THYdXTHddcUe[ 22

408 ÎheHinfluenceHofHflankingHsequencesHonHOUglycosylationVH1991THYdXTHYXZ]U[X 73

407 oharacterizationHofHaHhumanHcpzmHthatHencodesHaHfunctionalHreceptorHforHplateletHactivatingHfactorVH
1991THYdXTHYXaUYY 167

406 ÎheHmouseHepisialinHPyucYQHgeneHandHitsHpromoterfHrapidHevolutionHofHtheHrepetitiveHdomainHinHtheH
proteinVH1991THYdYTHYZYU[X 64

405 oloningHandHchromosomalHlocalizationHofHaHhumanHendothelinHqÎmHreceptorVH1991THYdYTHYd]UeX 44

404 untrapeptideHsequenceHhomologyHinHrubrerythrinHfromHpesulfovibrioHvulgarisfHidentificationHofH
potentialHligandsHtoHtheHdiironHsiteVH1991THYdYTH[[cU]Y 41

403 mup±HvirusHinfectionHandHautoimmunityfHaHperspectiveHofHtheHclinicalTHimmunologicalTHandHmolecularH
originsHofHtheHautoallergicHpathologiesHassociatedHwithHtuüHdiseaseVH1991THadTHYb[UdX 89

402 zovelHputativeHproteinHkinaseHclonesHfromHaHratHlargeHgranularHlymphocyteHtumorHcellHlineVH1991THZdTH[eeU]Xd 4

401
—uantitationHofHcytokineHmRzmHlevelsHutilizingHtheHreverseHtranscriptaseUpolymeraseHchainHreactionH
followingHprimaryHantigenUspecificHsensitizationHinHvivoUUuVHüerificationHofHlinearityTHreproducibilityH
andHspecificityVH1991THZdTH][cU]c

46

400 mH–lasmodiumHfalciparumHbloodHstageHantigenHhighlyHhomologousHtoHtheHglycophorinHbindingH
proteinHsn–VH1991TH]eTHZa[Ub] 28

399 qvolutionaryHgroupingHofHtheHRm±UproteinHfamilyVH1991THYcbTHYY[XUa 8

398
mHsensitiveHRzaseHprotectionHassayHforHtheHquantitationHofHtheHmRzmsHforHtheHxpxHreceptorHandH
tysUoomHreductaseHinHhumanHtotalHRzmVHqffectsHofHtreatmentsHonHcellsHinHcultureHdesignedHtoHupUH
andHdownUregulateHexpressionHofHtheHxpxHreceptorVH1991THeXTHdYUeX

9

397 mHnovelHantiUinflammatoryHpeptideHfromHhumanHlipocortinHaVH1991THYX[THY[ZcU[Z 30
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396 oharacterizationHofHaHneuronalHinterleukinUYHreceptorHandHtheHcorrespondingHmRzmHinHtheHmouseH
anteriorHpituitaryHcellHlineHmtÎUZXVH1991THYZdTHYc[Ub 32

395 ±equenceHofHtheHcpzmHencodingHovineHtumorHnecrosisHfactorUalphafHproblemsHwithHcloningHbyH
inverseH–oRVH1991THYXeTHZX[UYX 35

394 zeuropoieticHcytokinesHinHtheHhematopoieticHfoldVH1991THcTHYecUZXd 474

393 mHsmallHmultigeneHfamilyHencodesHtheHrodUcoreHlinkerHpolypeptidesHofHmnabaenaHspVH–oocYZXH
phycobilisomesVH1991THYXcTHeYUe 50

392 usolationHofHtwoHcpzmsHencodingHnovelHalphaHYUantichymotrypsinUlikeHproteinsHinHaHmurineH
chondrocyticHcellHlineVH1991THYXbTHZY[UZX 43

391 yolecularHcharacterizationHofHtheHgeneHencodingHaHriceHendospermUspecificHmp–glucoseH
pyrophosphorylaseHsubunitHandHitsHdevelopmentalHpatternHofHtranscriptionVH1991THecTHYeeUZXa 42

390 oellularHtranscriptsHencodedHatHaHlocusHwhichHpermitsHretrovirusHexpressionHinHmouseHembryonicH
cellsVH1991THYXYTHYccUd[ 8

389 oloningHandHcharacterizationHofHtheH±accharopolysporaHerythraeaHfdxmHgeneHencodingHferredoxinVH
1991THYXXTHZ[YUa 23

388 usolationHandHcharacterizationHofHcpzmsHencodingHbetaHmZUHandHbetaHm]UcrystallinsfHheterologousH
interactionsHinHtheHpredictedHbetaHm]UbetaHnZHheterodimerVH1991THYXZTHYceUdd 45

387 mHnovelHspeciesUspecificHRzmHrelatedHtoHalternativelyHsplicedHamyloidHprecursorHproteinHmRzmsVH
1991THYZTHacaUd[ 46

386 qxonHorganizationHofHtheHhumanHrwn–UYZHgenefHcorrelationHwithHstructuralHandHfunctionalHproteinH
domainsVH1991TH[XTHdaYZUc 21

385 mHheparinUbindingHgrowthHfactorHsecretedHbyHmacrophageUlikeHcellsHthatHisHrelatedHtoHqsrVH1991TH
ZaYTHe[bUe 1033

384 tomologyHbetweenHproteinsHcontrollingH±treptomycesHfradiaeHtylosinHresistanceHandHmÎ–UbindingH
transportVH1991THYXZTHZcU[Z 84

383 u±]XbHandHu±]XcTHtwoHgeneUactivatingHinsertionHsequencesHforH–seudomonasHcepaciaVH1991THYXaTHYXYUa 47

382 ÎheHlongHleaderHsequenceHofHtheHmouseHornithineHdecarboxylaseHmRzmTHpreviouslyHsuspectedHtoHbeH
aHcloningHartifactTHisHprobablyHaHproductHofHrecombinationHwithHyuxüUlikeHretrovirusVH1991THYXeTH[X[Ua 3

381 ÎheHoncofetalHgeneH–emHencodesHaHhomeodomainHandHisHregulatedHinHprimordialHandHpreUmuscleH
stemHcellsVH1991TH[]THYaaUb] 32

380 xigninHperoxidaseHfromHtheHbasidiomyceteH–hanerochaeteHchrysosporiumHisHsynthesizedHasHaH
preproenzymeVH1991THYXcTHYYeUZb 46

379 usolationHandHnucleotideHsequenceHofHtheHribosomalHproteinH±YbUencodingHgeneHfromHmspergillusH
nidulansVH1991THYXdTHYacUbZ 6

(1991-1991)
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378
oharacterizationHofH–pR]THaH±accharomycesHcerevisiaeHgeneHthatHconfersHpleiotropicHdrugHresistanceH
inHhighUcopyHnumberfHidentityHwithHβm–YTHencodingHaHtranscriptionalHactivatorH[corrected]VH1991TH
YXYTHY]eUaZ

67

377 –roductionHofHbovineHinsulinUlikeHgrowthHfactorHZHPbusrZQHinHqscherichiaHcoliVH1991THYXYTHZeYUa 8

376 yultihormonalHregulationHofHtheHhumanHprolactinHgeneHexpressionHfromHaXXXHbpHofHitsHupstreamH
sequenceVH1991THdXTHa[Ub] 63

375 mHcomplexHfamilyHofHclassUuuHrestrictionHendonucleasesTHpsauUüuTHinHpactylococcopsisHsalinaVH1991THecTHdcUea 16

374 yolecularHcloningHandHsequenceHanalysisHofHaHRickettsiaHtsutsugamushiHZZHkpaHantigenHcontainingH
nUHandHÎUcellHepitopesVH1991THYYTHYeU[Y 16

373 ÎheHplasminogenHactivatorHfamilyHfromHtheHsalivaryHglandHofHtheHvampireHbatHpesmodusHrotundusfH
cloningHandHexpressionVH1991THYXaTHZZeU[c 108

372 ÎheHcomplexHgeneticHlocusHpolyhomeoticHinHprosophilaHmelanogasterHpotentiallyHencodesHtwoH
homologousHzincUfingerHproteinsVH1991THYXaTHYdaUea 38

371 ±equenceHandHlinkageHanalysisHofHtheHooxiellaHburnetiiHcitrateHsynthaseUencodingHgeneVH1991THYXeTHb[Ue 15

370 qscherichiaHcoliHthymidineHkinasefHnucleotideHsequenceHofHtheHgeneHandHrelationshipsHtoHotherH
thymidineHkinasesVH1991THYXYTHeUY] 11

369 ±tructureHandHsequenceHofHtheHhumanHhomeoboxHgeneHtOαcVH1991THYYTHbcXUd 60

368 mHsplitHzincUfingerHproteinHisHrequiredHforHnormalHyeastHgrowthVH1991THYXcTHYXYUYX 27

367 zucleotideHsequenceHofHaHclusterHofHgenesHinvolvedHinHtheHtransformationHofHtaemophilusH
influenzaeHRdVH1991THYX]THYUYX 99

366 rixationHofHmutationsHatHtheHü–YHgeneHofHfootUandUmouthHdiseaseHvirusVHoanHquasispeciesHdefineHaH
transientHmolecularHclockkVH1991THYX[THY]cUa[ 40

365 yVtZuTHaHmultispecificHaoUpzmHmethyltransferaseHencodedHbyHnacillusHamyloliquefaciensHphageHtZVH
1991THYXXTHZY[Ud 24

364 oloningHtheHmouseHhomologHofHtheHhumanHcysticHfibrosisHtransmembraneHconductanceHregulatorH
geneVH1991THYXTH[XYUc 93

363 ±tructureHandHorganizationHofHtheHgasHvesicleHgeneHclusterHonHtheHtalobacteriumHhalobiumHplasmidH
pzRoYXXVH1991THYXZTHYYcUZZ 58

362 ÎheHcpzmHcloningHandHRzmHdistributionHofHbovineHosteopontinVH1991THYXdTHZ[cU][ 55

361 OrganisationHandHzucleotideH±equenceHofHaHseneHolusterHoomprisingHtheHÎranslationHqlongationH
ractorHY˛–HfromH±ulfolobusHacidocaldariusVH1991THY]THY]UZZ 29
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360 usolationHandHchromosomalHlocalizationHofHaHnovelHnonerythroidHankyrinHgeneVH1991THYXTHdadUbb 30

359 ÎheHmouseHbiliaryHglycoproteinHgeneHPngpQfHpartialHnucleotideHsequenceTHexpressionTHandH
chromosomalHassignmentVH1991THYXTHad[Uc 15

358 mHpreproinsulinUlikeHpseudogeneHfromHzeurosporaHcrassaVH1991THdZTHZcaUd[ 13

357 yolecularHcloningHandHnucleotideHsequenceHofHcpzmsHencodingHhumanHlongUchainHacylUoomH
dehydrogenaseHandHassignmentHofHtheHlocationHofHitsHgeneHPmompxQHtoHchromosomeHZVH1991THYYTHbXeUZX 50

356 ÎheHgeneHencodingHsqualeneHepoxidaseHfromH±accharomycesHcerevisiaefHcloningHandH
characterizationVH1991THYXcTHYaaUbX 97

355 mHdnawHhomologHinHtheHarchaebacteriumHyethanosarcinaHmazeiH±bVH1991THYXdTHY[[Uc 58

354 teterologousHrecombinationHbetweenHmutographaHcalifornicaHnuclearHpolyhedrosisHvirusHpzmHandH
foreignHpzmHinHnonUpolyhedrinHsegmentsHofHtheHviralHgenomeVH1991THZYTHbaUda 10

353 ÎheHisolationTHcloningHandHidentificationHofHaHvegetativeHcatalaseHgeneHfromHnacillusHsubtilisVH1991TH
YXeTH[YUc 54

352 ym–YnHisHencodedHasHaHpolyproteinHthatHisHprocessedHtoHformHaHcomplexHzUterminalH
microtubuleUbindingHdomainVH1991THcTHYZeU[e 94

351 oloningHofHanHactivatedHhumanHretHgeneHwithHaHnovelHaOHsequenceHfusedHbyHpzmHrearrangementVH
1991THYXcTH[Z[Ud 7

350 qpitopeHpredictionHandHconfirmationHforHtheHhumanHandrogenHreceptorfHgenerationHofHmonoclonalH
antibodiesHforHmultiUassayHperformanceHfollowingHtheHsyntheticHpeptideHstrategyVH1991THYXc[THZ[U[Z 83

349 yolecularHanalysisHofHtheHdmpyHgeneHencodingHanHOUdemethylHpuromycinHOUmethyltransferaseH
fromH±treptomycesHalbonigerVH1991THYXeTHaaUbY 27

348 pevelopmentHofHaHspeciesUspecificHpzmHprobeHforHyoraxellaHPnranhamellaQHcatarrhalisVH1991THaTH[cU]d 7

347 oloningHandHcharacterizationHofHtheHmurineHpromoterHforHtheHcolonyUstimulatingHfactorUYUencodingH
geneVH1991THYXZTHYbaUcX 41

346 mHgeneHencodingHaHfibroblastHgrowthHfactorHreceptorHisolatedHfromHtheHtuntingtonHdiseaseHgeneH
regionHofHhumanHchromosomeH]VH1991THYYTHYY[[U]Z 98

345 mHyycoplasmaHhyorhinisHproteinHwithHsequenceHsimilaritiesHtoHnucleotideUbindingHenzymesVH1991TH
ecTHccUda 26

344 rerredoxinHandHribosomalHproteinH±YXHareHencodedHonHtheHcyanelleHgenomeHofHoyanophoraH
paradoxaVH1991THedTHYbeUca 12

343 mHsyntheticHpeptideHencompassingHtwoHdiscontinuousHregionsHofHhr±tUbetaHsubunitHmimicsHtheH
receptorHbindingHsurfaceHofHtheHhormoneVH1991THcdTHYecUZX] 20

(1991-1991)
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342 oharacterizationHofHomRqUYfHoandidaHalbicansHrepetitiveHelementUYVH1991THYXZTH]aUaX 24

341 ÎheHuseHofHexonucleaseHuuuHdeletionsHinHautomatedHpzmHsequencingVH1991TH[TH[[U]X 8

340 oloningHanHqscherichiaHcoliHgeneHencodingHaHproteinHremarkablyHsimilarHtoHmammalianHaldehydeH
dehydrogenasesVH1991THeeTHYaUZ[ 36

339 qxpressionHandHpurificationHofHactiveHrecombinantHplateletHfactorH]HfromHaHcleavableHfusionHproteinVH
1991THZTHY[bU][ 13

338 usolationTHlocalizationTHandHphysicalHmappingHofHaHhighlyHpolymorphicHlocusHonHhumanHchromosomeH
YYqY[VH1991THYYTHcZXUe 34

337 mHgeneralHstructureHforHpzmUdependentHpzmHpolymerasesVH1991THYXXTHZcU[d 219

336 senomicHorganizationHofHtheHhumanHerythropoietinHreceptorHgeneVH1991THYYTHec]UdX 20

335 oharacterizationHofHmacaqueH[HbetaUhydroxyUaUeneHsteroidHdehydrogenaseWdeltaHaUdeltaH]H
isomerasefHstructureHandHexpressionHinHsteroidogenicHandHperipheralHtissuesHinHprimateVH1991THcaTHYXYUYX 59

334 tomologiesHbetweenHmycoplasmaHadhesionHpeptideTHop]HandHclassHuuHytoHproteinsfHaHpossibleH
mechanismHforHtuüUmycoplasmaHsynergismHinHmup±VH1991THY]ZTHaYeUZ[ 24

333 ÎheHcloningHandHsequencingHofHtheHvirionHproteinHgenesHfromHaHnritishHisolateHofHporcineHrespiratoryH
coronavirusfHcomparisonHwithHtransmissibleHgastroenteritisHvirusHgenesVH1991THZYTHYdYUed 40

332 petectionHofHyycoplasmaHbovisHandHyycoplasmaHagalactiaeHbyHoligonucleotideHprobesH
complementaryHtoHYb±HrRzmVH1991THaTHZcU[a 25

331 ±equenceHofHaHYV]UkbHregionHinHtheH[OUflankingHregionHofHtheHmurineHcUfosHprotoUoncogeneHwhichH
containsHanHestrogenUresponseHelementVH1991THYXaTHZdYUZ 12

330 mHnovelHtetradecapeptideHisolatedHfromHbovineHadrenalHmedullaHchromaffinHvesiclesHwithHstrongH
homologyHtoHanHinternalHsequenceHcodedHbyHtheHratHYnYXcaHP–reprosecretograninHuuuQHgeneVH1991THZTHaYYUb 3

329 oonstructionHandHcharacterizationHofHaHzotuUnsuqHlinkingHlibraryHfromHtheHhumanHαHchromosomeVH
1991THYYTHYYaUZ[ 6

328 opsHislandsfHfeaturesHandHdistributionHinHtheHgenomesHofHvertebratesVH1991THYXbTHYc[Ud[ 91

327 cpzmHcloningHofHtheHtypeHYHneurofibromatosisHgenefHcompleteHsequenceHofHtheHzrYHgeneHproductVH
1991THYYTHe[YU]X 350

326 oonservationHofHtheHsequenceHofHtheHmlzheimerOsHdiseaseHamyloidHpeptideHinHdogTHpolarHbearHandH
fiveHotherHmammalsHbyHcrossUspeciesHpolymeraseHchainHreactionHanalysisVH1991THYXTHZeeU[Xa 266

325 ±tructureHofHtheHmurineHcUsisHprotoUoncogeneHP±isTH–psrnQHencodingHtheHnHchainHofHplateletUderivedH
growthHfactorVH1991THYXTHZdcUeZ 34
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324 ±tructureHandHevolutionHofHtheHÎetrahymenaHthermophilaHgeneHencodingHribosomalHproteinHxZYVH
1991THedTHYbYUc 18

323 –orcineH±uzqsfHcharacterizationHandHuseHinHspeciesUspecificHamplificationVH1991THYXTHe]eUab 42

322 mHsyntheticHpeptideHcorrespondingHtoHhr±tUbetaUPdYUeaQHhasHthioredoxinUlikeHactivityVH1991THcdTHYb[UcX 13

321 mHsingleUstrandHspecificHendonucleaseHactivityHcopurifiesHwithHoverexpressedHÎaHpYaHexonucleaseVH
NucleicnAcidsnResearchTH1991THYeTH]YZcU[Z 20.1 42

320 pisulfideHassignmentsHinHrecombinantHmouseHandHhumanHinterleukinH]VH1991TH[XTHYaYaUZ[ 33

319 unhibitionHofHgeneHexpressionHbyHaHshortHsenseHfragmentVHNucleicnAcidsnResearchTH1991THYeTH]beUca 20.1 46

318 mntisenseHpeptidesfHtoolsHforHreceptorHisolationkHxackHofHantisenseHy±tHandHmoÎtHtoHinteractHwithH
theirHsenseHpeptidesHandHtoHinduceHreceptorUspecificHantibodiesVH1991THYYTHY[U][ 9

317 ±ynthesisHofHtruncatedHaminoUterminalHtrimersHofHthrombospondinVH1991TH[XTHbaabUbZ 49

316 qpitopeHmappingHofHantibodiesHtoHacetylcholineHreceptorHalphaHsubunitsHusingHpeptidesHsynthesizedH
onHpolypropyleneHpegsVH1991TH[XTHZ]cXUc 43

315 oloningHandHcharacterizationHofHRrpYTHtheHgeneHencodingHprosophilaHstrandHtransferasefH
carboxyUterminalHhomologyHtoHpzmHrepairHendoWexonucleasesVHNucleicnAcidsnResearchTH1991THYeTH]aZ[Ue 20.1 39

314 pifferentialHexpressionHofHtwoHgenesHforHYUaminocyclopropaneUYUcarboxylateHsynthaseHinHtomatoH
fruitsVH1991THddTHa[]XU] 142

313 qvolutionaryHstudiesHofHtheHnerveHgrowthHfactorHfamilyHrevealHaHnovelHmemberHabundantlyH
expressedHinHαenopusHovaryVH1991THbTHd]aUad 726

312 ÎheHprimaryHstructureHofHcytochromeHcUaa]HfromHtheHgreenHphotosyntheticHbacteriumHohloroflexusH
aurantiacusVH1991TH[XTHYY]aYUd 33

311 ±tructuralHandHfunctionalHanalysisHofHqcoRuHpzmHmethyltransferaseHbyHproteolysisVH1991TH[XTHZe]XUb 27

310 mHcomponentHofHcalciumUactivatedHpotassiumHchannelsHencodedHbyHtheHprosophilaHsloHlocusVH1991TH
Za[THaaYUa 586

309 αenopusHliverHferritinHtHsubunitfHcpzmHsequenceHandHmRzmHproductionHinHtheHliverHfollowingH
estrogenHtreatmentVH1991TH[XTHYebaUcZ 15

308
oharacterizationHofHtheHZaUkilodaltonHsubunitHofHtheHenergyUtransducingHzmptUubiquinoneH
oxidoreductaseHofH–aracoccusHdenitrificansfHsequenceHsimilarityHtoHtheHZ]UkilodaltonHsubunitHofHtheH
flavoproteinHfractionHofHmammalianHcomplexHuVH1991TH[XTHdbcdUd]

45

307 ±tructureHofHhumanHmilkHbileHsaltHactivatedHlipaseVH1991TH[XTHaXXUYX 102

(1991-1991)
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306 ÎomatoHyellowHleafHcurlHvirusHfromH±ardiniaHisHaHwhiteflyUtransmittedHmonopartiteHgeminivirusVH
NucleicnAcidsnResearchTH1991THYeTHbcb[Ue 20.1 234

305 oompleteHnucleotideHsequenceHofHtheHgeneHforHhumanHheparinHcofactorHuuHandHmappingHtoH
chromosomalHbandHZZqYYVH1991TH[XTHY[aXUc 28

304 runctionalHdualityHandHstructuralHuniquenessHofHdepressantHinsectUselectiveHneurotoxinsVH1991TH[XTH]dY]UZY 123

303 ÎwoHgenesHencodeHtheHtwoHsubunitsHofHcottonseedHcatalaseVH1991THZdeTHZ[cU][ 32

302
oharacterizationHofHaHcpzmUencodingHrabbitHbrainHhemeHoxygenaseUZHandHidentificationHofHaH
conservedHdomainHamongHmammalianHhemeHoxygenaseHisozymesfHpossibleHhemeUbindingHsitekVH
1991THZeXTH[[bU]]

64

301 mHsyntheticHpeptideHsubstrateHforHinitiationHfactorUZHkinasesVH1991THYcdTH][XUc 29

300 tomologyHofHplacentalHproteinHYYHandHpeaHseedHalbuminHZHwithHvitronectinVH1991THYcbTHYXXXUb 27

299 mminoHacidHsequenceHofHtheHbacteriophageHÎaHgeneHmZHproteinVH1991THYccTHYZ]XUb 2

298 ÎZHopenHreadingHframeHfromHtheH±hopeHfibromaHvirusHencodesHaHsolubleHformHofHtheHÎzrHreceptorVH
1991THYcbTH[[aU]Z 195

297 sravidinTHanHendogenousHinhibitorHofHphospholipaseHmZHactivityTHisHaHsecretoryHcomponentHofHugmVH
1991THYcbTH]]cUaZ 22

296 udentificationHofHmacrophageHcellUsurfaceHbindingHsitesHforHcationizedHbovineHserumHalbuminVH1991TH
YdYTHcdcUeb 11

295 niosynthesisHofHhumanHalphaUzUacetylgalactosaminidasefHdefectiveHphosphorylationHandH
maturationHinHinfantileHalphaUzmsmHdeficiencyVH1991THYcaTHYXecUYX[ 12

294 oomplementaryHpzmHsequenceHofHhumanHneutrophilHazurocidinTHanHantibioticHwithHextensiveH
homologyHtoHserineHproteasesVH1991THYccTHbddUea 47

293 yolecularHcharacterizationHofHtheHinterleukinUdHreceptorVH1991THYceTHcd]Ue 33

292 tumanHelongationHfactorHYHbetafHcpzmHandHderivedHaminoHacidHsequenceVH1991THYccTH[YZUc 24

291 ±equenceHmicroheterogeneityHofHtheHthreeHsmallHsubunitHribosomalHRzmHgenesHofHnabesiaH
bigeminafHexpressionHinHerythrocyteHcultureVHNucleicnAcidsnResearchTH1991THYeTH[b]YUa 20.1 61

290 oomplementaryHpzmHsequencingfHexpressedHsequenceHtagsHandHhumanHgenomeHprojectVH1991THZaZTHYbaYUb 1893

289 tumanHmilkHbileUsaltHstimulatedHlipaseVH±equenceHsimilarityHwithHratHlysophospholipaseHandH
homologyHwithHtheHactiveHsiteHregionHofHcholinesterasesVH1991THZcdTHYeXU] 19
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288 qvidenceHforHcoUregulationHofHouTZnHsuperoxideHdismutaseHandHmetallothioneinHgeneHexpressionHinH
yeastHthroughHtranscriptionalHcontrolHbyHcopperHviaHtheHmoqHYHfactorVH1991THZcdTHZb[Ub 75

287 mHheptapeptideHrepeatHcontributesHtoHtheHunusualHlengthHofHchloroplastHribosomalHproteinH±YdVH
zucleotideHsequenceHandHmapHpositionHofHtheHrpl[[UrpsYdHgeneHclusterHinHmaizeVH1991THZceTHYe[Uc 13

286 ÎheHthreeUdimensionalHstructureHofHtheHbifunctionalHproteinaseHwWalphaUamylaseHinhibitorHfromH
wheatHP–wY[QHatHZVaHmHresolutionVH1991THZceTHZ]XUZ 41

285 mHstructureUderivedHsequenceHpatternHforHtheHdetectionHofHtypeHuHcopperHbindingHdomainsHinH
distantlyHrelatedHproteinsVH1991THZceTHc[Ud 38

284 qvidenceHthatHnebulinHisHaHproteinUrulerHinHmuscleHthinHfilamentsVH1991THZdZTH[Y[Ub 164

283 pifferentialHregulationHofHtheHtwoHmRzmHspeciesHofHtheHrodentHnegativeHacuteHphaseHproteinHalphaH
YUinhibitorH[VH1991THZdZTH[bdUcZ 5

282 ÎheHyeastHpzmHrepairHproteinsHRmpYHandHRmpcHshareHsimilarHputativeHfunctionalHdomainsVH1991TH
Zd[THZX[Ub 25

281 OΦxUUaHnonUredundantHcompositeHproteinHsequenceHdatabaseVHNucleicnAcidsnResearchTH1994THZZTH[ac]Uc 20.1 90

280 ÎheH±nm±qHproteinHdomainHlibraryTHreleaseH[VXfHaHcollectionHofHannotatedHproteinHsequenceH
segmentsVHNucleicnAcidsnResearchTH1994THZZTH[bYXUa 20.1 21

279 –anningHforHgenesUUmHvisualHstrategyHforHidentifyingHnovelHgeneHorthologsHandHparalogsVHGenomen
ResearchTH1999THeTH[c[UdZ 9.7 2

278 runctionalHgenomicsHinHoaenorhabditisHelegansfHmnHapproachHinvolvingHcomparisonsHofHsequencesH
fromHrelatedHnematodesVHGenomenResearchTH1999THeTH[]dUae 9.7 10

277 mHdinucleotideHrepeatHforHtheHpY±a[HlocusVHNucleicnAcidsnResearchTH1992THZXTHYYbc 20.1 2

276 mHtetranucleotideHrepeatHforHtheHrY[nHlocusVHNucleicnAcidsnResearchTH1992THZXTHYYbc 20.1 39

275 ±tructuralHandHfunctionalHanalysisHofHtemperatureUsensitiveHmutantsHofHtheHphageHphiHZeHpzmH
polymeraseVHNucleicnAcidsnResearchTH1990THYdTH]cb[UcX 20.1 28

274 qxtranuclearHgeneHexpressionHinHyeastfHevidenceHforHaHplasmidUencodedHRzmHpolymeraseHofHuniqueH
structureVHNucleicnAcidsnResearchTH1988THYbTHdXecUYYZ 20.1 79

273 mHpotassiumHtransporterHofHtheHyeastH±chwanniomycesHoccidentalisHhomologousHtoHtheHwupHsystemH
ofHqscherichiaHcoliHhasHaHhighHconcentrativeHcapacityVH1995THY]TH[XZYUc 43

272 sozZXTHaHnovelHmÎ–HbindingHcassetteHproteinTHandHsozYHresideHinHaHcomplexHthatHmediatesH
activationHofHtheHeurUZHalphaHkinaseHsozZHinHaminoHacidUstarvedHcellsVH1995THY]TH[Yd]Uee 52

271 mHhumanHphosphatidylinositolH[UkinaseHcomplexHrelatedHtoHtheHyeastHüps[]pUüpsYapHproteinH
sortingHsystemVH1995THY]TH[[[eU]d 138

(1995-1991)
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270 vndTHaHgeneHrequiredHforHearlyHneurogenesisHofHprosophilaTHencodesHaHhomeodomainHproteinVH1995TH
Y]TH[]dcUea 31

269 ±tructureHofHtheHdsRzmHbindingHdomainHofHqVHcoliHRzaseHuuuVH1995THY]TH[acZUd] 95

268 mctivationHofHalphaUtoxinHtranslationHinH±taphylococcusHaureusHbyHtheHtransUencodedHantisenseHRzmTH
RzmuuuVH1995THY]TH]abeUcc 169

267 sepnfHanHmspergillusHnidulansHgeneHinvolvedHinHchromosomeHsegregationHandHtheHinitiationHofH
cytokinesisVH1995THY]THaZ]]Uac 22

266 zovelHlocationHandHfunctionHofHaHthyroidHhormoneHresponseHelementVH1995THY]THacYXUZ[ 12

265 yolecularHcloningHofHgefiltinHPOzYQfHserialHexpressionHofHtwoHnewHneurofilamentHmRzmsHduringH
opticHnerveHregenerationVH1994THY[THZecU[Xa 9

264 –opmYTHaHproteinHwhichHinducesHaHhypersensitivityUlikeHresponseHonHspecificH–etuniaHgenotypesTHisH
secretedHviaHtheHtrpHpathwayHofH–seudomonasHsolanacearumVH1994THY[THa][Ua[ 66

263 qvidenceHofHselectionHforHproteinHintronsHinHtheHrecmsHofHpathogenicHmycobacteriaVH1994THY[THbeeUcX[ 43

262 ÎheH±tZHdomainHproteinHsRnUcHisHcoUamplifiedTHoverexpressedHandHinHaHtightHcomplexHwithHtqRZHinH
breastHcancerVH1994THY[THY[[YU]X 80

261 senerationHofHinterleukinUbHreceptorHantagonistsHbyHmolecularUmodelingHguidedHmutagenesisHofH
residuesHimportantHforHgpY[XHactivationVH1994THY[THY[acUbc 28

260 üu–[bTHaHnovelHcomponentHofHglycolipidHraftsHandHexocyticHcarrierHvesiclesHinHepithelialHcellsVH1994TH
Y[THYcZeU]X 48

259 orystalHstructureHandHsiteUdirectedHmutagenesisHofHaHbleomycinHresistanceHproteinHandHtheirH
significanceHforHdrugHsequesteringVH1994THY[THZ]d[UeZ 33

258 qvolutionHofHcytochromeHoxidaseTHanHenzymeHolderHthanHatmosphericHoxygenVH1994THY[THZaYbUZa 57

257 oharacterizationHandHcloningHofHtheHhumanHsplicingHfactorHesdfHaHnovelH[aHkpaHfactorHofHtheH
serineWarginineHproteinHfamilyVH1994THY[THZb[eU]e 63

256 qvolutionHofHaHdisruptedHÎmRHRzmHhairpinHstructureHinHtheHtuüUYHvirusVH1994THY[THZbaXUe 56

255 oharacterizationHofHtwoHproteinHkinasesHfromH±chizosaccharomycesHpombeHinvolvedHinHtheH
regulationHofHpzmHrepairVH1994THY[THZcccUdd 42

254 yolecularHcharacterizationHofH±usYTHaH±accharomycesHcerevisiaeHgeneHinvolvedHinHnegativeH
regulationHofHsUproteinUmediatedHsignalHtransductionVH1994THY[TH[XaXUb] 9

253 ÎheHyeastHzO–]HgeneHproductHisHanHessentialHnucleolarHproteinHrequiredHforHpreUrRzmHprocessingH
andHaccumulationHofHbX±HribosomalHsubunitsVH1994THY[TH[YZcU[a 59
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252 ±yntheticHlethalityHwithHfibrillarinHidentifiesHzO–ccpTHaHnucleolarHproteinHrequiredHforHpreUrRzmH
processingHandHmodificationVH1994THY[TH[Y[bU]d 71

251 ±equencesHwithinHtheHpoliovirusHinternalHribosomeHentryHsegmentHcontrolHviralHRzmHsynthesisVH1994TH
Y[TH[Y]eUac 58

250 mHnuclearHmutationHinHmaizeHblocksHtheHprocessingHandHtranslationHofHseveralHchloroplastHmRzmsH
andHprovidesHevidenceHforHtheHdifferentialHtranslationHofHalternativeHmRzmHformsVH1994THY[TH[YcXUdY 109

249 udentificationHofHaHhighHaffinityHzt]SHtransporterHfromHplantsVH1994THY[TH[]b]UcY 125

248 ÎenmTHaHprosophilaHgeneHrelatedHtoHtenascinTHisHaHnewHpairUruleHgeneVH1994THY[TH[cZdU]X 62

247 mHmemberHofHaHnovelHfamilyHofHyeastHOznUfingerOHproteinsHmediatesHtheHtransitionHfromHstationaryH
phaseHtoHcellHproliferationVH1994THY[TH[dYZUZY 23

246 muxinHinducibilityHandHdevelopmentalHexpressionHofHaxiHYfHaHgeneHdirectingHauxinHindependentH
growthHinHtobaccoHprotoplastsVH1994THY[TH]cZeU[b 5

245 qnzmUYTHtheHmajorHnuclearHantigenHofHqpsteinUnarrHvirusTHresemblesHORssOHRzmHbindingHproteinsVH
1994THY[TH]d]XUc 35

244 oompleteHpzmHsequenceHofHyeastHchromosomeHuuVH1994THY[THaceaUdXe 46

243 mHfamilyHofHproteinsHcontainingHaHconservedHdomainHthatHmediatesHinteractionHwithHtheHyeastH±zrYH
proteinHkinaseHcomplexVH1994THY[THadcdUdb 52

242 yolecularHcloningTHstructuralHanalysisHandHfunctionalHexpressionHofHtheHprolineUrichHfocalHadhesionH
andHmicrofilamentUassociatedHproteinHüm±–VH1995THY]THYeUZc 54

241 ÎheHtransketolaseHgeneHfamilyHofHtheHresurrectionHplantHoraterostigmaHplantagineumfHdifferentialH
expressionHduringHtheHrehydrationHphaseVH1995THY]THbYXUd 31

240 mHnovelHtypeHofHmyosinHimplicatedHinHsignallingHbyHrhoHfamilyHsÎ–asesVH1995THY]THbecUcX] 47

239 ±erWÎhrUrichHrepetitiveHmotifsHasHtargetsHforHphosphoglycanHmodificationsHinHxeishmaniaHmexicanaH
secretedHacidHphosphataseVH1995THY]THYXbcUc] 28

238 mrÎYfHaHmediatorHofHironHregulatedHtranscriptionalHcontrolHinH±accharomycesHcerevisiaeVH1995THY]THYZ[YUe 131

237
ÎheHsequenceHandHbindingHspecificityHofHöaβTHtheHspecificHregulatorHofHtheHpurineHutilizationH
pathwayHinHmspergillusHnidulansTHsuggestHanHevolutionaryHrelationshipHwithHtheH––RYHproteinHofH
±accharomycesHcerevisiaeVH1995THY]THY]a[Ubc

23

236 unteractionHbetweenHtheHautokinaseHqpsqHandHqpsxHinHtheHcytoplasmicHmembraneHisHrequiredHforH
extracellularHsecretionHinHüibrioHcholeraeVH1995THY]THYbb]Uc[ 75

235 yolecularHidentificationHofHanHmnoHtransporterHcomplexHforHmanganesefHanalysisHofHaHcyanobacterialH
mutantHstrainHimpairedHinHtheHphotosyntheticHoxygenHevolutionHprocessVH1995THY]THYd]aUa[ 44

(1995-1994)
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234 mHnovelHhumanHproteaseHsimilarHtoHtheHinterleukinUYHbetaHconvertingHenzymeHinducesHapoptosisHinH
transfectedHcellsVH1995THY]THYeY]UZZ 77

233 –hosphorylationHswitchesHspecificHforHtheHcardiacHisoformHofHmyosinHbindingHproteinUofHaHmodulatorH
ofHcardiacHcontractionkVH1995THY]THYeaZUbX 171

232 ±mHandH±mUlikeHproteinsHbelongHtoHaHlargeHfamilyfHidentificationHofHproteinsHofHtheHöbHasHwellHasHtheH
öYTHöZTHö]HandHöaHsnRz–sVH1995THY]THZXdeUed 130

231 ÎheHpzmHbindingHdomainHofHtheHinitiatorHproteinHpnamVH1995THY]THZYXbUYY 47

230 RzmUmediatedHtranspositionHofHtheHtobaccoHretrotransposonHÎntYHinHmrabidopsisHthalianaVH1995THY]THZ[b]Uc[ 36

229 oloningHandHelectrophysiologicalHanalysisHofHw±ÎYTHanHinwardHrectifyingHwSHchannelHexpressedHinH
potatoHguardHcellsVH1995THY]THZ]XeUYb 68

228 –roviralHtaggingHinHqHmuUmycHtransgenicHmiceHlackingHtheH–imUYHprotoUoncogeneHleadsHtoH
compensatoryHactivationHofH–imUZVH1995THY]THZa[bU]] 56

227 yolecularHcloningHofHtheHchickenHmyelomonocyticHgrowthHfactorHPcysrQHrevealsHrelationshipHtoH
interleukinHbHandHgranulocyteHcolonyHstimulatingHfactorVH1989THdTHYcaUdY 30

226 pifferentialHexonHusageHinvolvingHanHunusualHsplicingHmechanismHgeneratesHatHleastHeightHtypesHofH
zomyHcpzmHinHmouseHbrainVH1989THdTH[daUeZ 70

225 udentificationHofHtheHgeneHforHflyHnonUmuscleHmyosinHheavyHchainfHprosophilaHmyosinHheavyHchainsH
areHencodedHbyHaHgeneHfamilyVH1989THdTHeY[UZZ 22

224 ±tructuralHgenesHforHtheHvanadiumHnitrogenaseHfromHmzotobacterHchroococcumVH1989THdTHYZYcUZ] 25

223 mHY]HbpHpromoterHelementHdirectsHtheHtestisHspecificityHofHtheHprosophilaHbetaHZHtubulinHgeneVH1989TH
dTHYaaeUba 57

222 mHphenylalanineHammoniaUlyaseHgeneHfromHparsleyfHstructureTHregulationHandHidentificationHofH
elicitorHandHlightHresponsiveHcisUactingHelementsVH1989THdTHYb]YUd 199

221 yolecularHcloningHandHstructuralHanalysisHofHaHgeneHfromHZeaHmaysHPxVQHcodingHforHaHputativeH
receptorHforHtheHplantHhormoneHauxinVH1989THdTHZ]a[UbY 61

220 ±tructureHandHdeducedHfunctionHofHtheHgranaticinUproducingHpolyketideHsynthaseHgeneHclusterHofH
±treptomycesHviolaceoruberHÎˆ…ZZVH1989THdTHZcYcUZa 58

219 mnalysisHofHtheHnucleotideHsequenceHofHtheH±treptomycesHglaucescensHtcmuHgenesHprovidesHkeyH
informationHaboutHtheHenzymologyHofHpolyketideHantibioticHbiosynthesisVH1989THdTHZcZcU[b 63

218 ±tructureTHmappingHandHexpressionHofHaHgrowthHfactorHinducibleHgeneHencodingHaHputativeHnuclearH
hormonalHbindingHreceptorVH1989THdTH[[ZcU[a 67

217 –rimaryHstructureHofHsensoryHrhodopsinHuTHaHprokaryoticHphotoreceptorVH1989THdTH[eb[UcY 30
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216 cpzmHcloningHandHsequencingHofHtheHproteinUtyrosineHkinaseHsubstrateTHezrinTHrevealsHhomologyHtoH
bandH]VYVH1989THdTH]Y[[U]Z 88

215 yolecularHanalysisHofHtheHasenseHgeneTHaHmemberHofHtheHachaeteUscuteHcomplexHofHprosophilaH
melanogasterTHandHitsHnovelHroleHinHopticHlobeHdevelopmentVH1989THdTH[aa[UbZ 55

214
mnionHtransportHinHoocytesHofHαenopusHlaevisHinducedHbyHexpressionHofHmouseHerythroidHbandH[H
proteinUUencodingHcRzmHandHofHaHcRzmHderivativeHobtainedHbyHsiteUdirectedHmutagenesisHatHtheH
stilbeneHdisulfonateHbindingHsiteVH1989THdTH[bXYUe

21

213 udentificationHofHfourHconservedHmotifsHamongHtheHRzmUdependentHpolymeraseHencodingHelementsVH
1989THdTH[dbcUc] 453

212 pisruptionHofHtheHyeastHnuclearH–qÎa]HgeneHblocksHexcisionHofHmitochondrialHintronHauaHbetaHfromH
preUmRzmHforHcytochromeHcHoxidaseHsubunitHuVH1989THdTH[deeUeX] 23

211 oharacterizationHofHaHguanineHnucleotideHdissociationHstimulatorHforHaHrasUrelatedHsÎ–aseVH1993THYZTH[[eU]c 44

210 RecognitionHofHtheHαenopusHribosomalHcoreHpromoterHbyHtheHtranscriptionHfactorHxönrHinvolvesH
multipleHtysHboxHdomainsHandHleadsHtoHanHxönrHinterdomainHinteractionVH1993THYZTHaY[UZa 27

209 ÎheHprosophilaHdoublesexHproteinsHshareHaHnovelHzincHfingerHrelatedHpzmHbindingHdomainVH1993THYZTHaZcU[a 79

208 olathrinHassemblyHproteinHm–YdXfHprimaryHstructureTHdomainHorganizationHandHidentificationHofHaH
clathrinHbindingHsiteVH1993THYZTHbbcUca 31

207 seneticHandHmolecularHidentificationHofHaHprosophilaHhistidineHdecarboxylaseHgeneHrequiredHinH
photoreceptorHtransmitterHsynthesisVH1993THYZTHeYYUe 53

206 rusionHbetweenHaHnovelHwrˆ…ppelUlikeHzincHfingerHgeneHandHtheHretinoicHacidHreceptorUalphaHlocusHdueH
toHaHvariantHtPYYgYcQHtranslocationHassociatedHwithHacuteHpromyelocyticHleukaemiaVH1993THYZTHYYbYUc 162

205 ÎheHtransUspliceosomalHöZHsnRz–HproteinH]XwHofHÎrypanosomaHbruceifHcloningHandHanalysisHofH
functionalHdomainsHrevealsHhomologyHtoHaHmammalianHsnRz–HproteinVH1993THYZTHYZ[eU]d 11

204 runctionalHconservationHofHvertebrateHsevenUupHrelatedHgenesHinHneurogenesisHandHeyeH
developmentVH1993THYZTHY]X[UY] 19

203 ÎheHtdHintronHendonucleaseHuUÎevuHmakesHextensiveHsequenceUtolerantHcontactsHacrossHtheHminorH
grooveHofHitsHpzmHtargetVH1993THYZTHZY]YUe 32

202 xinkageHofHsuperantigenUlikeHstimulationHofHsyngeneicHÎHcellsHinHaHmouseHmodelHofHfollicularHcenterHnH
cellHlymphomaHtoHtranscriptionHofHendogenousHmammaryHtumorHvirusVH1993THYZTHZ[Y[UZX 21

201 üPpQvHrecombinationHinHnHcellsHisHimpairedHbutHnotHblockedHbyHtargetedHdeletionHofHtheH
immunoglobulinHheavyHchainHintronHenhancerVH1993THYZTHZ[ZYUc 68

200 wettinTHaHlargeHmodularHproteinHinHtheHZUdiscHofHinsectHmusclesVH1993THYZTHZdb[UcY 37

199 qvolutionHandHreplicationHofHtobaccoHringspotHvirusHsatelliteHRzmHmutantsVH1993THYZTHZebeUcb 4

(1993-1989)
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198 –olyproteinHprocessingHinHmfricanHswineHfeverHvirusfHaHnovelHgeneHexpressionHstrategyHforHaHpzmH
virusVH1993THYZTHZeccUdc 39

197 ÎetanusHtoxinHlightHchainHexpressionHinH±ertoliHcellsHofHtransgenicHmiceHcausesHalterationsHofHtheH
actinHcytoskeletonHandHdisruptsHspermatogenesisVH1993THYZTH[[baUcZ 14

196 pomainHmappingHofHtubeTHaHproteinHessentialHforHdorsoventralHpatterningHofHtheHprosophilaHembryoVH
1993THYZTH[]]eUad 9

195 OlivefHaHkeyHgeneHrequiredHforHchlorophyllHbiosynthesisHinHmntirrhinumHmajusVH1993THYZTH[cYYUe 43

194 ÎheHheatHshockHcognateHproteinHfromHpictyosteliumHaffectsHactinHpolymerizationHthroughH
interactionHwithHtheHactinUbindingHproteinHcap[ZW[]VH1993THYZTH[cb[UcY 15

193 –hosphorylationHofHw±–HmotifsHinHtheHoUterminalHregionHofHtitinHinHdifferentiatingHmyoblastsVH1993TH
YZTH[dZcU[] 28

192 mH±accharomycesHcerevisiaeHhomologueHofHmammalianHtranslationHinitiationHfactorH]nHcontributesH
toHRzmHhelicaseHactivityVH1993THYZTH[eecU]XX[ 61

191 mHcomplexHsecondaryHstructureHinHöYmHpreUmRzmHthatHbindsHtwoHmoleculesHofHöYmHproteinHisH
requiredHforHregulationHofHpolyadenylationVH1993THYZTHaYeYUZXX 45

190 oonservedHfunctionHofHanophelesHgambiaeHmidgutUspecificHpromotersHinHtheHfruitflyVH1996THYaTH[]]UaX 10

189 widTHaHnovelHkinesinUlikeHpzmHbindingHproteinTHisHlocalizedHtoHchromosomesHandHtheHmitoticHspindleVH
1996THYaTH]acUbc 53

188 ohloroplastHmRzmH[OUendHprocessingHbyHaHhighHmolecularHweightHproteinHcomplexHisHregulatedHbyH
nuclearHencodedHRzmHbindingHproteinsVH1996THYaTHYY[ZU]Y 68

187 qscherichiaHcoliHproteinHanalogsH±tpmHandHtUz±fHregulatoryHloopsTHsimilarHandHdisparateHeffectsHonH
nucleicHacidHdynamicsVH1996THYaTHY[]XUe 84

186 qpidermalHegrUlikeHzincHfingerHproteinHofHprosophilaHparticipatesHinHmyotubeHguidanceVH1996THYaTHYb]ZUe 46

185 peltaUHandHzetaUoO–THtwoHcoatomerHsubunitsHhomologousHtoHclathrinUassociatedHproteinsTHareH
involvedHinHqRHretrievalVH1996THYaTHYceZUd 47

184 oompleteHnucleotideHsequenceHofH±accharomycesHcerevisiaeHchromosomeHαVH1996THYaTHZX[YU]e 18

183
yutationalHanalysisHofHmammalianHpolyPmQHpolymeraseHidentifiesHaHregionHforHprimerHbindingHandH
catalyticHdomainTHhomologousHtoHtheHfamilyHαHpolymerasesTHandHtoHotherHnucleotidyltransferasesVH
1996THYaTHZae[UbX[

84

182 pmsTHaHgeneHrequiredHforHchloroplastHdifferentiationHandHpalisadeHdevelopmentHinHmntirrhinumH
majusVH1996THYaTH]Ye]UZXc 59

181 yultipleHinteractionsHamongstHfloralHhomeoticHymp±HboxHproteinsVH1996THYaTH][[XU][ 96
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180 mHtemperatureUsensitiveHsplicingHmutationHinHtheHbimsHgeneHofHmspergillusHproducesHanHzUterminalH
fragmentHwhichHinterferesHwithHtypeHYHproteinHphosphataseHfunctionVH1996THYaTH]ac]Ud[ 3

179 ummuneHfactorHsambifYTHaHnewHrelHfamilyHmemberHfromHtheHhumanHmalariaHvectorTHmnophelesH
gambiaeVH1996THYaTH]beYUcXY 39

178 unteractionHofHelicitorUinducedHpzmUbindingHproteinsHwithHelicitorHresponseHelementsHinHtheH
promotersHofHparsleyH–RYHgenesVH1996THYaTHabeXUcXX 262

177 RR–aHisHrequiredHforHformationHofHbothHYd±HandHaVd±HrRzmHinHyeastVH1996THYaTHacXYUY] 92

176 xossHofHgrowthHpolarityHandHmislocalizationHofHseptaHinHaHzeurosporaHmutantHalteredHinHtheH
regulatoryHsubunitHofHcmy–UdependentHproteinHkinaseVH1996THYaTHaccZUdZ 42

175 önmHYfHanHessentialHyeastHgeneHencodingHubiquitinUactivatingHenzymeVH1991THYXTHZZcU[b 88

174 ÎheHmurineH±piUZHproteinaseHinhibitorHlocusfHaHmultigeneHfamilyHwithHaHhypervariableHreactiveHsiteH
domainVH1991THYXTHZaaUbY 13

173 ÎUpzmHintegrationfHaHmodeHofHillegitimateHrecombinationHinHplantsVH1991THYXTHbecUcX] 133

172 ybhHYfHaHnovelHgelsolinWseverinUrelatedHproteinHwhichHbindsHactinHinHvitroHandHexhibitsHnuclearH
localizationHinHvivoVH1991THYXTHcacUbb 25

171 qxpressionHofHgenesHencodingHtheHtranscriptionHfactorH±RrHduringHearlyHdevelopmentHofHαenopusH
laevisfHidentificationHofHaHomrsHboxUbindingHactivityHasH±RrVH1991THYXTHe[[U]X 34

170 pirectHandHinvertedHpzmHrepeatsHassociatedHwithH–UglycoproteinHgeneHamplificationHinHdrugH
resistantHxeishmaniaVH1991THYXTHYXXeUYb 65

169 mnHmnmHandHsmHmodulatedHgeneHexpressedHinHtheHbarleyHembryoHencodesHanHaldoseHreductaseH
relatedHproteinVH1991THYXTHYX[cU][ 42

168 mHfusionHproteinHformedHbyHxUmycHandHaHnovelHgeneHinH±oxoVH1991THYXTHY[[YUa 10

167 rsrRU]THaHnovelHacidicHfibroblastHgrowthHfactorHreceptorHwithHaHdistinctHexpressionHpatternVH1991TH
YXTHY[]cUa] 126

166 qxceptionalHcodonHrecognitionHbyHtheHglutamineHtRzmsHinH±accharomycesHcerevisiaeVH1991THYXTHY]dYUeY 15

165 xightUinducibleHandHconstitutivelyHexpressedHpzmUbindingHproteinsHrecognizingHaHplantHpromoterH
elementHwithHfunctionalHrelevanceHinHlightHresponsivenessVH1991THYXTHYcccUdb 126

164 mHnovelHclassHofHplantHproteinsHcontainingHaHhomeodomainHwithHaHcloselyHlinkedHleucineHzipperH
motifVH1991THYXTHYcdcUeY 107

163 udentificationHofHaHnovelHironUresponsiveHelementHinHmurineHandHhumanHerythroidH
deltaUaminolevulinicHacidHsynthaseHmRzmVH1991THYXTHYeX[Ue 86

(1991-1996)

91



162 ohimericHmoleculesHwithHmultipleHneurotrophicHactivitiesHrevealHstructuralHelementsHdeterminingH
theHspecificitiesHofHzsrHandHnpzrVH1991THYXTHZYXaUYX 25

161 ÎheHovoHgeneHofHprosophilaHencodesHaHzincHfingerHproteinHrequiredHforHfemaleHgermHlineH
developmentVH1991THYXTHZZaeUbb 37

160 –eptidylUtRzmHhydrolaseHisHinvolvedHinHlambdaHinhibitionHofHhostHproteinHsynthesisVH1991THYXTH[a]eUaa 24

159 ZebrafishHpax[zfUa]fHaHpairedHboxUcontainingHgeneHexpressedHinHtheHneuralHtubeVH1991THYXTH[bXeUYe 48

158 ÎransientHandHlocallyHrestrictedHexpressionHofHtheHrosYHprotooncogeneHduringHmouseHdevelopmentVH
1991THYXTH[be[UcXZ 27

157 yutationalHanalysisHofHtheHyeastHaUfactorHtransporterH±ÎqbTHaHmemberHofHtheHmÎ–HbindingHcassetteH
PmnoQHproteinHsuperfamilyVH1991THYXTH[cccUda 68

156 ÎUpzmHgeneHaHofHmgrobacteriumHmodulatesHauxinHresponseHbyHautoregulatedHsynthesisHofHaHgrowthH
hormoneHantagonistHinHplantsVH1991THYXTH[ed[UeY 31

155 xightHregulatedHtranslationalHactivatorsfHidentificationHofHchloroplastHgeneHspecificHmRzmHbindingH
proteinsVH1991THYXTH[ee[U]XXY 87

154 yolecularHbasisHofHyycoplasmaHsurfaceHantigenicHvariationfHaHnovelHsetHofHdivergentHgenesHundergoH
spontaneousHmutationHofHperiodicHcodingHregionsHandHaOHregulatoryHsequencesVH1991THYXTH]XbeUce 83

153 ooroninTHanHactinHbindingHproteinHofHpictyosteliumHdiscoideumHlocalizedHtoHcellHsurfaceHprojectionsTH
hasHsequenceHsimilaritiesHtoHsHproteinHbetaHsubunitsVH1991THYXTH]XecUYX] 101

152 usolationHandHexpressionHofHcpzmHclonesHencodingHmammalianHpolyPmQHpolymeraseVH1991THYXTH]ZaYUc 55

151 ÎheHyinpHproteinHisHaHmembraneHmÎ–aseHrequiredHforHtheHcorrectHplacementHofHtheHqscherichiaHcoliH
divisionHsiteVH1991THYXTH][cYUdX 121

150 ÎenascinfHcpzmHcloningHandHinductionHbyHÎsrUbetaVH1988THcTHZeccUdZ 88

149 ÎheHprocessingHpeptidaseHofHyeastHmitochondriafHtheHtwoHcoUoperatingHcomponentsHy––HandH–q–H
areHstructurallyHrelatedVH1988THcTH[]e[UaXX 58

148 mHnovelHrepliconHoccurringHnaturallyHinHqscherichiaHcoliHisHaHphageUplasmidHhybridVH1988THcTH]XXaUYX 5

147 ÎheHc±HRzmHfromHtomatoHleafHtissueHresemblesHaHsignalHrecognitionHparticleHRzmHandHexhibitsHaH
remarkableHsequenceHcomplementarityHtoHviroidsVH1988THcTH]Xb[Uc] 22

146 ÎheHchickenHdystrophinHcpzmfHstrikingHconservationHofHtheHoUterminalHcodingHandH[OHuntranslatedH
regionsHbetweenHmanHandHchickenVH1988THcTH]YacUbZ 29

145 ±tructureHandHexpressionHofHaHαenopusHgeneHencodingHanHsnRz–HproteinHPöYHcXwQVH1988THcTH][YYUZY 32
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144 oompleteHprimaryHstructureHofHhumanHandHrabbitHlactaseUphlorizinHhydrolasefHimplicationsHforH
biosynthesisTHmembraneHanchoringHandHevolutionHofHtheHenzymeVH1988THcTHZcXaUY[ 62

143 ÎheHcecropinHlocusHinHprosophilagHaHcompactHgeneHclusterHinvolvedHinHtheHresponseHtoHinfectionVH
1990THeTHZYcUZ] 76

142 yolecularHanalysisHofHtheHoYUuHalleleHfromHZeaHmaysfHaHdominantHmutantHofHtheHregulatoryHoYHlocusVH
1990THeTH[YaUZY 32

141 oloningHandHsequenceHanalysisHofHbetaU]HcpzmfHanHintegrinHsubunitHthatHcontainsHaHuniqueHYYdHkdH
cytoplasmicHdomainVH1990THeTHcbaUcX 82

140 ÎheHaminoHacidHsequenceHofHtheHoossHrecognizingHpzmHmethyltransferaseHyVnsurufHimplicationsHforH
theHanalysisHofHsequenceHrecognitionHbyHcytosineHpzmHmethyltransferasesVH1990THeTHYXXcUY[ 18

139 ÎheHamplifiedHtHcircleHofHmethotrexateUresistantHleishmaniaHtarentolaeHcontainsHaHnovelH
–UglycoproteinHgeneVH1990THeTHYXZcU[[ 70

138 RepetitiveHsequenceHinvolvementHinHtheHduplicationHandHdivergenceHofHmouseHlysozymeHgenesVH
1990THeTHYZd[Ud 27

137 usolationHofHaHgeneHencodingHaHnovelHchloroplastHproteinHbyHÎUpzmHtaggingHinHmrabidopsisHthalianaVH
1990THeTHY[[cU]b 117

136 ÎheHplantHsHboxHpromoterHsequenceHactivatesHtranscriptionHinH±accharomycesHcerevisiaeHandHisH
boundHinHvitroHbyHaHyeastHactivityHsimilarHtoHsnrTHtheHplantHsHboxHbindingHfactorVH1990THeTHYcZcU[a 33

135 ±tructureHofHdonorHsideHcomponentsHinHphotosystemHuuHpredictedHbyHcomputerHmodellingVH1990THeTHZXaYUe 32

134 oleavagesHinHtheHaOHregionHofHtheHompmHandHblaHmRzmHcontrolHstabilityfHstudiesHwithHanHqVHcoliH
mutantHalteringHmRzmHstabilityHandHaHnovelHendoribonucleaseVH1990THeTHZc[YU]Y 34

133
ÎheHmultifunctionalHpeptideHsynthetaseHperformingHtheHfirstHstepHofHpenicillinHbiosynthesisHinH
–enicilliumHchrysogenumHisHaH]ZYTXc[HdaltonHproteinHsimilarHtoHnacillusHbrevisHpeptideHantibioticH
synthetasesVH1990THeTHZc][UaX

42

132 oloningHandHexpressionHofHeukaryoticHinitiationHfactorH]nHcpzmfHsequenceHdeterminationHidentifiesH
aHcommonHRzmHrecognitionHmotifVH1990THeTHZcd[UeX 52

131 ÎheHpromoterHforHaHvariantHsurfaceHglycoproteinHgeneHexpressionHsiteHinHÎrypanosomaHbruceiVH1990TH
eTHZceYUdXY 92

130 oharacterizationHandHgeneHcloningHofHneurotactinTHaHprosophilaHtransmembraneHproteinHrelatedHtoH
cholinesterasesVH1990THeTH[ae[UbXY 45

129 mHsubsetHofHhβHRzmsHisHassociatedHwithHerythrocyteHRoHribonucleoproteinsVH1990THeTH[bd[Ue 32

128 ÎopoisomeraseHuHactivityHassociatedHwithHhumanHimmunodeficiencyHvirusHPtuüQHparticlesHandHequineH
infectiousHanemiaHvirusHcoreVH1990THeTH]YbcUcZ 12

127 ±accharomycesHcerevisiaeHproteinHphosphataseHZmHperformsHanHessentialHcellularHfunctionHandHisH
encodedHbyHtwoHgenesVH1990THeTH][[eU]b 83
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126 pistinctHsequenceHelementsHcontrolHtheHspecificityHofHsHproteinHactivationHbyHmuscarinicH
acetylcholineHreceptorHsubtypesVH1990THeTH][dYUeX 41

125 RegenerationUassociatedHhighHlevelHexpressionHofHapolipoproteinHpHmRzmHinHendoneurialH
fibroblastsHofHperipheralHnerveVH1990THeTHZ]ceUd] 25

124 ÎheHcytochromeHoxidaseHsubunitHuHandHsubunitHuuuHgenesHinHOenotheraHmitochondriaHareHtranscribedH
fromHidenticalHpromoterHsequencesVH1987THbTHZeU[] 104

123 mHmalariaHproteinHexportedHintoHaHnewHcompartmentHwithinHtheHhostHerythrocyteVH1987THbTH]daUeY 44

122 mHcaHkdHmerozoiteHsurfaceHproteinHofH–lasmodiumHfalciparumHwhichHisHrelatedHtoHtheHcXHkdH
heatUshockHproteinsVH1987THbTH]e[Ue 27

121 qsrHhomologousHsequencesHencodedHinHtheHgenomeHofHprosophilaHmelanogasterTHandHtheirHrelationH
toHneurogenicHgenesVH1987THbTHcbYUb 31

120 ÎranscriptionHofHtransposableHelementHmctivatorHPmcQHofHZeaHmaysHxVH1987THbTHYaaaUb[ 81

119 ÎheHregulatoryHcYHlocusHofHZeaHmaysHencodesHaHproteinHwithHhomologyHtoHmybHprotoUoncogeneH
productsHandHwithHstructuralHsimilaritiesHtoHtranscriptionalHactivatorsVH1987THbTH[aa[Ud 344

118 ±tructuralHvariantsHofHhumanHÎZXXHglycoproteinHPleukocyteUcommonHantigenQVH1987THbTHYZaYUc 83

117 cpzmHsequenceHencodingHaH–lasmodiumHfalciparumHproteinHassociatedHwithHknobsHandHlocalizationH
ofHtheHproteinHtoHelectronUdenseHregionsHinHmembranesHofHinfectedHerythrocytesVH1987THbTHY]ZYUc 12

116 ±tructureHofHtheHsucroseHsynthaseHgeneHonHchromosomeHeHofHZeaHmaysHxVH1985TH]THY[c[UdX 89

115 ÎheHnucleotideHsequenceHofHclonedHwheatHdwarfHvirusHpzmVH1985TH]THZYc[UdX 27

114 usolationHandHidentificationHofHÎxUpzmWplantHjunctionsHinHoonvolvulusHarvensisHtransformedHbyH
mgrobacteriumHrhizogenesHstrainHm]VH1985TH]TH[XbeUcc 21

113 mHubiquitinHconjugatingHenzymeHencodedHbyHmfricanHswineHfeverHvirusVH1992THYYTH[bYUb 22

112 oloningHofHtheHcompleteHbiosyntheticHgeneHclusterHforHanHaminonucleosideHantibioticTHpuromycinTH
andHitsHregulatedHexpressionHinHheterologousHhostsVH1992THYYTHcdaUeZ 17

111 tumanHpbdHkinaseHexhibitsHgrowthHsuppressionHinHyeastHandHhomologyHtoHtheHtranslationalH
regulatorHsozZVH1992THYYTHYaa[UbZ 119

110 –rimaryHstructureHandHfunctionalHexpressionHofHtheHzaWoaTwUexchangerHfromHbovineHrodH
photoreceptorsVH1992THYYTHYbdeUea 31

109 ÎowardsHaHmolecularHunderstandingHofHtitinVH1992THYYTHYcYYUb 123
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108 mHnovelHbacterialHvirulenceHgeneHinHxisteriaHmonocytogenesHrequiredHforHhostHcellHmicrofilamentH
interactionHwithHhomologyHtoHtheHprolineUrichHregionHofHvinculinVH1992THYYTHYedYUeX 152

107 mnHextraHcopyHofHnimqcyclinnHelevatesHpreUy–rHlevelsHandHpartiallyHsuppressesHmutationHofH
nimÎcdcZaHinHmspergillusHnidulansVH1992THYYTHZY[eU]e 42

106 cotUYTHaHgeneHrequiredHforHhyphalHelongationHinHzeurosporaHcrassaTHencodesHaHproteinHkinaseVH1992TH
YYTHZYaeUbb 86

105 ÎheHoaenorhabditisHelegansHsexHdeterminingHgeneHfemU[HisHregulatedHpostUtranscriptionallyVH1992TH
YYTHZ[X[UYX 29

104 tigherHrateHofHevolutionHofHαHchromosomeHalphaUrepeatHpzmHinHhumanHthanHinHtheHgreatHapesVH1992
THYYTHZ[bcUcZ 17

103 mHdesiccationUrelatedHqlipUlikeHgeneHfromHtheHresurrectionHplantHoraterostigmaHplantagineumHisH
regulatedHbyHlightHandHmnmVH1992THYYTHZccYUd 43

102 mHfamilyHofHhumanHcdcZUrelatedHproteinHkinasesVH1992THYYTHZeXeUYc 255

101
mHchimericHubiquitinHconjugatingHenzymeHthatHcombinesHtheHcellHcycleHpropertiesHofHopo[]HPöno[QH
andHtheHpzmHrepairHpropertiesHofHRmpbHPönoZQfHimplicationsHforHtheHstructureTHfunctionHandH
evolutionHofHtheHqZsVH1992THYYTH[XeYUd

49

100 –rimaryHandHsecondaryHstructureHofHtheHporeUformingHpeptideHofHpathogenicHqntamoebaHhistolyticaVH
1992THYYTH[aXYUb 23

99 mHnovelHantifolateHresistanceHgeneHonHtheHamplifiedHtHcircleHofHxeishmaniaVH1992THYYTH[bXYUd 74

98 nosYpTHaHmembraneHproteinHrequiredHforHqRHtoHsolgiHtransportHinHyeastTHcoUpurifiesHwithHtheHcarrierH
vesiclesHandHwithHnetYpHandHtheHqRHmembraneVH1992THYYTH[bXeUYc 27

97 ÎheHbetaUtubulinHgenesHofH–arameciumHareHinterruptedHbyHtwoHZcHbpHintronsVH1992THYYTH[cY[Ue 21

96 ZmhoxYaTHtheHproductHofHaHnovelHmaizeHhomeoboxHgeneTHinteractsHwithHtheH±hrunkenHZbHbpH
feedbackHcontrolHelementVH1992THYYTH[[bcUc] 36

95 yolecularHanalysisHofHmutationsHinHtheHoaenorhabditisHelegansHcollagenHgeneHdpyUcVH1992THYYTH[dacUb[ 27

94 sÎUZfHaHtranscriptionHfactorHwithHtwinHautonomousHpzmUbindingHdomainsHofHcloselyHrelatedHbutH
differentHtargetHsequenceHspecificityVH1992THYYTH]Y[YU]] 35

93 rissionHyeastHandHaHplantHhaveHfunctionalHhomologuesHofHtheH±arYHandH±ecYZHproteinsHinvolvedHinHqRH
toHsolgiHtrafficHinHbuddingHyeastVH1992THYYTH]ZXaUYY 42

92 sxOnO±mfHaHhomeoticHgeneHwhichHinteractsHwithHpqruouqz±HinHtheHcontrolHofHmntirrhinumHfloralH
organogenesisVH1992THYYTH]be[UcX] 176

91 usolationHandHcharacterizationHofHaHsucroseHcarrierHcpzmHfromHspinachHbyHfunctionalHexpressionHinH
yeastVH1992THYYTH]cXaUY[ 149

(1992-1992)
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90 ÎheHproteinHkinaseHhomologueH±teZXpHisHrequiredHtoHlinkHtheHyeastHpheromoneHresponseHsUproteinH
betaHgammaHsubunitsHtoHdownstreamHsignallingHcomponentsVH1992THYYTH]dYaUZ] 172

89 yuscleUspecificHexpressionHofH±RrUrelatedHgenesHinHtheHearlyHembryoHofHαenopusHlaevisVH1992THYYTH]edYUeY 33

88 mHnewHsubclassHofHnucleoporinsHthatHfunctionallyHinteractHwithHnuclearHporeHproteinHz±–YVH1992THYYTHaXaYUbY 96

87 oharacterizationHofHaHpreferredHsiteHonHhumanHchromosomeHYeqHforHintegrationHofH
adenoUassociatedHvirusHpzmHbyHnonUhomologousHrecombinationVH1992THYYTHaXcYUd 188

86 ±tructureHofHrecombinantHzUterminalHglobuleHofHtypeHüuHcollagenHalphaH[HchainHandHitsHbindingHtoH
heparinHandHhyaluronanVH1992THYYTH]ZdYUeX 48

85 ±equenceHanalysisHofHtheHinsertionHelementHu±tYVdHandHofHassociatedHstructuralHchangesHinHtheH
genomeHofHphageH–hitHofHtheHarchaebacteriumHtalobacteriumHhalobiumVH1984TH[THYcYcUZZ 15

84 xowHmolecularHweightHRzmsHwithHhomologiesHtoHcellularHpzmHatHsitesHofHadenovirusHpzmHinsertionH
inHhamsterHorHmouseHcellsVH1984TH[TH[Zb[Ue 9

83
yolecularHcloningHofHbovineHandHchickHnerveHgrowthHfactorHPzsrQfHdelineationHofHconservedHandH
unconservedHdomainsHandHtheirHrelationshipHtoHtheHbiologicalHactivityHandHantigenicityHofHzsrVH1986TH
aTHY]deUe[

25

82 ÎheHbacteriophageHÎ]HgeneHforHtheHsmallHsubunitHofHribonucleotideHreductaseHcontainsHanHintronVH
1986THaTHZX[YUb 37

81 usolationHofHaHmurineHxyUbHcpzmHrevealsHaHnewHmultigeneHfamilyVH1986THaTH[ZZcU[] 53

80 seneticHandHaminoHacidHanalysisHofHtheHsxHproteinHofHoanadianTHmmericanHandHquropeanHequineH
arteritisHvirusHisolatesVH1997THbYTHcZUb 13

79 yolecularHcloningHandHcharacterizationHofHbelugaHwhaleHPpelphinapterusHleucasQHinterleukinUYbetaH
andHtumorHnecrosisHfactorUalphaVH2001THbaTHZ[[U]X 20

78 ÎheHroleHofHtheHoUterminalHregionHinHphosphoglycerateHmutaseVH1999TH[[cHPH–tHYQTHdeUea 11

77 bU–hosphogluconateHdehydrogenaseHfromHxactococcusHlactisfHaHroleHforHarginineHresiduesHinHbindingH
substrateHandHcoenzymeVH1999TH[[dHPH–tHYQTHaaUbX 8

76 RolesHofHanHqtsHmotifHandHaHnovelHomosmoHdirectHrepeatHinHtranscriptionHofHtheHmurineH
dihydrolipoamideHdehydrogenaseHPpldQHgeneVH1999TH[[dHPH–tH[QTHbbcUca

75 qxpressionHandHtargetingHtoHtheHplasmaHmembraneHofHxoloUwTHaHchlorideHchannelHspecificallyH
expressedHinHdistinctHtubuleHsegmentsHofHαenopusHlaevisHkidneyVH1999TH[]XHPH–tH[QTHc[cU][ 4

74 ÎheHneuronalHcalciumHsensorHfamilyHofHoaZSUbindingHproteinsVH2001TH[a[THYUYZ 178

73 ÎranscriptionHterminationHdownstreamHofHtheH±accharomycesHcerevisiaeHrn–YH[changedHfromHr–nY]H
polyPmQHsiteHdoesHnotHdependHonHefficientH[OendHprocessingVH1998TH]TH[X[UYd 18
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72 tumanHmonoclonalHantibodiesHwithHdifferentHfineHspecificityHforHdigoxinHderivativesfHcloningHofH
heavyHandHlightHchainHvariableHregionHsequencesVH1991THc]THaXU] 11

71 yolecularHcloningTHreconstructionHandHexpressionHofHtheHgeneHencodingHtheHalphaUchainHofHtheH
bovineHopdUUdefinitionHofHthreeHpeptideHregionsHconservedHacrossHspeciesVH1992THcbTHeaUYXZ 3

70 zucleotideHsequenceHanalysisHofHopR[HelementsHofHaHpanelHofHantiUpeptideHmonoclonalHantibodiesH
recognizingHparathyroidHhormoneUrelatedHproteinVH1993THcdTH[ceUdb 1

69 mminoHacidHsequenceHofHtheHregionHofHbetaHZUglycoproteinHYHPgpYQHwhichHmediatesHbindingHofH
autoantibodiesHtoHtheHcardiolipinUgpYHcomplexHinHhumansVH1993THdXTHZZUd 4

68 usolationTHsequenceHandHexpressionHofHaHcpzmHencodingHtheHalphaUchainHofHtheHfelineHopdVH1994THdYTHYZcU[Y 7

67 oloningHofHcpzmHforHtheHbovineHuxUZHreceptorHPbovineHÎacHantigenQVH1988THb[THbX[UYX 27

66 mHdualUspecificityHpseudouridineHsynthasefHanHqscherichiaHcoliHsynthaseHpurifiedHandHclonedHonHtheH
basisHofHitsHspecificityHforHpsiHc]bHinHZ[±HRzmHisHalsoHspecificHforHpsiH[ZHinHtRzmPpheQVH1995THYTH][cU]d 81

65 ±tructureHandHfunctionHofHtheHseleniumHtranslationHelementHinHtheH[OUuntranslatedHregionHofHhumanH
cellularHglutathioneHperoxidaseHmRzmVH1995THYTHaYeUZa 40

64 –RnuHgeneHvariantsHcodingHforHlengthHandHnullHpolymorphismsHamongHhumanHsalivaryH–sTH–mrTH–m±TH
andH–eHprolineUrichHproteinsHP–R–sQVHAmericannJournalnofnHumannGeneticsTH1993THa[THZb]Ucd 11 17

63 yutationHinHtheH]aUcarbinolamineHdehydrataseHgeneHleadsHtoHmildHhyperphenylalaninemiaHwithH
defectiveHcofactorHmetabolismVHAmericannJournalnofnHumannGeneticsTH1993THa[THcbdUc] 11 38

62 –RnZWYHfusionHgenefHaHproductHofHunequalHandHhomologousHcrossingUoverHbetweenHprolineUrichH
proteinHP–R–QHgenesH–RnYHandH–RnZVHAmericannJournalnofnHumannGeneticsTH1992THaXTHd]ZUaY 11 5

61 mHdoubleHmutationHinHexonHbHofHtheHbetaUhexosaminidaseHalphaHsubunitHinHaHpatientHwithHtheHnYH
variantHofHÎayU±achsHdiseaseVHAmericannJournalnofnHumannGeneticsTH1992THaYTHdXZUe 11 22

60
peletionHofHtheHentireHcytochromeH–]aXHoβ–ZpbHgeneHasHaHcauseHofHimpairedHdrugHmetabolismHinH
poorHmetabolizersHofHtheHdebrisoquineWsparteineHpolymorphismVHAmericannJournalnofnHumann
GeneticsTH1991TH]dTHe][UaX

11 189

59
±tructureHofHtheHchromosomalHgeneHandHcpzmsHcodingHforHlactaseUphlorizinHhydrolaseHinHhumansH
withHadultUtypeHhypolactasiaHorHpersistenceHofHlactaseVHAmericannJournalnofnHumannGeneticsTH1991TH
]dTHddeUeXZ

11 79

58
udentificationHofHaHmissenseHmutationHinHoneHalleleHofHaHpatientHwithH–ompeHdiseaseTHandHuseHofH
endonucleaseHdigestionHofH–oRUamplifiedHRzmHtoHdemonstrateHlackHofHmRzmHexpressionHfromHtheH
secondHalleleVHAmericannJournalnofnHumannGeneticsTH1991TH]eTHb[aU]a

11 43

57
yolecularHcharacterizationHofHvariantHalphaUsubunitHofHelectronHtransferHflavoproteinHinHthreeH
patientsHwithHglutaricHacidemiaHtypeHuuUUandHidentificationHofHglycineHsubstitutionHforHvalineUYacHinH
theHsequenceHofHtheHprecursorTHproducingHanHunstableHmatureHproteinHinHaHpatientVHAmericannJournaln
ofnHumannGeneticsTH1991TH]eTHacaUdX

11 29

56 tomologousHrecombinationHbetweenHtheHxÎRsHofHaHhumanHretrovirusUlikeHelementHcausesHaHaUkbH
deletionHinHtwoHsiblingsVHAmericannJournalnofnHumannGeneticsTH1989TH]aTHd]dUa] 11 54

55 xinkageHofHtheH–vuuuHpolymorphismHwithHtheHcommonHvewishHmutationHforHsaucherHdiseaseVH
AmericannJournalnofnHumannGeneticsTH1990TH]bTHeXZUa 11 31

(1990-1991)
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54 oloningHandHchromosomalHlocalizationHofHtheHhumanHcytoskeletalHalphaUactininHgeneHrevealsHlinkageH
toHtheHbetaUspectrinHgeneVHAmericannJournalnofnHumannGeneticsTH1990TH]cTHbZUcZ 11 69

53 mllelesHatHtheH–Rn[HlocusHcodingHforHaHdisulfideUbondedHhumanHsalivaryHprolineUrichHglycoproteinHPslH
dQHandHaHnullHinHanHmshkenaziHvewVHAmericannJournalnofnHumannGeneticsTH1990TH]cTHbdbUec 11 12

52 mllelesHatHtheH–RtYHlocusHcodingHforHtheHhumanHsalivaryUacidicHprolineUrichHproteinsH–aTHpbTHandH–urVH
AmericannJournalnofnHumannGeneticsTH1987TH]YTHYX[aU]c 11 23

51 cpzmHcloningHandHchromosomalHlocalizationHP]qYYUY[QHofHaHgeneHforHstatherinTHaHregulatorHofH
calciumHinHsalivaVHAmericannJournalnofnHumannGeneticsTH1987TH]YTHYX]dUbX 11 25

50 tumanHÎHlymphotropicHvirusUuHinfectionHofHhumanHÎHlymphocytesHinducesHexpressionHofHtheH
betaUgalactosideUbindingHlectinTHgalectinU[VHAmericannJournalnofnPathologyTH1996THY]dTHYbbYUcX 5.8 101

49
oellUtypeUspecificHexpressionHofHneuralHcellHadhesionHmoleculeHPzUomyQHinHutoHcellsHofHratHliverVH
öpUregulationHduringHinHvitroHactivationHandHinHhepaticHtissueHrepairVHAmericannJournalnofnPathologyTH
1996THY]eTH]]eUbZ

5.8 106

48 tomologyHofHtheHamyloidHbetaHproteinHprecursorHinHmonkeyHandHhumanHsupportsHaHprimateHmodelH
forHbetaHamyloidosisHinHmlzheimerOsHdiseaseVHAmericannJournalnofnPathologyTH1991THY[dTHY]Z[U[a 5.8 149

47 ±tromalHexpressionHofHcZHkdaHtypeHuüHcollagenaseHPyy–UZQHandHÎuy–UZHmRzmsHinHcolorectalH
neoplasiaVHAmericannJournalnofnPathologyTH1992THY]YTH[deUeb 5.8 214

46
ÎheHevolutionarilyHconservedHribosomalHproteinHxZ[HandHtheHcationicHureaseHbetaUsubunitHofH
βersiniaHenterocoliticaHOf[HbelongHtoHtheHimmunodominantHantigensHinHβersiniaUtriggeredHreactiveH
arthritisfHimplicationsHforHautoimmunityVHMolecularnMedicineTH1994THYTH]]Uaa

6.2 6

45
ÎheHyarRHrepressorHofHtheHmultipleHantibioticHresistanceHPmarQHoperonHinHqscherichiaHcolifHprototypicH
memberHofHaHfamilyHofHbacterialHregulatoryHproteinsHinvolvedHinHsensingHphenolicHcompoundsVH
MolecularnMedicineTH1995THYTH][bU]b

6.2 73

44 mnalysisHofHtheHstructureHandHexpressionHofHtheHaugmenterHofHliverHregenerationHPmxRQHgeneVH
MolecularnMedicineTH1996THZTHecUYXd 6.2 32

43 niochemicalHpropertiesHofHchimericHskeletalHandHsmoothHmuscleHmyosinHlightHchainHkinasesVHJournaln
ofnBiologicalnChemistryTH1992THZbcTH]e[XUd 5.4 29

42 yolecularHcharacterizationHofHaHmammalianHsmoothHmuscleHmyosinHlightHchainHkinaseVHJournalnofn
BiologicalnChemistryTH1991THZbbTHZ[e[bU]] 5.4 111

41 pistributionHofHαrelHinHtheHearlyHαenopusHembryofHaHcytoplasmicHandHnuclearHgradientVHEuropeann
JournalnofnCellnBiologyTH1994THb[THZaaUbd 6.1 15

40 yolecularHmodelingHofHadenosineHreceptorsVHuVHÎheHligandHbindingHsiteHonHtheHmYHreceptorVHDrugn
DesignnandnDiscoveryTH1992THeTH]eUbc 49

39 mnHenhancedHalgorithmHforHmultipleHsequenceHalignmentHofHproteinHsequencesHusingHgeneticH
algorithmVHEXCLInJournalTH2015THY]THYZ[ZUaa 2.4 3

38 yultipleHpolyadenylationHsignalsHandH[OHuntranslatedHsequencesHareHconservedHbetweenHchickenH
andHhumanHcellularHmyosinHuuHtranscriptsVHGenenExpressionTH1991THYTHZZ[U[Y 3.4 2

37 tomologyHbetweenHalphaHZPüQHandHalphaHYPuuuQHcollagenHpromotersHandHevidenceHforHnegativelyH
actingHelementsHinHtheHalphaHZPüQHfirstHintronHandHaOHflankingHsequencesVHGenenExpressionTH1991THYTHZeU[e 3.4 11
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36 OrganizationHandHtransientHexpressionHofHtheHgeneHforHhumanHöYYHsnRzmVHGenenExpressionTH1991THYTHeYUYXZ3.4 10

35 ÎheHyR±YHgeneHofH±VHdouglasiifHcoUevolutionHofHmitochondrialHintronsHandHspecificHsplicingHproteinsH
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