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1984 —heGgeneticGandGbiochemicalGbasisGofGtheGtransformabilityGofGnscherichiaGcoliGtXYUG1972SG[bSGX]_aT`Y 79

1983 peneticGtransformationGinGnscherichiaGcoliGtXYUGProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaSG1973SG`WSGa[T` 11.5 121

1982
jminoglycosideGantibioticTinactivatingGenzymesGinGactinomycetesGsimilarGtoGthoseGpresentGinGclinicalG
isolatesGofGantibioticTresistantGbacteriaUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaSG1973SG`WSGYY`_TaW

11.5 395

1981
RecircularizationGandGautonomousGreplicationGofGaGshearedGRTfactorGmwjGsegmentGinGnscherichiaGcoliG
transformantsUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG
1973SG`WSGXYbZT`

11.5 177

1980 lonstructionGofGbiologicallyGfunctionalGbacterialGplasmidsGinGvitroUGProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1973SG`WSGZY[WT[ 11.5 1242

1979 rsolationGandGcharacterizationGofGaGkanamycinGresistanceGplasmidGfromG–taphylococcusGaureusUG1974SG
_SG]X_TYW 14

1978 nnzymesGthatGinactivateGantibioticsGinGtransitGtoGtheirGtargetsUG1974SGYZ]SGXZWT_ 35

1977 jGmethodGforGselectiveGcloningGofGeukaryoticGmwjGfragmentsGinGnscherichiaGcoliGbyGrepeatedG
transformationUG1974SGXZ[SGXZZT[X 30

1976
penomeGconstructionGbetweenGbacterialGspeciesGinGvitrocGreplicationGandGexpressionGofG
–taphylococcusGplasmidGgenesGinGnscherichiaGcoliUGProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaSG1974SG`XSGXWZWT[

11.5 150

1975 ReplicationGandGtranscriptionGofGeukaryoticGmwjGinGnscherichiaGcoliUGProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1974SG`XSGX`[ZT` 11.5 321

1974
UtilizationGofGtwoGdistinctGmodesGofGreplicationGbyGaGhybridGplasmidGconstructedGinGvitroGfromG
separateGrepliconsUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG
1974SG`XSG[]]_T_W

11.5 101

1973 ylasmidGlolnlGasGaGmolecularGvehicleGforGcloningGandGamplificationGofGmwjUGProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1974SG`XSGZ[]]Tb 11.5 484

1972 watureGofGRTfactorGreplicationGinGtheGpresenceGofGchloramphenicolUGProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1975SG`YSG_][Ta 11.5 47

1971
kidirectionalGreplicationGofGplasmidGR_tGmwjGinGnscherichiaGcolidGcorrespondenceGbetweenGoriginGofG
replicationGandGpositionGofGsingleTstrandGbreakGinGrelaxedGcomplexUGProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1975SG`YSGYbW]Tb

11.5 100

1970
–iteGspecificGrecjTTindependentGrecombinationGbetweenGbacterialGplasmidscGinvolvementGofG
palindromesGatGtheGrecombinationalGlociUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaSG1975SG`YSGXZ`ZT`

11.5 154

1969 lloningSGisolationSGandGcharacterizationGofGreplicationGregionsGofGcomplexGplasmidGgenomesUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1975SG`YSGYY[YT_ 11.5 210

1968
—ransformationGofGyseudomonasGputidaGandGnscherichiaGcoliGwithGplasmidTlinkedGdrugTresistanceG
factorGmwjUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1975SG
`YSGZ_[`T]X

11.5 78
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1967
—ranslocationGofGaGplasmidGmwjGsequenceGwhichGmediatesGampicillinGresistancecGmolecularGnatureG
andGspecificityGofGinsertionUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaSG1975SG`YSGZ_YZT`

11.5 178

1966 —heGgenerationGofGaGlolnXTjprGcloningGvehicleGwhichGallowsGdetectionGofGinsertedGmwjUG1975SGX[YSGYZbT[b 269

1965 volecularGvehicleGpropertiesGofGtheGbroadGhostGrangeGplasmidGRtYUG1975SGXbWSGXYY_Ta 34

1964 –tudiesGofGmouseGmitochondrialGmwjGinGnscherichiaGcolicGstructureGandGfunctionGofGtheG
eucaryoticTprocaryoticGchimericGplasmidsUG1975SG_SGYZXT[[ 109

1963 qistoneGgenesGofGtheGseaGurchinGO–UGpurpuratusPGclonedGinGnGcolicGorderSGpolaritySGandGstrandednessGofG
theGfiveGhistoneTcodingGandGspacerGregionsUG1976SGbSGX[`T_X 102

1962 —heGstructuresGandGfidelityGofGreplicationGofGmouseGmitochondrialGmwjTp–lGXWXGncoRrGrecombinantG
plasmidsGgrownGinGnUGcoliGtXYUG1976SG`SG]X`TZW 37

1961 jGnonTtransmissibleGvariantGofGRy[GsuitableGasGcloningGvehicleGforGgeneticGengineeringUG1976SG_XSGXa_Ta 8

1960 volecularGcloningGofGmwjGfragmentsGproducedGbyGrestrictionGendonucleasesG–aXrGandGkamrUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1976SG`ZSGX]Z`T[X 11.5 53

1959
kiochemicalGconstructionGofGspecificGchimericGplasmidsGfromGlolnXGmwjGandGunfractionatedG
nscherichiaGcoliGmwjUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaSG1976SG`ZSGZaZaT[Y

11.5 23

1958 lonstructionGofGplasmidsGcarryingGtheGcrGgeneGofGbacteriophageGlambdaUGProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1976SG`ZSG[X`[Ta 11.5 383

1957
lharacterizationGofGYTmumGmwjGofG–accharomycesGcerevisiaeGbyGrestrictionGfragmentGanalysisGandG
integrationGinGanGnscherichiaGcoliGplasmidUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaSG1976SG`ZSGYW`YT_

11.5 85

1956
jmplificationGinGnscherichiaGcoliGofGenzymesGinvolvedGinGgeneticGrecombinationcGconstructionGofG
hybridGlolnXGplasmidsGcarryingGtheGstructuralGgeneGforGexonucleaseGrUGProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1976SG`ZSGZ[bYT_

11.5 48

1955 ReplicationGcontrolGinGaGcompositeGplasmidGconstructedGbyGinGvitroGlinkageGofGtwoGdistinctGrepliconsUG
1976SGY]bSGYa]TbW 241

1954 kacterialGcloningGofGplasmidsGcarryingGcopiesGofGrabbitGglobinGmessengerGRwjUG1976SGY_WSGYYXT] 96

1953 —ransposableGgeneticGelementsGandGplasmidGevolutionUG1976SGY_ZSG`ZXTa 291

1952 lharacterizationGofGyeastGribosomalGmwjGfragmentsGgeneratedGbyGncoRXGrestrictionGendonucleaseUG
1976SGX[`SGX]ZT_a 14

1951 —ransfectionGofGnscherichiaGcoliGbyGvuGmwjUG1976SGX[bSGZYZTa 17

1950 nffectGofGultravioletGirradiationGofGbacteriophageGfXGmwjGonGitsGconversionGtoGreplicativeGformGbyG
extractsGofGnscherichiaGcoliUG1976SGX[bSGZZ]T[] 13
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1949 jGmethodGforGtheGdeletionGofGrestrictionGsitesGinGbacterialGplasmidGdeoxyribonucleicGacidUG1976SGX[]SGX]]Ta 94

1948 rnactivationGofGlambdaGphageGinfectivityGandGlambdaGdeoxyribonucleicGacidGtransfectionGbyG
wTmethylTisatinGbetaTthiosemicarbazoneTcopperGcomplexesUG1976SGbSGX_WTZ 18

1947 peneticGmanipulationGofGmicroorganismscGpotentialGbenefitsGandGbiohazardsUG1976SGZWSG]W`TZZ 56

1946 rntegrationGofGsyntheticGglobinGgenesGintoGanGnUGcoliGplasmidUG1976SGZSGXb_XT`X 41

1945 ylasmidTmediatedGbetaTlactamaseGproductionGinGweisseriaGgonorrhoeaeUG1977SGXXSG]YaTZZ 122

1944 kindingGandGnntryGofGmwjGinGkacterialG—ransformationUG1977SGX``TYZY 35

1943 rncreaseGinGconjugationalGtransmissionGfrequencyGofGnonconjugativeGplasmidsUG1977SGXb_SGXa_T` 28

1942 jGnovelGpleiotropicGmutationGinGnscherichiaGcoliGtXYGwhichGaffectsGtransductionSGtransformationGandG
ratesGofGmutationUG1977SGbaSG]_bT`a 7

1941 wonconjugativeGplasmidsGencodingGsulfanilamideGresistanceUG1977SGXYSG[XaTYY 8

1940 —ransferGofGplasmidTborneGbetaTlactamaseGinGweisseriaGgonorrhoeaeUG1977SGXYSGY`WTaW 23

1939 megradationGofGmwjGbyGnucleasesGinGintestinalGtractGofGratsUG1977SGXb_SGYX_Ta 19

1938 UseGofGphageGimmunityGinGmolecularGcloningGexperimentsUG1977SGXb_SGXaYTZ 21

1937 llonesGofGindividualGrepetitiveGsequencesGfromGseaGurchinGmwjGconstructedGwithGsyntheticGncoGRrG
sitesUG1977SGXb_SGXb`TYWW 51

1936 lonstructionGofGchimericGphagesGandGplasmidsGcontainingGtheGoriginGofGreplicationGofGbacteriophageG
lambdaUG1977SGXbaSGXW[XT_ 32

1935
RecombinantGplasmidGthatGcarriesGpartGofGtheGnitrogenGfixationGOnifPGgeneGclusterGofGtlebsiellaG
pneumoniaeUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1977SG
`[SGYb_ZT`

11.5 62

1934 rnGvivoGsiteTspecificGgeneticGrecombinationGpromotedGbyGtheGncoRrGrestrictionGendonucleaseUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1977SG`[SG[aXXT] 11.5 70

1933 kidirectionGreplicationGfromGaGuniqueGoriginGinGaGminiToGplasmidUGProceedingsfoffthefNationalfAcademyf
offSciencesfoffthefUnitedfStatesfoffAmericaSG1977SG`[SGXXZaT[X 11.5 74

1932 vaizeGchloroplastGmwjGfragmentGencodingGtheGlargeGsubunitGofGribulosebisphosphateGcarboxylaseUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1977SG`[SG][a`TbX 11.5 219

Citation Report

4



1931 meletionsGaffectingGtheGtranspositionGofGanGantibioticGresistanceGgeneUGProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1977SG`[SG`WYT_ 11.5 203

1930
oilamentousGcoliphageGvXZGasGaGcloningGvehiclecGinsertionGofGaGqindrrGfragmentGofGtheGlacGregulatoryG
regionGinGvXZGreplicativeGformGinGvitroUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaSG1977SG`[SGZ_[YT_

11.5 654

1929 lonstructionGandGcharacterizationGofGnewGcloningGvehiclesUGrUGjmpicillinTresistantGderivativesGofGtheG
plasmidGpvkbUG1977SGYSG`]TbZ 907

1928 llonedGkacillusGsubtilisGmwjGcontainingGaGgeneGthatGisGactivatedGearlyGduringGsporulationUG1977SGXXSG`]XT_X 99

1927 nUGcoliGphosphofructokinaseGsynthesizedGinGvitroGfromGaGlolnXGhybridGplasmidUG1977SGXSGZ[`T]_ 17

1926 –electionGofGkacteriaGasG–ourcesGofGnnzymesUG1977SGYXTZ`

1925 —ransformingGactivityGofGplasmidGandGchromosomalGmwjGinGnscherichiaGcoliUG1977SGYYSGZ]ZTb 8

1924 yreciseGlocationGofGtheGcrossoverGregionGinGtheGlambdaGattachmentGsequenceUG1977SGY_`SG]]]T` 8

1923 lonjugationGproteinsGencodedGbyGtheGoGsexGfactorUG1977SGY`WSG]aWT] 150

1922 ReplicationGofGplasmidGp–lXWXGinGnscherichiaGcoliGtXYcGrequirementGforGdnajGfunctionUG1977SGX][SGYY]TZW 118

1921 vappingGofGtheGdrugGresistanceGgenesGcarriedGbyGtheGrTdeterminantGofGtheGRXWWUXGplasmidUG1977SG
X]`SGX`TYZ 35

1920 lonstructionGandGrestrictionGendonucleaseGmappingGofGhybridGplasmidsGcontainingG–accharomycesG
cerevisiaeGribosomalGmwjUG1977SGX]XSGYYbT[[ 53

1919 yhysicalGandGgeneticGstudiesGwithGrestrictionGendonucleasesGonGtheGbroadGhostTrangeGplasmidGRtYUG
1977SGX]YSGXYbTZ] 97

1918 volecularGcloningGofGmwjUGjnGintroductionGintoGtechniquesGandGproblemsUG1977SG[WSGXT`Y 18

1917 —ranspositionGofG—njGdoesGnotGgenerateGdeletionsUG1977SGX][SGYW]TXX 93

1916 lomplementationGofGtransferGdeficientGlolnXGmutantsUG1977SGX]XSGXb`TYWX 47

1915 —ranslocationGofGanGampicillinGresistanceGdeterminantGwithinGanGRTfactorGaggregateGinG–almonellaG
panamaUG1978SG[[SGYWZTXa 14

1914 nvaluationGofGseveralGenrichmentGproceduresGforGtheGisolationGofGrecombinantGplasmidGmwjUG1979SG
[SGY]ZT_ 2
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1913 rncompatibilityGandGtransformingGefficiencyGofGlolnXGandGrelatedGplasmidsUG1978SGX_XSGZbT[` 42

1912 —raGcistronsGandGproteinsGencodedGbyGtheGnscherichiaGcoliGantibioticGresistanceGplasmidGR_T]UG1978SG
X_ZSGX_bT`b 32

1911 uambdaGphageGpromoterGusedGtoGenhanceGexpressionGofGaGplasmidTclonedGgeneUG1978SGX_ZSGXb`TYWZ 32

1910 peneticGanalysisGofGtheGmobilizationGofGtheGnonTconjugativeGplasmidGlloGmoXZUG1978SGX_WSGXZbTX[b 18

1909 lloningGandGcharacterizationGofGncoRrGandGqindrrrGrestrictionGendonucleaseTgeneratedGfragmentsGofG
antibioticGresistanceGplasmidsGR_T]GandGR_UG1978SGX_YSGXYXTZ` 156

1908 jmplificationGofGtheGlactoseGcarrierGproteinGinGnscherichiaGcoliGusingGaGplasmidGvectorUG1978SGX]bSGYZbT[a 146

1907 viniTchromosomescGplasmidsGwhichGcarryGtheGnUGcoliGreplicationGoriginUG1978SGX_YSGY_bT`] 74

1906 volecularGcloningGofGtheGgeneGregionGcodingGforGtheGchloroplastGrRwjGofGnuglenaGgracilisUG1978SGX_ZSGXT_ 6

1905 jGrunawayTreplicationGmutantGofGplasmidGRXdrdTXbcGtemperatureTdependentGlossGofGcopyGnumberG
controlUG1978SGX_]SGX_`T`b 122

1904 lloningGofGaGrestrictionGfragmentGofGphageGmuGmwjGcodingGforGearlyGfunctionsUG1978SGX_WSGXX]Ta 18

1903 lharacterisationGofG—n]WXSGaGtransposonGdeterminingGresistanceGtoGmercuricGionsUG1978SGX]bSGXWXT_ 86

1902 vappingGofGRy[GplasmidGusingGdeletionGmutantsGofGpj–aGhybridGORy[TTlolnXPUG1978SGX_]SGZZXT[X 13

1901 —heGstableGcarriageGofGtwoG—njGunitsGonGaGsingleGrepliconUG1978SGX_WSGZZbT[_ 10

1900 vappingGofGregionsGonGclonedG–accharomycesGcerevisiaeGYTmumGmwjGcodingGforGpolypeptidesG
synthesizedGinGnscherichiaGcoliGminicellsUG1978SGX_YSGYZTZ[ 28

1899 vethylationGofGsingleTstrandedGmwjGinGvitroGintroducesGnewGrestrictionGendonucleaseGcleavageG
sitesUG1978SGY`YSGZ`]T` 245

1898 meterminationGofGplasmidGmolecularGweightsGfromGultravioletGsensitivitiesUG1978SGY`YSG[`XTY 84

1897 ylasmidGincompatibilitycGcloningGanalysisGofGanGincorrGdeterminantGofGR_T]UG1978SGY`ZSGY`TZY 59

1896 mwjGsequenceGforGaGlowTlevelGpromoterGofGtheGlacGrepressorGgeneGandGanGNupNGpromoterGmutationUG
1978SGY`[SG`_YT] 231
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1895 yhenotypicGexpressionGinGnUGcoliGofGaGmwjGsequenceGcodingGforGmouseGdihydrofolateGreductaseUG
1978SGY`]SG_X`TY[ 409

1894 jpplicationGofGRTplasmidGmwjNsGfromGnscherichiaGcoliGminicellsGinGgeneticGtransformationUG1978SGYZSGY`aTa] 8

1893 lharakterisierungGeinesGlallYTabhˆ⁄ngigenG—ransfektionssystemsGvonGnscherichiaGcoliGundG
uambdaTyhagenTmw–UG1978SGXaSGXTX_

1892 —ransformationGofGyseudomonasGputidaGwithGchromosomalGmwjUG1978SGaYSGYaXTa 10

1891 oactorsGaffectingGtheGtransformationGofGnscherichiaGcoliGstrainGchiX``_GbyGpkRZYYGplasmidGmwjUG
1978SGZSGY`bTbY 178

1890 volecularGcloningGofGrestrictionGfragmentsGandGconstructionGofGaGphysicalGandGgeneticGmapGofGtheG
nscherichiaGcoliGplasmidGR]ZaTXUG1978SGXSGZaaT[W[ 24

1889 mwjTboundGhistonesGareGnotGphosphorylatedGbyGproteinGkinasesUG1978SGabSGY]ZT_ 4

1888 peneticGandGmolecularGcharacterizationGofGanGnscherichiaGcoliGplasmidGcodingGforGhydrogenGsulfideG
productionGandGdrugGresistanceUG1978SGX[SG`_]T`W 14

1887 –treptomycinGandG–pectinomycinGresistanceGmediatedGbyGplasmidsUG1978SGXZSGXWZXT] 15

1886 kindingGofGphosphorylatedGhistoneGqXGtoGmwjUG1978SG]SGYXXZTZX 12

1885 mwjGlloningGandGtheGjnalysisGofGylasmidG–tructureGandGounctionUG1978SGXT]a 24

1884 yartialGcharacterizationGofGRTplasmidsGfromGyasteurellaGmultocidaGisolatedGfromGturkeysUG1978SGX[SGZ[aT]Y 20

1883 ylasmidTmediatedGsulfanilamideGresistanceUG1978SGYYSGZ_`T`] 15

1882 kacteriophageGlambdaGcarryingGtheGnscherichiaGcoliGchromosomalGregionGofGtheGreplicationGoriginUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1978SG`]SG]WbbTXWZ 11.5 77

1881 rnGvitroGmutagenesisGofGaGcircularGmwjGmoleculeGbyGusingGsyntheticGrestrictionGsitesUGProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1978SG`]SG_WXYT_ 11.5 187

1880 yhenotypicallyGcrypticGncoRrGendonucleaseGactivityGspecifiedGbyGtheGlolnXGplasmidUGProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1978SG`]SGXY_]Tb 11.5 7

1879 vechanismGofGintegratingGforeignGmwjGduringGtransformationGofGkacillusGsubtilisUGProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1978SG`]SGZ__[Ta 11.5 90

1878
oertilityGrepressionGofGoTlikeGconjugativeGplasmidscGphysicalGmappingGofGtheGR_TT]GfinxGandGfinyG
cistronsGandGidentificationGofGtheGfinxGproteinUGProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaSG1978SG`]SG]aZ_T[W

11.5 38
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1877 –equenceGorganizationGandGtranscriptionGatGtwoGheatGshockGlociGinGmrosophilaUGProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1978SG`]SG]_XZT` 11.5 176

1876
lonstructionGandGcharacterizationGofGanGnscherichiaGcoliGplasmidGbearingGaGfunctionalGgeneGpGofG
bacteriophageGphißX`[UGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaSG1978SG`]SG``[Ta

11.5 11

1875 —heGmevelopmentGandGUtilizationGofGRecombinantGmwjG—echnologyUG1978SGZ]T]a

1874 lloningSGmappingGandGexpressionGofGtheGgeneticGdeterminantGthatGencodesGforGtheGtaaabGantigenUG
1979SG_SGa[bT_] 113

1873 kacterialGtransformationUG1979SGXbSGY[]TZZX 31

1872 —heGplasmidGsystemGofGnscherichiaGcoliGstrainGURXY_[[cGidentificationGandGmolecularGcharacteristicsG
ofGtransposonsGinvolvedGinGtheGgenerationGofGendogenousGRTplasmidsUG1979SGZ[SGYa`TZWX 7

1871 ylasmidTmediatedGampicillinGresistanceGinGqaemophilusGducreyiUG1979SGX]SGYb[Tb 56

1870 qomologyGofGtheGZNGterminalGsequencesGofGtheGXa–GrRwjGofGkombyxGmoriGandGtheGX_–GrRwjGofG
nscherchiaGcoliUG1979SG`SGXXWbTXb 56

1869 —heGstructureGofGtheGphiGaWdZGilvRG–uR`GtransducingGphageGandGtheGoriginGofGitsG–uR`GtRwjTgeneG
containingGfragmentUG1979SGX`WSGYaZTb 6

1868 rsolationGandGpropertiesGofGaGplasmidGwhichGexpressesGtheGnUGcoliG–uR`GamberGsuppressorGtRwjG
geneUG1979SGX`WSGYbXTa 15

1867 nxpressionGofGincompatibilityGbyGderivativesGofGtheGbroadGhostTrangeGincGyTXGplasmidGRtYUG1979SGX``SGX]]T_X 11

1866 lonstructionGandGsomeGpropertiesGofGpackageableGplasmidGoUG1979SGX_bSGXW`TXY 12

1865 —heGeffectGofGrifampicinGuponGtheGtranscriptionGofGRwjGpolymeraseGbetaTgeneGinGnscherichiaGcoliUG
1979SGX`ZSGXWXT` 12

1864 ylasmidGreplicationGfunctionsUGrrUGlloningGanalysisGofGtheGrepjGreplicationGregionGofGantibioticG
resistanceGplasmidGR_T]UG1979SGX_aSGXTY] 70

1863 ylasmidGreplicationGfunctionsUGrrrUGxriginGandGdirectionGofGreplicationGofGaGIminiIGplasmidGderivedG
fromGR_T]UG1979SGX_aSGY`TZ_ 34

1862 qighGfrequencyGtransformationGofGkacillusGsubtilisGprotoplastsGbyGplasmidGmwjUG1979SGX_aSGXXXT] 817

1861 volecularGcloningGofGtobaccoGchloroplastGribosomalGRwjGgenesUG1979SGX`YSGXZ`TX[X 65

1860 rsolationGandGrestrictionGmappingGofGplasmidsGcontainingGribosomalGmwjGsequencesGfromGtheGrrnGkG
cistronGofGnUGcoliUG1979SGX`YSGX`XTa 11
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1859 jGcomplementationGanalysisGofGmobilizationGdeficientGmutantsGofGtheGplasmidGlolnXUG1979SGX`YSGYXXTb 21

1858 —heGeffectsGofGanGnscherichiaGcoliGdnajtsGmutationGonGtheGreplicationGofGtheGplasmidsGcolnXGp–lXWXSG
RXWWUXGandGR—oT—lUG1979SGX`[SGXX`TY_ 74

1857 peneticGanalysisGofGtheGinterTrelationshipGbetweenGplasmidGreplicationGandGincompatibilityUG1979SG
X`[SGXZ]T[` 45

1856 rnGvitroGsystemGforGtheGreplicationGofGtheGminiGRXGfactorGRscXXUG1979SGX`WSG[bT]_ 2

1855 lolnXGplasmidGmobilitycGessentialGandGconditionalGfunctionsUG1979SGX`WSGXWZT` 37

1854 UseGofGRy[TprimeGplasmidsGconstructedGinGvitroGtoGpromoteGaGpolarizedGtransferGofGtheGchromosomeG
inGnscherichiaGcoliGandGRhizobiumGmelilotiUG1979SGX`ZSGYabTba 37

1853 –tudiesGofGcolicinGinductionGwithGanGimmTGcolRGmutantGofGtheGplasmidGcolicinGnXUG1979SGX`ZSGZZZTa 8

1852 —heGcontructionGandGreplicationGpropertiesGofGhybridGplasmidsGcomposedGofGtheGrTdeterminantGofG
RXWWUXGandGtheGplasmidsGplRrGandGp–lYWXUG1979SGX_aSGZZ`T[W 8

1851 wucleotideGsequenceGofGtheGregionGrequiredGforGmaintenanceGofGcolicinGnXGplasmidUG1979SGX`_SGX_XT`W 32

1850 volecularGcloningGofGtheG[UYGvdGncoRrGfragmentGofGjspergillusGnidulansGmitochondrialGmwjUG1979SG
X`XSG`]Ta 13

1849 —ransformationGofGyseudomonasGaeruginosaGandGnscherichiaGcoliGwithGresistanceGplasmidGmwjcG
formationGofGsmallerGconjugativeGplasmidsGfromGRyrUG1979SGX`XSGXW`Tb 2

1848 –imultaneousGtransformationGofGnscherichiaGcoliGbyGpairsGofGcompatibleGandGincompatibleGplasmidG
mwjGmoleculesUG1979SGX`YSGXXZTa 24

1847 —heGorganizationGofGtheGribosomalGRwjGgenesGofGlhironomusGtentansGandGsomeGcloselyGrelatedG
speciesUG1979SG`XSGY_ZTaX 21

1846 missectionGofGtheGtranspositionGprocesscGaGtransposonTencodedGsiteTspecificGrecombinationGsystemUG
1979SGX`]SGY_`T`[ 210

1845 uocalizationGofGtheGdihydrofolateGreductaseGgeneGonGtheGphysicalGmapGofGbacteriophageG—]UG1979SG
X`]SGZZZT[X 5

1844 —heGgeneGforGtheGsmallGribosomalGRwjGonGyeastGmitochondrialGmwjcGyhysicalGmapSGdirectionGofG
transcriptionGandGabsenceGofGanGinterveningGsequenceUG1979SGXSGZZT[Z 42

1843 rnterfamilialGtransferGofGamberGsuppressorGgeneGforGtheGisolationGofGamberGmutantsGofG
vycobacteriophageGrZUG1979SGXYWSGZWXTY 3

1842 uocationGandGcharacterisationGofGaGnewGreplicationGoriginGinGtheGnUGcoliGtXYGchromosomeUG1979SGX`]SGX]XT` 31

(1979-1979)
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1841 peneticGtransformationGofGyseudomonasGphaseolicolaGbyGRTfactorGmwjUG1979SGX`[SGXWXTZ 10

1840 –tableGyeastGtransformationGwithGchimericGplasmidsGusingGaGYGmicronTcircularGmwjTlessGstrainGasGaG
recipientUG1979SGX`_SGZZ]T[Y 30

1839 lloningGofGbacteriophageGyvYGmwjGinGnscherichiaGcoliGtXYUG1979SGX`_SG[ZZTa 3

1838 lloningGofGtheGentireGregionGforGnitrogenGfixationGfromGtlebsiellaGpneumoniaeGonGaGmulticopyG
plasmidGvehicleGinGnscherichiaGcoliUG1979SGX`_SGX`TY[ 31

1837 —heGnUGcoliGgeneGencodingGheatGstableGtoxinGisGaGbacterialGtransposonGflankedGbyGinvertedGrepeatsGofG
r–XUG1979SGY``SG[]ZT_ 169

1836 llonedGfragmentsGofGtheGplasmidGlolVSrTtb[GspecifyingGvirulenceGandGserumGresistanceUG1979SGY`bSG``aTaX 174

1835 —ranspositionGproteinGofG—nZcGidentificationGandGcharacterisationGofGanGessentialG
repressorTcontrolledGgeneGproductUG1979SGYaYSGaWXT_ 106

1834 —ransformationGofnscherichiaGcolil_WWGbyGplasmidGmwjGatGdifferentGphasesGofGgrowthUG1979SG]SGYXbTYYY 115

1833 lonstructionGinGvitroGofGhybridGplasmidsGcarryingGallGtheGncoRrGfragmentsGfromGlambdarifdXaGmwjUG
1979SGb]SGZbXTa 5

1832 jpplicationGofGrecombinantGmwjGtechnologyGtoGquestionsGofGdevelopmentalGbiologycGaGreviewUG1979
SG_bSGZW]TYa 61

1831 lonstructionGandGpropertiesGofGhybridGplasmidsGcarryingGtheGnUGcoliGgalGoperonUG1979SG`SGXWbTXb 4

1830 qighGfrequencyGofGyeastGtransformationGbyGplasmidsGcarryingGpartGorGentireGYTmicronGyeastGplasmidUG
1979SG]SGYZZT]Z 118

1829 rnceptorGandGoriginGofGmwjGreplicationGinGlambdoidGcoliphagesUGrUG—heGlambdaGmwjGminimalG
replicationGsystemUG1979SG_SGXZ`T`Y 43

1828 ylasmidsGwithGtemperatureTdependentGcopyGnumberGforGamplificationGofGclonedGgenesGandGtheirG
productsUG1979SG_SGbXTXW_ 164

1827 rnvestigationsGintoGtheGtlebsiellaGaerogenesGpentitolGoperonsGusingGspecialisedGtransducingGphagesG
lambdaprbtGandGlambdaprbtGdalUG1979SGXZYSG[Z]T`W 18

1826 rsolationGandGcharacterizationGofGclonedGfragmentsGofGbacteriophageGyXGmwjUG1979SGbZSGZa`Tb` 61

1825 lloningGandGexpressionGofGtheGnscherichiaGcoliGreplicationGoriginGinGaGsingleTstrandedGmwjGphageUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1979SG`_SG_Y]WT[ 11.5 41

1824
rsolationGandGmappingGofGplasmidsGcontainingGtheG–almonellaGtyphimuriumGoriginGofGmwjG
replicationUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1979SG
`_SGZWb`TXWX

11.5 46
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1823 —ranscriptionGofGspacerGsequencesGinGgenesGcodingGforGribosomalGRwjGinGßenopusGcellsUGProceedingsf
offthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1979SG`_SGZb]`T_X 11.5 30

1822 rdentificationGandGcharacterizationGofGaGselfTregulatedGrepressorGofGtranslocationGofGtheG—nZG
elementUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1979SG`_SG[WYWT[11.5 73

1821 lloningGofGtheGstructuralGgeneGOompjPGforGanGintegralGouterGmembraneGproteinGofGnscherichiaGcoliG
tTXYUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1979SG`_SG[Z_WT[ 11.5 45

1820 nntrapmentGofGaGbacterialGplasmidGinGphospholipidGvesiclescGpotentialGforGgeneGtransferUGProceedingsf
offthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1979SG`_SGZZ[aT]Y 11.5 85

1819 xperonTspecificGregulationGofGribosomalGproteinGsynthesisGinGnscherichiaGcoliUGProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1979SG`_SG_][YT_ 11.5 69

1818 lontrolGfeaturesGwithinGtheGrplsuTrpoklGtranscriptionGunitGofGnscherichiaGcoliUGProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1979SG`_SG[bYYT_ 11.5 93

1817 jssayGofGrepairGenzymeGactivityGbyGreactivationGofGultravioletTirradiatedGinfectiveGviralGmwjUG1980SG
a`SGXZa`Tb[ 3

1816 peneGexpressionGofGampicillinGresistanceGtransposonsSG—nY_WXGandG—nY_WYUG1980SGY[SG[`bTb[ 10

1815 lloningGofGanGoriginGofGmwjGreplicationGofGßenopusGlaevisUGProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaSG1980SG``SG]YbYT_ 11.5 32

1814 rnterspeciesGhomologyGofGnitrogenaseGgenesUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaSG1980SG``SGXbXT] 11.5 330

1813 wucleotideGsequenceGofGtheG–almonellaGtyphimuriumGoriginGofGmwjGreplicationUGProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1980SG``SGY[_WT[ 11.5 53

1812
mwjGsequenceGencodingGtheGwqYTterminalGpeptideGinvolvedGinGtransportGofGlambdaGreceptorSGanG
nscherichiaGcoliGsecretoryGproteinUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaSG1980SG``SGY_YXT]

11.5 52

1811
wucleotideGsequenceGofGtheGbacterialGtransposonG—nX_aXGencodingGaGheatTstableGO–—PGtoxinGandGitsG
identificationGinGenterotoxigenicGnscherichiaGcoliGstrainsUGProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaSG1980SG``SG[WXXT]

11.5 235

1810
ReplicationGofGtheGplasmidGpkRZYYGunderGtheGcontrolGofGaGclonedGreplicationGoriginGfromGtheG
singleTstrandedGmwjGphageGvXZUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaSG1980SG``SG[_ZaT[Y

11.5 42

1809 nxpressionGofGaGmwjGstrandGinitiationGsequenceGofGlolnXGplasmidGinGaGsingleTstrandedGmwjGphageUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1980SG``SG_]__T`W 11.5 53

1808
lonstructionGandGidentificationGofGbacterialGplasmidsGcontainingGnucleotideGsequenceGforGhumanG
leukocyteGinterferonUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaSG1980SG``SG`WXWTZ

11.5 108

1807
vitochondrialGmwjGpolymorphismcGevidenceGthatGvariantsGdetectedGbyGrestrictionGenzymesGdifferGinG
nucleotideGsequenceGratherGthanGinGmethylationUGProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaSG1980SG``SG_[X]Tb

11.5 27

1806 peneticGandGmwjGsequenceGanalysisGofGtheGkanamycinGresistanceGtransposonG—nbWZUGProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1980SG``SG`X`_TaW 11.5 110

(1980-1979)
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1805 mwjGsequenceGofGtheG–erratiaGmarcescensGlipoproteinGgeneUGProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaSG1980SG``SGXZ_bT`Z 11.5 46

1804 —argetedGdeletionsGofGsequencesGfromGclosedGcircularGmwjUGProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaSG1980SG``SGY[]]Tb 11.5 27

1803
rntegrativeGrecombinationGofGbacteriophageGlambdacGextentGofGtheGmwjGsequenceGinvolvedGinG
attachmentGsiteGfunctionUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaSG1980SG``SGZYYWT[

11.5 52

1802 mwjGsequenceGofGregulatoryGregionGforGintegrationGgeneGofGbacteriophageGlambdaUGProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1980SG``SGY[``TaX 11.5 40

1801 —woGcontrolGregionsGforGeukaryoticGtRwjGgeneGtranscriptionUGProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaSG1980SG``SGZZ_]Ta 11.5 139

1800 nstablishmentGofGnscherichiaGcoliGcellsGwithGanGintegratedGhighGcopyGnumberGplasmidUG1980SGX`aSG]Y]TZZ 82

1799 lharacterizationGandGcloningGofGplasmidGlikeGmwjGofGtheGascomyceteGyodosporaGanserinaUG1980SG
X`aSG_ZbT[_ 75

1798 llonedGˆ�TgalactosidaseGgeneGofGnscherichiaGcoliGisGexpressedGinGtheGyeastG–accharomycesGcerevisiaeUG
1980SGYSGXWbTXZ 24

1797 lonstructionGofGaGphysicalGmapGofGaGkanamycinGOtmPGtransposonSG—n]SGandGaGcomparisonGtoGanotherG
tmGtransposonSG—nbWZUG1980SGX`aSG``TaZ 15

1796 —heGaralGregulatoryGgeneGmRwjGcontainsGaGleaderGsequenceUG1980SGXaWSGYXbTY_ 14

1795 lonversionGofGbacteriophageGfdGintoGanGefficientGsingleTstrandedGmwjGvectorGsystemUG1980SGX``SGYZXT[Y 102

1794 —ranscriptionGofGbacteriophageGvuUGrrUG—ranscriptionGofGtheGrepressorGgeneUG1980SGX`bSGXa]Tb 21

1793 —heGconstructionGandGcharacterisationGofGplasmidGvectorsGsuitableGforGtheGexpressionGofGallGmwjG
phasesGunderGtheGcontrolGofGtheGnUGcoliGtryptophanGpromoterUG1980SGX``SG[Y`TZa 56

1792 rnductionGofGmutationsGinGspecificGgenesGofGbacteriophageG—[GusingGclonedGrestrictionGfragmentsG
andGmarkerGrescueUG1980SGX``SG[[`T]Y 22

1791 lonstructionGofGpkRZYYTaraGhybridGplasmidsGbyGinGvivoGrecombinationUG1980SGX`bSG_X]TY] 9

1790 —heGboundariesGandGcopyGnumbersGofG—iGplasmidG—TmwjGvaryGinGcrownGgallGtumorsUG1980SGX``SG_Z`T[Z 62

1789 xnGprocaryoticGgeneGexpressionGinGeucaryoticGsystemsUG1980SG][SGYabTZWY 8

1788 oGplasmidGprovidesGaGfunctionGthatGpromotesGrecjTindependentGsiteTspecificGfusionsGofGp–lXWXG
repliconUG1980SGYa]SG]``Tb 15
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1787 rsolationGofGaGcomplexGbetweenGtheGyGproteinGofGphageGlambdaGandGtheGdnakGproteinGofGnscherichiaG
coliUG1980SGXW]SGXT_ 54

1786 wucleotideGsequenceGofGaG]–GribosomalGRwjGgeneGinGtheGseaGurchinGuytechinusGvariegatusUG1980SGaSGXaZbT]Z 40

1785 wewGtranslocationGsequenceGmediatingGtetracyclineGresistanceGfoundGinGnscherichiaGcoliGpathogenicG
forGpigletsUG1980SGXaSGYWWT] 2

1784 kasicGstepsGinGgeneticGengineeringUG1980SGX]SGXXTY[ 0

1783 lharacterizationGofGbetaTlactamaseTdeficientGOblaPGmutantsGofGtheGRGplasmidGRXGinGnscherichiaGcoliG
tTXYGandGcomparisonGwithGsimilarGmutantsGofGRyXUG1980SGXaSG__`T`[ 11

1782 ueuTenkephalinGpurificationGfromGnUGcoliGcellsGcarryingGtheGplasmidGwithGfusedGsyntheticG
leuTenkephalinGgeneUG1980SGaSG_X_ZT`[ 4

1781 jGcmwjGcloneGfromGäeaGmaysGendospermGsucroseGsynthetaseGmRwjUG1980SGaSG_X`]Taa 35

1780 ylasmidTdeterminedGresistanceGtoGfosfomycinGinG–erratiaGmarcescensUG1980SGXaSGYX]Tb 63

1779 —heGexpressionGinGnUGcoliGofGsyntheticGrepeatingGpolymericGgenesGcodingGforG
polyOuTaspartylTuTphenylalaninePUG1980SGaSG[]`]TbY 52

1778 lloningGofGinfluenzaGcmwjGinoGvXZcGtheGsequenceGofGtheGRwjGsegmentGencodingGtheGjVyRVaVZ[G
matrixGproteinUG1980SGaSGXb_]T`[ 229

1777 nxpressionGofGtheGherpesGthymidineGkinaseGgeneGinGßenopusGlaevisGoocytescGanGassayGforGtheGstudyGofG
deletionGmutantsGconstructedGinGvitroUG1980SGaSG]bZXT[a 159

1776 jGshortGprimerGforGsequencingGmwjGclonedGinGtheGsingleTstrandedGphageGvectorGvXZmpYUG1980SGaSGX`ZXT[Z 157

1775 lonstructionGandGcharacterizationGofGaGplasmidGcontainingGaGnearlyGfullTsizeGmwjGcopyGofGsatelliteG
tobaccoGnecrosisGvirusGRwjUG1980SGX[ZSGY]bT`X 12

1774 yersistenceGandGspreadGofGaGchloramphenicolGresistanceTmediatingGplasmidGinGantigenicGtypesGofG
nscherichiaGcoliSGpathogenicGforGpigletsUG1980SG[SGXYZTb 6

1773 lharacterizationGofGtheGplasmidsGcomprisingGtheGIRGfactorIGR]GandGtheirGrelationshipsGtoGotherGRG
plasmidsUG1980SGZSGY_WT`` 17

1772 yartitioningGofGplasmidGRXGinGnscherichiaGcoliUGrrUGrncompatibilityGpropertiesGofGtheGpartitioningG
systemUG1980SG[SGZZYTb 66

1771 lolnXGhybridGplasmidsGcontainingGnscherichiaGcoliGgenesGinvolvedGinGtheGbiosynthesisGofGglutamateG
andGglutamineUG1980SGZSGX]WT_[ 43

1770 jGversatileGprimerGforGmwjGsequencingGinGtheGvXZmpYGcloningGsystemUG1980SGXWSG_bT`Z 239

(1980-1980)
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1769 —heGexpressionGofGtheGclonedGtufkGgeneGinGvivoUG1980SGXXbSGYX]Ta 13

1768 volecularGcloningGofGsyntheticGangiotensinGXGgeneGinGnscherichiaGcolicGaGrouteGtoGphysiologicallyG
activeGhormoneUG1980SGXX[SGY`ZT` 3

1767 pvkbGplasmidsGbearingGtheG–almonellaGtyphimuriumGhisGoperonGandGgndGgeneUG1980SGaSGYZbT]Z 17

1766 rsolationGofGtransposonG—njGfromGplasmidGRy[GcarryingGtwoGcopiesGofGthisGelementUG1980SGaSGX]ZT_Y 6

1765 nxpressionGofGthymidylateGsynthetaseGactivityGinGkacillusGsubtilisGuponGintegrationGofGaGclonedGgeneG
fromGnscherichiaGcoliUG1980SGXWSGYY`TZ] 28

1764 jGplasmidGcloningGvehicleGallowingGaGpositiveGselectionGforGinsertedGfragmentsUG1980SGXYSGXYZT` 108

1763 —heGgeneticGcodeGinGbovineGmitochondriacGsequenceGofGgenesGforGtheGcytochromeGoxidaseGsubunitGrrG
andGtwoGtRwjsUG1980SGXYSGY]`T_] 48

1762 volecularGcloningGofGtheGgeneGOushPGfromGnscherichiaGcoliGspecifyingGperiplasmicGUmyTsugarG
hydrolaseGO]NTnucleotidasePUG1980SGXYSGYaXT_ 15

1761 rsolationGofGratGliverG]–GRwjGgenesUG1980SGXXSGb`TXWa 9

1760 mwjGprotectionGwithGtheGmwjGmethylaseGvGUGkbvrGfromGkacillusGbrevisGvarUGpkGagainstGcleavageGbyG
theGrestrictionGendonucleasesGystrGandGyvurrUG1980SGXWSGXW]TXY 32

1759 ReplicationGofGheterologousGmwjGinGßenopusGlaevisGoocytesUG1981SGXY[SGYX]Ta 4

1758 yropagationGofGkTlymphotropicGpapovavirusGOuyVPGinGhumanGkTlymphomaGcellsGandGcharacterizationG
ofGitsGmwjUG1981SGXX[SGYYaTZ] 34

1757 peneticGstructureGofGtheGrncwGplasmidGwZUG1981SG_SGYbZTZWX 14

1756 jGsystemGforGshotgunGmwjGsequencingUG1981SGbSGZWbTYX 2657

1755 —heGnucleotideGsequenceGofGtheGpromoterGandGtheGaminoTterminalGregionGofGalkalineGphosphataseG
structuralGgeneGOphojPGofGnscherichiaGcoliUG1981SGbSG]_`XTa 91

1754 peneticGtransformationGofGRhizobiumGmelilotiGbyGplasmidGmwjUG1981SGX]SGY`bTaZ 36

1753 RegionTGandGstrandTspecificGmutagensisGofGaGrecombinantGplasmidUG1981SGX]SGZZXT[Y 18

1752 RecoveryGofGmwjGfragmentsGinsertedGbyGtheGItailingIGmethodcGregenerationGofGystrGrestrictionGsitesUG
1981SGXZSGZZbT[_ 36
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1751 lloningGofGtheGqr–]GgeneGofG–accharomycesGcerevisiaeGbyGyeastGtransformationUG1981SGX_SGZZ]T[X 12

1750 lonstructionGandGcharacterizationGofGnewGcloningGvehiclesUGVUGvobilizationGandGcodingGpropertiesGofG
pkRZYYGandGseveralGdeletionGderivativesGincludingGpkRZY`GandGpkRZYaUG1981SGXZSGY]TZ] 139

1749 jmpicillinGtreatmentGfailureGofGapparentlyGbetaTlactamaseTnegativeGqaemophilusGinfluenzaeGtypeGbG
meningitisGdueGtoGnovelGbetaTlactamaseUG1981SGYSGXWWaTXW 86

1748
lonstructionGandGcharacterizationGofGaGnovelGtwoTplasmidGsystemGforGaccomplishingG
temperatureTregulatedSGamplifiedGexpressionGofGclonedGadventitiousGgenesGinGnscherichiaGcoliUG1981SG
X_SGY`]Ta_

47

1747 lloningGandGorganizationGofGgenesGforG]–GribosomalGRwjGinGtheGseaGurchinUGuytechinusGvariegatusUG
1981SGX[SG]XT_Y 15

1746 wucleotideGsequenceGofGtheGargoGregulatoryGregionGofGnscherichiaGcoliGtTXYUG1981SGX_SGXXbTZY 21

1745 lloningGofGaGrecjTlikeGgeneGofGyroteusGmirabilisUG1981SGX[SGZWXTa 27

1744 kacteriophageG—]GgrowthGinGnscherichiaGcoliGcontainingGystrGfragmentsGofGtheGcolicinGrbGplasmidUG
1981SGX_SGabTb_ 13

1743 vutantsGofG–higellaGsonneiGdeficientGinGmwjGpolymeraseGrUG1981SGbWSGX[bT]] 2

1742 —ranscriptionGandGprocessingGofGadenoviralGRwjGbyGextractsGfromGqeuaGcellsUGProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1981SG`aSG[WbYT_ 11.5 42

1741 RwjsGinvolvedGinGcopyTnumberGcontrolGandGincompatibilityGofGplasmidGRXUGProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1981SG`aSG_WWaTXY 11.5 164

1740 ylasmidGlolnXGincompatibilityGdeterminedGbyGinteractionGofGRwjGrGwithGprimerGtranscriptUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1981SG`aSG_Wb_TXWW 11.5 239

1739 rsolationGofGtwoGclustersGofGmouseGhistoneGgenesUGProceedingsfoffthefNationalfAcademyfoffSciencesf
offthefUnitedfStatesfoffAmericaSG1981SG`aSG[W`aTaY 11.5 90

1738
kiologicalGactivityGofGtheGspleenGfocusTformingGvirusGisGencodedGbyGaGmolecularlyGclonedGsubgenomicG
fragmentGofGspleenGfocusTformingGvirusGmwjUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaSG1981SG`aSGX[WXT]

11.5 64

1737
qeterogeneityGofGRwjGpolymeraseGinGkacillusGsubtiliscGevidenceGforGanGadditionalGsigmaGfactorGinG
vegetativeGcellsUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG
1981SG`aSGY`_YT_

11.5 74

1736 volecularGcloningGandGcharacterizationGofGwinterGflounderGantifreezeGcmwjUGProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1981SG`aSGYaY]Tb 11.5 36

1735 —woGseparateGregionsGofGtheGextrachromosomalGribosomalGdeoxyribonucleicGacidGofG—etrahymenaG
thermophilaGenableGautonomousGreplicationGofGplasmidsGinG–accharomycesGcerevisiaeUG1981SGXSG]Z]T[Z 103

1734
vethodGforGintroducingGsiteTspecificGmutationsGintoGadenovirusGYGgenomecGconstructionGofGaGsmallG
deletionGmutantGinGVjTRwjrGgeneUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaSG1981SG`aSGYXa[Ta

11.5 14

(1981-1981)
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1733
lloningGandGanalysisGofGstrongGpromotersGisGmadeGpossibleGbyGtheGdownstreamGplacementGofGaGRwjG
terminationGsignalUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG
1981SG`aSG[bZ_T[W

11.5 152

1732 mifferentGnucleotideGchangesGinGtheGlargeGrRwjGgeneGofGtheGmitochondrialGmwjGconferG
chloramphenicolGresistanceGonGtwoGhumanGcellGlinesUG1981SGbSG]`a]Tb] 81

1731 nxpressionGofGtheGhepatitisGkGvirusGsurfaceGantigenGgeneGinGcellGcultureGbyGusingGaGsimianGvirusG[WG
vectorUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1981SG`aSGY_W_TXW11.5 141

1730 lloningGandGexpressionGofGtheGkacillusGthuringiensisGcrystalGproteinGgeneGinGnscherichiaGcoliUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1981SG`aSGYabZT` 11.5 269

1729 ResolutionGofGcointegratesGbetweenGtransposonsGgammaGdeltaGandG—nZGdefinesGtheGrecombinationG
siteUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1981SG`aSGZ[YaTZY 11.5 96

1728
vitochondrialGmwjGofGchloramphenicolTresistantGmouseGcellsGcontainsGaGsingleGnucleotideGchangeGinG
theGregionGencodingGtheGZNGendGofGtheGlargeGribosomalGRwjUGProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaSG1981SG`aSGZ`abTbZ

11.5 92

1727 RGplasmidGwithGcarbadoxGresistanceGfromGnscherichiaGcoliGofGporcineGoriginUG1981SGXbSGa_TbW 19

1726 vechanismGofGhighGpowerGpicosecondGlaserGUVGinactivationGofGvirusesGandGbacterialGplasmidsUG1981SG
ZZSGaZ]Ta 29

1725 lharacterizationGofGaGhumanGpapillomavirusGfromGepidermodysplasiaGverruciformisGlesionsGofGaG
patientGfromGUpperTvoltaUG1981SGY`SG_[]T]W 84

1724 RestrictionGenzymeGanalysisGofGaGhighlyGdivergedGsatelliteGmwjGfromGmrosophilaGnasutoidesUG1981SG
aZSGZ_`T`b 2

1723 —heGinfluenceGofGcolicinogenicGplasmidsGlolrbTybSGlolraTlj]ZGandGlolVTtZWGonGtheGrepairSG
mutagenesisGandGinductionGofGcolicinGnXGsynthesisUG1981SGXaXSGXWXT_ 6

1722 lloningGofGaGeukaryoticGregulatoryGgeneUG1981SGXa[SGZb[Tb 65

1721 lloningGofGmitochondrialGmwjGfromGtheGpetiteGnegativeGyeastG–chizosaccharomycesGpombeGinGtheG
bacterialGplasmidGpkRZYYUG1981SGXa[SG[_]T`W 14

1720 nvidenceGforGtranscriptionalGregulationGofGdihydrooroticGacidGdehydrogenaseGinG–accharomycesG
cerevisiaeUG1981SGZSGXXbTYZ 21

1719 jnGr–[TencodedGproteinGisGsynthesizedGinGminicellsUG1981SGXaYSGXaZTa 26

1718 lloningGandGexpressionGofGtheGkacillusGsubtilisGphageG–yyXGinGnUGcoliUGrUGlonstructionGandG
characterizationGofGlambdaV–yyXGhybridsUG1981SGXaYSGYbZTa 9

1717 –tructureGandGfunctionGofGtheGregionGofGtheGreplicationGoriginGofGtheGkacillusGsubtilisGchromosomeUGrUG
rsolationGandGcharacterizationGofGplasmidsGcontainingGtheGoriginGregionUG1981SGXaZSGYYWT_ 27

1716
–tructureGandGfunctionGofGtheGregionGofGtheGreplicationGoriginGofGtheGkacillusGsubtilisGchromosomeUGrrUG
rdentificationGofGtheGessentialGregionsGforGinhibitoryGfunctionsGshownGbyGtheGmwjGsegmentG
containingGtheGreplicationGoriginUG1981SGXaZSGYY`TZZ

9
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1715 –urfaceGexclusionGbetweenGoNGplasmidsGinGstrainsGofGnscherichiaGcoliGtTXYGcarryingGaGdnakGmutationSG
inGtheGpresenceGorGabsenceGofGbacteriophageGgenomesGprovidingGaGdnakGanalogGfunctionUG1981SGXaZSGYZaT[Y

1714 —heGcloningGandGtransposonG—n]GmutagenesisGofGtheGglnjGregionGofGtlebsiellaGpneumoniaecG
identificationGofGglnRSGaGgeneGinvolvedGinGtheGregulationGofGtheGnifGandGhutGoperonsUG1981SGXaZSGYabTb` 59

1713 lloningGofGnUGcoliGpnpGgeneGfromGanGepisomeUG1981SGXaZSGYbaTZW] 38

1712 ReplicationGcontrolGfunctionsGofGplasmidGRXGactGasGinhibitorsGofGexpressionGofGaGgeneGrequiredGforG
replicationUG1981SGXa[SG]_T_X 53

1711 —heGlocationGofGsequencesGofG—njGrequiredGforGtheGestablishmentGofGtranspositionGimmunityUG1981SG
Xa[SGaWT_ 21

1710 —heGtnpRGgeneGproductGofG—njGisGrequiredGforGtranspositionGimmunityUG1981SGXa[SGa`TbX 11

1709 volecularGcloningGofGtheGuvrmGgeneGofGnscherichiaGcoliGthatGcontrolsGultravioletGsensitivityGandG
spontaneousGmutationGfrequencyUG1981SGXa[SGXbXTb 34

1708 VectorsGforGcloningGinGcyanobacteriacGconstructionGandGcharacterizationGofGtwoGrecombinantG
plasmidsGcapableGofGtransformationGofGnscherichiaGcoliGtXYGandGjnacystisGnidulansGRYUG1981SGXa[SGY[bT][ 80

1707 lloningGofGaGgeneGfromGtheGfissionGyeastG–UGpombeGwhichGcomplementsGnUGcoliGpyrkSGtheGgeneGforG
aspartateGtranscarbamylaseUG1981SGXaYSG[Y_T[Yb 9

1706 lonstructionGofGhybridGplasmidsGcontainingGtheGlysjGgeneGofGnscherichiaGcolicGstudiesGofGexpressionG
inGnscherichiaGcoliGandG–accharomycesGcerevisiaeUG1981SGXaYSG[]_T_X 19

1705 —heGrequirementGforGbothGmwjGpolymeraseGandG]NGtoGZNGexonucleaseGactivitiesGofGmwjGpolymeraseGrG
duringG—n]GtranspositionUG1981SGXaYSGXbTY[ 32

1704 wifGplasmidGfromGuignobacterUG1981SGXZWSGZYYTZY[ 15

1703 yhysicalGandGfunctionalGmappingGofG—nY_WZSGaGtransposonGencodingGampicillinSGstreptomycinSG
sulfonamideSGandGmercuryGresistanceUG1981SGXaXSG[_[Tb 31

1702 rntroductionGofGactiveGenzymesGintoGintactGnscherichiaGcoliGcellsGbyGmeansGofGliposomesUGyhenotypicG
suppressionGofGuvrGjGandGpolGjGmutantsUG1981SGXaXSG]ZYT[ 1

1701 lonstructionGofGnewGyeastGvectorsGandGcloningGofGtheGnifGOnitrogenGfixationPGgeneGclusterGofG
tlebsiellaGpneumoniaeGinGyeastUG1981SGZSGX`ZTaW 38

1700 jGI–topperIGmutantGofGweurosporaGcrassaGcontainingGtwoGpopulationsGofGaberrantGmitochondrialG
mwjUG1981SGZSGYW]TXX 54

1699 jnalysisGofGtheGplasmidGcontentGofGanGnUGcoliGclinicalGisolatecGlharacterizationGofGpysZaSGpysZbSGandG
ofGtheGtransposonG—nYZWXUG1981SGXWSGX_bTX`Z 5

1698 lloningGtheGchllGgeneGforGnitrateGreductaseGofGnscherichiaGcoliUG1981SGXXSGYXZTYX_ 3

(1981-1981)
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1697 lloningGandGexpressionGofGthechljgeneGofnscherichiaGcolitXYUG1981SGXYSG_XT_[ 10

1696 lharacterizationGofGtheGnscherichiaGcoliGchllGregulatoryGregionGinGaGclonedGchllTlacGgeneGfusionUG
1981SGXYSGXY]TXYb 5

1695 metergentToversensitiveGstrainsGofGnscherichiaGcoliGsuitableGforGbiologicalGcontainmentUG1981SGXYSGY_bTY`Y

1694 jGgeneralGmethodGforGsiteTdirectedGmutagenesisGinGprokaryotesUG1981SGYabSGa]Ta 670

1693 volecularGcloningGofGtheGtXGcapsularGpolysaccharideGgenesGofGnUGcoliUG1981SGYabSG_b_Ta 97

1692 peneticGanalysisGofGtaaTmediatedGadhesionGofGenterotoxigenicGnscherichiaGcoliUG1981SGYbXSGXYYT_ 73

1691 –ynthesisGofGhepatitisGkGsurfaceGandGcoreGantigensGinGnUGcoliUG1981SGYbXSG]WZT_ 145

1690 rnGvivoGconsequencesGofGplasmidGtopologyUG1981SGYbYSGZaWTY 101

1689 qotGspotsGofGframeshiftGmutationsGinducedGbyGtheGultimateGcarcinogenG
wTacetoxyTwTYTacetylaminofluoreneUG1981SGYb[SG_]`Tb 197

1688 lloningGofGcmwjGsequencesGderivedGfromGpolyOjPGnuclearGRwjGofßenopusGlaevisGatGdifferentG
developmentalGstagescGnvidenceGforGstageGspecificGregulationUG1981SGXbWSGb`TXWY 7

1687 qairpinTloopGformationGbyGinvertedGrepeatsGinGsupercoiledGmwjGisGaGlocalGandGtransmissibleG
propertyUG1981SGbSGXY`XTab 133

1686 rdentificationGofGaGproteinGcodedGbyGpRGplasmidGandGinvolvedGinG–x–GrepairGinGnUGcoliUG1981SGbSG_YZTZX 10

1685 –tructuralGcomplexityGofGdefectiveTinterferingGRwjsGofG–emlikiGoorestGvirusGasGrevealedGbyGanalysisG
ofGcomplementaryGmwjUG1981SGbSGZ[WZTX` 21

1684 lonjugalGtransferGofGanGRTplasmidGinGyasteurellaGmultocidaUG1981SGYWSG[X]T` 21

1683 lharacterizationGofGaGclonedGhistoneGgeneGclusterGofGtheGnewtGwotophthalamusGviridescensUG1981SGbSGYYaXTb] 40

1682 lhloramphenicolGtransposonsGfoundGinG–almonellaGnaestvedGandGnscherichiaGcoliGofGdomesticGanimalG
originUG1981SGYWSGZaYT_ 3

1681 wonconjugativeGplasmidGwithGampicillinGresistanceGisolatedGfromGqaemophilusGinfluenzaeGinGsapanUG
1981SGY]SG_WbTXX

1680 mrugGresistanceGandGRGplasmidsGinGkordetellaGbronchisepticaGisolatesGfromGpigsUG1981SGY]SG``ZTa_ 11
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1679 volecularGcloningGandGanalysisGofGcmwjGsequencesGderivedGfromGpolyGjRGRwjGfromGbarleyG
endospermcGidentificationGofGkGhordeinGrelatedGclonesUG1981SGbSG__abT`W` 101

1678 –equenceGrelationshipsGbetweenGsingleGrepeatGunitsGofGhighlyGreiteratedGjfricanGpreenGmonkeyG
mwjUG1981SGbSGX_bTaX 51

1677 lloningGandGmappingGofGtheGchloroplastGmwjGsequencesGforGtwoGmessengerGRwjsGfromGmustardG
O–inapisGalbaGuUPUG1981SGbSGZ_aXTb[ 48

1676 nxpressionGofGplantGtumorTspecificGproteinsGinGminicellsGofGnscherichiaGcolicGaGfusionGproteinGofG
lysopineGdehydrogenaseGwithGchloramphenicolGacetyltransferaseUG1981SGbSG]Xa`TYWY 48

1675 RecombinantGmwjGtechnologyUG1981SGY`SGXTa[ 14

1674 missectionGofGtheGrTdeterminantGofGtheGplasmidGRXWWUXcGtheGsequenceGatGtheGextremitiesGofG—nYXUG
1981SGbSG_Y_]T`a 24

1673 xrganizationGofGhighlyGrepetitiveGsatelliteGmwjGofGtwoGlucurbitaceaeGspeciesGOlucumisGmeloGandG
lucumisGsativusPUG1982SGXWSG_ZXT[[ 46

1672 —heGmaizeGchloroplastGgenesGforGtheGbetaGandGepsilonGsubunitsGofGtheGphotosyntheticGcouplingG
factorGloXGareGfusedUG1982SGXWSG[ba]T]WWY 240

1671 lhapterGYZUGjGReviewGofGtheGkasicGnlementsGofGRecombinantGmwjGResearchUG1982SGX`SGYYbTY[Y 1

1670 —hymidineGkinaseGdeletionGmutantsGofGherpesGsimplexGvirusGtypeGXUG1982SG_ZSGY``Tb] 87

1669 ylasmidTcodedGampicillinGresistanceGinGqaemophilusGducreyiUG1982SGYYSG_abTbY 5

1668 ylasmidTmediatedGsulfonamideGresistanceGinGqaemophilusGducreyiUG1982SGYXSGX]bT_] 57

1667 lharacterizationGofGampicillinGresistanceGplasmidsGfromGqaemophilusGducreyiUG1982SGYXSG_YYT` 30

1666 mirectedGmutagenesisGofGmwjGclonedGinGfilamentousGphagecGinfluenceGofGhemimethylatedGpj—lG
sitesGonGmarkerGrecoveryGfromGrestrictionGfragmentsUG1982SGXWSG_[`]Ta] 92

1665 —heGchromosomalGoriginGofGreplicationGOorilPGofGnrwiniaGcarotovoraUG1982SGXWSGY_ZbT]W 21

1664 ylasmidGRZb[GisGaGcointegrateUG1982SGXYaSGY`bXT] 1

1663 volecularGepidemiologyGofGbetaTlactamaseTspecifyingGplasmidsGofGqaemophilusGducreyiUG1982SGYXSGa]`T_Z 44

1662 wucleotideGsequencesGofGtheGmurineGretrovirusGoriendG–ooVpGlongGterminalGrepeatscGidentificationG
ofGaGstructureGwithGextensiveGdyadGsymmetryG]NGtoGtheG—j—jGboxUG1982SGXWSGZZX]TZW 34
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1661 lloningGandGsequenceGanalysisGofGaGcmwjGplasmidGforGoneGofGtheGratGliverGglutathioneG–TtransferaseG
subunitsUG1982SGXWSG][W`TXb 34

1660 UseGofGspecificGsingleGstrandedGmwjGprobesGclonedGinGvXZGtoGstudyGtheGRwjGsynthesisGofGfourG
temperatureTsensitiveGmutantsGofGqtV_aGinfluenzaGvirusUG1982SGXWSGYbY]TZa 26

1659
qighTlevelGexpressionGofGanGinterferonGalphaGYGgeneGclonedGinGphageGvXZmp`GandGsubsequentG
purificationGwithGaGmonoclonalGantibodyUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaSG1982SG`bSG][]]Tb

11.5 40

1658
vouseGncoRrGsatelliteGmwjGcontainsGaGsequenceGhomologousGtoGtheGlongGterminalGrepeatGofGtheG
intracisternalGjGparticleGgeneUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesf
offAmericaSG1982SG`bSG_XYZT`

11.5 6

1657
lloningGandGsequenceGdeterminationGofGtheGgeneGforGtheGhumanGimmunoglobulinGepsilonGchainG
expressedGinGaGmyelomaGcellGlineUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaSG1982SG`bSG___XT]

11.5 45

1656 lloningGtheGdoubleTstrandedGRwjGgenesGofGreoviruscGsequenceGofGtheGclonedG–YGgeneUGProceedingsf
offthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1982SG`bSG`_[[Ta 11.5 69

1655 rdentificationGofGaGsequenceGresponsibleGforGperiodicGsynthesisGofGyeastGhistoneGYjGmRwjUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1982SG`bSG`_abTbZ 11.5 82

1654 lloningGandGtranscriptionalGcontrolGofGaGeucaryoticGpermeaseGgeneUG1982SGYSGb``Ta[ 41

1653 uocalizationGofGkinetoplastGmwjGmaxicircleGtranscriptsGinGbloodstreamGandGprocyclicGformG
—rypanosomaGbruceiUG1982SGYSGa[]T]Y 54

1652 jGplasmidTmediatedGcephalosporinaseGfromGjchromobacterGspeciesUG1982SGX[]SG`]ZT_X 52

1651 lonjugationGofGdrugTresistanceGplasmidsGfromGvibrioGanguillarumGtoGVibrioGparahaemolyticusUG1982SG
Y_SG[`bTa] 18

1650 peneticGselectionGforGreciprocalGtranslocationGatGchosenGchromosomalGsitesGinG–accharomycesG
cerevisiaeUG1982SGYSGXWY]TZY 30

1649
RepairGandGmutagenesisGofGplasmidGmwjGmodifiedGbyGultravioletGirradiationGorG
wTacetoxyTwTYTacetylaminofluoreneUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaSG1982SG`bSG[XZZT`

11.5 30

1648
jGmonkeyGjluGsequenceGisGflankedGbyGXZTbaseGpairGdirectGrepeatsGbyGanGinterruptedGalphaTsatelliteG
mwjGsequenceUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG
1982SG`bSGX[b`T]WW

11.5 61

1647 –equenceGofGterminalGregionsGofGcowpoxGvirusGmwjcGarrangementGofGrepeatedGandGuniqueGsequenceG
elementsUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1982SG`bSG`XXYT_11.5 32

1646
RetrovirusGlongGterminalGrepeatsGactivateGexpressionGofGcodingGsequencesGforGtheGherpesGsimplexG
virusGthymidineGkinaseGgeneUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaSG1982SG`bSGX]`ZT`

11.5 31

1645 rsolationGandGidentificationGofGaGcmwjGcloneGcorrespondingGtoGanGqujTmRGantigenGbetaGchainUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1982SG`bSGX`WZT` 11.5 79

1644 kroadGhostGrangeGplasmidGRtYGencodesGmultipleGkilGgenesGpotentiallyGlethalGtoGnscherichiaGcoliGhostG
cellsUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1982SG`bSGXbZ]Tb 11.5 121
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1643
cmwjGrecombinantGplasmidGcomplementaryGtoGmRwjsGforGlightGchainsGXGandGZGofGmouseGskeletalG
muscleGmyosinUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG
1982SG`bSGY[Z`T[X

11.5 28

1642 lloningGofGaGnitrogenGfixationGOnifPGgeneGclusterGofGjzospirillumGbrasilenseUG1982SG_[SG[b]T]WY 87

1641
volecularGcloningGofGdoubleTstrandedGcmwjGfromGtheGeyeGlensGofGtheGfrogGRanaGtemporariacG
constructionGofGtheGcmwjGclonothequeGandGidentificationGofGaGcloneGcontainingGtheGnucleotideG
sequencesGofGtheGlambdaTcrystallinGgeneUG1982SGX`SGXZXTa

17

1640 —heGsiteTspecificGdeletionGinGplasmidGpkRZYYUG1982SGXaSGYXTa 15

1639 qumanGnucleotideGsequencesGrelatedGtoGtheGtransformingGgeneGofGaGmurineGsarcomaGviruscGstudiesG
withGclonedGviralGandGcellularGmwjsUG1982SGX`SGXbTY_ 12

1638 —heGcloningGofGtheGnscherichiaGcoliGtTXYGdeoxyribonucleosideGoperonUG1982SGX`SGYbXTa 16

1637 lloningG–V[WGqindrrrGrestrictionGfragmentsGintoGvXZGbacteriophageUG1982SGXaSGb`TXWW 1

1636 —heGpUlGplasmidsSGanGvXZmp`TderivedGsystemGforGinsertionGmutagenesisGandGsequencingGwithG
syntheticGuniversalGprimersUG1982SGXbSGY]bT_a 6127

1635 vxlecularGcloningGofGhumanGalphaGandGbetaGinterferonGgenesGfromGwamalwaGcellsUG1982SGYSG]`]Ta] 23

1634 —n`GinsertionGmutationsGaffectingGtheGhostGrangeGofGtheGpromiscuousGrncyTXGplasmidGRXaUG1982SGaSGX_[T`[ 33

1633 jnalysisGofGfoldbackGsequencesGandGrepetitiveGsequencesGinGclonedGsegmentsGofGnuclearGmwjGfromG
yhysarumGpolycephalumUG1982SG_b`SGabTXWW 7

1632 lloningGofGgenesGforGbacteriophageG—]GstableGRwjsUG1982SG_b`SGYZ]T[Y 6

1631 nxcisionGofGpolyomaGvirusGmwjGfromGthatGofGaGtransformedGmouseGcellcGidentificationGofGaGhybridG
moleculeGwithGdirectGandGinvertedGrepeatGsequencesGatGtheGviralTcellularGjointsUG1982SGXYYSGa[Tb` 31

1630 –tructureGandGstabilityGofG—nbTmediatedGcointegratesUGnvidenceGforGtwoGpathwaysGofGtranspositionUG
1982SGX][SGY[]T`Y 79

1629 vultipleGformsGofGhumanGdihydrofolateGreductaseGmessengerGRwjUGlloningGandGexpressionGinG
nscherichiaGcoliGofGtheirGmwjGcodingGsequenceUG1982SGX]_SG]aZT_W` 75

1628 jGsmallGRwjGthatGcomplementsGmutantsGinGtheGRwjGprocessingGenzymeGribonucleaseGyUG1982SGX_YSG]X]TZZ 53

1627 volecularGepidemiologyGofGantibioticGresistanceGinGsalmonellaGfromGanimalsGandGhumanGbeingsGinG
theGUnitedG–tatesUG1982SGZW`SGXT_ 137

1626 rnfluenceGofGphageG—ZGandG—`GgeneGfunctionsGonGaGtypeGrrrOncoyXPGmwjGrestrictionTmodificationG
systemGinGvivoUG1982SGXa]SG[]`T_X 10

(1982-1982)
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1625 qighTefficiencyGcloningGofGfullTlengthGcmwjUG1982SGYSGX_XT`W 1324

1624 lonstructionGofGaGbroadGhostGrangeGcosmidGcloningGvectorGandGitsGuseGinGtheGgeneticGanalysisGofG
RhizobiumGmutantsUG1982SGXaSGYabTb_ 821

1623 RecombinantGplasmidsGcarryingGtheGglutamateGdehydrogenaseGstructuralGgeneGfromGnscherichiaGcoliG
tTXYUG1982SGX`SGXTa 17

1622 nfficientGtransformationGofG–erratiaGmarcescensGwithGpkRZYYGplasmidGmwjUG1982SGX`SGXW`TXY 30

1621 lhemicalGsynthesisGandGcloningGofGaGgeneGforGhumanGbetaTurogastroneUG1982SGXWSG[[_`TaY 85

1620 nxpressionGofGtheGclonedGuracilGpermeaseGgeneGofG–accharomycesGcerevisiaeGinGaGheterologousG
membraneUUGEMBOfJournalSG1982SGXSGZ`]TZ`` 13 14

1619 lhromosomeGbreakageGinGyeastGcausedGbyGsisterTchromatidGrecombinationGinGanGintegratedG
YTmicronGplasmidUG1982SG[`SGZ]]TZ_b 7

1618 nxpressionGofGtheGgeneGcodingGforGtheGsmallGsubunitGofGribulosebisphosphateGcarboxylaseGduringG
differentiationGofGtobaccoGplantGprotoplastsUG1982SGXY_SG[abTb[ 48

1617 lharakterisierungGeinesGlallYTabhˆ⁄ngigenG—ransfektionssystemsGvonGnscherichiaGcoliGundG
—ZTyhagenTmw–UG1982SGYYSG[a`T[bZ 1

1616 lloningGandGrestrictionGmappingGofGtheGyeastGURjYGgeneGcodingGforGtheGcarbamylGphosphateG
synthetaseGaspartateTtranscarbamylaseGcomplexUG1982SGXa_SGZa]TbW 35

1615 rnductionGofnscherichiaGcoliGtTXYGmutantsGwithGhighlyGefficientGplasmidGtransformationUG1982SGbZSG_[ZT_[]

1614 nxpressionGofGpyruvateGformateTlyaseGofGnscherichiaGcoliGfromGtheGclonedGstructuralGgeneUG1982SG
XZYSGZ_]T`X 37

1613 ReiteratedGmwjGsequencesGinGaGmutantGstrainGofG–treptomycesGglaucescensGandGcloningGofGtheG
sequenceGinGnscherichiaGcoliUG1982SGXa_SGXW_TXW 36

1612 UVTinducedGallevationGofGlambdaGrestrictionGinGnscherichiaGcoliGtTXYcGkineticsGofGinductionGandG
specificityGofGthisG–x–GfunctionUG1982SGXa_SGXXXT` 46

1611 peneGexpressionGinG–treptomycescGconstructionGandGapplicationGofGpromoterTprobeGplasmidGvectorsG
inG–treptomycesGlividansUG1982SGXa`SGY_]T`` 283

1610 metectionGandGmappingGofGsixGminioTencodedGproteinsGbyGcloningGanalysisGofGdissectedGminioG
segmentsUG1982SGXa_SGXbZTYWZ 67

1609 rnGvitroGconstructionGofGtheGtufkTlacäGfusioncGanalysisGofGtheGregulatoryGmechanismGofGtufkG
promoterUG1982SGXa`SGZ]]T_Z 5

1608 vutantsGthatGoverproduceG—ra—pSGaGplasmidTspecifiedGmajorGouterGmembraneGproteinGofGnscherichiaG
coliUG1982SGXa`SG[Y_TZX 13
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1607 —heGsitesGofGactionGofGtheGtwoGcopyGnumberGcontrolGfunctionsGofGplasmidGRXUG1982SGXa`SG[a_TbZ 79

1606 peneticGanalysisGofGtwoGbacterialGRwjGpolymeraseGmutantsGthatGinhibitGtheGgrowthGofG
bacteriophageG—`UG1982SGXaaSGYXXTa 11

1605 mwjGreplicationGandGtranscriptionGinGaGtemperatureTsensitiveGmutantGofGnUGcoliGwithGaGdefectiveGmwjG
gyraseGkGsubunitUG1982SGXaaSGbXT] 16

1604
lloningGandGcharacterizationGofGtheGnscherichiaGcoliGchromosomalGregionGsurroundingGtheGdnapG
peneSGwithGaGcorrelatedGphysicalGandGgeneticGmapGofGdnapGgeneratedGviaGtransposonG—n]G
mutagenesisUG1982SGXa]SGXYWTa

32

1603 RecombinationGbetweenGtwoG—njGtransposonGsequencesGorientedGasGinverseGrepeatsGisGfoundGlessG
frequentlyGthanGbetweenGdirectGrepeatsUG1982SGXa]SGX_bT`] 13

1602 lloningGofGtheGglnjSGntrkGandGntrlGgenesGofGtlebsiellaGpneumoniaeGandGstudiesGofGtheirGroleGinG
regulationGofGtheGnitrogenGfixationGOnifPGgeneGclusterUG1982SGXa_SG]XaTY[ 71

1601 nxpressionGofGRhizobiumGmelilotiGgenesGforGnitrogenGfixationGinGnscherichiaGcoliGminicellscGvappingG
ofGtheGsubunitGofGtheGnitrogenaseGreductaseUG1982SGXSGZW]TYW 10

1600 rmprovementGofGnscherichiaGcoliGstrainsGoverproducingGlysineGusingGrecombinantGmwjGtechniquesUG
1982SGX]SGYY`TYZX 24

1599 —ransferGofGtheGdemethylationGandGdecarboxylationGactivityGofGvanillicGacidGtotlebsiellaUG1982SGXZSG[YZT[Y_ 2

1598 wucleotideGsequenceGhomologyGbetweenGtheGtaaGandGtheGtbbGadhesionGsystemGofG
enterotoxigenicnscherichiaGcoliUG1982SGX[SGXYbTXZY 7

1597 lonstructionGofGaGfunctionalGhumanGsuppressorGtRwjGgenecGanGapproachGtoGgeneGtherapyGforG
betaTthalassaemiaUG1982SGYb_SG]Z`T[W 126

1596 RedesigningGenzymeGstructureGbyGsiteTdirectedGmutagenesiscGtyrosylGtRwjGsynthetaseGandGj—yG
bindingUG1982SGYbbSG`]_Ta 306

1595 rntroductionGofGrnczGplasmidsGintoRhizobiumGmelilotiUGrsolationGofGaGhostTrangeGmutantGofGR–oXWXWG
plasmidUG1983SGX_SGZZ]TZ[X 4

1594 —heGinfluenceGofGphaseGtransitionGofGmembraneGlipidsGonGuptakeGofGplasmidGmwjGinnscherichiaG
colitransformationUG1983SGXaSGXY`TXZW 1

1593 —heGgenerationGofGhumanGmonocyteVmacrophageGcellGlinesUG1983SGZW_SG]b`Tb 55

1592 lloningGandGcharacterizationGofGtheGribosomalGgenesGofGtheGseaTurchinGyaracentrotusGlividusUG
qeterogeneityGofGtheGmultigeneGfamilyUG1983SGXZ`SGYZZTb 4

1591 viniâ��—icGjGwewGVectorG–trategyGforGylantGpeneticGnngineeringUG1983SGXSGY_YTY_b 80

1590 wucleotideGsequenceGofGaGnuglenaGgracilisGchloroplastGgenomeGregionGcodingGforGtheGelongationG
factorG—udGevidenceGforGaGsplicedGmRwjUG1983SGXXSG]a``TbY 158

(1983-1982)
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1589 UseGofGtheGvudOjpSlacPGbacteriophageGtoGstudyGtheGregulationGofGuTprolineGbiosyntheticGgenesG
innscherichiaGcoliGtTXYUG1983SGbSGZXTZ] 8

1588 volecularGcloningGofGpeaGmRwjsGencodingGaGshootTspecificGpolypeptideGandGlightTinducedG
polypeptidesUG1983SGYSGYb]TZWZ 15

1587 —heGbarleyGchloroplastGgenomecGyhysicalGstructureGandGtranscriptionalGactivityGinGvivoUG1983SG[aSG]`TaW 81

1586 vappingGtheGlhloroplastGmwjGofGViciaGfabaUG1983SG`SGY]]T_Z 21

1585 volecularGcloningGofGtheGgenesGforGxylanGdegradationGofGkacillusGpumilusGandGtheirGexpressionGinG
nscherichiaGcoliUG1983SGXbYSGZZ]T[X 63

1584 —heGcloningGandGcharacterizationGofGtheGglnoGOntrjPGgeneGofGtlebsiellaGpneumoniaecGRoleGofGglnoG
OntrjPGinGtheGregulationGofGnitrogenGfixationGOnifPGandGotherGnitrogenGassimilationGgenesUG1983SGXbYSGZ[YTZ]Z 48

1583 —heGlargeGendogenousGplasmidGofGjnacystisGnidulanscGvappingSGcloningGandGlocalizationGofGtheG
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bacteriaUG1983SG__SGX]Z_T[_ 46

1556 nxpressionGplasmidGvectorsGcontainingGnscherichiaGcoliGtryptophanGpromoterGtranscriptionalGunitsG
lackingGtheGattenuatorUG1983SGYZSGY]]T_] 30

1555 —andemlyGrepeatedGmwjGsequencesGfromGßenopusGlaevisUGrUG–tudiesGonGsequenceGorganizationGandG
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cmwjsGcodingGforGmethotrexateGresistantGenzymesUG1984SGXYSGZ]a]T_WX 11
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1502 lharacterizationGofGaGplasmidGcarryingGthenscherichiaGcolitTXYentmSGfepjSGfesSGandentogenesUG1984SG
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hostTrangeGplasmidGRXX_YUG1984SGXb[SG[YZTZX 19
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1473 yhysicalGandGgeneticGstructureGofGtheGglptTcpxjGintervalGofGtheGnscherichiaGcoliGtTXYGchromosomeUG
1984SGXb`SGY_XT`X 14
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1449 vicronuclearGmwjGofGxxytrichaGnovaGcontainsGsequencesGwithGautonomouslyGreplicatingGactivityGinG
–accharomycesGcerevisiaeUG1984SG[SGX`Y]Tb 4

1448
RegulationGofGtheGaralGgeneGofGnscherichiaGcolicGcataboliteGrepressionSGautoregulationSGandGeffectGonG
arakjmGexpressionUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG
1984SGaXSG[XYWT[

11.5 66

1447
yhotoaffinityGlabelingGandGcharacterizationGofGtheGclonedGpurineTcytosineGtransportGsystemGinG
–accharomycesGcerevisiaeUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaSG1984SGaXSG_Y`_TaW

11.5 28

1446
nfficientGcoupledGtranscriptionGandGmRwjGsplicingGinGvitroGusingGplasmidsGderivedGfromGearlyGregionG
ZGofGadenovirusGYGandGaGnondefectiveGadenovirusTsimianGvirusG[WGhybridUGProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1984SGaXSGY_`bTaZ

11.5 2
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1445 RecombinationalGinstabilityGofGaGchimericGplasmidGinG–accharomycesGcerevisiaeUG1984SG[SGXb]Ta 16

1444 volecularGcloningGandGnucleotideGsequenceGanalysisGofGtheG–accharomycesGcerevisiaeGRjmXGgeneUG
1984SG[SGYX_XTb 48

1443
rsolationGandGcharacterizationGofGaGmouseGcmwjGcloneGthatGexpressesGmastTcellGgrowthTfactorG
activityGinGmonkeyGcellsUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaSG1984SGaXSGXW`WT[

11.5 306

1442 lloningGofGgenesGinvolvedGinGpathogenicityGofGßanthomonasGcampestrisGpvUGcampestrisGusingGtheG
broadGhostGrangeGcosmidGpujoRXUGEMBOfJournalSG1984SGZSGZZYZTZZYa 13 222

1441 rnactivationGofGp]ZGgeneGexpressionGbyGanGinsertionGofGvoloneyGmurineGleukemiaGvirusTlikeGmwjG
sequencesUG1984SG[SGX[WYTXW 108

1440
UseGofGshortGmwjGoligonucleotidesGforGdeterminationGofGmwjGsequenceGmodificationsGinducedGbyG
benzoóa−pyreneGdiolGepoxideUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesf
offAmericaSG1984SGaXSG]bZ_T[W

11.5 20

1439 volecularGcloningGofGtheGmouseGouabainTresistanceGgeneUGProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaSG1984SGaXSGX[abTbZ 11.5 46

1438 jGpositiveGregulatoryGsiteGandGaGnegativeGregulatoryGsiteGcontrolGtheGexpressionGofGtheG
–accharomycesGcerevisiaeGlâl`GgeneUG1984SG[SGYWYZTZW 64

1437 ylasmidTdirectedGsynthesisGofGgenuineGadenovirusGYGearlyTregionGXjGandGXkGproteinsGinGnscherichiaG
coliUG1984SG[SGX[Y`TZb 17

1436 –accharomycesGcerevisiaeGribosomesGrecognizeGnonTjUpGinitiationGcodonsUG1984SG[SGXXbXT` 102

1435 peneGtransferGinGfungiUG1985SGYZSG`ZTX`a 17

1434 wucleotideGsequenceGofGtheGreplicationGregionGofGplasmidGR[WXGandGitsGincompatibilityGfunctionUG
1985SGYbSGZaZTbZ 6

1433 nlectronGtransferGtoGnitrogenaseGinGtlebsiellaGpneumoniaeUGnifoGgeneGclonedGandGtheGgeneGproductSG
aGflavodoxinSGpurifiedUGBiochemicalfJournalSG1985SGYZXSG`[ZT]Z 3.8 41

1432 jG—nZGlacäGtransposonGforGtheGrandomGgenerationGofGbetaTgalactosidaseGgeneGfusionscGapplicationG
toGtheGanalysisGofGgeneGexpressionGinGjgrobacteriumUUGEMBOfJournalSG1985SG[SGabXTaba 13 343

1431 wucleotideGsequenceGofGbeanGgoldenGmosaicGvirusGandGaGmodelGforGgeneGregulationGinGgeminivirusesUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1985SGaYSGZ]`YT_ 11.5 69

1430
ReconstitutionGofGtheGp—yTdependentGadenylateGcyclaseGfromGproductsGofGtheGyeastGlâRXGandGRj–YG
genesGinGnscherichiaGcoliUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaSG1985SGaYSG`a]]Tb

11.5 44

1429 volecularGcloningGofGtheGgeneGforGtheGRwjTprocessingGenzymeGRwaseGrrrGofGnscherichiaGcoliUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1985SGaYSGa[bT]Z 11.5 31

1428
—woGalkalineGphosphataseGgenesGpositionedGinGtandemGinGkacillusGlicheniformisGvlX[GrequireG
differentGRwjGpolymeraseGholoenzymesGforGtranscriptionUGProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaSG1985SGaYSGXWZ]Tb

11.5 17
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1427 valignantGtransformationGandGtumorGpromoterGtreatmentGincreaseGlevelsGofGaGtranscriptGforGaG
secretedGglycoproteinUG1985SG]SG[__T`Z 44

1426 lloningGandGexpressionGofGaGnovelGvariantGofGhumanGinterferonTgammaGcmwjUG1985SGb`SGX]ZTb 21

1425
UseGofGaGcmwjGexpressionGvectorGforGisolationGofGmouseGinterleukinGYGcmwjGclonescGexpressionGofG
—TcellGgrowthTfactorGactivityGafterGtransfectionGofGmonkeyGcellsUGProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1985SGaYSG_aT`Y

11.5 162

1424 RegulationGofGexpressionGfromGtheGglnjGpromoterGofGkacillusGsubtilisGrequiresGtheGglnjGgeneG
productUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1985SGaYSGZZ`]Tb11.5 43

1423
cmwjGofGtheGimmunoglobulinGkappaGchainGofGanGnpsteinTkarrGvirusTtransformedGhumanGlymphoidG
cellGlinecGpartialGsequenceGdeterminationGandGbacterialGexpressionUGProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1985SGaYSG`WY]Tb

11.5

1422 —UGelementscGaGheterogeneousGfamilyGofGmodularlyGstructuredGeucaryoticGtransposonsUG1985SG]SGbbXTXWWX 25

1421
—heGX[WTkmaGadenovirusGmwjGpolymeraseGisGrecognizedGbyGantibodiesGtoGnscherichiaG
coliTsynthesizedGdeterminantsGpredictedGfromGanGopenGreadingGframeGonGtheGadenovirusGgenomeUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1985SGaYSGY_]YT_

11.5 9

1420 volecularGcloningGofGaGfullTlengthGcmwjGforGhumanGalcoholGdehydrogenaseUGProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1985SGaYSGY`WZT` 11.5 57

1419
korjGfunctionGofGpromiscuousGplasmidGRtYcGanGautorepressorGthatGinhibitsGexpressionGofGhostTlethalG
geneGkiljGandGreplicationGgeneGtrfjUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaSG1985SGaYSG`Z`[Ta

11.5 45

1418 nvaluationGofGplasmidsGinGtetracyclineGresistantGstrainsGofGweisseriaGgonorrhoeaeGandGUreaplasmaG
urealyticumGinGaGcaseGofGsevereGurethritisUG1985SGXSGYb[TZWW 6

1417 lloningGofGmaltaseGregulatoryGgenesGinG–accharomycesGcerevisiaeUG1985SGbSG]ZbT][] 22

1416 –equenceGofG]–GribosomalGRwjGgeneGregionsGandGtheirGproductsGinGtheGarchaebacteriumG
qalobacteriumGvolcaniiUG1985SGXbaSGY`WT[ 27

1415 tinetoplastGmwjGsegmentsGfunctionGasGpromotersGinGnscherichiaGcoliGcellsUG1985SGXbaSGZYZTa 2

1414 xrganizationGofGtheGvjuGlociGofG–accharomycesUGyhysicalGidentificationGandGfunctionalG
characterizationGofGthreeGgenesGatGtheGvju_GlocusUG1985SGYWWSGXTa 47

1413 rsolationGofGtheGcatalaseGjGgeneGofG–accharomycesGcerevisiaeGbyGcomplementationGofGtheGctaXG
mutationUG1985SGYWWSG`[Tb 60

1412 volecularGcloningGofGaGnodulationGgeneGfromGfastTGandGslowTgrowingGstrainsGofGuotusGrhizobiaUG1985SG
YWXSG[ZT]W 11

1411 —heGchloroplastGgenomeGofGnuglenaGgraciliscGtheGmosaicGstructureGofGaGmwjGsegmentGlinkingGtheG
extraGX_–GrRwjGgeneGwithGtheGrrnGoperonGjUG1985SGbSGYYXT` 10

1410 rdentificationGandGisolationGofGtheGcytochromeGoxidaseGsubunitGrrGgeneGinGmitochondriaGofGtheGyeastG
qansenulaGsaturnusUG1985SGbSGZ[]T]W 6
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1409 vultimerGresolutionGsystemsGofGlolnXGandGloltcGlocalisationGofGtheGcrossoverGsiteUG1985SGYWXSGZZ[Ta 29

1408 lertainGchromosomalGregionsGinG–treptomycesGglaucescensGtendGtoGcarryGamplificationsGandG
deletionsUG1985SGYWWSGZ`]Ta[ 36

1407 —heGexpressionGofGtheGvn—Y]GgeneGofG–accharomycesGcerevisiaeGisGregulatedGtranscriptionallyUG1985SG
YWWSG[W`TX[ 50

1406 jGrecombinantGplasmidGcarryingGtheGmitochondrialGplasmidGsequenceGofGweurosporaGintermediaG
uakelleGyieldsGnewGplasmidGderivativesGinGweurosporaGcrassaGtransformantsUG1985SGbSG[`XT[`` 14

1405 wucleotideGsequencesGencodingGandGpromotingGexpressionGofGthreeGantibioticGresistanceGgenesG
indigenousGtoG–treptomycesUG1985SGXbbSGY_TZ_ 141

1404 uocalizationGofGaGsymbioticGfixGregionGonGRhizobiumGmelilotiGp–ymGmegaplasmidGmoreGthanGYWWG
kilobasesGfromGtheGnodTnifGregionUG1985SGXbbSGYZYTYZb 68

1403 rdentificationGandGcloningGofGnodulationGgenesGfromGtheGwideGhostGrangeGRhizobiumGstrainG
vyrtZWZWUG1985SGXbbSGY`XTY`a 23

1402 nvidenceGforGtwoGdistinctGoriginsGofGreplicationGinGtheGlargeGendogenousGplasmidGofGjnacystisG
nidulansGRYUG1985SGXbbSGZWWTZW] 14

1401 —ranscriptionGandGitsGregulationGinGtheGbasicGrepliconGregionGofGplasmidGRXUG1985SGXbaSG]WZTa 25

1400 wucleotideGsequencesGandGstabilityGofGaGwicotianaGnuclearGmwjGsegmentGpossessingGautonomouslyG
replicatingGabilityGinGyeastUG1985SG]SGZ]Tb 12

1399 wonToncogenicGplantGvectorsGforGuseGinGtheGagrobacteriumGbinaryGsystemUG1985SG]SGa]Tb 32

1398 mwjGchangesGinvolvingGrepeatedGsequencesGinGsenescingGsoybeanGOplycineGmaxPGcotyledonGnucleiUG
1985SG_[SG[WbT[X` 16

1397 lloningGofGtenGdistinctGmwjGfragmentsGofllostridiumGthermocellumcodingGforGcellulasesUG1985SGYbSGX[]TX[b 101

1396 —ransformationGofGkacillusGsubtilisGwithGmwjTencodingGnaphthaleneGdegradationGfromGkacillusG
megateriumUG1985SG[SGYXTY` 2

1395 ylasmidTdeterminedGcloacinGmoXZTsusceptibilityGinGnnterobacterGcloacaeGandGtlebsiellaGedwardsiidG
identificationGofGtheGcloacinGmoXZVaerobactinGouterGmembraneGreceptorGproteinsUG1985SG]XSGYWZTXa 15

1394 rsolationGandGcharacterizationGofGaGgeneGencodingGmesoTdiaminopimelateGdehydrogenaseG
fromplycineGmaxUG1985SG[SGXb`TYW[ 16

1393 —heruVXGgeneGinG–accharomycesGcerevisiaecG]hGandGZhGendGmappingGofGtranscriptsGandGtheirG
regulationUG1985SG]WSGX_ZTX`a 10

1392 —ransductionGofGvirulenceGinGherpesGsimplexGvirusGtypeGXGfromGaGpathogenicGtoGanGapathogenicGstrainG
byGaGclonedGviralGmwjGfragmentUG1985SGX`ZSGY]`T`a 46
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1391 vappingGofGtheGdeletionGinGtheGgenomeGofGq–VTXGstrainGqonvGresponsibleGforGitsGavirulentG
phenotypeUG1985SGX`ZSGZYbT[Z 32

1390 lonstructionGofllostridiumGbutyricumGhybridGplasmidsGandGtransferGtokacillusGsubtilisUGAppliedf
MicrobiologyfandfBiotechnologySG1985SGYZSGXX[TXYY 5.7 10

1389 lloningGandGexpressionGofGthe–accharomycopsisGfibuligeraGglucoamylaseGgeneGin–accharomycesG
cerevisiaeUGAppliedfMicrobiologyfandfBiotechnologySG1985SGYZSGXZWTXZZ 5.7 22

1388 –trainTdependentGvariationGinGribosomalGmwjGarrangementGinGjbsidiaGglaucaUG1985SGX[_SG[[ZTa 62

1387 lloningGofGtheGgeneGencodingGtheGhydrogenaseGfromGmesulfovibrioGvulgarisGOqildenboroughPGandG
determinationGofGtheGwqYTterminalGsequenceUG1985SGX[aSG]WbTX[ 69

1386 lloningGandGexpressionGofGtlebsiellaGpneumoniaeGgenesGcodingGforGcitrateGtransportGandG
fermentationUUGEMBOfJournalSG1985SG[SGX]bbTX_WZ 13 24

1385 jGsingleGaminoGacidGalterationGinGtheGinitiationGproteinGisGresponsibleGforGtheGmwjGoverproductionG
phenotypeGofGcopyGnumberGmutantsGofGplasmidGR_tUUGEMBOfJournalSG1985SG[SGYZWXTYZW` 13 20

1384 vappingGandGexpressionGofGaGregulatoryGnitrogenGfixationGgeneGOfixGmPGofGRhizobiumGmelilotiUGEMBOf
JournalSG1985SG[SGY`]XTY`]_ 13 32

1383 —ransformationGofG–accharomycesGcerevisiaeGandG–chizosaccharomycesGpombeGwithGlinearGplasmidsG
containingGYGmicronGsequencesUUGEMBOfJournalSG1985SG[SGX]_bTX]`Z 13 10

1382 —heGwheatGchloroplastGgeneGforGloWGsubunitGrGofGj—yGsynthaseGcontainsGaGlargeGintronUGEMBOfJournal
SG1985SG[SGXZaXTXZaa 13 104

1381 RecombinantGmwjGandGxtherGmirectG–pecimenGrdentificationG—echniquesUG1985SG]SGbbTXW` 4

1380 –iteTdirectedGmutagenesisGofGtheGtlebsiellaGpneumoniaeGnifuGandGnifqGpromotersGandGinGvivoG
analysisGofGpromoterGactivityUG1985SGXZSG`_YXTZa 73

1379 —heGextentGofGmwjGsequenceGrequiredGforGaGfunctionalGbacterialGattachmentGsiteGofGphageGlambdaUG
1985SGXZSGXXbZTYWa 31

1378 –ingleGstrandedGmwjG–y_GpromoterGplasmidsGforGengineeringGmutantGRwjsGandGproteinscGsynthesisG
ofGaGNstretchedNGpreproparathyroidGhormoneUG1985SGXZSGXXWZTXa 130

1377 jntibioticGresistanceGandGsmallGRGplasmidsGamongGnscherichiaGcoliGisolatesGfromGoutpatientGurinaryG
tractGinfectionsGinGnorthernGworwayUG1985SGY`SGXW`TXZ 15

1376 mevelopmentGofGtwoGmwjGprobesGforGdifferentiatingGtheGstructuralGgenesGofGsubclassesGrGandGrrGofG
theGaminoglycosideTmodifyingGenzymeGZNTaminoglycosideGphosphotransferaseUG1985SGY`SG`ZbT[[ 32

1375 vultiresistanceGplasmidGfromGcommensalGweisseriaGstrainsUG1985SGY`SGXYWT[ 36

1374 qexamineGcobaltGchlorideGpromotesGintermolecularGligationGofGbluntGendGmwjGfragmentsGbyG—[GmwjG
ligaseUG1985SGXZSGXbb`TYWWa 51

(1985-1985)

35



1373 lomparisonGofGthreeGmwjGhybridizationGmethodsGforGdetectionGofGtheGaminoglycosideG
YITxTadenylyltransferaseGgeneGinGclinicalGbacterialGisolatesUG1985SGYaSG_bT`Z 18

1372 lloningGandGcharacterizationGofGtheGcmwjsGforGhumanGandGrabbitGinterleukinTXGprecursorUG1985SGXZSG]a_bTaY 210

1371 jGpqTdependentGstructuralGtransitionGinGtheGhomopurineThomopyrimidineGtractGinGsuperhelicalGmwjUG
1985SGZSGZY`TZa 124

1370 –iteTdirectedGmutagenesisGofGtheGnscherichiaGcoliGchromosomeGnearGorilcGidentificationGandG
characterizationGofGasnlSGaGregulatoryGelementGinGnUGcoliGasparagineGmetabolismUG1985SGXZSGa`b`TaXX 44

1369 wucleotideGsequenceGofGtheGyaeR`GrestrictionVmodificationGsystemGandGpartialGcharacterizationGofG
itsGproteinGproductsUG1985SGXZSGa[[XT_X 83

1368 lloningGofGargpGfromG–treptomycescGuossGofGpeneGinGjrgâ��GvutantsGofG–UGcattleyaUG1985SGZSGbX`TbXa 18

1367 nxpressionGinGnscherichiaGcoliGofGvultipleGyroductsGfromGaGlhimaericGpeneGousioncGnvidenceGforGtheG
yresenceGofGyrocaryoticG—ranslationalGlontrolGRegionsGwithinGnucaryoticGpenesUG1985SGZSG`X]T`YW 17

1366 yrinciplesGofGpeneticGnngineeringG—echnologyUG1985SGXXSGXW`ZTXWaa

1365 peneticGandGbiochemicalGpropertiesGofGjnRTXSGaGnovelGcarbenicillinThydrolyzingGbetaTlactamaseGfromG
jeromonasGhydrophilaUG1985SGY`SG[`bTa[ 34

1364 peneticGelementsGusedGforGaGmurineGlupusGantiTmwjGautoantibodyGareGcloselyGrelatedGtoGthoseGforG
antibodiesGtoGexogenousGantigensUG1985SGX_XSGaW]TX] 92

1363 lloningGofGaGmwjGsequenceGthatGcomplementsGglutamineGauxotrophyGinG–accharomycesGcerevisiaeUG
1985SGZ_SGXYZTb 8

1362 —ransformationGofGRhodosporidiumGtoruloidesUG1985SGZ_SGYZ]T[W 50

1361 yhysicalGandGgeneticGcharacterizationGofGclonedGenterobactinGgenomicGsequencesGfromGnscherichiaG
coliGtTXYUG1985SGZ[SG[`T][ 29

1360 RepetitiveGextragenicGpalindromicGORnyPGsequencesGinGtheGnscherichiaGcoliGgdhjGgeneUG1985SGZ`SG]ZT_Y 20

1359 –tabilizationGbyGtheGviniToGoragmentGofGaGpkRZYYGmerivativeGkearingGtheG—ryptophanGxperonGinG
nscherichiaGcoliUG1985SG[bSGZ_XbTZ_YY 2

1358 nxpressionGofGratGliverGcytochromeGyT[]WvlGcmwjGinG–accharomycesGcerevisiaeUG1985SG[SGYWZTXW 222

1357 rmprovedGvXZGphageGcloningGvectorsGandGhostGstrainscGnucleotideGsequencesGofGtheGvXZmpXaGandG
pUlXbGvectorsUG1985SGZZSGXWZTXb 14870

1356 rsolationGandGcharacterizationGofGtheGyeastGaspartylTtRwjGsynthetaseGgeneUG1985SG[WSGZ[bT]Y 14
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1355 lonstructionGofGmulticopyGyeastGplasmidsGwithGregulatedGcentromereGfunctionUG1985SGZbSGY]TZX 55

1354 —heGarakjmGoperonGofG–almonellaGtyphimuriumGu—YUGrUGwucleotideGsequenceGofGarakGandGprimaryG
structureGofGitsGproductSGribulokinaseUG1985SGZ[SGXXXTYY 19

1353 –pecificityGofGinsertionGofGr–XUG1985SGXa]SG]X`TY[ 56

1352 nfficientGutilizationGofGnscherichiaGcoliGtranscriptionalGsignalsGinGkacillusGsubtilisUG1985SGXa_SG][`T]] 71

1351 peneticGexpressionGandGgyraseGdependenceGofGmethylatedGandGundermethylatedGmwjGinG
nscherichiaGcoliUG1985SGaY]SGZZ]Ta 1

1350 lloningGandGanalysisGofGtheGpromoterGregionGofGtheGerythromycinGresistanceGgeneGOermnPGofG
–treptomycesGerythraeusUG1985SGZaSGYX]TY_ 281

1349 nnzymaticGqydrolysisGofGxrganophosphatescGlloningGandGnxpressionGofGaGyarathionGqydrolaseGpeneG
fromGyseudomonasGdiminutaUG1985SGZSG]_`T]`X 63

1348 kacterialGvectorsGwhichGconferGresistanceGtoGkanamycinUG1985SGXZZSGXXXYTa

1347 lloningGofGtwoG˛†TtubulinGrelatedGgenesGinGtetrahymenaGpyriformisUG1985SGXaaSGYY`TYZY 16

1346 —heGkanamycinGresistanceGgeneGexpressionGinGnscherichiaGcoliGasGaffectedGbyGspecificGyeastG
sequencesUG1986SGXZ_SG]YbTZ[

1345 nnhancedGinstabilityGofGrncorrGbasicGrepliconGbyGtheGpoljGmutationUG1986SGXZbSGbXaTY] 1

1344 rdentificationGofGaGsequenceGcontainingGtheGpositiveGregulatoryGregionGofG–accharomycesGcerevisiaeG
geneGnwxXUG1986SG[]SG_`T`] 48

1343 —heGorganizationGandGnucleotideGsequenceGofGtheGkacillusGsubtilisGhisqSGtyrjGandGaronGgenesUG1986SG
[bSGX[`T]Y 42

1342 âeastGshuttleGandGintegrativeGvectorsGwithGmultipleGcloningGsitesGsuitableGforGconstructionGofGlacäG
fusionsUG1986SG[]SGYbbTZXW 611

1341 volecularGcloningGofGaGrecjTlikeGgeneGofGvethylophilusGmethylotrophusGandGidentificationGofGitsG
productUG1986SG[[SG[`T]Z 18

1340 xverproductionGofGaspartaseGofGnscherichiaGcoliGtTXYGbyGmolecularGcloningUG1986SGZSGYaXTYbX 12

1339 rsolationSGlrystallizationGandGyropertiesGofGaGwewGlellulaseGofGllostridiumGthermocellumG
xverproducedGinGnscherichiaGcoliUG1986SG[SGab_TbWW 41

1338 jpplicationGofGrecombinantGmwjGtechnologyGtoGtheGproductionGofGusefulGbiomaterialsUG1986SGZZSGXTY` 16
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1337 ylasmidâ��—ransformedGuraZGfurXGmoubleTvutantsGofG–UGcerevisiaecGjnGjutoselectionG–ystemG
jpplicableGtoGtheGyroductionGofGooreignGyroteinsUG1986SG[SG[ZZT[Z` 28

1336 vutationsGresultingGinGpromoterTlikeGsequencesGwhichGenhanceGtheGexpressionGofGaralGinG
–almonellaGtyphimuriumUG1986SG[_SGXXZTYX 4

1335 lellulaseGgenesGofGlellulomonasGudaGlk[UGrUGlloningGandGexpressionGofG˛†TglucosidaseGgenesGinG
nscherichiaGcoliUG1986SGZSGYZbTY[_ 13

1334 nxpressionGofGsyntheticGhumanTlysozymeGgeneGinG–accharomycesGcerevisiaecGuseGofGaGsyntheticG
chickenTlysozymeGsignalGsequenceGforGsecretionGandGprocessingUG1986SG[ZSGY`ZTb 75

1333 jGdominantGinfluenceGofGflankingGsequencesGonGaGlocalGstructuralGtransitionGinGmwjUG1986SG[`SGaX`TY` 101

1332 peneticGcharacterizationGofGtheGgeneGhupkGencodingGtheGqUTXGproteinGofGnscherichiaGcoliUG1986SG[]SGZ`T[[ 57

1331 —heGvn—YGgeneGofG–accharomycesGcerevisiaecGmolecularGcloningGandGnucleotideGsequenceUG1986SG[bSGYaZTbZ 46

1330 yurificationGandGpropertiesGofGtheGendoglucanaseGlGofGllostridiumGthermocellumGproducedGinG
nscherichiaGcoliUG1986SG_aSG_a`Tb] 64

1329 volecularGcloningGandGcharacterizationGofGtheGpurnGoperonGofGnscherichiaGcoliUG1986SG[[SG]]T_Y 5

1328 ylasmidGvectorsGusefulGinGtheGstudyGofGtranslationGinitiationGsignalsUG1986SG[ZSGYaXT_ 11

1327 jnalysisGofG—nZGsequencesGrequiredGforGtranspositionGandGimmunityUG1986SG[XSGYZTZX 36

1326 lonstructionGofGaGsingleTcopyGintegrationGvectorGandGitsGuseGinGanalysisGofGregulationGofGtheGtrpG
operonGofGkacillusGsubtilisUG1986SG[ZSGa]Tb[ 199

1325 viniTmuGbacteriophageGwithGplasmidGrepliconsGforGinGvivoGcloningGandGlacGgeneGfusingUG1986SGX_aSGZ]`T_[ 156

1324 vechanismGofGpostsegregationalGkillingGbyGtheGhokGgeneGproductGofGtheGparkGsystemGofGplasmidGRXG
andGitsGhomologyGwithGtheGreloGgeneGproductGofGtheGnUGcoliGrelkGoperonUUGEMBOfJournalSG1986SG]SGYWYZTYWYb13 213

1323 lharacterizationGofGaGclonedGkacillusGsubtilisGgeneGthatGinhibitsGsporulationGinGmultipleGcopiesUG1986SG
X_aSGa_WTb 112

1322 lharacterizationGofGtheGxl—GplasmidGencodingGalkaneGoxidationGandGmercuryGresistanceGinG
yseudomonasGputidaUG1986SGX_]SG_]WTZ 10

1321 lharacterizationGofGaGqaemophilusGducreyiGmobilizingGplasmidUG1986SGX_]SG_]`Tb 3

1320 lloningGandGcharacterizationGofGtheGpollGregionGofGkacillusGsubtilisUG1986SGX_]SGb]XT` 14
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1319
rdentificationGandGcharacterizationGofGmutationsGinGnscherichiaGcoliGthatGselectivelyGinfluenceGtheG
growthGofGhybridGlambdaGbacteriophagesGcarryingGtheGimmunityGregionGofGbacteriophageGyYYUG1986SG
X_`SGXbXTYWW

14

1318 peneticGorganizationGofGplasmidGRXX_YGmwjGinvolvedGinGconjugativeGmobilizationUG1986SGX_`SG`WZTXW 45
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58
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betaTgalactosidaseGtoGtheGmitochondrialGmatrixGinG–accharomycesGcerevisiaeUG1986SG_SGZ]WYTXY 33
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recombinationGinGnscherichiaGcoliUG1986SGX_`SG]b[T_WZ 199
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1303 xriginGofGsmallGbetaTlactamaseTspecifyingGplasmidsGinGqaemophilusGspeciesGandGweisseriaG
gonorrhoeaeUG1986SGX_aSGZ`[Tb 27
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1301
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divergenceUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1986SG
aZSG_Z[Ta

11.5 76

1300 rntegrableGalphaTamylaseGplasmidGforGgeneratingGrandomGtranscriptionalGfusionsGinGkacillusGsubtilisUG
1986SGX_aSGb`ZTaX 39

1299 volecularGcloningGandGnucleotideGsequenceGofGtheGlorynebacteriumGglutamicumGphejGgeneUG1986SG
X_`SG_b]T`WY 50

1298 —heGhypervirulenceGofGjgrobacteriumGtumefaciensGjYaXGisGencodedGinGaGregionGofGp—iko][YGoutsideG
ofG—TmwjUG1986SGX_aSGXYbXTZWX 758
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1296 vodulationGofGkacillusGsubtilisGlevansucraseGgeneGexpressionGbyGsucroseGandGregulationGofGtheG
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1986SGX__SGZ`]Tb 77
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1293 wovelGformGofGtranscriptionGattenuationGregulatesGexpressionGtheGkacillusGsubtilisGtryptophanG
operonUG1986SGX__SG[_XT`X 152

1292 –accharomycesGcerevisiaeGyqx]GpromoterGregioncGlocationGandGfunctionGofGtheGupstreamGactivationG
siteUG1986SG_SGY_XZTYZ 41

1291 rsolationGofGpointGmutationsGinGbacteriophageGvuGattachmentGregionsGclonedGinGaGlambdaccminiTvuG
phageUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1986SGaZSG_WXYT_ 11.5 19

1290 rntroductionGandGexpressionGofGtheGbacterialGyaeR`GmethylaseGgeneGinGmammalianGcellsUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1986SGaZSG``XZT` 11.5 15

1289 lellularGresponseGtoGmwjGdamageGisGenhancedGbyGtheGpRGplasmidGinGmouseGcellsGandGinGnscherichiaG
coliUG1986SG_SG]a_TbY 12

1288
wucleotideGsequenceGofGratGpreputialGglandGbetaTglucuronidaseGcmwjGandGinGvitroGinsertionGofGitsG
encodedGpolypeptideGintoGmicrosomalGmembranesUGProceedingsfoffthefNationalfAcademyfoffSciencesf
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1285
mifferentialGprocessingGofGRwjGtranscribedGfromGtheGsingleTcopyGmrosophilaGmyosinGheavyGchainG
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SciencesfoffthefUnitedfStatesfoffAmericaSG1986SGaZSGYXYaTZY

11.5 85
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1283 –urveyGofGmodifyingGenzymesGandGplasmidsGinGamikacinTresistantG–erratiaGmarcescensUG1986SGZWSG]WbTXb 4

1282 jnalysisGofGtheGgenomeGofGmolluscumGcontagiosumGvirusGbyGrestrictionGendonucleaseGanalysisGandG
molecularGcloningUG1986SGXaSGYbTZb 46

1281 qeterochromaticGmwjGinG—riturusGOjmphibiaSGUrodelaPUGrUGjGsatelliteGmwjGcomponentGofGtheG
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1280 —woGsoybeanGseedGlipoxygenaseGnullsGaccumulateGreducedGlevelsGofGlipoxygenaseGtranscriptsUG1986SG
`SGXXTYZ 34

1279 kleomycinGresistancecGaGnewGdominantGselectableGmarkerGforGplantGcellGtransformationUG1986SG`SGX`XT_ 75

1278 —heGlocalizationGofGgenesGforGribosomalSGcytochromeGb_VfGcomplexGandGphotosystemsGrGandGrrG
polypeptidesGonGtheGchloroplastGchromosomeGofGViciaGfabaUG1986SG`SGYXbTYa 4

1277 lhromosomalGmappingGofGtheGuracilGpermeaseGgeneGofG–accharomycesGcerevisiaeUG1986SGXXSGbZT_ 4

1276 nvidenceGforGautonomousGreplicationGandGstabilizationGofGrecombinantGplasmidsGinGtheG
transformantsGofGyeastGqansenulaGpolymorphaUG1986SGXWSG`[XT` 48

1275 vobilizationGofGclonedGluciferaseGgenesGintoGVibrioGharveyiGluminescenceGmutantsUG1986SGX[ZSGZY]Tb 14

1274 llonedGmitochondrialGmwjGfromGtheGzygomyceteGjbsidiaGglaucaGpromotesGautonomousGreplicationG
inG–accharomycesGcerevisiaeUG1986SGXWSG[Z]T[X 14

1273 rdentificationGofGanGautonomouslyGreplicatingGsequenceGnearGaGhistoneGgeneGofGyhysarumG
polycephalumUG1986SGXWSG[]bT_Y 2

1272 lloningGandGexpressionGonGaGmulticopyGvectorGofGfiveGinvertaseGgenesGofG–accharomycesGcerevisiaeUG
1986SGXXSGYX`TY] 35

1271 rnsertionGofGnonThomologousGmwjGsequencesGintoGaGregulatoryGgeneGcauseGaGconstitutiveGmaltaseG
synthesisGinGyeastUG1986SGXXSGYZ]T[X 27

1270 lonstructionGandGcharacterisationGofGaGseriesGofGmultiTcopyGpromoterTprobeGplasmidGvectorsGforG
–treptomycesGusingGtheGaminoglycosideGphosphotransferaseGgeneGfromG—n]GasGindicatorUG1986SGYWZSG[_aT`a 347

1269 meletionGofGtheGphosphoglucoseGisomeraseGstructuralGgeneGmakesGgrowthGandGsporulationGglucoseG
dependentGinG–accharomycesGcerevisiaeUG1986SGYW[SGZXWT_ 49

1268 RegionsGassociatedGwithGtheGstableGmaintenanceGofGplasmidGp–lXWXGandGitsGtetracyclineGresistanceUG
1986SGYW[SGXX]Tb 4

1267 jGhostTvectorGsystemGforGgeneGcloningGinGtheGcyanobacteriumG–ynechocystisGyllG_aWZUG1986SGYW[SGXa]TXbX 58

1266 rdentificationGofGhostGrangeGdeterminantsGinGtheGRhizobiumGspeciesGvyrtZWZWUG1986SGYWZSG[YT[a 25

(1986-1986)

41



1265 qemeGcontrolGregionGofGtheGcatalaseG—GgeneGofGtheGyeastG–accharomycesGcerevisiaeUG1986SGYWZSG`ZTa 38

1264 uocationGandGnucleotideGsequenceGofGtheGgeneGforGcytochromeGbT]]bGinGwheatGchloroplastGmwjUG
1986SGYWZSGb]TXWW 36

1263
jGyetuniaGhybridaGchloroplastGmwjGregionSGcloseGtoGoneGofGtheGinvertedGrepeatsSGshowsGsequenceG
homologyGwithGtheGnuglenaGgracilisGchloroplastGmwjGregionGthatGcarriesGtheGputativeGreplicationG
originUG1986SGYWYSG[aT][

31

1262 rsolationGandGcharacterizationGofGtheGtwoGstructuralGgenesGcodingGforGphosphofructokinaseGinGyeastUG
1986SGYWYSG`]TaY 90

1261 rsolationGandGmolecularGanalysisGofGtheGphosphoglucoseGisomeraseGstructuralGgeneGofG
–accharomycesGcerevisiaeUG1986SGYWYSGaZTb 48

1260 kaseGpairGsubstitutionGandGframeshiftGmutagenesisGinducedGbyGapurinicGsitesGandGtwoGfluoreneG
derivativesGinGaGrecj[[XGlexjGOmefPGstrainUG1986SGYWYSGbWT] 11

1259 nxpressionGofG—n]TencodedGstreptomycinGresistanceGinGnUGcoliUG1986SGYW[SG[W[Tb 18

1258 peneticGstudiesGonGtheGroleGofGoctopineG—TmwjGborderGregionsGinGcrownGgallGtumorGformationUG1986SG
YWYSGZXYTZYW 17

1257 –potTtransformationGwithGplasmidsUG1986SGYW]SG]_XTY

1256 âeastVnUGcoliGshuttleGvectorsGwithGmultipleGuniqueGrestrictionGsitesUG1986SGYSGX_ZT` 1373

1255 vultispecificGmwjGmethyltransferasesGfromGkacillusGsubtilisGphagesUGyropertiesGofGwildTtypeGandG
variousGmutantGenzymesGwithGalteredGmwjGaffinityUG1986SGX]bSG[a]TbY 21

1254 lloningGofGcarotenoidGbiosynthesisGgenesGfromRhodopseudomonasGsphaeroidesUG1986SGX[SGY]TYb 27

1253 loTexpressionGandGinheritanceGofGforeignGgenesGinGtransformantsGobtainedGbyGdirectGmwjG
transformationGofGtobaccoGprotoplastsUG1986SGYW]SGXTa 36

1252 peneticGcharacterizationGandGisolationGofGtheG–accharomycesGcerevisiaeGgeneGcodingGforGuridineG
monophosphokinaseUG1986SGYW]SG`[TaX 36

1251 RepeatedGsequencesGwithGunusualGpropertiesGfromGtheGdivergentGregionGofGlrithidiaGoncopeltiG
maxicircleGkinetoplastGmwjUG1986SGYW]SGXYYT_ 4

1250 lloningGofGtheGkacillusG–ubtilisGrvyGmehydrogenaseGpeneGandGitsGjpplicationGtoGrncreasedG
yroductionGofGpuanosineUG1986SG[SGYY]TYYa 13

1249 meletionGandGrearrangementGofGplasmidGmwjGduringGtransformationGofGnscherichiaGcoliGwithGlinearG
plasmidGmoleculesUG1986SGX[SGabW]TX` 51

1248 RecklSGsbckGindependentSGOj—PnTmediatedGdeletionGofGsequencesGflankingGaGßenopusGlaevisGbetaG
globinGgeneGonGpropagationGinGnUGcoliUG1986SGX[SG[X[`T]a 18
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1247 lompleteGnucleotideGsequenceGofGtheGgeneGforGhumanGinterleukinGXGalphaUG1986SGX[SGZX_`T`b 171

1246 lhemicalGsynthesisGandGexpressionGofGaGgeneGcodingGforGhirudinSGtheGthrombinTspecificGinhibitorG
fromGtheGleechGqirudoGmedicinalisUG1986SGZ_`SG`ZXT[W 49

1245 —heGinvolvementGofGhostGreplicationGproteinsGandGofGspecificGoriginGsequencesGinGtheGinGvitroG
replicationGofGminiplasmidGRXGmwjUG1986SGX[SG[a_]T`b 44

1244 lloningGtheGmderGrestrictionTmodificationGsystemGusingGaGtwoTstepGmethodUG1986SGX[SG`bZbT]X 49

1243 yrolineGutilizationGinG–accharomycesGcerevisiaecGanalysisGofGtheGclonedGyU—XGgeneUG1986SG_SGY_ZaT[] 66

1242 lloningGandGexpressionGinGnscherichiaGcoliGofGaGsyntheticGmwjGforGhirudinSGtheGbloodGcoagulationG
inhibitorGinGtheGleechUG1986SG]SG]XXT` 59

1241 volecularGcloningGofGamikacinGresistanceGdeterminantsGfromGaGtlebsiellaGpneumoniaeGplasmidUG1986
SGZWSGZX]TYW 46

1240 rdentificationGandGlocationGofGnineG—]GbacteriophageGtRwjGgenesGbyGmwjGsequenceGanalysisUG1986SG
X[SG[Xb`TYW] 10

1239 RegionGVrGofGcauliflowerGmosaicGvirusGencodesGaGhostGrangeGdeterminantUG1986SG_SGY_ZYT` 102

1238 lopyTnumberGofGbroadGhostTrangeGplasmidGRXX_YGisGregulatedGbyGaGsmallGRwjUG1986SGX[SGaWY`T[_ 43

1237 lloningGandGexpressionGinGnscherichiaGcoliGofGaGgeneGencodingGnonenzymaticGchloramphenicolG
resistanceGfromGyseudomonasGaeruginosaUG1986SGYbSG[[]T]W 27

1236 lloningGandGexpressionGofGaGtetracyclineGresistanceGdeterminantGfromGlampylobacterGjejuniGinG
nscherichiaGcoliUG1987SGZXSGXZWXT_ 14

1235 lomplexGinteractionsGamongGmembersGofGanGessentialGsubfamilyGofGhsp`WGgenesGinG–accharomycesG
cerevisiaeUG1987SG`SGY]_aT`` 335

1234 xverproductionGofGgeneGproductsGbyGtheGsuperThighTcopyTnumberGplasmidGpwRZZZUG1987SGZXSG`Z`T[[

1233 mwjGsynthesisGisGinitiatedGatGtwoGpositionsGwithinGtheGoriginGofGreplicationGofGplasmidGRXX_YUG1987SG
X]SGaZXbTZX 37

1232 wucleotideGsequenceGofGtheGmderGrestrictionTmodificationGsystemGandGcharacterizationGofGtheG
methylaseGproteinUG1987SGX]SGaY[bT__ 59

1231 wegativeGregulatorsGofGtheGyqxGsystemGinG–accharomycesGcerevisiaecGisolationGandGstructuralG
characterizationGofGyqxa]UG1987SGX]SGXWYbbTZWb 69

1230 –tructureGandGmobilizationGofGanGampicillinGandGgentamicinGresistanceGdeterminantUG1987SGZXSGXY__T`W 16
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1229 nxpressionGinG–accharomycesGcerevisiaeGofGchimericGcytochromeGy[]WGcmwjsGconstructedGfromG
cmwjsGforGratGcytochromeGy[]WcGandGy[]WdUG1987SG_SGZXTb 62

1228 nxpressionGofGanGinterferonTalphaGgeneGvariantGinGnUGcoliGusingGtandemlyGrepeatedGsyntheticG
ribosomalGbindingGsitesUG1987SG_SG[XT_ 10

1227 yyruvateGdecarboxylaseGofGäymomonasGmobiliscGisolationSGpropertiesSGandGgeneticGexpressionGinG
nscherichiaGcoliUG1987SGX_bSGXWY[Ta 83

1226 peneticGorganizationGofGmultipleGfepGgenesGencodingGferricGenterobactinGtransportGfunctionsGinG
nscherichiaGcoliUG1987SGX_bSGZ_ZaT[_ 74

1225 llusterGofGgenesGcontrollingGsynthesisGandGactivationGofGYSZTdihydroxybenzoicGacidGinGproductionGofG
enterobactinGinGnscherichiaGcoliUG1987SGX_bSG[X_ZT`W 56

1224 âeastGplasmidsGresemblingGYGmicronGmwjcGregionalGsimilaritiesGandGdiversitiesGatGtheGmolecularGlevelUG
1987SGX_bSG]]Z`T[] 68

1223 nxpressionGinGnscherichiaGcoliGofGaGclonedGcrystalGproteinGgeneGofGkacillusGthuringiensisGsubspUG
israelensisUG1987SGX_bSGXWX`TYZ 58

1222 mefectiveGregulationGofGtheGphenylalanineGbiosyntheticGoperonGinGmutantsGofGtheGphenylalanylTtRwjG
synthetaseGoperonUG1987SGX_bSGXb[bT]Z 10

1221
—woGpromotersSGoneGinducibleGandGoneGconstitutiveSGcontrolGtranscriptionGofGtheG–treptomycesG
lividansGgalactoseGoperonUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaSG1987SGa[SGYXZWT[

11.5 61

1220 mwjGsequenceGanalysisGofGhostGrangeGmutantsGofGtheGpromiscuousGrncyTXGplasmidsGRXaGandGR_aG
withG—n`GinsertionsGinGoriVUG1987SGXaSGZ]T[] 7

1219 —heGaralGgeneGofGlitrobacterGfreundiiUG1987SG_XSGY[ZT]Y 7

1218 lloningGandGexpressionGofGtheGgenesGofGtwoGfumarateGreductaseGsubunitsGfromG·olinellaG
succinogenesUG1987SGX__SG[[`T]Y 14

1217 volecularGcloningGandGsequenceGofGtheGgeneGforGpbtaUGjGculturedGmyoepithelialGcellGproteinGwithG
strongGhomologyGtoG–TXWWSGaGcalciumTbindingGproteinUG1987SGXbaSGXZTYW 94

1216 lloningGofGtryptophanaseGgeneGofGjlcaligenesGfaecalisGforGeffectiveGproductionGofGlTtryptophanUG
1987SG]SGX`TYa 1

1215 lhemicalGsynthesisGofGaGgeneGcodingGforGhumanGangiogeninSGitsGexpressionGinGnscherichiaGcoliGandG
conversionGofGtheGproductGintoGitsGactiveGformUG1987SG]_SG_XT`W 57

1214 volecularGcloningGandGcharacterizationGofGtheGgeneticGdeterminantGencodingGl–ZGfimbriaeGofG
enterotoxigenicGnscherichiaGcoliUG1987SGYSGXb]TYWb 28

1213 jctivationGofGanGelastaseGprecursorGbyGtheGlasjGgeneGproductGofGyseudomonasGaeruginosaUG1987SG
X_bSG[]ZYTb 39

1212 lharacterizationGandGmappingGofGtheGkacillusGsubtilisGprtRGgeneUG1987SGX_bSG[Z[T` 42
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1211 uvrlGgeneGfunctionGhasGnoGspecificGroleGinGrepairGofGwTYTaminofluoreneGadductsUG1987SGX_bSG[YZT_ 14

1210 peneTenzymeGrelationshipsGinGtheGprolineGbiosyntheticGpathwayGofG–accharomycesGcerevisiaeUG1987SG
X_bSG]Z_[T`Y 64

1209 lloningGofGgenesGfromGmembersGofGtheGfamilyGnnterobacteriaceaeGwithGminiTvuGbacteriophageG
containingGplasmidGrepliconsUG1987SGX_bSG_a`TbZ 39

1208 ylasmidGtransferGinG–treptomycesGlividanscGidentificationGofGaGkilTkorGsystemGassociatedGwithGtheG
transferGregionGofGprsXWXUG1987SGX_bSG[X``TaZ 74

1207 lontrolGofGreplicationGofGplasmidGRXcGtranslationGofGtheG`kGreadingGframeGinGtheGRepjGmRwjGleaderG
regionGcounteractsGtheGinteractionGbetweenGlopjGRwjGandGlop—GRwjUUGEMBOfJournalSG1987SG_SG]X]T]YY 13 22

1206 peneticGandGmorphologicalGcharacterizationGofGftskGandGnrdkGmutantsGofGnscherichiaGcoliUG1987SGX_bSGXbTY] 35

1205 qaemophilusGinfluenzaeGimmunoglobulinGjXGproteaseGgenescGcloningGbyGplasmidG
integrationTexcisionSGcomparativeGanalysesSGandGlocalizationGofGsecretionGdeterminantsUG1987SGX_bSG[[[YT]W 28

1204 –tructuralGandGfunctionalGanalysisGofGaGclonedGsegmentGofGnscherichiaGcoliGmwjGthatGspecifiesG
proteinsGofGaGl[GpathwayGofGserineGbiosynthesisUG1987SGX_bSG[`X_TYX 17

1203 peneticsGofGtypeGrraGheatTlabileGenterotoxinGofGnscherichiaGcolicGoperonGfusionsSGnucleotideG
sequenceSGandGhybridizationGstudiesUG1987SGX_bSG]XaWT` 52

1202 peneticGandGphysicalGlocationGofGtheGnscherichiaGcoliGrapGlocusSGwhichGisGessentialGforGgrowthGofG
bacteriophageGlambdaUG1987SGX_bSG]XaaTbY 20

1201 xrganizationGofGrRwjGgenesGinGvycobacteriumGbovisGklpUG1987SGX_bSGaZbT[Z 64

1200 lonstructionGandGcharacterizationGofGyseudomonasGaeruginosaGalgkGmutantscGroleGofGalgkGinG
highTlevelGproductionGofGalginateUG1987SGX_bSGX]bZT_WY 71

1199 rdentificationGandGexpressionGofGaGcopyGnumberGcontrolGgeneGinGtheGrncorrrGhemolyticGplasmidG
p–UZX_UG1987SGX_bSGY[W]Tb 7

1198 lharacterizationGandGexpressionGofGaGclonedGtetracyclineGresistanceGdeterminantGfromG
lampylobacterGjejuniGplasmidGpUj[__UG1987SGX_bSGYba[Tb 69

1197 —ranslocationGofGVibrioGharveyiGwSwNTdiacetylchitobiaseGtoGtheGouterGmembraneGofGnscherichiaGcoliUG
1987SGX_bSGZ`a]TbX 35

1196 rdentificationGofGpolypeptidesGencodedGbyGanGnscherichiaGcoliGlocusGOhfljPGthatGgovernsGtheG
lysisTlysogenyGdecisionGofGbacteriophageGlambdaUG1987SGX_bSG[W`_Ta] 36

1195 volecularGcharacterizationGofGtheGnscherichiaGcoliGenterobactinGcistronGentoGandGcoupledGexpressionG
ofGentoGandGtheGfesGgeneUG1987SGX_bSG[X][T_Y 40

1194 lontrolGofGtheGkiljGgeneGofGtheGbroadThostTrangeGplasmidGRtYcGinvolvementGofGkorjSGkorkSGandGaG
newGgeneSGkornUG1987SGX_bSGXZX]TYW 32
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1193 nxpressionGofGtheGgeneGforGwjmTdependentGglucoseT_TphosphateGdehydrogenaseGfromG
ueuconostocGmesenteroidesGclonedGinGnscherichiaGcoliGtTXYUG1987SGX_bSGZZ[Tb 2

1192 âeastGcellsGmayGuseGjUlGorGjjpGasGinitiationGcodonGforGproteinGsynthesisUG1987SG]YSGaZTbW 5

1191 jnalysisGofGtheGeffectGofGdp´•dlGhomopolymerGtailsGonGexpressionGofGaGmouseG˛–TamylaseGcmwjGgeneG
inGyeastUG1987SG]YSGbXTb` 7

1190 volecularGcloningGandGcharacterizationGofGkombyxGdensovirusGgenomicGmwjUGkriefGreportUG1987SGbZSGXZbT[_ 11

1189 nxpressionGofRhodopseudomonasGsphaeroidesGcarotenoidGphotopigmentGgenesGinGphylogeneticallyG
relatedGnonphotosyntheticGbacteriaUG1987SGX]SG_`T`X 17

1188 rdentificationGofGtheGdomainGofG–accharomycesGcerevisiaeGadenylateGcyclaseGassociatedGwithGtheG
regulatoryGfunctionGofGRj–GproductsUG1987SGYXWSGXa`Tb[ 28

1187 lharacterizationGofGaGgenomicGcloneGofGnrwiniaGcarotovoraGsubspUGcarotovoraG—pZGencodingGaG
pectolyticGenzymeGofGapparentGmolecularGweightG`aGkmaUG1987SGYXWSGYb[TYba 3

1186 —heG–accharomycesGcerevisiaeGvn—ZGgenecGnucleotideGsequenceGandGrelationshipGofGtheG]NG
nonTcodingGregionGtoGthatGofGvn—Y]UG1987SGYXWSGZW`TXZ 64

1185 rsolationGofGtheGyeastGphosphoglyceromutaseGgeneGandGconstructionGofGdeletionGmutantsUG1987SG
YW_SGXZZT[W 25

1184 vutantGregulatoryGsubunitGofGZNS]NTcjvyTdependentGproteinGkinaseGofGyeastG–accharomycesG
cerevisiaeUG1987SGYXWSG[XZTa 14

1183 nvidenceGforGmultipleGcarboxymethylcellulaseGgenesGinGyseudomonasGfluorescensGsubspUGcellulosaUG
1987SGYXWSG]]XT_ 41

1182 —heGYWGbpSGdirectlyGrepeatedGmwjGsequenceGofGbroadGhostGrangeGplasmidGRXX_YGexertsG
incompatibilityGinGvivoGandGinhibitsGRXX_YGmwjGreplicationGinGvitroUG1987SGYWaSGZbWT` 28

1181 lorrelationGbetweenGrestrictionGmapSGgeneticGmapGandGcatalyticGfunctionsGinGtheGgeneGcomplexG
URjYUG1987SGYWbSGYaZTb 17

1180 –equenceGanalysisGofGtheGkrevibacteriumGlactofermentumGtrpGoperonUG1987SGYWbSGYbbTZW] 10

1179 —heGrepGregionGofGpRGplasmidGregulatesGtheGexpressionGofG–x–GsystemUG1987SGYWbSG[XTa 3

1178 peneticGanalysisGofGtheGparkRGlocusGofGplasmidGRXUG1987SGYWbSGXYYTa 26

1177 lharacterizationGofGtheGlevanaseGgeneGofGkacillusGsubtilisGwhichGshowsGhomologyGtoGyeastGinvertaseUG
1987SGYWaSGX``Ta[ 77

1176 vutationsGofGtheGnscherichiaGcoliGlacUV]GpromoterGresultingGinGincreasedGexpressionGinGkacillusG
subtilisUG1987SGYWbSG[_`T`[ 49
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1175 lloningGofGtwoGtypeGrrGmethylaseGgenesGthatGrecogniseGasymmetricGnucleotideGsequencescGookrGandG
qgarUG1987SGYWbSG]`WT[ 26

1174 nxpressionGofGtheGkacillusGsubtilisGpollGgeneGinGnscherichiaGcoliUG1987SGYW`SGZZ]T[X 6

1173 rdentificationGofGcomponentsGofGaGnewGstabilityGsystemGofGplasmidGRXSGyarmSGthatGisGcloseGtoGtheG
originGofGreplicationGofGthisGplasmidUG1987SGYXWSGXWXTXW 121

1172 mwjGsequenceGandGfunctionalGanalysisGofGanGjR–TelementGfromGtheGzygomyceteGjbsidiaGglaucaUG
1987SGXYSG]bbT_WZ 9

1171 weomycinGresistanceGasGaGdominantlyGselectableGmarkerGforGtransformationGofGtheGzygomyceteG
jbsidiaGglaucaUG1987SGXYSG_Y]T` 46

1170 nfficientGintegrativeGtransformationGofGlephalosporiumGacremoniumUG1987SGXYSGZZ`T[a 84

1169 lonstructionGofGaGtransposonGcontainingGaGgeneGforGpolygalacturonateGtransTeliminaseGfromG
tlebsiellaGoxytocaUG1987SGX[_SGZbWT] 15

1168 lloningGandGexpressionGinGnscherichiaGcoliGofGtheGhomoserineGkinaseGOthrkPGgeneGfromG
krevibacteriumGlactofermentumUG1987SGYW_SGZ_XT` 16

1167 rsolationGandGcharacterizationGofGtheGregulatoryGqnßYGgeneGnecessaryGforGglucoseGrepressionGinG
yeastUG1987SGYW_SG]W]Tb 48

1166 wuclearGmwjGamplificationGinGculturedGcellsGofGxryzaGsativaGuUG1987SG`[SG_]T`W 59

1165 —omatoGprotoplastGmwjGtransformationcGphysicalGlinkageGandGrecombinationGofGexogenousGmwjG
sequencesUG1987SGaSGZaZTb[ 37

1164 rnterspeciesGhomologyGofGnodulationGgenesGinGRhizobiumUG1987SGaSG_XT`] 31

1163 lloningGofGtheGgeneGcodingGforGaromaticGaminoGacidGaminotransferaseGfromGannUGloliGkGstrainUG1987SG
bSG_`ZT_`b 5

1162 jGproposedGmechanismGunderlyingGtheGprocessGofGlaYRTmediatedGtransferGofGmwjGacrossGbiologicalG
membranesUG1987SGX`SGXXXTXX` 1

1161 —nXWWWGinsertionalGmutagenesisGofGclonedGrepressorGgeneGofGtheGphageGucGplasmidGoligomerizationG
inGtheGpresenceGofGoNlacUG1987SGZYSGXa]TbZ 2

1160 UseGofGtheGplasmidGpRtGYWXZGasGaGvehicleGforGtranspositionGinjzotobacterGvinelandiiUGJournalfoff
BiosciencesSG1987SGXYSGXZXTXZ] 2.3 10

1159 lellGvolumeGchangesGcorrelateGwithGefficiencyGofGtransformationGofnscherichiaGcoliwithGplasmidG
mwjUG1987SG[YSGXY]TXYa 2

1158 RestorationGofGphenotypeGinnscherichiaGcoliauxotrophsGbyGpUukXXZTmediatedGmobilisationGfromG
methylotrophicGbacteriaUG1987SG[ZSGYZ]TYZb 14

(1987-1987)
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1157 lloningGofGthesac–geneGencodingGaGpositiveGregulatorGofGtheGsucroseGregulonGinkacillusGsubtilisUG
1987SG[XSGXZ`TX[W 19

1156 rdentificationGofGaGnewGlocusSsacVSGinvolvedGinGtheGregulationGofGlevansucraseGsynthesisGinkacillusG
subtilisUG1987SG[[SGZbT[Z 14

1155 —heGnumberGofGribosomalGRwjGgenesGinvycobacteriumGlepraemuriumUG1987SG[[SG`ZT`_ 16

1154 p··X`[cGaGlargeGplasmidGfromGjcinetobacterGcalcoaceticusGencodingGbenzeneGcatabolismGbyGtheG
betaTketoadipateGpathwayUG1987SGXSGYXbTY` 33

1153 jminoGacidGsequenceGofGtheGuTlactateGdehydrogenaseGofGkacillusGcaldotenaxGdeducedGfromGtheG
nucleotideGsequenceGofGtheGclonedGgeneUG1987SGX_]SG]aXT_ 16

1152 —heGtechnologyGofGgeneticGmanipulationUG1987SGX_SG`–TXb–

1151 yrimaryGstructureGofGtheGuracilGtransportGproteinGofG–accharomycesGcerevisiaeUG1988SGX`XSG[X`TY[ 89

1150 jnGj—yTdependentGproteaseGandGingensinSGtheGmulticatalyticGproteinaseSGinGt]_YGcellsUG1988SGX``SGY_XT_ 61

1149 jlterationsGinGtheGextracellularGdomainGofGvXZGprocoatGproteinGmakeGitsGmembraneGinsertionG
dependentGonGsecjGandGsecâUG1988SGX``SGY_`T`X 82

1148 rsolationGandGmolecularGcharacterizationGofGanGRxkTXGbetaTlactamaseGplasmidGinGaGqaemophilusG
influenzaeGstrainGinGoranceUG1988SG`SG]aZT] 4

1147
lonstructionGofGtransposonsGencodingGgenesGforG˛†TglucosidaseSGamylaseGandG
polygalacturonatetransTeliminaseGfromtlebsiellaGoxytocaGandGtheirGexpressionGinGaGrangeGofG
gramTnegativeGbacteriaUG1988SGX`SG_bT`]

7

1146 –tabilizationGofGannUGcoliGplasmidGbyGaGminiToGfragmentGofGmwjUG1988SGYSGZYZTZYa 9

1145 lloningSGsequencingGandGanalysisGofGtheGyeastG–UGuvarumGnRpXWGgeneGencodingGacetoacetylGlojG
thiolaseUG1988SGXZSG[`XTa 32

1144 peneralGorganizationGofGtheGgenesGspecificallyGinvolvedGinGtheGdiaminopimelateTlysineGbiosyntheticG
pathwayGofGlorynebacteriumGglutamicumUG1988SGYXYSGXW]TXX 48

1143 wucleotideGsequenceGofGtheGlysjGgeneGofGlorynebacteriumGglutamicumGandGpossibleGmechanismsG
forGmodulationGofGitsGexpressionUG1988SGYXYSGXXYTb 24

1142 nffectsGonGgrowthGandGsporulationGofGinactivationGofGaGkacillusGsubtilisGgeneGOctcPGtranscribedGinGvitroG
byGminorGvegetativeGcellGRwjGpolymerasesGOnTsigmaGZ`SGnTsigmaGZYPUG1988SGYXYSGX__T`X 21

1141 rdentificationGofGfunctionalGregionsGofGtheGcolicinogenicGplasmidGloljUG1988SGYXXSGYYZTZW 11

1140 rntegrativeGsuppressionGofGdnaj[_GbyGbroadGhostTrangeGplasmidGRXX_YUG1988SGYX]SGXZbT[] 2
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1139 tillingGofGnscherichiaGcoliGcellsGmodulatedGbyGcomponentsGofGtheGstabilityGsystemGyarmGofGplasmidG
RXUG1988SGYX]SGX[_T]X 55

1138 —ranscriptionalGregulationGofGnitrogenGfixationGgenesGbyGmwjGsupercoilingUG1988SGYXYSGZ_WTZ_Z 27

1137 lloningGofGtwoGchloramphenicolGacetyltransferaseGgenesGfromGllostridiumGbutyricumGandGtheirG
expressionGinGnscherichiaGcoliGandGkacillusGsubtilisUG1988SGYX[SGZYaTZY 10

1136 lharacterizationGofGtheGgeneGforGtheGoeTproteinGofGtheGvanadiumGdependentGalternativeGnitrogenaseG
ofGjzotobacterGvinelandiiGandGconstructionGofGaG—n]GmutantUG1988SGYX[SGXYXT` 39

1135 RegulationGofGisoleucineTvalineGbiosynthesisGinG–accharomycesGcerevisiaeUG1988SGXZSGYW`TX` 55

1134 —heGminimalGrepliconGofGtheG–treptomycesGghanaensisGplasmidGp–p]GidentifiedGbyGsubcloningGandG
—n]GmutagenesisUG1988SGYXXSG[Y[Tb 45

1133 rncreaseGinGplasmidGtransformationGefficiencyGinG–x–TinducedGnscherichiaGcoliGcellsUG1988SGYXXSG]Y_TZW 6

1132 nxpressionGofGenvGsequencesGofGtheGbovineGleukemiaGvirusGOkuVPGinGtheGyeastG–accharomycesG
cerevisiaeUG1988SG[SG[`T]b 6

1131 jGnuclearGgeneGrequiredGforGtheGexpressionGofGtheGlinearGmwjTassociatedGkillerGsystemGinGtheGyeastG
tluyveromycesGlactisUG1988SG[SG`XTaX 90

1130 xrganizationGandGregulationGofGtheGlorynebacteriumGglutamicumGhomTthrkGandGthrlGlociUG1988SGYSG]ZT_Y 55

1129 wucleotideGsequencingGandGexpressionGofGtheGfaduGgeneGinvolvedGinGlongTchainGfattyGacidGtransportG
inGnscherichiaGcoliUG1988SGYSGZ_ZT`W 7

1128 lloningGandGcharacterizationGofGanGalbicidinGresistanceGgeneGfromGtlebsiellaGoxytocaUG1988SGYSG[[ZT][ 42

1127 ReiteratedGmwjGsequencesGdefiningGgenomicGdiversityGwithinGtheGspeciesGvycoplasmaGhyorhinisUG
1988SGYSG__]T`Y 12

1126 nxpressionGandG–ecretionGinG–UGlerevisiaeGofGkiologicallyGjctiveGueechGqirudinUG1988SG_SG`YT`` 49

1125 jnGnscherichiaGcoliGenterobactinGclusterGgeneGwithGsequenceGhomologyGtoGtrpnGandGpabkUG1988SG]_SGZ]T[W 27

1124 jGsmallGnonconjugativeGplasmidGencodedGforGstreptomycinTresistantGcharacterGinG–higellaG
dysenteriaeUG1988SGZZSG]Y]Ta 3

1123 lloningGofGaGpositiveGregulatoryGelementGinvolvedGinGnitrogenGfixationGinjzotobacterGvinelandiiUG
1988SG_`SGXYXTXY` 5

1122 qeparinGcofactorGrrcGcmwjGsequenceSGchromosomeGlocalizationSGrestrictionGfragmentGlengthG
polymorphismSGandGexpressionGinGnscherichiaGcoliUG1988SGY`SG`]YTb 85

(1988-1988)
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1121 jGnewGhumanGalphoidTlikeGrepetitiveGmwjGsequenceUG1988SGYZXSGXZWT[ 2

1120 uigandsGtoGtheGYoeGironTsulfurGcenterGinGsuccinateGdehydrogenaseUG1988SGYZYSGYbaTZWY 11

1119 volecularGcloningGandGsequenceGanalysisGofGaGdevelopmentallyGregulatedGcysteineTrichGouterG
membraneGproteinGfromGlhlamydiaGtrachomatisUG1988SG`XSGZW`TX[ 44

1118 lloningGandGcharacterizationGofGtheG]TaminolevulinateGsynthaseGgeneOsPGfromGRhodobacterG
sphaeroidesUG1988SG`WSGXZbT]X 48

1117 vurineGgenomicGmwjGsequencesGreplicatingGautonomouslyGinGmouseGuGcellsUG1988SG]YSGZ]]T_] 48

1116 ounctionalGregionsGandGstructuralGfeaturesGofGtheGgkGglycoproteinGofGherpesGsimplexGvirusGtypeGXUGjnG
analysisGofGlinkerGinsertionGmutantsUG1988SGYWXSG]`]Taa 103

1115
jGgeneGfusionGsystemGusingGtheGaminoglycosideGZNTphosphotransferaseGgeneGofGtheG
kanamycinTresistanceGtransposonG—nbWZcGuseGinGtheGyeastGtluyveromycesGlactisGandG–accharomycesG
cerevisiaeUG1988SG_bSGXaXTbY

44

1114 jGtransTactingGgeneGisGrequiredGforGtheGphenotypicGexpressionGofGaGtyrosinaseGgeneGinG–treptomycesUG
1988SG_]SG`XTaX 48

1113 tineticsGofGplasmidGtransformationGinGäymomonasGmobilisUG1988SGaSGZX`TZYW 2

1112 —heGcyclizationGofGlinearGmwjGinGnscherichiaGcoliGbyGsiteTspecificGrecombinationUG1988SG`WSGZZXT[X 58

1111 [GkacterialG—ransformationGwithGylasmidGmwjUG1988SGYXSG`bTXYa 10

1110 metectionGofGtwoGdifferentGkanamycinGresistanceGgenesGinGnaturallyGoccurringGisolatesGofG
lampylobacterGjejuniGandGlampylobacterGcoliUG1988SGZYSGXX`WTZ 30

1109 xralG–almonellaGtyphimuriumGvaccineGexpressingGcircumsporozoiteGproteinGprotectsGagainstG
malariaUG1988SGY[WSGZZ_Ta 232

1108 peneticGdeterminantGofGtheGRxkTXGbetaTlactamaseGinGbovineGandGporcineGyasteurellaGstrainsUG1988SG
ZYSGXYaYT[ 40

1107 –tructuralGbasesGofGaGlongTstretchedGdeletioncGcompletingGtheGlambdaGplac]GmwjGprimaryGstructureUG
1988SGX_SGXWXbbTYXY 3

1106 –jvYGencodesGtheGsecondGmethionineG–TadenosylGtransferaseGinG–accharomycesGcerevisiaecG
physiologyGandGregulationGofGbothGenzymesUG1988SGaSG]XZYTb 134

1105 jGregulatoryGregionGresponsibleGforGprolineTspecificGinductionGofGtheGyeastGyU—YGgeneGisGadjacentGtoG
itsG—j—jGboxUG1988SGaSG[_Z[T[X 40

1104 nxpressionGofGtheGkacillusGsubtilisGxylGoperonGisGrepressedGatGtheGlevelGofGtranscriptionGandGisG
inducedGbyGxyloseUG1988SGX`WSGZXWYTb 97
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1103 lloningGofGgenesGfromGmucoidGyseudomonasGaeruginosaGwhichGcontrolGspontaneousGconversionGtoG
theGalginateGproductionGphenotypeUG1988SGX`WSGX[]YT_W 80

1102 —ranscriptionGofGkacillusGsubtilisGsubtilisinGandGexpressionGofGsubtilisinGinGsporulationGmutantsUG1988SG
X`WSGYabTb] 144

1101 –tructureGandGexpressionGofGtheGkacillusGsubtilisGsinGoperonUG1988SGX`WSGXW[_T]Z 84

1100 gltkmoGoperonGofGnscherichiaGcoliUG1988SGX`WSGaYXT` 40

1099 peneGorganizationGandGstructureGofGtheG–treptomycesGlividansGgalGoperonUG1988SGX`WSGYWZTXY 70

1098 —heGplasmidSGpkRZYYUG1988SGXWSG]T[X 14

1097
peneticGanalysisGofGtheGironGuptakeGregionGofGtheGVibrioGanguillarumGplasmidGpsvXcGmolecularG
cloningGofGgeneticGdeterminantsGencodingGaGnovelGtransGactivatorGofGsiderophoreGbiosynthesisUG1988
SGX`WSGXbXZTb

70

1096 lloningGandGsequencingGofGaGgeneGencodingGanGaminoglycosideG_NTwTacetyltransferaseGfromGanGRG
factorGofGlitrobacterGdiversusUG1988SGX`WSG[`XTZ 69

1095 —heGlitGgeneGproductGwhichGblocksGbacteriophageG—[GlateGgeneGexpressionGisGaGmembraneGproteinG
encodedGbyGaGcrypticGmwjGelementSGeX[UG1988SGX`WSGYW]_T_Y 35

1094 –iteTspecificGinsertionGofGbiologicallyGfunctionalGadventitiousGgenesGintoGtheG–treptomycesGlividansG
chromosomeUG1988SGX`WSGYX`[Ta[ 26

1093 UseGofGaGgeneGreplacementGcosmidGvectorGforGcloningGalginateGconversionGgenesGfromGmucoidGandG
nonmucoidGyseudomonasGaeruginosaGstrainscGalg–GcontrolsGexpressionGofGalg—UG1988SGX`WSGZYYaTZ_ 69

1092 rnGvivoGanalysisGofGpufGoperonGexpressionGinGRhodobacterGsphaeroidesGafterGdeletionGofGaGputativeG
intercistronicGtranscriptionGterminatorUG1988SGX`WSG[_aXTbY 51

1091 jutogenousGregulationGandGkineticsGofGinductionGofGyseudomonasGaeruginosaGrecjGtranscriptionGasG
analyzedGwithGoperonGfusionsUG1988SGX`WSG[_bbT`W] 14

1090 jnGaminoGacidGsubstitutionGinGpenicillinTbindingGproteinGZGcreatesGpointedGpolarGcapsGinGnscherichiaG
coliUG1988SGX`WSG[aYaTZ` 23

1089 rmportanceGofGtheGlGterminusGofGplasmidGRtsXGRepjGproteinGforGreplicationGandGincompatibilityGofG
theGplasmidUG1988SGX`WSGXY_XT` 13

1088 rnhibitionGofGtheG–x–GresponseGofGnscherichiaGcoliGbyGtheGjdaGproteinUG1988SGX`WSGXZ][Tb 8

1087 volecularGcloningGandGcharacterizationGofGanGrRwjGoperonGinG–treptomycesGlividansG—tYXUG1988SG
X`WSGX_ZXT_ 30

1086 —ranscriptionalGandGtranslationalGanalysesGofGrecjGmutantGallelesGinGyseudomonasGaeruginosaUG1988SG
X`WSGX_Z`T]W 25

(1988-1988)
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1085 cisTactingGsitesGinGtheGtranscriptGofGtheGkacillusGsubtilisGtrpGoperonGregulateGexpressionGofGtheG
operonUG1988SGX`WSGZWaWTa 94

1084 –ecretionGofGinterleukinTXGbetaGandGnscherichiaGcoliGgalactokinaseGbyG–treptomycesGlividansUG1988SG
X`WSGZbY[Tb 31

1083 ResolutionGofGlolnXGdimersGrequiresGaGmwjGsequenceGimplicatedGinGtheGthreeTdimensionalG
organizationGofGtheGcerGsiteUUGEMBOfJournalSG1988SG`SGa]XTa]a 13 97

1082 jnalysisGofGrecombinationGoccurringGatG–uyXGattGsitesUG1988SGX`WSG]aW_TXZ 20

1081 volecularGcloningSGcharacterizationSGandGnucleotideGsequenceGofGanGextracellularGamylaseGgeneGfromG
jeromonasGhydrophilaUG1988SGX`WSGXZY]TZY 49

1080 uocalizationGofGkacillusGsubtilisGsacUOqyPGmutationsGtoGtwoGlinkedGgenesGwithGsimilaritiesGtoGtheG
conservedGprocaryoticGfamilyGofGtwoTcomponentGsignallingGsystemsUG1988SGX`WSG]XWYTb 132

1079 lloningGofGmwjGinvolvedGinGsporulationGofG–treptomycesGgriseusUG1988SGX`WSGYaWYTa 50

1078
lonstructionGofG—nphojGgeneGfusionsGinGRhodobacterGsphaeroidescGisolationGandGcharacterizationGofG
aGrespiratoryGmutantGunableGtoGutilizeGdimethylGsulfoxideGasGaGterminalGelectronGacceptorGduringG
anaerobicGgrowthGinGtheGdarkGonGglucoseUG1989SGX`XSG[Za]Tb[

33

1077 qighGhomologyGbetweenG_TaminohexanoateTcyclicTdimerGhydrolasesGofGolavobacteriumGandG
yseudomonasGstrainsUG1989SGX`XSGZXa`TbX 36

1076 rnductionGandGmetaboliteGregulationGofGlevanaseGsynthesisGinGkacillusGsubtilisUG1989SGX`XSGXaa]TbY 62

1075 lomparisonGofGtelluriteGresistanceGdeterminantsGfromGtheGrncyGalphaGplasmidGRy[—erGandGtheGrncqrrG
plasmidGpqqX]WaaUG1989SGX`XSGYX_WT] 39

1074 volecularGcloningGofGtheGrecjGanalogGfromGtheGmarineGfishGpathogenGVibrioGanguillarumG``]UG1989SG
X`XSG_Z_`T`X 16

1073 —heG–accharomycesGcerevisiaeGyU—ZGactivatorGproteinGassociatesGwithGprolineTspecificGupstreamG
activationGsequencesUG1989SGbSG[`W_TXY 71

1072 jctivationGofGaGcrypticGpathwayGforGthreonineGmetabolismGviaGspecificGr–ZTmediatedGalterationGofG
promoterGstructureGinGnscherichiaGcoliUG1989SGX`XSG]]WZTXX 26

1071 lloningSGcharacterizationSGandGheterologousGexpressionGofGtheG–accharopolysporaGerythraeaG
O–treptomycesGerythraeusPGgeneGencodingGanGnoThandGcalciumTbindingGproteinUG1989SGX`XSG]_X[Tb 31

1070 peneticGselectionGandGmwjGsequencesGofG[U]–GRwjGhomologsUG1989SGX`XSG_]X`TYW 24

1069 wucleotideGsequenceGandGtranscriptionalGorganizationGofGtheGnscherichiaGcoliGenterobactinG
biosynthesisGcistronsGentkGandGentjUG1989SGX`XSG`a[TbW 59

1068 —woGtranscribingGactivitiesGareGinvolvedGinGexpressionGofGtheG–treptomycesGgalactoseGoperonUG1989SG
X`XSGXZ]]T_X 42
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1067 merivativesGofGlolnXGcerGshowGalteredGtopologicalGspecificityGinGsiteTspecificGrecombinationUUGEMBOf
JournalSG1989SGaSGZWbTZX] 13 36

1066 rdentificationGandGanalysisGofGtranscriptionalGregulatoryGsignalsGforGtheGkilGandGkorGlociGofG
–treptomycesGplasmidGprsXWXUG1989SGX`XSG]`_aT`] 62

1065 lloningSGnucleotideGsequenceSGandGhybridizationGstudiesGofGtheGtypeGrrbGheatTlabileGenterotoxinGgeneG
ofGnscherichiaGcoliUG1989SGX`XSG[b[]T]Y 43

1064 rdentificationGofGpolypeptidesGencodedGbyGclonedGpsvXGironGuptakeGmwjGisolatedGfromGVibrioG
anguillarumG``]UG1989SGX`XSGYYbZTZWY 6

1063 wucleotideGsequencesGrequiredGforG—nZGtranspositionGimmunityUG1989SGX`XSGXbW[TX[ 20

1062 ylasmidGdependenceGofGyseudomonasGspUGstrainGwta`GenzymesGthatGdegradeG
_TaminohexanoateTcyclicGdimerUG1989SGX`XSGZXaXT_ 27

1061 peneGtransferGsystemGforGRhodopseudomonasGviridisUG1989SGX`XSG[[Y]TZ] 25

1060 ResistanceGtoGantimicrobialGagentsGandGprevalenceGofGRGplasmidsGinGyasteurellaGmultocidaGfromG
turkeysUG1989SGZZSG_`WTZ 27

1059 mevelopmentGofGaGmwjGprobeGfromGtheGdeoxyribonucleotideGsequenceGofGaGZTwTaminoglycosideG
acetyltransferaseGójjlOZPTr−GresistanceGgeneUG1989SGZZSG]]XTb 41

1058 kacillusUG1989SG 6

1057 vappingGofGtransferGandGqGpilusGcodingGregionsGofGtheGrncqrrGplasmidGpqqX]WaaUG1989SGZ]SGYabTb[ 1

1056 vutagenicityGofGwYGguanylarylationGisG–x–GfunctionsGdependentGandGreminiscentGofGtheGhighG
mutagenicGpropertyGofG[wzxUG1989SGXWSGXb_XT_ 18

1055 lloningGtheGkamqrGrestrictionGmodificationGsystemUG1989SGX`SGb`bTb` 48

1054 UnusualGtranscriptionalGandGtranslationalGfeaturesGofGtheGaminoglycosideGphosphotransferaseGgeneG
OaphPGfromG–treptomycesGfradiaeUG1989SGZSG[X]TYb 70

1053 qyperproductionGofGaspartaseGbyGaGcataboliteGrepressionTresistantGmutantGofGnscherichiaGcoliGkG
harboringGmulticopyGaspjGandGparGrecombinantGplasmidsUG1989SG_`SGXW`TXXW 8

1052 lassavaTfermentingGorganismsUG1989SG]SGX_bTX`b 15

1051 volecularGorganizationGandGexpressionGofGtheGtetracyclineGresistanceGO—etkXPGdeterminantGspecifiedG
byGrncqrXGplasmidsUG1989SGXbSGX_ZTX_a 3

1050 xperonGfusionsGofGvuGdXOjpSlacPGtoGthelTprolineGbiosyntheticGgenesGofescherichiaGcoliGtTXYUG1989SG
XaSGXXZTXX`

(1989-1989)
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1049 —hreeGregulatoryGsystemsGcontrolGexpressionGofGglutamineGsynthetaseGinG–accharomycesGcerevisiaeG
atGtheGlevelGofGtranscriptionUG1989SGYX`SGZ`WT` 38

1048 volecularGcloningGandGexpressionGinG–accharomycesGcerevisiaeGandGweurosporaGcrassaGofGtheG
invertaseGgeneGfromGweurosporaGcrassaUG1989SG_`SG[WXTXW 2

1047 meterminationGofGproteinGexpressionGandGplasmidGcopyGnumberGfromGclonedGgenesGinGnscherichiaG
coliGbyGflowGinjectionGanalysisGusingGanGenzymeGindicatorGvectorUG1989SGZ[SGXWYZTZ_ 20

1046 —ransformationGofGaGglucoseGnegativeGmutantGofyachysolenGtannophilusGwithGaGplasmidGcarryingGtheG
clonedGhexokinaseGyrrGgeneGfrom–accharomycesGcerevisiaeUG1989SGXXSG_WXT_W[ 5

1045 –tructureGandGexpressionGofGtheGURj]GgeneGofG–accharomycesGcerevisiaeUG1989SGYX]SG[]]T_Y 30

1044 nffectGofGrepeatedGmwjGsequencesGonGdirectGgeneGtransferGinGprotoplastsGofGwicotianaG
plumbaginifoliaUG1989SG`aSGXXZTa 9

1043 —heGuvpXGgeneGofGplasmidGpRGcooperatesGwithGmucjkGgenesGinGtheGmwjGrepairGprocessUG1989SGYXaSGXaTY[ 5

1042 —heGplastidGrpojGgeneGencodingGaGproteinGhomologousGtoGtheGbacterialGRwjGpolymeraseGalphaG
subunitGisGexpressedGinGpeaGchloroplastsUG1989SGYX`SG``Ta[ 46

1041 rsolationGandGcharacterizationGofGaGconditionalGreplicationGmutantGofGtheGantibioticGresistanceGfactorG
RXGaffectedGinGtheGgeneGofGtheGreplicationGproteinGrepjUG1989SGYX`SGXXXT` 8

1040 –tructureGofGtheGqxvYGgeneGofG–accharomycesGcerevisiaeGandGregulationGofGitsGexpressionUG1989SG
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nucleotideGsequenceSGandGexpressionUG1989SGYXaSGZZWTb 70
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streptomycinGresistanceUG1989SGX`aSGXYXT] 9

1036 qighGexpressionGandGefficientGsecretionGofGRhizopusGoryzaeGglucoamylaseGinGtheGyeastG
–accharomycesGcerevisiaeUGAppliedfMicrobiologyfandfBiotechnologySG1989SGZWSG]X] 5.7 42

1035 qighGlevelGofGexpressionGofGaGprotectiveGantigenGofGschistosomesGinG–accharomycesGcerevisiaeUG1989SG
]SG[b`T]W` 63

1034 wucleotideGsequenceGofGtheGnscherichiaGcoliGentnGgeneUG1989SG]bSGX]TXb 41

1033 yhospholipaseGlGandGhaemolyticGactivitiesGofGllostridiumGperfringensGalphaTtoxinGclonedGinG
nscherichiaGcolicGsequenceGandGhomologyGwithGaGkacillusGcereusGphospholipaseGlUG1989SGZSGZaZTbY 77

1032 volecularGcharacterizationGandGsequenceGofGphosphatidylinositolTspecificGphospholipaseGlGofG
kacillusGthuringiensisUG1989SGZSG_YXT_ 38

Citation Report

54



1031 —heGnscherichiaGcoliGenterobactinGbiosynthesisGgeneSGentmcGnucleotideGsequenceGandGmembraneG
localizationGofGitsGproteinGproductUG1989SGZSG`]`T__ 40

1030 rncreasedGrnosineGyroductionGbyGaGkacillusGsubtilisGßanthineTRequiringGvutantGmerivedGbyG
rnsertionalGrnactivationGofGtheGrvyGmehydrogenaseGpeneUG1989SG`SGaYXTaY[ 6

1029 RegulationGofGkacillusGsubtilisGglutamineGsynthetaseGgeneGexpressionGbyGtheGproductGofGtheGglnRG
geneUG1989SGYXWSG]XT_Z 107

1028 —heGqrVTXGpagGprecursorGyr]]gagGsynthesizedGinGyeastGisGmyristoylatedGandGtargetedGtoGtheGplasmaG
membraneUG1989SG`bSG`XTaX 59

1027 —heGqUGproteinGisGnotGessentialGforGgeneratingGdeletionsGadjacentGtoGtransposonG—nZUG1989SG`_SGZ]bT_Y 1

1026 lloningGandGexpressionGofGaG˛†TglucosidaseGgeneGfromGßanthomonasGalbilineansGinGnscherichiaGcoliG
andGäymomonasGmobilisUG1989SGbSGXZbTX]Y 20

1025 jnalysisGofGtheGpromoterGregionGofGtheGmelaninGlocusGfromG–treptomycesGantibioticusUG1989SGa[SGY_`T`` 16
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variantsGinGnscherichiaGcoliUG1989SGY]WSGZ`XT_ 10

1023 rdentificationGandGcharacterizationGofGtheGnifqGandGnifsGpromoterGregionsGlocatedGonGtheGnifTplasmidG
pnjZGofGnnterobacterGagglomeransGZZZUG1989SG`aSGXWXTb 23

1022 lloningGandGexpressionGofGtheGmajorGinnerGcapsidGproteinGofG–jTXXGsimianGrotavirusGinGnscherichiaG
coliUG1989SG`bSGYZbT[a 10

1021 —heGinfluenceGofGlipopolysaccharideGonGtheGtransformationGefficiencyGofGtlebsiellaGpneumoniaeUG
1989SGZ]SG`Z]T` 3

1020
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inGtheGsameGsolutionUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
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11.5 1173
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11.5 363
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1016 yositiveGregulationGofGglutamateGbiosynthesisGinGkacillusGsubtilisUG1989SGX`XSG[`XaTY` 77

1015 wucleotideGsequenceGofGnscherichiaGcoliGisochorismateGsynthetaseGgeneGentlGandGevolutionaryG
relationshipGofGisochorismateGsynthetaseGandGotherGchorismateTutilizingGenzymesUG1989SGX`XSG``]TaZ 110
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1013 lloningSGnucleotideGsequenceSGandGexpressionGinGnscherichiaGcoliGofGtheGkacillusGstearothermophilusG
peroxidaseGgeneGOperjPUG1989SGX`XSG[a`XT] 50

1012 rdentificationGandGsequenceGanalysisGofGtheGkacillusGsubtilisG·YZGxylRGgeneGandGxylGoperatorUG1989SG
X`XSGZa[WT] 67

1011 jnGinGvitroGsystemGinvolvingG—nZGtransposaseGthatGcatalyzesGtheGformationGofGmwjGdeletionsUUG1989SG
_]SGXT[

1010 gcrYSGaGnewGmutationGaffectingGglycolyticGgeneGexpressionGinG–accharomycesGcerevisiaeUG1990SGXWSG_ZabTb_ 67
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cerevisiaecGcloningGandGmolecularGanalysisUG1990SGXWSGZ][XT]W 98
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JournalSG1990SGY_`SGX`XT` 3.8 47

1006 penesGforGtwoGherbicideTinducibleGcytochromesGyT[]WGfromG–treptomycesGgriseolusUG1990SGX`YSGZZZ]T[] 90

1005 waturalGtransformationGinGlampylobacterGspeciesUG1990SGX`YSGb[bT]] 257

1004 —heGsac—GgeneGregulatingGtheGsacyjGoperonGinGkacillusGsubtilisGsharesGstrongGhomologyGwithG
transcriptionalGantiterminatorsUG1990SGX`YSGZb__T`Z 124
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986 RecombinationGatGlolnXGcerGrequiresGtheGnscherichiaGcoliGxerlGgeneGproductSGaGmemberGofGtheG
lambdaGintegraseGfamilyGofGsiteTspecificGrecombinasesUG1990SGX`YSG_b`ZTaW 138

985 nffectsGofGmultipleGyeastGradZGmutantGallelesGonGUVGsensitivitySGmutabilitySGandGmitoticG
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1990SGXXSGYXWZTb 30
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kacillusGsubtilisUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG
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11.5 86

972 xralG–almonellacGmalariaGcircumsporozoiteGrecombinantsGinduceGspecificGlmaRGcytotoxicG—GcellsUG
1990SGX`YSGXWaZTbW 190

971 —heGupstreamGactivatingGsequenceGforGuTleucineGgeneGregulationGinG–accharomycesGcerevisiaeUG1990SG
XaSGZbYZTZX 25
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ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1990SGa`SG_Wa`TbX 11.5 46

969 —heGrejoiningGofGdoubleTstrandGbreaksGinGmwjGbyGhumanGcellGextractsUG1990SGXaSG_YW]TXW 125

968 UseGofGshuttleGvectorsGtoGstudyGtheGmolecularGprocessingGofGdefinedGcarcinogenTinducedGmwjG
damagecGmutagenicityGofGsingleGx[TethylthymineGadductsGinGqeuaGcellsUG1990SGXaSG[XZXT` 73

967 rdentificationGandGmappingGofGmbaGregionsGofGtheG–almonellaGcholeraesuisGvirulenceGplasmidG
ptm–l]WGresponsibleGforGmouseGbacteremiaUG1990SGaSGXZTYX 19

966 lloningSGexpressionGandGcharacterizationGofGtheG–auZjrGrestrictionGandGmodificationGgenesGinG
–taphylococcusGcarnosusG—vZWWUG1990SGb[SGZ`T[Z 46

965 rsolationGofGfragmentsGwithGpacGfunctionGforGphageGyYYGfromGphageGuy`GmwjGandGcomparisonGofG
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963 oragmentGtaggingUG1990SG`SGX]XTb

962 nxpressionGofGmammalianGm—TdiaphoraseGinGnscherichiaGcolicGpurificationGandGcharacterizationGofGtheG
expressedGproteinUG1990SGYaZSGZXXT` 10
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960 misruptionGandGmutagenesisGofGtheG–accharomycesGcerevisiaeGymßXGgeneGencodingGtheGproteinGßG
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959 –iteTdirectedGmutagenesisGofGglutathioneG–TtransferaseGâaâacGnonessentialGroleGofGhistidineGinG
catalysisUG1991SGYa_SG]`[Ta 31

958 —heGrateGofGprocessingGandGdegradationGofGantisenseGRwjrGregulatesGtheGreplicationGofGlolnXTtypeG
plasmidsGinGvivoUG1991SG_]SGXYZZT[Y 200
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956 —ranscriptionalGanalysisSGtranslationalGanalysisSGandGsequenceGofGtheGkiljTtelluriteGresistanceGregionG
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954 yolyaminesGasGconstituentsGofGtheGouterGmembranesGofGnscherichiaGcoliGandG–almonellaG
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953 vutagenesisGandGisolationGofGjeromonasGhydrophilaGgenesGwhichGareGrequiredGforGextracellularG
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clonedGinGnscherichiaGcoliUG1991SGX`ZSGZWa[Tb] 51

948 –tructuralSGmolecularSGandGgeneticGanalysisGofGtheGkiljGoperonGofGbroadThostTrangeGplasmidGRtYUG
1991SGX`ZSGZ[_ZT`` 40
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productUG1991SGX`ZSG]_]ZT_Y 128
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leadsGtoGaGnutritionalGrequirementGforGorganicGsulfurUUGEMBOfJournalSG1991SGXWSG][`T]]Z 13 98

945 lloningSGnucleotideGsequenceSGandGengineeredGexpressionGofG—hermusGthermophilusGmwjGligaseSGaG
homologGofGnscherichiaGcoliGmwjGligaseUG1991SGX`ZSG]W[`T]Z 51

944 lharacterizationGandGexpressionGofGtheGnscherichiaGcoliGvrrGrestrictionGsystemUG1991SGX`ZSG]YW`TXb 98

943 —heGtdhGandGserjGoperonsGofGnscherichiaGcolicGmutationalGanalysisGofGtheGregulatoryGelementsGofG
leucineTresponsiveGgenesUG1991SGX`ZSG]b[[T]Z 67
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nxpressionGofGvirulenceGandGantibioticGresistanceGinGanGnscherichiaGcoliGtransconjugantGcarryingGaG
largeGplasmidGplj—XYWGofG–higellaGdysenteriaeGtypeGrGandGitsGspontaneousGfragmentationsUG1991SG
Z_SGXY`TZ]
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941 rnGvitroGmutagenesisGasGaGresultGofG_WloTgammaTrayTinducedGbaseGdamageUG1991SGY]XSGXa`Tbb 5

940 rnGVitroGpeneGvanipulationUG1991SGXXTY`
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938 —heGkiljGoperonGofGpromiscuousGplasmidGRtYcGtheGuseGofGaGtransducingGphageGOlambdaGpklajTXPGtoG
determineGtheGeffectsGofGtheGlethalGklajGgeneGonGnscherichiaGcoliGcellsUG1991SG]SGY_`ZTaZ 7

937 kacillusGthuringiensisGkerlinerGresistantGtoGhighGtemperatureGandGultravioletGradiationUG1991SGXXYSG]YWT]Y[ 2

936 rmprovedGuTlysineGproductionGbyGtheGamplificationGofGthelorynebacteriumGglutamicumGdapjGgeneG
encodingGdihydrodipicolinateGsynthetaseGinnUGcoliUG1991SGXZSG`Y`T`ZY 4

935 mecreasedGfrequencyGofGtheGratGgrowthGhormoneGtransgeneGinGmouseGpopulationsGwithGorGwithoutG
selectionGforGincreasedGadultGbodyGweightUG1991SGaXSGZY`TZY 17

934 rdentificationGofGaGpromoterGdependentGonGwifjGandGsigmaG][GupstreamGofGnifqGinGjzospirillumG
lipoferumUG1991SGYY`SGa_TbW 3

933 –iteTspecificGintegrationGofGgenesGintoGhotGspotsGforGrecombinationGflankingGaadjGinG—nYXG
transposonsUG1991SGYYbSGXZ`T[_ 5

932 —heGsynthesisGofGtheGtwoG–TadenosylTmethionineGsynthetasesGisGdifferentlyGregulatedGinG
–accharomycesGcerevisiaeUG1991SGYY_SGYY[TZY 63

931 xptimizationGofGlandidaGtropicalisGcytochromeGy[]WalkGgeneGexpressionGinG–accharomycesG
cerevisiaeGwithGcontinuousGculturesUGAppliedfMicrobiologyfandfBiotechnologySG1991SGZ_SG[aT_W 5.7 7

930 jmplificationGofGthreeGthreonineGbiosynthesisGgenesGinGlorynebacteriumGglutamicumGandGitsG
influenceGonGcarbonGfluxGinGdifferentGstrainsUGAppliedfMicrobiologyfandfBiotechnologySG1991SGZ[SG_X`TYY 5.7 125

929 peneticGanalysisGofGtheGphosphinothricinTtripeptideGbiosyntheticGpathwayGofG–treptomycesG
viridochromogenesG—ˆ…[b[UGAppliedfMicrobiologyfandfBiotechnologySG1991SGZ[SG`[bT]] 5.7 21

928 vonitoringGsurvivalGandGgeneGtransferGinGsoilGmicrocosmsGofGrecombinantGnscherichiaGcoliGdesignedG
toGrepresentGanGindustrialGproductionGstrainUGAppliedfMicrobiologyfandfBiotechnologySG1991SGZ]SGY[`T]Y 5.7 14

927 –equenceGandGlocalizationGofGtheGgeneGencodingGyeastGphosphoglycerateGmutaseUG1991SGYWSGX_`T`X 18

926 —heGmitochondrialGgenomeGofG–chizosaccharomycesGpombeUG–timulationGofGintraTchromosomalG
recombinationGinGnscherichiaGcoliGbyGtheGgeneGproductGofGtheGfirstGcoxXGintronUG1991SGXbSGYb]Tb 5

925 lharacterizationGofGtheGclonedGkamqrGrestrictionGmodificationGsystemcGitsGnucleotideGsequenceSG
propertiesGofGtheGmethylaseSGandGexpressionGinGheterologousGhostsUG1991SGXbSGa[XT]W 63

924 —heGkacillusGsubtilisGsiguGgeneGencodesGanGequivalentGofGsigmaG][GfromGgramTnegativeGbacteriaUG
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1991SGaaSGbWbYT_ 11.5 108
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923 jGmwjGsequenceGupstreamGofGtheGtetOxPGgeneGisGrequiredGforGfullGexpressionGofGtetracyclineG
resistanceUG1991SGZ]SGYWYWT] 28

922 rnsecticidalGactivityGandGprocessingGinGlarvalGgutGjuicesGofGgeneticallyGengineeredGXZWTkmaGproteinsGofG
kacillusGthuringiensisGsubspUGaizawaiUG1992SG]_SGXT` 16

921 miffusionGofGmeropenemGandGimipenemGthroughGtheGouterGmembraneGofGnscherichiaGcoliGtTXYGandG
correlationGwithGtheirGantibacterialGactivitiesUG1992SGZ_SGXbWYTa 32

920 RecombinantGplasmidsUG1992SGbZTX]Y 0

919 rdentificationGandGcloningGofGaGtetracyclineGresistanceGgeneGfromGtheGfishGpathogenGVibrioG
salmonicidaUG1992SGZ_SG_XXT] 56

918 jnalysisGofGhumanG—–qGreceptorGgeneGandGRwjGtranscriptsGinGpatientsGwithGthyroidGdisordersUG1992SG
XZSG[ZT]W 7

917 lharacterizationGofGtheGchromosomalGaacO_NPTrcGgeneGfromG–erratiaGmarcescensUG1992SGZ_SGX[[`T]] 77

916
jctivityGofGaGplasmidTborneGleuT]WWGpromoterGdependsGonGtheGtranscriptionGandGtranslationGofGanG
adjacentGgeneUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG
1992SGabSGa`a[Ta

11.5 74

915 rdentificationGofGtheGrphGORwaseGyqPGgeneGofGkacillusGsubtiliscGevidenceGforGsuppressionGofG
coldTsensitiveGmutationsGinGnscherichiaGcoliUG1992SGX`[SG[`Y`TZ] 23

914 RegulationGofGtheGkamqrGrestrictionTmodificationGsystemGbyGaGsmallGintergenicGopenGreadingGframeSG
bamqrlSGinGbothGnscherichiaGcoliGandGkacillusGsubtilisUG1992SGX`[SG`Xb[TYWX 61

913 vn—[SGaGleucineGzipperGproteinSGandGcentromereTbindingGfactorGXGareGbothGrequiredGforG
transcriptionalGactivationGofGsulfurGmetabolismGinG–accharomycesGcerevisiaeUG1992SGXYSGX`XbTY` 146

912 lloningSGnucleotideGsequenceSGandGexpressionGofGtheGnscherichiaGcoliGfabmGgeneSGencodingGmalonylG
coenzymeGjTacylGcarrierGproteinGtransacylaseUG1992SGX`[SGYa]XT` 70

911 ounctionGofGtheGwTterminalGhalfGofGRepjGinGactivationGofGRtsXGoriUG1992SGX`[SG_bW[TXW 3

910 —heG–almonellaGtyphimuriumGvirulenceGplasmidGcomplementGresistanceGgeneGrckGisGhomologousGtoGaG
familyGofGvirulenceTrelatedGouterGmembraneGproteinGgenesSGincludingGpaglGandGailUG1992SGX`[SGa[TbX 119

909 yrolineGbiosynthesisGinG–accharomycesGcerevisiaecGmolecularGanalysisGofGtheGyRxXGgeneSGwhichG
encodesGgammaTglutamylGkinaseUG1992SGX`[SG[X[aT]_ 23

908 jcetylationGofGxTspecificGlipopolysaccharidesGfromG–higellaGflexneriGZaGandGYaGoccursGinGnscherichiaG
coliGtTXYGcarryingGclonedG–UGflexneriGZaGandGYaGrfbGgenesUG1992SGX`[SG`]WWTa 23

907 lomparisonGofGtheGexpressionGofGtheGsevenGribosomalGRwjGoperonsGinGnscherichiaGcoliUUGEMBOf
JournalSG1992SGXXSG[X`]T[Xa] 13 108

906 rsolationGandGcharacterizationGofGkikjSGaGregionGonGrncwGgroupGplasmidsGthatGdeterminesGkillingGofG
tlebsiellaGoxytocaUG1992SGX`[SGZW`WT` 8
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905 nxpressionGandGregulationGofGtheGantimoniteSGarseniteSGandGarsenateGresistanceGoperonGofG
–taphylococcusGxylosusGplasmidGp–ßY_`UG1992SGX`[SGZ_`_TaZ 144

904 jnalysisGofGmutationsGinGtrfjSGtheGreplicationGinitiationGgeneGofGtheGbroadThostTrangeGplasmidGRtYUG
1992SGX`[SG[XXWTb 26

903 ReplicationGoriginGmutationsGaffectingGbindingGofGp–lXWXGplasmidTencodedGRepGinitiatorGproteinUG
1992SGX`[SG[]_T_Z 7

902 yrolineGbiosynthesisGinG–accharomycesGcerevisiaecGanalysisGofGtheGyRxZGgeneSGwhichGencodesGdeltaG
XTpyrrolineT]TcarboxylateGreductaseUG1992SGX`[SGZ`aYTa 42

901 rnteractionGofGtheGkacillusGsubtilisGglnRjGrepressorGwithGoperatorGandGpromoterGsequencesGinGvivoUG
1992SGX`[SG_`XTaX 37

900 RegulationGofGtheGkacillusGsubtilisG·YZGxyloseGutilizationGoperoncGinteractionGofGtheGßylGrepressorG
withGtheGxylGoperatorGandGtheGinducerGxyloseUG1992SGYZYSG[X]TYY 49

899 —heG–npXGelementcGaGnewGmwjGregionGpromotingGstableGmitoticGsegregationGofGplasmidsGinGtheG
zygomyceteGjbsidiaGglaucaUG1992SGYZ]SGX__T`Y 20

898 lircularGextrachromosomalGmwjGcodesGforGaGsurfaceGproteinGinGtheGORPGmatingGtypeGofGtheG
zygomyceteGjbsidiaGglaucaUG1992SGYYSGZXbTY] 21

897 jGnovelGmutationGoccurringGinGtheGyqxaWGgeneGsuppressesGtheGyqx[cGmutationsGofG–accharomycesG
cerevisiaeUG1992SGYXSGb]Tb 18

896 —ransformationGofGtheGmycoparasiteGyarasitellaGsimplexGtoGneomycinGresistanceUG1992SGYXSGXYXT[ 18

895
lonstructionGofGstableGlactoseTutilizingGßanthomonasGcampestrisGbyGchromosomalGintegrationGofG
clonedGlacGgenesGusingGfilamentousGphageGhufGmwjUGAppliedfMicrobiologyfandfBiotechnologySG1992SG
Z`SGYY]

5.7 16

894 nxpressionGandGsecretionGofGpeaTseedGlipoxygenaseGisoenzymesGinG–accharomycesGcerevisiaeUG
AppliedfMicrobiologyfandfBiotechnologySG1992SGZ`SGZ[YT]X 5.7 14

893 —heGsmallGheatTshockGproteinGqspY_GofG–accharomycesGcerevisiaeGassemblesGintoGaGhighGmolecularG
weightGaggregateUG1992SGaSGb]TXW_ 52

892 volecularGcloningGandGphysicalGanalysisGofGanGaUYGkbGsegmentGofGchromosomeGßrGofG–accharomycesG
cerevisiaeGrevealsGfiveGtightlyGlinkedGgenesUG1992SGaSGYY`TZa 29

891 spbjGlocusGensuresGtheGsegregationalGstabilityGofGp—qXWZWSGaGnovelGtypeGofGgramTpositiveGrepliconUG
1992SG_SGZ]T[_ 77

890 —heGjeromonasGhydrophilaGexenGgeneSGrequiredGbothGforGproteinGsecretionGandGnormalGouterG
membraneGbiogenesisSGisGaGmemberGofGaGgeneralGsecretionGpathwayUG1992SG_SGXZ]XT_X 105

889 gltoSGaGmemberGofGtheGgltkmoGoperonGofGnscherichiaGcoliSGisGinvolvedGinGnitrogenTregulatedGgeneG
expressionUG1992SG_SGY`ZZT[X 34

888 lloningGofGaGyeastGgeneGcodingGforGtheGglutamateGsynthaseGsmallGsubunitGOpU–YPGbyG
complementationGofG–accharomycesGcerevisiaeGandGnscherichiaGcoliGglutamateGauxotrophsUG1992SG_SGZWXTZWa 9
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887 volecularGanalysisGofGtheGlorynebacteriumGglutamicumGgdhGgeneGencodingGglutamateG
dehydrogenaseUG1992SG_SGZX`TY_ 94

886 —heGchromosomalGintegrationGsiteGforGtheG–treptomycesGplasmidG–uyXGisGaGfunctionalGtRwjO—yrPG
geneGessentialGforGcellGviabilityUG1992SG_SGZW[XT]W 21

885 rdentificationGofGantibodiesGagainstGhumanGpapillomavirusGtypeGX_Gn_GandGn`GproteinsGinGseraGofG
patientsGwithGcervicalGneoplasiasUG1992SGaZSG`W]TXZ 16

884 nxpressionGofGtheGiceGnucleationGactiveGgeneGofGaGnovelGplasmidGpwVRTXGfromGyseudomonasG
viridiflavaGinGnscherichiaGcoliGandGyseudomonasGaeruginosaUG1992SG`[SG`ZT`_ 7

883 yroductionGofGinsecticidalGproteinGofGkacillusGthuringiensisGbyGcultivationGofGrecombinantGnscherichiaG
coliUG1992SG`[SGX_ZTX_a 15

882 yrimaryGstructureGofGguineaTpigGqagemanGfactorcGsequenceGaroundGtheGcleavageGsiteGdiffersGfromG
theGhumanGmoleculeUG1992SGXX]bSGXXZTYX 15

881 –iteTdirectedGmutagenesisGofGvirtuallyGanyGplasmidGbyGeliminatingGaGuniqueGsiteUG1992SGYWWSGaXTa 1132

880 rnitialGstudiesGonGakacillusGsubtilisGmutantGlackingGtheGdnatThomologueGproteinUG1992SGY[SGX[ZTX[b 3

879 rdentificationGandGmappingGofGoriginsGofGmwjGreplicationGwithinGtheGmwjGsequencesGofGtheGgenomeG
ofGinsectGiridescentGvirusGtypeG_UG1992SG_SGXbTZY 25

878 peneticGanalysisGofGepiderminGbiosyntheticGgenesGandGepiderminTnegativeGmutantsGofG
–taphylococcusGepidermidisUG1992SGYW[SGXX[bT][ 208

877 lloningSGsequencingGandGinGvivoGexpressionGofGgenesGencodingGtheGoWGpartGofGtheG
sodiumTionTdependentGj—yGsynthaseGofGyropionigeniumGmodestumGinGnscherichiaGcoliUG1992SGYW`SG[_ZT`W 25

876 –ensitiveGbioluminescentGdetectionGofGpesticidesGutilizingGaGmembraneGmutantGofGnscherichiaGcoliG
andGrecombinantGmwjGtechnologyUG1992SGY]`SGXaZTXaa 11

875 —heGjzotobacterGvinelandiiGnifuTlikeGgenecGnucleotideGsequenceGanalysisGandGregulationGofG
expressionUG1993SGYZ`SG[WWT_ 19

874 pU—YSGaGgeneGforGmitochondrialGglycerolGZTphosphateGdehydrogenaseGofG–accharomycesGcerevisiaeUG
1993SGbSGXXYXTZW 124

873 vulticopyGplasmidGinstabilitycGtheGdimerGcatastropheGhypothesisUG1993SGaSGXWZXTa 133

872 lolnXGmultimerGformationGtriggersGinhibitionGofGnscherichiaGcoliGcellGdivisionUG1993SGbSGXWabTb] 38

871 rdentificationGandGcharacterizationGofGtheGpupkGgeneGencodingGanGinducibleGferricTpseudobactinG
receptorGofGyseudomonasGputidaG·l–Z]aUG1993SGaSG]bXT_WX 103

870 —heGpartitionGOparPGlocusGofGp–lXWXGisGanGenhancerGofGplasmidGincompatibilityUG1993SGbSG_b]T`WY 19
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869 volecularGcloningSGsequenceGanalysisGandGexpressionGofGtheGgeneGforGcatalaseTperoxidaseGOcpejPG
fromGtheGphotosyntheticGbacteriumGRhodobacterGcapsulatusGkXWUG1993SGYX[SGY]XTa 28

868 —heGinductionGofGkacillusGthuringiensisGnewGtypesGbyGforeignGmwjUG1993SGXX]SGZ]WTZ][ 1

867 RestrictionGoragmentGuengthGyolymorphismsGofGvitochondrialGandGwuclearGmwjsGamongGtoreanG
RacesGofGvagnaportheGgriseaUG1993SGXZaSG[XT][ 4

866 yhotolesionsGinGmwjGuponGXbZGnmGexcitationUG1993SG]aSG`XTaW 16

865 yhotolesionsGandGbiologicalGinactivationGofGplasmidGmwjGonGY][GnmGirradiationGandGcomparisonGwithG
XbZGnmGlaserGirradiationUG1993SG]aSG[``Ta] 11

864 ylasmidTmediatedGantibioticGresistanceGinGyseudomonasGaeruginosaGfromGwellGwaterGsedimentsGandG
theirGtransformationGintoGnscherichiaGcoliUG1993SGX_SGX`TYW 2

863 volecularGanalysisGofGaGcrypticGplasmidGisolatedGfromGavianGstrainsGofGyasteurellaGmultocidaUG1993SG
Z`SGZXT[Z 8

862 RadiosensitizationGandGradioprotectionGofGnUGcoliGbyGalcoholsUG1993SG_[SG[a]Tb] 7

861 rrradiationGofGplasmidGandGphageGmwjGinGwaterTalcoholGmixturescGstrandGbreaksGandGlethalGdamageG
asGaGfunctionGofGscavengerGconcentrationUG1993SG_[SG[b`T]XW 35

860 —heGpeneGforGaG`[GkmaGmwjGyolymeraseGfromGtheGjrchaeonG–ulfolobusGsolfataricusUG1993SGX_SG__]T_`X 8

859 moubleTstrandGbreaksGinGplasmidGmwjGandGtheGinductionGofGdeletionsUG1993SGYbbSGYZZT]W 11

858 jGnewGtetracyclineGresistanceGdeterminantSG—etGqSGfromGyasteurellaGmultocidaGspecifyingGactiveG
effluxGofGtetracyclineUG1993SGZ`SGY_bbT`W] 64

857 –tructuralGrequirementGofGlTterminalGregionGofGchickenGlysozymeGsignalGpeptideUG1993SG[SGXXZTXYW 1

856 –equenceGanalysisGandGphenotypicGcharacterizationGofGgronuGmutationsGthatGblockGlambdaGandG—[G
bacteriophageGgrowthUG1993SGX`]SGXXZ[T[Z 62

855 lysteineGbiosynthesisGinG–accharomycesGcerevisiaeGoccursGthroughGtheGtranssulfurationGpathwayG
whichGhasGbeenGbuiltGupGbyGenzymeGrecruitmentUG1993SGX`]SG]Z__T`[ 57

854 uocalizationGandGnucleotideGsequencesGofGgenesGmediatingGsiteTspecificGrecombinationGofGtheG–uyXG
elementGinG–treptomycesGlividansUG1993SGX`]SGZW_`T`[ 25

853 lharacterizationGofGgenesGforGsynthesisGandGcatabolismGofGaGnewGrhizopineGinducedGinGnodulesGbyG
RhizobiumGmelilotiGRmYYWTZcGextensionGofGtheGrhizopineGconceptUG1993SGX`]SG]YW]TX] 46

852 jlteredGregulationGofGtheGglnRjGoperonGinGaGkacillusGsubtilisGmutantGthatGproducesGmethionineG
sulfoximineTtolerantGglutamineGsynthetaseUG1993SGX`]SGabYT` 16
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851 mepletionGofGfunctionalGribosomalGRwjGoperonsGinGnscherichiaGcoliGcausesGincreasedGexpressionGofG
theGremainingGintactGcopiesUUGEMBOfJournalSG1993SGXYSG[ZW]T[ZX] 13 105

850 vultipleGchangesGinGcellGwallGantigensGofGisogenicGmutantsGofG–treptococcusGmutansUG1993SGX`]SG]bY]TZZ 22

849 lonstructionGandGbiochemicalGcharacterizationGofGrecombinantGcytoplasmicGformsGofGtheGrucmG
proteinGOlysinecw_ThydroxylasePGencodedGbyGtheGplolVTtZWGaerobactinGgeneGclusterUG1993SGX`]SG]abTb_ 45

848 rdentificationGofGaGcomplexGoperatorGforGgalyXSGtheGglucoseTsensitiveSGgalactoseTdependentG
promoterGofGtheG–treptomycesGgalactoseGoperonUG1993SGX`]SGXYXZTYW 27

847 kilTkorGregulonGofGpromiscuousGplasmidGRtYcGstructureSGproductsSGandGregulationGofGtwoGoperonsG
thatGconstituteGtheGkilnGlocusUG1993SGX`]SG]W`aTbW 23

846 –tructureSGfunctionSGandGregulationGofGtheGkilkGlocusGofGpromiscuousGplasmidGRtYUG1993SGX`]SGY[YZTZ] 34

845 rdentificationSGexpressionSGandGmwjGsequenceGofGtheGpmyTmannoseGbiosynthesisGgenesGencodedGbyG
theGx`GrfbGgeneGclusterGofGstrainGV·Xa`GOnscherichiaGcoliGx`ctXPUG1993SGX`]SGX[aT]a 57

844 jGmutationalGanalysisGofGtheGstructuralGbasisGforGtranscriptionalGactivationGandGmonomerTmonomerG
interactionGinGtheG—yrRGsystemGofGnscherichiaGcoliGtTXYUG1993SGX`]SGX```Ta[ 21

843 yromoterGandGoperatorGdeterminantsGforGfurTmediatedGironGregulationGinGtheGbidirectionalGfepjTfesG
controlGregionGofGtheGnscherichiaGcoliGenterobactinGgeneGsystemUG1994SGX`_SGZb[[T]] 55

842 —woGclassesGofGextragenicGsuppressorGmutationsGidentifyGfunctionallyGdistinctGregionsGofGtheGpronuG
chaperoneGofGnscherichiaGcoliUG1994SGX`_SG_]]aT_] 18

841 –tructuralGandGfunctionalGanalysesGofGmutantGourGproteinsGwithGimpairedGregulatoryGfunctionUG1994SG
X`_SG]XX_TYY 26

840 —opologicalGpromoterGcouplingGinGnscherichiaGcolicGdeltaGtopjTdependentGactivationGofGtheGleuT]WWG
promoterGonGaGplasmidUG1994SGX`_SGZ`]`T_[ 30

839 vutationGofGflgvGattenuatesGvirulenceGofG–almonellaGtyphimuriumSGandGmutationGofGflijGrepressesG
theGattenuatedGphenotypeUG1994SGX`_SGZ_aT`` 58

838 lharacterizationGofGtheGVibrioGanguillarumGfurGgenecGroleGinGregulationGofGexpressionGofGtheGoatjG
outerGmembraneGproteinGandGcatecholsUG1994SGX`_SGYXZTYW 71

837 –tructureSGexpressionSGandGregulationGofGtheGkillGoperonGofGpromiscuousGrncyGalphaGplasmidsUG1994SG
X`_SG]WYYTZY 39

836 vutationsGinducedGbyGaromaticGamineGmwjGadductsGinGpkRZYYUG1994SGX]SGaabTbb 68

835 VirulenceGregionGofGplasmidGpwuYWWXGofG–almonellaGenteritidisUG1994SGX[WGOGytG_PSGXZW`TXa 11

834 —heGoptimizationGofGpreparationsGofGcompetentGcellsGforGtransformationGofGnUGcoliUG1994SGYYSGYa]`Ta 52
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833 rnvolvementGofG–RnGelementGofG—yXGtransposonGinG—nlXTdependentGtranscriptionalGactivationUG1994SG
YYSGbbbTXWW] 55

832 rdentificationGofGaGnewGtransposonG—n][WZGinGaGtlebsiellaGpneumoniaeGstrainGisolatedGfromGaG
pollutedGaquaticGenvironmentUG1994SGYbSGY[bT][ 12

831 wewGinTvivoGcloningGmethodsGbyGhomologousGrecombinationGinGyeastUG1994SGY]SGXaWTZ 13

830 vultifactorialGexperimentalGdesignGforGoptimizingGtransformationcGnlectroporationGofG–treptococcusG
thermophilusUG1994SG[ZSG[bWT_ 26

829
yroductionGandGsimpleGpurificationGofGaGproteinGencodedGbyGpartGofGtheGgagGgeneGofGqrVTXGinGtheG
nscherichiaGcoliGqkXWXoRGexpressionGsystemGinducibleGbyGlactoseGandG
isopropylTbetaTmTthiogalactopyranosideUG1994SG_]_SGXY`TZZ

3

828 jreGenzymaticallyGproducedGsingleTstrandGbreaksGinvolvedGinGUVTinducedGinactivationGofGplasmidG
mwjhUG1994SGYYSGXZXTa 3

827 yutativeGfunctionsGofGphenylalanineTZ]WGofGyseudomonasGputidaGcytochromeGyT[]WcamUG1994SG
XYW[SGa[TbW 27

826 yrimaryGstructureGofGbovineGqagemanGfactorGObloodGcoagulationGfactorGßrrPcGcomparisonGwithGhumanG
andGguineaGpigGmoleculesUG1994SGXYW_SG_ZT`W 9

825 —ransposonG—n][WZSGaGmobilizationThelperGelementcGlompleteGnucleotideGsequenceGandG
distributionGinGaquaticGstrainsUG1994SGX]SGabTb] 7

824 volecularGanalysisGofGRepqrXjSGaGminimalGrepliconGofGtheGrncqrXGplasmidGRY`UG1994SGXXSG`]`T_a 10

823 yeptidaseGactivityGofGnscherichiaGcoliGaminopeptidaseGjGisGnotGrequiredGforGitsGroleGinGßerG
siteTspecificGrecombinationUG1994SGXYSGY[XT]X 55

822 —heGfunctionalGunitsGofGaGpeptostreptococcalGproteinGuUG1994SGXYSGbXXTYW 22

821 vutationalGanalysisGofGtheGpseudoknotGstructureGofGtheG–X]GtranslationalGoperatorGfromGnscherichiaG
coliUG1994SGX[SGZXT[W 24

820 –urvivalGofGgeneticallyTmarkedGjeromonasGhydrophilaGinGwaterUG1994SGXbSGXYXTXYZ 9

819 mimorphismGofGrmwjGorganizationGinGmatingGtypesGofGtheGzygomyceteGjbsidiaGglaucaUG1994SGX[bSG[W`T[XX 6

818 jGsiteTdirectedGspinTlabelingGstudyGofGligandTinducedGconformationalGchangeGinGtheGferricG
enterobactinGreceptorSGoepjUG1994SGZZSGXZY`[TaZ 48

817 nlevatedGunconstrainedGsupercoilingGofGplasmidGmwjGgeneratedGbyGtranscriptionGandGtranslationGofG
theGtetracyclineGresistanceGgeneGinGeubacteriaUG1994SGZZSGbY__T`] 39

816 –ubstitutionsGforGpluT]Z`GofGbetaTgalactosidaseGfromGnscherichiaGcoliGcauseGlargeGdecreasesGinG
catalyticGactivityUGBiochemicalfJournalSG1994SGYbbGOGytGYPSG]Y`TZX 3.8 39
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815
peneticGanalysisGofGtheGxTspecificGlipopolysaccharideGbiosynthesisGregionGOrfbPGofGnscherichiaGcoliG
tTXYG·ZXXWcGidentificationGofGgenesGthatGconferGgroupG_GspecificityGtoG–higellaGflexneriGserotypesGâG
andG[aUG1994SGX`_SG[XZZT[Z

77

814 RibosomeGrecyclingGfactorGOribosomeGreleasingGfactorPGisGessentialGforGbacterialGgrowthUGProceedingsf
offthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1994SGbXSG[Y[bT]Z 11.5 107

813
RetrovirusTmediatedGtransferGofGanGangiotensinGtypeGrGreceptorGOj—XTRPGantisenseGsequenceG
decreasesGj—XTRsGandGangiotensinGrrGactionGinGastroglialGandGneuronalGcellsGinGprimaryGculturesGfromG
theGbrainUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaSG1995SGbYSGXX_YT_

11.5 37

812 RolesGofGURnYGandGpuwZGinGtheGprolineGutilizationGpathwayGinG–accharomycesGcerevisiaeUG1995SGX]SGYZYXTZW 56

811 —ranslationGofGtrppGinGkacillusGsubtilisGisGregulatedGbyGtheGtrpGRwjTbindingGattenuationGproteinG
O—RjyPUG1995SGX``SG[Y`YTa 62

810
peneticGanalysisGofGtheGd—myTrhamnoseGbiosynthesisGregionGofGtheGnscherichiaGcoliGV·Xa`GOx`ctXPG
rfbGgeneGclustercGidentificationGofGfunctionalGhomologsGofGrfbkGandGrfbjGinGtheGrffGclusterGandG
correctGlocationGofGtheGrffnGgeneUG1995SGX``SG]]ZbT[_

89

809
moubleTstrandedTRwjTdependentGproteinGkinaseGandG—jRGRwjTbindingGproteinGformGhomoTGandG
heterodimersGinGvivoUGProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaSG1995SGbYSGb[[]Tb

11.5 160

808 jnalysisGofGtheGgeneGforGtheGelongationGfactorGXGalphaGfromGtheGzygomyceteGjbsidiaGglaucaUGUseGofG
theGpromoterGregionGforGconstructionsGofGtransformationGvectorsUG1995SGX]WSG_ZT`W 9

807 meletionGofGintegratedGhepatitisGkGvirusGgenomeGandGcellularGflankingGsequencesGinGhepatocellularG
carcinomaGcellsGinGkjukVcGviceUG1995SGYXSGX]W[TX]Wb 2

806 —ransposonGmutagenesisGandGcloningGofGtheGgenesGencodingGtheGenzymesGofGfengycinGbiosynthesisG
inGkacillusGsubtilisUG1995SGY[aSGXYXT] 27

805 vultipleGouterGmembraneGreceptorsGforGuptakeGofGferricGpseudobactinsGinGyseudomonasGputidaG
·l–Z]aUG1995SGY[aSG`Z]T[Z 27

804 qighGlevelGexpressionGofGaGheterologousGproteinGinGuactobacillusGplantarumGandGitsGeffectGonGtheG
persistenceGofGtheGrecombinantGstrainGinGsilageUG1995SGX`SG]_XT]__ 1

803 jGhistidineGdecarboxylaseGgeneGencodedGbyGtheGVibrioGanguillarumGplasmidGpsvXGisGessentialGforG
virulencecGhistamineGisGaGprecursorGinGtheGbiosynthesisGofGanguibactinUG1995SGX]SGa`Tb] 49

802 IqorizontalIGgeneGtransferGfromGaGtransgenicGpotatoGlineGtoGaGbacterialGpathogenGOnrwiniaG
chrysanthemiPGoccursTTifGatGallTTatGanGextremelyGlowGfrequencyUG1995SGXZSGXWb[Ta 102

801 rsolationGandGstructureGofGaGnewGintegronGthatGincludesGaGstreptomycinGresistanceGgeneGfromGtheGRG
plasmidGofGyseudomonasGaeruginosaUG1995SGXZ[SGXZ`T[X 38

800 lonstructionGofGaGfoodTgradeGhostVvectorGsystemGforGuactococcusGlactisGbasedGonGtheGlactoseG
operonUG1995SGXY`SGXW]Tb 56

799 nffectsGofGvacuumGUVGandGUVlGradiationGonGdryGnUGcoliGplasmidGpUlXbUGrUGrnactivationSGlacäTGmutationG
inductionGandGstrandGbreaksUG1995SGYaSG``Ta] 20

798 nffectsGofGvacuumGUVGandGUVlGradiationGonGdryGnscherichiaGcoliGplasmidGpUlXbUGrrUGvutationalG
specificityGatGtheGlacäGgeneUG1995SGZWSGX`XT` 11

(1995-1994)

67



797 —heGeffectGofGchangesGinGnucleotideGsequenceGcodingGforGtheGwTterminusGonGexpressionGlevelsGofG
ovineGgrowthGhormoneGvariantsGinGnscherichiaGcoliUG1995SGXY_XSGZ_WTa 7

796 ounctionalGanalysisGofGnUGcoliGthreonineGdehydrogenaseGbyGmeansGofGmutantGisolationGandG
characterizationUG1995SGXY]ZSGYWaTX[ 12

795 vutationsGinGnscherichiaGcoliGdnajGwhichGsuppressGaGdnaßO—sPGpolymerizationGmutationGandGareG
dominantGwhenGlocatedGinGtheGchromosomalGalleleGandGrecessiveGonGplasmidsUG1995SGX``SG`W]TX] 22

794 jnalysisGofGfunctionalGdomainsGofGRtsXGRepjGbyGmeansGofGaGseriesGofGhybridGproteinsGwithGyXGRepjUG
1995SGX``SG[WYaTZ] 3

793 uethalityGandGsurvivalGofGtlebsiellaGoxytocaGevokedGbyGconjugativeGrncwGgroupGplasmidsUG1995SGX``SG_Z]YT_X 8

792 mifferentGrelativeGimportancesGofGtheGparGoperonsGandGtheGeffectGofGconjugalGtransferGonGtheG
maintenanceGofGintactGpromiscuousGplasmidGRtYUG1995SGX``SGY`abTb` 62

791 volecularGepidemiologyGofGceftazidimeGresistantGnnterobacteriaceaeGfromGpatientsGonGaGpaediatricG
oncologyGwardUG1995SGZ_SG_]TaY 47

790 ounctionalGcharacterizationGofGtheGXaWTkmGribosomeGreceptorGinGvivoUG1995SGXZWSGYbTZb 76

789 rdentificationGandGcharacterizationGofGtheGputativeGhumanGperoxisomalGlTterminalGtargetingGsignalG
importGreceptorUG1995SGY`WSG``ZXT_ 154

788 RelativeGimportancesGofGouterGmembraneGpermeabilityGandGgroupGXGbetaTlactamaseGasG
determinantsGofGmeropenemGandGimipenemGactivitiesGagainstGnnterobacterGcloacaeUG1995SGZbSGZ]WT] 28

787 nfficientGsecretionGofGkacillusGsubtilisGlevanaseGbyG–accharomycesGcerevisiaeUG1995SGX_XSG[]Tb 9

786 nxpressionGofGtheGrocmnoGoperonGinvolvedGinGarginineGcatabolismGinGkacillusGsubtilisUG1995SGY[bSGa[ZT]_ 100

785 Rnlxvkrwjw—GmwjGluxwrwpUG1995SG[]TXZ[

784 nxpressionGofGkacillusGsubtilisGlevanaseGgeneGinGuactobacillusGplantarumGandGuactobacillusGcaseiUG
AppliedfMicrobiologyfandfBiotechnologySG1995SG[ZSGYb`TZWZ 5.7 14

783 qumanGreninG]NTflankingGmwjGtoGnucleotideTY`]WUG1995SG]SGZXbTYX 4

782 meletionGofGintegratedGhepatitisGkGvirusGgenomeGandGcellularGflankingGsequencesGinGhepatocellularG
carcinomaGcellsGinGkjukVcGmiceQXUG1995SGYXSGX]W[TX]Wb

781
lonformationalGchangesGofGtheGyeastGmitochondrialGadenosineGdiphosphateVadenosineG
triphosphateGcarrierGstudiedGthroughGitsGintrinsicGfluorescenceUGXUG—ryptophanylGresiduesGofGtheG
carrierGcanGbeGmutatedGwithoutGimpairingGproteinGactivityUG1996SGZ]SGX_XX_TY[

24

780 —[GendonucleaseGVrrGselectsGandGaltersGtheGstructureGofGtheGfourTwayGmwjGjunctiondGbindingGofGaG
resolutionTdefectiveGmutantGenzymeUG1996SGY_WSG_`aTb_ 77
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779 volecularGanalysisGofGtheGbvgTrepressedGureaseGofGkordetellaGbronchisepticaUG1996SGYXSGZ`bTb[ 32

778
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plasmidGinheritanceGandGinducesGtheGbacterialG–x–GresponseUG2003SGXa]SG_WY]TZX 27

643 lharacterizationGofGtheGcompleteGgenomeGofGtheG—upaiaGOtreeGshrewPGadenovirusUG2003SG``SG[Z[]T]_ 10

642 lharacterizationGofGaGthermostableGmTstereospecificGalanineGamidaseGfromGkrevibacillusG
borstelensisGkl–TXUG2003SG_bSGbaWT_ 23

641 —heGaminoglycosideG_NTwTacetyltransferaseGtypeGrbGencodedGbyG—nXZZXGisGevenlyGdistributedGwithinG
theGcellNsGcytoplasmUG2003SG[`SGYab`TbWY 15

640 nUGcoliGylasmidGVectorsUG2003SG 15

639 lloningSGdeletionSGandGcharacterizationGofGyadRSGtheGtranscriptionalGrepressorGofGtheGphenolicGacidG
decarboxylaseTencodingGpadjGgeneGofGuactobacillusGplantarumUG2004SG`WSGYX[_T]Z 92

638 yhenylphosphateGsynthasecGaGnewGphosphotransferaseGcatalyzingGtheGfirstGstepGinGanaerobicGphenolG
metabolismGinG—haueraGaromaticaUG2004SGXa_SGaW[[T]` 60

637 —hyjGasGaGselectionGmarkerGinGconstructionGofGfoodTgradeGhostTvectorGandGintegrationGsystemsGforG
–treptococcusGthermophilusUG2004SG`WSGXa]aT_[ 25

636 RoleGofGtheGtransmembraneGdomainGinGtheGstabilityGofG—rwkSGanGintegralGproteinGinvolvedGinGbacterialG
conjugationUG2004SGY`bSGXWb]]T_X 24
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635 RegulationGofGtheGtryptophanGbiosyntheticGgenesGinGkacillusGhaloduranscGcommonGelementsGbutG
differentGstrategiesGthanGthoseGusedGbyGkacillusGsubtilisUG2004SGXa_SGaXaTYa 11

634 nvidenceGforGmitochondrialTderivedGalternativeGoxidaseGinGtheGapicomplexanGparasiteG
lryptosporidiumGparvumcGaGpotentialGantiTmicrobialGagentGtargetUG2004SGZ[SGYb`TZWa 73

633 lloningGandGnxpressionGofGtheGVitreoscillaGqemoglobinGpeneGinGnnterobacterGjerogenescGnffectGonG
lellGprowthGandGxxygenGUptakeUG2004SG[WSGY[XTY[a 16

632 rmprovedGlongTtermGcryostorageGofGnscherichiaGcoliGcompetentGcellsGusingGtrehaloseUG2004SGY_SGX]bZT[ 1

631 lloningGandGcharacterizationGofGtheGlactateGdehydrogenaseGgenesGfromuactobacillusGspUGRtâYUG2004SG
bSGZXaTZYY 9

630 —rehaloseGincreasesGchemicalTinducedGtransformationGefficiencyGofGnscherichiaGcoliUG2004SGZZZSGXbbTYWW 1

629 VitreoscillaGhemoglobinGrendersGnnterobacterGaerogenesGhighlyGsusceptibleGtoGheavyGmetalsUG2004SG
X`SG`X]TYZ 3

628 yroductionGofGuTasparaginaseGinGnnterobacterGaerogenesGexpressingGVitreoscillaGhemoglobinGforG
efficientGoxygenGuptakeUGAppliedfMicrobiologyfandfBiotechnologySG2004SG_ZSG_bXT` 5.7 29

627 nffectGofGwjmqGdehydrogenaseTdisruptionGandGoverTexpressionGonGrespirationTrelatedGmetabolismG
inGlorynebacteriumGglutamicumGtâb`X[UGAppliedfMicrobiologyfandfBiotechnologySG2004SG__SGXa`TbZ 5.7 27

626 rmmuneGresponseGtoGsuperoxideGdismutaseGinGgroupGjGstreptococcalGinfectionUG2004SG[WSGY[bT]_ 24

625 misentanglingGtheGwebGofGallostericGcommunicationGinGaGhomotetramercGheterotropicGinhibitionGofG
phosphofructokinaseGfromGkacillusGstearothermophilusUG2004SG[ZSG]``Ta_ 21

624 –urveyGofGl—ßTvTZGextendedTspectrumGbetaTlactamaseGOn–kuPGamongGcefotaximeTresistantG–erratiaG
marcescensGatGaGmedicalGcenterGinGmiddleG—aiwanUG2004SG[bSGXY]Tb 21

623 –hiftGtoGyseudomonicGacidGkGproductionGinGyUGfluorescensGwlrvkXW]a_GbyGmutationGofGmupirocinG
tailoringGgenesGmupxSGmupUSGmupVSGandGmacpnUG2005SGXYSGaY]TZZ 25

622 yroteaseGactivitiesGinGtheGchloroplastGcapableGofGcleavingGanGuqlrrGwTterminalGpeptideUG2005SGXYZSGYXTYb 19

621 rntraTpopulationGdiversityGbetweenGcitrusGviroidGrrGvariantsGdescribedGasGagentsGofGcachexiaGdiseaseUG
2005SGX[_SG[[bT[]a 5

620 jnGexpressionGvectorGcontainingGaGrhamnoseTinducibleGpromoterGprovidesGtightlyGregulatedGgeneG
expressionGinGkurkholderiaGcenocepaciaUG2005SG][SGYXbTYa 101

619 –tudiesGonG—[TqeadGvaturationUG2005SGXX]SGXYZTXZX 69

618 larbonGsourceTdependentGregulationGofGaGsecondGgeneGencodingGglutaredoxinGfromGtheGfissionG
yeastG–chizosaccharomycesGpombeUG2005SGZYSGX]TY[ 3

(2005-2004)
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617 yhysiologicalGeffectsGofGunassembledGchaperoninGlctGsubunitsGinGtheGyeastG–accharomycesG
cerevisiaeUG2005SGYYSGYXbTZb 32

616 lharacterizationGofGtheGyhdGrepressorTantitoxinGboundaryUG2005SGXa`SG`_]T`W 23

615 vutationsGinGtheGyneumocystisGjiroveciiGmqy–GgeneGconferGcrossTresistanceGtoGsulfaGdrugsUG2005SG[bSG`[XTa 32

614 miverseGrolesGforGqspRGinGlampylobacterGjejuniGrevealedGbyGtheGproteomeSGtranscriptomeGandG
phenotypicGcharacterizationGofGanGhspRGmutantUG2005SGX]XSGbW]TbX] 50

613 yercolationGofGtheGphdGrepressorToperatorGinterfaceUG2005SGXa`SGXbWXTXY 12

612 —heGtypeGrrrGsecretionGsystemGofGbiocontrolGyseudomonasGfluorescensGtmGtargetsGtheG
phytopathogenicGlhromistaGyythiumGultimumGandGpromotesGcucumberGprotectionUG2005SGXaSGbbXTXWWX 102

611 —oxoplasmaGgondiiGdenseGgranuleGproteinGZGOpRjZPGisGaGtypeGrGtransmembraneGproteinGthatG
possessesGaGcytoplasmicGdilysineGOttßßPGendoplasmicGreticulumGOnRPGretrievalGmotifUG2005SGXZXSGX_bT`b 41

610 —heGmpsTlikeGproteinGoriGofGuisteriaGmonocytogenesGpromotesGstressGtoleranceGandGintracellularG
multiplicationGinGmacrophageTlikeGcellsUG2005SGX]XSGbY]TbZZ 80

609 vultidrugTresistantGyseudomonasGaeruginosaGstrainGthatGcausedGanGoutbreakGinGaGneurosurgeryG
wardGandGitsGaacO_NPTraeGgeneGcassetteGencodingGaGnovelGaminoglycosideGacetyltransferaseUG2005SG[bSGZ`Z[T[Y 62

608 jnalysisGofGyneumocystisGjiroveciiGmqy–GallelesGimplicatedGinGsulfamethoxazoleGresistanceGusingGanG
nscherichiaGcoliGmodelGsystemUG2005SGXXSGXTa 14

607 jGminorGcatalaseVperoxidaseGfromGkurkholderiaGcenocepaciaGisGrequiredGforGnormalGaconitaseG
activityUG2005SGX]XSGXb`]TXba] 23

606 ounctionalGcharacterizationGandGpurificationGofGaG–accharomycesGcerevisiaeGjmyVj—yGcarrierTisoGXG
cytochromeGcGfusionGproteinUG2005SG[WSGZ]aT_b 8

605 yurificationSGpropertiesSGandGcrystallizationGofG–accharomycesGcerevisiaeGdihydropterinG
pyrophosphokinaseTdihydropteroateGsynthaseUG2005SG[XSGZ]]T_Y 11

604 volecularGcloningGofGserineGproteinasesGfromGkothropsGjararacaGvenomGglandUG2005SG[_SG`YTaZ 15

603 rdentificationGofGessentialGoperonsGwithGaGrhamnoseTinducibleGpromoterGinGkurkholderiaG
cenocepaciaUG2006SG`YSGY][`T]] 36

602 yrocessingGandGinGvitroGjssemblyGofGVirusGuikeGyarticleGwanostructuresUG2006SG 1

601 loexpressionGofG—ormGenhancesGtheGtransportGofGpoyGviaGtheG—j—GpathwayUG2006SGXYYSG[XYTYX 36

600 RoleGofGmembraneGpotentialGonGartificialGtransformationGofGnUGcoliGwithGplasmidGmwjUG2006SGXY`SGX[TYW 22

Citation Report

78



599 ResistanceGofGueishmaniaGdonovaniGtoGsodiumGstibogluconateGisGrelatedGtoGtheGexpressionGofGhostG
andGparasiteGgammaTglutamylcysteineGsynthetaseUG2006SG]WSGaaTb] 42

598 yossibleGroleGofGaGplasmidGinGtheGpathogenesisGofGaGfishGdiseaseGcausedGbyGjeromonasGhydrophilaUG
2006SGY]_SGb]TXW[ 23

597 —heGtransmembraneGdomainGprovidesGnucleotideGbindingGspecificityGtoGtheGbacterialGconjugationG
proteinG—rwkUG2006SG]aWSGZW`]TaY 21

596 —andemGcopiesGofGaGhumanGrotavirusGVyaGepitopeGcanGinduceGspecificGneutralizingGantibodiesGinG
kjukVcGmiceUG2006SGX`_WSGXaa[TbZ 19

595 misseminationGofGyroteusGmirabilisGisolatesGharboringGl—ßTvTX[GandGl—ßTvTZGbetaTlactamasesGatGYG
hospitalsGinG—aiwanUG2006SG][SGabTb[ 15

594 volecularGcloningGofGaGgeneGencodingGtheGsucroseGphosphorylaseGfromGueuconostocGmesenteroidesG
kTXX[bGandGtheGexpressionGinGnscherichiaGcoliUG2006SGZbSG_XYT_YW 26

593 lloningGofGaGgeneGencodingGanGacidophilicGendoT˛†TXS[TxylanaseGobtainedGfromGjspergillusGnigerG
lpvllXW_`GandGconstitutiveGexpressionGinGyichiaGpastorisUG2006SGZbSGXWb_TXXWY 38

592 jGmutationalGanalysisGofGtheGlolnXTencodedGcellGcycleGregulatorGRcdGconfirmsGitsGroleGinGplasmidG
stabilityUG2006SG]_SG_aT`Z 21

591 —heGóy–rR−GprionGofG–accharomycesGcerevisiaeGcanGbeGpropagatedGbyGanGqspXW[GorthologueGfromG
landidaGalbicansUG2006SG]SGYX`TY] 24

590 —heGmgtlGgeneGofGkurkholderiaGcenocepaciaGisGrequiredGforGgrowthGunderGmagnesiumGlimitationG
conditionsGandGintracellularGsurvivalGinGmacrophagesUG2006SG`[SG][``Ta_ 60

589 —heG—adVGproteinGofGjctinobacillusGactinomycetemcomitansGisGaGnovelGasparticGacidGprepilinG
peptidaseGrequiredGforGmaturationGofGtheGolpXGpilinGandG—adnGandG—adoGpseudopilinsUG2006SGXaaSG_abbTbX[ 50

588
mifferencesGinGresolutionGofGmwrTcontainingGplasmidGdimersGmediatedGbyGtheGtlebsiellaGpneumoniaeG
andGnscherichiaGcoliGßerlGrecombinasescGpotentialGimplicationsGinGdisseminationGofGantibioticG
resistanceGgenesUG2006SGXaaSGYaXYTYW

18

587 lhangingGimagesGofGtheGgeneUG2006SG]_SG]ZTXWW 6

586 peneticGanalysisGofGtheGrequirementGforGflpTYSGtadVSGandGrcpkGinGjctinobacillusG
actinomycetemcomitansGbiofilmGformationUG2006SGXaaSG_Z_XT`] 41

585
vutationalGanalysisGrevealsGthatGallGtailoringGregionGgenesGareGrequiredGforGproductionGofGpolyketideG
antibioticGmupirocinGbyGpseudomonasGfluorescenscGpseudomonicGacidGkGbiosynthesisGprecedesG
pseudomonicGacidGjUG2007SGYaYSGX][]XT_X

33

584 miscoveryGandGapplicationGofGtheGâoshidaGeffectcGnanoTsizedGacicularGmaterialsGenableGpenetrationG
ofGbacterialGcellsGbyGslidingGfrictionGforceUG2007SGXSGXb[TYWX 19

583
ounctionalGcharacterizationGandGmembraneGtopologyGofGnscherichiaGcoliG·ecjSGaGsugarTphosphateG
transferaseGinitiatingGtheGbiosynthesisGofGenterobacterialGcommonGantigenGandGxTantigenG
lipopolysaccharideUG2007SGXabSGY_XaTYa

112

582 mwjGtransformationGviaGlocalGheatGshockUG2007SGbXSGWXZbWY 12

(2007-2006)
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581 jnGnscherichiaGcoliGundecaprenylTpyrophosphateGphosphataseGimplicatedGinGundecaprenylG
phosphateGrecyclingUG2007SGX]ZSGY]XaTY]Yb 82

580 kurkholderiaGcenocepaciaGrequiresGaGperiplasmicGqtrjGproteaseGforGgrowthGunderGthermalGandG
osmoticGstressGandGforGsurvivalGinGvivoUG2007SG`]SGX_`bTab 70

579 RegulationGofGarsenateGresistanceGinGmesulfovibrioGdesulfuricansGpYWGbyGanGarsRkllGoperonGandGanG
arslGgeneUG2007SGXabSGZ`W]TXX 62

578 lhangesGinGintracellularGsodiumGandGpotassiumGinGchemostatTcultivatedGnscherichiaGcoliUG2007SG[ZSGYYbTYZ] 1

577 mwjGvaccinationGagainstGtheGparasiteGenzymeGgammaTglutamylcysteineGsynthetaseGconfersG
protectionGagainstGueishmaniaGdonovaniGinfectionUG2007SGY]SG[]WYTb 24

576 jdaptationGorGselectionhGxldGissuesGandGnewGstakesGinGtheGpostwarGdebatesGoverGbacterialGdrugG
resistanceUG2007SGZaSGX]bTbW 25

575 lloningSGexpressionGandGbioassayGofGcanineGl—uj[rgUG2007SGXXaSGXYTa 12

574 rdentificationGofGlTterminalGdomainGresiduesGinvolvedGinGproteinGkinaseGjTmediatedGpotentiationGofG
kainateGreceptorGsubtypeG_UG2007SGX[_SGXX]aT_a 13

573 —heGeffectGofGmethylationGonGmwjGreplicationGinG–almonellaGentericaGserovarGtyphimuriumUG2007SG
ZZWSG]`_TaW 5

572 —heG–accharomycesGcerevisiaeGjmyVj—yGcarrierTisoGXGcytochromeGcGfusionGproteincGoneTstepG
purificationGandGfunctionalGanalysisGinGvitroUG2007SGabSGXW`WTb 1

571 wovelGylasmidG—ransformationGvethodGvediatedGbyGlhrysotileSG–lidingGorictionSGandGnlasticGkodyG
nxposureUGAnalyticalfChemistryfInsightsSG2007SGYSGXX``ZbWXW`WWYWW 11

570 —heG—X`bbjGkRjoGmutationGisGpresentGinGirisGmelanomaUG2007SG[aSG[ab`TbWW 39

569 —heGdawnGofGrecombinantGmwjUG2007SGaSG–_T–_ 1

568 lonstructionGofGconditionalGanalogTsensitiveGkinaseGallelesGinGtheGfissionGyeastG–chizosaccharomycesG
pombeUG2007SGYSGYbb_TZWWW 42

567 rntracellularGsurvivalGofGkurkholderiaGcenocepaciaGinGmacrophagesGisGassociatedGwithGaGdelayGinGtheG
maturationGofGbacteriaTcontainingGvacuolesUG2007SGbSG[WT]Z 88

566 rndoleGsignallingGcontributesGtoGtheGstableGmaintenanceGofGnscherichiaGcoliGmulticopyGplasmidsUG2007
SG_ZSGZ]T[Z 134

565 nffectGofGbenzyladenineGonGtheGextentGofGmethylationGofGcytosineGresiduesGofGtheGintergenicGspacersG
inGrmwjGpromoterGregionsGofG—riticumGaestivumGandG—riticumGurartuUG2007SG][SGYW`TYX[ 1

564 –cienceTTorGnothG—heGstatusGandGdynamicsGofGbiotechnologyUG2007SGYSGXX][T_a 9
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563 lloningGandGexpressionGofGratGpojyGcmwjGinGnscherichiaGcoliUG2007SGX[ZSG_aT`X

562 lancerSGvirusesSGandGmassGmigrationcGyaulGkergNsGventureGintoGeukaryoticGbiologyGandGtheGadventGofG
recombinantGmwjGresearchGandGtechnologySGXb_`TXbaWUG2008SG[XSG]abT_Z_ 25

561
ylasmidGmwjGisGreleasedGfromGnanosizedGacicularGmaterialGsurfaceGbyGlowGmolecularGweightG
oligonucleotidescGexogenousGplasmidGacquisitionGmechanismGforGpenetrationGintermediatesGbasedG
onGtheGâoshidaGeffectUGAppliedfMicrobiologyfandfBiotechnologySG2008SGaWSGaXZTYX

5.7 20

560 rnGvitroGinteractionGbetweenGcalfGthymusGmwjGandGnscherichiaGcoliGuy–GinGtheGpresenceGofGdivalentG
cationGlaYRUG2008SGabSG_W_TXZ 8

559 qowGdoesGplasmidGmwjGpenetrateGcellGmembranesGinGartificialGtransformationGprocessGofG
nscherichiaGcolihUG2008SGY]SG[XXTYY 20

558 jctivityGofGpromotersGofGcarnationGetchedGringGvirusGandGdahliaGmosaicGvirusGinGtobaccoGprotoplastsG
andGtransgenicGplantsUG2008SG]]SG_a`T_bZ 6

557 xverexpressedGribosomalGproteinsGsuppressGdefectiveGchaperoninsGinG–accharomycesGcerevisiaeUG
2008SGaSGXYZ_T[[ 14

556 –tudyGandGselectionGofGinGvivoGproteinGinteractionsGbyGcouplingGbimolecularGfluorescenceG
complementationGandGflowGcytometryUG2008SGZSGYYTZZ 48

555 kiologicalGdeactivationGandGsingleTstrandGbreakageGofGplasmidGmwjGbyGphotosensitizationGusingG
trisOYSYNTbipyridylPrutheniumOrrPGandGperoxydisulfateUG1988SG[aSGY`TZ[ 27

554 ylasmidGmwjGbindsGtoGtheGcoreGoligosaccharideGdomainGofGuy–GmoleculesGofGnUGcoliGcellGsurfaceGinGtheG
lallYTmediatedGtransformationGprocessUG2008SGbSGY]WXTb 10

553 vonolayerGfilmGbehaviorGofGlipopolysaccharideGfromGyseudomonasGaeruginosaGatGtheGairTwaterG
interfaceUG2008SGbSGY`bbTaW[ 24

552 kurkholderiaGcenocepaciaGrequiresGtheGRpowGsigmaGfactorGforGbiofilmGformationGandGintracellularG
traffickingGwithinGmacrophagesUG2008SG`_SGXW]bT_` 59

551 jGfunctionalGphenylaceticGacidGcatabolicGpathwayGisGrequiredGforGfullGpathogenicityGofGkurkholderiaG
cenocepaciaGinGtheGlaenorhabditisGelegansGhostGmodelUG2008SGXbWSG`YWbTXa 57

550 –tructureTfunctionGrelationshipsGofGtheGlTterminalGendGofGtheG–accharomycesGcerevisiaeGjmyVj—yG
carrierGisoformGYUG2008SGYaZSGXXYXaTY] 10

549 –ilencingGsurvivinGresultsGinGsynergyGbetweenGmethylseleninicGacidGandGpaclitaxelGagainstGskovZG
ovarianGcancerGcellsUG2008SG`SGXbWXTa 6

548 jGnovelGsensorGkinaseTresponseGregulatorGhybridGcontrolsGbiofilmGformationGandGtypeGVrGsecretionG
systemGactivityGinGkurkholderiaGcenocepaciaUG2008SG`_SGXb`bTbX 107

547 kurkholderiaGcenocepaciaGrequiresGRponGforGgrowthGunderGstressGconditionsGandGdelayGofG
phagolysosomalGfusionGinGmacrophagesUG2008SGX][SG_[ZT_]Z 31

546 —ranscriptionalGregulationGofGtheGtadGlocusGinGjggregatibacterGactinomycetemcomitanscGaG
terminationGcascadeUG2008SGXbWSGZa]bT_a 10

(2008-2007)
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545 xuterGmembraneGcomponentsGofGtheG—adGOtightGadherencePGsecretonGofGjggregatibacterG
actinomycetemcomitansUG2008SGXbWSGbaWTbW 43

544
kiosynthesisGandGstructureGofGtheGkurkholderiaGcenocepaciaGt]_TYGlipopolysaccharideGcoreG
oligosaccharidecGtruncationGofGtheGcoreGoligosaccharideGleadsGtoGincreasedGbindingGandGsensitivityGtoG
polymyxinGkUG2009SGYa[SGYX`ZaT]X

50

543 rnactivationGofGyadRSGtheGrepressorGofGtheGphenolicGacidGstressGresponseSGbyGmolecularGinteractionG
withGUspXSGaGuniversalGstressGproteinGfromGuactobacillusGplantarumSGinGnscherichiaGcoliUG2009SG`]SG]Y`ZTaZ 34

542 —hioredoxinGisGinvolvedGinGUOVrPGandGlrOVrPGreductionGinGmesulfovibrioGdesulfuricansGpYWUG2009SGXbXSG[bY[TZZ 50

541 RegulationGofGphenylaceticGacidGdegradationGgenesGofGkurkholderiaGcenocepaciaGt]_TYUG2009SGbSGYYY 22

540 jcanthamoebaGalternativeGoxidaseGgenescGidentificationSGcharacterisationGandGpotentialGasG
antimicrobialGtargetsUG2009SGZbSGX[X`TY[ 10

539 UseGofGcyclodextrinGandGitsGderivativesGforGincreasedGtransformationGefficiencyGofGcompetentG
bacterialGcellsUGAppliedfMicrobiologyfandfBiotechnologySG2009SGaZSG]abTb_ 5.7 12

538 ylasmidGuptakeGbyGbacteriacGaGcomparisonGofGmethodsGandGefficienciesUGAppliedfMicrobiologyfandf
BiotechnologySG2009SGaZSG`bXTa 5.7 70

537 oeedingGjrtemiaGfranciscanaGOtelloggPGlarvaeGwithGbacterialGheatGshockGproteinSGprotectsGfromG
VibrioGcampbelliiGinfectionUG2009SGZYSG_`]Ta] 22

536 jGcomparativeGstudyGonGtheGsecretionGofGalkalineGphosphataseGinGnscherichiaGcoliUG2009SG[WSGYbTZ] 2

535 lultureGofGnscherichiaGcoliGinG–xlGmediumGimprovesGtheGcloningGefficiencyGofGtoxicGproteinGgenesUG
2009SGZb[SGX[[T_ 11

534 qorizontalGgeneGtransferGofGvirulenceGdeterminantsGinGselectedGbacterialGfoodborneGpathogensUG
2009SG[`SGb_bT`` 37

533 –ystemsGkiologyGandGkiotechnologyGofGnscherichiaGcoliUG2009SG 18

532 mwrGßerGsiteTspecificGrecombinationGisGhypersensitiveGtoGmwjGsupercoilingUG2009SGZ`SGZ]aWT` 12

531 nnhancedGcitricGacidGbiosynthesisGinGyseudomonasGfluorescensGj—llGXZ]Y]GbyGoverexpressionGofG
theGnscherichiaGcoliGcitrateGsynthaseGgeneUG2009SGX]]SGY_YWTY_Yb 24

530 lorrelationGbetweenGprotonGtranslocationGandGgrowthcGgeneticGanalysisGofGtheGrespiratoryGchainGofG
lorynebacteriumGglutamicumUG2009SGX[_SGa[]T]] 17

529 nxpressionSGpurificationGandGcharacterizationGofGtheGprecursorGofGhumanGpulmonaryGsurfactantG
proteinGkGOprepro–ykPGproducedGinGnscherichiaGcoliUG2009SG

528 qistoryGofGkiotechnologyUG2010SGX
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527 kacterialGpeneticsUG2010SG

526 –ymbioticGreactionsGofGseaTbuckthornGrootsGtransformedGwithGtheGpeaGlectinGgeneUG2010SG]`SGXWXTXWb 5

525 lonstructionGofGhybridGpromotersGofGcaulimovirusesGandGanalysisGofGtheirGactivityGinGtransgenicG
plantsUG2010SG]`SG]aYT]ab 6

524 —heGdevelopmentGofGaGnovelGvectorGforGconstructionGofGaGfullTlengthGcmwjGlibraryUG2010SG[SGZ]ZTZ_X

523 vethodologiesGtoGincreaseGtheGtransformationGefficienciesGandGtheGrangeGofGbacteriaGthatGcanGbeG
transformedUGAppliedfMicrobiologyfandfBiotechnologySG2010SGa]SGXZWXTXZ 5.7 85

522 kroadThostTrangeGplasmidTmediatedGmetabolicGperturbationsGinGyseudomonasGfluorescensGXZ]Y]UG
AppliedfMicrobiologyfandfBiotechnologySG2010SGaaSGYWbTXa 5.7 11

521 nnhancedGtranslocationGofGrecombinantGproteinsGviaGtheG—atGpathwayGwithGchaperonesGinG
nscherichiaGcoliUG2010SG[XSG][WT][_ 0

520 nxpressionGofGaGglucoseTtolerantGbetaTglucosidaseGfromGqumicolaGgriseaGvarUGthermoideaGinG
–accharomycesGcerevisiaeUG2010SGX_WSGYWZ_T[[ 25

519 jGconvenientGcolonyTbasedGtransformationGmethodGforGhighTthroughputGchangingGofGplasmidGhostsUG
2010SGZYSGX_bZT`

518 —heGtwoTcomponentGsensorGresponseGregulatorGRox–VRoxRGplaysGaGroleGinGyseudomonasGaeruginosaG
interactionsGwithGairwayGepithelialGcellsUG2010SGXYSGXbWTa 12

517 jGcolonyTtoTlawnGmethodGforGefficientGtransformationGofGnscherichiaGcoliUG2010SG]XSGbaTXWZ

516 mesignGandGengineeringGofGnovelGenzymesGforGtextileGapplicationsUG2010SGZTZX 1

515 lonstructionGofGaminoglycosideTsensitiveGkurkholderiaGcenocepaciaGstrainsGforGuseGinGstudiesGofG
intracellularGbacteriaGwithGtheGgentamicinGprotectionGassayUG2010SG`_SGZX`WT_ 61

514 kroadThostTrangeGplasmidsGforGredGfluorescentGproteinGlabelingGofGgramTnegativeGbacteriaGforGuseGinG
theGzebrafishGmodelGsystemUG2010SG`_SGZ[_`T`[ 40

513 vetabolicGengineeringGofGpluconobacterGoxydansGforGimprovedGgrowthGrateGandGgrowthGyieldGonG
glucoseGbyGeliminationGofGgluconateGformationUG2010SG`_SG[Z_bT`_ 60

512 kcstlGisGanGessentialGproteinGforGtheGtypeGVrGsecretionGsystemGactivityGinGkurkholderiaGcenocepaciaG
thatGformsGanGouterGmembraneGcomplexGwithGkcsukUG2010SGYa]SGZ]baaTba 36

511 yersonalGreflectionsGonGtheGoriginsGandGemergenceGofGrecombinantGmwjGtechnologyUG2010SGXa[SGbTX` 51

510 —heGeffectGofGultrasoundGexposureGonGtheGtransformationGefficiencyGofGnscherichiaGcoliGqkXWXUG2010SG
ZSGX[XTX[` 9

(2010-2010)
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509 nffectGofGacuteGandGchronicGarsenicGexposureGonGgrowthSGstructureGandGvirulenceGofGjeromonasG
hydrophilaGisolatedGfromGfishUG2011SG]WSG_ZTb 12

508 nfficiencyGofGspermTmediatedGgeneGtransferGinGtheGovineGbyGlaparoscopicGinseminationSGinGvitroG
fertilizationGandGrl–rUG2011SG]`SGXaaTb_ 21

507 ZTqydroxyphenylaceticGacidGinducesGtheGkurkholderiaGcenocepaciaGphenylaceticGacidGdegradationG
pathwayGTGtowardGunderstandingGtheGcontributionGofGaromaticGcatabolismGtoGpathogenesisUG2011SGXSGX[ 4

506 rrreversibleGelectroporationGisGaGsurgicalGablationGtechniqueGthatGenhancesGgeneGtransferUG2011SGX]WSG[`[Tb 20

505 lapillaryTcompositedGmicrofluidicGdeviceGforGheatGshockGtransformationGofGnscherichiaGcoliUG2011SG
XXYSGZ`ZTa 5

504 lloningGandGexpressionGofG˛†TglucosidaseGgeneGfromGkacillusGlicheniformisGintoGnUGcoliGkuGYXGOmnZPUG
2011SG__SGYXZTYYW 11

503 lonstitutiveGexpressionGofGtheGjRpx–GgeneGdrivenGbyGdahliaGmosaicGvirusGpromoterGinGtobaccoG
plantsUG2011SG]aSG]W`T]X] 12

502 vonitoringGenzymeGexpressionGofGaGbranchedGrespiratoryGchainGofGcorynebacteriumGglutamicumG
usingGanGnpoyGreporterGgeneUG2011SG[ZSGY]`T__ 6

501 vanipulationGofGquorumGsensingGregulationGinGyseudomonasGfluorescensGwlrvkGXW]a_GtoGincreaseG
mupirocinGproductionUGAppliedfMicrobiologyfandfBiotechnologySG2011SGbWSGXWX`TY_ 5.7 9

500 mistinctGintracellularGvesicleGtransportGmechanismsGareGselectivelyGmodifiedGbyGspastinGandGspastinG
mutationsUG2011SGYY_SGZ_YTa 4

499 poodsTthinkingGvsUGtreeTthinkingcGoindingGaGplaceGforGmobileGgeneticGelementsUG2011SGXSGZW[TZWa 5

498 —rbkGfromGconjugativeGplasmidGoGisGaGstructurallyGdistinctGdisulfideGisomeraseGthatGrequiresGmsbmGforG
redoxGstateGmaintenanceUG2011SGXbZSG[]aaTb` 12

497 mwjGlloningGinGylasmidGVectorsUG2011SG]ZT`X

496 âeastGjmyVj—yGcarrierGisoformGYcGconformationalGdynamicsGandGroleGofGtheGRRRvvvGsignatureG
sequenceGmethioninesUG2011SGYa_SGZ_XXbTZ_XZX 15

495 kacterialGconjugationGsimulationGusingGhexagonalGcellularGautomatonUG2012SG

494 wucleicGacidGtransfectionGandGtransgenesisGinGparasiticGnematodesUG2012SGXZbSG]`[Taa 32

493 peneticGnngineeringGofGviceUG2012SGZX]TZZ`

492 RalstoniaGsolanacearumGneedsGolpGpiliGforGvirulenceGonGpotatoUG2012SGY]SG][_T]_ 27
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491 karriersGtoGqorizontalGpeneG—ransferGinGlampylobacterGjejuniUG2012SG`bSGXbT[Y 19

490 lonformationalGchangesGofGtheGbetaineGtransporterGketyGfromGlorynebacteriumGglutamicumG
studiedGbyGpulseGnyRGspectroscopyUG2012SGXaXaSGZ]bT__ 11

489 lharacterizationGofGtheGhighlyGconservedGVovpmGmotifGinGaGbacterialGpolyisoprenylTphosphateG
wTacetylaminosugarTXTphosphateGtransferaseUG2012SGYXSGXZ__T`] 8

488 plobalGchangesGinGgeneGexpressionGbyGtheGopportunisticGpathogenGkurkholderiaGcenocepaciaGinG
responseGtoGinternalizationGbyGmurineGmacrophagesUG2012SGXZSG_Z 13

487 yroductionGofGrecombineeringGsubstratesGwithGstandardTsizeGylRGprimersUG2012SGZZ`SGb`TXWZ 2

486 mesignGandGsynthesisGofGanthraceneTbasedGbispyridiniumGamidescGanionGbindingSGcellGstainingGandG
mwjGinteractionGstudiesUG2012SGZ_SGXYZX 23

485 volecularGlloningGofGmrugG—argetsUG2012SGXZTYb

484 lonstructionGofGlactoseTutilizingGßanthomonasGcampestrisGandGproductionGofGxanthanGgumGfromG
wheyUG1990SG]_SGbXbTYZ 73

483 rdentificationGofGanGadditionalGferricTsiderophoreGuptakeGgeneGclusteredGwithGreceptorSG
biosynthesisSGandGfurTlikeGregulatoryGgenesGinGfluorescentGyseudomonasGspUGstrainGvXX[UG1990SG]_SGYW]_T_[ 16

482 kiolisticGtransformationGofGaGprocaryoteSGkacillusGmegateriumUG1991SG]`SG[aWT] 47

481 jGlactococcalGexpressionGsystemGforGengineeredGnisinsUG1992SG]aSGZ_aZTbZ 69

480 volecularGandGmicroscopicGidentificationGofGsulfateTreducingGbacteriaGinGmultispeciesGbiofilmsUG1992SG
]aSG_X[TYZ 322

479 lharacterizationGofGoluorescentG–iderophoreTvediatedGrronGUptakeGinGyseudomonasGspUG–trainG
vXX[cGnvidenceGforGtheGnxistenceGofGanGjdditionalGoerricG–iderophoreGReceptorUG1992SG]aSG_ZWT] 17

478 lloningGandGsequencingGofGagajSGaGuniqueGagaraseGWXW`GgeneGfromGaGmarineGbacteriumSGVibrioGspUG
strainGs—WXW`UG1993SG]bSGZ`]WT_ 61

477 –crorGrestrictionTmodificationGsystemGofGuactococcusGlactisGsubspUGcremorisGUl]WZcGcloningGandG
characterizationGofGtwoG–crorGmethylaseGgenesUG1993SG]bSG```Ta] 41

476 –tableGnxpressionGofGhomTXTthrkGinGlorynebacteriumGglutamicumGandGrtsGnffectGonGtheGlarbonGoluxG
toG—hreonineGandGRelatedGjminoGjcidsUG1994SG_WSGXY_TZY 55

475 rdentificationGandGcharacterizationGofGclusteredGgenesGforGthermostableGxylanTdegradingGenzymesSG
betaTxylosidaseGandGxylanaseSGofGkacillusGstearothermophilusGYXUG1994SG_WSGYY]YTa 45

474 –equenceGanalysisGofGtheGuactococcusGlactisGtemperateGbacteriophageGkt]T—GandGdemonstrationG
thatGtheGphageGmwjGhasGcohesiveGendsUG1995SG_XSG[WabTba 50

(1995-2012)
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473 rnsertionalGvutationsGinGtheGqydrogenaseGvhcGandGfrcGxperonsGnncodingG–eleniumToreeG
qydrogenasesGinGvethanococcusGvoltaeUG1995SG_XSGX``WT] 23

472 lharacterizationGofGrhizosphereGcolonizationGbyGluminescentGnnterobacterGcloacaeGatGtheG
populationGandGsingleTcellGlevelsUG1995SG_XSGYb]WT` 51

471 peneticGtransformationGinGfreshwatercGnscherichiaGcoliGisGableGtoGdevelopGnaturalGcompetenceUG1996SG
_YSGZ_`ZTa 129

470 xvercomingGaGdefectGinGgeneralizedGrecombinationGinGtheGmarineGfishGpathogenGVibrioGanguillarumG
``]cGconstructionGofGaGrecjGmutantGbyGmarkerGexchangeUG1996SG_YSGZ`Y`TZX 2

469 ylasmidTlinkedGampicillinGresistanceGinGhaempohilusGinfluenzaGtypeGbUG1975SGXYSG[W[TXW 148

468 lharacterizationGofGplasmidsGthatGencodeGforGtheGtaaGcolonizationGantigenUG1978SGYWSG]]bT__ 61

467 lharacterizationGofGanGnscherichiaGcoliGplasmidGencodingGforGsynthesisGofGheatTlabileGtoxincG
molecularGcloningGofGtheGtoxinGdeterminantUG1978SGYXSG[W]TXX 107

466 lloningGandGexpressionGofGaGdeoxyribonucleicGacidGfragmentGthatGencodesGforGtheGadhesiveGantigenG
tbbUG1980SGYbSGXXY]TZZ 49

465 lolicinGVGproductionGbyGclinicalGisolatesGofGnscherichiaGcoliUG1981SGZXSG]`[Tb 35

464 –higellaGsonneiGplasmidscGevidenceGthatGaGlargeGplasmidGisGnecessaryGforGvirulenceUG1981SGZ[SG`]TaZ 206

463 ourtherGcharacterizationGofGcomplementGresistanceGconferredGonGnscherichiaGcoliGbyGtheGplasmidG
genesGtra—GofGRXWWGandGissGofGlolVSrTtb[UG1982SGZ]SG_][Tb 77

462 lloningSGexpressionSGandGmappingGofGtheG–taphylococcusGaureusGalphaThemolysinGdeterminantGinG
nscherichiaGcoliGtTXYUG1983SG[XSGXXW]TXX 42

461 nxpressionGofGaGclonedG–taphylococcusGaureusGalphaThemolysinGdeterminantGinGkacillusGsubtilisGandG
–taphylococcusGaureusUG1983SG[XSGXXXYT` 70

460 lharacterizationGofGtheGgeneGencodingGheatTstableGtoxinGrrGandGpreliminaryGmolecularG
epidemiologicalGstudiesGofGenterotoxigenicGnscherichiaGcoliGheatTstableGtoxinGrrGproducersUG1983SG[YSGY_[Ta 127

459
lloningGandGexpressionGinGnscherichiaGcoliGofGtheGstreptolysinGxGdeterminantGfromG–treptococcusG
pyogenescGcharacterizationGofGtheGclonedGstreptolysinGxGdeterminantGandGdemonstrationGofGtheG
absenceGofGsubstantialGhomologyGwithGdeterminantsGofGotherGthiolTactivatedGtoxinsUG1984SG[ZSGaW[TXW

57

458 jerobactinGironGtransportGgenesGcommonlyGencodedGbyGcertainGlolVGplasmidsGoccurGinGtheG
chromosomeGofGaGhumanGinvasiveGstrainGofGnscherichiaGcoliGtXUG1984SG[_SGX]bT_` 71

457 jGclusterGofGfiveGgenesGspecifyingGtheGaerobactinGironGuptakeGsystemGofGplasmidGlolVTtZWUG1984SG[_SG`TXY 104

456 jGplasmidTencodedGouterGmembraneGproteinSG—ra—SGenhancesGresistanceGofGnscherichiaGcoliGtoG
phagocytosisUG1984SG[_SG`[WT_ 59
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455 lloningGofGextracellularGmwaseGandGconstructionGofGaGmwaseTnegativeGstrainGofGVibrioGcholeraeUG1985
SG[`SG_bXT_ 26

454
lloningGandGgeneticGanalysisGofGserotypeG]GvGproteinGdeterminantGofGgroupGjGstreptococcicG
evidenceGforGmultipleGcopiesGofGtheGv]GdeterminantGinGtheG–treptococcusGpyogenesGgenomeUG1985SG
[aSGXbWT`

42

453 ylasmidTmediatedGvirulenceGinG–almonellaGdublinGdemonstratedGbyGuseGofGaG—n]Tori—GconstructUG
1985SG]WSG[YWT[ 82

452 —ransformationGofG–treptococcusGmutansGwithGchromosomalGandGshuttleGplasmidGOpâj_YbPGmwjsUG
1986SG][SGY`ZTaY 101

451 lloningGofGgenesGforGproductionGofGnscherichiaGcoliG–higaTlikeGtoxinGtypeGrrUG1987SG]]SGY_`]TaW 40

450 volecularGcloningGandGexpressionGofGweisseriaGmeningitidisGclassGXGouterGmembraneGproteinGinG
nscherichiaGcoliGtTXYUG1987SG]]SGY`Z[T[W 15

449 RoleGofGaG_WTmegadaltonGplasmidGandG–higaTlikeGtoxinsGinGtheGpathogenesisGofGinfectionGcausedGbyG
enterohemorrhagicGnscherichiaGcoliGxX]`cq`GinGgnotobioticGpigletsUG1987SG]]SGZXX`TY] 176

448 jGplasmidGofGenterohemorrhagicGnscherichiaGcoliGxX]`cq`GisGrequiredGforGexpressionGofGaGnewG
fimbrialGantigenGandGforGadhesionGtoGepithelialGcellsUG1987SG]]SG[]]T_X 166

447 oibrinogenGbindingGandGresistanceGtoGphagocytosisGofG–treptococcusGsanguisGexpressingGclonedGvG
proteinGofG–treptococcusGpyogenesUG1989SG]`SGYbTZ] 36

446 vucoidGphenotypeGofGtlebsiellaGpneumoniaeGisGaGplasmidTencodedGvirulenceGfactorUG1989SG]`SG][_T]Y 172

445 lonstructionGofGaGplasmidGforGexpressionGofGforeignGepitopesGasGfusionGproteinsGwithGsubunitGkGofG
nscherichiaGcoliGheatTlabileGenterotoxinUG1989SG]`SGXZ[`T]W 39

444 uocalizationGofGtheGcleavageGsiteGspecificityGdeterminantGofGqaemophilusGinfluenzaeG
immunoglobulinGjXGproteaseGgenesUG1990SG]aSGZYWTZX 22

443 RoleGofGcrlGinGavianGpathogenicGnscherichiaGcolicGaGknockoutGmutationGofGcrlGdoesGnotGaffectG
hemagglutinationGactivitySGfibronectinGbindingSGorGlurliGproductionUG1992SG_WSG[[_WT` 69

442 wovelGinvasionGdeterminantGofGenteropathogenicGnscherichiaGcoliGplasmidGpuV]WXGencodesGtheG
abilityGtoGinvadeGintestinalGepithelialGcellsGandGqnpTYGcellsUG1992SG_WSGYYYbTZ_ 22

441 jGlampylobacterGjejuniGhomologGofGtheGucrmVolboGfamilyGofGproteinsGisGnecessaryGforGflagellarG
biogenesisUG1993SG_XSGYbZWT_ 34

440 jGsingleGaminoGacidGchangeGinGjngRSGaGproteinGencodedGbyGpsvXTlikeGvirulenceGplasmidsSGresultsGinG
hyperproductionGofGanguibactinUG1993SG_XSGZYYaTZZ 43

439 lloningSGsequencingSGandGexpressionGofGtheGnscherichiaGcoliGcytolethalGdistendingGtoxinGgenesUG1994SG
_YSGXW[_T]X 146

438 jGplasmidTencodedGregulatoryGregionGactivatesGchromosomalGeaejGexpressionGinGenteropathogenicG
nscherichiaGcoliUG1995SG_ZSGX`_`T`_ 219

(1995-1985)
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437 uymeGdiseaseTcausingGkorreliaGspeciesGencodeGmultipleGlipoproteinsGhomologousGtoG
peptideTbindingGproteinsGofGjklTtypeGtransportersUG1998SG__SG[XX]TYY 25

436 ylasmidTspecificGtransformationGinG–taphylococcusGaureusUG1973SGXX]SGXZbT[] 44

435 volecularGandGgeneticGstudiesGofGanGRGfactorGsystemGconsistingGofGindependentGtransferGandGdrugG
resistanceGplasmidsUG1973SGXX_SG_bbT`Wb 53

434 —ransformationGandGphysicalGpropertiesGofGRTfactorGRy[GtransferredGfromGnscherichiaGcoliGtoG
RhizobiumGtrifoliiUG1973SGXX_SGXX``TaW 14

433 volecularGnatureGofGtwoGnonconjugativeGplasmidsGcarryingGdrugGresistanceGgenesUG1974SGXX`SG_XbTZW 207

432 oactorsGaffectingGcompetenceGforGtransformationGinG–taphylococcusGaureusUG1974SGXXaSGX]]T_[ 76

431 RoleGofGtheGphiGXXGphageGgenomeGinGcompetenceGofG–taphylococcusGaureusUG1974SGXXbSGXbTZY 29

430 rncompatibilityGexhibitedGbyGcolicinGplasmidsGnXSGnYSGandGnZGinGnscherichiaGcoliUG1974SGXXbSG[`aTaZ 22

429 —ransformationGofG–almonellaGtyphimuriumGbyGplasmidGdeoxyribonucleicGacidUG1974SGXXbSGXW`YT[ 702

428 loTtransductionGofGplasmidsGmediatingGresistanceGtoGtetracyclineGandGchloramphenicolGinG
–taphylococcusGaureusUG1974SGXYWSGbZ[T[ 26

427 RTfactorGmutantGcapableGofGspecifyingGhypersynthesisGofGpenicillinaseUG1974SGXYWSGXY_WT` 14

426 rndirectGselectionGofGbacterialGplasmidsGlackingGidentifiableGphenotypicGpropertiesUG1975SGXY[SGYY]TZX 81

425 —ransfectabilityGofGroughGstrainsGofG–almonellaGtyphimuriumUG1975SGXY[SGX_ZWT[ 10

424 —ransformationGofGnscherichiaGcoliGbyGchromosomalGdeoxyribonucleicGacidGfromG–almonellaGtyphiUG
1976SGXY]SG`[`Tb 2

423 volecularGnatureGofGtwoGbetaTlactamaseTspecifyingGplasmidsGisolatedGfromGqaemophilusGinfluenzaeG
typeGbUG1976SGXY_SG[ZbT[_ 67

422 lharacterizationGofGaGminiTlollXGplasmidUG1976SGXY_SG[[`T]Z 194

421 lalciumTrequiringGstepGinGtheGuptakeGofGdeoxyribonucleicGacidGmoleculesGthroughGtheGsurfaceGofG
competentGpneumococciUG1976SGXY_SGXXXZTa 25

420 vethodGforGtheGisolationGofGtheGreplicationGregionGofGaGbacterialGrepliconcGconstructionGofGaGminiToNknG
plasmidUG1976SGXY`SGbaYT` 204
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419 yropertiesGofGpplXSGaGlacGplasmidGorginatingGinGâersiniaGenterocoliticaGa[YUG1976SGXY`SGXW]aT_Y 42

418 lonjugationGinGjgrobacteriumGtumefaciensGinGtheGabsenceGofGplantGtissueUG1976SGXY`SGXZZXT_ 11

417 rnterferenceGwithGpropagationGofGtypingGbacteriophagesGbyGextrachromosomalGelementsGinG
–almonellaGtyphimuriumcGbacteriophageGtypeG]W]UG1976SGXY`SGX[X[TY_ 17

416 jcceptanceGandGtransferGofGRTfactorGRyXGbyGmembersGofGtheGIherbicolaIGgroupGofGtheGgenusGnrwiniaUG
1976SGXYaSGZWbTX_ 7

415 —ranspositionGofGaGplasmidGdeoxyribonucleicGacidGsequenceGthatGmediatesGampicillinGresistancecG
independenceGfromGhostGrecGfunctionsGandGorientationGofGinsertionUG1976SGXYaSG[Y]TZ[ 106

414 vitomycinGlTinducedGexpressionGofGtrpjGofG–almonellaGtyphimuriumGinsertedGintoGtheGplasmidG
lolnXUG1977SGXYbSGZaaTb[ 101

413 rsolationSGmappingSGandGexaminationGofGeffectsGofG—njGinsertionsGinGlolnXGplasmidsUG1977SGXYbSG[aYTbX 52

412 —ranspositionGofGaGplasmidGdeoxyribonucleicGacidGsequenceGthatGmediatesGampicillinGresistancecG
identityGofGlaboratoryTconstructedGplasmidsGandGclinicalGisolatesUG1977SGXYbSG]ZWTZ 17

411 —ransformationGinG–taphylococcusGaureuscGroleGofGbacteriophageGandGincidenceGofGcompetenceG
amongGstrainsUG1977SGXYbSG``aTaa 41

410 –uppressionGofGanGnscherichiaGcoliGdnajGmutationGbyGtheGintegratedGRGfactorGRXWWUXcGgenerationGofG
smallGplasmidsGafterGintegrationUG1977SGXZWSGZWZTXX 26

409 –electedGtranslocationGofGplasmidGgenescGfrequencyGandGregionalGspecificityGofGtranslocationGofGtheG
—nZGelementUG1977SGXZWSGaaaTbb 87

408 RelationshipsGamongGsomeGRGplasmidsGfoundGinGqaemophilusGinfluenzaeUG1977SGXZXSGZ]_T_Y 58

407 volecularGcharacterizationGofGtwoGbetaTlactamaseTspecifyingGplasmidsGisolatedGfromGweisseriaG
gonorrhoeaeUG1977SGXZXSG]]`T_Z 120

406 rsolationGandGgeneticGanalysisGofGdeletionGmutantsGofGcolicinGnXGplasmidsGcarryingGaG—njGinsertionUG
1977SGXZYSGZYXTZX 21

405 –tudiesGofGcolicinGnXGplasmidGfunctionsGbyGanalysisGofGdeletionsGandG—njGinsertionsGofGtheGplasmidUG
1977SGXZYSGZZYT[W 53

404 —ransformationGinGnscherichiaGcolicGcryogenicGpreservationGofGcompetentGcellsUG1977SGXZYSGZ[bT]X 219

403 lolnXGplasmidGmutantsGaffectingGgrowthGofGanGnscherichiaGcoliGreckGreclGsbckGmutantUG1978SGXZZSG[ZZT_ 24

402 jssignmentGofGtraGcistronsGtoGncoRrGfragmentsGofGoGsexGfactorGmwjUG1978SGXZZSGXZaZTbY 83

(1978-1976)

89



401 lonstructionGandGcharacterizationGofGamplifiableGmulticopyGmwjGcloningGvehiclesGderivedGfromGtheG
yX]jGcrypticGminiplasmidUG1978SGXZ[SGXX[XT]_ 3770

400 lellTcellGinteractionsGinGconjugatingGnscherichiaGcolicGroleGofGoGpiliGandGfateGofGmatingGaggregatesUG
1978SGXZ]SGXW]ZT_X 74

399 –tructuralGandGfunctionalGanalysisGofGclonedGmwjGsegmentsGcontainingGtheGreplicationGandG
incompatibilityGregionsGofGaGminiplasmidGderivedGfromGaGcopyGnumberGmutantGofGwRXUG1979SGXZ`SGbYTXW[ 84

398 nffectGofGdnaGmutationsGonGtheGreplicationGofGplasmidGp–lXWXGinGnscherichiaGcoliGtTXYUG1979SGXZ`SGXWb]Tb 20

397 yolypeptidesGexpressedGinGnscherichiaGcoliGtTXYGminicellsGbyGtranspositionGelementsG—nXGandG—nZUG
1979SGXZaSG[aT][ 71

396 llusteringGofGgenesGinvolvedGinGreplicationSGcopyGnumberGcontrolSGincompatibilitySGandGstableG
maintenanceGofGtheGresistanceGplasmidGRXdrdTXbUG1979SGXZaSG`WTb 93

395 —ransformationTderivedGweisseriaGgonorrhoeaeGplasmidsGwithGalteredGstructureGandGfunctionUG1979SG
XZaSG]XWTa 55

394 vutantsGofGtheGminiToGplasmidGpvuZXGthermosensitiveGinGreplicationUG1979SGXZaSG]]bT__ 34

393 watureGofGtransformingGdeoxyribonucleicGacidGinGcalciumTtreatedGnscherichiaGcoliUG1979SGXZaSGXWZZT] 26

392 yenicillinGselectionGofGnscherichiaGcoliGdeoxyribonucleicGacidGrepairGmutantsUG1979SGXZaSG``bTaY 6

391 –econdGncoRrGfragmentGofGoGcapableGofGselfTreplicationUG1979SGXZbSGX[XT]X 64

390 ylasmidsGandGtransposableGelementsGinG–almonellaGwienUG1979SGXZbSGZ_bT`] 20

389 nffectGofGtemperatureGonGtranslocationGfrequencyGofGtheG—nZGelementUG1979SGXZbSG]X]Tb 63

388 —ransposableGplasmidGdeoxyribonucleicGacidGsequenceGinGyseudomonasGaeruginosaGwhichGmediatesG
resistanceGtoGgentamicinGandGfourGotherGantimicrobialGagentsUG1979SGXZbSGa``TaY 57

387 —ransformationGandGtransfectionGofGyseudomonasGaeruginosacGeffectsGofGmetalGionsUG1979SGX[WSGZ`T[Y 69

386 meoxyribonucleicGacidGadenineGandGcytosineGmethylationGinG–almonellaGtyphimuriumGandG–almonellaG
typhiUG1979SGX[WSG]`[Tb 27

385 nvolutionGofGmultipleTantibioticTresistanceGplasmidsGmediatedGbyGtransposableGplasmidG
deoxyribonucleicGacidGsequencesUG1979SGX[WSG`XZTb 46

384 lontrolGofGplasmidGRXGreplicationcGfunctionsGinvolvedGinGreplicationSGcopyGnumberGcontrolSG
incompatibilitySGandGswitchToffGofGreplicationUG1980SGX[XSGXXXTYW 92
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383 peneticGandGmolecularGcharacteristicsGofGVirGplasmidsGofGbovineGsepticemicGnscherichiaGcoliUG1980SG
X[XSG`]aT_b 12

382 yhysicalGcharacterizationGofGplasmidsGdeterminingGsynthesisGofGaGmicrocinGwhichGinhibitsGmethionineG
synthesisGinGnscherichiaGcoliUG1980SGX[XSGXWX]TYZ 12

381 xuterGmembraneGofGnscherichiaGcolicGpropertiesGofGtheGoGsexGfactorGtra—GproteinGwhichGisGinvolvedGinG
surfaceGexclusionUG1980SGX[YSGYa]Tb[ 65

380 vappingGaGclonedGgeneGunderGsporulationGcontrolGbyGinserttionGofGaGdrugGresistanceGmarkerGintoGtheG
kacillusGsubtilisGchromosomeUG1980SGX[YSGbWTa 116

379 lloningGandGrestrictionGmappingGofGtheGtrmjGgeneGcodingGforGtransferGribonucleicGacidG
O]TmethyluridinePTmethyltransferaseGinGnscherichiaGcoliGtTXYUG1980SGX[YSGZ`XTb 54

378 meoxyribonucleicGacidGsequenceGofGarakjmGpromoterGmutantsGofGnscherichiaGcoliUG1980SGX[YSG_]bT_` 24

377 rntramolecularGtranspositionGandGinversionGinGplasmidGR_tUG1980SGX[YSG__aTaY 27

376 —ransposonTmediatedGconjugationalGtransmissionGofGnonconjugativeGplasmidsUG1980SGX[YSG`WXTXZ 28

375 ylasmidGcontrolGofG_TaminohexanoicGacidGcyclicGdimerGdegradationGenzymesGofGolavobacteriumGspUG
tr`YUG1980SGX[ZSGYZaT[] 46

374 lonstructionGandGcharacterizationGofGhybridGplasmidsGcontainingGtheGnscherichiaGcoliGnrdGregionUG
1980SGX[ZSG]_XTa 46

373 lloningGofGdeoxyribonucleicGacidGregionsGencodingGaGheatTlabileGandGheatTstableGenterotoxinG
originatingGfromGanGenterotoxigenicGnscherichiaGcoliGstrainGofGhumanGoriginUG1980SGX[ZSG_]YT_W 21

372
rnGvitroGgeneGfusionsGthatGjoinGanGenzymaticallyGactiveGbetaTgalactosidaseGsegmentGtoG
aminoTterminalGfragmentsGofGexogenousGproteinscGnscherichiaGcoliGplasmidGvectorsGforGtheGdetectionG
andGcloningGofGtranslationalGinitiationGsignalsUG1980SGX[ZSGb`XTaW

981

371 peneticGorganizationGofGtheGbroadThostTrangeGrncyTXGplasmidGR`]XUG1980SGX[ZSGXZ_YT`Z 80

370 peneticGtransformationGofG–treptococcusGpneumoniaeGbyGheterologousGplasmidGdeoxyribonucleicG
acidUG1980SGX[[SG_baT`Wb 42

369 volecularGcloningGandGexpressionGofGkacillusGlicheniformisGbetaTlactamaseGgeneGinGnscherichiaGcoliG
andGkacillusGsubtilisUG1981SGX[]SG[YYTa 100

368 —ransformationGofGnscherichiaGcoliGwithGplasmidGdeoxyribonucleicGacidcGcalciumTinducedGbindingGofG
deoxyribonucleicGacidGtoGwholeGcellsGandGtoGisolatedGmembraneGfractionsUG1981SGX[]SG`aWT` 39

367 nscherichiaGcoliGheatTlabileGenterotoxinGgenesGareGflankedGbyGrepeatedGdeoxyribonucleicGacidG
sequencesUG1981SGX[]SGa]WT_W 36

366 rdentificationGandGcloningGofGtheGgeneticGdeterminantGthatGencodesGforGtheGtaaacGadherenceG
antigenUG1981SGX[]SGbYWT] 30

(1981-1980)

91



365 ReplicationGofGvXZGorilGbacteriophagesGinGnscherichiaGcoliGrepGmutantGisGdependentGonGtheGclonedG
nscherichiaGcoliGreplicationGoriginUG1981SGX[]SGb`[Tb 10

364 xrderingGtryptophanGsynthaseGgenesGofGyseudomonasGaeruginosaGbyGcloningGinGnscherichiaGcoliUG
1981SGX[_SGXWYT` 10

363 –tabilityGinGnscherichiaGcoliGofGanGantibioticGresistanceGplasmidGfromGkacteroidesGfragilisUG1981SGX[_SGXYXT` 5

362 lloningGandGexpressionGinGstreptomycesGlividansGofGantibioticGresistanceGgenesGderivedGfromG
nscherichiaGcoliUG1981SGX[_SGZ_WTa 71

361 UptakeGofGplasmidGdeoxyribonucleicGacidGbyGqaemophilusUG1981SGX[_SG`bTa[ 16

360 —heGregionGcontrollingGtheGthermosensitiveGeffectGofGplasmidGRtsXGonGhostGgrowthGisGseparateGfromG
theGRtsXGreplicationGregionUG1981SGX[_SGa]TbY 8

359 nffectGofGmetabolicGinhibitorsGonGentryGofGexogenousGdeoxyribonucleicGacidGintoGlaYRTtreatedG
nscherichiaGcoliGcellsUG1981SGX[_SG[Z]T[Z 23

358 —ransformationGinGnscherichiaGcolicGstagesGinGtheGprocessUG1981SGX[_SG]_[T`W 55

357 —heGararcGmutationGinGnscherichiaGcoliGkVrUG1981SGX[_SGXWbaTXXW] 5

356 —ransformationGofGjzotobacterGvinelandiiGwithGplasmidsGRy[GOrncyTXGgroupPGandGR–oXWXWGOrnczG
groupPUG1981SGX[_SGXX][T` 18

355 nffectGofGgrowthGrateGandGnutrientGlimitationGonGtheGtransformabilityGofGnscherichiaGcoliGwithG
plasmidGdeoxyribonucleicGacidUG1981SGX[_SGa[XT_ 11

354 nxpressionGofGtheG–erratiaGmarcescensGlipoproteinsGgeneGinGnscherichiaGcoliUG1981SGX[_SGa_XT_ 16

353 lloningGandGrestrictionGmapGofGtheGfirstGpartGofGtheGhistidineGoperonGofG–almonellaGtyphimuriumUG
1981SGX[`SGXY[TZ[ 14

352 jbsenceGinGkacillusGsubtilisGandG–taphylococcusGaureusGofGtheGsequenceTspecificGdeoxyribonucleicG
acidGmethylationGthatGisGconferredGinGnscherichiaGcoliGtTXYGbyGtheGdamGandGdcmGenzymesUG1981SGX[`SGY]bT_X 26

351 lomplementationGofGreplicationTdeficientGdeletionGderivativesGofGplasmidGminiToUG1981SGX[`SG`Z_T[Z 11

350 rdentificationGofGaGnewGdevelopmentalGlocusGinGkacillusGsubtilisGbyGconstructionGofGaGdeletionG
mutationGinGaGclonedGgeneGunderGsporulationGcontrolUG1981SGX[aSGZ[XT]X 51

349 lloningGofGimmunityGandGstructuralGgenesGforGcolicinGVUG1981SGX[aSG[baT]W` 28

348 peneticGmappingGofGaGlinkedGclusterGofGribosomalGribonucleicGacidGgenesGinGkacillusGsubtilisUG1981SG
X[aSG_Y[Ta 30
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347 nffectGofGnalidixicGacidGandGnovobiocinGonGpkRZYYGgeneticGexpressionGinGnscherichiaGcoliGminicellsUG
1981SGX[aSG`[]T]Y 22

346 volecularGnatureGofGaGplasmidGspecifyingGbetaTlactamaseGproductionGinGqaemophilusGducreyiUG1981SG
X[aSG`aaTb] 20

345 –ignalGsequenceGofGalkalineGphosphataseGofGnscherichiaGcoliUG1982SGX[bSG[Z[Tb 85

344 rsolationGofGaGmaltaseGstructuralGgeneGfromG–accharomycesGcarlsbergensisUG1982SGX[bSGXW_[T`W 68

343 qeterogeneityGofGtetracyclineGresistanceGdeterminantsGinG–treptococcusUG1982SGX[bSGbb]TXWW[ 170

342 lonstructionGofGaGhybridGplasmidGcapableGofGreplicationGinGtheGbacteriumGnscherichiaGcoliGandGtheG
cyanobacteriumGjnacystisGnidulansUG1982SGX]WSG[XWTZ 42

341 jnalysisGofGtheGpromoterTdistalGregionGofGtheGtraGoperonGofGtheGoGsexGfactorGofGnscherichiaGcoliGtTXYG
encodedGbyGncoRrGrestrictionGfragmentsGfX`SGfXbSGandGfYUG1982SGX]WSG`_Taa 24

340 —ransformationGofGRhizobiumGmelilotiG[XGwithGplasmidGmwjUG1982SGX]WSG[_]T`W 18

339 yropertiesGofGRXX_YSGaGbroadThostTrangeSGhighTcopyTnumberGplasmidUG1982SGX]WSG]]YT_Y 57

338 ReplicationGofGaGlowTcopyTnumberGplasmidGbyGaGplasmidGmwjTmembraneGcomplexGextractedGfromG
minicellsGofGnscherichiaGcoliUG1982SGX]WSGXYZ[T[Z 13

337 nvidenceGforGtwoGgeneticallyGdistinctGmwjGprimaseGactivitiesGspecifiedGbyGplasmidsGofGtheGkGandGrG
incompatibilityGgroupsUG1982SGX]XSGXT` 9

336 peneticGandGmolecularGcharacterizationGofG—nYXSGaGmultipleGresistanceGtransposonGfromGRXWWUXUG
1982SGX]XSGYYYTYa 160

335 wovelGselectionGforGtetracyclineTGorGchloramphenicolTsensitiveGnscherichiaGcoliUG1982SGX]XSG[a`TbW 11

334 lomplementationGofGtheGleuk_GalleleGofGnscherichiaGcoliGbyGclonedGmwjGfromGvucorGracemosusUG
1982SGX]XSG]YXTZ 6

333 lomparisonGofGmwjGsequencesGrequiredGforGtheGfunctionGofGcitrateGutilizationGamongGdifferentG
citrateGutilizationGplasmidsUG1982SGX]XSGXW[_T]W 10

332 jGgeneGandGitsGproductGrequiredGforGtranspositionGofGresistanceGtransposonG—nY_WZUG1982SGX]XSG`YZTa 11

331 volecularGcloningGofGeucaryoticGgenesGrequiredGforGexcisionGrepairGofGUVTirradiatedGmwjcGisolationG
andGpartialGcharacterizationGofGtheGRjmZGgeneGofG–accharomycesGcerevisiaeUG1982SGX]YSGZYZTZX 58

330 volecularGcloningGandGregulationGofGexpressionGofGtheGgenesGforGinitiationGfactorGZGandGtwoG
aminoacylTtRwjGsynthetasesUG1982SGX]YSGZ]`T_Y 21

(1982-1981)
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329 lloningGofGtrgSGaGgeneGforGaGsensoryGtransducerGinGnscherichiaGcoliUG1982SGX]YSGZ`YTaZ 44

328 nxpressionGinGnscherichiaGcoliGofGaGstaphylococcalGgeneGforGresistanceGtoGmacrolideSGlincosamideSGandG
streptograminGtypeGkGantibioticsUG1982SGX]YSG]Y[T_ 23

327 ylasmidGtransferGtoGkordetellaGpertussiscGconjugationGandGtransformationUG1982SGX]YSG][bT]Y 22

326 peneticGtransformationGofGRhodopseudomonasGsphaeroidesGbyGplasmidGmwjUG1982SGX]YSGabTb` 50

325
mifferentGcontrolGcircuitsGforGgrowthGrateTdependentGregulationGofG_TphosphogluconateG
dehydrogenaseGandGproteinGcomponentsGofGtheGtranslationalGmachineryGinGnscherichiaGcoliUG1982SG
X]YSG]a[Tb[

14

324 lhromosomalGlocationGofGaGkacillusGsubtilisGmwjGfragmentGuniquelyGtranscribedGbyG
sigmaTYaTcontainingGRwjGpolymeraseUG1982SGX]YSG`aWT] 33

323 vultipleGmechanismsGforGexpressionGofGincompatibilityGbyGbroadThostTrangeGplasmidGRtYUG1982SGX]YSGXW`aTbW 46

322 lloningGofGtheGchromosomalGdeterminantsGencodingGhemolysinGproductionGandGmannoseTresistantG
hemagglutinationGinGnscherichiaGcoliUG1982SGX]YSGXY[XT` 141

321 lloningGandGexpressionGofGtheGcloacinGmoXZVaerobactinGreceptorGofGnscherichiaGcoliGOlolVTtZWPUG
1983SGX]ZSG`X_TYX 36

320 ylasmidTborneGsulfonamideGresistanceGdeterminantsGstudiedGbyGrestrictionGenzymeGanalysisUG1983SG
X]ZSGXYYaTZ` 39

319 rsolationGofGconditionalGlethalGmutatorGmutantsGofGnscherichiaGcoliGbyGlocalizedGmutagenesisUG1983SG
X]ZSGXZ_XT` 13

318 ceaTkilGoperonGofGtheGlolnXGplasmidUG1983SGX]ZSGX[`bTa] 55

317 rnvertedGrepeatsGinGtheGmwjGofGplasmidGplUXUG1983SGX]ZSGX]WYTXY 10

316 rnGvitroGconstructionGandGcharacterizationGofGphojTlacäGgeneGfusionsGinGnscherichiaGcoliUG1983SGX][SGZ]_T_] 44

315 –iteTdirectedGmutagenesisGinGnscherichiaGcoliGofGaGstableGR``Ycc—iGcointegrateGplasmidGfromG
jgrobacteriumGtumefaciensUG1983SGX][SG_bZT`WX 31

314 —rimethoprimTinducedGmwjGpolymeraseGrGdeficiencyGinGnscherichiaGcoliGtTXYUG1983SGX][SGXWbaTXWZ 3

313 –pontaneousGdeletionsGandGflankingGregionsGofGtheGchromosomallyGinheritedGhemolysinG
determinantGofGanGnscherichiaGcoliGx_GstrainUG1983SGX][SGXX[]T]Y 101

312 qeatGsensitivityGofGjzotobacterGvinelandiiGgeneticGtransformationUG1983SGX]]SGX]bT_a 11
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311 ylasmidTdeterminedGenzymaticGdegradationGofGnylonGoligomersUG1983SGX]]SGYYTZX 67

310 nvidenceGthatGrepressionGmechanismsGcanGexertGcontrolGoverGtheGthrSGleuSGandGilvGoperonsGofG
nscherichiaGcoliGtTXYUG1983SGX]]SG[bT]] 23

309 jmplifiedGmwjGinG–treptomycesGfradiaeUG1983SGX]]SG[]bT__ 76

308 rnGvivoGligationGofGlinearGmwjGmoleculesGtoGcircularGformsGinGtheGyeastG–accharomycesGcerevisiaeUG
1983SGX]]SG`[`T][ 40

307 wucleotideGsequenceGofGanGincompatibilityGregionGofGminiTRtsXGthatGcontainsGfiveGdirectGrepeatsUG
1983SGX]]SGXXa]TbX 32

306 jGhybridGplasmidGisGaGstableGcloningGvectorGforGtheGcyanobacteriumGjnacystisGnidulansGRYUG1983SGX]]SGb__T`Y 52

305 –huttleGcloningGvectorsGforGtheGcyanobacteriumGjnacystisGnidulansUG1983SGX]_SGX[aT][ 59

304 nvidenceGforGpositiveGregulationGofGplasmidGprophageGyXGreplicationcGintegrativeGsuppressionGbyG
copyGmutantsUG1983SGX]_SGYW]TXX 11

303 jGgeneGaffectingGaccumulationGofGtheGRwjGmoietyGofGtheGprocessingGenzymeGRwaseGyUG1983SGX]_SG]YbTZ_ 2

302 nssentialGgenesGofGplasmidGRtYGinGnscherichiaGcolicGtrfkGregionGcontrolsGaGkilGgeneGnearGtrfjUG1983SG
X]_SG]a[TbX 38

301 lharacterizationGofGtheGmRwjGcodingGforGribonucleosideGdiphosphateGreductaseGinGnscherichiaGcoliUG
1983SGX]_SGXXbYT` 21

300 volecularGcloningGofGtheGyseudomonasGcarboxypeptidaseGpYGgeneGandGitsGexpressionGinGnscherichiaG
coliGandGyseudomonasGputidaUG1983SGX]_SGXYYYT` 96

299 –uicideGplasmidGvehiclesGforGinsertionGmutagenesisGinGRhizobiumGmelilotiGandGrelatedGbacteriaUG1983SG
X]_SGXYbYTZWW 178

298 peneGregulationGinGplasmidGRtYcGpositiveGcontrolGbyGkorjGinGtheGexpressionGofGkorlUG1984SGX]`SGY[`T]Y 29

297 peneGenvâGofGnscherichiaGcoliGtTXYGaffectsGthermoregulationGofGmajorGporinGexpressionUG1984SGX]`SGY_YTa 74

296 —ransferGofGtheGchromosomalGblaGgeneGfromGnnterobacterGcloacaeGtoGnscherichiaGcoliGbyG
Ry[ccminiTvuUG1984SGX]`SGabTb[ 12

295 —ranslationalGcouplingGofGtheGtrpkGandGtrpjGgenesGinGtheGnscherichiaGcoliGtryptophanGoperonUG1984SG
X]`SGZ_ZT` 104

294 vutationsGinGtheGmwjGgyrkGgeneGthatGareGtemperatureGsensitiveGforGlambdaGsiteTspecificG
recombinationSGvuGgrowthSGandGplasmidGmaintenanceUG1984SGX]`SG[bWT` 38

(1984-1983)
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293 nxonucleasesGrSGrrrSGandGVGareGrequiredGforGstabilityGofGlolnXTrelatedGplasmidsGinGnscherichiaGcoliUG1984
SGX]`SG__XT[ 43

292 volecularGcloningGofGaGgeneGabundantlyGexpressedGduringGfruitingGbodyGinitiationGinG–chizophyllumG
communeUG1984SGX]`SGaWYTa 38

291 yromoterTprobeGplasmidGforGkacillusGsubtilisUG1984SGX]`SGb_]T` 52

290 ounctionalGlimitsGofGtheGararcGpromoterGsuggestGanGadditionalGregulatoryGsiteGforGarakjmGexpressionUG
1984SGX]aSGX[XT` 7

289 lompleteGnucleotideGsequenceGofGminiTRtsXGandGitsGcopyGmutantUG1984SGX]aSGZW`TXY 61

288 xriginGandGdirectionGofGinGvitroGreplicationGofGqaemophilusGducreyiGandGweisseriaGgonorrhoeaeG
ampicillinGresistanceGplasmidsUG1984SGX]aSGZbZT] 6

287 mwjTmwjGhybridizationGanalysisGofGnylonGoligomerTdegradativeGplasmidGpxjmYcGidentificationGofG
theGmwjGregionGanalogousGtoGtheGnylonGoligomerGdegradationGgeneUG1984SGX]aSG[XbTY[ 14

286 —ransposonG—n]GspecifiesGstreptomycinGresistanceGinGRhizobiumGsppUG1984SGX]aSG]aWTb 42

285 lloningGandGexpressionGinGyseudomonasGaeruginosaGofGaGgeneGinvolvedGinGtheGproductionGofG
alginateUG1984SGX]aSGXXX]TYX 220

284 lonstructionGandGcharacterizationGofGanGnscherichiaGcoliGstrainGwithGaGuncrGmutationUG1984SGX]aSGaYWT] 88

283 nxpressionGofGtheGkacillusGsubtilisGglutamineGsynthetaseGgeneGinGnscherichiaGcoliUG1984SGX]aSGb_`T`X 15

282 lloningGandGcharacterizationGofGtheGkacillusGlicheniformisGgeneGcodingGforGalkalineGphosphataseUG
1984SGX]aSGb`aTaY 12

281 —ransformationGofGllostridiumGperfringensUG1984SGX]bSG[_WT[ 41

280 peneGresponsibleGforGprotectingGnscherichiaGcoliGfromGsodiumGdodecylGsulfateGandGtoluidineGblueG
plusGlightUG1984SGX]bSG]Y`TZY 7

279 wovelGsystemGforGrecognizingGandGeliminatingGforeignGmwjGinGyseudomonasGputidaUG1984SGX]bSG_`aTaY 6

278 lloningGandGexpressionGofGaGgeneGsegmentGencodingGtheGenzymaticGmoietyGofGyseudomonasG
aeruginosaGexotoxinGjUG1984SGX]bSG_aZT` 15

277 yolypeptideGinvolvedGinGtheGnscherichiaGcoliGplasmidTmediatedGcitrateGtransportGsystemUG1984SGX_WSG[YXT_ 12

276 rnGvitroGdeletionsGinGtheGpartitionGlocusGofGplasmidGp–lXWXUG1984SGX_WSG[Z[T` 3
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275 volecularGbasisGofGisozymeGformationGofGbetaTgalactosidasesGinGkacillusGstearothermophiluscG
isolationGofGtwoGbetaTgalactosidaseGgenesSGbgajGandGbgakUG1984SGX_WSGbTX[ 29

274 vappingGofGtheGglucoseGdehydrogenaseGgeneGinGkacillusGsubtilisUG1984SGX_WSG_W`TXX 12

273 –huttleGcloningGvectorsGforGtheGmarineGbacteriumGVibrioGparahaemolyticusUG1984SGX_WSGaWaTXX 11

272 –tableGinheritanceGofGplasmidGRXGrequiresGtwoGdifferentGlociUG1985SGX_XSGYbYTa 149

271 volecularGcloningGofGtheGphenylalanineGammoniaGlyaseGgeneGfromGRhodosporidiumGtoruloidesGinG
nscherichiaGcoliGtTXYUG1985SGX_XSGZX[TYW 26

270 yolymorphicGextracellularGglucoamylaseGgenesGandGtheirGevolutionaryGoriginGinGtheGyeastG
–accharomycesGdiastaticusUG1985SGX_XSG]`[TaY 75

269 wewGcysnTpyrnTlinkedGrfaGmutationGinGnscherichiaGcoliGtTXYGthatGresultsGinGaGheptoselessG
lipopolysaccharideUG1985SGX_XSGXYWbTX[ 13

268 yhysicalGmappingGofGaGZZWGßGXWOZPTbaseTpairGregionGofGtheGvyxococcusGxanthusGchromosomeGthatGisG
preferentiallyGlabeledGduringGsporeGgerminationUG1985SGX_YSGXY[TZW 6

267 —ransformationGofGjzotobacterGvinelandiiGwithGplasmidGmwjUG1985SGX_YSGY`_Tb 29

266 lopyGmutantGofGminiTRtsXcGloweredGbindingGaffinityGofGmutatedGRepjGproteinGtoGdirectGrepeatsUG
1985SGX_YSG`YT` 20

265 uesionsGinGcitrateGsynthaseGthatGaffectGaerobicGnitrogenGfixationGbyGjzotobacterGchroococcumUG1985SG
X_YSG`[_T]X 17

264 wovelGdnapGmutationGinGaGdnayGmutantGofGnscherichiaGcoliUG1985SGX_YSGaZWTY 9

263 –tructuralGandGfunctionalGanalysesGofGtheGfosfomycinGresistanceGtransposonG—nYbYXUG1985SGX_YSGXW_XT` 11

262 vethodGforGgeneGreplacementGinGyseudomonasGaeruginosaGusedGinGconstructionGofGrecjGmutantscG
recjTindependentGinstabilityGofGalginateGproductionUG1985SGX_YSGXW_aT`[ 52

261 UnusualGorganizationGofGtheGilvrqGpromoterGofGnscherichiaGcoliUG1985SGX_ZSGXa_Tba 34

260 ReplicationGcontrolGinGpromiscuousGplasmidGRtYcGkilGandGkorGfunctionsGaffectGexpressionGofGtheG
essentialGreplicationGgeneGtrfjUG1985SGX_ZSGYYaTZ` 55

259 —xuGplasmidGp··X]GcontainsGtwoGnonhomologousSGindependentlyGregulatedGcatecholG
YSZToxygenaseGgenesUG1985SGX_ZSGY[aT]] 54

258 laYRTinducedGpermeabilizationGofGtheGnscherichiaGcoliGouterGmembranecGcomparisonGofG
transformationGandGreconstitutionGofGbindingTproteinTdependentGtransportUG1985SGX_ZSG_XTa 21

(1985-1984)
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257 volecularGcloningGofGtheGclsGgeneGresponsibleGforGcardiolipinGsynthesisGinGnscherichiaGcoliGandG
phenotypicGconsequencesGofGitsGamplificationUG1985SGX_ZSG]W_TX[ 38

256 rdentificationGofGtheGnscherichiaGcoliGdeoRGandGcytRGgeneGproductsUG1985SGX_ZSGXWb]TXWW 13

255 —hermoinducibleGtranscriptionGsystemGforGkacillusGsubtilisGthatGutilizesGcontrolGelementsGfromG
temperateGphageGphiGXW]UG1985SGX_ZSGXXWXTa 29

254 wGconjugativeGtransferGsystemGofGplasmidGplUXUG1985SGX_ZSGXYYbTZ_ 28

253 lomplementationGofGaGRhodopseudomonasGsphaeroidesGribuloseGbisphosphateG
carboxylaseToxygenaseGregulatoryGmutantGfromGaGgenomicGlibraryUG1985SGX_[SGX[`T][ 19

252 jnalysisGofGtheGruvGlocusGofGnscherichiaGcoliGtTXYGandGidentificationGofGtheGgeneGproductUG1985SGX_[SGY`_TaX 27

251 rsolationGofGaGdihydrofolateGreductaseTdeficientGmutantGofGnscherichiaGcoliUG1985SGX_[SG[`WTY 19

250 arakGpeneGandGnucleotideGsequenceGofGtheGaralGgeneGofGnrwiniaGcarotovoraUG1985SGX_[SG`X`TYY 21

249 nvolutionaryGconservationGofGgenesGcodingGforGmetaGpathwayGenzymesGwithinG—xuGplasmidsGp··WG
andGp··]ZUG1985SGX_[SGaa`Tb] 61

248 veasurementGofGtheGprotonGmotiveGforceGinGRhizobiumGmelilotiGwithGtheGnscherichiaGcoliGlacâGgeneG
productUG1985SGX_[SGbYbTZX 3

247 plutamineGsynthetaseTconstitutiveGmutationGaffectingGtheGglnjupGupstreamGpromoterGofG
nscherichiaGcoliUG1985SGX_[SGXWZYTa 9

246 —woGfunctionsGofGtheGnGproteinGareGkeyGelementsGinGtheGplasmidGoGreplicationGcontrolGsystemUG1985SG
X_[SGXY_YT`W 45

245 wucleotideGsequenceGofGtheGgeneGdeterminingGplasmidTmediatedGcitrateGutilizationUG1985SGX_[SGb``TaY 38

244 RoleGofGnerGproteinGinGbacteriophageGvuGtranspositionUG1986SGX_`SG]WZT` 28

243 rdentificationGofGdnaßGasGaGhighTcopyGsuppressorGofGtheGconditionalGlethalGandGpartitionGphenotypesG
ofGtheGparnXWGalleleUG1998SGXaWSGXYZYT[W 18

242 jTGandG—TtractTmediatedGintrinsicGcurvatureGinGnativeGmwjGbetweenGtheGbindingGsiteGofGtheGupstreamG
activatorGwtrlGandGtheGnifujGpromoterGofGtlebsiellaGpneumoniaeGfacilitatesGtranscriptionUG1999SGXaXSG]Yb_TZWY 22

241 lloningGandGcharacterizationGofGaGcrypticGhaloacidGdehalogenaseGfromGkurkholderiaGcepaciaGvkj[UG
1999SGXaXSG_WWZTb 18

240 –eparateGrolesGofGnscherichiaGcoliGreplicationGproteinsGinGsynthesisGandGpartitioningGofGp–lXWXG
plasmidGmwjUG1999SGXaXSG`]]YT` 17
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239 rdentificationGofGaGhighlyGcrossTreactiveGouterGsurfaceGproteinGkGepitopeGamongGdiverseGgeographicG
isolatesGofGkorreliaGsppUGcausingGuymeGdiseaseUG1994SGZYSG[abT]WW 19

238 rsolationGofGaGlambdaGdvGplasmidGcarryingGtheGbacterialGgalGoperonUG1974SGX[SGXW_ZTb 20

237 lorrelationGbetweenGUVGdoseGrequirementGforGlambdaGbacteriophageGinductionGandGlambdaG
repressorGconcentrationUG1978SGY_SG]b]T_WY 15

236 ounctionalGorganizationGofGtheGqarveyGmurineGsarcomaGvirusGgenomeUG1980SGZ]SG`_TbY 89

235
RecoveryGofGbiologicallyGactiveGspleenGfocusTformingGvirusGfromGmolecularlyGclonedGspleenG
focusTformingGvirusTpkRZYYGcircularGmwjGbyGcotransfectionGwithGinfectiousGtypeGlGretroviralGmwjUG
1980SGZ]SG`XWTYX

67

234 –ubgenomicGfragmentGofGmolecularGclonedGoriendGmurineGleukemiaGvirusGmwjGcontainsGtheGgeneOsPG
responsibleGforGoriendGmurineGleukemiaGvirusTinducedGdiseaseUG1980SGZ]SGbY[TZ_ 40

233 yropertiesGofGsimianGvirusG[WGsmallGtGantigenGoverproducedGinGbacteriaUG1981SGZ`SG_aZTb` 45

232 metailedGcharacterizationGofGtheGmRwjGmappingGinGtheGqindrrrGfragmentGtGregionGofGtheGherpesG
simplexGvirusGtypeGXGgenomeUG1981SGZ`SGXWXXTY` 77

231 lharacterizationGofGaGmajorGlateGherpesGsimplexGvirusGtypeGXGmRwjUG1981SGZaSG[aZTb_ 41

230 qerpesGsimplexGvirusGtypeGXGqindrrrGfragmentGuGencodesGsplicedGandGcomplementaryGmRwjGspeciesUG
1981SGZbSG]]bT`Y 70

229 penomesGofGmurineGleukemiaGvirusesGisolatedGfromGwildGmiceUG1981SGZbSG```TbX 118

228 lharacterizationGofGtheGmajorGnpsteinTkarrGvirusTspecificGRwjGinGkurkittGlymphomaTderivedGcellsUG
1982SG[XSGZ`_Tab 158

227 lolobusGtypeGlGviruscGmolecularGcloningGofGunintegratedGviralGmwjGandGcharacterizationGofGtheG
endogenousGviralGgenomesGofGlolobusUG1982SG[XSGa[YT][ 9

226 penomeGofGreticuloendotheliosisGviruscGcharacterizationGbyGuseGofGclonedGproviralGmwjUG1982SG[YSGYZ`T]Y 36

225 —woGdefectiveGmwjsGofGhumanGpolyomavirusGslGadaptedGtoGgrowthGinGhumanGembryonicGkidneyG
cellsUG1982SG[YSGZb]T[WX 25

224 kiologicalGandGbiochemicalGstudiesGofGjfricanGgreenGmonkeyGlymphotropicGpapovavirusUG1982SG[YSG]WYTb 43

223 lhangeGofGmwjGnearGtheGoriginGofGreplicationGenhancesGtheGtransformingGcapacityGofGhumanG
papovavirusGktUG1982SG[YSGb`aTa] 39

222 rsolationGandGcharacterizationGofGdefectiveGsimianGvirusG[WGgenomesGwhichGcomplementGforG
infectivityUG1982SG[ZSGXaTY] 25

(1982-1994)

99



221 nnvelopeGgeneGsequencesGwhichGencodeGtheGgp]YGproteinGofGspleenGfocusTformingGvirusGareG
requiredGforGtheGinductionGofGerythroidGcellGproliferationUG1982SG[ZSGYYZTZZ 98

220 volecularGcloningGofGbiologicallyGactiveGproviralGmwjGofGtheGanemiaTinducingGstrainGofGspleenG
focusTformingGvirusUG1982SG[[SGbYYTZX 21

219 wucleotideGsequenceGofGtheGZNGendGofGvloGY[`GmurineGleukemiaGvirusUG1983SG[]SGYbXTa 73

218 lomparisonGofGinfectiousGslGvirusGmwjsGclonedGfromGhumanGbrainUG1983SG[]SGYbbTZWa 45

217 lharacterizationGofGherpesGsimplexGvirusGYGtemperatureTsensitiveGmutantsGwhoseGlesionsGmapGinGorG
nearGtheGcodingGsequencesGforGtheGmajorGmwjTbindingGproteinUG1983SG[]SGZZYT[Y 45

216
volecularGgeneticsGofGherpesGsimplexGvirusUGVrrrUGfurtherGcharacterizationGofGaGtemperatureTsensitiveG
mutantGdefectiveGinGreleaseGofGviralGmwjGandGinGotherGstagesGofGtheGviralGreproductiveGcycleUG1983SG
[]SGZb`T[W`

188

215 lonstructionGandGisolationGofGaGtransformingGmurineGretrovirusGcontainingGtheGsrcGgeneGofGRousG
sarcomaGvirusUG1983SG[_SG]b[T_W] 72

214 –tructureGofGvarekNsGdiseaseGvirusGmwjcGdetailedGrestrictionGenzymeGmapUG1984SG]XSGXWYTb 115

213 lonstructionGofGrecombinantsGbetweenGmolecularGclonesGofGmurineGretrovirusGvloGY[`GandGjkvcG
determinantGofGanGinGvitroGhostGrangeGpropertyGthatGmapsGinGtheGlongGterminalGrepeatUG1985SG]ZSGX]YT` 43

212 jutoregulationGofGtheGbacteriophageGyYYGscaffoldingGproteinGgeneUG1985SG]ZSGXbYT` 27

211 –pecificGpropertiesGofGtwoGentericGadenovirusG[XGclonesGmappedGwithinGearlyGregionGXjUG1985SG][SGX[]T]W 19

210 rdentificationGofGhepatitisGkGvirusGpolypeptidesGencodedGbyGtheGentireGpreTsGopenGreadingGframeUG
1985SG]]SGYYZTZX 56

209 yroviralGgenomeGofGradiationGleukemiaGviruscGmolecularGcloningGofGbiologicallyGactiveGproviralGmwjG
andGnucleotideGsequenceGofGitsGlongGterminalGrepeatUG1985SG]]SGY]XT] 22

208 volecularGcloningGandGphysicalGmappingGofGtheGtupaiaGherpesvirusGgenomeUG1985SG]]SGa_Tb] 20

207 vonoclonalGantibodiesGtoGtheGvGproteinGofGvesicularGstomatitisGvirusGOrndianaGserotypePGandGtoGaG
cmwjGvGgeneGexpressionGproductUG1985SG]]SGYbaTZW_ 23

206 lonstructionGandGbiologicalGanalysisGofGdeletionGmutantsGofGoujinamiGsarcomaGviruscG]NTfpsGsequenceG
hasGaGroleGinGtheGtransformingGactivityUG1985SG]]SG__WTb 11

205 qepatitisGkGvirusGpolypeptideGßcGexpressionGinGnscherichiaGcoliGandGidentificationGofGspecificG
antibodiesGinGseraGfromGhepatitisGkGvirusTinfectedGhumansUG1986SG]`SGXWXTb 62

204 rdentificationGandGlocalizationGofGpreTsTencodedGpolypeptidesGfromGwoodchuckGandGgroundGsquirrelG
hepatitisGvirusesUG1986SG]`SGX`ZTaY 20
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203 vammalianGcellGtransformationGbyGaGmurineGretrovirusGvectorGcontainingGtheGavianGerythroblastosisG
virusGerbkGgeneUG1986SG_WSGXbTYa 16

202 yreferentialGclusteringGofGviralGmwjGsequencesGatGorGnearGtheGsiteGofGchromosomalGrearrangementGinG
fowlGadenovirusGtypeGXGmwjTtransformedGcellGlinesUG1987SG_XSGX]XTa 5

201 qerpesGsimplexGvirusGinfectionGgeneratesGlargeGtandemlyGreiteratedGsimianGvirusG[WGmwjGmoleculesG
inGaGtransformedGhamsterGcellGlineUG1987SG_XSGX[Y`TZ[ 20

200 rdentificationGofGtheGhumanGpapillomavirusGtypeG_bGuXGopenGreadingGframeGproteinGinGcondylomasG
andGcorrespondingGantibodiesGinGhumanGseraUG1987SG_XSGY_a[TbW 48

199
–imianGretrovirusTmGserotypeGXGO–RVTXPGenvelopeGglycoproteinsGgp`WGandGgpYWcGexpressionGinGyeastG
cellsGandGidentificationGofGspecificGantibodiesGinGseraGfromGmonkeysGthatGrecoveredGfromG–RVTXG
infectionUG1988SG_YSGX``[TaW

20

198 RoleGofGglycoproteinGkGofGherpesGsimplexGvirusGtypeGXGinGviralGentryGandGcellGfusionUG1988SG_YSGY]b_T_W[ 366

197 qerpesGsimplexGvirusGtypeGXGrlyWGplaysGaGcriticalGroleGinGtheGdeGnovoGsynthesisGofGinfectiousGvirusG
followingGtransfectionGofGviralGmwjUG1989SG_ZSG[]`bTab 194

196 peneticGanalysisGofGtypeTspecificGantigenicGdeterminantsGofGherpesGsimplexGvirusGglycoproteinGlUG
1992SG__SG[a_[T`Z 16

195 —woGseparateGregionsGofGtheGextrachromosomalGribosomalGdeoxyribonucleicGacidGofG—etrahymenaG
thermophilaGenableGautonomousGreplicationGofGplasmidsGinG–accharomycesGcerevisiaeUG1981SGXSG]Z]T][Z 52

194 gcrYSGaGnewGmutationGaffectingGglycolyticGgeneGexpressionGinG–accharomycesGcerevisiaeUG1990SGXWSG_ZabT_Zb_ 38

193 –elfTregulationGofG`WTkilodaltonGheatGshockGproteinsGinG–accharomycesGcerevisiaeUG1990SGXWSGX_YYTX_ZY 55

192 —nlXSGaGgeneGinvolvedGinGtheGactivationGofG—yXGandG—yXTmediatedGgeneGexpressionGinG–accharomycesG
cerevisiaecGcloningGandGmolecularGanalysisUG1990SGXWSGZ][XTZ]]W 46

191 vn—[SGaGleucineGzipperGproteinSGandGcentromereTbindingGfactorGXGareGbothGrequiredGforG
transcriptionalGactivationGofGsulfurGmetabolismGinG–accharomycesGcerevisiaeUG1992SGXYSGX`XbTX`Y` 90

190 uocalizationGofGkinetoplastGmwjGmaxicircleGtranscriptsGinGbloodstreamGandGprocyclicGformG
—rypanosomaGbruceiUG1982SGYSGa[]Ta]Y 25

189 lloningGandGtranscriptionalGcontrolGofGaGeucaryoticGpermeaseGgeneUG1982SGYSGb``Tba[ 21

188 yrolineGutilizationGinG–accharomycesGcerevisiaecGanalysisGofGtheGclonedGyU—YGgeneUG1983SGZSGXa[_TXa]_ 48

187 qumanGthymidineGkinaseGgenecGmolecularGcloningGandGnucleotideGsequenceGofGaGcmwjGexpressibleGinG
mammalianGcellsUG1984SG[SGYZX_TYZYW 64

186 –accharomycesGcerevisiaeGribosomesGrecognizeGnonTjUpGinitiationGcodonsUG1984SG[SGXXbXTXXb` 57
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185 rnactivationGofGp]ZGgeneGexpressionGbyGanGinsertionGofGvoloneyGmurineGleukemiaGvirusTlikeGmwjG
sequencesUG1984SG[SGX[WYTX[XW 56

184 jminoTterminalGfragmentsGofGdeltaGXTpyrrolineT]TcarboxylateGdehydrogenaseGdirectG
betaTgalactosidaseGtoGtheGmitochondrialGmatrixGinG–accharomycesGcerevisiaeUG1986SG_SGZ]WYTZ]XY 23

183 –accharomycesGcerevisiaeGyqx]GpromoterGregioncGlocationGandGfunctionGofGtheGupstreamGactivationG
siteUG1986SG_SGY_XZTY_YZ 21

182 yrolineGutilizationGinG–accharomycesGcerevisiaecGanalysisGofGtheGclonedGyU—XGgeneUG1986SG_SGY_ZaTY_[] 40

181 lomplexGinteractionsGamongGmembersGofGanGessentialGsubfamilyGofGhsp`WGgenesGinG–accharomycesG
cerevisiaeUG1987SG`SGY]_aTY]`` 168

180 jGregulatoryGregionGresponsibleGforGprolineTspecificGinductionGofGtheGyeastGyU—YGgeneGisGadjacentGtoG
itsG—j—jGboxUG1988SGaSG[_Z[T[_[X 31

179 –jvYGencodesGtheGsecondGmethionineG–TadenosylGtransferaseGinG–accharomycesGcerevisiaecG
physiologyGandGregulationGofGbothGenzymesUG1988SGaSG]XZYT]XZb 58

178 rsolationGofGconstitutiveGmutationsGaffectingGtheGprolineGutilizationGpathwayGinG–accharomycesG
cerevisiaeGandGmolecularGanalysisGofGtheGyU—ZGtranscriptionalGactivatorUG1989SGbSG[_b_T[`W] 20

177 —heG–accharomycesGcerevisiaeGyU—ZGactivatorGproteinGassociatesGwithGprolineTspecificGupstreamG
activationGsequencesUG1989SGbSG[`W_T[`XY 46

176 nlementsGinvolvedGinG–TadenosylmethionineTmediatedGregulationGofGtheG–accharomycesGcerevisiaeG
vn—Y]GgeneUG1989SGbSGZYbYTZYba 66

175 —ransfectionGofGnnterobacteriaceaeGandGitsGapplicationsUG1978SG[YSGXb[TYZ_ 38

174 volecularGbasisGofGbacterialGouterGmembraneGpermeabilityUG1985SG[bSGXTZY 1652

173 yhysicalGandGgeneticGmappingGofGtheG–almonellaGdublinGvirulenceGplasmidGp–muYUGRelationshipGtoG
plasmidsGfromGotherG–almonellaGstrainsUG1988SGaXSGXZ[XT` 67

172 jntiTRoO––jPGautoantibodiesGareGassociatedGwithG—GcellGreceptorGbetaGgenesGinGsystemicGlupusG
erythematosusGpatientsUG1990SGa]SGZZTb 65

171 vechanismGofGresistanceGtoGcomplementTmediatedGkillingGofGbacteriaGencodedGbyGtheG–almonellaG
typhimuriumGvirulenceGplasmidGgeneGrckUG1992SGbWSGb]ZT_[ 78

170 mifferentialGexpressionGofGaGmuscleGactinGgeneGinGmuscleGcellGlineagesGofGascidianGembryosUG1987SG
XWXSG`]XT`_] 33

169 yroductionGinGnscherichiaGcoliGandGjpplicationGofGaGRecombinantGlarbonicGjnhydraseGofGtheG
lyanobacteriumGjnabaenaGspUG–trainGyll`XYWUG2006SGZbSGZ]XTZ]b 1

168 miversityG—akesG–hapecGUnderstandingGtheGvechanisticGandGjdaptiveGkasisGofGkacterialGvorphologyUG
PLoSfBiologySG2016SGX[SGeXWWY]_] 9.7 66
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167 kurkholderiaGcenocepaciaGtypeGVrGsecretionGsystemGmediatesGescapeGofGtypeGrrGsecretedGproteinsG
intoGtheGcytoplasmGofGinfectedGmacrophagesUGPLoSfONESG2012SG`SGe[X`Y_ 3.7 32

166 lonstructionGofGxpaTpositiveGandGxpaTnegativeGstrainsGofGweisseriaGmeningitidisGtoGevaluateGaGnovelG
meningococcalGvaccineUGPLoSfONESG2012SG`SGe]XW[] 3.7 7

165 yroductionGofGclonedGpigsGwithGtargetedGattenuationGofGgeneGexpressionUGPLoSfONESG2013SGaSGe_[_XZ 3.7 11

164 nxpressionGandGpropertiesGofGtheGhighlyGalkalophilicGphenylalanineGammoniaTlyaseGofGthermophilicG
RubrobacterGxylanophilusUGPLoSfONESG2014SGbSGea]b[Z 3.7 16

163 yseudomonasGfluorescensGj—llGXZ]Y]GcontainingGanGartificialGoxalateGoperonGandGVitreoscillaG
hemoglobinGsecretesGoxalicGacidGandGsolubilizesGrockGphosphateGinGacidicGalfisolsUGPLoSfONESG2014SGbSGebY[WW3.7 12

162 metectionGandGtransferGofGantimicrobialGresistanceGgeneGintegronGinG–almonellaGnnteritidisGderivedG
fromGavianGmaterialUG2009SGXXSGXb]TYWX 6

161 rnGvitroGlonstructionGofGlolnXGoactorGlarryingGpenesGforG–ynthesisGofGpuanineGorG—hymineUG1975SG]XSGZ]ZTZ]` 7

160 jminoglycosideG_NTTacetyltransferaseG—ypeGrbGójjlO_NPTrb−TvediatedGjminoglycosideGResistancecG
yhenotypicGlonversionGtoG–usceptibilityGbyG–ilverGronsUG2020SGXWSG 3

159 vethylationGinGtheG—y]ZGpromoterGisGassociatedGwithGischemicGstrokeUG2019SGYWSGX[W[TX[XW 7

158 –tudiesGonGvultipleGjntibioticGResistanceGpeneGinGjeromonasUG2003SGYSGXWXTXWa 3

157 qighG—ransformationGnfficiencyGofGnscherichiaGcoliGwithGylasmidsGbyGjddingGjminoGvodifiedG
–ilicaTnanoparticlesUG2006SG]SGZ[XTZ[Z 1

156 rsolationGandGlharacterizationGofG—hreeGlmwjsGnncodingGlqqTfamilyGyeptidesGfromGtheGlrabG
xziotelphusaGsenexGsenexUG2006SG]SG[Z_T[[Y 3

155 nxpressionGandGrsolationGofGwT—erminalG—runcatedGqumanGRecombinantGRenalaseGinGyrokaryoticG
lellsUG2021SG[SGeWWX]a 1

154 rsolationGandGvolecularGlharacterizationGofGvultidrugGResistanceGpeneGqarboringGonGaGYaGtbG
ylasmidGinGjeromonasGspUUG2002SGYSGZb]TZba 1

153 rsolationGandGvolecularGlharacterizationGofGßylanaseTyroducingGkacteriaGfromGmrainG·aterUG2002SGYSGZbbT[WY 1

152 hhhhhhhhhhhhhhhhhhhhGâ��hhhhhhhhhhhhhhhhhhâ��UG2003SGY]SGa`TbY

151 vutationsGoutsideGtheGâvmmGmotifGinGtheGyGproteinGcanGalsoGcauseGmqkVGresistantGtoGuamivudineUG
2005SGXXSG[Y_XT`

150 nvaluationGofG—ransformationGjbilityGofGlaesiumGlhlorideGmensityGpradientGlentrifugationGandGronG
nxchangeGqighGyerformanceGuiquidGlhromatographyGyurifiedGylasmidsUG2007SGYSG]WbT]X]
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149 volecularGpeneticsGofGpjuGRegulonUG2008SGXWXTX[Y

148 lloningGofGtheG˛†TuactamaseGpeneGfromGkacillusGspUGsXW]GandGjnalysisGofGrtsGnxpressionGinGnUGcolisG
lellsUG2008SGXaSGX]bYTX]bb

147 ójGnovelGvectorGforGconstructionGofGaGcmwjGlibrary−UG2010SG]_SGZYbT[X

146 lharacteristicsGandGjntibioticG–usceptibilityGofGrmipenemTResistantGllinicalGrsolatesGyroducingG
larbapenemaseUG2010SGYWSGXYX[TXYYW 2

145 qistoricalGyerspectiveUGXTZ[

144 penomeGengineeringGofGousariumGspeciesGbyGusingGpositiveGandGnegativeGselectionGapproachesGforG
studyingGregulationGofGmycotoxinGproductionUG2013SG_ZSGa]TbY 1

143 lharacterizationGofGjvirulentG—nphojGvutantsGinGMltdiMgtdjgrobacteriumGtumefaciensMltdViMgtdGtoG
nnhanceG—ransformationGnfficiencyUG2014SGW[SG]`bT]bZ

142 volecularGjspectsGofGtheGkiosynthesisGofGRGoactorGmwjUG1975SGbXTba

141 ReplicationGandGexpressionGofGconstructedGplasmidGchimerasGinGtransformedGnscherichiaGcoliTTaG
reviewUG1975SG]jSGZZ]T[[ 1

140 ResistenzfaktorenSGylasmideGundGdieGgezielteGVereinigungGvonGpenenUG1976SGXWXTXY_

139 rwr—rjuG–—Umrn–GxoG–njGURlqrwGmwjG–nzUnwlnGxRpjwräj—rxwGkâGvxunlUujRGluxwrwpUG1976
SG]]ZT]_Z

138 luxwrwpGxoGmRx–xyqrujGvnujwxpj–—nRGnlxRrGmwjGoRjpvnw—–UG1976SG][ZT]]Y

137 luxwrwpG—qnGyqRGpnwnGxoGn–lqnRrlqrjGlxurGSUG1978SGX]bTX_Y 2

136 jnnotatedGkibliographyUG1978SGZZ`TZ_[

135 –oybeanGUreaseTyotentialGpeneticGvanipulationGofGjgronomicGrmportanceUG1979SGY[XTY]b

134 lqjRjl—nRräj—rxwGxoGvxunlUujRuâGluxwnmG–yunnwGoxlU–ToxRvrwpGVrRU–GmwjUG1980SG[`ZT[aY

133 peneGnxpressionGofG—ransposableGnlementGmeterminingGjmpicillinGResistanceUG1980SG`XT`_

132 peneticGandGyhysicoTlhemicalGjnalysisGofGjntibioticGResistanceGylasmidsGofGllinicalG–trainsUG1980SGXY]TXZW
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131 yuj–vrm–Gj––xlrj—nmG·r—qGjwGnw—nRx—xßrpnwrlG–—RjrwGxoGnUGcoliUG1980SGX[]TX][

130 —qnGpnwxvnGxoGkjl—nRrxyqjpnGyvYcGluxwrwpSGRn–—Rrl—rxwGnwmxwUlunj–nGvjyGjwmG
lqjRjl—nRräj—rxwGxoG—nvynRj—URnT–nw–r—rVnGvU—jw—–UG1981SGa`TXW` 1

129 ylasmidGvediatedGjmpicillinGResistanceGinGaG–trainGofGqaemophilusGpleuropneumoniaeGrsolatedG
fromG–wineUG1981SG]ZbT][] 1

128 luxwrwpGxoGmwjG–âw—qn–r–Grwr—rj—rxwGmn—nRvrwjw—–GxoGlxunXGyuj–vrmGrw—xG
–rwpunT–—RjwmnmGmwjGyqjpn–UG1981SGX]`TX_` 1

127 yhotosynthesisGandGlloningGinGlyanobacteriaUG1982SGXWZTXZX 1

126 yuj–vrmG—Rjw–oxRvj—rxwGjwmGyRnyjRj—rxwUG1982SGZZZTZZ_

125 luxwrwpGxoGmxUkunG–—RjwmnmGcmwjGoRxvGvjsxRGjwmGvrwxRGlxvyxwnw—–GxoGmRwjUG
1982SGXXXTXY`

124 lharakterisierungGeinesGlallYTabhˆ⁄ngigenG—ransfektionssystemsGvonnscherichiaGcoliGundG
—ZTyhagenTmw–UG1982SGYYSG[a`T[bZ

123 lloningGtheGlrystalGyroteinGpeneGofGkUGthuringiensisGinGnUGcoliUG1982SGXZXTX[[ 1

122 RecombinationalGinstabilityGofGaGchimericGplasmidGinG–accharomycesGcerevisiaeUG1984SG[SGXb]TXba 8

121 kasicGvethodsUG1984SGXTXWZ

120 –huttleGvectorGforGnscherichiaGcoliSGyseudomonasGputidaSGandGyseudomonasGaeruginosaUG1985SGZWSG_]`T_Y

119 lloningGofGanGenzymaticallyGactiveGsegmentGofGtheGexotoxinTjGgeneGofGyseudomonasGaeruginosaUG
1985SGZWSG```TbW

118 RecombinationGinGkacteriaUG1987SG[aT_a

117 rnGVivoGpeneticGvanipulationUG1987SGZT]Z 2

116 RecombinationGinGkacteriaUG1987SG[aT_a

115 rntroductionUG1987SGXTY

114 vicrocarrierGmxRvjlnuuGdoesGnotGdetectablyGalterGviralGorGplasmidGmwjGuponGdirectGexposureUG
1987SG[a[T[bX

(1987-1980)
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113 rw—RxmUl—rxwGxoGmwjGrw—xGlnuu–UG1989SG[ZT[b

112 RestrictionGenzymeGanalysisGandGlocalizationGofGkacillusGsubtilisGchromosomalGfragmentGpartiallyG
suppressingGreckGreclGmutationsGofGnscherichiaGcoliUG1989SG]SG`YT``

111 nxpressionGofGaGcmwjGencodingGratGliverGm—TdiaphoraseGinGnscherichiaGcoliUG1991SGYaZSGZYZT`

110 yroteinTproteinGinteractionGinGtheGalphaTcomplementationGsystemGofGbetaTgalactosidaseUG1992SGZZSGaXTXW[ 2

109 rw—RxmUl—rxwGxoGmwjGrw—xGlnuu–UG1992SG[ZT]W

108 vethodGforGrapidGtransformationGofGenterobacteriaGandGsomeGfactorsGinfluencingGitsGefficiencyUG
1992SGaSG[_T]W 3

107 rndikationsstellungenGfˆ…rGdenGninsatzGvonGrmmunstimulanzienGundG–trategienGfˆ…rGdenG
klinischTimmunologischenG·irksamkeitsnachweisUG1997SGZbT_W

106 lloningGfromGpenomicGmwjGandGyroductionGofGuibrariesUG1997SG][TX]Z

105 —ransposonG—nZSGXb`ZGtoGXbaWUG[ZT]Z

104 peneG—ransferGinGpramTwegativeGkacteriaUG`Z]T`]] 2

103 jnGxverviewGofGvethodsGUsedGinGweurogenomicsGandG—heirGjpplicationsUG2015SGXT]b

102 ReferencesUG2015SGYY]TYZ_

101 –cientificGkreedingGinGtheG—wentiethGlenturyGandGoutureGpoalsUG2016SGZbT`X 1

100 —heGlharacteristicsGofGrmipenemTResistantGkacteriaGrsolatedGfromGxneGyatientUG2017SG[bSG[XZT[Xb

99 vappingGofGtransgenicGallelesGinGplantsGusingGaGwanoporeTbasedGsequencingGstrategyUG

98 jG–implifiedGvethodGforGxbtainingGcmwjGofGuowTlopyGandG–ilentGnukaryoticGpenesGUsingGqumanG
RenalaseGasGanGtheGnxampleUG2019SGYSGeWWXWX 3

97 rnvestigatingG–urvivalGofGnrwiniaGamylovoraGfromGoireGklightTmiseasedGjppleGandGyearG—reesGkuriedG
inG–oilGasGlontrolGveasureUG2019SGZaSGY_bTY`Y 2

96 lloningGandG—ransformationGwithGylasmidGVectorsUG2021SGYWYXSGpdbUtopXWXX`W
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95 UptakeGandGoateGofGylasmidTmwjGinGjzospirillumGuipoferumGjYZUG1983SG]_T_] 2

94 lonstructionGofGaGchimericGhumanGgeneGencodingGrenalaseGwithGaGmodifiedGwTterminusUG2020SGZSGeWWXZ` 2

93 lonstructionGofGllostridiumGbutyricumGhybridGplasmidsGandGtransferGtoGkacillusGsubtilisUGAppliedf
MicrobiologyfandfBiotechnologySG1985SGYZSGXX[TXYY 5.7 22

92 lloningGandGexpressionGofGtheG–accharomycopsisGfibuligeraGglucoamylaseGgeneGinG–accharomycesG
cerevisiaeUGAppliedfMicrobiologyfandfBiotechnologySG1985SGYZSGXZWTXZZ 5.7 28

91 yointGmutationsGinGtheGregulatoryGregionGofGtheGhumanGadenoviralGVjrGgeneUUG1983SGY]aSGXX]`_TXX]aX 6

90 –tructureGofGaGnewlyGisolatedGvariantGofG–imianGvirusG[WGmwjGcontainingGmonkeyGmwjGandGitsG
similarityGtoGpreviouslyGisolatedGvariantsUUG1980SGY]]SGabXbTabY` 2

89 —otalGsynthesisGofGaGtyrosineGsuppressorGtRwjGgeneUGßVrrrUGkiologicalGactivityGandGtranscriptionSGinG
vitroSGofGtheGclonedGgeneUUG1979SGY][SG]aX`T]aY_ 40

88 —ransformingGactivityGofGmercuryTsubstitutedGmwjGsynthesizedGinGvitroGbyGpermeableGcellsGofG
kacillusGsubtilisUUG1982SGY]`SGX_XWTX_XY 7

87 rsolationGofGtheGcatalaseG—GstructuralGgeneGofG–accharomycesGcerevisiaeGbyGfunctionalG
complementationUG1983SGZSGX][]TX]]X 30

86 jGpositiveGregulatoryGsiteGandGaGnegativeGregulatoryGsiteGcontrolGtheGexpressionGofGtheG
–accharomycesGcerevisiaeGlâl`GgeneUG1984SG[SGYWYZTYWZW 55

85 nxpressionGofGtheG–accharomycesGcerevisiaeGpju`GgeneGonGautonomousGplasmidsUG1984SG[SGYW_YTYW`X 24

84 volecularGcloningGandGnucleotideGsequenceGanalysisGofGtheG–accharomycesGcerevisiaeGRjmXGgeneUG
1984SG[SGYX_XTYX_b 32

83 ylasmidTdirectedGsynthesisGofGgenuineGadenovirusGYGearlyTregionGXjGandGXkGproteinsGinGnscherichiaG
coliUG1984SG[SGX[Y`TX[Zb 7

82 vicronuclearGmwjGofGxxytrichaGnovaGcontainsGsequencesGwithGautonomouslyGreplicatingGactivityGinG
–accharomycesGcerevisiaeUG1984SG[SGX`Y]TX`Yb 1

81 valignantGtransformationGandGtumorGpromoterGtreatmentGincreaseGlevelsGofGaGtranscriptGforGaG
secretedGglycoproteinUG1985SG]SG[__T[`Z 10

80 —UGelementscGaGheterogeneousGfamilyGofGmodularlyGstructuredGeucaryoticGtransposonsUG1985SG]SGbbXTXWWX 17

79 qumanGhomologsGofG—UGtransposonGsequencescGpolypurineVpolypyrimidineGsequenceGelementsGthatG
canGalterGmwjGconformationGinGvitroGandGinGvivoUG1986SG_SGZ_ZYTZ_[Y 24

78 lellularGresponseGtoGmwjGdamageGisGenhancedGbyGtheGpRGplasmidGinGmouseGcellsGandGinGnscherichiaG
coliUG1986SG_SG]a_T]bY 5

(1986-1983)
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77 RegionGVrGofGcauliflowerGmosaicGvirusGencodesGaGhostGrangeGdeterminantUG1986SG_SGY_ZYTY_Z` 31

76 qighTefficiencyGcloningGofGfullTlengthGcmwjUG1982SGYSGX_XTX`W 449

75 peneticGselectionGforGreciprocalGtranslocationGatGchosenGchromosomalGsitesGinG–accharomycesG
cerevisiaeUG1982SGYSGXWY]TXWZY 20

74 penomeGstructureGofGminkGcellGfocusTformingGmurineGleukemiaGvirusGinGepithelialGminkGlungGcellsG
transformedGvitroGbyGiododeoxyuridineTinducedGlZqVvuuVGcellsUG1983SG[]SG`[WT][ 10

73 —nZGlabelingGofGaGcrypticGplasmidGfoundGinGtheGplantGpathogenicGbacteriumGyseudomonasGtabaciGandG
mobilizationGofGR–oXWXWGbyGdonationUG1983SGX]]SG[ZaT[Y 2

72 rsolationGofGuvrjGmutationGonGaGmulticopyGplasmidcGpreliminaryGcharacterizationGofGtheGmutantG
proteinUG1984SGX]`SGa]`T_Y

71 jpplicationGofGhybridGplasmidsGcarryingGglycolysisGgenesGtoGj—yGproductionGbyGnscherichiaGcoliUG1982
SGX]YSGbaTXWZ 13

70 ßerTmediatedGsiteTspecificGrecombinationGatGcerGgeneratesGqollidayGjunctionsGinGvivoUGEMBOfJournalSG
1994SGXZSGXa[[T]] 13 27

69 RoleGforGtheGouterGmembraneGferricGsiderophoreGreceptorGyupkGinGsignalGtransductionGacrossGtheG
bacterialGcellGenvelopeUGEMBOfJournalSG1994SGXZSGYaW]TXZ 13 57

68 vodulationGofGtyr—GpromoterGactivityGbyGtemplateGsupercoilingGinGvivoUGEMBOfJournalSG1994SGXZSG]_[`T]] 13 12

67 merivativesGofGlolnXGcerGshowGalteredGtopologicalGspecificityGinGsiteTspecificGrecombinationUGEMBOf
JournalSG1989SGaSGZWbTX] 13 24

66 —heGtransitionGstateGtranscriptionGregulatorGabrkGofGkacillusGsubtilisGisGaGmwjGbindingGproteinUGEMBOf
JournalSG1989SGaSGX_X]TYX 13 110

65
jnionGtransportGinGoocytesGofGßenopusGlaevisGinducedGbyGexpressionGofGmouseGerythroidGbandGZG
proteinTTencodingGcRwjGandGofGaGcRwjGderivativeGobtainedGbyGsiteTdirectedGmutagenesisGatGtheG
stilbeneGdisulfonateGbindingGsiteUGEMBOfJournalSG1989SGaSGZ_WXTb

13 21

64 mepletionGofGfunctionalGribosomalGRwjGoperonsGinGnscherichiaGcoliGcausesGincreasedGexpressionGofG
theGremainingGintactGcopiesUGEMBOfJournalSG1993SGXYSG[ZW]TX] 13 64

63 rdentificationGofGtheGstructuralGgeneGforGglucoseT_TphosphateGdehydrogenaseGinGyeastUGrnactivationG
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