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37 CoveragegpreservingRsparsificationRofRoverlapRgraphsRforRlonggreadRassemblyhR

36 TheRmotifRcompositionRofRvariablegnumberRtandemRrepeatsRimpactsRgeneRexpressionhR 0

35 GBZRFileRFormatRforRPangenomeRGraphshR

34 IncreasedRmutationRrateRandRinterlocusRgeneRconversionRwithinRhumanRsegmentalRduplicationshR 0

33 GapsRandRcomplexRstructurallyRvariantRlociRinRphasedRgenomeRassemblieshR 0

32 MultiscaleRAnalysisRofRPangenomeREnablesRImprovedRRepresentationRofRGenomicRDiversityRForR
RepetitiveRAndRClinicallyRRelevantRGeneshR 0

31 RecombinationRbetweenRheterologousRhumanRacrocentricRchromosomeshR 0

30 SequenceRtoRgraphRalignmentRusingRgapgsensitiveRcoglinearRchaininghR 1

29 TandemAligneruRaRnewRparametergfreeRframeworkRforRfastRsequenceRalignmenthR 0

28 GraphRconstructionRmethodRimpactsRvariationRrepresentationRandRanalysesRinRaRbovineR
supergpangenomehR 0

27 TheRHumanRPangenomeasRsequenceRconservationRrevealsRaRlandscapeRofRpolymorphicRstructuralR
variationhR 0

26 PangenomeRGraphRConstructionRfromRGenomeRAlignmentRwithRMinigraphgCactushR 0

25 InversionRpolymorphismRinRaRcompleteRhumanRgenomeRassemblyhR 0

24 AnRassemblyRlineRforRanRimprovedRhumanRreferenceRgenomehR 0

23 RepeatRpolymorphismsRinRnongcodingRDNARunderlieRtopRgeneticRriskRlociRforRglaucomaRandR
colorectalRcancerhR 0

22 TlKuRefficientRandRaccurateRKIRRandRHLARgenotypingRwithRnextggenerationRsequencingRdatahR 0

21 SemigautomatedRassemblyRofRhighgqualityRdiploidRhumanRreferenceRgenomeshR 3
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20 EnsemblRmkmnhR 1

19 FromRtheRreferenceRhumanRgenomeRtoRhumanRpangenomeuRPremisefRpromiseRandRchallengehRlnfR 0

18 GENCODEuRreferenceRannotationRforRtheRhumanRandRmouseRgenomesRinRmkmnhR 0

17 AssemblyRofRonRdiverseRhumanRYRchromosomesRrevealsRextensiveRcomplexityRandRvariationhR 0

16 TheRcompleteRsequenceRofRaRhumanRYRchromosomehR 0

15 NPGREATuRassemblyRofRhumanRsubtelomereRregionsRwithRtheRuseRofRultralongRnanoporeRreadsRandR
linkedgreadshR2022fRmnfR 0

14 MethodRofRtheRyearuRlonggreadRsequencinghR2023fRmkfRqgll 2

13 HaplotypegawareRpantranscriptomeRanalysesRusingRsplicedRpangenomeRgraphshR 0

12 ScalableRNanoporeRsequencingRofRhumanRgenomesRprovidesRaRcomprehensiveRviewRofR
haplotypegresolvedRvariationRandRmethylationhR 0

11 ComprehensiveRvariantRdiscoveryRinRtheReraRofRcompleteRhumanRreferenceRgenomeshR2023fRmkfRlrglt 0

10 TheRDynamicRStructureRandRRapidREvolutionRofRHumanRCentromericRSatelliteRDNAhR2023fRlofRtm 0

9 StratoModuRPredictingRsequencingRandRvariantRcallingRerrorsRwithRinterpretableRmachineRlearninghR 0

8 ARsheepRpangenomeRrevealsRtheRspectrumRofRstructuralRvariationsRandRtheirReffectsRonRtailR
phenotypeshR2023fRnnfRoqngorr 0

7 GenomicRstructuralRvariationuRARcomplexRbutRimportantRdriverRofRhumanRevolutionhR 0

6 ARdeepRpopulationRreferenceRpanelRofRtandemRrepeatRvariationhR 0

5 BenchmarkingRdatasetsRforRassemblygbasedRvariantRcallingRusingRhighgfidelityRlongRreadshR2023fRmofR 0

4 SequenceRto´ GraphRAlignmentRUsingRGapgSensitiveRCoglinearRChaininghR2023fRpsgrn 0

3 BuildingRpangenomeRgraphshR 0
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2 VariantRcallingRandRbenchmarkingRinRanReraRofRcompleteRhumanRgenomeRsequenceshR 0

1 EveryRbaseReverywhereRallRatRonceuRpangenomicsRcomesRofRagehR2023fRqlqfRqlsgqmk 0
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