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78 rsolationFofFdyneinFheavyFchainFcmwjsFfromFtroutFtestisFwhichFpredictFanFextensiveF
carboxylSterminalFalphaShelicalFcoiledScoilFdomainTF1989RFaRFW_X_SYZ 3

77
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76 jFstableFalphaShelicalFelementFinFtheFcarboxySterminalFdomainFofFfreeFandFchromatinSboundFhistoneF
qWFfromFseaFurchinFspermTF1989RFaRFX[bWSb 18
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