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l Paper IF Citations

1931 pragrantGVenezuelaenesGkGandGlGwithGkG]]_aG—etracyclicG–keletondGniscoverySGliosynthesisSGandG
wechanismsGofGmentralGmatalystsUG

1930 monstructionGofG’ecombinantGzduGwetabolosomeG–hellsGforG–mallGwoleculeGzroductionGinG
morynebacteriumGglutamicumUG

1929 zyruvateGmarboxylaseGVariantsGonablingGsmprovedGvysineGzroductionGfromGqlucoseGsdentifiedGbyG
liosensorTlasedGrighT—hroughputGpluorescenceTkctivatedGmellG–ortingG–creeningUG

1928 óeastGtwoThybridGsystemGscreeningUG2006SGZXZSGZ[]TaX 13

1927 vambdaGmharonGvectorsGOmhZYSGZZSGZ[GandGZ]PGadaptedGforGnxkGcloningGinGrecombinationTdeficientG
hostsUG1983SGY_SGXaXTc 195

1926 kctivationGofGmouseGgenesGinGtransformedGcellsUG1983SGZ[SG]]aT_a 260

1925 wutagenesisGofGcauliflowerGmosaicGvirusUG1983SGY]SGXbcTcc 75

1924 zlasmidTencodedGhygromycinGlGresistancedGtheGsequenceGofGhygromycinGlGphosphotransferaseG
geneGandGitsGexpressionGinGoscherichiaGcoliGandG–accharomycesGcerevisiaeUG1983SGY]SGXacTbb 770

1923 mharacterizationGofGtheG—’–Vs’–GoriginGofGnxkGreplicationGofGherpesGsimplexGvirusGtypeGXUG1983SGXZWSG[YaTZb 185

1922 kGsiteTspecificGendonucleaseGessentialGforGmatingTtypeGswitchingGinG–accharomycesGcerevisiaeUG1983SG
Z]SGX_aTa[ 299

1921 kGgeneralGmethodGforGpolyethyleneTglycolTinducedGgeneticGtransformationGofGbacteriaGandGyeastUG
1983SGY]SGZZZT[X 460

1920 mompleteGstructureGofGtheGporcineGproTopiomelanocortinGm’xkGderivedGfromGtheGnucleotideG
sequenceGofGclonedGcnxkUG1983SGXXSGbW_ZTaX 91

1919 kberrantGsplicingGofGnrosophilaGalcoholGdehydrogenaseGtranscriptsGinG–accharomycesGcerevisiaeUUG
1983SGYSGYWb]TYWcX 23

1918 neletionGmutagenesisGusingGanGâ��wXZGsplintâ��dGtheGxTterminalGstructuralGdomainGofGtyrosylTt’xkG
synthetaseGOlUGstearothermophilusPGcatalysesGtheGformationGofGtyrosylGadenylateUUG1983SGYSGXbYaTXbYc 69

1917 mosmidGclonesGderivedGfromGbothGeuchromaticGandGheterochromaticGregionsGofGtheGhumanGóG
chromosomeUUG1984SGZSGXccaTYWWZ 31

1916 sgkGproteaseGofGxeisseriaGgonorrhoeaedGisolationGandGcharacterizationGofGtheGgeneGandGitsG
extracellularGproductUUG1984SGZSGX]c]TX_WX 68

1915 —heG–pmGOonPGtransposableGelementGcontrolsGtheGexcisionGofGaGYTkbGnxkGinsertGatGtheGwxmTbGalleleG
ofGüeaGmaysUG1984SGZSGXWYXTXWYb 109
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1914 mharacterizationGofGtwoGgenesGrequiredGforGtheGpositionTeffectGcontrolGofGyeastGmatingTtypeGgenesUUG
1984SGZSGYbXaTYbYZ 140

1913 –equenceGandGcloningGofGbacteriophageG—[GgeneG_ZGencodingG’xkGligaseGandGtailGfibreGattachmentG
activitiesUUG1984SGZSGZcaT[WY 15

1912 xucleicGacidGsequenceGandGchromosomeGassignmentGofGaGwheatGstorageGproteinGgeneUG1984SGXYSGbXYcT[[ 92

1911 ynlyGthreeGofGtheGsevenGhumanGchorionicGgonadotropinGbetaGsubunitGgenesGcanGbeGexpressedGinGtheG
placentaUG1984SGXYSGb[X]TZ_ 65

1910 momparisonGofGtheGgenesGcodingGforGtheGcommonG]NGterminalGsequenceGofGmessengerG’xksGinGthreeG
trypanosomeGspeciesUG1984SGXYSG[[ZXT[Z 139

1909 knalysisGofGmaleGsterileGmutationsGinGtheGmouseGusingGhaploidGstageGexpressedGcnxkGprobesUG1984SG
XYSG[YbXTcZ 56

1908 —otalGsynthesisGandGcloningGofGaGgeneGcodingGforGtheGribonucleaseG–GproteinUG1984SGYYZSGXYccTZWX 63

1907 –equencesGofGtheGoUGcoliGuvrmGgeneGandGproteinUG1984SGXYSG[]cZT_Wb 68

1906 modonGusageGcanGaffectGefficiencyGofGtranslationGofGgenesGinGoscherichiaGcoliUG1984SGXYSG___ZTaX 271

1905 —heGnucleotideGsequenceGofGtheGlGgeneGofGbacteriophageGwuUG1984SGXYSGb_YaTZb 36

1904 knalysisGofGimmunoglobulinGheavyGchainGVTregionGgenesGbelongingGtoGtheGVGxzTgeneGfamilyUG1984SG
XYSG_bbaTcWW 24

1903 nxkGcloningGofGzlasmodiumGfalciparumGcircumsporozoiteGgenedGaminoGacidGsequenceGofGrepetitiveG
epitopeUG1984SGYY]SG_YbTZW 228

1902 nxkTmediatedGtransformationGinGnictyosteliumGdiscoideumdGregulatedGexpressionGofGanGactinGgeneG
fusionUG1984SG[SGYbcWTb 274

1901 rerpesGsimplexGvirusGthymidineGkinaseGgeneGisGstablyGmaintainedGandGexpressedGinGcellsG
transformedGbyGprotoplastGfusionUG1984SGXWSGXYcTZb 3

1900 zrimaryGstructureGofGolectrophorusGelectricusGsodiumGchannelGdeducedGfromGcnxkGsequenceUG1984SG
ZXYSGXYXTa 1173

1899 momplexityGofGhumanG—TcellGantigenGreceptorGbetaTchainGconstantTGandGvariableTregionGgenesUG1984SG
ZXYSG][XT] 200

1898 mloningSGsequenceGandGexpressionGofGhumanGinterleukinTYGreceptorUG1984SGZXYSGa_bTaX 269

1897 xucleotideGsequenceGofGtheGrespiratoryGnTlactateGdehydrogenaseGgeneGofGoscherichiaGcoliUG1984SG
X[[SGZ_aTaZ 22

(1984-1984)
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1896 xaturalGtransformationGofGzseudomonasGstutzeriGbyGplasmidsGthatGcontainGclonedGfragmentsGofG
chromosomalGdeoxyribonucleicGacidUG1984SGX[WSGXZ[TXZb 20

1895 –iteTspecificGmutagenesisGofGtheG—iGplasmidGbyGtransformationGofGkgrobacteriumGtumefaciensGwithG
mutagenizedG—TnxkGfragmentsGclonedGinGoUGcoliGplasmidsUG1984SGXc[SGXbbTXc[ 18

1894 mhangesGinGlevelsGofGtranscriptsGinGendospermsGofGcastorGbeansGtreatedGwithGexogenousGgibberellicG
acidUG1984SGX_YSG_bTa_ 16

1893 mloningGofGaGlacillusGsubtilisGrestrictionGfragmentGcomplementingGauxotrophicGmutantsGofGeightG
oscherichiaGcoliGgenesGofGarginineGbiosynthesisUG1984SGXcaSGbYTc 37

1892 —heGsupbGt’xkveuGgeneGofG–chizosaccharomycesGpombeGhasGanGunusualGinterveningGsequenceGandG
reducedGpairingGinGtheGanticodonGstemUG1984SGXcaSG[[aT]Y 27

1891 sdentificationGofGtheGsecóGOprlkPGgeneGproductGinvolvedGinGproteinGexportGinGoscherichiaGcoliUG1984SG
XcaSGYW[Tb 104

1890 snterTlocusGandGintraTallelicGpolymorphismsGofGrvkGclassGsGantigenGgeneGm’xkUG1984SGYWSGYZaT]Y 15

1889 yrganizationGofGtheGmouseGandGhumanGcarbonicGanhydraseGssGgenesUG1984SG[YcSGZWcTYZ 20

1888 nisplacementGsynthesisGandGcloningGofGsymmetricalGcomplementaryGnxkGcontainingGduckGglobinG
m’xkGsequencesUG1984SGXSGbZTcZ 1

1887  seGofGaGrecombinationTdeficientGphageGlambdaGsystemGtoGconstructGwheatGgenomicGlibrariesUG1984SG
ZWSGYZaT[W 16

1886 knalysisGofGrecombinantGplasmidsGusingGmultipleGagaroseGslabGgelsGinGseriesUG1984SGXSGacTbZ 8

1885 kGsimplifiedGandGefficientGvectorTprimerGcnxkGcloningGsystemUG1984SGZXSGacTbc 66

1884 –equenceGofGtheGmembraneGproteinGgeneGfromGavianGcoronavirusGslVUG1984SGXSGZWZTXZ 58

1883 uineticsGofG—n]GtranspositionUG1984SGZYSGcXTb 13

1882 mharacterizationGofGtheGmajorGm’xksGfromGadenovirusGYGearlyGregionG[GbyGcnxkGcloningGandG
sequencingUG1984SGXYSGZ]WZTXc 66

1881 mloningGandGexpressionGinGoscherichiaGcoliGofGtheGinsecticidalGdeltaTendotoxinGgeneGofGlacillusG
thuringiensisGvarUGisraelensisUG1984SGXa]SGZaaTbY 68

1880 sdentificationGofGtheGsporulationGgeneGspoykGproductGofGlacillusGsubtilisUG1984SGXYYSGXXW[Tc 8

1879 wolecularGcloningGofGnxkGcomplementaryGtoGbovineGadrenalGz[]WsccGm’xkUG1984SGXYWSGY_[TaW 18
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1878 —ransformationGofGüymomonasGmobilisGbyGaGhybridGplasmidUG1984SGXYSGYXXT[ 27

1877 yverproductionGofGtranscriptionGterminationGfactorG’hoGinGoscherichiaGcoliUG1984SGYcSGXccTYWc 36

1876 kGp–mXWXTderivedGplasmidGwhichGshowsGnoGsequenceGhomologyGtoGotherGcommonlyGusedGcloningG
vectorsUG1984SGZXSGX_]TaX 411

1875 rumanGtransformingGgrowthGfactorTalphadGprecursorGstructureGandGexpressionGinGoUGcoliUG1984SGZbSGYbaTca 812

1874 kGX[WGbaseTpairGnxkGsegmentGfromGtheGkanamycinGresistanceGregionGofGplasmidG’XGactsGasGanGoriginG
ofGreplicationGandGpromotesGsiteTspecificGrecombinationUGJournal of Molecular BiologySG1984SGXabSGZ]T[_ 6.5 11

1873 ’egulationGofGmatingTtypeGinformationGinGyeastUGxegativeGcontrolGrequiringGsequencesGbothG]NGandG
ZNGtoGtheGregulatedGregionUGJournal of Molecular BiologySG1984SGXa_SGZWaTZX 6.5 190

1872 wutagenesisGandGmutationGtransferGinducedGbyGultravioletGlightGinGplasmidTclonedGnxkUG1984SGYaSGYXZTYY 32

1871 XZGnxkG–equencingUG1984SGY]cTZXZ 8

1870 kGcisTactingGelementGfromGtheGopsteinTlarrGviralGgenomeGthatGpermitsGstableGreplicationGofG
recombinantGplasmidsGinGlatentlyGinfectedGcellsUG1984SGbXSGZbW_TXW 599

1869 kGmutantGmurineGleukemiaGvirusGwithGaGsingleGmissenseGcodonGinGpolGisGdefectiveGinGaGfunctionG
affectingGintegrationUG1984SGbXSG_[_XT] 163

1868 mircumsporozoiteGgeneGofGplasmodiumGcynomolgiGOqombakPdcnxkGcloningGandGexpressionGofGtheG
repetitiveGcircumsporozoiteGepitopeUG1984SGbXSGa]YWT[ 41

1867 –pecificGaminoGacidGsubstitutionsGinGbacterioopsindG’eplacementGofGaGrestrictionGfragmentGinGtheG
structuralGgeneGbyGsyntheticGnxkGfragmentsGcontainingGalteredGcodonsUG1984SGbXSGYYb]Tc 146

1866 ssolationGofGhumanGnxkGsequencesGthatGbindGtoGnuclearGfactorGsSGaGhostGproteinGinvolvedGinG
adenovirusGnxkGreplicationUG1984SGbXSG[WXZTa 51

1865 ondonucleaseG–XTsensitiveGsiteGinGchickenGproTalphaGYOsPGcollagenG]NGflankingGgeneGregionUG1984SGbXSGX_]cT_Z 47

1864 kGpositiveGregulatoryGsiteGandGaGnegativeGregulatoryGsiteGcontrolGtheGexpressionGofGtheG
–accharomycesGcerevisiaeGmómaGgeneUG1984SG[SGYWYZTZW 64

1863 ssolationGofGclonedGcnxkGencodingGmammalianGornithineGdecarboxylaseUG1984SGbXSGZ_[]Tc 185

1862 wolecularGcloningGofGhumanGterminalGdeoxynucleotidyltransferaseUG1984SGbXSG[Z_ZTa 47

1861 zilusGgenesGofGxeisseriaGgonorrheaedGchromosomalGorganizationGandGnxkGsequenceUG1984SGbXSG_XXWT[ 269

(1984-1984)
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1860 –equenceGofGaGcnxkGcloneGencodingGmouseGglialGfibrillaryGacidicGproteindGstructuralGconservationGofG
intermediateGfilamentsUG1984SGbXSGYa[ZT_ 317

1859 wolecularGcloningGandGnucleotideGsequenceGofGcnxkGforGratGornithineGcarbamoyltransferaseG
precursorUG1984SGbXSGa[XYT_ 84

1858 ’escueGofGfunctionalGreplicationGoriginsGfromGembeddedGconfigurationsGinGaGplasmidGcarryingGtheG
adenovirusGgenomeUG1984SG[SGZWYTc 45

1857 –imianGvirusG[WGlargeG—TantigenGpointGmutantsGthatGareGdefectiveGinGviralGnxkGreplicationGbutG
competentGinGoncogenicGtransformationUG1984SG[SGXXY]TZZ 67

1856 ssolationGandGidentificationGofGaGcnxkGcloneGcodingGforGratGuroporphyrinogenGdecarboxylaseUG1984SG
bXSGZZ[_T]W 23

1855 wolecularGcloningGofGaGcnxkGsequenceGcomplementaryGtoGporphobilinogenGdeaminaseGm’xkGfromG
ratUG1984SGbXSG]WZ_T[W 24

1854 –pecificGhepatitisGlGvirusGintegrationGinGhepatocellularGcarcinomaGnxkGthroughGaGviralGXXTbaseTpairG
directGrepeatUG1984SGbXSG]Z]WT[ 131

1853 ssolationGofGcnxkGclonesGforGtheGchickenGneuralGcellGadhesionGmoleculeGOxTmkwPUG1984SGbXSG]]b[Tb 60

1852 wolecularGcloningGandGcharacterizationGofGnxkGsequencesGencodingGratGandGhumanGatrialGnatriureticG
factorsUG1984SGbXSG_ZY]Tc 110

1851 ’egulationGofGribosomalG’xkGpromotersGwithGaGsyntheticGlacGoperatorUG1984SGbXSG_cYcTZZ 403

1850 righTlevelGexpressionGofGaGclonedGrvkGheavyGchainGgeneGintroducedGintoGmouseGcellsGonGaGbovineG
papillomavirusGvectorUG1984SG[SGZ[WT]W 38

1849 wolecularGcloningGofGaGbovineGcathepsinUG1985SGYY]SGaWaTXY 38

1848 zrimaryGstructureGofGtheGtelopeptideGandGaGportionGofGtheGhelicalGdomainGofGchickenGtypeGssG
procollagenGasGdeterminedGbyGnxkGsequenceGanalysisUG1985SGYYcSGXbcTc_ 14

1847 mloningGandGnucleotideGsequenceGanalysisGofGtransferG’xkGgenesGfromGwycoplasmaGmycoidesUG1985SG
YZYSGYYZTb 35

1846 sdentificationGofGproliferinGm’xkGandGproteinGinGmouseGplacentaUG1985SGbYSG[Z]_Tc 126

1845 mloningGandGcharacterizationGofGcnxksGencodingGYSZSaSbTtetrachlorodibenzoTpTdioxinTinducibleG
rabbitGm’xksGforGcytochromeGzT[]WGisozymesG[GandG_UG1985SGbYSG]ZXWT[ 49

1844 ’econstitutionGofGtheGq—zTdependentGadenylateGcyclaseGfromGproductsGofGtheGyeastGmó’XGandG’k–YG
genesGinGoscherichiaGcoliUG1985SGbYSGab]]Tc 44

1843 qenesGselectivelyGexpressedGinGproliferatingGnictyosteliumGamoebaeUG1985SGbYSGb][WT[ 9
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1842 oxpressionGofGzlasmodiumGfalciparumGsurfaceGantigensGinGoscherichiaGcoliUG1985SGbYSGY]XbTYY 26

1841 wutationsGpreventingGexpressionGofGsupZGt’xk–erGnonsenseGsuppressorsGofG–chizosaccharomycesG
pombeUG1985SG]SGbWbTX] 64

1840 kGputativeGoriginGofGreplicationGofGplasmidsGderivedGfromGopsteinTlarrGvirusGisGcomposedGofGtwoG
cisTactingGcomponentsUG1985SG]SGXbYYTZY 424

1839 mompleteGnucleotideGsequenceGofGdogGheartGcreatineGkinaseGm’xkdGconservationGofGaminoGacidG
sequenceGwithinGandGamongGspeciesUG1985SGbYSGbZc[Tb 57

1838 mloningGandGsequenceGanalysisGofGcnxkGforGhumanGcathepsinGnUG1985SGbYSG[cXWT[ 284

1837 mloningGandGexpressionGofGtheGXUZ–GbiotinTcontainingGsubunitGofGtranscarboxylaseUG1985SGbYSG]_XaTYX 52

1836 netectionGandGcharacterizationGofGaGmouseGalphaTspectrinGcnxkGcloneGbyGitsGexpressionGinG
oscherichiaGcoliUG1985SGbYSGXZ_aTaX 26

1835 nevelopmentalGexpressionGofGnuclearGgenesGthatGencodeGmitochondrialGproteinsdGinsectG
cytochromesGcUG1985SGbYSGXc_[Tb 20

1834 –iteTspecificGnxkGbindingGofGnuclearGfactorGsdGanalysesGofGcellularGbindingGsitesUG1985SG]SGc_[TaX 143

1833 –imianGvirusG[WGnxkGreplicationGinGvitrodGspecificityGofGinitiationGandGevidenceGforGbidirectionalG
replicationUG1985SG]SGXYZbT[_ 227

1832 wolecularGcloningGofGtheGgenomeGofGaGcardiotropicGmoxsackieGlZGvirusdGfullTlengthG
reverseTtranscribedGrecombinantGcnxkGgeneratesGinfectiousGvirusGinGmammalianGcellsUG1985SGbYSG[bXbTYY 192

1831 –equenceGandGevolutionGofGtheGhumanG—TcellGantigenGreceptorGbetaTchainGgenesUG1985SGbYSG]W_bTaY 83

1830 —ranslationalGefficiencyGofGtheGoscherichiaGcoliGadenylateGcyclaseGgenedGmutatingGtheG  qGinitiationG
codonGtoGq qGorGk qGresultsGinGincreasedGgeneGexpressionUG1985SGbYSG]_]_T_W 129

1829 mompleteGcodingGsequenceGofGratGtyrosineGhydroxylaseGm’xkUG1985SGbYSG_XaTYX 452

1828 mlonedGcnxkGforGrabbitGerythrocyteGcarbonicGanhydraseGsdGkGnovelGerythrocyteTspecificGprobeGtoG
studyGdevelopmentGinGerythroidGtissuesUG1985SGbYSG__ZTa 22

1827 officientGcloningGofGsingleTcopyGgenesGusingGspecializedGcosmidGvectorsdGisolationGofGmutantG
dihydrofolateGreductaseGgenesUG1985SGbYSGXXbcTcZ 17

1826 ssolationGofGaGcnxkGcloneGforGtheGliverGcellGadhesionGmoleculeGOvTmkwPUG1985SGbYSGYbWcTXZ 31

1825 —woTcodonGinsertionGmutagenesisGofGplasmidGgenesGbyGusingGsingleTstrandedGhexamericG
oligonucleotidesUG1985SGbYSG[YWYT_ 106

(1985-1985)
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1824 ssolationGofGcnxkGclonesGencodingGaG—TcellGreceptorGbetaTchainGfromGaGbeefGinsulinTspecificG
hybridomaUG1985SGbYSGbX_ZTa 10

1823 lovineGpapillomavirusGcontainsGmultipleGtransformingGgenesUG1985SGbYSGXWZWT[ 253

1822 —heGmaYRTbindingGproteinGparvalbumindGmolecularGcloningGandGdevelopmentalGregulationGofGm’xkG
abundanceUG1985SGbYSGX[X[Tb 53

1821 mhickenGtriosephosphateGisomeraseGcomplementsGanGoscherichiaGcoliGdeficiencyUG1985SGbYSGYWX[Tb 57

1820 xovelGinsertionGmutationGinGmaenorhabditisGelegansUG1985SG]SGXT_ 14

1819 zointGmutationsGimplicateGrepeatedGsequencesGasGessentialGelementsGofGtheGmómaGnegativeG
upstreamGsiteGinG–accharomycesGcerevisiaeUG1985SG]SGYc]XTb 29

1818 offectGofGinsertionsSGdeletionsSGandGdoubleTstrandGbreaksGonGhomologousGrecombinationGinGmouseGvG
cellsUG1985SG]SG_b[TcX 119

1817 ssolationGandGcharacterizationGofGtheG–z—YGgeneSGaGnegativeGregulatorGofG—yTcontrolledGyeastGgeneG
expressionUG1985SG]SGX][ZT]Z 63

1816 wolecularGcloningGandGinGvitroGexpressionGofGaGcnxkGcloneGforGhumanGcellularGtumorGantigenGp]ZUG
1985SG]SGX_WXTXW 169

1815 wolecularGcloningGandGstructuralGanalysisGofGmurineGthymidineGkinaseGgenomicGandGcnxkG
sequencesUG1985SG]SGZX[cT]_ 95

1814 xewGhostGcellGsystemGforGregulatedGsimianGvirusG[WGnxkGreplicationUG1985SG]SGZYZXT[W 136

1813 ’ecombinationGbetweenGpoly∆dOq—PUdOmkPβGsequencesGinGsimianGvirusG[WTinfectedGculturedGcellsUG
1985SG]SGXY[aT]c 93

1812 olectricGfieldGmediatedGstableGtransformationGofGcarrotGprotoplastsGwithGnakedGnxkUG1985SG[SGZ]]Tc 67

1811 qeneralGrecombinationGmechanismsGinGextractsGofGmeioticGcellsUG1985SGcZSGX[WT]X 81

1810 —ranscriptionGofGtheGgeneGencodingGtheG]XGkdGchlorophyllGaTapoproteinGofGtheGphotosystemGssG
reactionGcentreGfromGspinachUG1985SGYWXSGXX]TXYZ 41

1809 ’escueGofGtransfectedGgenesGfromGmammalianGcellsGbyGfunctionalGselectionGinGoscherichiaGcoliUG1985SG
YWXSGYaaTbX 1

1808 —heGulebsiellaGaerogenesGglutamateGdehydrogenaseGOgdhkPGgenedGcloningSGhighTlevelGexpressionG
andGhybridGenzymeGformationGinGoscherichiaGcoliUG1985SGXccSGX[XT] 17

1807 yrganTspecificGexpressionGofGthreeGleafVstemGspecificGcnxksGfromGpotatoGisGregulatedGbyGlightGandG
correlatedGwithGchloroplastGdevelopmentUG1985SGXccSGYX_TYY[ 57
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1806 ovidenceGforGtwoGdistinctGoriginsGofGreplicationGinGtheGlargeGendogenousGplasmidGofGknacystisG
nidulansG’YUG1985SGXccSGZWWTZW] 14

1805 ’ecTdependentGandG’ecTindependentGrecombinationGofGplasmidTborneGduplicationsGinGoscherichiaG
coliGuXYUG1985SGXccSG]XbTYZ 29

1804 mloningGinGoscherichiaGcoliGandGmolecularGanalysisGofGtheGsucroseGsystemGofGtheG–almonellaGplasmidG
–m’T]ZUG1985SGYWXSG]a]Ta 15

1803 wolecularGcloningGandGnucleotideGsequenceGofGcnxkGforGsporaminSGtheGmajorGsolubleGproteinGofG
sweetGpotatoGtuberousGrootsUG1985SG]SGZXZTYW 54

1802 ’estrictionGmapGandGcloneGbankGofGtomatoGplastidGnxkUG1985SGXWSGX[aTX]Y 29

1801 vocalisationGofGgenesGforGchloroplastGcomponentsGinGtomatoGplastidGnxkUG1985SGXWSGX]ZTX_X 15

1800 –iteTdirectedGmutagenesisGofGcytochromeGcGshowsGthatGanGinvariantGzheGisGnotGessentialGforGfunctionUG
1985SGZXZSGX]YT[ 156

1799 mloningSGsequenceGandGexpressionGofGtwoGdistinctGhumanGinterleukinTXGcomplementaryGnxksUG1985SG
ZX]SG_[XTa 1439

1798 mharacterizationGofG_[TSGXYZTGandGXbYTbaseTpairGexonsGinGtheGmouseGalphaGYOsVPGcollagenGgeneUG1985SG
ZXaSGXaaTc 72

1797 –equenceGofGproteinGdisulphideGisomeraseGandGimplicationsGofGitsGrelationshipGtoGthioredoxinUG1985SG
ZXaSGY_aTaW 586

1796 –equenceGofGhumanGtissueGinhibitorGofGmetalloproteinasesGandGitsGidentityGtoGerythroidTpotentiatingG
activityUG1985SGZXbSG__Tc 616

1795 kGcnxkGcloneGencodingGanG–TlocusTspecificGglycoproteinGfromGlrassicaGoleraceaUG1985SGZXbSGY_ZTY_a 297

1794 —heGhumanGmetGoncogeneGisGrelatedGtoGtheGtyrosineGkinaseGoncogenesUG1985SGZXbSGZb]Tb 274

1793 wolecularGcloningGofGaGpossibleGexcretionGproteinGofVibrioGcholeraeUG1985SGYcSGX_XTX__ 5

1792 —[G’xkGligasedGxewGstructuralGstudiesGonGanGunusualGbutGusefulGenzymeUG1985SGbSGbcTXW_ 1

1791 –huttlingGofGintegratedGvectorsGfromGmammalianGcellsGtoGoUGcoliGisGmediatedGbyGheadTtoTtailG
multimericGinsertsUG1985SGXXSGYYZTZb 31

1790 righGspontaneousGmutationGfrequencyGofGlzVGshuttleGvectorUG1985SGXXSG[ccT]W[ 20

1789 wolecularGcloningGofGaGpeaGm’xkGencodingGanGearlyGlightGinducedSGnuclearGcodedGchloroplastG
proteinUG1985SG[SGY[XT] 23

(1985-1985)
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1788 —heGmouseGmuscleGcreatineGkinaseGcnxkGandGdeducedGaminoGacidGsequencesdGcomparisonGtoG
evolutionarilyGrelatedGenzymesUG1985SGYYSGZZ[T[X 53

1787 xucleotideGsequenceGandGhighTlevelGexpressionGofGtheGmajorGoscherichiaGcoliGphosphofructokinaseUG
1985SGX[cSGZ_ZTaZ 113

1786 mloningGandGnucleotideGsequenceGofGtheGmurineGinterleukinTZGgeneUG1985SGX]WSGYcaTZW[ 54

1785 omGpolypeptideGandGitsGmessengerG’xkGlevelsGareGmodulatedGbyGabscisicGacidGduringGembryogenesisG
inGwheatUG1985SGX]YSG]WXTa 102

1784 wolecularGcloningGandGexpressionGofGhumanGtumorGnecrosisGfactorGandGcomparisonGwithGmouseG
tumorGnecrosisGfactorUG1985SGX]YSG]X]TYY 184

1783 ssolationGandGcharacterizationGofGanGactivatedGmTrTrasTXGgeneGfromGaGsquamousTcellGlungGcarcinomaG
cellGlineUG1985SGZ]SGbWbTXY 7

1782 netectionGofGhumanGparvovirusGusingGaGmolecularlyGclonedGprobeUG1985SGX]SGXaZTbX 113

1781 —[GpolynucleotideGkinaseeGcloningGofGtheGgeneGOpse—PGandGamplificationGofGitsGproductUUG1985SG[SGY_c]TYaWZ 50

1780 —GantigenGandGtemplateGrequirementsGforG–V[WGnxkGreplicationGinGvitroUUG1985SG[SGYcZZTYcZc 118

1779 qenesG]]SGalphaGgtSG[aGandG[_GofGbacteriophageG—[dGtheGgenomicGorganizationGasGdeducedGbyG
sequenceGanalysisUUG1985SG[SGY]aTY_[ 39

1778 —ranslationalGinitiationGfrequencyGofGatpGgenesGfromGoscherichiaGcolidGidentificationGofGanG
intercistronicGsequenceGthatGenhancesGtranslationUUG1985SG[SG]XcT]Y_ 101

1777 —heGoriginGofGadenovirusGnxkGreplicationdGminimalGnxkGsequenceGrequirementGinGvivoUUG1985SG[SG[YXT[Y_ 72

1776 mhromosomeGtranslocationGactivatesGheterogeneouslyGinitiatedSGbipolarGtranscriptionGofGaGmouseG
cTmycGgeneUUG1985SG[SG__aT_a[ 21

1775 mloningGandGexpressionGofGtheGfbcGoperonGencodingGtheGpe–GproteinSGcytochromeGbGandGcytochromeG
cXGfromGtheG’hodopseudomonasGsphaeroidesGbVcXGcomplexUUG1985SG[SG][cT]]Z 52

1774 —ranscriptionGofGaGtransposedGtrypanosomeGsurfaceGantigenGgeneGstartsGupstreamGofGtheG
transposedGsegmentUUG1985SG[SGZYccTZZW_ 21

1773 zrobingGanGadhesionGmutantGofGnictyosteliumGdiscoideumGwithGcnxkGclonesGandGmonoclonalG
antibodiesGindicatesGaGspecificGdefectGinGtheGcontactGsiteGkGglycoproteinUG1985SG[SGZbW]TZbXW 32

1772 vinesGofGlzVTtransformedGmurineGcellsGthatGconstitutivelyGexpressGinfluenzaGvirusGhemagglutininUUG
1985SG[SGcXTXWZ 66

1771 kGnewGmemberGofGtheGprolactinTgrowthGhormoneGgeneGfamilyGexpressedGinGmouseGplacentaUUG1985SG
[SGX[XcTX[YZ 74
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1770 nyGbetadGaGnewGbetaGchainGgeneGinGrvkTnGwithGaGdistinctGregulationGofGexpressionUUG1985SG[SGYbZcTYb[a 233

1769 –tructureGandGregulatedGexpressionGofGgenesGencodingGfructoseGbiphosphateGaldolaseGinG
—rypanosomaGbruceiUUG1985SG[SGYccaTZWWZ 67

1768 nevelopmentallyGregulatedGtranscriptionGofGnictyosteliumGdiscoideumGplasmidGndpXUG1985SG[SGZacaTZbWZ 29

1767 qeneGforGalphaTchainGofGhumanG—TcellGreceptordGlocationGonGchromosomeGX[GregionGinvolvedGinG—TcellG
neoplasmsUG1985SGYYaSGXW[[Ta 281

1766 kGsingleGrecombinantGplasmidGexpressingGtwoGmajorGouterGsurfaceGproteinsGofGtheGvymeGdiseaseG
spirocheteUG1985SGYYaSG_[]T_ 135

1765 nirectGcloningGofGspecificGgenomicGnxkGsequencesGinGplasmidGlibrariesGfollowingGfragmentG
enrichmentUG1985SGXZSGa]_cTab 62

1764 –equenceGofGtheG–accharomycesGcerevisiaeGzr’XGgeneGandGhomologyGofGtheGzr’XGphotolyaseGtoGoUG
coliGphotolyaseUG1985SGXZSGbYZXT[_ 72

1763 ocouGselectionGvectorsGforGshotgunGcloningGintoGwXZGandGdeletionGmutagenesisUG1985SGXZSGb]_XTaX 47

1762 zutativeGaminoGacidGsequenceGofGchickGcalciumTbindingGproteinGdeducedGfromGaGcomplementaryG
nxkGsequenceUG1985SGXZSGbb_aTbX 89

1761 monstructionGofGaGvectorSGp’–VcatambZbSGforGtheGrapidGandGsensitiveGassayGofGamberGsuppressionGinG
humanGandGotherGmammalianGcellsUG1985SGXZSGXZXaTY_ 11

1760
—ranscriptionGofGaGclonedGrainbowGtroutGprotamineGgeneGisGaccuratelyGinitiatedGfollowingG
transfectionGintoGrevaGcellsGbutGtheGmajorityGofGtheGtranscriptsGfailGtoGpolyadenylateGatGtheGcorrectG
siteUG1985SGXZSGbaX]TYa

2

1759 ssolationGandGsequenceGofGcnxkGclonesGcodingGforGaGmemberGofGtheGfamilyGofGhighGmobilityGgroupG
proteinsGOrwqT—PGinGtroutGandGanalysisGofGrwqT—Tm’xkNsGinGtroutGtissuesUG1985SGXZSG[baXTbb 62

1758 kGcnxkGcloneGforGtheGprecursorGofGratGmitochondrialGornithineGtranscarbamylasedGcomparisonGofGratG
andGhumanGleaderGsequencesGandGconservationGofGcatalyticGsitesUG1985SGXZSGc[ZT]Y 69

1757 mharacterizationGofGtwoGhighlyGdivergedGbutGdevelopmentallyGcoTregulatedGcysteineGproteinaseG
genesGinGnictyosteliumGdiscoideumUG1985SGXZSGbb]ZT__ 107

1756 xucleotideGsequencesGofGthreeGt’xkGgenesGencodedGinG—etrahymenaGmitochondrialGnxkUG1985SGXZSGZYaZTb[ 23

1755 monservationGandGvariabilityGofGwheatGalphaVbetaTgliadinGgenesUG1985SGXZSGZcW]TcX_ 75

1754 wolecularGcloningGandGnucleotideGsequenceGofGratGlingualGlipaseGcnxkUG1985SGXZSGXbcXTcWZ 104

1753 zointGmutationsGinGtheG]NGsm’GandGanticodonGregionGofGaGnrosophilaGt’xkkrgGgeneGdecreaseGinGvitroG
transcriptionUG1985SGXZSG[Z]T[a 21

(1985-1985)

11



1752 wutationsGinGtheGcytoplasmicGdomainGofGtheGinfluenzaGvirusGhemagglutininGaffectGdifferentGstagesGofG
intracellularGtransportUG1985SGXWWSGaW[TX[ 144

1751 —heGpatternGofGexpressionGofGtheGëenopusGlaevisGtadpoleGalphaTglobinGgenesGandGtheGaminoGacidG
sequenceGofGtheGthreeGmajorGtadpoleGalphaTglobinGpolypeptidesUG1985SGXZSG][WaTYX 43

1750 piveGmouseGtubulinGisotypesGandGtheirGregulatedGexpressionGduringGdevelopmentUG1985SGXWXSGb]YT_X 305

1749 yligonucleotideTdirectedGmutagenesisGbyGmicroscaleGNshotTgunNGgeneGsynthesisUG1985SGXZSGZZW]TX_ 117

1748 wolecularGcloningGofGcomplementaryGnxkGforGtheGalphaGsubunitGofGtheGqGproteinGthatGstimulatesG
adenylateGcyclaseUG1985SGYYcSGXYa[Ta 203

1747 monstructionGofGcnxkGcodingGforGhumanGvonGWillebrandGfactorGusingGantibodyGprobesGforG
colonyTscreeningGandGmappingGofGtheGchromosomalGgeneUG1985SGXZSG[_ccTaXa 131

1746 mloningGandGsequencingGofGtheGgeneGencodingGtheGspikeGproteinGofGtheGcoronavirusGslVUG1985SG__GOG
ztG[PSGaXcTY_ 91

1745 netectionGofGaGuniqueGhumanGVGkappaGsVGgermlineGgeneGbyGaGclonedGcnxkGprobeUG1985SGXZSG_]ZXT[[ 20

1744 mloningGandGsequencingGofGtheGadenylateGkinaseGgeneGOadkPGofGoscherichiaGcoliUG1985SGXZSGaXZcT]X 114

1743 —[TinducedGalphaTGandGbetaTglucosyltransferasedGcloningGofGtheGgenesGandGaGcomparisonGofGtheirG
productsGbasedGonGsequencingGdataUG1985SGXZSGa]]XT_b 37

1742 nxkGsequenceGofGtheGherpesGsimplexGvirusGtypeGXGgeneGwhoseGproductGisGresponsibleGforG
transcriptionalGactivationGofGimmediateGearlyGpromotersUG1985SGXZSGab_]Tac 117

1741 wolecularGcloningGofGaGgeneGsequenceGregulatedGbyGnerveGgrowthGfactorUG1985SGYYcSGZcZT] 248

1740 zotentiationGofGaGnucleolyticGactivityGinGlacillusGsubtilisUG1985SGXZXSGYac]TbW[ 3

1739 wutagenesisGofGaGherpesGsimplexGvirusGoriginGofGnxkGreplicationGandGitsGeffectGonGviralGinterferenceUG
1985SG__GOGztGXPSGZXT[Y 23

1738 mhemicalGsynthesisGofGaGgeneGforGsomatomedinGmUG1985SGXZSGYc]cTaa 61

1737 oxpressionGofGaGclonedGhumanGfibrinogenGcnxkGinGoscherichiaGcolidGsynthesisGofGanGkGalphaG
polypeptideUG1985SG[SGZZTb 14

1736 mloningGandGisolationGofGhumanGcytochromeGzT[]WGcnxksGhomologousGtoGdioxinTinducibleGrabbitG
m’xksGencodingGzT[]WG[GandGzT[]WG_UG1985SG[SGZc]T[WW 53

1735 kGhighlyGmodularGcloningGvectorGforGtheGanalysisGofGeukaryoticGgenesGandGgeneGregulatoryGelementsUG
1985SG[SG[_XTa 33
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1734 wolecularGcloningGofGmouseGtumourGnecrosisGfactorGcnxkGandGitsGeukaryoticGexpressionUG1985SGXZSG[[XaTYc 248

1733 cTerblGactivationGinGkvVTinducedGerythroblastosisdGnovelG’xkGprocessingGandGpromoterGinsertionG
resultGinGexpressionGofGanGaminoTtruncatedGoqpGreceptorUG1985SG[XSGaXcTY_ 211

1732 mharacterizationGofGaGIsilencerIGinGyeastdGaGnxkGsequenceGwithGpropertiesGoppositeGtoGthoseGofGaG
transcriptionalGenhancerUG1985SG[XSG[XTb 500

1731 –ingleTstrandedGhexamericGlinkersdGaGsystemGforGinTphaseGinsertionGmutagenesisGandGproteinG
engineeringUG1985SGZaSGXXXTYZ 141

1730 —ransposonGinsertionGmutagenesisGofGzseudomonasGaeruginosaGwithGaG—n]GderivativedGapplicationGtoG
physicalGmappingGofGtheGarcGgeneGclusterUG1985SGZZSGYcZTZWZ 95

1729 mloningGandGsequenceGanalysisGofGtheGcnxkGencodingGaGsnakeGneurotoxinGprecursorUG1985SG_aSGXb]Tc 51

1728 —heGeffectsGofGhybridGribosomeTbindingTsiteGvariantsGonGtheGexpressionGofGhumanGinterferonTbetaGinG
oscherichiaGcoliUG1985SGZ_SGZa]Tc 26

1727  seGofGprimerTrestrictionTendGadaptersGinGaGnovelGcnxkGcloningGstrategyUG1985SGZ[SGZW]TX[ 27

1726 –equenceGofGaGgenomicGnxkGcloneGforGtheGsmallGsubunitGofGribuloseGbisTphosphateG
carboxylaseToxygenaseGfromGtobaccoUG1985SGXZSGYZaZTb_ 162

1725 –timulationGofGexpressionGofGaGherpesGsimplexGvirusGnxkTbindingGproteinGbyGtwoGviralGfunctionsUG
1985SG]SGc]aT_Z 238

1724 smprovedGwXZGphageGcloningGvectorsGandGhostGstrainsdGnucleotideGsequencesGofGtheGwXZmpXbGandG
p mXcGvectorsUG1985SGZZSGXWZTXc 14870

1723 knGapproachGtoGtheGmolecularGbiologyGofGcongenitalGadrenalGhyperplasiaUG1985SG[]bSGYZbT]X 2

1722 kdenosineGdeaminaseGandGimmuneGdysfunctionUGliochemicalGcorrelatesGdefinedGbyGmolecularG
analysisGthroughoutGaGdiseaseGcourseUG1985SG[]XSG][T_] 4

1721 mellGtransformationGbyGtheGleftGterminalGregionsGofGtheGadenovirusG[WGandG[XGgenomesUG1985SGX[aSGYYaTZW 26

1720 wolecularGcloningGofGtheGwasonTzfizerGmonkeyGvirusGgenomedGcharacterizationGandGcloningGofG
subgenomicGfragmentsUG1985SGX[YSGYYZT[W 22

1719 wolecularGandGbiologicalGpropertiesGofGwrYnXYSGaGspontaneousGmilGdeletionGmutantGofGavianG
oncovirusGwrYUG1985SGX[YSGY[bT_Y 15

1718 mharacterizationSGmolecularGcloningSGandGphysicalGmappingGofGtheG–hopeGfibromaGvirusGgenomeUG
1985SGX[ZSG__ZTaW 15

1717 —heGnucleotideGsequenceGofGtheGearlyGregionGofGtheG—upaiaGadenovirusGnxkGcorrespondingGtoGtheG
oncogenicGregionGoXbGofGhumanGadenovirusGaUG1985SGZ[SGaZTbW 9
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1716 zropertiesGofGratGandGmouseGbetaTglucuronidaseGm’xkGandGcnxkSGincludingGevidenceGforGsequenceG
polymorphismGandGgeneticGregulationGofGm’xkGlevelsUG1985SGZ_SGX]TY] 47

1715 kGnoëGgeneGconferringGproductionGofGextracellularGamyloglucosidaseGonGyeastUG1985SGZ[SGZY]TZ[ 59

1714 knalysisGofGtheGinducibleGwovXGgeneGofG–accharomycesGcarlsbergensisGandGitsGsecretedGproductSG
alphaTgalactosidaseGOmelibiasePUG1985SGZ_SGZZZT[W 67

1713 ktGleastGX[WWGbaseGpairsGofG]NTflankingGnxkGisGrequiredGforGtheGcorrectGexpressionGofGtheGryGgeneGinG
yeastUG1985SG[YSGYXZTYZ 105

1712 kGdirectTselectionGvectorGderivedGfromGpmoloZTmkZbGandGadaptedGforGforeignGgeneGexpressionUG1985
SGZ[SGbaTcZ 21

1711 ’eplicationGofGtheGcauliflowerGmosaicGvirusdGroleGandGstabilityGofGtheGclonedGdeltaGZGdiscontinuityG
sequenceUG1985SGZZSGX_cTac 19

1710 oxpressionGofGtheGgagGgeneGofGhumanG—TcellGleukemiaGvirusGtypeGsGinGoscherichiaGcoliGandGitsG
diagnosticGuseUG1985SGZbSG]aT_[ 8

1709 kGwheatGrwWGgluteninGsubunitGgeneGrevealsGaGhighlyGrepeatedGstructureUG1985SGXZSGbaYcTZa 149

1708 oxpressionGofGmaizeGprolaminsGinGoscherichiaGcoliUG1985SG[YSG[cT][ 4

1707 nevelopmentGofGaGhighTfrequencyGtransformingGvectorGforGkspergillusGnidulansUG1985SGZ_SGZYXTZX 291

1706 moordinateGtranscriptionGofGvariantGsurfaceGglycoproteinGgenesGandGanGexpressionGsiteGassociatedG
geneGfamilyGinG—rypanosomaGbruceiUG1985SG[YSGXaZTbY 178

1705 punctionalGselectionGandGanalysisGofGyeastGcentromericGnxkUG1985SG[YSGcXZTYX 239

1704 kntigenicGvariationGisGassociatedGwithGnxkGrearrangementsGinGaGrelapsingGfeverGlorreliaUG1985SG[XSG[WZTc 156

1703 —ransGsplicingGofGm’xkGprecursorsUG1985SG[YSGX]aT_[ 190

1702 qeneticGtransformationGofGtheGphytopathogenicGbacteriaSGorwiniaGchrysanthemiUG1985SG_aSGY]ZTa 14

1701 nemonstrationGofGremarkableGsequenceGdivergenceGinGvariantsGofGaGcomplexGsatelliteGnxkGbyG
molecularGcloningUG1985SGZbSGX[]T]Y 10

1700 klternativeGsplicingGcausedGbyG’xkGsecondaryGstructureUG1985SG[ZSG__aTa_ 268

1699 kGplasmidGcloningGsystemGutilizingGreplicationGandGpackagingGfunctionsGofGtheGfilamentousG
bacteriophageGfdUG1985SGZZSGZ[XTc 53
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1698 —ransientGexpressionGofGtheGchloramphenicolGacetyltransferaseGgeneGinGculturedGmosquitoGcellsUG
1985SGZ_SGXaZTb 45

1697 snGvivoGtransferGofGchromosomalGmutationsGontoGmulticopyGplasmidsGbyGtransductionGwithG
bacteriophageGzXUG1985SG[WSGY[XT_ 15

1696 –eventeenGbaseGpairsGofGregionGsGencodeGaGnovelGtripartiteGbindingGsignalGforG–V[WG—GantigenUG1985SG
[YSG]ZcT[b 67

1695 VectorsGforGtheGdirectGselectionGofGcnxkGclonesGcorrespondingGtoGmammalianGcellGm’xkGofGlowG
abundanceUG1985SGZ]SG[]T][ 15

1694 –equenceGdeterminationGandGgeneticGcontentGofGtheGshortGuniqueGregionGinGtheGgenomeGofGherpesG
simplexGvirusGtypeGXUGJournal of Molecular BiologySG1985SGXbXSGXTXZ 6.5 462

1693 punctionalGanalysisGofGlacGrepressorGrestartGsitesGinGtranslationalGinitiationGandGreinitiationUGJournal of 
Molecular BiologySG1985SGXb_SGaZZT[Y 6.5 43

1692 zrimaryGstructureGofGtheGhipGgeneGofGoscherichiaGcoliGandGofGitsGproductSGtheGbetaGsubunitGofG
integrationGhostGfactorUGJournal of Molecular BiologySG1985SGXbZSGXXaTYb 6.5 153

1691 yriginGofGadenovirusGnxkGreplicationUG’oleGofGtheGnuclearGfactorGsGbindingGsiteGinGvivoUGJournal of 
Molecular BiologySG1985SGXb_SGXYcTZ_ 6.5 70

1690 –creeningGexpressionGlibrariesGwithGnonradioactiveGimmunologicalGprobesUG1985SGZaSGY_aTc 14

1689 zhageGlambdaGrepressorGrevertantsUGkminoGacidGsubstitutionsGthatGrestoreGactivityGtoGmutantG
proteinsUGJournal of Molecular BiologySG1985SGXb_SG]ZT_Z 6.5 50

1688 knalysisGandGoptimizationGofGrecombinantGnxkGjoiningGreactionsUGJournal of Molecular BiologySG1985SG
XbXSGYcaTZXY 6.5 27

1687
mloningGandGexpressionGofGmlostridiumGpasteurianumGgalactokinaseGgeneGinGoscherichiaGcoliGuTXYG
andGnucleotideGsequenceGanalysisGofGaGregionGaffectingGtheGamountGofGtheGenzymeUGJournal of 
Molecular BiologySG1985SGXb_SG]ZZT[]

6.5 20

1686 momparisonGofGtheGtransposonTlikeGstructuresGencodingGclindamycinGresistanceGinGlacteroidesG
’TplasmidsUG1985SGXZSGXbYTcY 25

1685 xucleotideGsequenceGanalysisGofGaGgeneGencodingGaGstreptomycinVspectinomycinG
adenylyltransferaseUG1985SGXZSGXaTZW 179

1684 —heGuseGofGaGrandomGprimingGprocedureGtoGgenerateGcnxkGlibrariesGofGinfectiousGbronchitisGvirusSGaG
largeG’xkGvirusUG1985SGXXSGY_]Tc 14

1683 mloningGofGaGcnxkGencodingGtheGsmallestGneurofilamentGproteinGfromGtheGratUG1985SGbY]SGZcbT[W[ 52

1682 kGcellularGgeneGencodesGscrapieGzrzGYaTZWGproteinUG1985SG[WSGaZ]T[_ 1320

1681 wolecularGcloningGofGnxkGcomplementaryGtoGm’xkGofGratGliverGserineGdehydrataseUG1985SGXZYSGYZYTc 13
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1680 –iteTdirectedGmutagenesisGofGaspartateGaminotransferaseGfromGoUGcoliUG1985SGXZYSGcX]TYX 73

1679 pusionGofGbacterialGspheroplastsGbyGelectricGfieldsUG1985SGbXcSGXW]TXZ 75

1678 wolecularGcloningGandGnucleotideGsequenceGofGaGcnxkGcloneGcodingGforGratGbrainGmyelinGproteolipidUG
1985SGXbbSGZZT_ 51

1677 wolecularGcloningGofGaGfullTlengthGcnxkGencodingGtheGhemagglutininTneuraminidaseGglycoproteinGofG
–endaiGvirusUG1985SGXbbSGXXYT_ 26

1676 ’egulationGofGexpressionGofGtheGclonedGadaGgeneGinGoscherichiaGcoliUG1985SGX[_SGX]]T_a 28

1675 punctionallyGimportantGconservedGaminoTacidsGinGinterferonTalphaGYGidentifiedGwithGanaloguesG
producedGfromGsyntheticGgenesUG1986SGXZ[SGX[W[TXX 42

1674 xucleotideGsequenceGofGchickGX[uGbetaTgalactosideTbindingGlectinGm’xkUG1986SGXZ[SG]XT_ 96

1673 sdentificationGofGcnxkGclonesGforGligninaseGfromGzhanerochaeteGchrysosporiumGusingGsyntheticG
oligonucleotideGprobesUG1986SGXZaSG_[cT]_ 23

1672 cnxkGclonesGcodingGforGtheGbetaTsubunitGofGhumanGliverGalcoholGdehydrogenaseGhaveGdifferentlyG
sizedGZNTnonTcodingGregionsUG1986SGXc[SGZYaTZY 50

1671 –equenceGanalysisGofGbovineGretinalG–TantigenUG’elationshipsGwithGalphaTtransducinGandGqTproteinsUG
1986SGXc_SGYZTb 84

1670 —heGhumanGosteosarcomaGcellGlineG TYGy–GexpressesGaGZUbGkilobaseGm’xkGwhichGcodesGforGtheG
sequenceGofGtheGznqpTlGchainUG1986SGXcbSGZ[[Tb 20

1669 kGsingleG’xkGspeciesGinjectedGinGëenopusGoocyteGdirectsGtheGsynthesisGofGactiveGtyrosineG
hydroxylaseUG1986SGYW]SG_TXW 12

1668 nirectGimmunologicalGidentificationGofGfullTlengthGcnxkGclonesGforGplantGproteinGwithoutGgeneG
fusionGtoGoUGcoliGproteinUG1986SGXcbSGX_TYW 16

1667 –tructureGofGaGmephalosporiumGacremoniumGmtnxkGreplicatorUG1986SGXcbSGcYTb 5

1666
—heGacidTstableGproteinaseGinhibitorGofGhumanGmucousGsecretionsGOr –sTsSGantileukoproteasePUG
mompleteGaminoGacidGsequenceGasGrevealedGbyGproteinGandGcnxkGsequencingGandGstructuralG
homologyGtoGwheyGproteinsGandG’edG–eaGturtleGproteinaseGinhibitorUG1986SGXccSG[ZTb

149

1665 pactorsGaffectingGpolybreneTmediatedGtransfectionGofGculturedGkedesGalbopictusGOmosquitoPGcellsUG
1986SGX__SG]Z]T[Y 37

1664 kGpolyomaTderivedGplasmidGvectorGmaintainedGepisomallyGinGbothGoUGcoliGandGmouseGhepatomaGcellsUG
1986SGX__SG_ZTa_ 5

1663 oxpressionGofGreovirusGpX[GinGbacteriaGandGidentificationGinGtheGcytoplasmGofGinfectedGmouseGvGcellsUG
1986SGX]ZSGZ]T[] 17
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1662 punctionalGexpressionGinGoscherichiaGcoliGofGclonedGreovirusG–XGgeneGencodingGtheGviralGcellG
attachmentGproteinGsigmaGXUG1986SGX[cSGbZTcW 38

1661 –equenceGanalysisGofGtheGporcineGtransmissibleGgastroenteritisGcoronavirusGnucleocapsidGproteinG
geneUG1986SGX]XSG[XTc 112

1660 wolecularGcloningGandGsequencingGofGtheGregionGofGtheGrubellaGvirusGgenomeGcodingGforG
glycoproteinGoXUG1986SGX][SGYYbTZY 54

1659 nifferentialGexpressionGofGkeratinGgenesGduringGmouseGdevelopmentUG1986SGXXZSGYbYTa 10

1658 ypacityGgenesGinGxeisseriaGgonorrhoeaedGcontrolGofGphaseGandGantigenicGvariationUG1986SG[aSG_XTaX 403

1657 snhibitionGofGoUGcoliGadenylateGcyclaseGactivityGbyGinorganicGorthophosphateGisGdependentGonGsssglcGofG
theGphosphoenolpyruvatedglycoseGphosphotransferaseGsystemUG1986SGX[XSGXXZbT[[ 16

1656 waintenanceGofGautonomousGgeneticGelementsGinGtwelveGtransgenicGmouseGstrainsGestablishedGafterG
transferGofGpzyv—XGnxkUG1986SGX[XSGXX_YTc 3

1655 wolecularGcloningGofGratGmitochondrialGglutamicGoxaloaceticGtransaminaseGm’xkGandGregulationGofG
itsGexpressionGinGregeneratingGliverUG1986SGXZ[SGbWZTXX 20

1654 onhancementGofGtranslationalGefficiencyGbyGtheGoscherichiaGcoliGatpoGtranslationalGinitiationGregiondG
itsGfusionGwithGtwoGhumanGgenesUG1986SG[XSGYWXT_ 47

1653 ssolationGofGrepetitiveGclonesGfromGhumanGmuscleGcnxkGlibraryUG1986SG_SG_ZZTb 1

1652 —heGrepertoireGofGsilentGpilusGgenesGinGxeisseriaGgonorrhoeaedGevidenceGforGgeneGconversionUG1986SG
[[SGXWaTX] 321

1651 officientGoligodeoxyribonucleotideTdirectedGdeletionGmutagenesisGusingGpowlvGvectorsdGremovalGofG
earlyGregionGintronsGfromGpolyomaGvirusGmutantsUG1986SG[cSGZZXT[W 15

1650 rumanGadenovirusGcloningGvectorsGbasedGonGinfectiousGbacterialGplasmidsUG1986SG]WSGX_XTaX 69

1649 ’ainbowGtroutGgrowthGhormonedGmolecularGcloningGofGcnxkGandGexpressionGinGoscherichiaGcoliUG1986
SG]SG[_ZTaX 106

1648 —heGsequenceGofGaGlargeGvXwdGelementGrevealsGaGtandemlyGrepeatedG]NGendGandGseveralGfeaturesG
foundGinGretrotransposonsUG1986SG_SGX_bTbY 333

1647 mloningGofGopenGreadingGframesGandGpromotersGfromGtheG–accharomycesGcerevisiaeGgenomedG
constructionGofGgenomicGlibrariesGofGrandomGsmallGfragmentsUG1986SG[_SGXbXT_ 9

1646 –ynthesisGandGprocessingGofG–emlikiGforestGvirusGpolyproteinGinG–accharomycesGcerevisiaedGaGyeastG
typeGglycosylationGofGoXGenvelopeGproteinUG1986SG[bSGY_aTa] 9

1645  seGofGaGportableGribosomeTbindingGsiteGforGmaximizingGexpressionGofGaGeukaryoticGgeneGinG
oscherichiaGcoliUG1986SG[YSGXa]TbZ 13
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1644 —heGcompleteGnxkGsequenceGofGvaricellaTzosterGvirusUG1986SG_aGOGztGcPSGXa]cTbX_ 1282

1643 —heGbetaTglucanaseGgeneGfromGlacillusGamyloliquefaciensGshowsGextensiveGhomologyGwithGthatGofG
lacillusGsubtilisUG1986SG[cSGXaaTba 81

1642 nxkGcomponentsGofG—ipulaGiridescentGvirusUG1986SG_[SG[c]T]WZ 16

1641
lacillusGsubtilisGmutantGsuccinateGdehydrogenaseGlackingGcovalentlyGboundGflavindGidentificationGofG
theGprimaryGdefectGandGstudiesGonGtheGironTsulfurGclustersGinGmutatedGandGwildTtypeGenzymeUG1986SG
Y]SG]YWYTb

35

1640 –tructureGofGaGlacillusGsubtilisGendoTbetaTXS[TglucanaseGgeneUG1986SGX[SGcX]cTaW 77

1639 wolecularGcloningGofGtheGintronlessGotGrasGoncogeneGusingGaGmurineGretrovirusGshuttleGvectorUG1986SG
ZSGXYTX_ 9

1638 monstructionGofGvó–YGcartridgesGforGuseGinGgeneticGmanipulationsGofG–accharomycesGcerevisiaeUG1986
SG[_SGYZaT[] 92
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thatGexpressesGtheGauthenticGenzymeGinGoscherichiaGcoliUG1986SG[XSGXXZTYW 32

1633 sdentificationGandGimmunochemicalGanalysisGofGbiologicallyGactiveGnrosophilaGzGelementG
transposaseUG1986SG[[SGYXTZY 317
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1519 ralfTsiteGeditingdGanGinGvitroGmutagenesisGprocedureGforGtruncatingGaGnxkGfragmentGandGintroducingG
aGnewGrestrictionGsiteUG1986SGX]YSG__TaZ 2

Citation Report

24



1518 –creeningGcnxkGexpressionGlibrariesGwithGmonoclonalGandGpolyclonalGantibodiesGusingGanGamplifiedG
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characterizationGofGtheGtransformantsUG1986SGXWSGbXXTa 46

1511 ’escueGofGaGtkTplasmidGfromGtransgenicGmiceGrevealsGitsGepisomalGtransmissionUG1986SGYW[SGZYbTZZ 13

1510 wolecularGcloningGandGcharacterizationGofGtheGtrpmGgeneGfromGzenicilliumGchrysogenumUG1986SGYW]SGY[bT]Y 8
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aminoGacidGtransportGinGoscherichiaGcoliUG1986SGXSGXY]TZZ 6

1497 –tructuralGfeaturesGofGribonucleotideGreductaseUG1986SGXSGZa_Tb[ 59

1496 oxpressionGofGaGnewGtyrosineGproteinGkinaseGisGstimulatedGbyGretrovirusGpromoterGinsertionUG1986SG
ZXcSG_bYT] 287

1495 morrelationsGbetweenG—TcellGspecificityGandGtheGstructureGofGtheGantigenGreceptorUG1986SGZYXSGYXcTY_ 356

1494 repatitisGlGvirusGnxkGintegrationGinGaGsequenceGhomologousGtoGvTerbTkGandGsteroidGreceptorGgenesG
inGaGhepatocellularGcarcinomaUG1986SGZYYSGaWTY 381

1493 —heGinducibleGcytotoxicG—TlymphocyteTassociatedGgeneGtranscriptGm—vkTXGsequenceGandGgeneG
localizationGtoGmouseGchromosomeGX[UG1986SGZYYSGY_bTaX 181

1492 mommonGevolutionaryGoriginGofGlegumeGandGnonTlegumeGplantGhaemoglobinsUG1986SGZY[SGX__TX_b 119

1491 zlasmidGtransformationGofkzospirillumGbrasilenseUG1986SGZ]SGYZTYa 11

1490 netectionGofGampicillinGandGtetracyclineGresistanceGgenesGinGuropathogenicoscherichiaGcolistrainsGbyG
affinityTbasedGnucleicGacidGhybridGcollectionUG1986SGZ_SGYY]TYYc 9

1489 netectionGofGanGympkTlikeGproteinGinVibrioGcholeraeUG1986SGZaSGccTXW[ 14

1488 romologyGbetweenGexonTcontainingGportionsGofGrabbitGgenomicGclonesGforGsynovialGcellGcollagenaseG
andGhumanGforeskinGandGsynovialGcellGm’xksUG1986SG_SGYZcT[b 9

1487 montrolGofGlamininGsynthesisGduringGdifferentiationGofGpcGembryonalGcarcinomaGcellsUGkGstudyGusingG
cnxkGclonesGcomplementaryGtoGtheGm’xkGspeciesGforGtheGkSGlXGandGlYGsubunitsUG1986SGZYSGY_WT_ 33

1486 mytokeratinGexpressionGinGsimpleGepitheliaUGssUGcnxkGcloningGandGsequenceGcharacteristicsGofGbovineG
cytokeratinGkGOnoUGbPUG1986SGZWSGY][T_[ 59

1485 wolecularGcloningGofGcnxkGforGratGmitochondrialGZToxoacylTmokGthiolaseUG1986SGX][SG[acTb[ 5

1484
xucleotideGsequenceGandGtranscriptionGofGtheGfbcGoperonGfromG’hodopseudomonasGsphaeroidesUG
ovaluationGofGtheGdeducedGaminoGacidGsequencesGofGtheGpe–GproteinSGcytochromeGbGandGcytochromeG
cXUG1986SGX][SG]_cTac

132

1483 wolecularGcloningGofGcnxkGforGratGmitochondrialGZThydroxyacylTmokGdehydrogenaseUG1986SGX]_SGcTX[ 5
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1482 sdentificationGandGcharacterizationGofGtheGm’xkGforGmajorGstorageGproteinsGfromGradishUG1986SGX]aSGZYXTa 14

1481 —issueTspecificGheterogeneityGofGtheGZNTuntranslatedGregionGofGvTtypeGpyruvateGkinaseGm’xksUG1986SG
X]bSGZZT[X 21

1480 —arantulaGhemocyaninGm’xkUGsnGvitroGtranslationSGcnxkGcloningGandGnucleotideGsequenceG
correspondingGtoGsubunitGeUG1986SGX]cSGYZTc 8

1479 zrokaryoticGfeaturesGofGaGnucleusTencodedGenzymeUGcnxkGsequencesGforGchloroplastGandGcytosolicG
glyceraldehydeTZTphosphateGdehydrogenasesGfromGmustardGO–inapisGalbaPUG1986SGX]cSGZYZTZX 119

1478 wolecularGcloningGandGexpressionGofGcnxkGforGhumanGantileukoproteaseGfromGcervixGuterusUG1986SG
X_WSG_XTa 77

1477 niversityGofGtheG’xksGinG—hirteenGssolatesGofGleetGxecroticGóellowGVeinGVirusGinGmhenopodiumG
quinoaGnetectedGbyGweansGofGmlonedGcnxksUG1986SGXX]SGYYcTY[Y 25

1476 yncogeneGinvolvementGinGradiationTGandGvirusTinducedGmouseGosteosarcomasUG1986SGXWSGcX]TYX 8

1475 ryperexpressionGofGoscherichiaGcoliGëyloseGssomeraseUG1986SGYSGX[WT[ 9

1474 ’eckGindependentGrecombinationGofGpoly∆dOq—PTdOmkPβGinGpl’ZYYUG1986SGX[SGaZY]T[W 41

1473 –tructureGandGfunctionGofGdna‘GandGmutnGmutatorsGofGoscherichiaGcoliUG1986SGYW]SGcTXZ 38

1472 mloningGinGoscherichiaGcoliGofGaGlacillusGsubtilisGarginineGrepressorGgeneGthroughGitsGabilityGtoGconferG
structuralGstabilityGonGaGfragmentGcarryingGgenesGofGarginineGbiosynthesisUG1986SGYW]SGXa_TbY 20

1471 knalysisGofGnuclearGfactorGsGbindingGtoGnxkGusingGdegenerateGoligonucleotidesUG1986SGX[SGcXXaTZY 100

1470 —ranscriptionalGregulationGofGtheGmuscleGcreatineGkinaseGgeneGandGregulatedGexpressionGinG
transfectedGmouseGmyoblastsUG1986SG_SGYb]]T_[ 188

1469 mloningSGexpressionGandGsequencingGtheGmolybdenumTpterinGbindingGproteinGOmopPGgeneGofG
mlostridiumGpasteurianumGinGoscherichiaGcoliUG1986SGX[SGcZaXTbW 23

1468 wolecularGcloningGofGpertussisGtoxinGgenesUG1986SGX[SGZY]XT_X 51

1467 kGl’GXGgeneGinGmhironomusGtentansGhasGaGcompositeGstructuredGaGlargeGrepetitiveGcoreGblockGisG
separatedGfromGaGshortGunrelatedGZNTterminalGdomainGbyGaGsmallGintronUG1986SGX[SGaWZTXc 22

1466 mharacterizationGandGsequenceGofGaGcnxkGcloneGofGgammaTglutamyltranspeptidaseUG1986SGX[SGXZcZT[WZ 66

1465 xucleotideGsequenceGofGtheGintracisternalGkTparticleGgenomeGinsertedG]NGtoGtheGinterleukinTZGgeneG
ofGtheGleukemiaGcellGlineGWorsTZlUG1986SGX[SG]cWXTXb 60
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1464 wolecularGcloningGandGcompleteGprimaryGsequenceGofGhumanGerythrocyteGporphobilinogenG
deaminaseUG1986SGX[SG]c]]T_b 126

1463 wolecularGcloningGandGnucleotideGsequenceGofGcnxkGforGmurineGsenileGamyloidGproteindGnucleotideG
substitutionsGfoundGinGapolipoproteinGkTssGcnxkGofGsenescenceGacceleratedGmouseGO–kwPUG1986SGX[SG]aYcT[W 37

1462 mloningGandGsequenceGanalysisGofGcnxkGencodingGactiveGphosphoenolpyruvateGcarboxylaseGofGtheG
m[TpathwayGfromGmaizeUG1986SGX[SGX_X]TYb 88

1461 wouseGmuscleGnicotinicGacetylcholineGreceptorGgammaGsubunitdGcnxkGsequenceGandGgeneG
expressionUG1986SGX[SGZ]ZcT]] 74

1460 ’eclmSGsbclGindependentSGOk—PnTmediatedGdeletionGofGsequencesGflankingGaGëenopusGlaevisGbetaG
globinGgeneGonGpropagationGinGoUGcoliUG1986SGX[SG[X[aT]b 18

1459 wolecularGcloningGandGcharacterizationGofGsmallGpolydisperseGcircularGnxkGfromGmouseGZ—_GcellsUG
1986SGX[SGabYZTZb 36

1458 modingGsequenceGandGgrowthGregulationGofGtheGhumanGvimentinGgeneUG1986SG_SGZ_X[TYW 202

1457 kGvectorTprimerTclonerTsequencerGplasmidGforGtheGconstructionGofGcnxkGlibrariesdGevidenceGforGaGratG
glyceraldehydeTZTphosphateGdehydrogenaseTlikeGm’xkGandGaGferritinGm’xkGwithinGtestisUG1986SG]SG[YaTZ] 16

1456 wutantsGofGtheGmembraneTbindingGregionGofG–emlikiGporestGvirusGoYGproteinUGsUGmellGsurfaceG
transportGandGfusogenicGactivityUG1986SGXWYSGbbcTcWX 57

1455 knalysisGofGtheGuluyveromycesGlactisGpositiveGregulatoryGgeneGvkmcGrevealsGfunctionalGhomologyGtoSG
butGsequenceGdivergenceGfromSGtheG–accharomycesGcerevisiaeGqkv[GgeneUG1986SGX[SGaa_aTbX 164

1454 –tudiesGonGtheGmechanismGofGmembraneGfusiondGsiteTspecificGmutagenesisGofGtheGhemagglutininGofG
influenzaGvirusUG1986SGXWYSGXXTYZ 324

1453 knalysisGofGprogressiveGdeletionsGofGtheGtransmembraneGandGcytoplasmicGdomainsGofGinfluenzaG
hemagglutininUG1986SGXWZSGXXcZTYW[ 108

1452 mloningGandGexpressionGofGtheGratGinterleukinTZGgeneUG1986SGX[SGZ_[XT]b 80

1451 reterologousGtransmembraneGandGcytoplasmicGdomainsGdirectGfunctionalGchimericGinfluenzaGvirusG
hemagglutininsGintoGtheGendocyticGpathwayUG1986SGXWYSGXYaXTbZ 109

1450 momparisonGofGtwoGbetaTlactamaseTproducingGstrainsGofG–treptococcusGfaecalisUG1986SGZWSGb_XT[ 99

1449 —heGdevelopmentalGexpressionGofGtheGgeneGforG—pssskGinGëenopusGlaevisUG1986SGX[SG_Xb]Tc] 45

1448 –equencesGofGtheGoUGcoliGuvrlGgeneGandGproteinUG1986SGX[SGY_ZaT]W 83

1447
—heGeffectGofGchangingGtheGdistanceGbetweenGtheG—k—kTboxGandGcapGsiteGbyGupGtoGthreeGbaseGpairsG
onGtheGselectionGofGtheGtranscriptionalGstartGsiteGofGaGclonedGeukaryoticGgeneGinGvitroGandGinGvivoUG
1986SGX[SGY[YcT[Y

17
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1446 xucleotideGsequenceGofGanGheterochromaticGsegmentGrecognizedGbyGtheGantibodiesGtoGüTnxkGinG
fixedGmetaphaseGchromosomesUG1986SGX[SGZXcaTYX[ 25

1445 mlonedGproteolipidGproteinGandGmyelinGbasicGproteinGcnxkUG—ranscriptionGofGtheGtwoGgenesGduringG
myelinationUG1986SGZ_aSGbY]TZ[ 23

1444 xucleotideGsequenceGofGtheGlacillusGsubtilisGdevelopmentalGgeneGspoVoUG1986SGXZYSGXbbZTcW 4

1443 sdentificationGofGaGvaricellaTzosterGvirusGoriginGofGnxkGreplicationGandGitsGactivationGbyGherpesG
simplexGvirusGtypeGXGgeneGproductsUG1986SG_aGOGztGbPSGX_XZTYZ 92

1442 mloningGandGsequenceGanalysisGofGaGcnxkGforGaGratGliverGglutathioneG–TtransferaseGóbGsubunitUG1986SG
X[SG_XWXTX[ 85

1441 officientGconstructionGofGcnxkGlibrariesGinGplasmidGexpressionGvectorsGusingGanGadaptorGstrategyUG
1986SGX[SGb_X]TY[ 97

1440 xucleotideGsequenceGofGaGclonedGhepatitisGlGvirusGgenomeSGsubtypeGayrdGcomparisonGwithGgenomesG
ofGtheGotherGthreeGsubtypesUG1986SG_aGOGztGXXPSGYZW]TX[ 146

1439 zropertiesGofGinGvitroGrecombinantGderivativesGofGptVXSGaGmultiTcopyGplasmidGfromG–treptomycesG
phaeochromogenesUG1986SGXZYSGYWaXTb 14

1438 knalysisGofGtheGinhibitionGofGsporulationGofGlacillusGsubtilisGcausedGbyGincreasingGtheGnumberGofG
copiesGofGtheGspoWpGgeneUG1987SGXZZSGYWacTbb 5

1437 sdentificationGinGtransgenicGanimalsGofGtheGnrosophilaGdecapentaplegicGsequencesGrequiredGforG
embryonicGdorsalGpatternGformationUG1987SGXSG_X]TY] 24

1436  seGofGinsertionalGinactivationGtoGfacilitateGstudiesGofGbiologicalGpropertiesGofGpneumococcalGsurfaceG
proteinGkGOzspkPUG1987SGX_]SGZbXTc[ 175

1435 mloningGandGcharacterizationGofGtetwGgeneGfromGaG reaplasmaGurealyticumGstrainUG1987SGZXSGXb]YT[ 26

1434 mloningGandGexpressionGofGtreponemaGpallidumGcommonGantigenGO—pT[PGinGoscherichiaGcoliGuXYUG1987
SGXZZSG]baTc_ 21

1433 mlonedGgeneGofG’ickettsiaGrickettsiiGsurfaceGantigendGcandidateGvaccineGforG’ockyGwountainGspottedG
feverUG1987SGYZ]SGbZT] 68

1432 mloningGandGcharacterizationGofGtheGgeneGforGoscherichiaGcoliGserylTt’xkGsynthetaseUG1987SGX]SGXWW]TXa 54

1431 –tabilityGofGaGbacterialGgeneGinGaGbovineGpapillomavirusTbasedGshuttleGvectorGmaintainedG
extrachromosomallyGinGmammalianGcellsUG1987SG_bGOGztGXPSGY[aT]Y 4

1430 knGadenovirusGtypeGZGhostGrangeGvariantGwithGmutationsGinGtheGoXaGandGoZGearlyGgeneGregionsUG1987SG
_bGOGztG]PSGXZ_XTaX 7

1429 knalysisGofGtheGroleGofGtheGcysteineGXaXGresidueGinGtheGactivityGofGherpesGsimplexGvirusGtypeGXG
thymidineGkinaseGbyGoligonucleotideTdirectedGmutagenesisUG1987SG_bGOGztGXPSGZcT[_ 12
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1428 –ynthesisSGcloningGandGexpressionGofGrecombinantGaprotininUG1987SGZ_bSGX[XZTY] 14

1427 ssolationGfromGulebsiellaGandGcharacterizationGofGtwoGrcsGgenesGthatGactivateGcolanicGacidGcapsularG
biosynthesisGinGoscherichiaGcoliUG1987SGXZZSGZZXT[W 27

1426 nistinctGfactorsGwithG–pXGandGxpTkGspecificitiesGbindGtoGadjacentGfunctionalGelementsGofGtheGhumanG
 YGsn’xkGgeneGenhancerUG1987SGXSGbWbTXa 105

1425 –tudiesGofGtranscriptionalGregulationGofGtheGlacillusGsubtilisGdevelopmentalGgeneGspoVoUG1987SGXZZSGYZ[cT]a 3

1424 kGmembraneTanchoredGcytoplasmicGdomainGofGtheGhumanGinsulinGreceptorGmediatesGaGconstitutivelyG
elevatedGinsulinTindependentGuptakeGofGYTdeoxyglucoseUG1987SGXSGX]TY[ 84

1423 —heGyesTrelatedGcellularGgeneGlynGencodesGaGpossibleGtyrosineGkinaseGsimilarGtoGp]_lckUG1987SGaSGYZaT[Z 234

1422 mellularGincorporationGofGpolyTbetaThydroxybutyrateGintoGplasmaGmembranesGofGoscherichiaGcoliGandG
kzotobacterGvinelandiiGaltersGnativeGmembraneGstructureUG1987SGZZSG[Z]T[[ 50

1421 kGcomparisonGofGeukaryoticGviralG]NTleaderGsequencesGasGenhancersGofGm’xkGexpressionGinGvivoUG
1987SGX]SGb_cZTaXX 206

1420 —heGsequenceGofGtheG_–G’xkGgeneGofGzseudomonasGaeruginosaUG1987SGX]SG[]bZTcX 25

1419 oxpressionGofGrumanGzarvovirusGlXcG–tructuralGzroteinGinGoUGcoliGandGnetectionGofGkntiviralG
kntibodiesGinGrumanG–erumUG1987SG]SGXWaaTXWbW 9

1418 –tudiesGonG–z_GpromoterGusingGaGnewGplasmidGvectorGthatGallowsGgeneGinsertionGatGtheGtranscriptionG
initiationGsiteUG1987SGX]SGYYacTc[ 28

1417 mharacterizationGofGhumanGnxkGsequencesGsynthesizedGatGtheGonsetGofG–TphaseUG1987SGX]SGXWYXXTZY 41

1416 knalysisGofGmutationGinGhumanGcellsGbyGusingGanGopsteinTlarrGvirusGshuttleGsystemUG1987SGaSGZacTba 968

1415 xucleotideGsequenceGandGexpressionGofGtheGgeneGencodingGtheGoco’ssGmodificationGenzymeUG1987SG
X]SGZXZTZY 110

1414 —heGalphaGproteinGsmzWGdoesGnotGappearGtoGplayGaGmajorGroleGinGtheGregulationGofGherpesGsimplexG
virusGgeneGexpressionGduringGinfectionGinGtissueGcultureUG1987SGX]SGcW]TXc 23

1413 sdentificationGbyGaGrandomGsequencingGstrategyGofGtheGfowlpoxvirusGnxkGpolymeraseGgeneSGitsG
nucleotideGsequenceGandGcomparisonGwithGotherGviralGnxkGpolymerasesUG1987SGX]SG_]_ZTaZ 53

1412 vargeGnumbersGofGrandomGpointGandGclusterGmutationsGwithinGtheGadenovirusGVkGsGgeneGallowG
characterizationGofGsequencesGrequiredGforGefficientGtranscriptionUG1987SGX]SGbYcZTZWZ 19

1411 ’ecombinationGofGnxksGinGëenopusGoocytesGbasedGonGshortGhomologousGoverlapsUG1987SGX]SGcaXTb] 41
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1410 righGfrequenciesGofGshortGframeshiftsGinGpolyTmkV—qGtandemGrepeatsGborneGbyGbacteriophageGwXZG
inGoscherichiaGcoliGuTXYUG1987SGX]SG]ZYZTZb 320

1409 –iteTspecificGnxkGbindingGofGnuclearGfactorGsdGeffectGofGtheGspacerGregionUG1987SGX]SG]][]T]c 91

1408 xegativeGregulatorsGofGtheGzryGsystemGinG–accharomycesGcerevisiaedGisolationGandGstructuralG
characterizationGofGzryb]UG1987SGX]SGXWYccTZWc 69

1407 kdaptorsSGlinkersSGandGmethylationUG1987SGX]YSGZ[ZTc 27

1406 zromotionGofGdoubleTstrandGbreakGrepairGbyGhumanGnuclearGextractsGpreferentiallyGinvolvesG
recombinationGwithGintactGhomologousGnxkUG1987SGX]SG_bXZTY_ 18

1405 —heGandrogenTdependentGmouseGseminalGvesicleGsecretoryGproteinGsVdGcharacterizationGandG
complementaryGdeoxyribonucleicGacidGcloningUG1987SGXSGaWaTX_ 61

1404 kndrogenGregulatedGexpressionGofGaGspermineGbindingGproteinGgeneGinGmouseGventralGprostateUG
1987SGX]SGaaWcTY[ 39

1403 cnxkGcloningGandGsequenceGanalysisGofGtheGgeneGencodingGtheGpeplomerGproteinGofGfelineGinfectiousG
peritonitisGvirusUG1987SG_bGOGztGXWPSGY_ZcT[_ 59

1402 vymphotropicGstrainG–vZGofGkleutianGdiseaseGvirusdGidentificationGofGreplicativeGformGnxkSGmolecularG
cloningGandGexpressionGofGcapsidTspecificGproteinsUG1987SG_bGOGztG[PSGXW[XTb 7

1401 kGchargedGaminoGacidGsubstitutionGwithinGtheGtransmembraneGanchorGofGtheG’ousGsarcomaGvirusG
envelopeGglycoproteinGaffectsGsurfaceGexpressionGbutGnotGintracellularGtransportUG1987SGXW]SGXXcXTYWZ 32

1400 snGvitroGmutagenesisGofGtrypsinogendGroleGofGtheGaminoGterminusGinGintracellularGproteinGtargetingGtoG
secretoryGgranulesUG1987SGXW]SG_]cT_b 54

1399 —heGorganizationGandGcompositionGofGtheGribosomalG’xkGgeneGnonTtranscribedGspacerGofGnUGbusckiiG
isGuniqueGamongGtheGdrosophilidsUG1987SG]WSGXaZTbW 4

1398 mharacterizationGofGtheGbarleyGchloroplastGtranscriptionGunitsGcontainingGpsakTpsalGandGpsbnTpsbmUG
1987SGX]SG]YXaT[W 61

1397 zlasmidalGmaintenanceGofGcompositeGnxkGderivedGfromGpolyomaGrelatedGplasmidSGvGfactorUG1987SG
X]SGbbX]TYc 6

1396 kGmethodGforGcloningGfullTlengthGcnxkGinGplasmidGvectorsUG1987SGX][SGYbT[X 7

1395 punctionalGexpressionGofGtheGcreTloxGsiteTspecificGrecombinationGsystemGinGtheGyeastG–accharomycesG
cerevisiaeUG1987SGaSGYWbaTc_ 375

1394 officientGsaturationGmutagenesisGofGaGpentapeptideGcodingGsequenceGusingGmixedGoligonucleotidesUG
1987SG_SGZbXTb 15

1393 wolecularGcloningGofGcnxkGforGmoxzTlSGtheGmajorGhumanGcentromereGautoantigenUG1987SGXW[SGbXaTYc 386
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1392 oTpGhandGstructureTdomainGofGcalciumTactivatedGneutralGproteaseGOmkxzPGcanGbindGmaYRGionsUG1987SG
XWXSGbbcTc] 32

1391 lacterialGexpressionGvectorsGforGcalmodulinUG1987SGXZcSGZWZTXa 18

1390 mosmidGshuttleGvectorsGforGcloningGandGanalysisGofG–treptomycesGnxkUG1987SGX]ZSGX__Tcb 85

1389 nifferentialGcolonyGhybridizationdGmolecularGcloningGfromGaGzeroGdataGbaseUG1987SGX[aSG_[Tb] 20

1388 wolecularGcloningGandGgeneGstructureGofGelastinsUG1987SGX[[SGY]cTbb 2

1387 mloningGandGgeneticGorganizationGofGtheGpcaGgeneGclusterGfromGkcinetobacterGcalcoaceticusUG1987SG
X_cSGZX_bTa[ 80

1386 ssolationGandGstructuralGanalysisGofGtheGchromosomalGgeneGforGchickenGcalmodulinUG1987SGXZcSGYXaTYc 24

1385 mloningGofGtheGratGparvalbuminGgeneUG1987SGXZcSGZXaTY] 5

1384 mloningGandGevolutionGofGcalciumTdependentGproteaseSGcnxkGcloningGofGaGnovelGfamilyGofG
calciumTbindingGproteinsUG1987SGXZcSGZ_ZTac 18

1383 nirectionalGcnxkGcloningGinGplasmidGvectorsGbyGsequentialGadditionGofGoligonucleotideGlinkersUG1987SG
X]YSGZ[cT]c 11

1382 zlasmidsGforGtheGselectionGandGanalysisGofGprokaryoticGpromotersUG1987SGX]ZSG][T_b 34

1381 –imultaneousGsynthesisGandGbiologicalGapplicationsGofGnxkGfragmentsdGanGefficientGandGcompleteG
methodologyUG1987SGX][SGYYXT[c 25

1380 —heGsegmentedGpaperGmethoddGnxkGsynthesisGandGmutagenesisGbyGrapidGmicroscaleGIshotgunGgeneG
synthesisIUG1987SGX][SGY]WTba 5

1379 zhageTmediatedGtransductionGofGcnxkGexpressionGlibrariesGintoGmammalianGcellsUG1987SGX]XSG[Z[T[[ 2

1378 ’epetitiveGcloningGofGmutantGgenesGusingGlocusTspecificGstickyGendsUG1987SGX]XSG[[cT_W 1

1377 romologousGrecombinationGintermediatesGbetweenGtwoGduplexGnxkGcatalysedGbyGhumanGcellG
extractsUG1987SGX]SG]_[ZT]] 34

1376 nifferentialGgeneGexpressionGduringGtheGamoebalTplasmodialGtransitionGinGzhysarumUG1987SGX]SGcZZT[] 11

1375 nxkGpolymeraseGsssGofGoscherichiaGcoliGisGrequiredGforG VGandGethylGmethanesulfonateGmutagenesisUG
1987SGb[SG[Xc]Tc 67
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1374 –iteTspecificGinsertionGofGnxkGintoGaGpseudorabiesGvirusGvectorUG1987SGb[SGcXWbTXY 57

1373 ssolationGandGcharacterizationGofGcnxkGclonesGencodingGtheGhumanGcarcinoembryonicGantigenG
revealGaGhighlyGconservedGrepeatingGstructureUG1987SGb[SGYc_WT[ 104

1372 kdenovirusGoriginGofGnxkGreplicationdGsequenceGrequirementsGforGreplicationGinGvitroUG1987SGaSGb_[Ta[ 85

1371 ’eplicationGandGsegregationGofGplasmidsGcontainingGcisTactingGregulatoryGsitesGofGsilentGmatingTtypeG
genesGinG–accharomycesGcerevisiaeGareGcontrolledGbyGtheG–s’GgenesUG1987SGaSG[YY]TZa 110

1370 sntermolecularGrecombinationGassayGforGmammalianGcellsGthatGproducesGrecombinantsGcarryingGbothG
homologousGandGnonhomologousGjunctionsUG1987SGaSGYY[bT]] 35

1369 yverproductionGandGpurificationGofGtheGlux’GgeneGproductdG—ranscriptionalGactivatorGofGtheGVibrioG
fischeriGluminescenceGsystemUG1987SGb[SG__ZcT[Z 68

1368 –tructuralGfeaturesGofGcartilageGmatrixGproteinGdeducedGfromGcnxkUG1987SGb[SG[_[Tb 96

1367 mloningGofGcnxkGencodingGsteroidGXXGbetaThydroxylaseGOz[]WcXXPUG1987SGb[SGaXcZTa 181

1366 ’eleaseGofGsolubleGpilinGantigenGcoupledGwithGgeneGconversionGinGxeisseriaGgonorrhoeaeUG1987SGb[SGcWacTbZ 117

1365 knalysisGofGtheGregulationGofGgeneGexpressionGduringGlacillusGsubtilisGsporulationGbyGmanipulationGofG
theGcopyGnumberGofGspoTlacüGfusionsUG1987SGX_cSGXY_WT_ 65

1364 sdentificationGofGaGgeneGthatGregulatesGexpressionGofGwGproteinSGtheGmajorGvirulenceGdeterminantGofG
groupGkGstreptococciUG1987SGb[SGb_aaTbX 171

1363 —hreeGratGpreprotachykininGm’xksGencodeGtheGneuropeptidesGsubstanceGzGandGneurokininGkUG1987SG
b[SGbbXT] 517

1362 ssolationGofGtelomereGnxkGfromGxeurosporaGcrassaUG1987SGaSGZX_bTaa 38

1361 –equenceGanalysisGofGspontaneousGmutationsGinGaGshuttleGvectorGgeneGintegratedGintoGmammalianG
chromosomalGnxkUG1987SGb[SGZZ][Tb 62

1360 mloningGandGsequenceGofGtheGhumanGnuclearGproteinGcyclindGhomologyGwithGnxkTbindingGproteinsUG
1987SGb[SGX]a]Tc 273

1359 nxkGmismatchGrepairGdetectedGinGhumanGcellGextractsUG1987SGaSGYXbTY[ 45

1358 nifferentialGregulationGofGaGhydroxyprolineTrichGglycoproteinGgeneGfamilyGinGwoundedGandGinfectedG
plantsUG1987SGaSG[ZZaT[[ 201

1357 kminoGacidGsequencesGinGtheGalphaGXGdomainGandGnotGglycosylationGareGimportantGinGrvkTkYVbetaG
YTmicroglobulinGassociationGandGcellGsurfaceGexpressionUG1987SGaSGcbYTcW 54
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1356 r’xkGgenesGofGxaegleriaGgruberiGareGcarriedGexclusivelyGonGaGX[TkilobaseTpairGplasmidUG1987SGaSGZWYaTZX 71

1355 —issueTspecificGenhancerGofGtheGhumanGglycoproteinGhormoneGalphaTsubunitGgenedGdependenceGonG
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andGhydrogenGperoxideUG1987SGX_cSG[_WbTXZ 17
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1212 —ranspositionGofG—nXWWWdGinGvivoGpropertiesUG1987SGX_cSG]]]_T_Y 21

1211 –tructureGofGanGinvertedGduplicationGformedGasGaGfirstGstepGinGaGgeneGamplificationGeventdG
implicationsGforGaGmodelGofGgeneGamplificationUUG1987SG_SGX_caTXaWZ 62

1210 oscherichiaGcoliGintegrationGhostGfactorGbendsGtheGnxkGatGtheGendsGofGs–XGandGinGanGinsertionG
hotspotGwithGmultipleGsrpGbindingGsitesUUG1987SG_SGY[acTY[ba 98

1209 oxpressionGofGactiveGmucorGmieheiGasparticGproteaseGinGwucorGcircinelloidesUG1987SG]YSGY[ZTY]Y 21

1208 monstructionGofGhybridGplasmidGvectorsGforGcloningGinoscherichiaGcoliSGlacillusGsubtilisSGandGtheG
cyanobacteriumknacystisGnidulansUG1987SGX_SG[ZT[a 3

1207 yrganizationGandGdifferentialGactivationGofGaGgeneGfamilyGencodingGtheGplantGdefenseGenzymeG
chalconeGsynthaseGinGzhaseolusGvulgarisUG1987SGYXWSGYXcTZZ 202

1206 mharacterizationGofGaGgenomicGcloneGofGorwiniaGcarotovoraGsubspUGcarotovoraG—qZGencodingGaG
pectolyticGenzymeGofGapparentGmolecularGweightGabGknaUG1987SGYXWSGYc[TYcb 3

1205 qeneGcloningGandGtransformationGinGtheGbasidiomyceteGfungusGmoprinusGcinereusdGssolationGandG
expressionGofGtheGisocitrateGlyaseGgeneGOacuTaPUG1987SGYXWSGZ]YTZ]a 38

1204 mloningGofGtheGhistidineSGpyrimidineGandGcysteineGgenesGofGkzospirillumGbrasilensedGoxpressionGofG
pyrimidineGandGthreeGclusteredGhistidineGgenesGinGoscherichiaGcoliUG1987SGYW_SGa_TbW 13

1203 —ranscriptionalGregulationGofGsporulationGgenesGinGyeastUG1987SGYXWSG[[cT]c 19

1202 zartitioningGofGtheGpGplasmiddGoverproductionGofGanGessentialGproteinGforGpartitionGinhibitsGplasmidG
maintenanceUG1987SGYWbSGZ_]TaY 42

1201 mloningGandGexpressionGofGXZWTkdGmosquitoTlarvicidalGdeltaTendotoxinGgeneGofGlacillusGthuringiensisG
varUGssraelensisGinGoscherichiaGcoliUG1987SGYWbSGZb[Tc 50

1200 wolecularGcloningGandGphysicalGcharacterizationGofGaGlrassicaGlinearGmitochondrialGplasmidUG1987SG
YWcSGYYaTZZ 28

1199 –equenceGanalysisGofGtheGlrevibacteriumGlactofermentumGtrpGoperonUG1987SGYWcSGYccTZW] 10

1198 —heGunusualGtranslationalGinitiationGcodonGk  GlimitsGtheGexpressionGofGtheGinfmGOinitiationGfactorG
spZPGgeneGofGoscherichiaGcoliUG1987SGYWbSGc[TXWW 47

1197 ’egulationGofGxknGmetabolismGinG–almonellaGtyphimuriumdGgeneticGanalysisGandGcloningGofGtheG
nad’GrepressorGlocusUG1987SGYWbSGYacTba 21

1196 qeneticGandGphysicalGanalysisGofGplasmidGgenesGexpressingGinducibleGresistanceGofGtelluriteGinG
oscherichiaGcoliUG1987SGYWbSGYbbTcZ 57

1195 —heGexpressionGofGaGchimericGsoybeanGbetaTtubulinGgeneGinGtobaccoUG1987SGYWaSGZYbTZZ[ 11
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1194 zhleomycinGresistanceGencodedGbyGtheGbleGgeneGfromGtransposonG—nG]GasGaGdominantGselectableG
markerGinG–accharomycesGcerevisiaeUG1987SGYWaSGZ[YTb 72

1193 mloningGofGtheGcyslGgeneGofGorwiniaGcarotovoraGsubspUGcarotovoraSGandGtheGidentificationGofGitsG
productUG1987SGYWaSG[__T[aW 5

1192 mloningGofGsevenGdifferentlyGcomplementingGnxkGfragmentsGwithGchlGfunctionsGfromGoscherichiaG
coliGuXYUG1987SGYW_SGZ]YT] 25

1191 mhromogenicGidentificationGofGpromotersGinG–treptomycesGlividansGbyGusingGanGampmG
betaTlactamaseGpromoterTprobeGvectorUG1987SGYXWSGYZTZY 25

1190 —heGsecretionGandGpostGtranslationalGmodificationGofGinterferonsGfromG–accharomycesGcerevisiaeUG
1987SGXYSG]_XTa 11

1189 vo YGdirectedGexpressionGofGbetaTgalactosidaseGactivityGandGphleomycinGresistanceGinGóarrowiaG
lipolyticaUG1987SGXXSGZ_cTa] 93

1188 sdentificationGofGaGlysYGmutantGofGmandidaGmaltosaGbyGmeansGofGtransformationUG1987SGXXSGZb]TcX 21

1187 —ranscriptionGandGtranslationGofGphloemGproteinGOzzYPGduringGphloemGdifferentiationGinGmucurbitaG
maximaUG1987SGXaWSGZcYTc 15

1186 mloningGandGexpressionGofGpenicillinGacylaseGgenesGfromGoverproducingGstrainsGofGoscherichiaGcoliG
andGlacillusGmegateriumUG1987SGY]SGZaY 34

1185 monstructionGofGaGhumanGventricularGcnxkGlibraryGandGcharacterizationGofGaGbetaGmyosinGheavyGchainG
cnxkGcloneUG1987SGa_SG[aT]Z 14

1184 zlasmidGvectorsGusedGinGvariousGstrainsGofGorwiniaGspeciesUG1987SGY_SGY[YTY[a 2

1183 ssolationGofGaGcnxkGcloneGforGtheGacylGcarrierGproteinTsGofGspinachUG1987SGcSGXYaTZ[ 58

1182 —heGisolationSGcharacterizationGandGsequenceGofGtwoGdivergentG˛†TtubulinGgenesGfromGsoybeanG
OqlycineGmaxGvUPUG1987SGXWSGXaXTb[ 49

1181 cnxkGcloningGofGm’xksGinducedGinGresistantGbarleyGduringGinfectionGbyGorysipheGgraminisGfUspUG
rordeiUG1987SGbSGaaTb] 26

1180 –tabilityGofGwildTtypeGandGmutantG’—owTXGbetaTlactamasesdGeffectGofGtheGdisulfideGbondUG1987SGYSGYcWTa 45

1179 monstructionGofGcnxkGlibrariesGbyGbluntTendGligationdGhighTfrequencyGcloningGofGlongGcnxksGfromG
filamentousGfungiUG1987SGX_[SG_WTa 47

1178 qentechnikGmitGzflanzenUG1987SGccSGZcYT[XY 8

1177 qiardiaGintestinalisGantigensGexpressedGinGoscherichiaGcoliUG1987SGY_SGY_aTa_ 26
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1176 —heG]NGflankingGsequenceGofGaG—rypanosomaGbruceiGvariableGsurfaceGglycoproteinGgeneUG1987SGY[SGX_ZTa[ 46

1175 reckTdependentGandGreckTindependentGxTethylTxTnitrosoureaGmutagenesisGatGaGplasmidTencodedG
herpesGsimplexGvirusGthymidineGkinaseGgeneGinGoscherichiaGcoliUG1987SGXabSGXTXW 18

1174
’egulationGofGtumorGnecrosisGfactorGO—xpPGexpressiondGinterferonTgammaGenhancesGtheG
accumulationGofGm’xkGforG—xpGinducedGbyGlipopolysaccharideGinGmurineGperitonealGmacrophagesUG
1987SGXWcSG[ZaT[Z

82

1173 rumanGinterstitialGretinolTbindingGproteinGOs’lzPdGcloningSGpartialGsequenceSGandGchromosomalG
localizationUG1987SGXZSGZX]TYZ 36

1172 mellGvolumeGchangesGcorrelateGwithGefficiencyGofGtransformationGofoscherichiaGcoliwithGplasmidG
nxkUG1987SG[YSGXY]TXYb 2

1171 nirectGselectionGofGrecombinantGplasmidsGwithGchlorateUG1987SG[ZSGYWXTYW] 2

1170 —ransfectionGofldellovibrioGbacteriovoruswithGbacteriophageGwkmTXGnxkUG1987SG[ZSGYWaTYXX 3

1169 ’estorationGofGphenotypeGinoscherichiaGcoliauxotrophsGbyGp vlXXZTmediatedGmobilisationGfromG
methylotrophicGbacteriaUG1987SG[ZSGYZ]TYZc 14

1168 neletionGofGthelacillusGsubtilisGsdhoperonUG1987SG[XSGYWZTYW_ 14

1167 zrospectsGforGtheGgeneticGmanipulationGofGlactobacilliUG1987SG[_SGYcaTZXY 65

1166 oxpressionGofGm’xkGhomologousGtoGinterleukinGXGinGhumanGepidermalGcellsUG1987SGbbSGZa]Tc 46

1165 qeneGtransferGandGmolecularGcloningGofGtheGratGnerveGgrowthGfactorGreceptorUG1987SGZY]SG]cZTa 881

1164 wouseGp]ZGinhibitsG–V[WGoriginTdependentGnxkGreplicationUG1987SGZYcSG[]bT_W 212

1163 oVsnoxmoGpy’Gsx—o’qoxo’smG—’kx–py’wk—syxGsxGpsvkwox—y –SGnsküy—’yzrsmG
mókxylkm—o’skUG1987SGXWaSGZ[aTZ]_ 4

1162 zresenceGinGtheGNsilentNGterminusGregionGofGtheGoscherichiaGcoliGuXYGchromosomeGofGcrypticGgeneOsPG
encodingGaGnewGnitrateGreductaseUG1987SGXSGX[ZT]W 32

1161 mommonGmechanismGcontrollingGphaseGandGantigenicGvariationGinGpathogenicGneisseriaeUG1987SGXSG]TXY 147

1160 wolecularGcloningGandGcharacterizationGofGtheGbetaTamylaseGgeneGfromGlacillusGcirculansUG1987SGXSGb_TcX 46

1159 mloningGandGexpressionGinGoscherichiaGcoliGofGaGhygromycinGlGphosphotransferaseGgeneGfromG
–treptomycesGhygroscopicusUG1987SGX_YSG[XZTb 8
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1158 xucleotideGsequenceGofGbarleyGchymotrypsinGinhibitorTYGOmsTYPGandGitsGexpressionGinGnormalGandG
highTlysineGbarleyUG1987SGX_]SGccTXW_ 50

1157 mharacterizationGofGcnxkGcodingGforGtheGcompleteGlightGmeromyosinGportionGofGaGrabbitGfastG
skeletalGmuscleGmyosinGheavyGchainUG1987SGX_aSGcaTXWY 42

1156 monstructionGandGstabilityGofGaGsixfoldGrepeatedGartificialGgeneUG1987SGX_aSGZWaTXZ 7

1155 zhenylalanineGdehydrogenaseGofGlacillusGbadiusUGzurificationSGcharacterizationGandGgeneGcloningUG
1987SGX_bSGX]ZTc 53

1154 qeneticGandGbiochemicalGcharacterizationGofGlacillusGsubtilisGmutantsGdefectiveGinGexpressionGandG
functionGofGcytochromeGbT]]bUG1987SGX_bSG_c]TaWX 23

1153 zrimaryGstructureGandGdifferentialGexpressionGofGbetaTamylaseGinGnormalGandGmutantGbarleysUG1987SG
X_cSG]XaTY] 141

1152 rumanGYaTknaGcalbindinGcomplementaryGnxkGsequenceUGovolutionaryGandGfunctionalGimplicationsUG
1987SGXaWSGYWaTX] 67

1151
cnxksGforGcanavalinGandGconcanavalinGkGfromGmanavaliaGgladiataGseedsUGxucleotideGsequenceGofG
cnxkGforGcanavalinGandG’xkGblotGanalysisGofGcanavalinGandGconcanavalinGkGm’xksGinGdevelopingG
seedsUG1988SGXaWSG]X]TYW

19

1150 zroductionGinGoscherichiaGcoliGandGoneTstepGpurificationGofGbifunctionalGhybridGproteinsGwhichGbindG
maltoseUGoxportGofGtheGulenowGpolymeraseGintoGtheGperiplasmicGspaceUG1988SGXaXSG][XTc 103

1149 momplexG’xkGmaturationGinGchloroplastsUG—heGpsblGoperonGfromGspinachUG1988SGXaXSG]]XT_[ 204

1148 neoxycytidylateGhydroxymethylaseGgeneGofGbacteriophageG—[UGxucleotideGsequenceGdeterminationG
andGoverTexpressionGofGtheGgeneUG1988SGXaYSG]]ZT_Z 22

1147
xucleotideGsequenceGofGtheGgeneGforGaqualysinGsGOaGthermophilicGalkalineGserineGproteasePGofG
—hermusGaquaticusGó—TXGandGcharacteristicsGofGtheGdeducedGprimaryGstructureGofGtheGenzymeUG1988SG
XaZSG[cXTa

63

1146 –tructureGofGtheGhorseradishGperoxidaseGisozymeGmGgenesUG1988SGXaZSG_bXTa 89

1145 xucleotideGsequenceGandGexpressionGinGoscherichiaGcoliGofGtheGgeneGcodingGforGsphingomyelinaseGofG
lacillusGcereusUG1988SGXa]SGYXZTYW 59

1144 zhosphorylationGofGaG]XTknaGenvelopeGmembraneGpolypeptideGinvolvedGinGproteinGtranslocationG
intoGchloroplastsUG1988SGXa]SG_[cT]c 38

1143 –ubstrateTspecificityGdeterminantsGforGaGmembraneTboundGcaseinGkinaseGofGlactatingGmammaryG
glandUGkGstudyGwithGsyntheticGpeptidesUG1988SGXaaSGYbXT[ 46

1142 cnxkGcloningGandGfunctionalGexpressionGinGyeastG–accharomycesGcerevisiaeGofG
betaTnaphthoflavoneTinducedGrabbitGliverGzT[]WGvw[GandGvw_UG1988SGXaaSGYb]TcZ 68

1141 –ynthesisSGcloningGandGexpressionGinGoscherichiaGcoliGofGartificialGgenesGcodingGforGbiologicallyGactiveG
elongatedGprecursorsGofGtheGvasoactiveGintestinalGpolypeptideUG1988SGXabSGZ[ZT]W 14
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1140 rerstellungGeinerGcnxkTlibliothekGausGwilchdrˆ…sengewebeGundGderenGVerwendungGfˆ…rG
zˆ…chterischeGpragestellungenXUG1988SGXW]SGZXaTZYa 0

1139 wolecularGmloningGofGnxkGmomplementaryGtoGtheG’xkTqenomeGofGzlumGzoxGVirusGOzzVPUG1988SGXYYSGYYYTYZX 29

1138 monstructionGandGcharacterizationGofGcomplementaryGnxkGlibrariesGfromGVeroGcellsGinfectedGwithG
measlesGvirusUG1988SGc_SGY_]TaY 5

1137 zroductionGandGuseGofGcnxkGclonesGfromGarabisGmosaicGvirusUG1988SGXXZSG[bZT[cX 3

1136 yrganizationGandGplasticityGofGenterobacterialGgenomesUG1988SG_]SG]X–T_c– 1

1135 —runcationGofGtheGectodomainGofGtheGhumanGinsulinGreceptorGresultsGinGsecretionGofGaGsolubleGinsulinG
bindingGproteinGfromGtransfectedGmryGcellsUG1988SGXSGY]TZX 22

1134 wolecularGanalysisGofGmutationsGinducedGinGhumanGcellsGbyGxTethylTxTnitrosoureaUG1988SGXSG]WT_ 73

1133 –tabilityGandGexpressionGofGaGplasmidTcontainingGkillerGtoxinGcnxkGinGbatchGandGchemostatGculturesG
ofGsaccharomycesGcerevisiaeUG1988SGZXSGabZTc 13

1132 olectroporationGinGbiologydGmethodsSGapplicationsSGandGinstrumentationUG1988SGXa[SGZ_XTaZ 294

1131 zosttranslationalGmodificationGofGrasGproteinsdGdetectionGofGaGmodificationGpriorGtoGfattyGacidG
acylationGandGcloningGofGaGgeneGresponsibleGforGtheGmodificationUG1988SGZ_SGY_XTaZ 39

1130 punctionalGanalysisGofGmitochondrialGproteinGimportGinGyeastUG1988SGZ_SGYa]Tba 19

1129 knGimprovedGprocedureGforGtheGrapidGoneTstepTcloningGofGfullTlengthGviroidGcnxkUG1988SGXWXSGXZaT[W 7

1128 qenomicGlocalizationGandGsequenceGanalysisGofGtheGputativeGbovineGherpesvirusTXGnxkGpolymeraseG
geneUG1988SGcbSGYaTZb 21

1127 kGrapidGmethodGforGtheGscreeningGofGplasmidsGinGtransformedGyeastGstrainsUG1988SGXaSGXcTYY 5

1126 mharacterizationGofG’TplasmidsGinGenvironmentalGisolatesGofsalmonelladGrostGrangeGandGstabilityUG
1988SGXaSGXaZTXaa 2

1125 lehaviourGofGaGreplicatingGmitochondrialGnxkGsequenceGfromGkspergillusGamstelodamiGinG
–accharomycesGcerevisiaeGandGkspergillusGnidulansUG1988SGXZSG[acTb_ 5

1124 knGefficientlyGmutagenizableGrecombinantGplasmidGforGinGvitroGtranscriptionGofGtheGoscherichiaGcoliG
X_G–G’xkGgeneUG1988SGXa]SGZaZTb] 17

1123 qenomicGorganizationGofGtwoGfamiliesGofGhighlyGrepeatedGnuclearGnxkGsequencesGofGmaizeGselectedG
forGautonomousGreplicatingGactivityGinGyeastUG1988SGXXSGX_XTaY 3
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1122 —heGchloroplastTlocatedGglutamineGsynthetaseGofGzhaseolusGvulgarisGvUdGnucleotideGsequenceSG
expressionGinGdifferentGorgansGandGuptakeGintoGisolatedGchloroplastsUG1988SGXXSGXcXTYWY 90

1121 oxpressionGofGtheGoscherichiaGcoliGglutamateGdehydrogenaseGgeneGinGtheGcyanobacteriumG
–ynechococcusGzmm_ZWXGcausesGammoniumGtoleranceUG1988SGXXSGZZ]T[[ 19

1120 wolecularGcloningGofGtwoGisoinhibitorGformsGofGchymotrypsinGinhibitorGXGOmsTXPGfromGbarleyG
endospermGandGtheirGexpressionGinGnormalGandGmutantGbarleysUG1988SGXWSG]YXTZ] 29

1119 kG˛‡ThordeinGgeneUG1988SGXXSG[[cT_X 38

1118 wolecularGcloningGofGcnxksGencodingGaGputativeGcellGwallGproteinGfromGüeaGmaysGandGimmunologicalG
identificationGofGrelatedGpolypeptidesUG1988SGXXSG[bZTcZ 64

1117 —heGchloroplastGgenomesGofGconifersGlackGoneGofGtheGr’xkTencodingGinvertedGrepeatsUG1988SGYXYSG_TXW 38

1116 mharacterizationGofGtheGtransposonGcarryingGtheG–—ssGgeneGofGenterotoxigenicGoscherichiaGcoliUG1988SG
YX[SG[cWT] 29

1115 —ransposonG—nYXGencodesGaG’eckTindependentGsiteTspecificGintegrationGsystemUG1988SGYXXSGZYWT] 98

1114 mloningSGnucleotideGsequenceGandGmutationalGanalysisGofGtheGgeneGencodingGtheGzhotosystemGssG
manganeseTstabilizingGpolypeptideGofG–ynechocystisG_bWZUG1988SGYXYSG[XbTY] 62

1113 –iteTspecificGintegrationGofGplasmidGp–kwYGinG–treptomycesGlividansGandG–UGambofaciensUG1988SGYXYSG[ZYT[Zc 24

1112 –tructuralGplasmidGinstabilityGinGlacillusGsubtilisdGeffectGofGdirectGandGinvertedGrepeatsUG1988SGYXYSG[]WTb 83

1111 knalysisGofGtranscriptionGandGprocessingGsignalsGinGtheG]NGregionsGofGtheGtwoGwycoplasmaGcapricolumG
r’xkGoperonsUG1988SGYXYSG]YYTZW 10

1110 —ranscriptionalGregulationGofGnitrogenGfixationGgenesGbyGnxkGsupercoilingUG1988SGYXYSGZ_WTZ_Z 27

1109 mloningSGsequencingGandGexpressionGofGaGlacillusGbacteriolyticGenzymeGinGoscherichiaGcoliUG1988SGYX[SGY[XTb 79

1108 kmplificationGofGplasmidGcopyGnumberGbyGthymidineGkinaseGexpressionGinG–accharomycesGcerevisiaeUG
1988SGYXXSGX]]Tc 11

1107 qeneTenzymeGrelationshipsGofGtheGpurineGbiosyntheticGpathwayGinGlacillusGsubtilisUG1988SGYXXSGX_WTa 25

1106 —heGrepressorGgeneGOcPGofGtheG–treptomycesGtemperateGphageGphiGcZXdGnucleotideGsequenceSG
analysisGandGfunctionalGcloningUG1988SGYXZSGY_cTaa 34

1105 witoticGgeneGconversionSGreciprocalGrecombinationGandGgeneGreplacementGatGtheGbenkSGbetaTtubulinSG
locusGofGkspergillusGnidulansUG1988SGYXZSGZZcT[] 30
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1104 sdentificationGandGgermlineGtransformationGofGtheGribosomalGproteinGrpYXGgeneGofGnrosophiladG
complementationGanalysisGwithGtheGwinuteG‘sssGlocusGrevealsGnonidentityUG1988SGYXZSGZ][Tb 14

1103 —heGVitreoscillaGhemoglobinGgenedGmolecularGcloningSGnucleotideGsequenceGandGgeneticGexpressionG
inGoscherichiaGcoliUG1988SGYX[SGX]bT_X 98

1102 kGcolonyGprocedureGforGtransformationGofG–accharomycesGcerevisiaeUG1988SGXZSGYXTZ 72

1101 mloningGofGtheGorotidineG]NTphosphateGdecarboxylaseGOynmPGgeneGofG–chwanniomycesGoccidentalisG
byGcomplementationGofGtheGuraZGmutationGinG–UGcerevisiaeUG1988SGXZSGYcTZ] 23

1100 ’estrictionGfragmentGlengthGpolymorphismsGasGgeneticGmarkersGinGsoybeanSGqlycineGmaxGOvUPGmerrillUG
1988SGa]SGbbcTcWX 137

1099 nifferencesGinGtheGregulationGofGaldehydeGdehydrogenaseGgenesGinGkspergillusGnigerGandGkspergillusG
nidulansUG1988SGX[SGc]TXWZ 13

1098 narknessGandGantibioticsGincreaseGtheGsteadyTstateGtranscriptsGofGtheGelongationGfactorGgeneGOtufPGinG
mhlamydomonasGreinhardtiiUG1988SGX[SGXXcTY_ 11

1097 WholeGcellGtransformationGofGtheGalfalfaGfungalGpathogenGmolletotrichumGtrifoliiUG1988SGX[SGY[XTY[_ 54

1096 monstructionGofGaGbifunctionalGgeneticallyGlabelledGplasmidGforGlacillusGthuringiensisGsubspUG
israelensisUG1988SGX]WSG[c_Tb 5

1095 nifferentialGexpressionGofGaGgeneGforGaGmethionineTrichGstorageGproteinGinGmaizeUG1988SGYXXSG[aaTb[ 67

1094 –equenceGofGtheGnucleoproteinGgeneGfromGaGvirulentGlritishGfieldGisolateGofGtransmissibleG
gastroenteritisGvirusGandGitsGexpressionGinG–accharomycesGcerevisiaeUG1988SGYSGbcTcc 28

1093 —heGvirulenceGproteinGóop]GofGóersiniaGpseudotuberculosisGisGregulatedGatGtranscriptionalGlevelGbyG
plasmidTpllXGTencodedGtransTactingGelementsGcontrolledGbyGtemperatureGandGcalciumUG1988SGYSGXYXTXZZ 119

1092 mloningSGcharacterizationGandGregulationGofGanGalphaTamylaseGgeneGfromG–treptomycesGlimosusUG
1988SGYSGXcaTYWb 59

1091 kerobicGexpressionGofGtheGnarGoperonGofGoscherichiaGcoliGinGaGfnrGmutantUG1988SGYSG[XcTY] 11

1090 neterminantsGofGtranslationalGinitiationGefficiencyGinGtheGatpGoperonGofGoscherichiaGcoliUG1988SGYSG[]]T_] 32

1089 —ranscriptionalGanalysisGofGtheGX_–Gr’xkGgeneGofGtheGrrnnGgeneGsetGofG–treptomycesGcoelicolorG
kZOYPUG1988SGYSG]_cTac 58

1088 xucleotideGsequenceGofGtheGstructuralGgeneGforGclassGsGpilinGfromGxeisseriaGmeningitidisdGhomologiesG
withGtheGpiloGlocusGofGxeisseriaGgonorrhoeaeUG1988SGYSG_[aT]Z 67

1087 oxpressionGofGpunctionalG’icinGlGmhainGinGëenopusGyocytesUG1988SG_SG]_]T]aW 8
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1086 –tableGoxpressionGofGkspercillusGkwamoriGqlucoamylaseGinGnistillerNsGóeastUG1988SG_SG[XaT[YX 29

1085 —heGlacillusGsubtilisGsposskGlocusGisGexpressedGatGtwoGtimesGduringGsporulationUG1988SG]XSGXWcTXXY 1

1084 wolecularGcloningGofGm’xkGsequencesGencodingGxylanaseGfromGmryptococcusGalbidusUG1988SG]XSGYXaTYY[ 3

1083 onhancerGbindingGfactorsGkzT[GandGkzTXGactGinGconcertGtoGactivateG–V[WGlateGtranscriptionGinGvitroUG
1988SGZZYSG]]aT_X 294

1082 qrowthGonGstarchGandGextracellularGproductionGofGthermostableGamylaseGbyGoscherichiaGcoliUG1988SG
XWSG[YT[_ 12

1081 mloningGheterologousGgenesGintoGoUGmoliGforGenzymeGproductionGandGcrystalGgrowthdGzroblemsGofG
expressionGandGmicroheterogeneityUG1988SGcWSGX_bTXac 18

1080 zroductionGofGgrowthGfactorsGrelatedGtoGfibroblastGgrowthGfactorGandGplateletTderivedGgrowthG
factorGbyGhumanGembryonalGcarcinomaGcellsUG1988SGY[SGXYWcTX_ 8

1079 wappingGandGcharacterizationGofGmutationsGinducedGbyGbenzo∆aβpyreneGdiolGepoxideGatG
dihydrofolateGreductaseGlocusGinGmryGcellsUG1988SGX[SGX_cTbZ 30

1078 zhleomycinGresistanceGasGaGdominantGselectableGmarkerGinGmryGcellsUG1988SGX[SGY[ZT]Y 59

1077 wolecularGanalysisGofGexpressionGofGparentalGcellGpropertiesGinGhybridsGbetweenGmonocytesGandGaG
myelomaGcellGlineUG1988SGX[SG[YaTZb 12

1076 neletionGandGhypermethylationGofGthymidineGkinaseGgeneGinGVacGmhineseGhamsterGcellsGresistantGtoG
bromodeoxyuridineUG1988SGX[SG]_aTbX 15

1075 mloningGofGferredoxinGsGgeneGfromkzotobacterGvinelandiiGusingGsyntheticGoligonucleotideGprobesUG
1988SGXZSGZYZTZYa

1074 reterologousGexpressionGandGstabilityGofGtheGoscherichiaGcoliG˛†TgalactosidaseGgeneGinG–treptococcusG
lactisGbyGtranslationGfusionUG1988SG]SG]cTaZ 7

1073 offectsGofG–y–GandGwucklGfunctionsGonGreactivationGandGmutagenesisGofGwXZGreplicativeGformGnxkG
bearingGbulkyGlesionsUG1988SGYWYSGYYZTZ[ 8

1072 nirectGselectionGofGmutationsGinGtheGhumanGmitochondrialGt’xk—hrGgenedGreversionGofGanG
NuncloneableNGphenotypeUG1988SGXccSGXbZTcW 6

1071 nirectGselectionGofGmutationsGinGtheGhumanGmitochondrialGt’xk—hrGgenedGreversionGofGanG
â��uncloneableâ��GphenotypeUG1988SGXccSGXbZTXcW

1070 mloningGandGtranscriptionalGanalysisGofGaGvariantGsurfaceGglycoproteinGgeneGexpressionGsiteGinG
—rypanosomaGbruceiUG1988SGYbSGXcaTYW_ 19

1069 mharacterizationGofGtheGgenesGforGfructoseTbisphosphateGaldolaseGinG—rypanosomaGbruceiUG1988SGYcSG_]Ta] 48
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1068 —ransformationGofGbacteriaGbyGelectroporationUG1988SG_SGZWZTZWc 108

1067 mloningGofGaGpositiveGregulatoryGelementGinvolvedGinGnitrogenGfixationGinkzotobacterGvinelandiiUG
1988SG_aSGXYXTXYa 5

1066 oxpressionGofGaGhumanGalphaTtubulindGpropertiesGofGtheGisolatedGsubunitUG1988SGYaSGXb_cTbW 32

1065 cnxkGexpressionGcloningGofGtheGsvTXGreceptorSGaGmemberGofGtheGimmunoglobulinGsuperfamilyUG1988SG
Y[XSG]b]Tc 820

1064 —ranscriptionalGanalysisGofGmultisiteGdrugTnxkGdissociationGkineticsdGdelayedGterminationGofG
transcriptionGbyGactinomycinGnUG1988SGYaSGcXYYTZY 48

1063 reterologousGexpressionGofGtheGbifunctionalGthymidylateGsynthaseTdihydrofolateGreductaseGfromG
veishmaniaGmajorUG1988SGYaSGZaa_Tb[ 44

1062 wolecularGcloningGofGtheGcnxkGforGtheGlargeGsubunitGofGtheGhighTmaYRTrequiringGformGofGhumanG
maYRTactivatedGneutralGproteaseUG1988SGYaSGbXYYTb 126

1061 sdentificationGandGcharacterizationGofGmlostridiumGdifficileGpromoterGelementGthatGisGfunctionalGinG
oscherichiaGcoliUG1988SGaWSGZ[ZT]W 7

1060 —heGcnxkGofGcucumberGmosaicGvirusTassociatedGsatelliteG’xkGhasGinGvivoGbiologicalGpropertiesUG1988SG
X]XSGZbbTc] 30

1059 righGefficiencyGtransformationGofGoUGcoliGbyGhighGvoltageGelectroporationUG1988SGX_SG_XYaT[] 2412

1058 raploidGexpressionGofGtheGroosterGprotamineGm’xkGinGtheGpostmeioticGstagesGofGspermatogenesisUG
1988SGXY]SGZZYT[W 46

1057 —heGeffectGofGtemperatureGonGrecombinationGactivityGinGtestesGofGrodentsUG1988SGXabSGX_ZTb 13

1056 oimeriaGacervulinadGnxkGcloningGandGcharacterizationGofGrecombinantGsporozoiteGandGmerozoiteG
antigensUG1988SG__SGc_TXWa 41

1055 zrimaryGandGsecondaryGstructureGofGtheGXbG–GribosomalG’xkGofGtheGinsectGspeciesG—enebrioGmolitorUG
1988SGYZYSGXX]TYW 36

1054 mompleteGaminoGacidGsequenceGofGhumanGintestinalGaminopeptidaseGxGasGdeducedGfromGclonedG
cnxkUG1988SGYZbSGZWaTX[ 202

1053 mloningGaGsyntheticGgeneGforGhumanGstefinGlGandGitsGexpressionGinGoUGcoliUG1988SGYZcSG[XT[ 61

1052 vigandsGtoGtheGYpeGironTsulfurGcenterGinGsuccinateGdehydrogenaseUG1988SGYZYSGYcbTZWY 11

1051 mloningSGsequencingGandGexpressionGofGtheGlipaseGgeneGfromGzseudomonasGfragiGspyTXYW[cGinGoUG
coliUG1988SGY[YSGZ_T[W 54
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1050 oxpressionGofGhumanGleukotrieneGk[GhydrolaseGcnxkGinGoscherichiaGcoliUG1988SGYYcSGYacTbY 30

1049 olectroTstimulatedGtransformationGofGoUGcoliGcellsGpretreatedGbyGon—kGsolutionUG1988SGYZ[SGYWZTa 16

1048 mloningGandGmolecularGcharacterizationGofGanGoralGpapillomavirusGofGdomesticGrabbitsUG1988SGX_YSGYYXTZX 8

1047 zolymorphismsGofGtheGregionGofGtheGopsteinTlarrGvirusGgenomeGwhichGdisruptsGlatencyUG1988SGX_]SG][cT_[ 38

1046 netectionGofGaGmurineGcoronavirusGnonstructuralGproteinGencodedGinGaGdownstreamGopenGreadingG
frameUG1988SGX_[SGX]_T_[ 41

1045 wolecularGcloningGandGsequenceGdeterminationGofGnkGstrainGofG—heilerNsGmurineGencephalomyelitisG
virusesUG1988SGX_[SGY[]T]] 115

1044 snsightsGintoG—heilerNsGvirusGneurovirulenceGbasedGonGaGgenomicGcomparisonGofGtheGneurovirulentG
qnVssGandGlessGvirulentGleknGstrainsUG1988SGX_]SGXTXY 81

1043 WhatGconstitutesGtheGsignalGforGtheGinitiationGofGproteinGsynthesisGonGoscherichiaGcoliGm’xksiUG
Journal of Molecular BiologySG1988SGYW[SGacTc[ 6.5 135

1042 virTinducedGrecombinationGinGkgrobacteriumUGzhysicalGcharacterizationGofGpreciseGandGimpreciseG
—TcircleGformationUGJournal of Molecular BiologySG1988SGYWZSGZaZTb[ 6.5 25

1041 punctionalGcnxkGlibrariesGfromGnrosophilaGembryosUGJournal of Molecular BiologySG1988SGYWZSG[Y]TZa 6.5 618

1040 ’estrictionGpatternGandGpolypeptideGhomologyGamongGplasmidTborneGmercuryGresistanceG
determinantsUG1988SGYWSGXW_TXY 15

1039 rybridomaGfusionGcellGlinesGcontainGanGaberrantGkappaGtranscriptUG1988SGY]SGccXT] 111

1038 kGrapidGmethodGforGidentifyingGtheGthymidineGkinaseGgenesGofGavipoxvirusesUG1988SGYWSGZ[XT]Y 7

1037 sdentificationGofGcnxksGcorrespondingGtoGmosquitoGribosomalGproteinGgenesUG1988SGc]WSGXbYTcY 20

1036 wolecularGcloningGandGnucleotideGsequenceGofGtunaGgrowthGhormoneGcnxkUG1988SGc[cSGZ]T[Y 55

1035 ’egulationGofG–z_WGm’xkGduringGdevelopmentGofGnictyosteliumGdiscoideumUG1988SGc]WSG_XT_ 10

1034 mloningGofGm’xkGsequenceGcodingGforGsexTspecificGstorageGproteinGofGlombyxGmoriUG1988SGc[cSGXbXTb 22

1033 qeneGresponseGuponGilluminationGinGformingGm’xkGencodingGperoxisomalGglycollateGoxidaseUG1988SG
c[cSGXc]TYW] 10
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1032 –tructuresGandGexpressionGofGm’xksGcodingGforGmajorGplasmaGproteinsGofGlombyxGmoriUG1988SGc[cSGYY[TZY 63

1031 sdentificationGofGaGproliferationTrelatedGtranscriptGwithGanGelevatedGexpressionGinGtheGmidTgestationG
mouseGembryoUG1988SGc]WSGY]]T_Y 2

1030 letaTlactamaseGgenesGofG–treptomycesGbadiusSG–treptomycesGcacaoiGandG–treptomycesGfradiaedG
cloningGandGexpressionGinG–treptomycesGlividansUG1988SGc[cSGYbbTc_ 6

1029 ’ecombinationGinGoscherichiaGcoliGbetweenGclonedGribosomalG’xkGintergenicGspacersfromGViciaG
fabadGkGmodelGforGtheGgenerationGofGribosomalG’xkGgeneGheterogeneityGinGplantsUG1988SG]]SGYaTZX 4

1028 xucleotideGsequenceGofGaG˛‡GgliadinGgenedGmomparisonsGwithGotherG˛‡GgliadinGsequencesGshowGtheG
structureGofG˛‡GgliadinGgenesGandGtheGgeneralGprimaryGstructureGofG˛‡GgliadinsUG1988SG]aSGX[XTX]W 66

1027 kGversatileGclassGofGpositiveTselectionGvectorsGbasedGonGtheGnonviabilityGofGpalindromeTcontainingG
plasmidsGthatGallowsGcloningGintoGlongGpolylinkersUG1988SG_bSGXXcTZb 417

1026 —heGnucleotideGsequenceGofGaGplasmidGdeterminantGforGresistanceGtoGtelluriumGanionsUG1988SG__SGY[]T]b 45

1025 kGnovelGmethodGforGgeneratingGaGnestedGsetGofGunidirectionalGdeletionGmutantsGusingGmixedG
oligodeoxynucleotidesUG1988SGaWSGYW]TXX 10

1024 xewGyeastToscherichiaGcoliGshuttleGvectorsGconstructedGwithGinGvitroGmutagenizedGyeastGgenesG
lackingGsixTbaseGpairGrestrictionGsitesUG1988SGa[SG]YaTZ[ 2697

1023 pkmómXb[TderivedGcloningGvectorsGcontainingGtheGmultipleGcloningGsiteGandGlacüGalphaGreporterG
geneGofGp mbVcGandGp mXbVXcGplasmidsUG1988SG_bSGX]cT_Y 297

1022 kGphosphateTrepressibleGacidGphosphataseGgeneGfromGkspergillusGnigerdGitsGcloningSGsequencingGandG
transcriptionalGanalysisUG1988SGaXSGZZcT[b 52

1021 nuplexGopeningGbyGdnakGproteinGatGnovelGsequencesGinGinitiationGofGreplicationGatGtheGoriginGofGtheG
oUGcoliGchromosomeUG1988SG]YSGa[ZT]] 670

1020 mloningGandGexpressionGofGtheGpneumococcalGneuraminidaseGgeneGinGoscherichiaGcoliUG1988SGaXSGYccTZW] 31

1019 kGplasmidGvectorGsystemGforGtheGexpressionGofGaGtriproteinGconsistingGofGbetaTgalactosidaseSGaG
collagenaseGrecognitionGsiteGandGaGforeignGgeneGproductUG1988SG_YSG]]T_[ 40

1018 xucleotideGandGdeducedGaminoGacidGsequenceGofGstpdGtheGbacteriophageG—[GanticodonGnucleaseG
geneUGJournal of Molecular BiologySG1988SGXccSGZaZTa 6.5 20

1017 mhemicalGsynthesisSGcloningGandGexpressionGinGmammalianGcellsGofGaGgeneGcodingGforGhumanG
tissueTtypeGplasminogenGactivatorUG1988SG_ZSGX]]T_Z 20

1016 xucleotideGsequenceGofGtheGzXGattachmentTproteinGgeneGofGwycoplasmaGpneumoniaeUG1988SG_[SGYXaTYc 93

1015 ’apidGsynthesisGandGcloningGofGcomplementaryGnxkGfromGanyG’xkGmoleculeGintoGplasmidGandG
phageGwXZGvectorsUG1988SG_bSGX]XTb 15
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1014 mloningGandGcharacterizationGofGcnxksGcodingGforGtheGheavyGandGlightGchainsGofGaGmonoclonalG
antibodyGspecificGforGzseudomonasGaeruginosaGouterGmembraneGproteinGsUG1988SGa[SGZZ]T[] 11

1013 wutationsGinGtheGnucleotideGbindingGloopGofGadenylateGkinaseGofGoscherichiaGcoliUG1988SGYaSG[aXYTYW 113

1012 mombinatorialGcassetteGmutagenesisGasGaGprobeGofGtheGinformationalGcontentGofGproteinGsequencesUG
1988SGY[XSG]ZTa 317

1011 nistinctGstructuralGfeaturesGofGtheGalphaGandGbetaGsubunitsGofGnitrogenaseGmolybdenumTironGproteinG
ofGmlostridiumGpasteurianumdGanGanalysisGofGaminoGacidGsequencesUG1988SGYaSGYbWWTXW 27

1010 óeastGuoëYGgenesGencodesGanGendopeptidaseGhomologousGtoGsubtilisinTlikeGserineGproteasesUG1988SG
X]_SGY[_T][ 242

1009 —heGmosquitoGlarvicidalGactivityGofGXZWGknaGdeltaTendotoxinGofGlacillusGthuringiensisGvarUGisraelensisG
residesGinGtheGaYGknaGaminoTterminalGfragmentUG1988SGX]ZSGYc[TZWW 17

1008 ’egulationGofGmammalianG–TadenosylmethionineGdecarboxylaseUG1988SGYaSG[ZT]] 23

1007 xucleotideGsequenceGofGaGhepatitisGlGvirusGgenomeGofGsubtypeGadwGisolatedGfromGaGzhilippinedG
momparisonGwithGtheGreportedGthreeGgenomesGofGtheGsameGsubtypeUG1988SGZSGYX]TYYY 30

1006 ssolationGandGcharacterizationGofGanGautonomouslyGreplicatingGsequenceGfromG stilagoGmaydisUG1988
SGbSGZaWZTc 260

1005 –ecretedGplacentalGalkalineGphosphatasedGaGpowerfulGnewGquantitativeGindicatorGofGgeneGexpressionG
inGeukaryoticGcellsUG1988SG__SGXTXW 644

1004 monstructionGofGplasmidsGwhichGleadGtoGoverproductionGofGyeastGzr’XGphotolyaseGinG–accharomycesG
cerevisiaeGandGoscherichiaGcoliUG1988SG_[SGbaTc_ 7

1003 snsertionGofGdOpmpqPnUdOpmpqPnGintoGtheGlacüGgeneGofGoscherichiaGcoliGinhibitsGexpressionGofG
betaTgalactosidaseGinGvivoUGJournal of Molecular BiologySG1988SGYWYSGX]aT_W 6.5 11

1002 oxpressionGinGyeastGofGaGlacillusGalphaTamylaseGgeneGbyGtheGknrXGpromoterUG1988SGaSGZZT[a 9

1001 kntibodyTselectableGfilamentousGfdGphageGvectorsdGaffinityGpurificationGofGtargetGgenesUG1988SGaZSGZW]TXb 761

1000 xucleotideGsequenceSGtranscriptionGandGdeducedGfunctionGofGaGgeneGinvolvedGinGpolyketideG
antibioticGsynthesisGinG–treptomycesGcoelicolorUG1988SGa[SGZW]TYW 173

999 mloningGandGexpressionGofGtheGmampylobacterGjejuniGglykGgeneGinGoscherichiaGcoliUG1988SGaZSGXb]TcX 25

998 moliphageGlambdaGtoGterminatorGlowersGtheGstabilityGofGmessengerG’xkGinGoscherichiaGcoliGhostsUG
1988SGaYSGXXcTYb 11

997 righTlevelGexpressionGofGaGfunctionalGhumanGfibrinogenGgammaGchainGinGoscherichiaGcoliUG1988SG__SGXbZTcY 30
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996 yverproductionSGpurificationGandGcrystallizationGofG—aqsGrestrictionGendonucleaseUG1988SG_]SGX_aTaa 26

995 netectionGofGrecombinationGeventsGinGhumanGcellsGusingGclonedGcytomegalovirusGnxkGfragmentsGasG
probesUG1988SG]SGbZT_ 1

994 —woGnewGtoolsdGmultiTpurposeGcloningGvectorsGthatGcarryGkanamycinGorGspectinomycinVstreptomycinG
resistanceGmarkersUG1988SG_bSGX_ZT] 28

993 wolecularGcloningGofGcellulolyticGenzymeGgenesGfromGmellulomonasGflavigenaGinGoUGcoliUG1988SGbSGY[cTY]] 4

992 tekyllSGaGfamilyGofGphageTplasmidGshuttleGvectorsUG1988SGaZSGY[]T]W 4

991 kGnewGsetGofGlacüGfusionGvectorsSGp mzlacSGforGstudyingGgeneGexpressionGinGnrosophilaGbyG
zTmediatedGtransformationUG1988SG_ZSGX[aT]X 3

990 liotinylatedGandGradioactiveGcnxkGprobesGinGtheGdetectionGbyGhybridizationGofGbovineGentericG
coronavirusUG1988SGYSGYWcTYZ 9

989 —otalGchemicalGsynthesisGofGaGgeneGforGhepatitisGlGvirusGcoreGproteinGandGitsGfunctionalG
characterizationUG1988SG__SGYacTc[ 56

988
xucleotideGsequenceGandGexpressionGinGoscherichiaGcoliGofGcnxkGofGswineGpepsinogendGinvolvementG
ofGtheGaminoTterminalGportionGofGtheGactivationGpeptideGsegmentGinGrestorationGofGtheGfunctionalG
proteinUG1988SG_]SGYb]TcY

36

987 kGrapidGandGversatileGsiteTdirectedGmethodGofGmutagenesisGforGdoubleTstrandedGplasmidGnxkUG1988SG
_cSGZY]TZW 8

986 –equenceGandGanalysisGofGbovineGenteriticGcoronavirusGOpX]PGgenomeUGsUG–equenceGofGtheGgeneG
codingGforGtheGnucleocapsidGproteineGanalysisGofGtheGpredictedGproteinUG1988SGXZcSGXYZTZb 11

985 ssolationGandGexpressionGofGcnxkGclonesGcodingGforGtwoGsequenceGvariantsGofGëenopusGlaevisG
histoneGr]UG1988SGaWSGXXaTY_ 24

984 mloningSGcharacterisationGandGregulationGofGanGalphaTamylaseGgeneGfromG–treptomycesGvenezuelaeUG
1988SGa[SGZYXTZ[ 67

983 –trategiesGforGtheGdevelopmentGofGbacterialGtransformationGsystemsUG1988SGaWSG]WZTXa 65

982 ssolationGofGtheGgeneGencodingGtheG–UGcerevisiaeGheatGshockGtranscriptionGfactorUG1988SG][SGb[XT]Z 382

981 –tructureGofGchickGchromosomalGgenesGforGcalbindinGandGcalretininUGJournal of Molecular BiologySG
1988SGYWWSG_X]TY] 6.5 69

980 mloningGandGsequencingGofGrhesusGmonkeyGpepsinogenGkGcnxkUG1988SG_]SGXacTb] 19

979 wolecularGcloningGandGcharacterizationGofGtheGmetYGgeneGfromGkscobolusGimmersusUG1988SG_ZSGYcaTZWb 38
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978 –tructureGandGcharacterisationGofGaGduplicatedGhumanGalphaGXGacidGglycoproteinGgeneUG1988SG__SGcaTXW_ 28

977 mloningGandGexpressionGofGtheGphosphoTbetaTgalactosidaseGgenesGonGtheGlactoseGplasmidGandGtheG
chromosomeGofGvactobacillusGcaseiGmY]aGinGoscherichiaGcoliUG1988SGaWSG]YZTc 13

976 wolecularGcloningGandGexpressionGofGbovineGkappaTcaseinGinGoscherichiaGcoliUG1988SGaXSGYcT[W 14

975 monstructionGandGpropertiesGofGaGnewGinsertionGvectorSGptnmcSGthatGisGprotectedGbyGtranscriptionalG
terminatorsGandGusefulGforGcloningGofGnxkGfromG–treptococcusGpneumoniaeUG1988SG_[SGX]]T_[ 148

974 purtherGcharacterizationGofGtheGvirusTspecificG’xksGinGfelineGcalicivirusGinfectedGcellsUG1988SGXXSG]cTaY 52

973 oxpressionSGpurificationGandGcharacterizationGofGrecombinantGhumanGinsulinTlikeGgrowthGfactorGsGinG
yeastUG1988SG__SGYZ]T[[ 53

972 mlonesGfromGanGb[WTkbGfragmentGcontainingGtheG]NGregionGofGtheGnwnGlocusGenrichedGbyGpulsedGfieldG
gelGelectrophoresisUG1988SGZSGXaaTb_ 14

971 wolecularGbiologicalGcharacterizationGofGequineGherpesvirusGtypeGXGOorVTXPGisolatesGfromGruminantG
hostsUG1988SGXXSGXYaTZc 26

970 –ignalGsequenceGofGpreproglycininGaffectsGproductionGofGtheGexpressedGproteinGinGoscherichiaGcoliUG
1988SGaXSGZ[cT]b 25

969 —heGcyclizationGofGlinearGnxkGinGoscherichiaGcoliGbyGsiteTspecificGrecombinationUG1988SGaWSGZZXT[X 58

968 rumanGpancreaticGsecretoryGtrypsinGinhibitorGOz–—sPGproducedGinGactiveGformGandGsecretedGfromG
oscherichiaGcoliUG1988SG_bSGZ]aT_c 23

967 oxpressionGofGtheGadaGgeneGofGoscherichiaGcoliGinGresponseGtoGalkylatingGagentsUGsdentificationGofG
transcriptionalGregulatoryGelementsUGJournal of Molecular BiologySG1988SGYWYSG[bZTc[ 6.5 40

966 [GlacterialG—ransformationGwithGzlasmidGnxkUG1988SGYXSGacTXYb 10

965 sdentificationGandGcharacterizationGofGcrypticGpolyadenylationGsitesGinGtheGZNGregionGofGaGpeaG
ribuloseTXS]TbisphosphateGcarboxylaseGsmallGsubunitGgeneUG1988SGaSGZYcTZ_ 21

964 qeneGcloningGusingGcnxkGlibrariesGinGaGdifferentialGcompetitionGhybridizationGstrategydGapplicationG
toGcloningGëzTkGrelatedGgenesUG1988SGaSG]_ZTaW 8

963
xucleotideGsequenceGofGfrukSGtheGgeneGspecifyingGenzymeGssfruGofGtheG
phosphoenolpyruvateTdependentGsugarGphosphotransferaseGsystemGinGoscherichiaGcoliGuXYUG1988SG
XZ[SGYa]aT_b

24

962 zreferentialGuptakeGofGrestrictionGfragmentsGfromGaGgonococcalGcrypticGplasmidGbyGcompetentG
xeisseriaGgonorrhoeaeUG1988SGXZ[SG][aT]a 11

961 kGhostTvectorGsystemGforGanGkrthrobacterGspeciesUG1988SGXZ[SGcWZTXX 6
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960 ’gllGfacilitatedGcloningGofGhighlyGmethylatedGeukaryoticGnxkdGtheGhumanGvXGtransposonSGplantGnxkSG
andGnxkGmethylatedGinGvitroGwithGhumanGnxkGmethyltransferaseUG1988SGX_SG[[_]TbY 43

959 niagnosisGofGalphaGXTantitrypsinGdeficiencyGbyGenzymaticGamplificationGofGhumanGgenomicGnxkGandG
directGsequencingGofGpolymeraseGchainGreactionGproductsUG1988SGX_SGbYZZT[Z 92

958 qenomeGhomologyGandGhostGrangeGofGsomeG–zGbetaTrelatedGbacteriophagesGofGlacillusGsubtilisGandG
lacillusGamyloliquefaciensUG1988SG_cGOGztG_PSGXZWaTX] 3

957 mloningGandGexpressionGofGpcaGgenesGfromGzseudomonasGputidaGinGoscherichiaGcoliUG1988SGXZ[SGYbaaTba 18

956 –equenceGanalysisGofGanGXXUYGkilobaseSGnearTterminalSGlamrsGfragmentGofGfowlpoxGvirusUG1988SG_cGOG
ztG]PSGXWY]T[W 45

955 wolecularGmloningGofG–ingleTstrandedG’xksGofGzotatoGveafrollGVirusGandGleetGWesternGóellowsG
VirusUG1988SG_cSGYZcaTY[WY 6

954 —heGmuscleGcreatineGkinaseGgeneGisGregulatedGbyGmultipleGupstreamGelementsSGincludingGaG
muscleTspecificGenhancerUG1988SGbSG_YTaW 257

953 ostrogenGinducesGaccumulationGofGtheGmitochondrialGribonucleicGacidGforGsubunitGssGofGcytochromeG
oxidaseGinGpituitaryGtumorGcellsUG1988SGYSGZZYTa 70

952 wultiplexGnxkGsequencingUG1988SGY[WSGXb]Tb 215

951 zhysicalGandGfunctionalGmapGofGanGamikacinTresistanceGplasmidGisolatedGfromGaGmultiresistantGstrainG
ofG–erratiaGmarcescensUG1988SGZYSGY[XT]W 0

950  seGofGsyntheticGoligonucleotideGprobesGforGidentifyingGligninaseGcnxkGclonesUG1988SGX_XSGYYbTZa 7

949 mharacterizationGofG’xkGtranscriptsGfromGtheGalphaGtubulinGgeneGclusterGofGveptomonasGseymouriUG
1988SGX_SGZ[]]T_c 19

948 —heGpTtypeG]NGmotifGofGmouseGvXGelementsdGaGmajorGclassGofGvXGterminiGsimilarGtoGtheGkTtypeGinG
organizationGbutGunrelatedGinGsequenceUG1988SGX_SGaZcT[c 65

947 mharacterizationGofGtheGoriginsGofGreplicationGofGbacteriophageGphiGYcGnxkUG1988SGX_SG]bc]TcX[ 25

946 kGnewGmethodGtoGobtainGhighGnxkGtransformationGefficiencyGofGoUGcoliGcompetentGcellsUG1988SGX_SGbaYa 2

945 —ransformationGofGtheGmyanobacteriumG–ynechococcusGzmmG_ZWXG singGmlonedGnxkUG1988SGXZ[SGX]WcTX]X[ 1

944 sdentificationGofGtheGcoronavirusGwrVTtrwGm’xkG[GproductUG1988SG_cGOGztG]PSGXW[XT]W 17

943 momputerGsimulationGofGnxkGligationdGdeterminationGofGinitialGnxkGconcentrationsGfavouringGtheG
formationGofGrecombinantGmoleculesUG1988SGX_SGXa_aTab 8
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942 —heGsensitivityGofGnxkGcleavageGbyG–pesGandGkpavsGtoGmethylationGbyGwUocouUG1988SGX_SG]YW_ 6

941 kGnewGkpaGvsGrestrictionGfragmentGlengthGpolymorphismGinGtheGlowGdensityGlipoproteinGreceptorG
geneUG1988SGY_SG[YcTZZ 1

940 ’egulationGofGthymidineGkinaseGproteinGlevelsGduringGmyogenicGwithdrawalGfromGtheGcellGcycleGisG
independentGofGm’xkGregulationUG1988SGX_SGXX_Y]T[Z 43

939 uineticGanalysisGforGoptimizationGofGnxkGligationGreactionsUG1988SGX_SGXWZWXTYX 12

938 sllegitimateGrecombinationGinGtheGhistoneGmultigenicGfamilyGgeneratesGcircularGnxksGinGnrosophilaG
embryosUG1988SGX_SGbbXaTZZ 17

937 zhysicalGmappingGofGtheGwycoplasmaGpneumoniaeGgenomeUG1988SGX_SGbZYZTZ_ 57

936 —issueGspecificGsequenceGmotifsGinGtheGenhancerGofGtheGleukaemogenicGmouseGretrovirusG–vZTZUG
1988SGX_SG]cYaT[[ 24

935 knalysisGofGpotentialGexpressionGofGhighlyGrelatedGmembersGofGtheGribosomalGproteinGvZYGgeneG
familyUG1988SGX_SGXWa]XT_[ 6

934 knalysisGofGtheGupstreamGregionsGgoverningGexpressionGofGtheGchickenGcardiacGtroponinG—GgeneGinG
embryonicGcardiacGandGskeletalGmuscleGcellsUG1988SGXWaSG]aZTb] 106

933 wutationalGanalysisGofGtheGtobaccoGmosaicGvirusG]NTleaderGforGalteredGabilityGtoGenhanceGtranslationUG
1988SGX_SGbbZTcZ 71

932 nistributionGofGplasmidGsequencesGinGavianGandGmammalianGstrainsGofGmhlamydiaGpsittaciUG1988SGXZ[SG]]cT_] 8

931 zlasmidGpurificationGusingGreverseTphaseGhighGperformanceGliquidGchromatographyGresinG
z’zTinfinityUG1988SGX_SGbXb] 4

930 kGrapidGandGconvenientGmethodGforGtheGpreparationGandGstorageGofGcompetentGbacterialGcellsUG1988SG
X_SGZ]bW 225

929 sncreasedGamountsGofGrwqTmokGreductaseGinduceGIkarmellaeIdGaGproliferationGofGstackedG
membraneGpairsGsurroundingGtheGyeastGnucleusUG1988SGXWaSGXWXTX[ 268

928 –earchGforGtheGoptimalGsequenceGofGtheGribosomeGbindingGsiteGbyGrandomGoligonucleotideTdirectedG
mutagenesisUG1988SGX_SG]Wa]Tbb 25

927 –plicingGandGspliceosomeGformationGofGtheGyeastGwk—aXGtranscriptGrequireGaGminimumGdistanceG
fromGtheG]NGspliceGsiteGtoGtheGinternalGbranchGacceptorGsiteUG1988SGX_SGc[]aTa] 12

926 ’earrangementGofGexogenousGimmunoglobulinGVrGandGntrGgeneGsegmentsGafterGretroviralG
transductionGintoGimmatureGlymphoidGcellGlinesUG1988SGX_aSGZaYTbb 15

925 ZNGendGofGtheGmalopqGoperonGinGoUcolidGlocalizationGofGtheGtranscriptionGterminationGsiteUG1988SGX_SG[WcaTXWc 7
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924 rormoneTmediatedGrepressiondGaGnegativeGglucocorticoidGresponseGelementGfromGtheGbovineG
prolactinGgeneUG1988SGYSGXX[[T][ 369

923 kdditionGofGcarbohydrateGsideGchainsGatGnovelGsitesGonGinfluenzaGvirusGhemagglutininGcanGmodulateG
theGfoldingSGtransportSGandGactivityGofGtheGmoleculeUG1988SGXWaSGYW]cTaZ 85

922 NyneGminuteNGtransformationGofGcompetentGoUGcoliGbyGplasmidGnxkUG1988SGX_SGX_[X 14

921 ’yëXGencodesGaGhemeTinducedGrepressionGfactorGregulatingGkxlXGandGmómaGofG–accharomycesG
cerevisiaeUG1988SGbSG[_]XTb 116

920 wolecularGanalysisGofGqmxZSGaGtranslationalGactivatorGofGqmx[dGevidenceGforGposttranslationalG
controlGofGqmxZGregulatoryGfunctionUG1988SGbSG[bWbTYW 85

919 rerpesGsimplexGvirusGinducesGtheGreplicationGofGforeignGnxkUG1988SGbSGZYaYTbX 16

918 mloningGandGcharacterizationGofGaGpotentiallyGprotectiveGantigenGinGlymphaticGfilariasisUG1988SGb]SGZ_W[Ta 37

917 vocationGandGcharacterizationGofGtwoGwidelyGseparatedGglucocorticoidGresponseGelementsGinGtheG
phosphoenolpyruvateGcarboxykinaseGgeneUG1988SGbSGc_TXW[ 113

916 monstitutiveGexpressionGofGaGcTmybGcnxkGblocksGpriendGmurineGerythroleukemiaGcellGdifferentiationUG
1988SGbSGbb[TcY 295

915 uindsGandGspectrumGofGmutationsGinducedGbyGXTnitrosopyreneGadductsGduringGplasmidGreplicationGinG
humanGcellsUG1988SGbSGZZ_[TaY 59

914 nifferentialGexpressionGofGinsulinTlikeGgrowthGfactorGgenesGinGratGcentralGnervousGsystemUG1988SGb]SGY_]Tc 389

913 kminoGacidGsequenceGofGtheGl–mTXGcellGgrowthGinhibitorGOpolyerginPGdeducedGfromGtheGnucleotideG
sequenceGofGtheGcnxkUG1988SGb]SGacTbY 126

912 knGintermediateGinGtranspositionGofGtheGconjugativeGtransposonG—ncX_UG1988SGb]SG[bWcTXZ 124

911 kctivationGofGtheGfructoseGXS_TbisphosphataseGgeneGbyGXSY]TdihydroxyvitaminGnZGduringGmonocyticG
differentiationUG1988SGb]SG_cW[Tb 30

910 –uppressionGofGtheGoscherichiaGcoliGssbTXGmutationGbyGanGalleleGofGgroovUG1988SGb]SGZa_aTaX 14

909 nxkGdamageTinducibleGtranscriptsGinGmammalianGcellsUG1988SGb]SGbbWWT[ 547

908 oxpressionGofGsolubleSGenzymaticallyGactiveSGhumanGimmunodeficiencyGvirusGreverseGtranscriptaseGinG
oscherichiaGcoliGandGanalysisGofGmutantsUG1988SGb]SGXYXbTYY 231

907 —argetedGmutationsGinducedGbyGaGsingleGacetylaminofluoreneGnxkGadductGinGmammalianGcellsGandG
bacteriaUG1988SGb]SGX]b_Tc 50
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906 cnxkGcloningGofGtheGimmunoglobulinGheavyGchainGbindingGproteinUG1988SGb]SGYY]WT[ 67

905 sdentificationGofGproteinTbindingGsitesGinGtheGhepatitisGlGvirusGenhancerGandGcoreGpromoterGdomainsUG
1988SGbSG]X]cT_] 49

904 ssolationGandGcharacterizationGofGhumanGdefensinGcnxkGclonesUG1988SGb]SGaZYaTZX 126

903
snGvivoGIphotofootprintIGchangesGatGsequencesGbetweenGtheGyeastGqkvXGupstreamGactivatingG
sequenceGandGI—k—kIGelementGrequireGactivatedGqkv[GproteinGbutGnotGaGfunctionalG—k—kGelementUG
1988SGb]SG]ZccT[WZ

28

902 yTantigenGvariationGinG–almonellaGsppUdGrfbGgeneGclustersGofGthreeGstrainsUG1988SGXaWSGXWZTa 52

901 montrolGofGVibrioGfischeriGluxGgeneGtranscriptionGbyGaGcyclicGkwzGreceptorGproteinTlux’GproteinG
regulatoryGcircuitUG1988SGXaWSG[W[WT_ 111

900 snductionGofGnitrogenTfixingGnodulesGonGcloverGrequiresGonlyGZYGkilobaseGpairsGofGnxkGfromGtheG
’hizobiumGtrifoliiGsymbiosisGplasmidUG1988SGXaWSGZacZTbWY 72

899 xucleotideGsequenceGanalysisGofGtetracyclineGresistanceGgeneGtetyGfromG–treptococcusGmutansGnv]UG
1988SGXaWSGZ_XbTY_ 55

898 monstructionGofGanGoscherichiaGcoliT’hodococcusGshuttleGvectorGandGplasmidGtransformationGinG
’hodococcusGsppUG1988SGXaWSG_ZbT[] 52

897 mloningGandGexpressionGofGaminopeptidaseGzGgeneGfromGoscherichiaGcoliGrlXWXGandGcharacterizationG
ofGexpressedGenzymeUG1988SGXW[SGcZTa 44

896 righTefficiencyGtransformationGofGbacterialGcellsGbyGelectroporationUG1988SGXaWSGYac_TbWX 205

895 mloningGofGtheGklcaligenesGeutrophusGgenesGforGsynthesisGofGpolyTbetaThydroxybutyricGacidGOzrlPG
andGsynthesisGofGzrlGinGoscherichiaGcoliUG1988SGXaWSG]bZaT[a 462

894 –impleGassayGforGquantitationGofG—n]GinversionGeventsGinGoscherichiaGcoliGandGuseGofGtheGassayGinG
determinationGofGplasmidGcopyGnumberUG1988SGXaWSG[caYT] 8

893 wolecularGcloningGandGsequencingGofGtheGgeneGencodingGtheGfimbrialGsubunitGproteinGofGlacteroidesG
gingivalisUG1988SGXaWSGX_]bT_] 177

892 cnxkGcloningGofGsarcoplasmicGreticulumGproteinsUG1988SGX]aSGYbcTZWY 4

891 zrimerTdirectedGdeletionsGinG]–GribosomalG’xkUG1988SGX_[SGaXWTYX 2

890 mloningGandGexpressionGofGmlostridiumGacetobutylicumGphosphotransbutyrylaseGandGbutyrateGkinaseG
genesGinGoscherichiaGcoliUG1988SGXaWSG[_XZTb 74

889 zutativeGstructureGandGfunctionsGofGaGpolyTbetaThydroxybutyrateVcalciumGpolyphosphateGchannelGinG
bacterialGplasmaGmembranesUG1988SGb]SG[Xa_TbW 233
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888 —issueTspecificGregulatoryGdifferencesGforGtheGalcoholGdehydrogenaseGgenesGofGrawaiianGnrosophilaG
areGconservedGinGnrosophilaGmelanogasterGtransformantsUG1988SGb]SG_b__Tc 30

887
–ynthesisGandGexpressionGinGoscherichiaGcoliGofGtheGgeneGencodingGmonocyteTderivedG
neutrophilTactivatingGfactordGbiologicalGequivalenceGbetweenGnaturalGandGrecombinantG
neutrophilTactivatingGfactorUG1988SGb]SGcXccTYWZ

204

886 –tructuralGandGfunctionalGconservationGbetweenGyeastGandGhumanGZThydroxyTZTmethylglutarylG
coenzymeGkGreductasesSGtheGrateTlimitingGenzymeGofGsterolGbiosynthesisUG1988SGbSGZacaTbWb 135

885 yligonucleotideGsiteTdirectedGmutagenesisGinGëenopusGeggGextractsUG1988SGX_SGb]Y]TZc 1

884 —heGcopperSGzincTsuperoxideGdismutaseGgeneGofG–accharomycesGcerevisiaedGcloningSGsequencingSGandG
biologicalGactivityUG1988SGb]SG[abcTcZ 126

883 wobilityGofGzGelementsGinGdrosophilidsGandGnondrosophilidsUG1988SGb]SG_W]YT_ 97

882 sntegrationGhostGfactorGinteractsGwithGtheGnxkGreplicationGenhancerGofGfilamentousGphageGfXUG1988SG
b]SG_Y_YT_ 33

881 wechanismsGofGmutagenesisGinGtheGoscherichiaGcoliGmutatorGmutn]dGroleGofGnxkGmismatchGrepairUG
1988SGb]SGbXY_TZW 177

880 kGgenomicGnxkGsegmentGfromGzetuniaGhybridaGleadsGtoGincreasedGtransformationGfrequenciesGandG
simpleGintegrationGpatternsUG1988SGb]SGb]_bTaY 35

879 punctionalGroleGofGcysteineTX[_GinGoscherichiaGcoliGthymidylateGsynthaseUG1988SGb]SGX[aYT_ 45

878
kGpiveTlaseTzairTneletionGinGtheGqeneGforGtheGvargeG–ubunitGmausesGtheGvesionGinGtheG’ibuloseG
lisphosphateGmarboxylaseVyxygenaseTneficientGzlastomeGwutantG–igmaGofGyenotheraGhookeriUG
1988SGXWXSG_bTa]

11

877 zropertiesGofGpromotersGclonedGrandomlyGfromGtheG–accharomycesGcerevisiaeGgenomeUG1988SGbSG[YXaTY[ 43

876 yxygenTdependentGupstreamGactivationGsitesGofG–accharomycesGcerevisiaeGcytochromeGcGgenesGareG
relatedGformsGofGtheGsameGsequenceUG1988SGbSGYYa]Tc 19

875 opsteinTlarrGvirusGshuttleGvectorGforGstableGepisomalGreplicationGofGcnxkGexpressionGlibrariesGinG
humanGcellsUG1988SGbSGYbZaT[a 139

874 sdentificationGofGbasalGandGcyclicGkwzGregulatoryGelementsGinGtheGpromoterGofGtheG
phosphoenolpyruvateGcarboxykinaseGgeneUG1988SGbSGZ[_aTa] 180

873 knalysisGofGrzVTXGo[GgeneGexpressionGusingGepitopeTdefinedGantibodiesUUG1988SGaSGbY]TbZZ 54

872 VariantsGofGhumanGtissueTtypeGplasminogenGactivatorGthatGlackGspecificGstructuralGdomainsGofGtheG
heavyGchainUUG1988SGaSGYaZXTYa[W 83

871 qermlineGantibodyGVGregionsGasGdeterminantsGofGclonalGpersistenceGandGmalignantGgrowthGinGtheGlG
cellGcompartmentUUG1988SGaSGZ_cZTZaWZ 107
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870 mloningGandGexpressionGofGsubtilisinGamylosacchariticusGgeneUG1988SGXWZSGXW_WT] 35

869 sdentificationGofGanGamberGnonsenseGmutationGinGtheGrosy]X_GgeneGbyGgermlineGtransformationGofG
anGamberGsuppressorGt’xkGgeneUUG1988SGaSGY]acTY]b[ 35

868 zilinGexpressionGinGxeisseriaGgonorrhoeaeGisGunderGbothGpositiveGandGnegativeGtranscriptionalG
controlUUG1988SGaSG[Z_aT[Zab 82

867 mloningGandGexpressionGofGgenesGencodingGpheromoneTinducibleGantigensGofGonterococcusG
O–treptococcusPGfaecalisUG1988SGXaWSG]X_XTb 32

866 –ufficiencyGofGtheGulenowGfragmentGforGsurvivalGofGpolmO—sPGpcbkXGoscherichiaGcoliGatG[ZGdegreesGmUG
1988SGXaWSG[]_Tb 7

865 klcoholGdehydrogenaseGgeneGfromGklcaligenesGeutrophusdGsubcloningSGheterologousGexpressionGinG
oscherichiaGcoliSGsequencingSGandGlocationGofG—n]GinsertionsUG1988SGXaWSG]Y[bT]_ 45

864 nuplicationGofGaGYS[TdichlorophenoxyaceticGacidGmonooxygenaseGgeneGinGklcaligenesGeutrophusG
twzXZ[Optz[PUG1988SGXaWSG]__cTaY 28

863 mloningGofGtheGklcaligenesGeutrophusGalcoholGdehydrogenaseGgeneUG1988SGXaWSG_b]TcY 14

862 ’egulationGofGexpressionGofGtheGcytochromeGdGterminalGoxidaseGinGoscherichiaGcoliGisGtranscriptionalUG
1988SGXaWSGc_XT_ 43

861 xucleotideGsequenceGofGanG’tsXGfragmentGcausingGtemperatureTdependentGinstabilityUG1988SGXaWSGXXa]TbY 3

860 sdentificationGofGtwoGproteinsGencodedGbyGcomSGaGcompetenceGcontrolGlocusGofG–treptococcusG
pneumoniaeUG1988SGXaWSGZXZ_T[X 19

859 oxcisionGrepairGofGthymineGglycolsSGureaGresiduesSGandGapurinicGsitesGinGoscherichiaGcoliUG1988SGXaWSGZZ]cT__ 64

858 mloningGandGsequenceGofGtheGgeneGencodingGtheGmajorGstructuralGcomponentGofGmannoseTresistantG
fimbriaeGofG–erratiaGmarcescensUG1988SGXaWSGZ]_aTa[ 32

857 –uppressionGofGtheG VTsensitiveGphenotypeGofGoscherichiaGcoliGrecpGmutantsGbyGreckO–rfPGandG
reckO—ifPGmutationsGrequiresGrectRUG1988SGXaWSGZ_a]TbX 25

856 —runcatedGformsGofGoscherichiaGcoliGlactoseGpermeasedGmodelsGforGstudyGofGbiosynthesisGandG
membraneGinsertionUG1988SGXaWSGY_ZcT[] 25

855 –taphylococcalGenterotoxinGlGgeneGisGassociatedGwithGaGdiscreteGgeneticGelementUG1988SGXaWSG[WZZTc 39

854 VectorsGforGzTmediatedGtransformationGinGnrosophilaUG1988SGXWSG[ZaT]_ 278

853 wolecularGcloningSGcharacterizationSGandGnucleotideGsequenceGofGanGextracellularGamylaseGgeneGfromG
keromonasGhydrophilaUG1988SGXaWSGXZY]TZY 49

(1988-1988)
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852 wolecularGevolutionGofGstreptococcalGwGproteindGcloningGandGnucleotideGsequenceGofGtheGtypeGY[GwG
proteinGgeneGandGrelationGtoGotherGgenesGofG–treptococcusGpyogenesUG1988SGXaWSG_a_Tb[ 90

851 —ransposonG—n[]]_GofG–treptomycesGfradiaedGnucleotideGsequenceGofGtheGendsGandGtheGtargetGsitesUG
1988SGXaWSGXc]]Ta 23

850 qeneticGongineeringGofGóeastdGmonstructionGofG–trainsG—hatGnegradeG˛†TqlucansGwithGtheGkidGofGaG
larleyGqeneXUG1988SG[_SGZXTZ_ 8

849 ssolationGofG–almonellaGtyphimuriumGcysGgenesGbyGtransductionGwithGaGlibraryGofGrecombinantG
plasmidsGpackagedGinGbacteriophageGzYYr—GcapsidsUG1988SGXaWSG[YTa 25

848 xeisseriaGmeningitidisGmXX[GcontainsGsilentSGtruncatedGpilinGgenesGthatGareGhomologousGtoGxeisseriaG
gonorrhoeaeGpilGsequencesUG1988SGXaWSGX_cXTa 66

847 nualGregulationGofGtheGexpressionGofGtheGpolyubiquitinGgeneGbyGcyclicGkwzGandGheatGshockGinGyeastUUG
1988SGaSG[c]T]WY 96

846
mharacterizationGofGtheGgenesGforGtheGhexagonallyGarrangedGsurfaceGlayerGproteinsGinG
proteinTproducingGlacillusGbrevisG[adGcompleteGnucleotideGsequenceGofGtheGmiddleGwallGproteinG
geneUG1988SGXaWSGcZ]T[]

58

845 qeneGencodingGaGminorGextracellularGproteaseGinGlacillusGsubtilisUG1988SGXaWSG]]]aT_Z 80

844 wolecularGcloningGofGtheGoscherichiaGcoliGmiakGgeneGinvolvedGinGtheGformationGofGdeltaG
YTisopentenylGadenosineGinGt’xkUG1988SGXaWSG[X[aT]Y 69

843 yrganizationGandGevolutionGofGtheGalcoholGdehydrogenaseGgeneGinGnrosophilaUG1988SG]SGX][T__ 22

842 pilamentousGphagesGasGcloningGvectorsUG1988SGXWSG_XTbZ 4

841 liochemicalGandGgeneticGanalysesGofGacetoinGcatabolismGinGklcaligenesGeutrophusUG1989SGXaXSG_]ZcT[b 32

840 qeneGreplacementGandGretrievalGwithGrecombinantGwXZmpGbacteriophagesUG1989SGXaXSG]ZbT[_ 60

839 sdentificationGofGaGdivergentGwGproteinGgeneGandGanGwGproteinTrelatedGgeneGfamilyGinG–treptococcusG
pyogenesGserotypeG[cUG1989SGXaXSG_ZcaT[Wb 105

838 ssolationSGcharacterizationSGandGinactivationGofGtheGkzkXGgeneGencodingGyeastGdiadenosineG
]NS]NNNTzXSz[TtetraphosphateGphosphorylaseUG1989SGXaXSG_[ZaT[] 33

837
wechanisticGandGphysiologicalGconsequencesGofGrzrOserPGphosphorylationGonGtheGactivitiesGofGtheG
phosphoenolpyruvatedsugarGphosphotransferaseGsystemGinGgramTpositiveGbacteriadGstudiesGwithG
siteTspecificGmutantsGofGrzrUUG1989SGbSGYXXXTYXYW

113

836 wolecularGcloningGandGexpressionGofGtheGfunctionalGgeneGencodingGtheGwYGsubunitGofGmouseG
ribonucleotideGreductasedGaGnewGdominantGmarkerGgeneUUG1989SGbSGY[a]TY[ac 29

835 neletionGofGtheGgeneGforGsubunitGsssGleadsGtoGdefectiveGassemblyGofGbacterialGcytochromeGoxidaseUUG
1989SGbSGZ]aXTZ]ac 83
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834 ’oleGofGsigmaGrGinGexpressionGofGtheGfumaraseGgeneGOcitqPGinGvegetativeGcellsGofGlacillusGsubtilisGX_bUG
1989SGXaXSG]cZZTc 26

833 mloningGandGsequencingGofGtheGgeneGencodingGaGXY]TkilodaltonGsurfaceTlayerGproteinGfromGlacillusG
sphaericusGYZ_YGandGofGaGrelatedGcrypticGgeneUG1989SGXaXSG[XabTbb 69

832 kctionGatGaGdistanceGinGwuGnxkGtranspositiondGanGenhancerTlikeGelementGisGtheGsiteGofGactionGofG
supercoilingGreliefGactivityGbyGintegrationGhostGfactorGOsrpPUUG1989SGbSGZ[bZTZ[bc 58

831 kGreclGrecmGsbclGrectGhostGpreventsGreckTindependentGdeletionsGinGrecombinantGcosmidGnxkG
propagatedGinGoscherichiaGcoliUG1989SGXaXSGXW_bTa[ 20

830 ’egulationGofGtranscriptionGofGtheGlacillusGsubtilisGsposskGlocusUG1989SGXaXSG_cYTb 109

829
—ransformationGofGwycoplasmaGpulmonisdGdemonstrationGofGhomologousGrecombinationSG
introductionGofGclonedGgenesSGandGpreliminaryGdescriptionGofGanGintegratingGshuttleGsystemUG1989SG
XaXSGXaa]TbW

35

828 vocalizationGofGtheGcontrolGregionGforGexpressionGofGexotoxinGkGinGzseudomonasGaeruginosaUG1989SG
XaXSGY]ccT_W[ 19

827 —heGheatTshockTregulatedGgrpoGgeneGofGoscherichiaGcoliGisGrequiredGforGbacterialGgrowthGatGallG
temperaturesGbutGisGdispensableGinGcertainGmutantGbackgroundsUG1989SGXaXSGYa[bT]] 100

826 mloningSGgeneticGcharacterizationSGandGnucleotideGsequenceGofGtheGhemkTprfkGoperonGofG–almonellaG
typhimuriumUG1989SGXaXSGZc[bT_W 84

825 —ranscriptionGmappingGofGtheGoscherichiaGcoliGchromosomeGbyGelectronGmicroscopyUG1989SGXaXSG[YWaTX_ 65

824 mloningGofGpwyvYbTencodedGnickelGresistanceGgenesGandGexpressionGofGtheGgenesGinGklcaligenesG
eutrophusGandGzseudomonasGsppUG1989SGXaXSG]WaXTb 54

823 VzëGmutantsGofGrsVTYGareGinfectiousGinGestablishedGcellGlinesGbutGdisplayGaGsevereGdefectGinG
peripheralGbloodGlymphocytesUUG1989SGbSGXX_cTXXa] 92

822 –tructureGandGdeducedGfunctionGofGtheGgranaticinTproducingGpolyketideGsynthaseGgeneGclusterGofG
–treptomycesGviolaceoruberG—ˆ…YYUUG1989SGbSGYaXaTYaY] 191

821 zrimaryGstructureGofGsensoryGrhodopsinGsSGaGprokaryoticGphotoreceptorUUG1989SGbSGZc_ZTZcaX 72

820 mloningGofGXb–GandGY]–GrnxksGfromGtheGpathogenicGfungusGmryptococcusGneoformansUG1989SGXaXSG]]c_T_WW 34

819 —ranscriptionGeventsGinGtheGoriginGofGreplicationGofGplasmidGp–mXWXUG1989SGXaXSG_[bYTcY 10

818 sdentificationGandGsequenceGanalysisGofGtwoGrelatedGflagellinGgenesGinG’hizobiumGmelilotiUG1989SGXaXSGX[_aTa] 69

817 mloningGandGsequenceGanalysisGofGflakSGaGgeneGencodingGaG–pirochaetaGaurantiaGflagellarGfilamentG
surfaceGantigenUG1989SGXaXSGX_cYTa 40

(1989-1989)
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816 mlonedGlacillusGsubtilisGchromosomalGnxkGmediatesGtetracyclineGresistanceGwhenGpresentGinG
multipleGcopiesUG1989SGXaXSGXbWXTXW 27

815 —ranscriptionGofGtheGfolmGgeneGencodingGfolylpolyglutamateGsynthetaseTdihydrofolateGsynthetaseGinG
oscherichiaGcoliUG1989SGXaXSGXb][T_X 19

814 —heGexokGgeneGofG–treptococcusGpneumoniaeGandGitsGproductSGaGnxkGexonucleaseGwithGapurinicG
endonucleaseGactivityUG1989SGXaXSGYYabTb_ 53

813 —woGouterGmembraneGtransportGsystemsGforGvitaminGlXYGinG–almonellaGtyphimuriumUG1989SGXaXSGYcb_TcZ 14

812 —heGextremeGmutatorGeffectGofGoscherichiaGcoliGmutn]GresultsGfromGsaturationGofGmismatchGrepairG
byGexcessiveGnxkGreplicationGerrorsUUG1989SGbSGZ]XXTZ]X_ 109

811 zlantGsaponinsGcanGaffectGnxkGrecombinationGinGculturedGmammalianGcellsUG1989SGX[SG_XaTY[ 3

810 —heGprecursorGofGbetaTlactamasedGpurificationSGpropertiesGandGfoldingGkineticsUUG1989SGbSGX[_cTX[aa 80

809 wosaicTlikeGorganizationGofGsgkGproteaseGgenesGinGxeisseriaGgonorrhoeaeGgeneratedGbyGhorizontalG
geneticGexchangeGinGvivoUUG1989SGbSGYaZaTYa[[ 74

808 –TlayerGproteinGgeneGofGkcetogeniumGkivuidGcloningGandGexpressionGinGoscherichiaGcoliGandG
determinationGofGtheGnucleotideGsequenceUG1989SGXaXSG_ZWaTX] 53

807 –iteTspecificGintegrationGinG–treptomycesGambofaciensdGlocalizationGofGintegrationGfunctionsGinG–UG
ambofaciensGplasmidGp–kwYUG1989SGXaXSGX_TYZ 44

806 mharacterizationGofGtheGoxnXGgeneGrequiredGforGvacuoleGbiogenesisGandGgluconeogenicGgrowthGofG
buddingGyeastUUG1989SGbSGXZ[cTXZ]c 48

805 qeneticGsuppressionGofGaGdnaqGmutationGinGoscherichiaGcoliUG1989SGXaXSGX[b]TcX 9

804 qeneGtransferGsystemGforG’hodopseudomonasGviridisUG1989SGXaXSG[[Y]TZ] 25

803 —heGyopwGgeneGofGóersiniaGpestisGencodesGaGreleasedGproteinGhavingGhomologyGwithGtheGhumanG
plateletGsurfaceGproteinGqzsbGalphaUG1989SGXaXSG[_YZTZY 110

802 mloningGandGexpressionGofG—hiobacillusGferrooxidansGmercuryGionGresistanceGgenesGinGoscherichiaG
coliUG1989SGXaXSGZ[]bT_[ 63

801 ’egulationGofGtissueTspecificGalternativeGsplicingdGexonTspecificGcisTelementsGgovernGtheGsplicingGofG
leukocyteGcommonGantigenGpreTm’xkUUG1989SGbSGabaTac_ 91

800 snGvitroGtranscriptionGanalysisGofGtheGroleGofGflankingGsequenceGonGtheGnxkGsequenceGspecificityGofG
adriamycinUG1989SGXaSGZ_aZTbb 26

799 sdentificationGandGcharacterizationGofGanG’xkGmoleculeGthatGcopurifiesGwithG’xaseGzGactivityGfromG
revaGcellsUG1989SGZSG[bbTcc 170
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798 smprovedGefficiencyGwXZGcloningGusingGelectroporationUG1989SGXaSGbWW_ 10

797 kGuniqueGsequenceGofGtheGxüWGsToGbetaGchainGandGitsGpossibleGcontributionGtoGautoimmunityGinGtheG
OxülGxGxüWPpXGmouseUG1989SGXaWSGcaXTb[ 23

796 N–tickyGfeetNTdirectedGmutagenesisGandGitsGapplicationGtoGswappingGantibodyGdomainsUG1989SGXaSGXWX_ZTaW 64

795 netectionGofGbovineGviralGdiarrheaGvirusGbyGspotGhybridizationGwithGprobesGpreparedGfromGclonedG
cnxkGsequencesUG1989SGXSGYcTZZ 9

794 xlzSGaGproteinGthatGspecificallyGbindsGanGenhancerGofGimmunoglobulinGgeneGrearrangementdG
purificationGandGcharacterizationUG1989SGZSGXbWXTXZ 16

793 ampqGisGessentialGforGhighTlevelGexpressionGofGkmpmGbetaTlactamaseGinGonterobacterGcloacaeUG1989SG
ZZSGXc[_T]X 110

792 —heG[U]–G’xkGgeneGfromGzseudomonasGaeruginosaUG1989SGXaSGZXT_ 21

791 zorcineGparvovirusdGnxkGsequenceGandGgenomeGorganizationUG1989SGaWGOGztGXWPSGY][XT]Z 60

790 —heGrecombinationalGenhancerGforGnxkGinversionGfunctionsGindependentGofGitsGorientationGasGaG
consequenceGofGdyadGsymmetryGinGtheGpisTnxkGcomplexUG1989SGXaSG_W[ZT]Z 11

789 wolecularGcloningGofGaGpotatoGvirusGóGgenomedGnucleotideGsequenceGhomologyGinGnonTcodingG
regionsGofGpotyvirusesUG1989SGaWGOGztGbPSGXc]XT_W 56

788 wappingGtheGnrosophilaGgenomeGwithGyeastGartificialGchromosomesUG1989SGY[_SG_[XT_ 122

787 —heGhumanGneutrophilGelastaseGgeneUGknalysisGofGtheGnucleotideGsequenceGrevealsGthreeGdistinctG
classesGofGrepetitiveGnxkUG1989SGZaWSGaZaT[[ 11

786 mompensatoryGmutationsGdemonstrateGthatGzbGandGz_GareG’xkGsecondaryGstructureGelementsG
importantGforGprocessingGofGaGgroupGsGintronUG1989SGXaSG_a]Tbc 48

785 ’egulationGofGgeneGexpressionGandGcellularGlocalizationGofGclonedGulebsiellaGaerogenesGOuUG
pneumoniaePGureaseUG1989SGXZ]SGXa_cTa_ 40

784 vymphotoxinGcnxkGclonesGfromGaGr—vVTsTcarryingG—GcellGlineGr —TXWYUG1989SG]SG__ZTaW 7

783 kGhumanGt’xkGgeneGclusterGencodingGtheGmajorGandGminorGvalineGt’xksGandGaGlysineGt’xkUG1989SGbSG[]aTaX 8

782 cnxkGsequenceSGgeneGorganizationSGandGprogesteroneGinductionGofGm’xkGforGuteroferrinSGaGporcineG
uterineGironGtransportGproteinUG1989SGbSG][ZT][ 51

781 wultipleGmutationsGinGrsVTXGreverseGtranscriptaseGconferGhighTlevelGresistanceGtoGzidovudineGOkü—PUG
1989SGY[_SGXX]]Tb 1052
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780 mhlamydialGdiseaseGpathogenesisUG—heG]aTknGchlamydialGhypersensitivityGantigenGisGaGstressG
responseGproteinUG1989SGXaWSGXYaXTbZ 276

779 wutationsGinGtheG–kmXGgeneGsuppressGdefectsGinGyeastGqolgiGandGyeastGactinGfunctionUG1989SGXWcSGYcZcT]W 224

778
sdentificationGofGepitopesGrecognizedGbyGmonoclonalGantibodiesG–wXGandG–wYGwhichGreactGwithGallG
piliGofGxeisseriaGgonorrhoeaeGbutGwhichGdifferentiateGbetweenGtwoGstructuralGclassesGofGpiliG
expressedGbyGxeisseriaGmeningitidisGandGtheGdistributionGofGtheirGencodingGsequencesGinGtheG
genomesGofGxeisseriaGsppUG1989SGXZ]SGZYZcT]X

32

777 mreTstimulatedGrecombinationGatGloxzTcontainingGnxkGsequencesGplacedGintoGtheGmammalianG
genomeUG1989SGXaSGX[aT_X 242

776 kGchloroplastGgeneGencodingGaGproteinGwithGoneGzincGfingerUG1989SGXaSG_YXaTYa 31

775 snfluenceGofGtheGsequenceTdependentGflexureGofGnxkGonGtranscriptionGinGoUGcoliUG1989SGXaSGc[[aT_b 75

774  seGofGmodifiedG—aGnxkGpolymeraseGOsequenaseGversionGYUWPGforGoligonucleotideGsiteTdirectedG
mutagenesisUG1989SGXaSGZZX[ 12

773 —ranscriptionGmappingGofGglycoproteinGsGOgpsPGandGgpsVGofGvaricellaTzosterGvirusGandGimmunologicalG
analysisGofGtheGgpsGproducedGinGcellsGinfectedGwithGtheGrecombinantGvacciniaGvirusUG1989SGZZSGYccTZXY 5

772 wolecularGcloningGofGcnxkGforGsarcocystatinGkGandGanalysisGofGtheGexpressionGofGtheGsarcocystatinGkG
geneGduringGdevelopmentGofG–arcophagaGperegrinaUG1989SGYbSGXa[cT]] 29

771 nirectGexpressionGinGoUGcoliGofGaGfunctionallyGactiveGproteinGkTTsnakeGtoxinGfusionGproteinUG1989SGZSGXZcT[Z 51

770 zroteinGsecretionGcontrolledGbyGaGsyntheticGgeneGinGoscherichiaGcoliUG1989SGYSG[aZTbW 22

769 xucleotideGsequenceGandGcharacterizationGofGtheGwarekNsGdiseaseGvirusGhomologueGofGglycoproteinG
lGofGherpesGsimplexGvirusUG1989SGaWGOGztGaPSGXabcTbW[ 91

768 mloningSGcharacterizationGandGheterologousGexpressionGofGtheG–masGrestrictionTmodificationGsystemUG
1989SGXaSGcabZTc_ 51

767 wutationalGspecificitiesGofGXNTacetoxysafroleSGxTbenzoyloxyTxTmethylT[TaminoazobenzeneSGandG
ethylGmethanesulfonateGinGhumanGcellsUG1989SGYYWSGXZZT[Y 14

766 oxpressionGofG—rypanosomaGbruceiGprocyclinGasGaGfusionGproteinGinGoscherichiaGcoliUG1989SGZ[SGZ]T[Z 12

765 –tructureGandGexpressionGofGtheGzlasmodiumGfalciparumG–o’kGgeneUG1989SGZZSGXZTY] 46

764 cnxkGencodingGanGimmunogenicGregionGofGaGYYGkilodaltonGsurfaceGproteinGofGoimeriaGacervulinaG
sporozoitesUG1989SGZYSGX]ZT_X 18

763 mharacterizationGandGlocalizationGofGtheGsporulationGglucoamylaseGofG–accharomycesGcerevisiaeUG
1989SGcc[SGYWWTc 19
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762 –huttleGvectorGsystemGforGtheGanalysisGofGmutationalGeventsGinGmammalianGchromosomalGnxkUG1989SG
YXWSGYZaT[a 7

761 –ingleTstrandedGnxkGgapsSGtailsGandGloopsGareGrepairedGinGoscherichiaGcoliUG1989SGYXXSGXbXTb 5

760 xucleotideGsequenceGofGtheGgenomeGofGeggplantGmosaicGtymovirusUG1989SGXaYSG][aT][ 36

759 offectGofGanGamberGmutationGinGtheGherpesGsimplexGvirusGthymidineGkinaseGgeneGonGpolypeptideG
synthesisGandGstabilityUG1989SGX_bSGYXWTYW 45

758 wolecularGcloningGandGsequenceGanalysisGofGduckGhepatitisGlGvirusGgenomesGofGaGnewGvariantG
isolatedGfromG–hanghaiGducksUG1989SGXaZSG_WWT_ 14

757 kGmeaslesGvirusGsubgenomicG’xkdGstructureGandGgenerationGmechanismUG1989SGXaXSG[YaTZZ 10

756 –tablyGexpressedGpszVGpeplomerGproteinGinducesGcellGfusionGandGelicitsGneutralizingGantibodiesGinG
miceUG1989SGXaXSG[cZT]WY 56

755 —heGcompleteGnucleotideGsequenceGandGgenomeGorganizationGofGredGcloverGnecroticGmosaicGvirusG
’xkTXUG1989SGXaXSG][ZT][ 119

754
oxaminationGofGsubunitGinteractionsGatGtheGactiveGsiteGofGribuloseGXS]TbisphosphateG
carboxylaseVoxygenaseGfromG’hodospirillumGrubrumGbyGhybridizationGofGsiteTdirectedGmutantsUG
1989SGbSGYZcT[c

11

753 kGbioTengineeredGrubellaGoXGantigenUG1989SGXW[SG_ZTa] 18

752 xucleotideGsequenceGofGtheGcoatGproteinGgeneGofGaGnecroticGstrainGofGpotatoGvirusGóGfromGxewG
üealandUG1989SGXWaSGXXXTYY 23

751 pourGtandemGdefectiveGzGelementsGassociatedGwithGpositiveGregulationGofGtheGnrosophilaG
melanogasterGglucoseT_TphosphateGdehydrogenaseGgeneUG1989SGYaSG_ccTaXb 8

750 —heGsignalGpeptideGcleavageGsiteGofGaGlXGhordeinGdeterminedGbyGradiosequencingGofGtheGinGvitroG
synthesizedGandGprocessedGpolypeptideUG1989SG][SGXbXTXcY 8

749 VitaminGlXYGtransportGinGoscherichiaGcoliGuXYGdoesGnotGrequireGtheGbtuoGgeneGofGtheGbtumonG
operonUG1989SGYXaSGZWXTb 27

748 nxkGtransferGfromGkgrobacteriumGtoGüeaGmaysGorGlrassicaGbyGagroinfectionGisGdependentGonG
bacterialGvirulenceGfunctionsUG1989SGYXaSGZWcTX_ 63

747 zroteinaseGuGfromG—ritirachiumGalbumGvimberUGmharacterizationGofGtheGchromosomalGgeneGandG
expressionGofGtheGcnxkGinGoscherichiaGcoliUG1989SGXacSGXb]Tc[ 61

746 wolecularGcharacterizationGofGaGnictyosteliumGdiscoideumGgeneGencodingGaGmultifunctionalGenzymeG
ofGtheGpyrimidineGpathwayUG1989SGXacSGZ[]T]b 70

745 —heGbrainTspecificGgeneGforGratGaldolaseGmGpossessesGanGunusualGhousekeepingTtypeGpromoterUG1989SG
XbXSGZZTc 39
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744 qlucosephosphateGisomeraseGfromG—rypanosomaGbruceiUGmloningGandGcharacterizationGofGtheGgeneG
andGanalysisGofGtheGenzymeUG1989SGXb[SG[]]T_[ 86

743 ssolationGofGaGcnxkGencodingGtheGratGliverG–TadenosylmethionineGsynthetaseUG1989SGXb[SG[caT]WX 70

742 wolecularGcloningGandGcharacterizationGofGendogenousG–V[WGnxkGfromGhumanGrlvTXWWGcellsUG1989SG
[[SGZ_aTaY 10

741 zhospholipaseGkYGengineeringdGdesignSGsynthesisSGandGexpressionGofGaGgeneGforGbovineG
OproPphospholipaseGkYUG1989SG[WSGZWcTYW 17

740 —ransfectionGofGaGratGcytochromeGz[]WbGcnxkGintoGmZrXW—XVYmvbGmouseGembryoGfibroblastsUG1989SG
YSGY_XTa 11

739 officientGsimplifiedGcosmidGcloningdGconstructionGandGcharacterizationGofGcosmidGvectorsGthatGcarryG
theGtwoGcohesiveGendGsitesGofGlambdaGphagesGarrayedGinGtandemUG1989SGXa_SGXXaTYa 8

738 ’apidGisolationGofGhighTmolecularTweightGnxkGfromGagaroseGgelsUG1989SGXbXSGXYTa 14

737 monstitutiveGexpressionGofGaGnativeGhumanGinterferonTalphaGXGgeneGinGoscherichiaGcoliUG1989SGYXSGcbZT] 9

736 oxpressionGofGsyntheticGcalcitoninGgenesGinGplasmidGvectorsGcontainingGtandemlyGrepeatedG
nonToverlappingGribosomeGbindingGsitesUG1989SGYXSGcbaTc_ 7

735 nxkGtransferGthroughGcellGmembranesGinGbacteriaUG1989SGYYSGYaXTYbb 8

734 oxpressionGofGstreptokinaseGinGzichiaGpastorisGyeastUG1989SGXXSG_]WT_]_ 38

733 nxkGtransferGthroughGcellGmembranesGinGbacteriaUG1989SGYa_SGYaXTYbb

732 montinuousGcultureGofoscherichiaGcoliGforGextracellularGproductionGofGrecombinantGamylaseUG1989SG
XXSG_WcT_X[ 4

731 wolecularGtransformationGofGpusariumGsolaniGwithGanGantibioticGresistanceGmarkerGhavingGnoGfungalG
nxkGhomologyUG1989SGX]SG[YXTb 32

730 mloningGandGsequencingGofGtheGmlostridiumGperfringensGenterotoxinGgeneUG1989SG]_SGXbXTcW 65

729 —ransformationGofGzodosporaGanserinaGwithGaGdominantGresistanceGgeneUG1989SGX_SG]aT_W 8

728 knGabundantGtestisG’xkGspeciesGshowsGsequenceGsimilarityGtoGóGchromosomalGandGotherGgenomicG
sitesGinGnrosophilaGhydeiUG1989SGYX]SG[_cTaa 8

727 —ranscriptionGandGprocessingGofGlacillusGsubtilisGsmallGcytoplasmicG’xkUG1989SGYX]SG[abTbY 21
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726 nependenceGofGinessentialGlateGgeneGexpressionGonGearlyGmeioticGeventsGinG–accharomycesG
cerevisiaeUG1989SGYX]SG[cWT]WW 25

725 reterologousGgeneGexpressionGofGtheGglyphosateGresistanceGmarkerGandGitsGapplicationGinGyeastG
transformationUG1989SGX]SGcXTb 21

724 ’pvzGanalysisGandGlinkageGmappingGinG–olanumGtuberosumUG1989SGabSG_]Ta] 348

723 kGlamrsGfamilyGofGhighlyGrepeatedGnxkGsequencesGofGxicotianaGtabacumUG1989SGabSGaaTbW 74

722 —heGinfluenceGofGtheGherpesGsimplexGvirusTXGnxkGtemplateGenvironmentGonGtheGregulationGofGgeneG
expressionUG1989SGZSG]aT_b 1

721 vinkagesGbetweenGrestrictionGfragmentGlengthSGisozymeSGandGmorphologicalGmarkersGinGlentilUG1989SG
aaSGZc]T[WX 144

720 qeneticGevidenceGforGsuperoperonalGorganizationGofGgenesGforGphotosyntheticGpigmentsGandG
pigmentTbindingGproteinsGinG’hodobacterGcapsulatusUG1989SGYXbSGXTXY 145

719 xitrateGreductaseGinductionGandGmolecularGcharacterizationGinGriceGOyryzaGsativaGvUPUG1989SGYXbSGcZTcb 24

718 –tructureGofGtheGmultigeneGfamilyGofGwkvGlociGinG–accharomycesUG1989SGYXaSG_WTc 42

717 ssolationGandGcharacterisationGofGtransposonTinducedGmutantsGofGorwiniaGcarotovoraGsubspUG
atrosepticaGexhibitingGreducedGvirulenceUG1989SGYXaSGX[XTb 47

716 mloningSGsequenceGanalysisGandGtranscriptionalGstudyGofGtheGisopenicillinGxGsynthaseGofGzenicilliumG
chrysogenumGk–TzTabUG1989SGYX_SGcXTb 69

715 mloningGofGhistidineGgenesGofGkzospirillumGbrasilensedGorganizationGofGtheGklprGgeneGclusterGandG
nucleotideGsequenceGofGtheGhislGgeneUG1989SGYX_SGYY[Tc 29

714 xucleotideGsequenceGandGgeneticGorganizationGofGtheGxgozssGrestrictionTmodificationGsystemGofG
xeisseriaGgonorrhoeaeUG1989SGYX_SGZbWTa 31

713 righGefficiencyGtransformationGofGintactGyeastGcellsGusingGsingleGstrandedGnucleicGacidsGasGaGcarrierUG
1989SGX_SGZZcT[_ 1947

712 cnxkGcloningGofGartichokeGmottledGcrinkleGvirusG’xkGandGlocalizationGandGsequencingGofGtheGcoatG
proteinGgeneUG1989SGXZSG_b]TcY 16

711 neletionGanalysisGofGtheGpolyadenylationGsignalGofGaGpeaGribuloseTXS]TbisphosphateGcarboxylaseG
smallTsubunitGgeneUG1989SGXZSGXY]TZb 41

710 cnxkGcloningGofGanGm’xkGencodingGaGsulfurTrichGXWGknaGprolaminGpolypeptideGinGriceGseedsUG1989SG
XYSGXYZTZW 48

709 zlastocyaninGisGencodedGbyGaGsingleTcopyGgeneGinGtheGpeaGhaploidGgenomeUG1989SGXYSG_]]T__ 50
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708 wolecularGanalysisGofGmethaneGmonooxygenaseGfromGwethylococcusGcapsulatusGOlathPUG1989SGX]YSGX][Tc 59

707 kGvectorGsystemGwithGtemperatureTsensitiveGreplicationGforGgeneGdisruptionGandGmutationalGcloningG
inGstreptomycetesUG1989SGYXcSGZ[XTZ[b 179

706 –pectrumGofGspontaneousGmutationsGinGaGcnxkGofGtheGhumanGhprtGgeneGintegratedGinGchromosomalG
nxkUG1989SGYXcSGZ[cT]b 30

705  ltravioletGphotoproductsGatGtheGochreGsuppressorGmutationGsiteGinGtheGgln GgeneGofGoscherichiaG
colidGrelevanceGtoGImutationGfrequencyGdeclineIUG1989SGYXcSGZ]cT_[ 8

704 mloningGandGsequencingGofGtheGfbcpSGlGandGmGgenesGencodingGtheGcytochromeGbVcXGcomplexGfromG
’hodopseudomonasGviridisUG1989SGYXcSG[[]T]Y 23

703 xucleotideGsequenceGofGtheGgeneGencodingGtheGnitrogenaseGironGproteinGOnifrPGofGkzospirillumG
brasilenseGandGidentificationGofGaGregionGcontrollingGnifrGtranscriptionUG1989SGYYWSGbXTa 33

702 monservedGfunctionGinGxicotianaGtabacumGofGaGsingleGnrosophilaGhspaWGpromoterGheatGshockG
elementGwhenGfusedGtoGaGminimalG—TnxkGpromoterUG1989SGYXcSGcTX_ 27

701 kU—TTTTmUqGtransversionsGandGtheirGpreventionGbyGtheGoscherichiaGcoliGmut—GandGmutrv–GpathwaysUG
1989SGYXcSGY]_T_Y 27

700 ˛†TqlucosidaseGgenesGofGnaturallyGoccurringGandGcellulolyticG–treptomycesGspeciesdGcharacterizationG
ofGtwoGsuchGgenesGinG–treptomycesGlividansUG1989SGZWSG]WY 7

699 oxpressionGofGtunaGgrowthGhormoneGcnxkGinGoscherichiaGcoliUG1989SGZWSGX]Z 12

698
knGattemptGtoGelucidateGtheGoriginGofGcultivatedGsoybeanGviaGcomparisonGofGnucleotideGsequencesG
encodingGglycininGl[GpolypeptideGofGcultivatedGsoybeanSGqlycineGmaxSGandGitsGpresumedGwildG
progenitorSGqlycineGsojaUG1989SGabSGb]YT_

7

697 vimitationsGduringGhydroxybutyrateGconverisonGtoGisoleucineGwithGmorynebacteriumGglutamicumSGasG
analysedGbyGtheGformationGofGbyTproductsUG1989SGZXTZXSG[]bT[_Y 9

696  seGofGmolecularGmarkersGforGmonitoringGfungiGinvolvedGinGstalkGrotGofGcornUG1989SGaaSG]Z]Tc 18

695 –ubstrateGspecificitiesGinGclassGkGbetaTlactamasesdGpreferenceGforGpenamsGvsUGcephemsUG—heGroleGofG
residueGYZaUG1989SG_SGYa]TbZ 46

694 mloningGofGmnmZZdGaGgeneGessentialGforGgrowthGandGsporulationGwhichGdoesGnotGinterfereGwithGckwzG
productionGinG–accharomycesGcerevisiaeUG1989SG]SGacTcW 6

693 wolecularGcloningGofGaGgeneGencodingGamhlamydiaGpsittaci]aTknaGproteinGthatGsharesGantigenicG
determinantsGwithGcaUG_WTknaGproteinsGpresentGinGmanyGqramTnegativeGbacteriaUG1989SG]bSG]cT_Z 5

692 mloningGofGtheGglycerolGkinaseGgeneGoflacillusGsubtilisUG1989SG]bSGX]XTX]] 8

691 wolecularGcloningGofGanGiceGnucleationGgeneGfromorwiniaGananasandGitsGexpressionGinoscherichiaG
coliUG1989SG_XSG]ZT]_ 7
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690 zresenceGofGaGsmallGplasmidGinGclinicalGisolatesGof–treptococcusGpneumoniaeUG1989SG_]SGYa]TYab 6

689 —ranscriptionalGinductionGofG–treptomycesGcacaoiGbetaTlactamaseGbyGaGbetaTlactamGcompoundUG1989
SGZSGX[Y]TZY 10

688 —heGoscherichiaGcoliGregulatoryGproteinGwettGbindsGtoGaGtandemlyGrepeatedGbGbpGpalindromeUG1989SG
ZSGX_ZcT[b 27

687 punctionalGanalysesGofGzroteusGmirabilisGwildTtypeGandGmutantG’eclmnGenzymesGinGoscherichiaGcoliG
revealGaGnewGmutantGphenotypeUG1989SGZSGXaaaTb[ 7

686 oxtracellularGandGperiplasmicGisoenzymesGofGpectateGlyaseGfromGorwiniaGcarotovoraGsubspeciesG
carotovoraGbelongGtoGdifferentGgeneGfamiliesUG1989SGZSGXab]Tc] 96

685 wolecularGcharacterizationGofGaGcellGwallTassociatedGproteinaseGgeneGfromG–treptococcusGlactisG
xmnya_ZUG1989SGZSGZ]cT_c 76

684 wolecularGanalysisGofGlinearGplasmidTencodedGmajorGsurfaceGproteinsSGyspkGandGysplSGofGtheGvymeG
diseaseGspirochaeteGlorreliaGburgdorferiUG1989SGZSG[acTb_ 283

683 —heGprolineGtransportGproteinGofGkspergillusGnidulansGisGveryGsimilarGtoGaminoGacidGtransportersGofG
–accharomycesGcerevisiaeUG1989SGZSGaW]TX[ 65

682 kGóersiniaGpestisTspecificGnxkGfragmentGencodesGtemperatureTdependentGcoagulaseGandG
fibrinolysinTassociatedGphenotypesUG1989SGZSGa_aTa] 42

681 –pecificityGofGinsertionGofGs–cXSGanGinsertionGsequenceGpresentGinGalphaThaemolysinGplasmidsGofG
oscherichiaGcoliUG1989SGZSGcacTb[ 35

680 punctionalGoxpressionGofGrumanGwonoclonalGkntibodyGqenesGnirectedGkgainstGzseudomonalG
oxotoxinGkGinGwouseGwyelomaGmellsUG1989SGaSGbW]TbXW 9

679 –y–GprocessingGofGuniqueGoxidativeGnxkGdamagesGinGoscherichiaGcoliUGJournal of Molecular BiologySG
1989SGYWaSG]ZT_W 6.5 16

678 mloningGofGaGXUbGkbGrepeatedGsequenceGforGtheGidentificationGandGcomparisonGofGqiardiaGintestinalisG
isolatesUG1989SGY[SGX_YTa 8

677 wolecularGandGbiologicalGcharacterizationGofGaGtypeGXGherpesGsimplexGvirusGOr–VTXPGspecificallyG
deletedGforGexpressionGofGtheGlatencyTassociatedGtranscriptGOvk—PUG1989SGaSGXYXTZ[ 33

676 —ransposableGelementsGforGefficientGmanipulationGofGaGwideGrangeGofGgramTnegativeGbacteriadG
promoterGprobesGandGvectorsGforGforeignGgenesUG1989SGb]SGbZTc 18

675 —heGspecificityGofGpilinGnxkGsequencesGforGtheGdetectionGofGpathogenicGxeisseriaUG1989SGZSG]cTaY 7

674 oscherichiaGcoliGreckGdeletionGstrainsGthatGareGhighlyGcompetentGforGtransformationGandGforGinGvivoG
phageGpackagingUG1989SGbYSGZXZT] 32

673 ssolationGofGmetabolicGgenesGandGdemonstrationGofGgeneGdisruptionGinGtheGphytopathogenicGfungusG
 stilagoGmaydisUG1989SGacSGcaTXW_ 68
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672 —heGura]GgeneGofGtheGascomyceteG–ordariaGmacrosporadGmolecularGcloningSGcharacterizationGandG
expressionGinGoscherichiaGcoliUG1989SGaaSGZcT[c 25

671 –tructureGofGtheGnrosophilaGnxkGtopoisomeraseGssGgeneUGxucleotideGsequenceGandGhomologyG
amongGtopoisomerasesGssUGJournal of Molecular BiologySG1989SGYW]SGXTXZ 6.5 156

670 noesG—hermusG’epresentGknotherGneepGoubacterialGlranchingiUG1989SGXXSGY[ZTY[c 40

669 –ynthesisGofGanGimmunopathogenicGfusionGproteinGderivedGfromGaGbovineGinterphotoreceptorG
retinoidTbindingGproteinGcnxkGcloneUG1989SGbWSGXWcTXb 10

668 mloningSGsequencingGandGexpressionGinGoscherichiaGcoliGofGtheGnTYThydroxyisocaproateG
dehydrogenaseGgeneGofGvactobacillusGcaseiUG1989SGabSG[aT]a 79

667 ssolationGandGstructuralGanalysisGofGtheGmouseGbetaTcaseinGgeneUG1989SGabSGY_aTa] 75

666 mloningGandGcharacterizationGofGtheGacylTcoenzymeGkdG_TaminopenicillanicTacidTacyltransferaseGgeneG
ofGzenicilliumGchrysogenumUG1989SGbZSGYcXTZWW 116

665 romologousGpairingGandGtheGformationGofGnascentGsynapticGintermediatesGbetweenGregionsGofG
duplexGnxkGbyG’eckGproteinUG1989SG]_SGcbaTc] 55

664 kGhighGefficiencyGtransformationGsystemGforGtheGbasidiomyceteG stilagoGviolaceaGemployingG
hygromycinGresistanceGandGlithiumTacetateGtreatmentUG1989SGbWSGXaXT_ 39

663 ’ibosomalGnxkG’estrictionGpragmentGknalysisGasGaG—axonomicG—oolGinG–eparatingGzhysiologicallyG
–imilarGlasidiomycetousGóeastsUG1989SGXXSGXaWTXa] 20

662 –UGcerevisiaeGencodesGanGessentialGproteinGhomologousGinGsequenceGandGfunctionGtoGmammalianGlizUG
1989SG]aSGXYYZTZ_ 376

661 nownTregulationGofGaGserineGproteaseSGmyeloblastinSGcausesGgrowthGarrestGandGdifferentiationGofG
promyelocyticGleukemiaGcellsUG1989SG]cSGc]cT_b 258

660 qrlGdeletionGofGtheGchorionGlocusGofGtheGsilkmothGlombyxGmoriUGvocalizationGofGtheGleftGbreakpointG
andGisolationGofGtheGdeletionGjunctionUGJournal of Molecular BiologySG1989SGYW]SG_ZZT[] 6.5 6

659 mloningGandGexpressionGofGaGcollagenTanalogTencodingGsyntheticGgeneGinGoscherichiaGcoliUG1989SGbWSGZW]TX[ 42

658 –ynthesisGofGhumanGadenovirusGtypeGYGfiberGproteinGinGoscherichiaGcoliGcellsUG1989SGbXSGY_aTa[ 13

657 monstructionGofGlinkerTscanningGmutationsGusingGaGkanamycinTresistanceGcassetteGwithGmultipleG
symmetricGrestrictionGsitesUG1989SGb[SGX]cT_[ 12

656 wolecularGcloningGandGexpressionGofGaG—TcellGstimulatingGmembraneGproteinGofGprancisellaGtularensisUG
1989SG_SG[WZTX[ 24

655 mloningGandGnucleotideGsequenceGanalysisGofGgenesGcodingGforGtheGmajorGchlorophyllTbindingG
proteinGofGtheGmossGzhyscomitrellaGpatensGandGtheGhalotolerantGalgaGnunaliellaGsalinaUG1989SGa_SGYccTZXY 49
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654 oxpressionGinGheterologousGcellsGofGtheGunusualGcytoplasmicGdomainGofGratGbrainG]l[VxmkwTldUG
1989SG_SG_XTb 5

653 zurificationGandGcharacterizationGofGtheGexpressionGproductGofGtheGsrGgeneGofG–treptococcusGmutansG
ywüGXa]UG1989SG_SGXa]TbY 21

652 ssolationGandGsequenceGofGlambdaGgtXXGcnxkGclonesGencodingGtheG]l[GantigenGexpressedGonG
sproutingGneuronsUG1989SG]SGYcaTZWZ 12

651 —heGhumanGcalbindinGYaTknaGgenedGstructuralGorganizationGofGtheG]NGandGZNGregionsSGchromosomalG
assignmentSGandGrestrictionGfragmentGlengthGpolymorphismUG1989SG[SGZWcTXc 28

650 monstructionGofGanGolxkTproducingGlineGofGwellTdifferentiatedGhumanGhepatomaGcellsGandGofG
appropriateGopsteinTlarrGvirusTbasedGshuttleGvectorsUG1989SGa_SGYaTZc 23

649 —heGmTterminalGpartGofGaGgeneGpartiallyGhomologousGtoGmnmGY]GgeneGsuppressesGtheGcdcY]T]G
mutationGinG–accharomycesGcerevisiaeUG1989SGaaSGYXTZW 61

648 xucleotideGsequencesGofGgenesGencodingGheatTstableGandGheatTlabileGglyceraldehydeTZTphosphateG
dehydrogenaseseGaminoGacidGsequenceGandGproteinGthermostabilityUG1989SGbYSGYZaT[b 15

647 mhimerasomeTmediatedGgeneGtransferGinGvitroGandGinGvivoUG1989SGb[SG[YcTZb 42

646 –tructureGandGregulationGofGtheGlyticGrepliconGofGphageGzXUGJournal of Molecular BiologySG1989SGYWaSGXZ]T[c6.5 30

645 kGhighGefficiencyGmethodGforGsiteTdirectedGmutagenesisGwithGanyGplasmidUG1989SGb[SGX]ZTa 11

644 knalysisGofGsingleTstrandedGnxkGstabilityGandGdamageTinducedGstrandGlossGinGmammalianGcellsGusingG
–V[WTbasedGshuttleGvectorsUGJournal of Molecular BiologySG1989SGYW]SG]WXTc 6.5 24

643 mloningGofGaGnewGbidirectionallyGselectableGmarkerGforGkspergillusGstrainsUG1989SGb[SGZYcTZ[ 52

642 —heGabilityGofGaGternaryGcomplexGtoGformGoverGtheGserumGresponseGelementGcorrelatesGwithGserumG
inducibilityGofGtheGhumanGcTfosGpromoterUG1989SG]_SG]_ZTaY 493

641 wouseGandGhumanGmnX[GOmyeloidGcellTspecificGleucineTrichGglycoproteinPGprimaryGstructureGdeducedG
fromGcnxkGclonesUG1989SGXWWbSGYXZTYY 56

640 offectsGofGgeneGdosageGonGtheGexpressionGofGhumanGgrowthGhormoneGcnxkGinGoscherichiaGcoliUG1989
SGXWWcSGX]_T_W 6

639 monstructionGofGanGolVTderivedGshuttleGvectorGforGstudyingGtheGinfluenceGofGtranscriptionGonG
mutagenesisUG1989SGXWWcSGY]XT_ 7

638 snGvitroGreplicationGandGmutagenesisGofGmoloXGplasmidGnxkGinGextractsGfromGrepairGdeficientG
oscherichiaGcoliGmutantsUG1989SGXWWbSG[]T]X

637 mloningGandGnucleotideGsequenceGofGaGfullTlengthGcnxkGforGhumanGX[GknaGbetaTgalactosideTbindingG
lectinUG1989SGXWWbSGb]TcX 38

(1989-1989)
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636  niqueGpropertiesGofGaGXUZ_GkbGcircularGnxkGassociatedGwithG–orghumGmitochondriaUG1989SG_XSGbXTcW 7

635 sntermolecularGplasmidGrecombinationGinGfibroblastsGfromGhumansGwithGnxkGdamageTprocessingG
defectsUG1989SGYYSGXTc 6

634 —heGoconëëXGrestrictionGandGmodificationGsystemdGcloningGtheGgenesGandGhomologyGtoGtypeGsG
restrictionGandGmodificationGsystemsUG1989SGYXSGXc]TYW[ 19

633 momplementaryGnxkGcloningGofGaGproteinGhighlyGhomologousGtoGmammalianGsarcoplasmicGreticulumG
maTk—zaseGfromGtheGcrustaceanGkrtemiaUGJournal of Molecular BiologySG1989SGYXWSGaZaT[b 6.5 46

632 zarvalbuminGgenesGfromGhumanGandGratGareGidenticalGinGintronVexonGorganizationGandGcontainGhighlyG
homologousGregulatoryGelementsGandGcodingGsequencesUGJournal of Molecular BiologySG1989SGYXWSG[XaTYa6.5 31

631 kctivationGofGmhiGrecombinationalGhotspotsGbyG’eclmnTlikeGenzymesGfromGentericGbacteriaUGJournal 
of Molecular BiologySG1989SGYXWSG[b]Tc] 6.5 40

630 —ransferG’xkGstructureGandGcodingGspecificityUGsUGovidenceGthatGaGnTarmGmutationGreducesGt’xkG
dissociationGfromGtheGribosomeUGJournal of Molecular BiologySG1989SGYW_SG[bcT]WX 6.5 67

629 nxkGbaseGchangesGandG’xkGlevelsGinGxTacetoxyTYTacetylaminofluoreneTinducedGdihydrofolateG
reductaseGmutantsGofGmhineseGhamsterGovaryGcellsUGJournal of Molecular BiologySG1989SGYWbSG[XaTYb 6.5 51

628 ovidenceGforGtheGmloningGofGneinococcusGradioduransGnxkGpragmentsG—hatG’enderGoscherichiaGcoliG
’adiationG’esistantUG1989SGXYWSG]Za 1

627 —hermodynamicGandGenzymologicalGcharacterizationGofGtheGinteractionGbetweenGtranscriptionG
terminationGfactorGrhoGandGlambdaGcroGm’xkUG1989SGYbSGZ]XWTa 48

626 –ubstitutionGmutationsGofGtheGhighlyGconservedGarginineGbaGofGrsVTXGproteaseGresultGinGlossGofG
proteolyticGactivityUG1989SGX_[SGZWTb 30

625 –equenceGspecificityGofGpausingGbyGnxkGpolymerasesUG1989SGX_[SGXX[cT]_ 16

624 mhemicalGsynthesisGandGexpressionGofGtheGrsVTXGproteaseGgeneGinGoUGcoliUG1989SGX]cSGbaTc[ 48

623 sdentificationGandGexpressionGofGtheGkctinobacillusGactinomycetemcomitansGleukotoxinGgeneUG1989SG
X]cSGY]_T_Y 86

622  seGofGaGshuttleGvectorGforGtheGtransformationGofGtheGwhiteGrotGbasidiomyceteSGzhanerochaeteG
chrysosporiumUG1989SGX_XSGaYWT] 29

621 kntibodiesGtargetedGagainstGhypervariableGandGconstantGregionsGofGcytochromesGz[]WsslXGandG
z[]WsslYUG1989SGYaWSGYZTZY 16

620 ’ecombinantGrsVTXGreverseGtranscriptasedGpurificationSGprimaryGstructureSGandG
polymeraseVribonucleaseGrGactivitiesUG1989SGYaZSGZ[aT]b 84

619 ssolationGofGaGcnxkGencodingGfunctionalGnrosophilaGalcoholGdehydrogenaseGinGoscherichiaGcoliGandG
purificationGofGtheGbacteriallyGproducedGenzymeUG1989SGYaZSG[[WTb 6
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618 –ynthesisGofGaGOdes–erXGsleYcGveubcPGchickenGcystatinGgeneSGexpressionGinGoUGcoliGasGfusionGproteinG
andGitsGisolationUG1989SGY[ZSGXb_TcY 17

617 xewGexpressionGvectorsGforGtheGfissionGyeastG–chizosaccharomycesGpombeUG1989SGY[bSGXW]TXW 27

616 oxpressionGofGhumanG]TlipoxygenaseGcnxkGinGoscherichiaGcoliUG1989SGY[cSGY_aTaW 25

615 zroductionGandGpurificationGofGaGrecombinantGhumanGX[GknaGbetaTgalactosideTbindingGlectinUG1989SG
Y]WSGX_XT] 45

614 ssolationGandGexpressionGinG–accharomycesGcerevisiaeGofGaGgeneGencodingGanGalphaTamylaseGfromG
–chwanniomycesGcastelliiUG1989SGY]]SG[]]Tc 12

613 knGimprovedGsystemGforGexpressingGpancreaticGribonucleaseGinGoscherichiaGcoliUG1989SGY[aSG]]T_ 15

612 mhromosomesGofGllastocystisGhominisUG1989SGXcSGbacTbZ 49

611 liosynthesisSGmembraneGtranslocationSGandGsurfaceGexpressionGofG–indbisGvirusGoXGglycoproteinUG
1989SGXb]SGYWZTX_ 18

610 oxpressionSGcloningGandGcnxkGsequenceGofGaGfibroblastGserumTregulatedGgeneGencodingGaGputativeG
actinTassociatedGproteinGOpYaPUG1989SGXbXSG]XbTZW 36

609 ’egulationGofGtheG–XWWGproteinGandGqpkzGgenesGisGmediatedGbyGtwoGcommonGmechanismsGinG’—[G
neuroTglialGcellGlinesUG1989SGXbYSGZaWTbZ 26

608 righTcopyTnumberGintegrationGintoGtheGribosomalGnxkGofG–accharomycesGcerevisiaedGaGnewGvectorG
forGhighTlevelGexpressionUG1989SGacSGXccTYW_ 157

607 kGreliableGmethodGforGrandomGmutagenesisdGtheGgenerationGofGmutantGlibrariesGusingGspikedG
oligodeoxyribonucleotideGprimersUG1989SGb[SGX[ZT]X 121

606 monstructionGofGlargeGnxkGsegmentsGinGoscherichiaGcoliUG1989SGY[[SGXZWaTXY 182

605 mloningGandGcharacterizationGofGaGcnxkGforGtheGlGbetaGchainGofGratGfibrinogendGevolutionaryG
conservationGofGtranslatedGandGZNTuntranslatedGsequencesUG1989SGacSGX]XTb 10

604 punctionalGexpressionGofGaG’hodospirillumGrubrumGgeneGencodingGdinitrogenaseGreductaseG
knzTribosyltransferaseGinGentericGbacteriaUG1989SGb]SGX]ZT_W 12

603 —heGroleGofGbasesGupstreamGofGtheG–hineTnalgarnoGregionGandGinGtheGcodingGsequenceGinGtheGcontrolG
ofGgeneGexpressionGinGoscherichiaGcolidGtranslationGandGstabilityGofGm’xksGinGvivoUG1989SGabSG]cTaY 65

602 mloningGandGnucleotideGsequenceGofGtheGphosphoenolpyruvateGcarboxylaseTcodingGgeneGofG
morynebacteriumGglutamicumGk—mmXZWZYUG1989SGaaSGYZaT]X 61

601 snsertionalGmutagenesisGusingGaGsyntheticGlacGoperatorUG1989SGbYSGYWXTb 9
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600 mloningGandGexpressionGofGtheGgeneGencodingGaGnovelGproteinaseGfromG—ritirachiumGalbumGlimberUG
1989SGb]SGZYcTZZ 14

599 yverexpressionGofGnativeGhumanGbetaGYTmicroglobulinGinGoscherichiaGcoliGandGitsGpurificationUG1989SG
bZSGXXaTY[ 26

598 mloningGandGsequenceGanalysisGofGtheGgenomicGnxkGfragmentGencodingGoryzacystatinUG1989SGbXSGY]cT_] 32

597 wutantGrhoGfactorsGwithGincreasedGtranscriptionGterminationGactivitiesUGssUGsdentificationGandG
functionalGdissectionGofGaminoGacidGchangesUGJournal of Molecular BiologySG1989SGYXWSGZcT[c 6.5 31

596
wutantGrhoGfactorsGwithGincreasedGtranscriptionGterminationGactivitiesUGsUGpunctionalGcorrelationsGofG
theGprimaryGandGsecondaryGpolynucleotideGbindingGsitesGwithGtheGefficiencyGandGsiteTselectivityGofG
rhoTdependentGterminationUGJournal of Molecular BiologySG1989SGYXWSGYZTZa

6.5 30

595 zhagemidGVzm–GvectorsGforGprimingSGcloningGandGsequencingUG1989SGbYSGZXaTYW 2

594 —ranslationGofGphageGfXGgeneGVssGoccursGfromGanGinherentlyGdefectiveGinitiationGsiteGmadeGfunctionalG
byGcouplingUGJournal of Molecular BiologySG1989SGYWbSGYZZT[[ 6.5 44

593 mloningGofGtheGbiotinGsynthetaseGgeneGfromGlacillusGsphaericusGandGexpressionGinGoscherichiaGcoliG
andGlacilliUG1989SGbWSGZcT[b 42

592 –tructureGofGcnxkGofGcytosolicGaspartateGaminotransferaseGofGchickenGandGitsGexpressionGinGoUGcoliUG
1989SGaXSG[XXT_ 13

591 monstructionGandGpropertiesGofGanGopsteinTlarrTvirusTderivedGcnxkGexpressionGvectorGforGhumanG
cellsUG1989SGb[SG[WaTXa 60

590 oxpressionGofGbiologicallyGactiveGrecombinantTderivedGchickenGprolactinGinGoscherichiaGcoliUG1989SGZSGX]TYX 15

589 oxpressionGinGtransgenicGplantsGofGaGviralGgeneGproductGthatGmediatesGinsectGtransmissionGofG
potyvirusesUG1989SGb_SGb[WYT_ 36

588 yneTstepGpreparationGofGcompetentGoscherichiaGcolidGtransformationGandGstorageGofGbacterialGcellsG
inGtheGsameGsolutionUG1989SGb_SGYXaYT] 1173

587 mloningGandGstructuralGcharacterizationGofGtheGgenesGcodingGforGadenosylcobalaminTdependentG
methylmalonylTmokGmutaseGfromGzropionibacteriumGshermaniiUG1989SGY_WSGZ[]T]Y 72

586 sncisionGbyG vrklmGexcinucleaseGisGaGstepGinGtheGpathGtoGmutagenesisGbyGpsoralenGcrosslinksGinG
oscherichiaGcoliUG1989SGb_SGZcbYT_ 33

585 ryperexpressionGandGpurificationGofGoscherichiaGcoliGadenylateGcyclaseGusingGaGvectorGdesignedGforG
expressionGofGlethalGgeneGproductsUG1989SGXaSGXW[aZTbb 91

584 –ynthesisGofGaGmollagenGknalogGinGoscherichiaGmoliG singG’ecombinantGnxkG—echnologyUG1989SGXa[SGYYc 1

583 zositiveGandGnegativeGtranscriptionalGcontrolGbyGhemeGofGgenesGencodingG
ZThydroxyTZTmethylglutarylGcoenzymeGkGreductaseGinG–accharomycesGcerevisiaeUG1989SGcSG]aWYTXY 88
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582 —heGrwvGmatingTtypeGcassetteGofG–accharomycesGcerevisiaeGisGregulatedGbyGtwoGseparateGbutG
functionallyGequivalentGsilencersUG1989SGcSG[_YXTZW 106

581 s’kXSGanGinhibitoryGregulatorGofGtheG’k–TcyclicGkwzGpathwayGinG–accharomycesGcerevisiaeUG1989SGcSGa]aT_b 250

580 romologousGplasmidGrecombinationGisGelevatedGinGimmortallyGtransformedGcellsUG1989SGcSG[WWcTXa 49

579 zurificationGandGcharacterizationGofGrecombinantGhumanGinterleukinG[UGliologicalGactivitiesSGreceptorG
bindingGandGtheGgenerationGofGmonoclonalGantibodiesUG1989SGY_YSGbcaTcWb 16

578
mloningGandGexpressionGofGtheGgeneGclusterGencodingGkeyGproteinsGinvolvedGinGacetylTmokGsynthesisG
inGmlostridiumGthermoaceticumdGmyGdehydrogenaseSGtheGcorrinoidVpeT–GproteinSGandG
methyltransferaseUG1989SGb_SGZYT_

59

577 knGaparGmutationGcausesGkppppkGtoGaccumulateGandGaffectsGmotilityGandGcataboliteGrepressionGinG
oscherichiaGcoliUG1989SGb_SG]WXWT[ 71

576 kGnxkGdoubleGchainGbreakGstimulatesGtriparentalGrecombinationGinG–accharomycesGcerevisiaeUG1989SG
b_SG_YY]Tc 60

575 wutagenicGspecificityGofGaGpotentGcarcinogenSGbenzo∆cβphenanthreneGO[’SZ–PTdihydrodiolG
OY–SX’PTepoxideSGwhichGreactsGwithGadenineGandGguanineGinGnxkUG1989SGb_SGYYcXT] 44

574 ssolationGandGcharacterizationGofGaGmammalianGgeneGencodingGaGhighTaffinityGckwzG
phosphodiesteraseUG1989SGb_SGZ]ccT_WZ 175

573 —naGtranspositiondGrecognitionGofGtheGatt—naGtargetGsequenceUG1989SGb_SGZc]bT_Y 59

572 kGgeneGencodingGtheGtryptophanGsynthaseGbetaGsubunitGofGkrabidopsisGthalianaUG1989SGb_SG[_W[Tb 70

571 oxpressionGinGbacteriaGofGfunctionalGinhibitoryGsubunitGofGretinalGrodGcqwzGphosphodiesteraseUG1989
SGb_SG[cYYT_ 58

570 netectionGofGminimalGdiseaseGinGhematopoieticGmalignanciesGofGtheGlTcellGlineageGbyGusingG
thirdTcomplementarityTdeterminingGregionGOmn’TsssPTspecificGprobesUG1989SGb_SG]XYZTa 221

569 snsertionalGactivationGofGxTmycGbyGendogenousGwoloneyTlikeGmurineGretrovirusGsequencesGinG
macrophageGcellGlinesGderivedGfromGmyelomaGcellGlineTmacrophageGhybridsUG1989SGcSG[]X]TYY 33

568 ’egulationGofGtheGm’xkGforGmonocyteTderivedGneutrophilTactivatingGpeptideGinGdifferentiatingG
rv_WGpromyelocytesUG1989SGcSGXc[_T]a 73

567 —hermusGthermophilusGX_–Gr’xkGisGtranscribedGfromGanGisolatedGtranscriptionGunitUG1989SGXaXSGYcZZT[X 61

566 zeaGaphidGsymbiontGrelationshipsGestablishedGbyGanalysisGofGX_–Gr’xksUG1989SGXaXSGYcaWT[ 163

565 –tructureGofGtheGcutinaseGgeneGandGdetectionGofGpromoterGactivityGinGtheG]NTflankingGregionGbyG
fungalGtransformationUG1989SGXaXSGXc[YT]X 59

(1989-1989)
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564 qeneticGreconstitutionGofGtheGhighTaffinityGvTarabinoseGtransportGsystemUG1989SGXaXSGZW]ZTc 38

563 —heG’oVXGgeneGofG–accharomycesGcerevisiaedGisolationSGsequenceSGandGfunctionalGanalysisUG1989SG
XaXSGYZWTa 128

562 myanobacterialG’xkGpolymeraseGgenesGrpomXGandGrpomYGcorrespondGtoGrpomGofGoscherichiaGcoliUG
1989SGXaXSGXc_aTaZ 50

561 sdentificationSGcharacterizationSGandGmappingGofGtheGoscherichiaGcoliGhtrkGgeneSGwhoseGproductGisG
essentialGforGbacterialGgrowthGonlyGatGelevatedGtemperaturesUG1989SGXaXSGX]a[Tb[ 297

560 –ecretionGofGtheGextracellularGdomainGofGtheGhumanGinsulinGreceptorGfromGinsectGcellsGbyGuseGofGaG
baculovirusGvectorUG1989SGY_XSGXXcTY_ 48

559 sdentificationGofGanGandrogenTrepressedGm’xkGinGratGventralGprostateGasGcodingGforGsulphatedG
glycoproteinGYGbyGcnxkGcloningGandGsequenceGanalysisUG1989SGY]aSGYcZT_ 169

558 xewGpropertiesGofGlacillusGsubtilisGsuccinateGdehydrogenaseGalteredGatGtheGactiveGsiteUG—heGapparentG
activeGsiteGthiolGofGsuccinateGoxidoreductasesGisGdispensableGforGsuccinateGoxidationUG1989SGY_WSG[cXTa 24

557 —heGsequenceGofGtheGmouseGX[GknaGbetaTgalactosideTbindingGlectinGandGevidenceGforGitsGsynthesisG
onGfreeGcytoplasmicGribosomesUG1989SGY_XSGb[aT]Y 62

556 monstructionGofGanGompkTprochymosinGsignalGfusionGinGpsxTsssTompkYUG1989SGXaSGa_[Ta_] 2

555 mloningSGsequencingSGandGoverexpressionGofGmvakSGwhichGencodesGzseudomonasGmevaloniiG
ZThydroxyTZTmethylglutarylGcoenzymeGkGreductaseUG1989SGXaXSGYcc[TZWWX 57

554 ’equirementGforGautoinducerGinGtranscriptionalGnegativeGautoregulationGofGtheGVibrioGfischeriGlux’G
geneGinGoscherichiaGcoliUG1989SGXaXSGZ][cT]Y 42

553 qeneticGcharacterizationGofGtheGstabilizingGfunctionsGofGaGregionGofGbroadThostTrangeGplasmidG’uYUG
1990SGXaYSG_YW[TX_ 104

552 –ecretoryG–GcomplexGofGlacillusGsubtilisdGsequenceGanalysisGandGidentityGtoGpyruvateGdehydrogenaseUG
1990SGXaYSG]W]YT_Z 91

551 ’ecombinationGbetweenGirradiatedGshuttleGvectorGnxkGandGchromosomalGnxkGinGkfricanGgreenG
monkeyGkidneyGcellsUG1990SGXWSGZaT[_ 27

550 wethodGtoGidentifyGgenomicGtargetsGofGnxkGbindingGproteinsUG1990SGbaSGZYa[Tb 29

549 wuscleTspecificGactivityGofGtheGskeletalGtroponinGsGpromoterGrequiresGinteractionGbetweenGupstreamG
regulatoryGsequencesGandGelementsGcontainedGwithinGtheGfirstGtranscribedGexonUG1990SGXWSGZ[_bTbY 34

548 —heG–accharomycesGcerevisiaeGnzwXGgeneGencodingGdolicholTphosphateTmannoseGsynthaseGisGableG
toGcomplementGaGglycosylationTdefectiveGmammalianGcellGlineUG1990SGXWSG[_XYTYY 63

547 ’epairGandGrecombinationGofGëTirradiatedGplasmidsGinGëenopusGlaevisGoocytesUG1990SGXWSG]b[cT]_ 14
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546 —heG–vzXGgeneGofG–accharomycesGcerevisiaeGisGessentialGforGvacuolarGmorphogenesisGandGfunctionUG
1990SGXWSGYYX[TYZ 113

545 snGvitroGassemblyGofGrelaxosomesGatGtheGtransferGoriginGofGplasmidG’z[UG1990SGbaSG_]]]Tc 127

544 –tructureGandGregulationGofGtheGgeneGforGdq—zGtriphosphohydrolaseGfromGoscherichiaGcoliUG1990SGbaSGYa[WT[ 33

543 klteringGenzymaticGactivitydGrecruitmentGofGcarboxypeptidaseGactivityGintoGanG’—owG
betaTlactamaseVpenicillinTbindingGproteinG]GchimeraUG1990SGbaSGYbYZTa 21

542 mharacterizationGofGyeastGVpsZZpSGaGproteinGrequiredGforGvacuolarGproteinGsortingGandGvacuoleG
biogenesisUG1990SGXWSG[_ZbT[c 115

541 snGvitroGposttranslationalGmodificationGofGlaminGlGclonedGfromGaGhumanG—TcellGlineUG1990SGXWSGYX_[Ta] 90

540 –earchingGsequenceGspaceGbyGdefinablyGrandomGmutagenesisdGimprovingGtheGcatalyticGpotencyGofGanG
enzymeUG1990SGbaSG_c_TaWW 103

539 gcrYSGaGnewGmutationGaffectingGglycolyticGgeneGexpressionGinG–accharomycesGcerevisiaeUG1990SGXWSG_ZbcTc_ 67

538 nisruptionGofGsingleTcopyGgenesGencodingGacidicGribosomalGproteinsGinG–accharomycesGcerevisiaeUG
1990SGXWSGYXbYTcW 43

537 ’xkGoditingGofGWheatGwitochondrialGk—zG–ynthaseG–ubunitGcdGnirectGzroteinGandGcnxkG–equencingUG
1990SGYSGXYbZ

536 wolecularGcloningGandGcharacterizationGofGcnxksGcodingGforGapopolysialoglycoproteinsGinGcherryG
salmonGOyncorhynchusGmasouPGeggsUG1990SGXWaSG_XTa 1

535 xucleotideGsequencesGandGthreeTdimensionalGmodellingGofGtheGVrGandGVvGdomainsGofGtwoGhumanG
monoclonalGantibodiesGspecificGforGtheGnGantigenGofGtheGhumanG’hTbloodTgroupGsystemUG1990SGY_bSGXZ]T[W 25

534 sdentificationGofGtheGlXGandGlYGsubunitsGofGhumanGplacentalGlamininGandGratGparietalTyolkTsacG
lamininGusingGantiseraGspecificGforGmurineGlamininTbetaTgalactosidaseGfusionGproteinsUG1990SGYaWSG[_ZTb 16

533 —heGroleGofGtheG]NTflankingGsequenceGofGaGhumanGt’xkOqluPGgeneGinGmodulationGofGitsGtranscriptionalG
activityGinGvitroUG1990SGYaYSGacaTbWZ 6

532 nTloopGformingGactivityGandGgeneralGrecombinatoryGactivityGinGextractsGfromGshootSGflowerGandGcallusG
ofGvarietiesGofGriceUUG1990SG_]SG]ZT_[

531 wolecularGcomparisonGofGaGnonhemolyticGandGaGhemolyticGphospholipaseGmGfromGzseudomonasG
aeruginosaUG1990SGXaYSG]cX]TYZ 135

530
wolecularGcloningSGnucleotideGsequencingSGandGexpressionGofGtheGlacillusGsubtilisGOnattoPGskwXYXYG
alphaTamylaseGgeneSGwhichGencodesGanGalphaTamylaseGstructurallyGsimilarGtoGbutGenzymaticallyG
distinctGfromGthatGofGlUGsubtilisGY_ZZUG1990SGXaYSG[cWXTb

17

529 mloningGofGtheGzseudomonasGaeruginosaGalkalineGproteaseGgeneGandGsecretionGofGtheGproteaseGintoG
theGmediumGbyGoscherichiaGcoliUG1990SGXaYSGc[YTb 57

(1990-1990)
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528 wolecularGcloningSGexpressionSGandGcharacterizationGofGendoTbetaTXS[TglucanaseGgenesGfromGlacillusG
polymyxaGandGlacillusGcirculansUG1990SGXaYSGX]a_Tb_ 36

527 –equenceGofGtheGulebsiellaGaerogenesGureaseGgenesGandGevidenceGforGaccessoryGproteinsGfacilitatingG
nickelGincorporationUG1990SGXaYSG]bZaT[Z 185

526 wonitoringGofGnaphthaleneGcatabolismGbyGbioluminescenceGwithGnahTluxGtranscriptionalGfusionsUG
1990SGXaYSG[a[cT]a 128

525 ’olesGofGtheGtwoGlysylTt’xkGsynthetasesGofGoscherichiaGcolidGanalysisGofGnucleotideGsequencesGandG
mutantGbehaviorUG1990SGXaYSGZYZaT[Z 59

524 ovidenceGforGrollingTcircleGreplicationGinGaGmajorGsatelliteGnxkGfromGtheG–outhGkmericanGrodentsGofG
theGgenusGmtenomysUG1990SGaSGZ[WT]W 28

523 mloningGofGspiramycinGbiosyntheticGgenesGandGtheirGuseGinGconstructingG–treptomycesGambofaciensG
mutantsGdefectiveGinGspiramycinGbiosynthesisUG1990SGXaYSGZacWTb 45

522 mloningSGexpressionSGandGsequenceGdeterminationGofGaGbacteriophageGfragmentGencodingG
bacteriophageGresistanceGinGvactococcusGlactisUG1990SGXaYSG_[XcTY_ 92

521 knalysisGandGsequenceGofGtheGspelGgeneGencodingGagmatineGureohydrolaseSGaGputrescineG
biosyntheticGenzymeGinGoscherichiaGcoliUG1990SGXaYSG]ZbT[a 45

520 qeneralGorganizationGofGtheGconjugalGtransferGgenesGofGtheGsncWGplasmidG’ZbbGandGinteractionsG
betweenG’ZbbGandGsncxGandGsnczGplasmidsUG1990SGXaYSG]ac]TbWY 76

519 –tudiesGonGtransformationGinG–higellaUG1990SGZ_SGZ[bT]X 4

518 –equenceGandGuptakeGspecificityGofGclonedGsonicatedGfragmentsGofGraemophilusGinfluenzaeGnxkUG
1990SGXaYSG]cY[Tb 36

517 –poreGcolourGinG–treptomycesGcoelicolorGkZOYPGinvolvesGtheGdevelopmentallyGregulatedGsynthesisGofG
aGcompoundGbiosyntheticallyGrelatedGtoGpolyketideGantibioticsUG1990SG[SGX_acTcX 165

516 —heGvariableGantigensGVmpaGandGVmpYXGofGtheGrelapsingGfeverGbacteriumGlorreliaGhermsiiGareG
structurallyGanalogousGtoGtheGV–qGproteinsGofGtheGkfricanGtrypanosomeUG1990SG[SGXaX]TY_ 64

515 ssolationGandGcharacterizationGofGtheGgeneGencodingGaGnovelSGthermostableGserineGproteinaseGfromG
theGmouldG—ritirachiumGalbumGvimberUG1990SG[SGXabcTcY 15

514 oscherichiaGcoliGcellsGresistantGtoGtheGnxkGgyraseGinhibitorSGciprofloxacinSGoverproduceGaG_WGknG
proteinGhomologousGtoGqroovUG1990SG[SGZ[]T]Z 8

513 winiTwuGmediatesGdeletionTinversionsGinGvivoGbyGintraTtransposonGtranspositionUG1990SG[SG]_XT]

512 mloningGandGsequenceGanalysisGofGlinearGplasmidGtelomeresGofGtheGbacteriumGlorreliaGburgdorferiUG
1990SG[SGbXXTYW 69

511 romologousGnxkGsequencesGonGtheGvirulenceGplasmidsGofGpathogenicGóersiniaGandG–almonellaG
dublinGlaneUG1990SG[SGcW]TXX 9
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510 –treptococcusGpneumoniaeGpossessesGcanonicalGoscherichiaGcoliGOsigmaGaWPGpromotersUG1990SG[SGXX[ZT]Y 44

509 sdentificationGandGcharacterizationGofGaGgeneGandGproteinGrequiredGforGglycosylationGinGtheGyeastG
qolgiUG1990SG[SGXccZTYWWX 14

508 punctionalGorganizationGofGtheGendsGofGs–GXdGspecificGbindingGsiteGforGanGs–XTencodedGproteinUG1990SG[SGX[aaTX[b_25

507 kGbifunctional–treptomycesToUGcolipromoterTprobeGvetorUG1990SG_bSG_]T_b 1

506 zroductionGandGsecretionGofGpertussisGtoxinGsubunitsGinGlacillusGsubtilisUG1990SG]_SGX[ZTb 25

505 offectsGofGnxaseGproductionSGplasmidGsizeSGandGrestrictionGbarriersGonGtransformationGofGVibrioG
choleraeGbyGelectroporationGandGosmoticGshockUG1990SG]_SGX[cT][ 60

504 —heGeffectGofGnucleaseGonGtransformationGefficiencyGin–erratiaGmarcescensUG1990SG_cSGY]]TY]b 9

503 righGefficiencyGelectroporationGofGzseudomonasGaeruginosaGusingGfrozenGcellGsuspensionsUG1990SG
]bSGYYXT] 83

502 —heGsecretionGofGhumanGserumGalbuminGfromGtheGyeastG–accharomycesGcerevisiaeGusingGfiveG
differentGleaderGsequencesUG1990SGbSG[YT_ 59

501 mellularGpharmacologyGofG[NTiodoT[NTdeoxydoxorubicinUG1990SG_XSG][ZTa 10

500 –iteTdirectedGpegylationGofGrecombinantGinterleukinTYGatGitsGglycosylationGsiteUG1990SGbSGZ[ZT_ 98

499 nevelopmentGofGexpressionGvectorsGforGtransgenicGfishUG1990SGbSGXY_bTaY 49

498 wicroconversionGbetweenGmurineGrTYGgenesGintegratedGintoGyeastUG1990SGZ[aSGXcYT[ 38

497 —woGdifferentGm’xksGcodingGforGidenticalGelongationGfactorGXGalphaGOopTXGalphaPGpolypeptidesGinG
ëenopusGlaevisGembryosUG1990SG[[SGXWZTXW 21

496 oxpressionGofGguineaTpigGliverGtransglutaminaseGcnxkGinGoscherichiaGcoliUGkminoTterminalGxG
alphaTacetylGgroupGisGnotGessentialGforGcatalyticGfunctionGofGtransglutaminaseUG1990SGXbaSGaW]TXX 19

495 mharacterizationGofGtheGtranslationalGstartGsiteGforGspYGbetaSGaGshortGformGofGoscherichiaGcoliGinitiationG
factorGspYUG1990SGXbbSG_W]TX[ 15

494 ssolationGandGphysicalGpropertiesGofGtheGnxkTdirectedG’xkGpolymeraseGfromG—hermusGthermophilusG
rlbUG1990SGXcXSG[_aTaY 16

493 wolecularGcloningGofGcnxksGforGtwoGsubunitsGofGratGmulticatalyticGproteinaseUGoxistenceGofG
xTterminalGconservedGandGmTterminalGdivergedGsequencesGamongGsubunitsUG1990SGXcZSGaa]TbX 17

(1990-1990)
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492 —heGutilityGofGaGrindsssGpolymorphismGofGfactorGVsssGexaminedGbyGrapidGnxkGanalysisUG1990SGa_SGa]Tc 29

491 –ingletGmolecularGoxygenGinducedGmutagenicityGinGaGmammalianG–V[WTbasedGshuttleGvectorUG1990SG
]XSGYcZTb 37

490 monstructionGofGaGmoXoXGplasmidGbearingGinducibleGhighTcopyTnumberGphenotypeUG1990SGZ]SGXaaTbY 4

489 knalysisGandGmolecularGcloningGofGgenesGinvolvedGinGthiopheneGandGfuranGoxidationGbyGoUGcoliUG1990SG
Y[TY]SGb[ZT]] 7

488 knalysisGofGqz—GactivityGinGmammalianGcellsGwithGaGchromosomallyGintegratedGshuttleGvectorG
containingGalteredGgptGgenesUG1990SGX_SGXaZTb[ 4

487 kGnewGwayGofGstabilizingGrecombinantGplasmidsUG1990SG_cSGa]Tab 7

486 mloningGofGtheGoUGcoliGyTacetylserineGsulfhydrylaseGgenedGabilityGofGtheGcloneGtoGproduceGaGmutagenicG
productGfromGazideGandGyTacetylserineUG1990SGY[]SGX]XT] 3

485
’egionsGofGanGoimeriaGtenellaGantigenGcontainGsequencesGwhichGareGconservedGinGcircumsporozoiteG
proteinsGfromGzlasmodiumGsppUGandGwhichGareGrelatedGtoGtheGthrombospondinGgeneGfamilyUG1990SG
[XSGY_cTac

33

484 —hermodynamicGprofilesGofGpenicillinGqGhydrolysisGcatalyzedGbyGwildTtypeGandGwetTTTTklaX_bGmutantG
penicillinGacylasesGfromGuluyveraGcitrophilaUG1990SGXWZaSGXZZTc 24

483 –equenceGanalysisGofGtheGriceGdwarfGphytoreovirusGsegmentG–ZGtranscriptGencodingGforGtheGmajorG
structuralGcoreGproteinGofGXX[GknaUG1990SGXacSG[]]Tc 24

482 wolecularGcloningGandGnucleotideGsequenceGofGhogGcholeraGvirusGstrainGlresciaGandGmappingGofGtheG
genomicGregionGencodingGenvelopeGproteinGoXUG1990SGXaaSGXb[Tcb 185

481 neletionGofGrepeatedGsequencesGfromGtobaccoGmosaicGvirusGmutantsGwithGtwoGcoatGproteinGgenesUG
1990SGXaaSG[_YTc 25

480 monstructionGofGanGinfectiousGgenomicGcloneGofGporcineGparvovirusdGeffectGofGtheG]NTendGonGnxkG
replicationUG1990SGXaaSGa_[Ta 7

479 niagnosisGofGzlasmodiumGvivaxGmalariaGusingGaGspecificGdeoxyribonucleicGacidGprobeUG1990SGb[SG_ZWT[ 10

478 vightGinductionGofGgenesGprecedingGchloroplastGdifferentiationGinGculturedGplantGcellsUG1990SGXbXSGYYWTb 17

477 wolecularGcloningGofGtheonvmGgeneGofoscherichiaGcoliUG1990SGYXSGZ[XTZ[a 17

476 ombryonicGtranscriptionalGactivationGofGaëenopusGcytoskeletalGactinGgeneGdoesGnotGrequireGaGserumG
responseGelementUG1990SGXccSGbcTc_ 3

475 olectrotransformationGofGintactGcellsGofGlrevibacteriumGflavumGwtTYZZUG1990SG]SGX]cT_] 20
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474 punctionallyGacceptableGsubstitutionsGinGtwoGalphaThelicalGregionsGofGlambdaGrepressorUG1990SGaSGZW_TX_ 69

473 mharacterizationGofGtheGcytochromeGcGgeneGfromGtheGstarchTfermentingGyeastG–chwanniomycesG
occidentalisGandGitsGexpressionGinGlakerNsGyeastUG1990SG_SG[YcT[W 24

472 romologousGrecombinationGinGaGmammalianGplasmidUG1990SGYYYSGXb]TcX 14

471 qeneticGtransformationGofGstrawberryGbyGkgrobacteriumGtumefaciensGusingGaGleafGdiskGregenerationG
systemUG1990SGcSGYcZTb 51

470 mloningGandGcharacterizationGofGtwoGtandemlyGarrangedGnxkGmethyltransferaseGgenesGofGxeisseriaG
lactamicadGanGadenineTspecificGwUxlasssGandGaGcytosineTtypeGmethylaseUG1990SGYY[SGXWXTXW 29

469 ’olesGofGoscherichiaGcoliGheatGshockGproteinsGnnauSGnnatGandGqrpoGinGminiTpGplasmidGreplicationUG
1990SGYYWSGYaaTbY 82

468 —heGalphaTamylaseGgenesGinGyryzaGsativadGcharacterizationGofGcnxkGclonesGandGm’xkGexpressionG
duringGseedGgerminationUG1990SGYYXSGYZ]T[[ 72

467 —heGVkxkGglycopeptideGresistanceGproteinGisGrelatedGtoGnTalanylTnTalanineGligaseGcellGwallG
biosynthesisGenzymesUG1990SGYY[SGZ_[TaY 108

466 mloningGandGcharacterizationGofGtheGkzotobacterGvinelandiiGreckGgeneGandGconstructionGofGaGreckG
deletionGmutantUG1990SGYY[SG[bYT_ 7

465 wolecularGgeneticGanalysisGofGchalconeGsynthaseGinGvycopersiconGesculentumGandGanG
anthocyaninTdeficientGmutantUG1990SGYY[SGYacTbb 59

464 nifferentialGregulationGofG–—kGgenesGofG–accharomycesGcerevisiaeUG1990SGYYYSGbaTc_ 8

463 vocalizedGtransientGexpressionGofGq –GinGleafGdiscsGfollowingGcocultivationGwithGkgrobacteriumUG
1990SGX[SG_XTaY 239

462 momparisonGofGtheGexpressionGofGtwoGhighlyGhomologousGmembersGofGtheGsoybeanG
ribuloseTXS]TbisphosphateGcarboxylaseGsmallGsubunitGgeneGfamilyUG1990SGX[SGcWcTY] 33

461 nevelopmentGofGaGheatGshockGinducibleGexpressionGcassetteGforGplantsdGcharacterizationGofG
parametersGforGitsGuseGinGtransientGexpressionGassaysUG1990SGX[SGc[cT_a 46

460 mloningGandGcharacterizationGofGaGcnxkGencodingGtheGwheatGO—riticumGdurumGnesfUPGmwX_GproteinUG
1990SGX[SGZXZTYY 32

459 kGsequenceGthatGdirectsGtranscriptionalGinitiationGinGyeastUG1990SGXbSGXW]Tc 14

458 zrimaryGandGsecondaryGstructureGofGtheGY]–Gr’xkGfromGtheGdimorphicGfungusGwucorGracemosusUG
1990SGXaSG[ccT]W_ 12

457 —ransformationGofGtheGfungalGpathogenGmryphonectriaGparasiticaGwithGaGvarietyGofGheterologousG
plasmidsUG1990SGXaSGY]TZX 154

(1990-1990)
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456 ssolationGofGtheGtwoGallelicGincompatibilityGgenesGsGandG–GofGtheGfungusGzodosporaGanserinaUG1990SG
XaSGYcaTZWZ 52

455 punctionalGanalysisGofGtheGsporulationTspecificG–z’_GgeneGofG–accharomycesGcerevisiaeUG1990SGXbSGYcZTZWX 13

454 —heGbetaTtubulinGgeneGofGopichloˆ«GtyphinaGfromGperennialGryegrassGOvoliumGperennePUG1990SGXbSGZ[aT][ 112

453 sntegrationGofGheterologousGgenesGintoGtheGchromosomeGofG–accharomycesGcerevisiaeGusingGaGdeltaG
sequenceGofGyeastGretrotransposonG—yUG1990SGZZSGZWYT_ 87

452 oxpressionGofGanGorwiniaGspUGgeneGencodingGdiphenylGetherGcleavageGinGoscherichiaGcoliGandGanG
isolatedGkcinetobacterGstrainGzoaUG1990SGZYSG_b_Tc 10

451 zenicillinGacylaseGmutantsGwithGalteredGsiteTdirectedGactivityGfromGuluyveraGcitrophilaUG1990SGZZSG]]ZTc 14

450 vactoseTGandGgalactoseTutilizingGstrainsGofGpolyOhydroxyalkanoicGacidPTaccumulatingGklcaligenesG
eutrophusGandGzseudomonasGsaccharophilaGobtainedGbyGrecombinantGnxkGtechnologyUG1990SGZZSG[XW 33

449 zroductionGandGcharacterizationGofGhumanGgammaGinterferonGfromGoscherichiaGcoliUG1990SGZZSG[YcTZ[ 16

448 oxpressionGofGanGantigenicGpolypeptideGofGtheGhumanGparvovirusGlXcUG1990SGXacSGX_cTa] 1

447 momparativeGgelGelectrophoresisGmeasurementGofGtheGnxkGbendGangleGinducedGbyGtheGcataboliteG
activatorGproteinUG1990SGYcSGYcTZb 81

446 offectGofGmetalGionGconcentrationGonGaGbiologicalGreactorUG1990SGZ_SG_b]TcZ 4

445 sdentificationGofGanGaminoGacidGsubstitutionGinGtheGbenkSGbetaTtubulinGgeneGofGkspergillusGnidulansG
thatGconfersGthiabendazoleGresistanceGandGbenomylGsupersensitivityUG1990SGXaSGbaTc[ 87

444 ssolationGofGcnxksGfromGaGmouseGastroglialGcellGlineGbyGaGsubtractedGcnxkGlibraryUG1990SGYaSGX[[T]Y 11

443
kctivatingGmissenseGmutationsGinGraTrasTXGgenesGinGaGmalignantGsubsetGofGbladderGlesionsGinducedG
byGxTbutylTxTO[ThydroxybutylPnitrosamineGorGxT∆[TO]TnitroTYTfuranylPTYTthiazolylβformamideUG1990SG
ZSGZcZT[WY

5

442 –hotgunGconcatenationGofGsyntheticGgenesdGconstructionGofGconcatemericGhumanGcalcitoninGgenesUG
1990SGXbcSGYXZT_ 5

441 kGsmallTscaleGplasmidGpreparationGyieldingGnxkGsuitableGforGdoubleTstrandedGsequencingGandGinG
vitroGtranscriptionUG1990SGXcWSGXaWT[ 12

440 –iteTdirectedGmutagenesisGbyGcomplementaryTstrandGsynthesisGusingGaGclosingGoligonucleotideGandG
doubleTstrandedGnxkGtemplatesUG1990SGXb]SGXc[TYWW 15

439 vowTratioGhybridizationGsubtractionUG1990SGXbaSGZ_[TaZ 36
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438 mharacterizationGofGaGrepetitiveGnxkGprobeGforGlabesiaGbigeminaUG1990SGZ_SGXXTYW 16

437 pickSGaGnovelGplantTinducibleGlocusGonGtheGkgrobacteriumGtumefaciensGchromosomeUG1990SGXaYSG]bYbTZ_ 26

436 ’hizobiumGmelilotiGglutamateGsynthasedGcloningGandGinitialGcharacterizationGofGtheGgltGlocusUG1990SG
XaYSGY[XZTYW 27

435 qeneticGelementsGinvolvedGinG—nYXGsiteTspecificGintegrationSGaGnovelGmechanismGforGtheG
disseminationGofGantibioticGresistanceGgenesUUG1990SGcSGXYa]TXYbX 129

434 matabolismGofGbisO]NTnucleosidylPGtetraphosphatesGinG–accharomycesGcerevisiaeUG1990SGXaYSG_bcYTc 41

433 snsertionGmutagenesisGofGtheGgeneGencodingGtheGferrichromeTironGreceptorGofGoscherichiaGcoliGuTXYUG
1990SGXaYSGXb_XTc 32

432 letaTlactamaseGexpressionGinG–treptomycesGcacaoiUG1990SGXaYSG_[YaTZ[ 9

431 knaerobicGtranscriptionGactivationGinGlacillusGsubtilisdGidentificationGofGdistinctGpx’TdependentGandG
TindependentGregulatoryGmechanismsUG1995SGX[SG]cb[Tc[ 49

430 snfluenzaGvirusGx–XGproteinGinhibitsGpreTm’xkGsplicingGandGblocksGm’xkGnucleocytoplasmicG
transportUG1994SGXZSGaW[TXY 137

429 Vz–YXGencodesGaGrab]TlikeGq—zGbindingGproteinGthatGisGrequiredGforGtheGsortingGofGyeastGvacuolarG
proteinsUG1994SGXZSGXYcaTZWc 91

428 —heGproteinGencodedGbyGtheGnrosophilaGpositionTeffectGvariegationGsuppressorGgeneG–uOvarPZTcG
combinesGdomainsGofGantagonisticGregulatorsGofGhomeoticGgeneGcomplexesUG1994SGXZSGZbYYTZX 208

427
—heGsequenceGandGbindingGspecificityGofG aóSGtheGspecificGregulatorGofGtheGpurineGutilizationG
pathwayGinGkspergillusGnidulansSGsuggestGanGevolutionaryGrelationshipGwithGtheGzz’XGproteinGofG
–accharomycesGcerevisiaeUG1995SGX[SGX[]ZT_a

23

426 ’egulationGofGtissueTspecificGalternativeGsplicingdGexonTspecificGcisTelementsGgovernGtheGsplicingGofG
leukocyteGcommonGantigenGpreTm’xkUG1989SGbSGabaTc_ 69

425 VzëGmutantsGofGrsVTYGareGinfectiousGinGestablishedGcellGlinesGbutGdisplayGaGsevereGdefectGinG
peripheralGbloodGlymphocytesUG1989SGbSGXX_cTa] 61

424 mharacterizationGofGtheGoxnXGgeneGrequiredGforGvacuoleGbiogenesisGandGgluconeogenicGgrowthGofG
buddingGyeastUG1989SGbSGXZ[cT]c 30

423 —heGprecursorGofGbetaTlactamasedGpurificationSGpropertiesGandGfoldingGkineticsUG1989SGbSGX[_cTaa 31

422
wechanisticGandGphysiologicalGconsequencesGofGrzrOserPGphosphorylationGonGtheGactivitiesGofGtheG
phosphoenolpyruvatedsugarGphosphotransferaseGsystemGinGgramTpositiveGbacteriadGstudiesGwithG
siteTspecificGmutantsGofGrzrUG1989SGbSGYXXXTYW

50

421 wolecularGcloningGandGexpressionGofGtheGfunctionalGgeneGencodingGtheGwYGsubunitGofGmouseG
ribonucleotideGreductasedGaGnewGdominantGmarkerGgeneUG1989SGbSGY[a]Tc 11

(1989-1990)
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420 –tructureGandGdeducedGfunctionGofGtheGgranaticinTproducingGpolyketideGsynthaseGgeneGclusterGofG
–treptomycesGviolaceoruberG—ˆ…YYUG1989SGbSGYaXaTY] 58

419 wosaicTlikeGorganizationGofGsgkGproteaseGgenesGinGxeisseriaGgonorrhoeaeGgeneratedGbyGhorizontalG
geneticGexchangeGinGvivoUG1989SGbSGYaZaT[[ 36

418 kctionGatGaGdistanceGinGwuGnxkGtranspositiondGanGenhancerTlikeGelementGisGtheGsiteGofGactionGofG
supercoilingGreliefGactivityGbyGintegrationGhostGfactorGOsrpPUG1989SGbSGZ[bZTc 21

417 —heGextremeGmutatorGeffectGofGoscherichiaGcoliGmutn]GresultsGfromGsaturationGofGmismatchGrepairG
byGexcessiveGnxkGreplicationGerrorsUG1989SGbSGZ]XXT_ 58

416 zrimaryGstructureGofGsensoryGrhodopsinGsSGaGprokaryoticGphotoreceptorUG1989SGbSGZc_ZTaX 30

415 neletionGofGtheGgeneGforGsubunitGsssGleadsGtoGdefectiveGassemblyGofGbacterialGcytochromeGoxidaseUG
1989SGbSGZ]aXTc 22

414 xuclearGz’zYWGproteinGisGrequiredGforGm’xkGexportUG1993SGXYSGYZZT[X 68

413 óeastGWbpXpGandG–wpXpGformGaGproteinGcomplexGessentialGforGoligosaccharylGtransferaseGactivityUG
1993SGXYSGYacTb[ 42

412 VariableGopacityGOypaPGouterGmembraneGproteinsGaccountGforGtheGcellGtropismsGdisplayedGbyG
xeisseriaGgonorrhoeaeGforGhumanGleukocytesGandGepithelialGcellsUG1993SGXYSG_[XT]W 105

411 kGsmallGdiffusibleGsignalGmoleculeGisGresponsibleGforGtheGglobalGcontrolGofGvirulenceGandGexoenzymeG
productionGinGtheGplantGpathogenGorwiniaGcarotovoraUG1993SGXYSGY[_aTa_ 148

410 qeneticGanalysisGofGtheGleucineGheptadGrepeatsGofGvacGrepressordGevidenceGforGaG[ThelicalGbundleUG
1993SGXYSGZYYaTZ_ 22

409 lradyrhizobiumGjaponicumG—lpkSGaGnovelGmembraneTanchoredGthioredoxinTlikeGproteinGinvolvedGinG
theGbiogenesisGofGcytochromeGaaZGandGdevelopmentGofGsymbiosisUG1993SGXYSGZZaZTbZ 31

408 —heGyeastG–––XGgeneGisGessentialGforGsecretoryGproteinGtranslocationGandGencodesGaGconservedG
proteinGofGtheGendoplasmicGreticulumUG1993SGXYSG[WbZTcZ 32

407 kGnovelGrspaWGofGtheGyeastGo’GlumenGisGrequiredGforGtheGefficientGtranslocationGofGaGnumberGofG
proteinGprecursorsUG1996SGX]SGY_[WT]W 54

406
mounteractingGtheGmutagenicGeffectGofGhydrolyticGdeaminationGofGnxkG]TmethylcytosineGresiduesGatG
highGtemperaturedGnxkGmismatchGxTglycosylaseGwigUwthGofGtheGthermophilicGarchaeonG
wethanobacteriumGthermoautotrophicumG—rpUG1996SGX]SG][]cT_c

32

405
—heGóoplGproteinGofGóersiniaGpseudotuberculosisGisGessentialGforGtheGtranslocationGofGóopGeffectorG
proteinsGacrossGtheGtargetGcellGplasmaGmembraneGandGdisplaysGaGcontactTdependentGmembraneG
disruptingGactivityUG1996SGX]SG]bXYTYZ

148

404 —woGq—zaseGisoformsSGóptZXpGandGóptZYpSGareGessentialGforGqolgiGfunctionGinGyeastUG1996SGX]SG_[_WTa] 75

403 –tructureTactivityGrelationshipGstudyGofGhumanGinterleukinTZdGroleGofGtheGmTterminalGregionGforG
biologicalGactivityUG1991SGXWSGYXY]TZX 8
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402 kGnovelGsvTXGreceptorSGclonedGfromGlGcellsGbyGmammalianGexpressionSGisGexpressedGinGmanyGcellG
typesUG1991SGXWSGYbYXTZY 136

401 kGsingleGbaseGchangeGinGtheGacceptorGstemGofGt’xkOZveuPGconfersGresistanceGuponGoscherichiaGcoliG
toGtheGcalmodulinGinhibitorSG[bVbWUG1991SGXWSGZXXZTYY 13

400 ssolationGandGexpressionGofGcnxkGclonesGencodingGmammalianGpolyOkPGpolymeraseUG1991SGXWSG[Y]XTa 55

399 lothGcyclinGkGdeltaG_WGandGlGdeltaGcaGareGstableGandGarrestGcellsGinGwTphaseSGbutGonlyGcyclinGlGdeltaG
caGturnsGonGcyclinGdestructionUG1991SGXWSG[ZXXTYW 84

398 ’esistanceGtoGmacrolidesSGlincosamidesGandGstreptograminGtypeGlGantibioticsGdueGtoGaGmutationGinG
anGr’xkGoperonGofG–treptomycesGambofaciensUG1988SGaSGYaaTbY 22

397 nualGregulationGofGtheGexpressionGofGtheGpolyubiquitinGgeneGbyGcyclicGkwzGandGheatGshockGinGyeastUG
1988SGaSG[c]T]WY 58

396 knalysisGofGrzVTXGo[GgeneGexpressionGusingGepitopeTdefinedGantibodiesUG1988SGaSGbY]TZZ 23

395 qermlineGantibodyGVGregionsGasGdeterminantsGofGclonalGpersistenceGandGmalignantGgrowthGinGtheGlG
cellGcompartmentUG1988SGaSGZ_cZTaWZ 40

394 zilinGexpressionGinGxeisseriaGgonorrhoeaeGisGunderGbothGpositiveGandGnegativeGtranscriptionalG
controlUG1988SGaSG[Z_aTab 39

393 VariantsGofGhumanGtissueTtypeGplasminogenGactivatorGthatGlackGspecificGstructuralGdomainsGofGtheG
heavyGchainUG1988SGaSGYaZXT[W 19

392 sdentificationGofGanGamberGnonsenseGmutationGinGtheGrosy]X_GgeneGbyGgermlineGtransformationGofG
anGamberGsuppressorGt’xkGgeneUG1988SGaSGY]acTb[ 19

391 qeneticGelementsGinvolvedGinG—nYXGsiteTspecificGintegrationSGaGnovelGmechanismGforGtheG
disseminationGofGantibioticGresistanceGgenesUG1990SGcSGXYa]TbX 63

390 ’egulationGofGpapGpilinGphaseGvariationGbyGaGmechanismGinvolvingGdifferentialGdamGmethylationG
statesUG1990SGcSG[W[]T][ 77

389 ’elatedGfunctionalGdomainsGinGvirusGnxkGpolymerasesUG1987SG_SGX_cTa] 89

388 nifferentialGpromoterGutilizationGbyGtheGbovineGpapillomavirusGinGtransformedGcellsGandGproductivelyG
infectedGwartGtissuesUG1987SG_SGXWYaTZ] 93

387 wultipleGspacerGsequencesGinGtheGnuclearGlargeGsubunitGribosomalG’xkGgeneGofGmrithidiaGfasciculataUG
1987SG_SGXW_ZTaX 46

386 –tructureGofGanGinvertedGduplicationGformedGasGaGfirstGstepGinGaGgeneGamplificationGeventdG
implicationsGforGaGmodelGofGgeneGamplificationUG1987SG_SGX_caTaWZ 56

385 zroteinGsëSGaGminorGcomponentGofGtheGhumanGadenovirusGcapsidSGisGessentialGforGtheGpackagingGofG
fullGlengthGgenomesUG1987SG_SGXaZZTc 37

(1987-1991)
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384 nifferentialGsplicingGyieldsGnovelGadenovirusG]GoXkGm’xksGthatGencodeGZWGkdGandGZ]GkdGproteinsUG
1987SG_SGYWYaTZ] 62

383 smportGofGhoneybeeGprepromelittinGintoGtheGendoplasmicGreticulumdGstructuralGbasisGforG
independenceGofG–’zGandGdockingGproteinUG1987SG_SGYWccTXWa 37

382 neficiencyGinGm’xkGsplicingGinGaGcytochromeGcGmutantGofGneurosporaGcrassadGimportanceGofGcarboxyG
terminusGforGimportGofGapocytochromeGcGintoGmitochondriaUG1987SG_SGYXZXTa 17

381 oscherichiaGcoliGintegrationGhostGfactorGbendsGtheGnxkGatGtheGendsGofGs–XGandGinGanGinsertionG
hotspotGwithGmultipleGsrpGbindingGsitesUG1987SG_SGY[acTba 67

380 witochondrialGporinGofGxeurosporaGcrassadGcnxkGcloningSGinGvitroGexpressionGandGimportGintoG
mitochondriaUG1987SG_SGY_YaTZZ 45

379 kGsecretoryGproteaseGinhibitorGrequiresGandrogensGforGitsGexpressionGinGmaleGsexGaccessoryGtissuesG
butGisGexpressedGconstitutivelyGinGpancreasUG1987SG_SGZaXXTa 11

378 vinesGofGlzVTtransformedGmurineGcellsGthatGconstitutivelyGexpressGinfluenzaGvirusGhemagglutininUG
1985SG[SGcXTXWZ 41

377 –tructureGandGexpressionGofGtheGhumanGhaptoglobinGlocusUG1985SG[SGXXcTY_ 56

376 qenesG]]SGalphaGgtSG[aGandG[_GofGbacteriophageG—[dGtheGgenomicGorganizationGasGdeducedGbyG
sequenceGanalysisUG1985SG[SGY]aT_[ 26

375 —heGoriginGofGadenovirusGnxkGreplicationdGminimalGnxkGsequenceGrequirementGinGvivoUG1985SG[SG[YXT_ 53

374 —ranslationalGinitiationGfrequencyGofGatpGgenesGfromGoscherichiaGcolidGidentificationGofGanG
intercistronicGsequenceGthatGenhancesGtranslationUG1985SG[SG]XcTY_ 42

373 mloningGandGexpressionGofGtheGfbcGoperonGencodingGtheGpe–GproteinSGcytochromeGbGandGcytochromeG
cXGfromGtheG’hodopseudomonasGsphaeroidesGbVcXGcomplexUG1985SG[SG][cT]Z 13

372 mhromosomeGtranslocationGactivatesGheterogeneouslyGinitiatedSGbipolarGtranscriptionGofGaGmouseG
cTmycGgeneUG1985SG[SG__aTa[ 13

371  nusualG’xkGsplicingGgeneratesGaGsecretedGformGofGrvkTkYGinGaGmutagenizedGlGlymphoblastoidGcellG
lineUG1985SG[SGXYW]TXW 11

370 kGnewGmemberGofGtheGprolactinTgrowthGhormoneGgeneGfamilyGexpressedGinGmouseGplacentaUG1985SG[SGX[XcTYZ 10

369 wolecularGcloningGofGcnxksGforGtheGnerveTcellGspecificGphosphoproteinSGsynapsinGsUG1985SG[SGXccaTYWWY 10

368 ’egulatedGproductionGofGanGinfluenzaGvirusGsplicedGm’xkGmediatedGbyGvirusTspecificGproductsUG1985
SG[SGYZXZTc 19

367 —[GpolynucleotideGkinaseeGcloningGofGtheGgeneGOpse—PGandGamplificationGofGitsGproductUG1985SG[SGY_c]TaWZ 16
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366 nyGbetadGaGnewGbetaGchainGgeneGinGrvkTnGwithGaGdistinctGregulationGofGexpressionUG1985SG[SGYbZcT[a 112

365 —GantigenGandGtemplateGrequirementsGforG–V[WGnxkGreplicationGinGvitroUG1985SG[SGYcZZTc 114

364 –tructureGandGregulatedGexpressionGofGgenesGencodingGfructoseGbiphosphateGaldolaseGinG
—rypanosomaGbruceiUG1985SG[SGYccaTZWWZ 47

363 —ranscriptionGofGaGtransposedGtrypanosomeGsurfaceGantigenGgeneGstartsGupstreamGofGtheG
transposedGsegmentUG1985SG[SGZYccTZW_ 9

362 nevelopmentallyGregulatedGtranscriptionGofGnictyosteliumGdiscoideumGplasmidGndpXUG1985SG[SGZacaTbWZ 24

361 zrobingGanGadhesionGmutantGofGnictyosteliumGdiscoideumGwithGcnxkGclonesGandGmonoclonalG
antibodiesGindicatesGaGspecificGdefectGinGtheGcontactGsiteGkGglycoproteinUG1985SG[SGZbW]TXW 22

360 neletionGmutagenesisGusingGanGNwXZGsplintNdGtheGxTterminalGstructuralGdomainGofGtyrosylTt’xkG
synthetaseGOlUGstearothermophilusPGcatalysesGtheGformationGofGtyrosylGadenylateUG1983SGYSGXbYaTc 12

359 kberrantGsplicingGofGnrosophilaGalcoholGdehydrogenaseGtranscriptsGinG–accharomycesGcerevisiaeUG
1983SGYSGYWb]TcX 18

358 nxkGsequenceGofGtheG –GcomponentGofGtheGvaricellaTzosterGvirusGgenomeUG1983SGYSGYYWZTc 22

357 nxkGpolymeraseGssSGtheGprobableGhomologGofGmammalianGnxkGpolymeraseGepsilonSGreplicatesG
chromosomalGnxkGinGtheGyeastG–accharomycesGcerevisiaeUG1992SGXXSGaZZT[W 62

356 pasciationGinductionGbyGtheGphytopathogenG’hodococcusGfasciansGdependsGuponGaGlinearGplasmidG
encodingGaGcytokininGsynthaseGgeneUG1992SGXXSGac]TbW[ 71

355 snGvitroGrecombinationGandGterminalGelongationGofG’xkGbyG‘GbetaGreplicaseUG1992SGXXSG]XYcTZ] 51

354 –equenceGandGcloningGofGbacteriophageG—[GgeneG_ZGencodingG’xkGligaseGandGtailGfibreGattachmentG
activitiesUG1984SGZSGZcaT[WY 18

353 —heG–pmGOonPGtransposableGelementGcontrolsGtheGexcisionGofGaGYTkbGnxkGinsertGatGtheGwxGalleleGofG
üeaGmaysUG1984SGZSGXWYXTb 74

352 sgkGproteaseGofGxeisseriaGgonorrhoeaedGisolationGandGcharacterizationGofGtheGgeneGandGitsG
extracellularGproductUG1984SGZSGX]c]T_WX 35

351 mosmidGclonesGderivedGfromGbothGeuchromaticGandGheterochromaticGregionsGofGtheGhumanGóG
chromosomeUG1984SGZSGXccaTYWWZ 20

350 mharacterizationGofGtwoGgenesGrequiredGforGtheGpositionTeffectGcontrolGofGyeastGmatingTtypeGgenesUG
1984SGZSGYbXaTYZ 93

349 sdentificationGofGtheGhumanGpapillomaGvirusTXaGo[GgeneGproductsUG1986SG]SGZ]]T_Y 62

(1986-1985)

89



348 mharacterizationSGcloningGandGsequenceGanalysisGofGtheGmnmY]GgeneGwhichGcontrolsGtheGcyclicGkwzG
levelGofG–accharomycesGcerevisiaeUG1986SG]SGZa]TbW 82

347 kGsingleGnucleotideGdifferenceGatGtheGZNGendGofGanGintronGcausesGdifferentialGsplicingGofGtwoG
histocompatibilityGgenesUG1986SG]SGc]aT_] 13

346 —woGtandemlyGlinkedGidenticalGgenesGcodeGforGtheGglycosomalGglyceraldehydeTphosphateG
dehydrogenaseGinG—rypanosomaGbruceiUG1986SG]SGXW[cT]_ 41

345 mloningGandGstructuralGcharacterizationGofGaGhumanGnonTerythroidGbandGZTlikeGproteinUG1986SG]SGXYW]TX[ 32

344 oxpressionGofGpYXGproteinsGinGoscherichiaGcoliGandGstereochemistryGofGtheGnucleotideTbindingGsiteUG
1986SG]SGXZ]XTb 78

343 –yntheticGlacGoperatorGmediatesGrepressionGthroughGlacGrepressorGwhenGintroducedGupstreamGandG
downstreamGfromGlacGpromoterUG1986SG]SGXZaaTbX 36

342 zrimaryGstructureGandGdifferentialGexpressionGofGglutamineGsynthetaseGgenesGinGnodulesSGrootsGandG
leavesGofGzhaseolusGvulgarisUG1986SG]SGX[YcTZ] 73

341
wolecularGcloningGofGbovineGandGchickGnerveGgrowthGfactorGOxqpPdGdelineationGofGconservedGandG
unconservedGdomainsGandGtheirGrelationshipGtoGtheGbiologicalGactivityGandGantigenicityGofGxqpUG1986SG
]SGX[bcTcZ

25

340 ’einitiationGofGtranslocationGinGtheG–emlikiGporestGvirusGstructuralGpolyproteindGidentificationGofGtheG
signalGforGtheGoXGglycoproteinUG1986SG]SGX]]XT_W 30

339 sdentificationGofGanGopsteinTlarrGvirusTcodedGthymidineGkinaseUG1986SG]SGXc]cT__ 30

338 wolecularGcloningGandGsequencingGofGtheGhumanGerythrocyteGYSZTbisphosphoglycerateGmutaseG
cnxkdGrevisedGaminoGacidGsequenceUG1986SG]SGYYa]TbZ 13

337 monstructionGofGcellGlinesGthatGregulateGbyGtemperatureGtheGamplificationGandGexpressionGofG
influenzaGvirusGnonTstructuralGproteinGgenesUG1986SG]SGYZbaTcY 7

336 kG]NGduplicationGofGtheGalphaTcardiacGactinGgeneGinGlkvlVcGmiceGisGassociatedGwithGabnormalGlevelsGofG
alphaTcardiacGandGalphaTskeletalGactinGm’xksGinGadultGcardiacGtissueUG1986SG]SGY]]cT_a 19

335 kGhumanGvillinGcnxkGcloneGtoGinvestigateGtheGdifferentiationGofGintestinalGandGkidneyGcellsGinGvivoG
andGinGcultureUG1986SG]SGZXXcTY[ 30

334 kGsyntheticGoperonGcontainingGX[GbovineGpancreaticGtrypsinGinhibitorGgenesGisGexpressedGinGoUGcoliUG
1986SG]SGZYXcTY] 6

333 YS[NTnihydroxyacetophenoneGdioxygenaseGOomGXUXZUXXU[XPGfromGklcaligenesGspUG[rkzdGaGnovelG
enzymeGwithGanGatypicalGdioxygenaseGsequenceUG1999SGZ[[GztGYSGZcaT[WY 6

332 —heGthermostabilizingGdomainSGëynkSGofGmaldibacillusGcellulovoransGxylanaseGisGaGxylanGbindingG
domainUG2000SGZ[_GztGZSG]bZT_ 13

331 wolecularGcloningGofGcomplementaryGnxkGfromGaGpneumopathicGstrainGofGbovineGviralGdiarrheaGvirusG
andGitsGdiagnosticGapplicationUG1988SG]YSG[]XTa 9
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330 VGgeneGanalysisGofGantiTcardiolipinGantibodiesGfromGOxüWGxGlë–lPGpXGmiceUG1994SGbYSG[c[T]WX 10

329
oxpressionGofG—qpTbetaGinGattenuatedG–almonellaGtyphimuriumdGoralGadministrationGleadsGtoGtheG
reductionGofGinflammationSGsvTYGandGspxTgammaSGbutGenhancementGofGsvTXWSGinGcarrageeninTinducedG
oedemaGinGmiceUG1995SGb[SGbTX]

22

328 wolecularGbasisGofGcrossTreactivityGamongGallergenTspecificGhumanG—GcellsdG—TcellGreceptorGVGalphaG
geneGusageGandGepitopeGstructureUG1994SGbXSGX]TYW 34

327 qaucherGdiseasedGmolecularGheterogeneityGandGphenotypeTgenotypeGcorrelationsUG1989SG[]SGYXYTY] 102

326 kGmolecularGbasisGforGdiscreteGsizeGvariationGinGhumanGribosomalGnxkUG1985SGZaSGZXXTY] 47

325 officientGgenerationGofGrecombinantGadenoviralGvectorsGbyGmreTloxGrecombinationGinGvitroUG1999SG]SGYY[TZX 38

324 mXGinhibitorGgeneGsequenceGfacilitatesGframeshiftGmutationsUG1998SG[SGac]TbW_ 3

323 –tudiesGinGtheGdevelopmentGofGtapaneseGencephalitisGvaccinedGexpressionGofGvirusGenvelopeG
glycoproteinGVZGOoPGgeneGinGyeastUG1987SG_]SGZWZTb 6

322 xovelGplasmidGtransformationGmethodGmediatedGbyGchrysotileSGslidingGfrictionSGandGelasticGbodyG
exposureUG2007SGYSGcTX] 7

321 vargeTscaleGidentificationGofGserotypeG[G–treptococcusGpneumoniaeGvirulenceGfactorsUG2002SG[]SGXZbcT[W_ 449

320 zreparationGofGtransgenicGsranianGlizardGveishmaniaGcodingGrsvTXYUG2017SGcSGZW]TZXX 1

319 olementsGofGtheGrabbitGuteroglobinGpromoterGmediatingGitsGtranscriptionGinGepithelialGcellsGfromGtheG
endometriumGandGlungUG1992SGYSGZZcT]Y 21

318 subspUGinducesGdifferentialGcytosineGmethylationGatGmi’TYXGtranscriptionGstartGsiteGregionUG2018SGXcSGY_YTY_c

317 kGpointGmutantGinGtheGpromoterGofGtransglutaminaseGgeneGdramaticallyGincreasedGyieldGofGmicrobialG
transglutaminaseGfromG–treptomycesGmobaraensisG—ëXUG2022SGXXYSGcYTca 0

316 pullGsssueGznpUG2021SGZ[SGbbWTcba

315 olucidatingGtheGclinicalGspectrumGandGmolecularGbasisGofGrókvYGdeficiencyUUG2021SG

314 spUGstrainG óacSGisolatedGfromGaGrootGnoduleGofGSGdisplaysGaGbroadGspectrumGofGantifungalGactivityUG
2021SGkowWX_[]YX 0

313 nynamicsGofGkntibacterialGnroneGostablishmentGinG–taphylococcusGaureusdG nexpectedGoffectsGofG
kntibioticG’esistanceGqenesUG2021SGeWYWbZYX 1

(2021-1994)
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312 ssotachophoresisGforGrapidGtransformationGofGoscherichiaGcoliUG2021SG

311 m’s–z’iGenablesGfastGgrowthGfollowedGbyGstableGaerobicGpyruvateGformationGinGwithoutGauxotrophyUUG
2022SGYYSGaWTb[ 2

310 xonThumanGprimateGadenovirusesGofGtheGrumanGkdenovirusGlGspeciesGareGpotentGandG
broadlyTactingGoncolyticGvectorGcandidatesUG2021SG 1

309 oxpansionGofGtheGóeastGwodularGmloningG—oolkitGforGm’s–z’TlasedGkpplicationsSGqenomicG
sntegrationsGandGmombinatorialGvibrariesUG2021SG 2

308 liosensorTbasedGisolationGofGaminoGacidTproducingGstrainsUG2021SGXZSGeWWXba 0

307 ’egulatoryGsnterplayGofG’po–GandG’sslGmontrolsGwotilityGandGmolonizationGinGVibrioGcholeraeUG

306 —ransmissionGbarrierGofGtheGblauzmGplasmidGmediatedGbyGtypeGsGrestrictionTmodificationGsystemsGinG
oscherichiaGcoliUUG2022SG 1

305 monservedGzrolineG’esiduesGofGsntramembraneGwetalloproteaseG–posVplGkreGsmportantGforG
–ubstrateGsnteractionGandGmleavageUUG2022SGtlWWZb_YX 0

304 zolymerTdirectedGinhibitionGofGreversibleGtoGirreversibleGattachmentGpreventsGzseudomonasG
aeruginosaGbiofilmGformationUG 0

303 nesignSGsynthesisGandGin´ vitroGevaluationGofGnovelG–k’–TmoVTYGZmvGcovalentGinhibitorsUUG2021SGYYcSGXX[W[_ 6

302 knalysisGofGwutantsGkffectingG’egulationGofGwethionineSG—rehaloseSGandGsnositolGwetabolismsG
–uggestsGaG’oleGinG–tressGkdaptationGandG–ymbiosisGnevelopmentUUG2022SGXWSG 1

301 nualGoffectdGrighGxknrGvevelsGmontributeGtoGoffluxTwediatedGkntibioticG’esistanceGbutGnriveG
vethalityGwediatedGbyG’eactiveGyxygenG–peciesUUG2022SGeWY[Z[YX 3

300 pxXGproducesGanGinhibitoryGsubstanceGthatGaffectsGcompetitionGforGnoduleGoccupancyUUG2022SG 0

299 kutomationGandGoxpansionGofGowwkGkssemblyGforGpastT—rackingGwammalianG–ystemGongineeringUUG
2022SG 1

298 molibrimycinsSGnovelGhalogenatedGhybridGzu–Tx’z–GcompoundsGproducedGbyGspUGm–X[aUG2021SGkowWXbZcYX 1

297 nissectionGandGreconstitutionGprovideGinsightsGintoGelectronGtransportGinGtheGmembraneTboundG
aldehydeGdehydrogenaseGcomplexGofGUUG2022SGjbWW]]bYX

296 oscherichiaGcoliGcocultureGforGdeGnovoGproductionGofGestersGderivedGofGmethylTbranchedGalcoholsG
andGmultiTmethylGbranchedGfattyGacidsUUG2022SGYXSGXW

295 waximizingGzhotosynthesisTnrivenGlaeyerâ��VilligerGyxidationGofficiencyGinG’ecombinantG
–ynechocystisGspUGzmm_bWZUG2022SGXSG 4
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294 mharacterizationGofGqentisateGXSYTnioxygenaseGfromGzseudarthrobacterGphenanthrenivoransG–pheZG
andGstsG–tabilizationGbyGsmmobilizationGonGxickelTpunctionalizedGwagneticGxanoparticlesUG2022SGYSGXXZTXZY

293 —ransformationGandGzroteinGoxpressionUG2022SGbZTXX[

292
–ubcellularGlocalizationGandGidentificationGofGacylTmokdGlysophosphatidylethanolamineG
acyltransferaseGOvzok—PGinGtheGarachidonicGacidTrichGgreenGmicroalgaSGwyrmeciaGincisaG’eisiglUG2022SG
Z[SGbZa

0

291
vocalisationGofGphosphoinositidesGinGtheGgrassGendophyteGopichloˆ«GfestucaeGandGgeneticGandG
functionalGanalysisGofGkeyGcomponentsGofGtheirGbiosyntheticGpathwayGinGoUGfestucaeGsymbiosisGandG
pusariumGoxysporumGpathogenesisUUG2022SGX]cSGXWZ__c

0

290 mharacterizationGofGqefkSGaGqqoopGdomainTcontainingGproteinGthatGmodulatesGmotilitySGbiofilmG
formationSGandGvirulenceUUG2022SGaemWYYZcYX 0

289 —woGzolyketidesGsntertwinedGinGmomplexG’egulationdGzosttranscriptionalGmsrkTwediatedGmontrolGofG
molibactinGandGóersiniabactinG–ynthesisGinGoscherichiaGcoliUUG2022SGeWZbX[YX 0

288 wolecularGcloningGofGaGnewGcryYkTtypeGgeneGfromGlacillusGthuringiensisGstrainGxnXWGandGitsG
expressionGstudiesUUG2022SGXW][X]

287 liosensorTinformedGengineeringGofGmupriavidusGnecatorGrX_GforGautotrophicGnTmannitolG
productionUUG2022SG 1

286 —heGregulatoryGproteinGmhuzGconnectsGhemeGandGsiderophoreTmediatedGironGacquisitionGsystemsG
requiredGforGmhromobacteriumGviolaceumGvirulenceUG

285 sdentificationGofGproteinsGthatGinteractGwithGaGproteinGofGinterestdGapplicationsGofGtheGyeastG
twoThybridGsystemUG1997SGXaYSG_aTac 43

284 mooperativeG—argetG—rackingGklgorithmGbasedGonGwassiveGleaconGmoordinatesG–ystemGinG
nirectionalGwolecularGmommunicationUUG2022SGzzSG

283 vaboratoryG—echniquesGinGmellularGandGwolecularGwedicineUG

282 ’obowomlodGkG’oboticsTkssistedGwodularGmloningGprameworkGforGwultipleGqeneGkssemblyGinG
liofoundryUUG2022SG 0

281 ’emodelingGofGvipidGkGinGpvUGsnGVitroUUG2022SGYZSG 1

280 punctionalGqenomicsG ncoversGzleiotropicG’oleGofG’homboidsGinGUUG2022SGXZSGaaXc_b

279 —heGlurkholderiaGcenocepaciaGironGstarvationGˇ�GfactorSGyrb–SGpossessesGanGonTboardGironGsensorUUG
2022SG 0

278 ’oleGofGmytosolicGwalicGonzymeGinGyleaginicityGofGrighTvipidTzroducingGpungalG–trainGWtXXUUG2022SGbSG 0

277 snabilityGtoGmatabolizeG’hamnoseGbyG’mXWYXGkffectsGmompetitionGforGxoduleGyccupancyUUG2022SGXWSG 0

(2022-2022)
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276 ’oleGforGaGvyticGzolysaccharideGwonooxygenaseGinGmellGWallG’emodelingGinG–treptomycesG
coelicolorUUG2022SGeWW[]_YY 0

275 lWY]XXZGmompetentGmellsGzreparedG singGaG–impleGmhemicalGwethodGraveG nmatchedG
—ransformationGandGmloningGofficienciesUUG2022SGXZSGbZb_cb 0

274 lacteriophageG–_GrequiresGbacterialGcelluloseGforGorwiniaGamylovoraGinfectionUUG2022SG 0

273 zroductionGofGindoleGbyGmorynebacteriumGglutamicumGmicrobialGcellGfactoriesGforGflavorGandG
fragranceGapplicationsUUG2022SGYXSG[] 4

272 wetabolicGongineeringGofGforG–ustainableGzroductionGofGtheGkromaticGnicarboxylicGkcidGnipicolinicG
kcidUUG2022SGXWSG 1

271 sncreasedGlutyrateGzroductionGinGmlostridiumGsaccharoperbutylacetonicumGfromG
vignocelluloseTnerivedG–ugarsUUG2022SGeWY[XcYX 0

270 permentativeGproductionGofGhalogenatedGtryptophanGderivativesGwithGmorynebacteriumGglutamicumG
overexpressingGtryptophanaseGorGdecarboxylaseGgenesUUG2022SG 1

269 zriorityGoffectsGinGtheGkppleGplowerGnetermineGsfGtheG–iderophoreGnesferrioxamineGssGaGVirulenceG
pactorGforGorwiniaGamylovoraGmplzX[ZWUUG2022SGeWY[ZZYX

268 neletionGofGpro GsuppressesGpro‘GphenotypesGinGoscherichiaGcoliUG 0

267 ’eprogrammingGtheGendogenousGtypeGsGm’s–z’TmasGsystemGforGsimultaneousGgeneGregulationGandG
editingGinGraloarculaGhispanicaUG2022SGXSG[WT]W 1

266 –pacerYzkwdGkGcomputationalGframeworkGtoGguideGexperimentalGdeterminationGofGfunctionalG
m’s–z’TmasGsystemGzkwGsequencesUUG2022SG 0

265 snhibitionGofGpeptidylGarginineGdeiminaseSGaGvirulenceGfactorSGbyGantioxidantTrichGdGandGevaluationUUG
2022SGYcSGY]aZTY]bX 1

264 klternativeGsplicingGanalysisGprovidesGinsightGintoGtheGdomesticationGandGimprovementGofGpearG
OzyrusGpyrifoliaPGfruitUG2022SGYcaSGXXWca_

263 —heGdimerizationGinterfaceGofGinitiatorG’ctlGgovernsGchaperoneGandGenhancerGdependenceGofGVibrioG
choleraeGchromosomeGYGreplicationUUG2022SG

262 kcetateTbasedGproductionGofGitaconicGacidGwithGmorynebacteriumGglutamicumGusingGanGintegratedG
prTcoupledGfeedingGcontrolUUG2022SGXY_cc[ 1

261 —heGyverexpressionGofG’esultsGinGonhancedGorythritolG–ynthesisGfromGqlycerolGbyGtheGóeastGUUG2021SG
Y_SG 1

260 —ranscriptomeGknalysisG nveilsGtheGoffectsGofGzrolineGonGqeneGoxpressionGinGtheGóeastGUUG2021SGXWSG 2

259
snjectisomeG—Z––GsubunitsGasGpotentialGchaperonesGinGtheGextracellularGexportGofGzectobacteriumG
carotovorumGsubspUGcarotovorumGbacteriocinsGmarocinG–XGandGmarocinG–ZGsecretedGviaGflagellarG
—Z––UUG2021SGYXSGZ[]

1
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258 yverTexpressionGofG–– XGgeneGimprovesGtheGsulfurGresistanceGofG–accharomycesGuvarumUG2021SG

257 qeneGisGkssociatedGWithG–exGneterminationGinGUUG2021SGXYSGaYaY_W

256 wolecularGphylogenyGofGheritableGsymbiontsGandGmicrobiotaGdiversityGanalysisGinGphlebotominaeG
sandGfliesGandGmulexGnigripalpusGfromGmolombiaUUG2021SGX]SGeWWWcc[Y 1

255 —heGvrpVksnmT—ypeG’egulatorGzkY]aaGmontrolsGtheGoamkTlikeG—ransporterGqeneGinGUUG2021SGYYSG 0

254 zroteinGphosphataseG–ppkGregulatesGapicalGgrowthGandGdephosphorylatesGcellGpolarityGdeterminantG
nivsVkGinG–treptomycesGcoelicolorUG2021SG 1

253 zlantTlasedG–ystemsGforGVaccineGzroductionUUG2022SGY[XYSGc]TXX] 0

252 promGlrownG–eaweedGtoGaG–ustainableGwicrobialGpeedstockGforGtheGzroductionGofG’iboflavinUUG2022SG
XWSGb_Z_cW 2

251 ëerG’ecombinationGforGtheGkutomaticGneletionGofG–electableGwarkerGqenesGpromGzlasmidsGinG
ontericGlacteriaUG

250 kGhighTefficiencyGscarTfreeGgenomeGeditingGtoolkitGforGkcinetobacterGbaumanniiUG

249 ’egulatoryGinterplayGofG’po–GandG’sslGcontrolsGmotilityGandGcolonizationGinGVibrioGcholeraeUUG2022SG
ZXYSGX]X]]] 0

248 nataε–heetεXUdocxUG2020SG

247 smageXUznpUG2017SG

246 smageεXUtzoqUG2018SG

245 smageεYUtzoqUG2018SG

244 smageεZUtzoqUG2018SG

243 smageε[UtzoqUG2018SG

242 smageε]UtzoqUG2018SG

241 smageε_UtzoqUG2018SG

(2018-2021)
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240 smageεaUtzoqUG2018SG

239 smageεbUtzoqUG2018SG

238 —ableεXUznpUG2018SG

237 —ableεYUznpUG2018SG

236 —ableεZUznpUG2018SG

235 —ableε[UznpUG2018SG

234 —ableεXUdocxUG2020SG

233 —ableεYUdocxUG2020SG

232 —ableεZUdocxUG2020SG

231 —ableε[UdocxUG2020SG

230 nataε–heetεXUpdfUG2018SG

229 nataε–heetεXUdocxUG2020SG

228 nataε–heetεXUznpUG2020SG

227 nataε–heetεXUznpUG2019SG

226 smageεXU—spUG2018SG

225 smageεYU—spUG2018SG

224 —ableεXUdocxUG2018SG

223 —ableεXUdocxUG2018SG
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222 —ableεYUdocxUG2018SG

221 —ableεZUdocxUG2018SG

220 nataε–heetεXUpdfUG2019SG

219 —ableεXUnymëUG2020SG

218 nataε–heetεXUpdfUG2019SG

217 nataε–heetεXUdocxUG2019SG

216 smageεXUznpUG2018SG

215 —ableεXUnymUG2018SG

214 —ableεYUnymUG2018SG

213 —ableεZUnymUG2018SG

212 —ableε[Uëv–ëUG2018SG

211 —ableε]Uëv–ëUG2018SG

210 —ableε_Uëv–ëUG2018SG

209 nataε–heetεXUëv–ëUG2018SG

208 smageεXUznpUG2018SG

207 nataε–heetεXUznpUG2018SG

206 nataε–heetεXUznpUG2020SG

205 nataε–heetεXUznpUG2019SG

(2019-2018)
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204 —ableεXUëv–UG2018SG

203 —ableεYUëv–ëUG2018SG

202 —ableεZUëv–ëUG2018SG

201 nataε–heetεXUpdfUG2018SG

200 nataε–heetεXUznpUG2020SG

199 nataε–heetεYUëv–ëUG2020SG

198 —ableεXUëv–UG2020SG

197 nataε–heetεXUpdfUG2018SG

196 nataε–heetεXUpdfUG2018SG

195 smageεXU—sppUG2019SG

194 —ableεXUëv–ëUG2019SG

193 nataε–heetεXUznpUG2020SG

192 —ableεXUëv–ëUG2020SG

191 nataε–heetεXUznpUG2020SG

190 nataε–heetεXUdocxUG2020SG

189 nataε–heetεXUpdfUG2020SG

188 —ableεXUm–VUG2020SG

187 —ableεYUm–VUG2020SG
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186 nataε–heetεXUznpUG2018SG

185 nataε–heetεYUznpUG2018SG

184 nataε–heetεZUznpUG2018SG

183 —ableεXUpdfUG2018SG

182 —ableεYUpdfUG2018SG

181 —ableεZUpdfUG2018SG

180 —ableε[UpdfUG2018SG

179 —ableε]UpdfUG2018SG

178 —ableε_UpdfUG2018SG

177 —ableεaUpdfUG2018SG

176 smageεXU—spUG2020SG

175 smageεXWU—spUG2020SG

174 smageεXXU—spUG2020SG

173 smageεXYU—spUG2020SG

172 smageεXZU—spUG2020SG

171 smageεX[U—spUG2020SG

170 smageεX]U—sppUG2020SG

169 smageεYU—spUG2020SG

(2020-2018)
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168 smageεZU—spUG2020SG

167 smageε[U—spUG2020SG

166 smageε]U—spUG2020SG

165 smageε_U—spUG2020SG

164 smageεaU—spUG2020SG

163 smageεbU—spUG2020SG

162 smageεcU—spUG2020SG

161 —ableεXUëv–ëUG2020SG

160 —ableεXUnymëUG2021SG

159 —ableεXUnymëUG2018SG

158 nataε–heetεXUpdfUG2019SG

157 smageεXU—spUG2019SG

156 smageεYU—spUG2019SG

155 smageεZU—spUG2019SG

154 nataε–heetεXUznpUG2020SG

153 nataε–heetεYUxlsxUG2020SG

152 nataε–heetεXUpdfUG2018SG

151 mloningGandGexpressionGofGanGkrxulaGadeninivoransGglucoamylaseGgeneGinG–accharomycesGcerevisiaeUG
1996SG[[SG_XWT_Xc 1
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150 snhibitoryGproteinsGblockGsubstrateGaccessGbyGoccupyingGtheGactiveGsiteGcleftGofGintramembraneG
proteaseG–posVplUUG2022SGXXSG 0

149 m’xkG—argetingGoliminatesGtheGxeedGforGtheG–ignalG’ecognitionGzarticleGnuringGwembraneGzroteinG
snsertionGinGlacteriaUG

148 qenerationGofG–tableGmatharanthusGroseusGrairyG’ootGvinesGwithGkgrobacteriumGrhizogenesUUG2022SG
Y[_cSGXYcTX[[ 0

147 wutationsGofGtheGbrp’GandGbrp–GgenesGaffectGbiofilmGformationGinG–taphylococcusGaureusUG2022SGXYSGYWTZY

146 xonTgeneticallyGmodifiedGorganismGinGvitroGm’s–z’VmascGgeneGeditingGofGtheGlacü˛–GgenedGkG[U]´ hG
laboratoryGcourseGforGseniorGhighTschoolGstudentsUUG2022SG

145 wolybdopterinGbiosynthesisGpathwayGcontributesGtoGtheGregulationGofG–ae’–GtwoTcomponentG
systemGbyGmlpzGinGUUG2022SGXZSGaYaTaZc

144 ’ationalGongineeringGofGxonT biquinoneGmontainingGmorynebacteriumGglutamicumGforGonhancedG
moenzymeG‘XWGzroductionUG2022SGXYSG[Yb 1

143 permentativeGsndoleGzroductionGviaGlacterialG—ryptophanG–ynthaseGklphaG–ubunitGandGzlantG
sndoleTZTqlycerolGzhosphateGvyaseGonzymesUUG2022SG 2

142 —heG–tk–’G—woTmomponentG–ystemGsnfluencesGmolistinG’esistanceGinGkcinetobacterGbaumanniiUG2022
SGXWSGcb] 0

141 ’oleGofGrighGwobilityGqroupGlGproteinGrmbkSGorthologueGofGyeastGxhp_pGinGkspergillusGnidulansUG

140 vipofectionGmediatedGtransfectionGfailsGforGseaGurchinGcoelomocytesUUG2022SGXaSGeWY_acXX 1

139 neep—o–’dGkGneepGvearningGprameworkGtoGzredictGtheGnegreeGofG—ranslationalGolongationG–hortG
’ampGforGqeneGoxpressionGmontrolUUG2022SGXXSGXaXcTXaY_ 2

138 ëyloseGnehydrogenaseGsmmobilizedGonGperromagneticGxanoparticlesGforGlioconversionGofGëyloseGtoG
ëylonicGkcidUUG2022SGZZSGc[bTc]]

137 lT–erineGliosensorTmontrolledGpermentativeGzroductionGofGlT—ryptophanGnerivativesGbyG
morynebacteriumGglutamicumUG2022SGXXSGa[[ 0

136 —heG’egulatoryGzroteinGmhuzGmonnectsGremeGandG–iderophoreTwediatedGsronGkcquisitionG–ystemsG
’equiredGforGmhromobacteriumGviolaceumGVirulenceUG2022SGXYSG 1

135 niscoveryGofGaGnovelGacrylicGacidGformationGpathwayGinGqluconobacterGoxydansGandGitsGapplicationGinG
biosynthesisGofGacrylicGacidGfromGglycerolUG2022SGXXbSGXbYTXbc 2

134 ’edesignedGpwkvGexpressionGvectorGforGeasyGandGfastGpurificationGofGactiveGnativeGantimicrobialG
peptidesUUG2022SG 0

133 ovaluationGofGaG‘uantitativeG—aqmanG’ealT—imeGzm’GkssayGtoGweasureGzroviralGloadGfromGrumanG
smmunodeficiencyGVirusG—ypeGXGindividualsUG
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132 sdentificationGofGzseudomonasGasiaticaGsubspUGbavariensisGstrUGtwXGasGtheGfirstGxG˛µG
TcarboxyOmPethyllysineGdegradingGsoilGbacteriumUG 0

131 —heGpirstGromologousGoxpressionG–ystemGforGtheG˛†TvyticGzroteaseGofGvysobacterGcapsiciGVuwG
lTY]ZZ—SGaGzromisingGkntimicrobialGkgentUG2022SGYZSG]aYY 0

130 kGcentralGroleGofGsiblingGs’xksGxgnc’εX_YVX_ZGinGmainGmetabolicGpathwaysGofGxeisseriaG
gonorrhoeaeUG

129
niguanylateGmyclaseGOnqmPGsmplicatedGinGtheG–ynthesisGofGwultipleGlacteriocinsGviaGtheG
plagellarT—ypeGsssG–ecretionG–ystemGzroducedGbyGzectobacteriumGcarotovorumGsubspUGcarotovorumUG
2022SGYZSG]_[c

128 smagingGmlostridioidesGdifficileGsporeGgerminationGandGgerminationGproteinsUG

127 ’egulationGofGzrolactinG’eleaseGatGtheGondG–tageGofGmhickenGombryogenesisUG2022SG

126 ’apidGmloningGofG’andomGwutagenesisGvibrariesG singGz—yT‘uick–tepUG2022SGXYZTXZ]

125 yxidativeGstressGactivatesGtranscriptionGofG–almonellaGpathogenicityGislandTYGgenesGinGmacrophagesUG
2022SGXWYXZW 1

124 ’escueGofGtranscriptionalGpausingGinGmetabolicGgenesGjumpstartsG–almonellaGantioxidantGdefensesUG

123 —heGrollGTtransgenicGxicotianaGtabacumGplantsGexhibitGupregulatedGk’paGandGk’pXcGgeneG
expressionUG2022SG_SG

122 yverexpressionGofGtheGwitochondrialGwalicGonzymeGqenesGOmalmGandGmalnPGsmprovedGtheGvipidG
kccumulationGinGwucorGcircinelloidesGWtXXUGXZSG 1

121 mommunitiesGofGxicheToptimizedG–trainsGOmoxo–PGâ��GnesignGandGcreationGofGstableSGgenomeTreducedG
coTculturesUG2022SGaZSGcXTXWZ 0

120 liotechnologyGinGwedicinedGpundamentalsUG2022SGYXT_]

119 smagingGmlostridioidesGdifficileG–poreGqerminationGandGqerminationGzroteinsUG

118 zeriplasmicGdehydroshikimateGdehydrataseGcombinedGwithGquinateGoxidationGinGqluconobacterG
oxydansGforGprotocatechuateGproductionUG

117 sxs—skvGlkm—o’skvG’o—ox—syxGyxGzyvónswo—róv–svyëkxoGypGVk’sy –G–—sppxo––o–dG—roG
’ovoVkxmoGypGwyn v –GOws–Pwk—mrUG2022SGXXYaWc 1

116 kGmethodGforGincreasingGelectroporationGcompetenceGofGqramTnegativeGclinicalGisolatesGbyG
polymyxinGlGnonapeptideUG2022SGXYSG

115 mloningGandGsdentificationG–ystemGofGkpisGmelliferaGwelittinGcnxkGinGoscherichiaGcoliUG
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114 righGratesGofGplasmidGcotransformationGinGoUGcoliGoverturnGtheGclonalityGmythGandGrevealGcolonyG
developmentUG2022SGXYSG 0

113 mloningGandGexpressionGofGaGcnxkGcodingGforGoimeriaGacervulinaGY]´ knaGproteinGassociatedGwithG
oocystGandGsporocystGwallsUG2022SGZWcSGXWca_Y 0

112 liomanufacturingGliotinylatedGwagneticGxanomaterialGviaGmonstructionGandGpermentationGofG
qeneticallyGongineeredGwagnetotacticGlacteriaUG2022SGcSGZ]_

111 sdentificationGandGpunctionalGmharacterizationGofGkdenosineGneaminaseGinGwucorGcircinelloidesdGkG
xovelGzotentialG’egulatorGofGxitrogenG tilizationGandGvipidGliosynthesisUG2022SGbSGaa[

110
—heGzeptideGwethionineG–ulfoxideG’eductaseGOwsrklPGofGraemophilusGinfluenzaeG’epairsG
yxidativelyGnamagedGyuterGwembraneGandGzeriplasmicGzroteinsGsnvolvedGinGxutrientGkcquisitionG
andGVirulenceUG2022SGXXSGX]]a

0

109
—heGlTrhamnoseTdependentGregulatorG’ha–GandGitsGtargetGpromotersGfromGoscherichiaGcoliGexpandG
theGgeneticGtoolkitGforGregulatableGgeneGexpressionGinGtheGaceticGacidGbacteriumGqluconobacterG
oxydansUGXZSG

108 pormationGofGsulfoquinovosylGdiacylglycerolGbyGacylationGofGsulfoquinovosylGglycerolUG

107 wodulationGofGsolGm’xkGexpressionGbyGtheGlongGnonTcodingG’xkGkssolrnaGinGmlostridiumG
saccharoperbutylacetonicumGaffectsGsolventGformationUGXZSG

106 –pontaneousG’esistanceGofGorwiniaGamylovoraGkgainstGlacteriophageGóYGkffectsGsnfectivityGofG
wultipleGzhagesUGXZSG

105 —heGsmplicationGofG–ortaseGoGinGtheGmorphologyGandGphysiologyGofGmorynebacteriumGglutamicumUG

104 lacteroidesGthetaiotaomicronGouterGmembraneGvesiclesGmodulateGvirulenceGofG–higellaGflexneriUG

103 ossentialGkcidovoraxGcitrulliGVirulenceGqeneGhrpoGkctivatesGrostGsmmuneG’esponseGagainstG
zathogenUG2022SGYZSGcX[[ 1

102 –pecializedGacylGcarrierGproteinGusedGbyGserineGpalmitoyltransferaseGtoGsynthesizeGsphingolipidsGinG
’hodobacteriaUGXZSG 0

101 negradationGofGgeneGsilencerGisGessentialGforGexpressionGofGforeignGgenesGandGbacterialGcolonizationG
ofGtheGmammalianGgutUG2022SGXXcSG 0

100 zhysiologicalSGliochemicalSGandG–tructuralGlioinformaticGknalysisGofGtheGwultipleGsnositolG
nehydrogenasesGfromGmorynebacteriumGglutamicumUG 0

99 zreparationGofG’ecombinantGzkGondonucleaseGnomainGzroteinGofGsnfluenzaGkGVirusGandGstsG
kpplicationGforGqlycobiologyG’esearchUG2022SG_cTab 0

98 snvestigatingGtheGoffectGofGklcoholGnehydrogenaseGqeneGunockoutGonGvipidGkccumulationGinGwucorG
circinelloidesGWtXXUG2022SGbSGcXa 0

97 xy–XkzGsnteractsGwithG˛–T–ynucleinGandGkggregatesGinGóeastGandGwammalianGmellsUG2022SGYZSGcXWY 0
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96 knGoasyTtoT seGzlasmidG—oolsetGforGofficientGqenerationGandGlenchmarkingGofG–yntheticG–mallG’xksG
inGlacteriaUG2022SGXXSGYcbcTZWWZ 0

95 —heG’oleGofG—woGvinearG˛†TqlucansGkctivatedGbyGcTdiTqwzGinG’hizobiumGetliGmpx[YUG2022SGXXSGXZ_[ 0

94 sdentificationGandGinitialGcharacterizationGofGrfqTassociatedGs’xksGinGristophilusGsomniGstrainGYZZ_UG 0

93
smmunizationGwithGrsVTXGtrimericG–y–szU__[Glq]W]GorGpounderGVirusGmGOpVmonvPGcovalentlyG
complexedGtoGtwoTdomainGmn[–_WmGelicitsGcrossTcladeGneutralizingGantibodiesGinGxewGüealandG
whiteGrabbitsUG2022SGXWWYYY

0

92 vightTmediatedGcontrolGofGgeneGexpressionGinGtheGanoxygenicGphototrophicGbacteriumG’hodobacterG
capsulatusGusingGphotocagedGinducersUGXWSG 0

91 —heGnxkTrelaxationTdependentGyffTtoTynGbiasingGofGtheGtypeGXGfimbrialGgeneticGswitchGrequiresGtheG
pisGnucleoidTassociatedGproteinUG 0

90 qibsonGkssemblyTbasedGdirectGcloningGofGplasmidGnxkGinGvactiplantibacillusGplantarumGWm–pXUG 0

89 necipheringGtheG’egulatoryGmircuitsGofG’kZG’eplicationGwoduleGTGwechanismsGofGtheGmopyGxumberG
montrolUG2022SGYZSGcc_[ 0

88 —heGconceptGofGanGagroinfiltrationGkitGforGrecombinantGproteinGproductionGforGeducationalGandG
commercialGuseâ��kGjourneyGthroughGaGforestGofGregulatoryGandGlegalGimplicationsUGXWSG 0

87 ovaluationGofGnerivativesGofGORPTzuupehenoneGagainstGmlostridioidesGdifficileGandGytherG
qramTzositiveGlacteriaUG2022SGaSGZZ]XXTZZ]Xa 1

86 punctionalGoqpGdomainGofGtheGhumanGneuregulinGX˛–GproducedGinGoscherichiaGcoliGwithGaccurateG
disulfideGbondsUG 0

85 –x’znYGssGaGxovelG–ubstrateGforGtheG biquitinGvigaseGkctivityGofGtheG–almonellaG—ypeGsssG–ecretionG
offectorG–lrzUG2022SGXXSGX]Xa 0

84 —heGroleGofGtheGkspergillusGnidulansGhighGmobilityGgroupGlGproteinGrmbkSGtheGorthologueGofG
–accharomycesGcerevisiaeGxhp_pUG2022SGXYSG 0

83 zroductionGofGpropionateGusingGmetabolicallyGengineeredGstrainsGofGmlostridiumG
saccharoperbutylacetonicumUG 2

82 ’oleGofGnoknGloxG’xkGhelicasesGinGlowGtemperatureGadaptedGgrowthGofGkntarcticzseudomonasG
syringaevz[WUG 0

81 kGhighTefficiencyGscarTfreeGgenomeTeditingGtoolkitGforGkcinetobacterGbaumanniiUG 0

80 vegionellaGpneumophilaGzzsaseGwipGsnteractsGwithGtheGlacterialGzroteinsG–splSGvpcYW_XSGandGplakG
andGzromotesGplagellationUG 0

79 liocatalyticGproductionGofGtheGantibioticGaurachinGnGinGoscherichiaGcoliUG2022SGXYSG 1
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78 kgmatineGproductionGbyGoscherichiaGcoliGcellsGexpressingG–pekGonGtheGextracellularGsurfaceUG2023SG
X_YSGXXWXZc 1

77 momparaciˆ‡nGdeGlaGeficienciaGdeGtransformaciˆ‡nGentreGdiferentesGcepasGdeGoUGcoliUG2019SGXZSGXXYTXYW 0

76 —heGribosomeGrescueGpathwaysG–srkT–mplSGkrfkGandGkrflGmediateGtoleranceGtoGheatGandGantibioticG
stressesGinGkzotobacterGvinelandiiUG 0

75 righTpidelityGmytosineGlaseGoditingGinGaGqmT’ichGmorynebacteriumGglutamicumGwithG’educedGnxkG
yffT—argetGoditingGoffectsUG 0

74 nevelopmentGandGovaluationGofGtheGmottonGveafGmurlGuokhranGVirusTlurewalaGlidirectionalG
zromoterGforGonhancedGmryXkcGondotoxinGoxpressionGinGltG—ransgenicGmottonUG2022SGXYSGXXYa] 1

73 moTproductionGofGlTvysineGandGreterologousG–qualeneGinGm’s–z’VdmascTkssistedGmorynebacteriumG
glutamicumUG 0

72 qarvicinG‘dGcharacterizationGofGbiosynthesisGandGmodeGofGactionUG2022SGYXSG 0

71 onterococciGenhanceGmlostridioidesGdifficileGpathogenesisUG 2

70 kGsimpleGandGeconomicalGsiteTdirectedGmutagenesisGmethodGforGlargeGplasmidsGbyGdirectG
transformationGofGtwoGoverlappingGzm’GfragmentsUG 0

69 sdentificationGofG—hermostableGëyloseG’eductaseGfromG—hermothelomycesGthermophilusdGkG
liochemicalGmharacterizationGkpproachGtoGweetGliofuelGmhallengesUG 0

68 punctionalGproductionGofGclostridialGcircularinGkGinGvactococcusGlactisGxücWWWGandGmutationalG
analysisGofGitsGaromaticGandGcationicGresiduesUGXZSG 1

67
noesGonvironmentalGoxposureGtoGzharmaceuticalGandGzersonalGmareGzroductG’esiduesG’esultGinGtheG
–electionGofGkntimicrobialT’esistantGwicroorganismsSGandGisGthisGsmportantGinG—ermsGofGrumanG
realthGyutcomesiUG

2

66 —heGbehaviorGofG’alstoniaGpseudosolanacearumGstrainGyoXTXGandGmorphologicalGchangesGofGcellsGinG
tomatoGrootsUG 0

65 punctionalGmharacterizationGofG—et’TlikeG—ranscriptionalG’egulatorGzkZcaZGfromGzseudomonasG
aeruginosaUG2022SGYZSGX[]b[ 0

64 kGputativeGmultiTsensorGhybridGhistidineGkinaseSGlarkkcSGinhibitsGtheGexpressionGofGtheGtypeGsssG
secretionGsystemGregulatorGrrpqGinGkcidovoraxGcitrulliUGXZSG 1

63 —heGtwoGs’xksGymrkGandGymrlGindirectlyGrepressGtranscriptionGfromGtheGvooXGpromoterGofG
enteropathogenicGoscherichiaGcoliUG 0

62 nevelopmentGofGaGthiostreptonTfreeGsystemGforGstableGproductionGofGzvnGinG–treptomycesGlividansG
–l—]UG2022SGYXSG 0

61 oxperimentalGyutcrossingGinGkgaricusGbisporusG’evealedGaGwajorGandG nexpectedGsnvolvementGofG
kirborneGwyceliumGpragmentsUG2022SGbSGXYab 0
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60 mytosineGbaseGeditingGinGcyanobacteriaGbyGrepressingGarchaicG—ypeGsVGuracilTnxkGglycosylaseUG 0

59 —heGsynthesisGofGlroccoliG’xkGfluorescentGaptamerGinGMlteiMgte–accharomycesGcerevisiaeMlteViMgteG
yeastGcellsUG2022SGYWSGZZcTZ[b 0

58 mharacterizationGandGengineeringGofGtheGbranchedGshortTchainGdicarboxylateGmetabolismGofG
zseudomonasGrevealsGresistanceGtoGfungalGYThydroxyparaconateUG2022SG 1

57 –tructuralGneterminantsGandGpunctionalG–ignificanceGofGnimerizationGforGysmosensingG—ransporterG
zrozGinGoscherichiaGcoliUG 0

56 ’egulatoryGrolesGofG’po–GinGtheGbiosynthesisGofGantibioticsGYS[TdiacetyphloroglucinolGandG
pyoluteorinGofGzseudomonasGprotegensGpn_UGXZSG 0

55
mharacteristicsGofGtheGqlnrGandGqlnëG–ignalG—ransductionGzroteinsGmontrollingGzknqTwediatedG
zhosphorylationGofGydhsGandGYTyxoglutarateGnehydrogenaseGkctivityGinGmorynebacteriumG
glutamicumUG2022SGXWSG

0

54 —ranscriptionalGresponsesGofGhumanGintestinalGepithelialGr—TYcGcellsGtoGsporeTdisplayedGp[WGderivedG
fromGvacticaseibacillusGrhamnosusGqqUG2022SGYYSG 0

53 wetabolicGongineeringGofGmorynebacteriumGglutamicumGforGlTtyrosineGzroductionGpromGqlucoseGandG
ëyloseUG2022SG 0

52 righTefficiencyGgenomeGeditingGofGanGextremeGthermophileG—hermusGthermophilusGusingG
endogenousGtypeGsGandGtypeGsssGm’s–z’TmasGsystemsUG2022SGXSG[XYT[Ya 0

51 –imultaneousGoverexpressionGofGâ��_TSGâ��XYTGandGâ��cTdesaturasesGenhancedGtheGproductionGofG
˛‡TlinolenicGacidGinGwucorGcircinelloidesGWtXXUGXZSG 0

50 –pynisplaydGkGVersatileGzhageGnisplayG–electionG–ystemGusingG–py—agV–pymatcherG—echnologyUG 0

49 —heG’oleGofGtheGlacterialGwembraneGzroteinGkctkGinGsmmunityGandGzrotectionGkgainstGvisteriaG
monocytogenesUG1998SGX_XSGY[X[TY[YW 3

48 kGvaccaseGqeneG’eportingG–ystemG—hatGonablesGqeneticGwanipulationsGinGaGlrownG’otGWoodG
necomposerGpungusGqloeophyllumGtrabeumUG 0

47 mentralG’oleGofG–iblingG–mallG’xksGxgnc’εX_YGandGxgnc’εX_ZGinGwainGwetabolicGzathwaysGofG
xeisseriaGgonorrhoeaeUG 1

46 zenicilliumGchrysogenumGasGaGfungalGfactoryGforGferuloylGesterasesUG2023SGXWaSG_cXTaXa 1

45
oxploringGtheGantibacterialGpotentialGofGvactococcusGlactisGsubspUGlactisGbvUGdiacetylactisGlql XT[GbyG
genomeGminingSGbacteriocinGgeneGoverexpressionGandGchemicalGproteinGsynthesisGofGlactolisterinGl G
variantsUG

0

44 —heGnxkGrelaxationTdependentGyppTtoTyxGbiasingGofGtheGtypeGXGfimbrialGgeneticGswitchGrequiresG
theGpisGnucleoidTassociatedGproteinUG2023SGX_cSG 0

43 –ugarGconcentrationsGandGexpressionGofG– —sGsuggestGactiveGphloemGloadingGinGtallGtreesGofGpagusG
sylvaticaGandG‘uercusGroburUG 0
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42 —heGstructureGofGwadmGfromGmlostridiumGmaddingleyGrevealsGnewGinsightsGintoGclassGsGlanthipeptideG
cyclasesUGXZSG 0

41 mTdiTkwzGssGaG–econdGwessengerGinGmorynebacteriumGglutamicumG—hatG’egulatesGoxpressionGofGaG
mellGWallT’elatedGzeptidaseGviaGaG’iboswitchUG2023SGXXSGYc_ 0

40 nisruptionGofGtheGsensorGkinaseGpho‘GgeneGdecreasesGacidGresistanceGinGplantGgrowthTpromotingG
rhizobacteriumG’ahnellaGaquatilisGrëYUG 0

39 oxpressionGofGrecombinantGympXbGandGwywzGofGmampylobacterGjejuniGandGtheGdeterminationGofG
theirGsuitabilityGasGantigensGforGserologicalGdiagnosisGofGcampylobacteriosisGinGanimalsUGYYYTYYb 0

38 letaTvactamGkntibioticG’esistanceGqenesGinGtheGwicrobiomeGofGtheGzublicG—ransportG–ystemGofG
‘uitoSGocuadorUG2023SGYWSGXcWW 0

37 wultipleGoxidativeGpostTtranslationalGmodificationsGofGhumanGglutamineGsynthetaseGmediateG
peroxynitriteTdependentGenzymeGinactivationGandGaggregationUG2023SGXWYc[X 0

36 nevelopmentGofGgeneticGtoolsGforGheterologousGproteinGexpressionGinGaGpentoseTutilizingG
environmentalGisolateGofGzseudomonasGputidaUG 0

35 smprovingGgrowthGpropertiesGofGmorynebacteriumGglutamicumGbyGimplementingGanGironTresponsiveG
protocatechuateGbiosynthesisUG 0

34 steronGcontrolGofGoriVGfunctionGinGsnczTXGplasmidG’uYUG2023SGXY_SGXWY_bX 0

33 offectGofGresistanceGdifferenceGonGdistributionGofGantibioticsGinGbacterialGcellGandGconjugativeGgeneG
transferGrisksGduringGelectrochemicalGflowGthroughGreactionUG2023SGbabSGX_ZX[Y 0

32
—rendsGofG˛†TvactamaseGyccurrenceGkmongoscherichiaGcoliandulebsiellaGpneumoniaeinG nitedG
–tatesGrospitalsGnuringGaG]TóearGzeriodGandGkctivityGofGkntimicrobialGkgentsGkgainstGssolatesG
–tratifiedGbyG˛†TvactamaseG—ypeUG2023SGXWSG

0

31 mloningGandGoxpressionGofG–yntheticGzlantaricinGpGqeneUG2023SGXaSGYbcTYca 0

30 ’egulationGofGlacterialG—woTmomponentG–ystemsGbyGmardiolipinUG 0

29  ptakeGofG–eleniteGbyG’ahnellaGaquatilisGrëYGsnvolvesGtheGkquaporinGkqpüGandGxaRVrRGkntiporterG
xhakUG2023SG]aSGYZaXTYZac 0

28 yccurrenceGofGcfrTzositiveGvinezolidT–usceptibleG–taphylococcusGaureusGandGxonTaureusG
–taphylococcalGssolatesGfromGzigGparmsUG2023SGXYSGZ]c 0

27 neGnovoGtryptophanaseTbasedGindoleGproductionGbyGmetabolicallyGengineeredGmorynebacteriumG
glutamicumUG2023SGXWaSGX_YXTX_Z[ 0

26 snGvitroGassemblyGofGplasmidGnxkGforGdirectGcloningGinGvactiplantibacillusGplantarumGWm–pXUG2023SG
XbSGeWYbX_Y] 0

25 —heGoxidativeGstressGresponseSGinGparticularGthekatógeneSGisGtemperatureTregulatedGinóersiniaG
pseudotuberculosisUG 0
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24 promGkquacultureGtoGkquaculturedGzroductionGofGtheGpishGpeedGkdditiveGkstaxanthinGbyG
morynebacteriumGglutamicumG singGkquacultureG–idestreamUG2023SGYbSGXcc_ 0

23 –pynisplaydGkGversatileGphageGdisplayGselectionGsystemGusingG–py—agV–pymatcherGtechnologyUG2023SG
X]SG 0

22 zrotectiveGoffectGofG–ilentGwatingG—ypeGsnformationG’egulationGYGromologGXGonG
—qpTMampelteiMampegte˛†MampelteViMampegteXGzathwayGviaGm—y’GinGniabeticGxephropathyUG2023SGXXSGXc[TYWa 0

21 –ynthesisGofGXYTaminododecenoicGacidGbyGcouplingGtransaminaseGtoGoxylipinGpathwayGenzymesUG
2023SGXWaSGYYWcTYYYX 0

20 m’xkGtargetingGeliminatesGtheGneedGforGtheGsignalGrecognitionGparticleGduringGmembraneGproteinG
insertionGinGbacteriaUG2023SG[YSGXXYX[W 0

19 winingGofG—hermostableGklphaTamylaseGqeneGfromGqeothermalG–pringsGusingGaGwetagenomicsG
kpproachUG2023SGXaSGZ_YTZaW 0

18 oxploringGtheGsubstrateGscopeGofGglycerolGdehydrogenaseGqldkGfromGoUGcoliGlWY]XXZGtowardsG
cisTdihydrocatecholGderivativesUG2023SGZ__SGXcTY[ 0

17 ˛†TXS[TmellobiohydrolaseGisGinvolvedGinGfullGexpressionGofGphckGSGcontributingGtoGtheGfeedbackGloopGinG
quorumGsensingGofG’alstoniaGpseudosolanacearumGstrainGyoXTXUG 0

16
vongTtermGadaptationGofGzarkSG’eloVzaroGpartitionGsystemSGreplicationGproteinGandGphageGproteinsG
encodingGlowTcostGplasmidsGofoscherichiaspeciesGisolatedGfromGdiarrheicGchildrenGofGxorthGoastG
sndiaUG2023SGXZ[SG

0

15 qenomeGtransplantationGinGwollicutesUG2023SG 0

14 nynamicGlidGdomainGofmhloroflexusGaurantiacuswalonylTmokG’eductaseGcontrolsGtheGreactionUG 0

13 —heGlipidGlinkedGoligosaccharideGpolymeraseGWzyGandGitsGregulatingGcoTpolymeraseSGWzzSGfromG
enterobacterialGcommonGantigenGbiosynthesisGformGaGcomplexUG2023SGXZSG 1

12 momparativeGknalysisGofGtheGsnteractionGofG–ilverGxanoparticlesGwithGrexokinaseGfromG—rypanosomaG
bruceiGandGrumansUGVolumeGXbSGXZccTX[XX 0

11 —heG[T˛–TqlucanotransferaseGkcb‘GssGsnvolvedGinGkcarboseGwodificationGinGkctinoplanesGspUG
–o]WVXXWUG2023SGXXSGb[b 0

10 ’egulationGofGlacterialG—woTmomponentG–ystemsGbyGmardiolipinUG2023SGcXSG 0

9 offectGofGwethionineGonGqeneGoxpressionGinGuomagataellaGphaffiiGmellsUG2023SGXXSGbaa 0

8 snTdepthGanalysisGofGerythroseGreductaseGhomologsGinGóarrowiaGlipolyticaUG 0

7 —heGarmsGraceGbetweenGbeetGnecroticGyellowGveinGvirusGandGhostGresistanceGinGsugarGbeetUGX[SG 0
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6 kssessingGtheGyrthogonalityGofGzhageToncodedG’xkGzolymerasesGforG—ailoredG–yntheticGliologyG
kpplicationsGinGzseudomonasG–peciesUG2023SGY[SGaXa] 0

5 –creeningGforGterminationGsequencesGofGaGrollingTcircleGplasmiddGaGnovelGschemeGusingGgenomicG
nxkUUG2023SG 0

4  nusualG’elationshipGbetweenGsronGneprivationGandGyrganophosphateGrydrolaseGoxpressionUG 0

3 —ransferableGsncëZGplasmidGharboringGblaxnwTXSGblewlvSGandGaphOZâ��PTVsGgenesGfromGulebsiellaG
pneumoniaeGconferringGphenotypicGcarbapenemGresistanceGinGoUGcoliUG 0

2 mhaperoneGassistedGrecombinantGexpressionGofGaGmycobacterialGaminoacylaseGinGVibrioGnatriegensG
andGoscherichiaGcoliGcapableGofGxTlauroylTvTaminoGacidGsynthesisUG2023SGYYSG 0

1 kGnovelGcellGdivisionGproteinGcriticalGforGtheGassemblyGofGtheGbacterialGdivisomeUG 0
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